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FEATURES             Location/Qualifiers
     source          1..4607660
                     /organism="Yersinia pestis str. Pestoides B"
                     /mol_type="genomic DNA"
                     /strain="Pestoides B"
                     /db_xref="taxon:748678"
                     /country="USSR"
                     /note="biovar: 0.PE1; biotype: Medievalis"
     gene            complement(809..1021)
                     /locus_tag="CH60_1"
     CDS             complement(809..1021)
                     /locus_tag="CH60_1"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12228.1"
                     /translation="MIIIAVLSDERIKSLGVHIMKARHCSHCFQCLLSQPGAGFFFAF
                     FSPRSLLACLCHGFCRNNLPAEWHPL"
     gene            1444..2181
                     /locus_tag="CH60_2"
     CDS             1444..2181
                     /locus_tag="CH60_2"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [TK] COG0745 Response regulators consisting of a CheY-like
                     receiver domain and a winged-helix DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14295.1"
                     /translation="MKPAILVVDDDTAICEVLRDVLNEHVFDVLLCHSGNEALQITAT
                     QPSIALILLDMMLPDINGLLVLQQVQKLRPSLPVVMLTGMGSESDMVVGLEMGADDYI
                     AKPFNARVVVARVKAVLRRSEVLAIESSSVIESSSVKACGLQFNGWRLNTDRCQLMNP
                     QQQQIDLTQGEYGLLLSLMQNARKVLSREKLLELTHRESLDVFDRTIDVLIMRLRRKI
                     EVNPHQPTLIRTIRGVGYVFAADIIHA"
     gene            complement(2366..3373)
                     /locus_tag="CH60_3"
     CDS             complement(2366..3373)
                     /locus_tag="CH60_3"
                     /note="[G] COG0524 Sugar kinases, ribokinase family"
                     /codon_start=1
                     /transl_table=11
                     /product="pfkB carbohydrate kinase family protein"
                     /protein_id="AJK11152.1"
                     /translation="MIERNGIIAAGNMLVDHVHQIEQWPQRGWLAEIVHSERSTGGAP
                     LNVLLTLAKMYTGLPLQAVGLIGDDHDGDYIMAMLDQYQVNRQHVRRTTLAPTSMSQV
                     MTDPSGQRTFFHSPGTNRLLDLPAFDGLDTSFKIFHLGYLLLLDSLDVEDTEYGTRSA
                     RLLALMSQLGYETSLDLVSREGDPRYHLLVTPTLCWLDYLTINELEAGELSGLEMRLA
                     DGTPDVHHIAQAAKQLLEAGVRQRVVIHCPEGAWGVEHGQEGAWVPSWKLAQEEIVGS
                     VGAGDAFCAGILYGYHERWPLNDCIQLAHACARANLLCANAIDGAKPLAELDVFIREN
                     S"
     gene            complement(3383..4243)
                     /locus_tag="CH60_4"
     CDS             complement(3383..4243)
                     /locus_tag="CH60_4"
                     /note="cbbA: ketose-bisphosphate aldolase family protein;
                     [G] COG0191 Fructose/tagatose bisphosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="ketose-bisphosphate aldolase family protein"
                     /protein_id="AJK13397.1"
                     /translation="MALISLANGLAHARKNGYALGAFNVLDSHFLRALFAAAKQERSP
                     FIINIAEVHFKYLSLESLVEAVKFEAAHHDIPVVLNLDHGLHFEAVVRALRLGFSSVM
                     FDGSTLEYEENVRQTREVVKMCHAVGVSVEAELGAVGGDEGGALYGEADSNKFTDPAI
                     ARDFVDRTGIDALAVAIGNAHGKYKGEPKLDFARLAAIHQQTGLPLVLHGGSGISDTD
                     FRRAISLGIHKINFYTGMSQAALAAVEQKMTHRHAIYDEFAELFLGIEEAITDVVAQQ
                     MRIFGSSEQI"
     gene            complement(4269..4952)
                     /locus_tag="CH60_5"
     CDS             complement(4269..4952)
                     /locus_tag="CH60_5"
                     /note="conserved hypothetical protein;
                     [R] COG3822 ABC-type sugar transport system, auxiliary
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10685.1"
                     /translation="MKRSEVNQILKQTGHFFARHHIQLPPFARFTPQRWQQLDPKAWQ
                     ELFDLKLGWDITAFGGNHFFTQGLTLFTLRNGSVSGTPYPKCYAEKIMHVREGQVTPM
                     HFHWRKQEDIINRGGGNLIVELWNSDAFEQTEKSDVTVTLDGCRQTHAAGSQLRLSPG
                     ESICLVPGVYHSFWGEVGYGEVLVGEVSMVNDDDHDNRFMKPLERFNSIIEDEPAELV
                     LCNEYCRFV"
     gene            complement(5027..5971)
                     /locus_tag="CH60_6"
     CDS             complement(5027..5971)
                     /locus_tag="CH60_6"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK14449.1"
                     /translation="MRLKPIMTALIAGAMIASSPALQAKELNSIGVTVGDLANPFFVQ
                     ITKGVELEARKLAGDKVKVTLVSSGYDLGQQVAQIDNFIAAKVDMIILNAADSKGIGP
                     AVKRAKDAGIVVVAVDVAAEGADATITSDNTQAGAMACKYISDRLKEKGNVVIINGPP
                     VSAIQNRVEGCESEFKKYPDIKVLSSNQNAKGSREGGLEVMTSLLAVNPKIDGVFAIN
                     DPTAIGADLAAKQAQRNEFFIVGVDGSPDAEEALKRGGNTLFVATPAQDPQVMASKAV
                     EVGYGILQGNPAPKDPILIPVTLIDKNNISTYKGWTMK"
     gene            complement(6002..6994)
                     /locus_tag="CH60_7"
     CDS             complement(6002..6994)
                     /locus_tag="CH60_7"
                     /note="[R] COG4158 Predicted ABC-type sugar transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK13489.1"
                     /translation="MTNSGTPQQVAKSASLKKAFFSDLLQTVGILPILVLIVAVFGFL
                     APNFFTESNLLNIARQSSINIVLAAGMTFIILTGGIDLSVGSILGTTAVTAMAVSLMP
                     GWEGLSIPAALLMGTGLGLFNGMLVAWAGLPPFIVTLGTYTALRGVAYLLADGTTIIN
                     SNINFEWIGNAYLGPVPWLVVIALLVVAVCWFILRRTTLGVHIYAVGGNMQAARLTGI
                     KVWMVLLFVYGMSGLLSGLGGVMSASRLYSANGNLGMGYELDAIAAVILGGTSFVGGV
                     GTITGTLVGALIIATLNNGMTLMGVSYFWQLVIKGAVIIIAVLIDKYRTRHHNS"
     gene            complement(6987..8507)
                     /locus_tag="CH60_8"
     CDS             complement(6987..8507)
                     /locus_tag="CH60_8"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11311.1"
                     /translation="MNKVPLLEMRNITKSFGKFQALKGVDLTVFSGEIHALMGENGAG
                     KSTLMKILAGAYTTSGEILIEGRPWSIKGPKDALNAGISLIYQEMQLAPNLTVAENIF
                     LGSELSRGGLVQRKEMVMQTQAVIDRLGAQFKASDLVMGLTIAEQQQVEIARALHRNS
                     RILVMDEPTAALSTRETHRLFELILRLRDEGMAIIYISHRMAEVYELSDRVSVLRDGQ
                     YVGSLMRANLNANELVRMMVGRPLSDLFNKERDIPLGHLRLKVHHLTDGAKVQAVSLQ
                     VRSGEIVGLAGLVGAGRSELAQLIFGVRKATGGTIEIDGVPLVIHSPREAIRHGIGFL
                     TENRKEQGLFLELAAQDNITMATLERDACYGLLDRKKARAISDDAINRLNIRVPHAQV
                     RAGGLSGGNQQKLLISRWVAISPRILILDEPTRGVDVGAKSEIYRIMSQMAREGVAIL
                     MISSELPEVVGMSDRVYVMHEGRIAGELHHPDITQENIMTLATGVTEDHKKEVYHD"
     gene            8696..11251
                     /locus_tag="CH60_9"
     CDS             8696..11251
                     /locus_tag="CH60_9"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK13873.1"
                     /translation="MEQPRLSFFASVRGRLLFFNLLVVAVTLMVSGVAVLGFEQASRL
                     QKQVQERTLRDMSSSMALARDTANVATAAVRLSQVVGALEFQSEAASLQETQLALRSS
                     LAHLANAPLASHEPLLVKRIIERSNELETSVARMLNLGHRRHLERNLLLSALYQTQSY
                     LHHLQEINQRDGLNKPDAALLKEMDRLLLVAIQTSSPKAAVQQLTEVMQALPAHADSP
                     LVEEILQEFSASLYQLLPLSITLENSDLSITWYMYHVKALVAFLNQGINIYVQKVGEE
                     SLQRSQQNHKALQSIITSIGLFALLALVITGFAGWYIYHNLGSNLTAISHAMTRLARG
                     EKEVSVPAQQRRDELGELARAFNVFARNTASLEQTSRLLKEKSTLLETTFHAMRDGFA
                     LFDNEGFLVVWNPQYPLLLGLAPEQLQHGQHYLQLLKQMTPLQEHILENLALPLPKTQ
                     ELRLEDHRTIELRFSPVPGRGMVNVVLDRSERKALEEALVHSQKMKAVGQLTGGLAHD
                     FNNLLAVIIGSLELTATDSSDATRIHRALKAAERGAQLTQRLLAFSRKQSLHPRAVAM
                     KELLDNLDPLIRHSLPAHLTLTIEAQQPAWHAWIDVNQLENAIINLVMNARDAMEGRS
                     GEIKIRTWNQRVERGEGRKQYMVVLEVADSGHGMTTAVKEQVFEPFFTTKQTGSGSGL
                     GLSMVYGFVRQSGGRVQIESEPGKGTRVCLQLPRALTQSLIEVLPALGAVANMADQLV
                     LVLEDEPDVRQTLCEQLHQLGYLTLETGDSRQALALMADVPDISIVISDLMLPGDMTG
                     AEVLQQARSVYPHLKLLLISGQDLRRSKNFMLEVELLRKPFNQQQLVQALQRV"
     gene            complement(11387..12583)
                     /locus_tag="CH60_10"
     CDS             complement(11387..12583)
                     /locus_tag="CH60_10"
                     /note="flavo, HI0933 family protein;
                     [R] COG2081 Predicted flavoproteins"
                     /codon_start=1
                     /transl_table=11
                     /product="flavo, family protein"
                     /protein_id="AJK10511.1"
                     /translation="MEQFDVVVIGAGAAGLFCAAQAGQAGCRVLLVDNGKKAGRKILM
                     SGGGRCNFTNIYTEPAAYLSQNPHFCKSALARYTQWDFIDLMNRHNIAWHEKTLGQLF
                     CDDSAQQVVDLLLKECELGNVTVRLRSNVLSVEKSDTGFVLHINDLRVSANSLVVASG
                     GLSMPGLGASPFGYKLAEQFGLKVLPTRAALVPFTLHKPLLDHVQTLSGVSVPAVVTA
                     ENGVSFRESILFTHRGLSGPAILQLSSYWQAGEYVSINLLPDVDLAAFLNTERQAHPN
                     QTLKNTLAQLLPKRLVECLQTLEQLPDVTLKQLNVPQQAALIANLQQWRVQPNGTEGY
                     RTAEVTLGGVDTQELSSKTMEAHKVPGLYFIGEVVDVTGWLGGYNFQWAWSSAWACAQ
                     GLAAKK"
     gene            12894..14390
                     /locus_tag="CH60_11"
     CDS             12894..14390
                     /locus_tag="CH60_11"
                     /note="[P] COG0306 Phosphate/sulphate permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate transporter family protein"
                     /protein_id="AJK11450.1"
                     /translation="MLHLFAGLDFHTGLMLVLALLFVLFYEAINGFHDTANAVATVIY
                     TRAMRSQIAVVMAGVFNFLGVMLGGLSVAYAIVHLLPTDLLLNVSSTHGLAMVFSMLL
                     AAIIWNLGTWYFGIPASSSHTLIGAIIGIGLTNALMTSTSVVDALNVPKMIQIFLSLI
                     LSPIVGLVIAGLMVFLLRRYWSSTKKQQRIHLTPAEREKKDGKRKPPFWTRTALILSA
                     IGVSFSHGANDGQKGIGLIMLVLIGVAPAGFVVNMNATGYDIARTRDAVTHVQLYYQQ
                     HAEALPHAIALKPLVPAPETLPGTPAQFHCDTSRAMVAINHAQALLTDLKSYDDLTVD
                     QRSQMRRLLMCVAETAGAVAKLPETSAENRRFLNNLRTDLLDTVEYAPTWIIVAVALA
                     LSLGTMVGWRRVAVTIGEKIGKKGMTYAQGVSAQMTAAVSIGIASYTGMPVSTTQVLS
                     SAVAGTMLVDGGGVQSKTVKSIMLAWVLTLPISIFLSGALYWIALKFI"
     gene            14656..15114
                     /locus_tag="CH60_12"
     CDS             14656..15114
                     /locus_tag="CH60_12"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK14345.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(15247..15582)
                     /gene="uspB"
                     /locus_tag="CH60_13"
     CDS             complement(15247..15582)
                     /gene="uspB"
                     /locus_tag="CH60_13"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress protein B"
                     /protein_id="AJK12755.1"
                     /translation="MISTVALFWALCVVCVVNMARYYSSLRALLVVLRGCDPLLYQYV
                     DGGGVFTSHGQPSKQIRLVGYIFAQRYLDHHDPEFIRRCERLRGQFILTSALCGLVVV
                     SLVALMLWY"
     gene            16290..16736
                     /gene="uspA"
                     /locus_tag="CH60_14"
     CDS             16290..16736
                     /gene="uspA"
                     /locus_tag="CH60_14"
                     /note="[T] COG0589 Universal stress protein UspA and
                     related nucleotide-binding proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress protein A"
                     /protein_id="AJK13924.1"
                     /translation="MAYKHILIAVDLSPESKVLVEKAVSMAKPYNAKVSLIHVDVNYS
                     DLYTGLIDVNLGDMQKRISEETHNALTELSQNAGYPVEQTLSGSGDLGQVLVDAIKKY
                     DIDLVLCGHHQDFWSKLMSSARQLINTVHVDMLIVPLRDDENGEDD"
     gene            16983..18326
                     /locus_tag="CH60_15"
     CDS             16983..18326
                     /locus_tag="CH60_15"
                     /note="[E] COG0334 Glutamate dehydrogenase/leucine
                     dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="glu/Leu/Phe/Val dehydrogenase, dimerization
                     domain protein"
                     /protein_id="AJK12885.1"
                     /translation="MNGLVSLESFLESLQRRDANQPEYLQAVREVFTSLWPFLEQNPH
                     YREQSLLERLVEPERVIQFRVAWTDDKGHVQVNRAWRVQFSSAIGPYKGGMRFHPSVN
                     LSILKFLGFEQTFKNALTTLPMGGGKGGSDFNPKGKSQAEVMRFCQALMTELYRHLGP
                     DTDVPAGDIGVGGREVAFMAGMMKKLSNNTACVFTGKGLSFGGSLIRPEATGYGLVYF
                     TDAMLKRHGLGFEGRKVSVSGAGNVAQYTIEKAMELGAKVVTASDSGGTVVDEVGFTP
                     EKLAHLAEIKNKRYGTIEDYARERNLVYLAGQQPWSVPVDIALPCATQNELDLPAALQ
                     LIANGVKAVAEGANMPTTIQATDAFLEAGVLFAPGKAANAGGVATSGLEMAQNAARMS
                     WKSEKVDVRLHHIMLDIHQSCVEYGGEGKQTHYVHGANIAGFVKVADAMLAQGVL"
     gene            18574..19908
                     /gene="prtA"
                     /locus_tag="CH60_16"
     CDS             18574..19908
                     /gene="prtA"
                     /locus_tag="CH60_16"
                     /note="[Q] COG2931 RTX toxins and related Ca2+-binding
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="secreted protease A"
                     /protein_id="AJK14034.1"
                     /translation="MFMSYSREYSNTIIKNEQVMRRGIHYKNEVKGVIAPQISSRQSW
                     KENTIHNKNTNLTYSFSRAYTLWDYDRTFQQNAYISLFNPAQIHQAKIAMQSWADVAN
                     ISFTEASADSSANILFLNFQRPSNVAGYAYYPNPGSFSPIWINYSFSDNQHPSRLNDG
                     GGVLTHEIGHALGLGHSHAPHGYTQQMSVMSYLSEQGSGANYGQHYLSTPQMYDIAAI
                     QYLYGANLHTRTGDTVYGFNSTSYRDHFTATHASDALIFCVWDAGGNDTFDFSGYKQN
                     QMINLNELCFSDVGGLKGNVSIAADVTIENAIGGSGHDDIIGNHTNNILTGNGGSDQL
                     WGNGGNNTFRYASARDSMTTSPDTIHDFKSGRDKIDLSQLMPSTDRVIFVDRLSFNGQ
                     TEMGQQYNEVADITYLMIDFDAQVSECDMMIKFTGRHHFTANDFILSTSLTA"
     gene            complement(19973..20743)
                     /locus_tag="CH60_17"
     CDS             complement(19973..20743)
                     /locus_tag="CH60_17"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="SAM-dependent methyltransferase family protein"
                     /protein_id="AJK14030.1"
                     /translation="MSHVSICLLSEAGADPGALSILADRWGLVSDDQAVMALVLTAER
                     LELRKRDEPKLGGIYVDFVSGTQAHRRKFGGGRGEAVAKAVGIKKGYLPRVVDATAGL
                     GRDAFVLAALGCQVQMLERNPVVAALLDDGLRRGYLDAEIGPWLRERLTLLHASSLTA
                     LVAIEPRPEVVYLDPMYPHRQKSALVKKEMRVFQSLVGADNDADGLLAPARALATKRV
                     VVKRPDYAEPLAGVAAQAAVVTKSHRFDIYPSSVTPPR"
     gene            complement(20747..22789)
                     /locus_tag="CH60_18"
     CDS             complement(20747..22789)
                     /locus_tag="CH60_18"
                     /note="[E] COG0339 Zn-dependent oligopeptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M3 family protein"
                     /protein_id="AJK10804.1"
                     /translation="MTNPLLTPFSLPPFSAIRPEDIVPAVKSALDECRQAVERVVAQS
                     GPFTWDNLCQPLAESDDRLSRIWSPVGHLNSVKNSPELRTAYEQSLPLLSEYGTWVGQ
                     HKGLYQAYVSLKEGPGFAALTAPQRKAVENALRDFQLSGIGLAPEQQKRYGEIVARLS
                     ELGSTYSNNVLDATMGWSKLITDVEQLKGLPESALAAAKAMAEAKEQDGWLLTLDMPS
                     YLPVLTYADNVELREEMYRAFATRASDQGPNAGKWDNSEIMAEILTLRHELAQLLGFN
                     SYADKSLATKMAENPQQVLGFLNDLAKRARPQAEEELAQLRAFAKEHYGVSELQAWDI
                     TYYSEKQKQHLFAISDEQLRPYFPEQRVVEGLFEVVKRIYGITAKERHDVDTWHPDVR
                     FFDLFDADGELRGSFYLDLYARENKRGGAWMDDCVGSLRLANGQLQKPVAYLTCNFNG
                     PVGGKPALFTHNEVTTLFHEFGHGLHHMLTKIDTAGVSGINGVPWDAVELPSQFMENW
                     CWEPEALAFISGHYQTHEPLPQEMLDKLLAAKNYQAALFILRQLEFGLFDFRMHYEFD
                     PLTGAQILPILYEVKKQVAVVPSPEWGRFPHAFSHIFAGGYAAGYYSYLWAEVLSADA
                     FSRFEEEGIFNAATGQSFLDNILSQGGSEEPMTLFKRFRGREPQLDAMLRHYGIKG"
     gene            23118..23960
                     /locus_tag="CH60_19"
     CDS             23118..23960
                     /locus_tag="CH60_19"
                     /note="[R] COG2961 Protein involved in catabolism of
                     external DNA"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal RNA small subunit methyltransferase D,
                     RsmJ family protein"
                     /protein_id="AJK11414.1"
                     /translation="MLSYRHSFHAGNHADVLKHTVQSLIIEAMKEKEKPFLYLDTHAG
                     AGRYQLSGEHAERTGEYLDGIGKLWQRDDLPADLAPYMSAINYFNRGEKLRYYPGSPL
                     IARHLLREDDKIHLTELHSSDYPLLRNEFAKDERAKVQRADGYQQLKSQLPPLSRRGF
                     VLIDPPYEMKTDYQDVVKGIQEGYKRFATGTYALWYPVVLRQQIKRLLRDLEATGIRR
                     ILQIELAVRPDSDQHGMTASGMIVINPPWKLEQQMNSLLPWLHNVLVPSGHGHTLVKW
                     VVPE"
     gene            24146..25498
                     /gene="gor"
                     /locus_tag="CH60_20"
     CDS             24146..25498
                     /gene="gor"
                     /locus_tag="CH60_20"
                     /EC_number="1.8.1.7"
                     /note="gluta_reduc_1: glutathione-disulfide reductase;
                     [C] COG1249 Pyruvate/2-oxoglutarate dehydrogenase complex,
                     dihydrolipoamide dehydrogenase (E3) component, and related
                     enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione-disulfide reductase"
                     /protein_id="AJK11994.1"
                     /translation="MTKHYDYLAIGGGSGGIASINRAAMYGKKCALIEAKQLGGTCVN
                     VGCVPKKVMWHAAQIAEAIHLYGPDYGFDTTVNHFDWKKLIANRTAYIDRIHQSYERG
                     LGNNKVDVIQGFARFVDAHTVEVNGETITADHILIATGGRPSHPDIPGAEYGIDSDGF
                     FELDEMPKRVAVVGAGYIAVEIAGVLNGLGTETHLFVRKHAPLRTFDPLIVETLLEVM
                     NTEGPKLHTESVPKAVIKNADGSLTLQLENGTEVTVDHLIWAIGREPATDNLNLSVTG
                     VKTNDKGYIEVDKFQNTNVKGIYAVGDNTGVVELTPVAVAAGRRLSERLFNNKPDEHL
                     DYSNIPTVVFSHPPIGTIGLTEPQAREKFGDDQVKVYTSSFTAMYSAVTQHRQPCRMK
                     LVCVGAEEKIVGIHGIGFGMDEILQGFAVAMKMGATKKDFDNTVAIHPTAAEEFVTMR
                     "
     gene            25690..26817
                     /locus_tag="CH60_21"
     CDS             25690..26817
                     /locus_tag="CH60_21"
                     /note="[KT] COG3835 Sugar diacid utilization regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar diacid recognition family protein"
                     /protein_id="AJK12393.1"
                     /translation="MPTSYLKEDTARQIVQRTMSIIDYSVNVMNEYGVIIASGDPRRL
                     HQRHEGAVLALTENRMVMIDEAVAGRLKGVKPGINLPIIFRQRMVGVIGISGEPDKVQ
                     AYAELVRMAAELILEQAEMLEQNQWEKRYREQLTSQLIAQQGSAASVASMAAYLGLDL
                     TLPRIALIVSLREQEHTQQRDLVEILSNHSRETLVTLHGFERVVVLLPLNLAHSDDRE
                     VTARKALRKLYALLQPRFSLNIYVGGIFDGLDGLQRSYLSAQAMQETALRQKLTQPVM
                     FYQDHFLTVLLNDFAGSWQAGELSSAWQTLRQADTKDVLCHTLRCYFVQNCDLSQTSK
                     QLHIHVNTLRYRLQKIEAITALKINELSSIIQLYIGMKIER"
     gene            26995..28263
                     /locus_tag="CH60_22"
     CDS             26995..28263
                     /locus_tag="CH60_22"
                     /note="[GE] COG2610 H+/gluconate symporter and related
                     permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate transporter family protein"
                     /protein_id="AJK10955.1"
                     /translation="MTTVSALGALVALIVSIVLILRKVPPAYGMIAGALAGGLVGGAD
                     LIQTINLMITGAQGITNAVLRILAAGILAGVLIESGAANTIAETIVRKVGEKRALLAL
                     AVATMLLTAVGVFIDVAVITVSPIALAIAHRADISKMAILLAMVGGGKAGNVMSPNPN
                     TIAAADSFHVPLTSLMIAGIVPGLFGLALAYFMAKHLKHRGSKVEAHELVVSKNDTAL
                     PAFGAAMAAPLVAIFLLALRPIAGIAIDPLVALPVGGLIGVVVMGQWRHTNQYMVSGL
                     SRMAPVAIMLLGTGTLAGIIANSGLKDVLISGLSASGMPSYLLAPISGALMSMATAST
                     TAGTAVASAVFSSTLIGMGISALAGAAMVHAGATVLDHMPHGSFFHATGGSVNMQVHE
                     RLKLLPYETAVGLMIAFVSTLMFGVFNLAG"
     gene            28274..29410
                     /locus_tag="CH60_23"
     CDS             28274..29410
                     /locus_tag="CH60_23"
                     /EC_number="2.7.1.31"
                     /note="[G] COG1929 Glycerate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerate kinase family protein"
                     /protein_id="AJK14465.1"
                     /translation="MKIIIAPDSFKESLTAMQVAEAIEQGFSEIFPQAEYIKLPMADG
                     GEGTVESMVAATSGELVNVEVTGPLGAPVKAFYGWMGDGETAVIEMAAASGLHLVAPE
                     QRNPLITTSYGTGELILAALNHGARKIILGIGGSATNDGGAGMMQALGVQLRDQQGKA
                     LTVGGAALAQLVDIDLSQLDDRLAQTDILVACDVDNPLCGAKGASAVFGPQKGATPER
                     VQQLDAALQHYGEKIEQVTGKSVINVAGAGAAGGMGAALFGLLNARLQPGIEIVTEAL
                     KLAATVQNADLVITGEGRIDSQTIYGKTPVGVARVAKRFDIPVIAIAGSMAPDYEVVH
                     QHGLDAVFSVLNHIQTLPEALEEASDNIRITARNVAAVWKMGRS"
     gene            complement(29656..30162)
                     /locus_tag="CH60_24"
     CDS             complement(29656..30162)
                     /locus_tag="CH60_24"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11209.1"
                     /translation="MKNSKHKILLGMFAVGALYTAWEITRPVEIVGVHIDNFSEGYYS
                     NYIIVKNFPVTDKGKISWWENNKFFLKEKYGVPKNYIDGRFSVKILDAGDGYKLNLPK
                     RDVFFPDSDTSHLICFEEMKVAENCIDKNWIMDIEKIRDNRIFFSMGNSSYQQPVEGG
                     EITKDAED"
     gene            complement(30230..30727)
                     /locus_tag="CH60_25"
     CDS             complement(30230..30727)
                     /locus_tag="CH60_25"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13913.1"
                     /translation="MLKTKYNILFGVVTIGILYSAWEIARPVEIVDVHINNSSEGYYS
                     NYILVNNFPITDRGRIAWWENNKSMLKEKYNIPKHHLDDRFSVSVWDFGDGYKKLPTG
                     DVRLSLESSDLLCFDDMKVVENCIEKKSLLFIRKYDDRYVFSMGRSSYRQSVEGGEIT
                     KDVED"
     gene            complement(30729..31583)
                     /locus_tag="CH60_26"
     CDS             complement(30729..31583)
                     /locus_tag="CH60_26"
                     /note="conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12712.1"
                     /translation="MTEKKAPPKTLPLQFPLCIFKTRNRMDDYGAADMKNGDLTEAEL
                     KGKFNLRGVSVTLDPYTGEKTPTSFAMDHFNKKPKEKVNKAEVARILFDEFRHLSDTF
                     SFSGKYQSIMRKMITYMQINNGAPFRDLLLDSALKEQILSDKSNDSSLLKIKNALIEN
                     IDWNNGHYPINNKGMMTEAIKDTVLPRFNRLNDRINGLGISVHAIHATHITIRSLQVN
                     GNEFRAIVHYRSQDHFGLDNTDMLDSFYRQFRIFHIWFVLQRWRGLGYKPFLTNMEAS
                     IEITGKRK"
     gene            complement(31686..34898)
                     /locus_tag="CH60_27"
     CDS             complement(31686..34898)
                     /locus_tag="CH60_27"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK12094.1"
                     /translation="MKTNRSTLSPCFRKTMIASLLVPLCSPLYSWAVQTASITDGSTM
                     VISGGYDTEANNHSAVFVQGSGSTINGGSDVVIETTGVGAIGAYASEGGSLGLTGSTI
                     NTENGVAFGVLNDKGTVNLQGGTITTKGQTAYGVYSSGLGSNTDIHSSAITTSYSLTH
                     AIYGAGGTGLTLNNTTLNTSGSGSYGIYLDGSGGSLTGANNTINSTHATKGAGIYISA
                     GGSNATLDNTTLNITKGAVGVNVGEGSSITMDGLIATGNITNLFKVNGNASVSNANIE
                     LAAGGVLMAQGSSASNQAVIILNNVNVISNSGSTTLVDVNKDADVTINGGAYHSKGNN
                     AKGIWVRDNNSSLNVDNAVIITEGVNATAIENRGTAIVKNTTVITKGNNSHGLYSEQS
                     LDATNMAISTAGIGSIGVAAAKGGNLNLNDAFIETTGNSGMVLGTFADSSISAKNITG
                     ISTGAGAYALWVDDGSSILLEESQITTQGQGAGGIYASNTGTGSHTAYTQVTLNNSQI
                     HSEQGPGIWANGADINVDVKNGSQLTGGNGLLVYASSNAGAASNVNVNGDNHAVLLGD
                     IHAAENSNINLALNNNSVWTGAATNAKQVDIDSSSIWNLTGDADVESMHVLGQMNFIS
                     NSSDTNSRAPYDNFSTLTINSNVTGSGSFTFNVQLGDNDSPVDRLYVIGNASGDHGVQ
                     VINQGGLGALTTGDGINLITVDGETHSGSFTMSNSVSAGAYEYFLYKIDDYRWNLQSN
                     LINPGPGPEPEIEPEEIAYRPEVPGYIAAPWLNAFYGFTTLGSLHERRGSAEGAAEGF
                     NQDSWGRIRGQHNNFDAGRFSYDSNIWFMQLGHDVYQAKNAAGTQVTGGMMITLGKQN
                     SDTRDRARAINPDLSIDTGKIKTEAYGFGGYYTLMTEEGGYLDIVSQATLYRNNYESQ
                     HNTKHNGYGVVMSAEVGQPYPLAAGWVVEPQGQLKYQYLHLSPKNFNDSISEIGGTDY
                     SVGQVRGGLRLFSDASEKRDIKPYLTTDVLHQLGRNPQVTVATVDIRPDFTKTFWQGG
                     AGVTAKVNSQVDLYADAKYQKSFDGKLDGYLGNLGVKVSF"
     gene            35576..36658
                     /gene="yhjD"
                     /locus_tag="CH60_28"
     CDS             35576..36658
                     /gene="yhjD"
                     /locus_tag="CH60_28"
                     /note="[S] COG1295 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein YhjD"
                     /protein_id="AJK12075.1"
                     /translation="MPNAPKDKVTPQVCSQSTAPLAVGIKTGKKAISHMACLSDRIRA
                     YPAIAHIIRATDRFNDRLGSQFGAAITYFSFLSLIPILMVSFVMVGFVLASNPDLLAE
                     LINKIVNSISDPALATTLKNTVNTAIQQRTTVGLTGLAIALYSGISWIGNLREAIRAQ
                     SRDVWERNPQDKEKFYYRYARDFISLIGLVVALIITLSLTSIAGAAQAAIVNALGLGS
                     IEWLRPAMTLIALSISIAANYLLFLWIFWILPRNKPKKKALLRGALIAAIGFEVIKFI
                     MTMMLPRLASSPSGAAFGSVIGLMAFFYFFARLTLFCAAWIATAHDVADNRVESKDII
                     EDKDIEDKNIEDQNVEDKSLPTRGEK"
     gene            36662..37459
                     /locus_tag="CH60_30"
     CDS             36662..37459
                     /locus_tag="CH60_30"
                     /note="[I] COG2134 CDP-diacylglycerol pyrophosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol pyrophosphatase family
                     protein"
                     /protein_id="AJK12283.1"
                     /translation="MIMKKSSVSRSIKWRRYLLTLLILIILAAGLIYKLRFSNADALW
                     KIISQQCIPHMTTEDDPRPCAEVNIPAGFAVLKDRNGPLQYLLIPTVPISGIESPQLL
                     TATSPNYFADAWQARYFMAEKYGAPIDDTDISLAINSQYGRTQDQLHIHISCLKPQVK
                     TALAAHSADFQQQWQPLPGGLLGHDYWVRRITATELQQPGPFHLLADEMPGAKEQMGR
                     YGLAITALPSGDFLLLANKASLITQDRASAEELQDHTCQVLPHLPVQ"
     gene            complement(37436..39652)
                     /locus_tag="CH60_29"
     CDS             complement(37436..39652)
                     /locus_tag="CH60_29"
                     /note="[M] COG2982 Uncharacterized protein involved in
                     outer membrane biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="asmA family protein"
                     /protein_id="AJK10836.1"
                     /translation="MTRTGKVLVGASGFILLSLVAVVIFVSSFDWNRLKPTINQKVSA
                     ELQRPFAIRGNLSVDWSREGEGPGWRGWIPWPHIHAEDLVLGNPTTLISTQESRDAQS
                     AQGTPLSDAFPTGEMVTLKRIDASLAPLSLLSKEVRIPRLWLTQPDIHLQRLANGNNN
                     WTFNLTNTSTDSASWSVDIGDIIFDRGEITLKDAILQADLLAVIDPLAKALPFAQVTG
                     VRRGASINSVTSTHSVNTTTPVNTTTATATTNPVTETVKSTTPDYLFGWKVDGQYQGQ
                     PLAGSGKIGGMISMNDANVPFPLQADMRYGSTLVAVVGTLTDPGNLAGLDLQLVLSGT
                     SLDNLYPLLDVVLPATPPYQTEGHLSARLKQAGGAVYHYENFNGKIGDSDIHGDLTYT
                     DSQPRPKLAGQVDSEKLRFTDLAPLIGADSNQEKALRGERNRQPGNKVLPTETFDTKS
                     WGVMDADVTYTAKRIERDKSLPLSDLYTHVVLKEGMLLLDPLRFGMAGGDLAATLRLD
                     SHQIPMNGKVDLHVRRIQLKALLPQVQAMRSSLGRLSGDASFIAAGNSVAGLLATSNG
                     NVRLLLSQGQISRSLMELLGLNVGNYLVAKLFGDDTVKINCAVADITLRNGVATPNVF
                     VFDTENAIINITGNANFATERLNLSIDPESKGLRILTLRSPLYVKGTFKRPDVGVKTG
                     ALIARGAVAAALGVALTPAAALLALISPVKVKRISAPRYCEKYSKRNNVLLHREVR"
     gene            complement(39957..40802)
                     /locus_tag="CH60_31"
     CDS             complement(39957..40802)
                     /locus_tag="CH60_31"
                     /note="[T] COG2200 FOG: EAL domain"
                     /codon_start=1
                     /transl_table=11
                     /product="EAL domain protein"
                     /protein_id="AJK13501.1"
                     /translation="MATKQMMTNRISALLAPSFAAIDQTKRLDQTRKFGQIKEIERTK
                     GQSFWRQCQRRYTFQPIYRTSGALLAIELLTAVFHPSAPETRLSPEDYFSAISTGARL
                     DVVLEQLNMVKQWHQIFVHHSVLVSINIDGQVLVAMQEDHAAKRLIDAMPYIRFELLE
                     HVDTSLDTPFARIAEADRLWLDDFGSGLANFTSFISWRYEYIKVARDLFTVLQDSEAG
                     NRLFFTLVTLMDRYSKGVIVEGVETSQEWAMVQRSDAVAAQGYYLSRPASFDGLQALP
                     MLFCG"
     gene            41021..41221
                     /gene="dmpI"
                     /locus_tag="CH60_32"
     CDS             41021..41221
                     /gene="dmpI"
                     /locus_tag="CH60_32"
                     /note="taut: 4-oxalocrotonate tautomerase enzyme family
                     protein;
                     [R] COG1942 Uncharacterized protein, 4-oxalocrotonate
                     tautomerase homolog"
                     /codon_start=1
                     /transl_table=11
                     /product="4-oxalocrotonate tautomerase enzyme family
                     protein"
                     /protein_id="AJK11191.1"
                     /translation="MPYVNIKITREGATAEQKKQLIAGVTQLLVDTLGKNPATTVVVI
                     DEVETDNWGIGGRSVTDLRQSS"
     gene            41500..42444
                     /locus_tag="CH60_33"
     CDS             41500..42444
                     /locus_tag="CH60_33"
                     /note="[G] COG0524 Sugar kinases, ribokinase family"
                     /codon_start=1
                     /transl_table=11
                     /product="pfkB carbohydrate kinase family protein"
                     /protein_id="AJK13248.1"
                     /translation="MTSKNIAVIGECMIELSQKGTDLSRGFGGDTLNTAVYIARQVSA
                     PDLNVHYVTALGTDSFSEEMLTAWQQENIQTDLIQRMDNKLPGLYFIETDESGERTFY
                     YWRNDAAARFWLTSPAADDICQRLETFDYLYLSGISLAILDSASRQRLLKLLRACRAK
                     GGKVIFDNNYRPRLWQSKEETQEAYRDMLACTDIAFLTLDDEDMLWGEKPLEQVIDRT
                     QALGVSEIIIKRGADSCIVWVKEGSEAQQYDVPAVKLPKEDVVDTTAAGDSFSAGYLA
                     VRLTGGNAHDAAVRGHLTASTVIQYRGAIIPLAAMPTA"
     gene            complement(42608..44107)
                     /gene="pqqL"
                     /locus_tag="CH60_34"
     CDS             complement(42608..44107)
                     /gene="pqqL"
                     /locus_tag="CH60_34"
                     /note="[R] COG0612 Predicted Zn-dependent peptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="insulinase family protease"
                     /protein_id="AJK12096.1"
                     /translation="MQGTKIRLMVGGLLLAAASNNVQAEALQPDPAWQQGKLDNGFSW
                     QLLATPQRPSDRIELRLIVNTGSLSENTQEVGFAHLLPRLALMSSASFTPAQLQSLWQ
                     QGIDNERPLPPAITSYDFTLYSLSLPNNRPDLLKDALAWLSDTAGNLAVSEQTVNAAL
                     NTATDPIATFPQNIQEPWWRYRLKGSSLIGHDPGQPVTQPVDVEKLKQFYQQWYTPDA
                     MTLYVVGNVDSRSIAAQISKAFSELKGKRTAPAAVATLAPLPPEPVSLMNEQAAQDTL
                     SLMWDTPWHPIQDSMALSRYWRSDLAREALFWHIKQVLEKNNQKNLKLGFDCRVQYQR
                     AQCAIHLNTPVENLTANMTFVARELAALRANGLSQAEFDALMTQKNDQLSKLFATYAR
                     TDTDILMSQRLRSQQSGVVDIAPEQYQKLRQAFLSGLTLAELNRELKQQLSQDTTLVL
                     MQPKGEPEVNVKALQEIYNGIMAPQTVAEEEVAPAEAVETAPVMPTTAQ"
     gene            44294..44410
                     /locus_tag="CH60_35"
     CDS             44294..44410
                     /locus_tag="CH60_35"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12967.1"
                     /translation="MWECTILLDRVLLPMSLISMKNSIDREMNGDIMQRRYQ"
     gene            complement(44472..45761)
                     /gene="dctA"
                     /locus_tag="CH60_36"
     CDS             complement(44472..45761)
                     /gene="dctA"
                     /locus_tag="CH60_36"
                     /note="[C] COG1301 Na+/H+-dicarboxylate symporters"
                     /codon_start=1
                     /transl_table=11
                     /product="aerobic C4-dicarboxylate transport protein"
                     /protein_id="AJK12907.1"
                     /translation="MKVSIFKTLYFQVLTAITIGVLLGHFYPEIGAQMKPLGDGFVKL
                     IKMIIAPVIFCTVVTGIAGMESMKAVGRTGAIALLYFEIVSTLALLIGLVVVNVAQPG
                     VGMNIDPATLDAKAVALYAEQASQQGIIPFLLDIIPGSVVGAFASGNILQVLLFAVLF
                     GFALHRLGEKGQLIFNVIESFSRVIFGVINMIMRLAPLGAFGAMAFTIGKYGVGSLVQ
                     LGQLILCFYLTCILFVVLVLGTIAKFNGFNIFKFIRYIKEELLIVLGTSSSESVLPRM
                     LDKMENAGCKKSVVGLVIPTGYSFNLDGTSIYLTMAAVFIAQATNTHMDIMHQVTLLV
                     VLLLSSKGAAGVTGSGFIVLAATISAVGHLPLAGLALILGIDRFMSEARALTNLVGNG
                     VATIVVAKWCKQLDNDQLQAVLSNKVLPNVKSSVSVS"
     gene            complement(46216..46695)
                     /locus_tag="CH60_37"
     CDS             complement(46216..46695)
                     /locus_tag="CH60_37"
                     /codon_start=1
                     /transl_table=11
                     /product="F5/8 type C domain protein"
                     /protein_id="AJK13894.1"
                     /translation="MKKQILATLLLGALFCVPVYAAQIVAVTASGHDSEKGHVPANIA
                     DGDVKTRWAASGDSWIQLELDKAQSIENILIVPFKATERKLKFAIAYSTDGKTWQSLA
                     EGLETITADKKGEKLTFSPINAKYIKLETFGTDVNKWSAINEVAINSLATVPSRAIN"
     gene            complement(46820..48538)
                     /gene="pelY"
                     /locus_tag="CH60_38"
     CDS             complement(46820..48538)
                     /gene="pelY"
                     /locus_tag="CH60_38"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic pectate lyase"
                     /protein_id="AJK10565.1"
                     /translation="MKKRALLLSMSVLAMLYIPAGQAAEIDRLTVVKQYVDNVLNKAS
                     DTYHGDKPSPLLADGVDPRTGQQMEWIFPDGRRAVLSNFSAQQNLMRVMSGLSELSGD
                     PQYQKRAEDIVRYHFQNYQDNSGLLYWGGHRFVDLKTLQPEGPSEKEKVHELKNAYPY
                     YDLMFSVDSDATTRFIRGFWNAHVYDWRILETSRHGEYGKPMGALWESTFEQQPPFFA
                     TKGLSFLNAGNDLIYSASLLYKYQQDQGALVWAKRLADQYVLPRDAKTGLGVYQFTQA
                     LKREEPTDDADTHSKFGDRAQRQFGPEFGPTALEGNMMLKGRTSTLYSENALMQLQLG
                     KDLGGQGDDLLKWTVDGLKAFAKYGYNEQDNTFRPMIANGQDLSNYTLPRDGYYGKKG
                     SVLKPYKAGNEFLISYARAYAVDNDPLLWKVARGIASDQGLGDIGSAPGKEMKVKLDT
                     TNSDPYALFALLDLYNASQVAEYRSLAEKVADNIIKTRYIDGFFMASPDRQYADVDAI
                     EPYALLALEASLRNKPQAVAPFLNGAGFTEGAYLMADGSARISTRDNELFLLNVGETL
                     QPNGRK"
     gene            complement(48784..49488)
                     /gene="kdgM"
                     /locus_tag="CH60_39"
     CDS             complement(48784..49488)
                     /gene="kdgM"
                     /locus_tag="CH60_39"
                     /codon_start=1
                     /transl_table=11
                     /product="oligogalacturonate-specific porin kdgM"
                     /protein_id="AJK12319.1"
                     /translation="MNIKLLSLAVASLISTSAVAVTIDYRHEMQDQSGNTHKDRLLMS
                     HRFANGFGLSLEGKWKGAQDKDKPFNETVSNGTEVVASYVYKINNTFSIEPGFSLDSN
                     STSNNYRPYLRGKAVIVDDLSVSLRYRPYYKRTSANINTPKDTSENGYNLTSVISYKI
                     AKDYQLDYEIDYKQANKAGVVLADKENYDWSHDLKLTYKWDKNWSPYMALGNVSGSKN
                     TDERQTRYRVGVKYSF"
     gene            complement(50128..52143)
                     /locus_tag="CH60_40"
     CDS             complement(50128..52143)
                     /locus_tag="CH60_40"
                     /note="GGDEF: diguanylate cyclase domain protein;
                     [T] COG2200 FOG: EAL domain"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AJK10505.1"
                     /translation="MRVRRSLTIKQMAAVAVVALVTICIFIILQLFHFVQQRKDDYAN
                     QLESIAYSVRQPLSEAILSVDIPQAKKILNSLLPIGILSRAEVILPNQIQVLHANFPT
                     ERPIPHWAKRVFSLPVQITVPLYALERVPANPQPLAHLVLRADSFRMYQFILSALSAM
                     LSTYLLLALVLSVSIAWCINRLIIHPLRAMAKELEDIGDHGVLHHQLTLPAHHQDDEL
                     GVLVRNYNRNQQLLADAYADMGRISHRFPVTELPNRSLFISLLEKEIASSTRTDHFHL
                     LVIGIETLQEVSGAMSEAQHQQLLLTIVQRIEQCIDDSDLLAQLSKTEFAVLARGTRR
                     SFPAMQLARRIMSQVTQPLFFDEITLRPSASIGITRYQAQQDTAESMMRNASTAMMAA
                     HHEGRNQIMVFEPHLIEKTHKRLTQENDLLQAIENHDFTLFLQPQWDMKRQQVIGAEA
                     LLRWCQPDGSYVLPSGFVHFAEEEGMMVPLGNWVLEEACRILADWKARGVSLPLSVNI
                     SGLQVQNKQFLPHLKTLISHYHIDPQQLLLEITETAQIQDLDEALRLLRELQGLGLLI
                     ALDDFGIGYSSLRYLNHLKSLPIHMIKLDKSFVKNLPEDDAIARIISCVSDVLKVRVM
                     AEGVETEEQRQWLLEHGIQCGQGFLFSPPLPRAEFEAQYFSSAHHVS"
     gene            complement(52457..53356)
                     /locus_tag="CH60_41"
     CDS             complement(52457..53356)
                     /locus_tag="CH60_41"
                     /note="[G] COG3405 Endoglucanase Y"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolases 8 family protein"
                     /protein_id="AJK11863.1"
                     /translation="MFERLLAWTENNLAAGDLTSRLPAWLWGQNSQNNWDILDPNSAS
                     DADILIAYNLLEAGRLWGNRRYLIMGTLLLQRIAQEEVMDIPGLGQMLLPGKIGFNDE
                     DTWRLNPSYLPPQLLARFSSIDGPWEAMVEVNQRMWLETAPNGFSLDWVVWQKGKGWQ
                     PDTIKPDVGSNDAILVYLWAGMLAMDSPQKAELIARFQPMAVITQQQGLPPFTTNSDN
                     GKTNGDGAVGFSAALLPFLASSPEPFNQQTLNLQQRRVQNSPPGADDYYSAILTLFGQ
                     GWLQHRYHFTHQGELQPSWHRQR"
     gene            complement(53675..54751)
                     /locus_tag="CH60_42"
     CDS             complement(53675..54751)
                     /locus_tag="CH60_42"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein;
                     [E] COG4608 ABC-type oligopeptide transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12453.1"
                     /translation="MNSNTEAAHKVNMMGETEIKGESLPAETGKKPLLQAIDLKKYYP
                     VKKGFFTPERLVKALDGVSFTLERGKTLAVVGESGCGKSTLGRLLTMIEIPTGGELYY
                     QGQDLLKPDESAEKLRRQKIQIVFQNPYGSLNPRKKVGQILEEPLQINTQLNRKERRE
                     KTLAMMAKVGLKTEHYDRYPHMFSGGQRQRIAIARGLMLNPDVVIADEPVSALDVSVR
                     AQVLNLMMDLQQELGLSYVFISHDLSVVEHIADDVMVMYLGRCVEKGSKEAIFNNPRH
                     PYTQALLSATPRLNPDMRRERIKLTGELPSPMNPPPGCAFNARCRRAFGTCSQLQPQL
                     KQYGDQMVACFAVDQDEAEKVVSV"
     gene            complement(54748..55728)
                     /locus_tag="CH60_43"
     CDS             complement(54748..55728)
                     /locus_tag="CH60_43"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein;
                     [EP] COG0444 ABC-type dipeptide/oligopeptide/nickel
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13744.1"
                     /translation="MALLNVDKLSVHFGDDAAPFKAVDRISYSIDQGQVVGIVGESGS
                     GKSVSSLAIMGLIDYPGKVMADKLEFNGRDLTKISEKERRQLVGAEVAMIFQDPMTSL
                     NPCYTVGFQIMEALKVHQGGNRKTRHQRAVDLLTLVGIPDPASRLDVYPHQLSGGMSQ
                     RVMIAMAIACRPKLLIADEPTTALDVTIQAQIIELLLELQRRENMALLLITHDLALVA
                     EAAHQIIVMYAGQVVETGKAAEIFRAPRHPYTQALLRALPEFAQDKARLASLPGVVPG
                     KYDRPEGCLLNPRCPYATDRCRDEEPELLGTPGRQVKCHTPLNDAGRPSL"
     gene            complement(55742..56644)
                     /locus_tag="CH60_44"
     CDS             complement(55742..56644)
                     /locus_tag="CH60_44"
                     /note="[EP] COG1173 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13417.1"
                     /translation="MSQLIESAVKSAPKPMTPLQEFWHYFKRNKGAVIGLFYIIIMLV
                     VAAGATWLAPHGPAEQFRDALLKPPVWEEGGSWKFILGTDDVGRDVLSRLMYGARLSL
                     LVGCLVVVLSLVMGVIFGLLAGYFGGIVDAIIMRVVDIMLALPSLLLALVLVAVFGPS
                     IVNASLALTFVALPHYVRLTRAAVLVEVNRDYVTASRVAGAGAMRQMFINILPNCLAP
                     LIVQASLGFSNAILDMAALGFLGMGAQPPTPEWGTMLSDVLQFAQSAWWVVTFPGVAI
                     LLTVLAFNLMGDGLRDALDPKLKQ"
     gene            complement(56726..57673)
                     /locus_tag="CH60_45"
     CDS             complement(56726..57673)
                     /locus_tag="CH60_45"
                     /note="[EP] COG0601 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12423.1"
                     /translation="MLQFILRRLGLVIPTFIGITLLTFAFVHMIPGDPVTIMAGERGI
                     SAERHAQVMAEMGLDKPLYQQYFRYVNGVLHGDLGISLKSRIAVWDEFVPRFKATLEL
                     GICAMLFAIAVGIPVGVLAAVKRGSIFDHTAVGISLTGYSMPIFWWGIMLIMLVSVQW
                     DLTPVSGRVSDTVFLDDSLPLTGFMLIDTLIWGEPDDFKDAVMHMILPAIVLGTIPLA
                     VIVRMTRSSMLEVLGEDYIRTARAKGLSRMRVIVVHALRNALLPVITVIGLQVGTMLA
                     GAILTETIFSWPGLGRWLMDALQRRDYPVVQGGCCWSRS"
     gene            complement(57956..59563)
                     /locus_tag="CH60_46"
     CDS             complement(57956..59563)
                     /locus_tag="CH60_46"
                     /note="[E] COG0747 ABC-type dipeptide transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AJK12874.1"
                     /translation="MTISLRRTGILKFGIGLVALTIAASVQAKTLVYCSEGSPEGFNP
                     QLFTSGTTYDASSVPIYNRLVEFKIGTTEIEPSLAERWEVSEDGKTYTFYLRKGVKWQ
                     DNKDFKPTRDFNADDVIYSFMRQKDDKNPYHKVSGGSYEYFQGMGMGDLITNVVKVDD
                     NTVRFELTRPESPFLADLAMDFASILSAEYADNMLKAGTPEKVDLNPIGTGPFQLQQY
                     QKDSRILYKAFPGFWGTKPKIDRLVFSITPDASVRYAKLQKNECQIMPYPNPADIARM
                     KEDKTINLMEQPGLNVGYLSFNIEKKPLDNLKVRQALTMAVNKDAIIDAVYQGAGQAA
                     KNLIPPTMWGYNDDVKDYAYDPAKAKELLKEAGLPDGFSIDLWAMPVQRPYNPNARRM
                     AEMIQSDWAKIGVKAKIVTYEWGEYLKRAKDGEHETVMMGWTGDNGDPDNFFATLFSC
                     DAAKQGSNYSKWCYKPFEDLIQPARAEADHDKRVALYKQAQVVMNEQAPALIIAHSTV
                     YEPVRKEVKGYVVDPLGKHHFDNVSLD"
     gene            complement(59966..60172)
                     /locus_tag="CH60_47"
     CDS             complement(59966..60172)
                     /locus_tag="CH60_47"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10731.1"
                     /translation="MVHLFGKLCGFLGESAWKGEFFSFLTAHPMLDKRGSGDHSNAIY
                     RLLRQSFLLFFVKISKKSVQIHLI"
     gene            complement(60232..61995)
                     /locus_tag="CH60_48"
     CDS             complement(60232..61995)
                     /locus_tag="CH60_48"
                     /note="[U] COG2831 Hemolysin activation/secretion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin secretion/activation ShlB/FhaC/HecB
                     family protein"
                     /protein_id="AJK12090.1"
                     /translation="MIFKINVRWRDKIGDFWWGILCLLYLQIMIGMLPFKVFAEMALP
                     EMDLLEMDIAEPQIPNSIIPPLSHAQLASEPVLPENLYNDEVQCVAINNVELINLDAF
                     PNAAHLKEKAEEAHGRCLGEQGLSVLVANLQQQLVVDGYITSRVVFVDDSERDGTLML
                     KLMPGRIEDIRHHQDSVGNAHLSSLFPGKRGDLVNLRHLEQGLENLQRLPSVNATLDV
                     ELNRDDLSSQIIVNRQQSRLWRINAYLDDAGHDAVGRYRTGLILSFDNPLSRYNPLSL
                     SDLLYFSVNRDLDSQPDKGHNSYGVHYSVPYGNWLFSMTGNQGERYQSFSFAGKRLAG
                     KKFGYRSHWSVLDTQIQHLLTRGVNYKTVGYAGVLIRQSASFWTHREIDIQRFNTTDW
                     QLGIEHLHYMPWATFRGGVRYQQGASWFGAQPIPGKMSTAPARLVDITSSLDIPFKIG
                     TQSFQYRPAFSQQHTYSDISSLDKFTIGGRSSVRGFNENNALTGSRGWSLKNDISWIS
                     PIPGQTFVGQQFYIGMDYGEVSEQGQPFLLGERLAGAVVGTRGNYHAFGYDFNVGVPI
                     TKPAEFDADPLVFGFTLTWQY"
     gene            complement(62104..63495)
                     /locus_tag="CH60_49"
     CDS             complement(62104..63495)
                     /locus_tag="CH60_49"
                     /note="adhes_NPXG: filamentous hemagglutinin family
                     N-terminal domain protein;
                     [U] COG3210 Large exoproteins involved in heme utilization
                     or adhesion"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13932.1"
                     /translation="MKLTYIKTKQGLSILPLSIILSLYGSSVAYADNIIPDIQAPAGQ
                     QAEVSIIETPPSTCRALTSYCIGMTETVVNIQAPDENGLSHNKYSKFDVVANGLFDVT
                     TLNNRLAQEVNGNSFLQDKSATIILNEVNSSHASLLDGNLRVDGGNAHIIIANPAGIN
                     CRGCSFTNASHVTLTTGTPSFSDNKLNSFIVEQGNINIEKNPSYYMRTGLRYKGADKT
                     YLDLFADTITVSGEINADDGYIVTGKNKVGFSLPGQPLQVSRLGNENTPVPGTVSLDV
                     SEIGGMYTNKIRIHATDGTIKNKGAIRANDTLSLSSAANIDNSNGNISGKMVLLSSEG
                     VINNSGGTILNNGEYDLLPSQGIKITSRGLNNEGGKIEYKNGSVEIATVNTIKNGKGT
                     IKATSTQGRVRIKLHSNNLNNTGGSIISSGKIEGKVNNIRNNGGAIIGLGGVDLNETV
                     LINDTGKIISDFN"
     gene            complement(63808..63871)
                     /locus_tag="CH60_50"
     tRNA            complement(63808..63871)
                     /locus_tag="CH60_50"
                     /product="tRNA-Pro"
     gene            complement(63988..65319)
                     /locus_tag="CH60_51"
     CDS             complement(63988..65319)
                     /locus_tag="CH60_51"
                     /note="2A0104: phosphoglycerate transporter family
                     protein;
                     [G] COG2271 Sugar phosphate permease"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate transporter family protein"
                     /protein_id="AJK11176.1"
                     /translation="MWFFLKSRDNVPLVTDQTQIDSSYKYWRIQLMWTMYIGYAAFYF
                     TRKSFNFIMPAMLTDLGLSMSDVGILGTLFYITYGCSKFVSGMISDRSNPRYFMGIGL
                     VMTGIINILFGMSSSLLVLGALWILNAFFQGWGWPPCSKILTSWYSRSERGGWWAIWN
                     TSHNFGGALIPLLVGVITLHFSWRYGMIIPGIIGVVIGLLMCWRLRDKPSTMGLPSVG
                     KWRNDAMELIQESEGQGLSNKEIVKRYVLTNKYIWLLAVSYVLVYIVRTAINDWGNLY
                     LTQEKGYSLLTANSAISLFEVGGFIGSLVAGWGSDKWFRGNRGPMNLIFAIGIFLSVA
                     SLWTLPSISFVLQAGCFFAIGFFIFGPQMLIGMAAAECSHKDAAGAATGFVGLFAYLG
                     AALSGYPIARVMEIWHWNGFFVVISVAACLSAFFLLPFLRAQSPQLKQATT"
     gene            complement(65414..66943)
                     /locus_tag="CH60_52"
     CDS             complement(65414..66943)
                     /locus_tag="CH60_52"
                     /note="[T] COG3851 Signal transduction histidine kinase,
                     glucose-6-phosphate specific"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase family protein"
                     /protein_id="AJK12976.1"
                     /translation="MIQRLVMLLALFFIYFTAAFCLWAIGTQLADRALQSLLLFPFGL
                     RMGILLQSPRAYWPGILLGDVLLWWLLADQFDDLYQLWVALPLLLLTTLLALFASPWL
                     LRHQQNESEWQWPLMQGGVITVAALIQALGWQIASGQGAMALLLGLVGGFTIAPTCLL
                     LWHYLARQIWLPLEPGLIHKPVNLRLRHILWYLLLFAISIWLQYQVTETDLRLFVPFC
                     LAIPIVFMAYRYGWQGALAATLLNGVVLLINTPEPLESHRGLLLSLLAQSLTGLLLGS
                     GIQRQRELNDQLQIKLNENRELAKALVVSEEHTRHDVARELHDEVGQTVTVIRTQASI
                     IKRLTTQQPVLTSAEMIETAALRVYDGVHDVLAKLWPAALNNLPLSAAIAALMRELIP
                     QDQSVLGVLNWQVNDHPMDETLKITLYRICQEGVTNAYRHGAASRIEINARQDNQQIY
                     LTISDNGKGIDLASITPGYGLRGIQSRVSAFGGNVSLSVDNGTCLNVTLPTVSLSTKG
                     N"
     gene            complement(66940..67530)
                     /gene="uhpA"
                     /locus_tag="CH60_53"
     CDS             complement(66940..67530)
                     /gene="uhpA"
                     /locus_tag="CH60_53"
                     /note="[TK] COG2197 Response regulator containing a
                     CheY-like receiver domain and an HTH DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein uhpA"
                     /protein_id="AJK13995.1"
                     /translation="MTYRVVFIDDHDIVRSGFAQLLSLEEDIQVVGEFSSAKQARAGL
                     PGLQANICICDISMPDENGLDLLKGLPSGMGVIMLSMHDSPALVETALERGARGFLSK
                     RCKPEDLISAVRTVGSGGVYLMPEIAQQLARVAVDPLTRREREIAVLLAEGMEVREIA
                     ESLGLSPKTVHVHRANLFAKLGISNNVELAKKVLNL"
     gene            complement(67646..69337)
                     /locus_tag="CH60_54"
     CDS             complement(67646..69337)
                     /locus_tag="CH60_54"
                     /note="conserved hypothetical protein;
                     [R] COG2194 Predicted membrane-associated, metal-dependent
                     hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13842.1"
                     /translation="MDRVKSLSQQSLSLLLAVYIGIFLNISVFYRRFDSFSQGIQGIK
                     VVSAITEVIAIILFTFFVMRLISLGGRFFYRVVASLLVLISVAASYYMTFFNVVIGYG
                     IVISVLTTDTDLSKEVIGLHFIIWMVLVSGLPLLLIWKNSLRLTLLEQCLTPGQRIKP
                     VLLMMAVVALVWLPLRYLDKAQALDEQLKTVDLPSYGGVVAHSYLPSNWLAALGLYAY
                     TQYNEKYDAAVLYNPAEHHTYVAPAGIDDTYVVFIIGETTRWDHMGLLGYSRDTTPRL
                     SKEKNLAAFRGESCDTSTKLSLRCMFVREGGVEDNAQRTLKEQNVFAVMKSLGFTSEL
                     FAMQSEMWFYNNVNTNNYSFRELIASEKRNDGKPVDDMLLVDELKESLGRYPVGKHLV
                     VLHTKGSHYLYSQRYPRSYARYQPECMGVDEFCSKQQLINAFDNSVLYTDSFIANVID
                     QMRDKKALVFYAADHGESISDNSHFHGTPREMAPPEQFRVPLMVWASDKFLAQPEHLA
                     AFEQLQVEQRVGKTHRHAELFDSVLGCMGYTSPDGGIDAKNNWCQAPDRHLTPAI"
     gene            complement(69875..71338)
                     /locus_tag="CH60_55"
     CDS             complement(69875..71338)
                     /locus_tag="CH60_55"
                     /note="[I] COG2267 Lysophospholipase"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AJK14040.1"
                     /translation="MPAIAIKRWIKRIVLVLVVISITILAIRIYDTQRGPKLELWHTF
                     VPHEMRAAEIDKASWADYIKTENNIFDEVRINVTEKLEPSTQVPLNRYYSGSAIYPPH
                     FKNDWNRSYILQPEGEPKGAVVLLHGLTDTPYSLRHIAENYRQRGYVAIGIRLPAHGS
                     VPAALTDVEWQDWLAATRLAVREAKALSGPDLPLHVVGFSNGGALAMKYTLDSMDDPK
                     LAKPARVILISPMIGVTSFARFAGIAGWPAIFPAFAKAAWLGIVPEFNPFKYNSFPVN
                     AARQSYLLTSVLQQHIARDARNNKMDELPPILTFQSLMDSTVSTRAVVTALYNHLPNN
                     GSEVVLFDLNRAASFGPLLRTSSYTALARLLPPGPRNYSTTVITNVSPQSNETLALTT
                     RAGETNETSVPTGLVYPPDIFSLSHVALPFPMSDSLYGRYPDPRDQYGISLGTFAARG
                     ERAVLVVGLDSLMRISSNPFYPYMLQRIDDKIDAPVQ"
     gene            complement(71806..73062)
                     /locus_tag="CH60_56"
     CDS             complement(71806..73062)
                     /locus_tag="CH60_56"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK12246.1"
                     /translation="MIGGAAVFMVMRALGEMAVHDPVAGSFGHYASRYLGPLAGFLTG
                     WTYTFEMVVVALADVTAFGIYMGLWFPDAPQWVWVLSIIFFIGALNLCSVKVFGEMEF
                     WLSLLKVAAIIAMIAAGLGIMMFGFGAGHDSTGVSNLWAHQGFMPNGITGVIASFAVV
                     MFAFGGIEIIGVTASEAKDPGKVLPRAINTVPIRILLFYVLTLFVLMAIYPWNSIGQN
                     GSPFVEIFSSLGINSAANILNLVVITAAISAINSDIYGAGRMMYGLAQEGLAPKSFSR
                     LTRNGVPYMTILVMAITLLCGVVLNYLIPKNVFLVIASIATFATVWVWLMILVSQVAM
                     RRSMSKAQVARLAFPVPFWPLAPILTILFMAFIIAVLGYFPATRIAMYVGLAWVALMT
                     LAWWIWLRKAPSCVIQERAKSSEMPS"
     gene            complement(73131..73910)
                     /locus_tag="CH60_57"
     CDS             complement(73131..73910)
                     /locus_tag="CH60_57"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK10604.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(73910..74932)
                     /locus_tag="CH60_58"
     CDS             complement(73910..74932)
                     /locus_tag="CH60_58"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK12877.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(75377..75892)
                     /locus_tag="CH60_59"
     CDS             complement(75377..75892)
                     /locus_tag="CH60_59"
                     /note="[L] COG2963 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK13490.1"
                     /translation="MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFR
                     RQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYRE
                     GGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREE
                     KALREQQKKPE"
     gene            complement(76085..76843)
                     /locus_tag="CH60_60"
     CDS             complement(76085..76843)
                     /locus_tag="CH60_60"
                     /note="[KG] COG1349 Transcriptional regulators of sugar
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-like helix-turn-helix domain protein"
                     /protein_id="AJK14107.1"
                     /translation="MKQTQRHDAIIELVRLQGYVSTEELVEHFAVSPQTIRRDLNELA
                     DQNKIHRHHGGAALPSSSVNAAYNDRKVMWSEEKARIAQRVASQIPDGATLFIDIGTT
                     PEAVAHALMNHKGLRVVTNNLNVATLLTAKEDFRLILAGGEVRTRDGGIIGEATLDFI
                     SQFRLDYGILGISGIDMDGSLLEFDYHEVRTKRAIIENSRCVMLVTDHSKFGRNAMVN
                     LGNMNLIDYLFTDQQPPASVMKIIEQHEVQLELC"
     gene            complement(76878..77714)
                     /gene="glpG"
                     /locus_tag="CH60_61"
     CDS             complement(76878..77714)
                     /gene="glpG"
                     /locus_tag="CH60_61"
                     /EC_number="3.4.21.105"
                     /note="rhombo_GlpG: rhomboid family protease GlpG;
                     [R] COG0705 Uncharacterized membrane protein (homolog of
                     Drosophila rhomboid)"
                     /codon_start=1
                     /transl_table=11
                     /product="rhomboid family protease GlpG"
                     /protein_id="AJK14473.1"
                     /translation="MTRVIVISNLRLAQAFVDYMATHHVALEIRPDAQGVEIWLADDE
                     QLSAVQHELEQFLLDPLNPRYQAASWQAGNVNSNLPYQRFSYLQTLRSQAGPLTLSVM
                     VLCIAIYILMLITGDMAVMSWLAWPYNSSQYLQIWRWVSHAFLHFSLLHILFNLMWWW
                     YLGGQMEKRLGTSKLLVLTIVSAVFSGWGQSLFSGANFGGLSGVVYALMGYVWLTGER
                     APERGISLPRGLMAFSVLWLIAGYFDILGLSIANAAHVSGLIIGLLMAFWDTRNSART
                     VQ"
     gene            complement(77732..78061)
                     /locus_tag="CH60_62"
     CDS             complement(77732..78061)
                     /locus_tag="CH60_62"
                     /note="[P] COG0607 Rhodanese-related sulfurtransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AJK13335.1"
                     /translation="MEQFEAISVEQAYLRWKEGKTALVDIRDPQSYEAGHAPGAFHLT
                     NSSLHTFMQQTDFDQPVMVMCYHGNSSKGAAQYLLQQGFDVVYSIDGGFEAWARSYPQ
                     DITSESR"
     gene            complement(78436..81147)
                     /locus_tag="CH60_63"
     CDS             complement(78436..81147)
                     /locus_tag="CH60_63"
                     /note="[K] COG2909 ATP-dependent transcriptional
                     regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK11415.1"
                     /translation="MLIPSKLSRPVRLQNTVVRDRLLVKLSSAANYRLTLINCPAGYG
                     KTTLIAQWAADQSNLGWYSLDESDNQSERFATYLIAAIQLATGGHCSKSEALSQKHQY
                     ANLSALFSQLFIELSNWDGPLYLVIDDYHLITNDAIHEAMRFFLRHQPENLTLIILSR
                     TLPSLGIANLRVRDQLLELGMQQLAFNHHEAQQFFECRLSSPLEQGDSSRLCDEVEGW
                     VTALQLIALSSRQPNSSAQKSAKRLAGLNASHLSDYLVDEVLDQVDSKARAFLLRCSV
                     LRSMNDALIVRLTGEDNGQQLLEELERQGLFIHRMDDSAEWFCFHPLFATFLRQRCQW
                     ELALELPELHHAAAEGWMALGYPAEAIHHALAAGDVGMLRDILLQHAWSLFHHSELAL
                     LEQCLTALPYPLLVQNPELALLQAWLAQSQHRYSEVNTLLEQAELAMQERKIPVDEIL
                     RAEFGALRAQVAINAGKPDEAEKLATDALKYLPMAHYYSRIVATSVTGEVHHCKGELA
                     RALPMMQQTEQMARRHEAYHYALWALLQQSEILIAQGFLQAAYETQEKAFELIREQHL
                     EQLPMHEFLLRIRSQVLWSWSRLDEAEEAARKGVEILANYQPQQQLQCLAMLAKCSLA
                     RGDLDNANVYIQRCEALQHGSQYHLDWITNADKPRVIHWQMTGDKVAAASWLRQTEKP
                     GMADNHFLQGQWRNIARVQIILGRFDEAEVVLDELNENARRLRLTSDLNRNLLLSNTL
                     YWQTERKGEAQKALIESLTLANRTGFISHFVIEGEAMAQQLRQLIQLNALPELEQHRA
                     QRILKDINQHHRHKFAHFDEIFVDKLLTHPQVPELIRTSPLTQREWQVLGLIYSGYSN
                     DQIANELDVAATTIKTHIRNLYQKLGVAHRQEAVQQAQRLLQMMGYV"
     gene            81465..81815
                     /gene="malP"
                     /locus_tag="CH60_64"
     CDS             81465..81815
                     /gene="malP"
                     /locus_tag="CH60_64"
                     /EC_number="2.4.1.1"
                     /note="[G] COG0058 Glucan phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphorylase domain protein"
                     /protein_id="AJK12352.1"
                     /translation="MSQPMLKKDDFLAALTRQWQRFGLTSAQQMTPYQWWEAVSAALA
                     EQLSAQPAPSKPKNVQRHVNYISMEFLIGRLTANNLINLGWYDTVDALLAEQQVKLSD
                     LLEQETTQHWATGA"
     gene            81821..83829
                     /locus_tag="CH60_65"
                     /note="carbohydrate phosphorylase family protein"
                     /pseudo
     gene            83842..85938
                     /gene="malQ"
                     /locus_tag="CH60_67"
     CDS             83842..85938
                     /gene="malQ"
                     /locus_tag="CH60_67"
                     /EC_number="2.4.1.25"
                     /note="malQ: 4-alpha-glucanotransferase;
                     [G] COG1640 4-alpha-glucanotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-alpha-glucanotransferase"
                     /protein_id="AJK13159.1"
                     /translation="MDRKSLDQAATLAGIAASYINAHGKPQATLAETKEQLLAAMGRS
                     LGAHDTQTANTPLPVVKVFTFGSPMQLPMAGSGDYHWQLQTENGELHQGRISAKKTLT
                     LPASLPLGYHRLILEQDLQQWQCSIIVAPKRCYEPDALLQGKKLWGACVQLYTLRSEH
                     NWGIGDFGDLKQMLEQVGERGGSFIGLNPIHALYPANPHSASPYSPSSRRWLNVIYID
                     INRVEEFQQSEAAQRWWHQAETQQALAKSRESEWVDYPLVMQLKLTALRLSFPLFTAR
                     KAKDAQVQAFRHFVEQGGSSLHQQAVFDALHAHLSEHDPMMWGWPVWPEKYRDGHSSA
                     VADFCREHADEVTFYLWLQWLAASQFDDCFQSSQQRKMPIGLYRDLAVGVAEGGAETW
                     CDRELYCLKASVGAPPDILGPLGQNWGLPPMDPHVMVARAYQPFIDLLRANMTSCGAL
                     RIDHVMALLRLWWIPYGHTADQGAYVKYPVDDLLAVLALESQRHHCMVIGEDLGTVPV
                     EIVGKLRDSGVYSYKVLYFEHDSENIFRAPQSYPVQAMATITTHDLPTLRGYWQADDL
                     TLGNKLGLYPDQQILKQLYLDRERAKQGLLEGLHRYDCVPKKVGHKAALLSMSPVLNR
                     GLQRYVADSASALLGLQPEDWLDMAAPVNIPGTTDEYPNWRRKLSASLEEIFADSQIN
                     RLLKDLDKRRKNVSVG"
     gene            complement(86267..86842)
                     /gene="nfuA"
                     /locus_tag="CH60_68"
     CDS             complement(86267..86842)
                     /gene="nfuA"
                     /locus_tag="CH60_68"
                     /note="[O] COG0694 Thioredoxin-like proteins and domains"
                     /codon_start=1
                     /transl_table=11
                     /product="fe/S biogenesis protein nfuA"
                     /protein_id="AJK10749.1"
                     /translation="MITITDAAQSHFAKLLANQEEGTQIRVFVINPGTPTAECGVSYC
                     PPDAVEATDTELKFEQLSAYVDELSVPYLQDAEIDFVTDQLGSQLTLKAPNAKMRKVD
                     DSAPLMERVEYVLQSQINPQLAGHGGRVTLMEITPEGLAILQFGGGCNGCSMVDVTLK
                     EGIEKELLQKFPELKGVRDLTEHQRGEHSYY"
     gene            complement(86902..87603)
                     /locus_tag="CH60_69"
     CDS             complement(86902..87603)
                     /locus_tag="CH60_69"
                     /note="[R] COG1040 Predicted
                     amidophosphoribosyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl transferase domain protein"
                     /protein_id="AJK13152.1"
                     /translation="MLTTVSQCWLCQQPLYHNRHGICCYCQRHLPVLPPCCPCCGLPS
                     TSTFLRCGRCLIAPPRWHHMTFVGDYAPPLSGLIKQLKFGGAPQLAPVLARLLLLRWL
                     RHWRETQCRKSDKAIKPQRIVSVPLHHWRCWRRGYNQTDLLARPLAHWLGCDYTPLTL
                     QRIHATPPQQQLTAAQRRKNVRGIFRCAESVRGQHIALLDDVVTTGSTLNEIAHLLWA
                     QGIASLQIWSVCRTL"
     gene            87690..88466
                     /gene="bioH"
                     /locus_tag="CH60_70"
     CDS             87690..88466
                     /gene="bioH"
                     /locus_tag="CH60_70"
                     /EC_number="3.1.1.85"
                     /note="bioH: pimelyl-[acyl-carrier protein] methyl ester
                     esterase;
                     [R] COG0596 Predicted hydrolases or acyltransferases
                     (alpha/beta hydrolase superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="pimelyl-[acyl-carrier protein] methyl ester
                     esterase"
                     /protein_id="AJK12349.1"
                     /translation="MKQLYWYTCGEGDCDLVLLHGWGLNSGVWHCIIDRLAPHFRLHL
                     VDLPGYGRSQDYGAMSLADMAERVAQQAPKQALWLGWSMGGLVASQIALSQPECVRGL
                     ITVSSSPCFTARDEWPGIKPEVLAGFQHQLSDDFHRTVERFLALQTLGTESSRQDARL
                     LKSVVLQHQMPDVEVLTGGLAILRTADLRTALAGFTLPFMRVYGHLDSLVPRKVASLL
                     DSAWPQTQSVVMQGAAHAPFISHPNDFAKLILNFAEENKK"
     gene            88636..88905
                     /locus_tag="CH60_71"
     CDS             88636..88905
                     /locus_tag="CH60_71"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13945.1"
                     /translation="MKLLKNMAVALVISGLSFAAIAAKEITKQEAEANNYEKIGTVST
                     TGEATSPMDVKKALSKLADEKGGKYYVIIAEREKGKFDADAEVYK"
     gene            complement(89043..89300)
                     /gene="feoC"
                     /locus_tag="CH60_72"
     CDS             complement(89043..89300)
                     /gene="feoC"
                     /locus_tag="CH60_72"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrous iron transport protein C"
                     /protein_id="AJK11862.1"
                     /translation="MASLLQLRDAIALNGSAEASQLSRQLAIPLPLVNAMLEKLTAMG
                     KIERIELDHSGCLTGSCKSCPEGHQHCNTVIYQLKEPHAHQ"
     gene            complement(89336..91651)
                     /gene="feoB"
                     /locus_tag="CH60_73"
     CDS             complement(89336..91651)
                     /gene="feoB"
                     /locus_tag="CH60_73"
                     /note="feoB: ferrous iron transport protein B;
                     [P] COG0370 Fe2+ transport system protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrous iron transport protein B"
                     /protein_id="AJK10528.1"
                     /translation="MKALTIGLIGNPNAGKTTLFNQLTGARQRVGNWAGVTVERKEGH
                     FNTAQHQVTLVDLPGTYSLTTISEQTSLDEQIACHYILSGEADLLINVIDAVNLERNL
                     YLTLQLLELGIPCIVALNMLDIAESQHIEIDINTLSKKLGCPVIPLVSTRGRGIDELK
                     NSIDQFQPATCRTLVSYPPILLSEVDKLVAAMSDALPMQQRRWLALQILEGDIYSLNR
                     AGVAPSMVEQARQQLREQQHEDPALIIADARYQSIAHLCEAVGNSQQAEPNRLTQALD
                     SVILNRWLGVPIFLFVMYLMFVLAINIGGALQPIFDIGSAAIFIQGLQWVGHTLHFPP
                     WLTIFLAQGVGGGINTVLPLVPQIGMMYLFLSFLEDSGYMARAAFVMDRLMQALGLPG
                     KSFVPLIVGFGCNVPSIMGARTLDAQRERLITIMMAPFMSCGARLAIFAVFAAAFFGQ
                     DGASIVFSLYLLGIAVAILTGLVLKYTIMRGEASPFVMELPVYHVPHLKSLLLQTWQR
                     LKGFVLRAGKVIVIASIFIGGLNSFSFNGKPVDSINDSALASVSKVLTPLLMPMGIHA
                     DNWQATVGLVTGAMAKEVVVGTLNTLYTAEQINNDPFDAENFNLLDELAGAVDETWQG
                     LKDTFSLSVLANPIEASKGDGEMTTGSMGMMSSKFGSSISAYSYLIFVLLYVPCVSVM
                     GAIARETSRGWMTFSILWGLNVAYSLATLFYQAATFRDHPQESLSIIVLVIVVNALIL
                     FGLRRARSRVTVRLQNSEPANCCRSSGSNCH"
     gene            complement(91743..91970)
                     /gene="feoA"
                     /locus_tag="CH60_74"
     CDS             complement(91743..91970)
                     /gene="feoA"
                     /locus_tag="CH60_74"
                     /note="[P] COG1918 Fe2+ transport system protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrous iron transport protein A"
                     /protein_id="AJK11721.1"
                     /translation="MHLIPQRSYKIIGFSPEISPAYRQKLLSLGMLPGSSFNVVRLAP
                     LGDPIQIETRRVSLVVRKKDLDLLTLDLQPQ"
     gene            complement(92494..94869)
                     /locus_tag="CH60_75"
     CDS             complement(92494..94869)
                     /locus_tag="CH60_75"
                     /note="[K] COG2183 Transcriptional accessory protein"
                     /codon_start=1
                     /transl_table=11
                     /product="S1 RNA binding domain protein"
                     /protein_id="AJK13261.1"
                     /translation="MNEPLSRIIASELQARPEQVISAIRLLDEGNTVPFISRYRKEVT
                     GGLDDIQLRQLESRLGYLRELEDRRQTILKSIEDQGKLTDQLAGAINATLSKTELEDL
                     YLPYKPKRRTRGQIAIEAGLEPLAERLWQDPQQDPEHTALAYVDADKGVADTKAALDG
                     ARYILMERFAEDATLLAKVRQYLWKNAHLVSKVVEGKEQEGAKFRDYFDHHEPIAQVP
                     SHRALAMFRGRNEGVLQLALDPDPQFDEPPRESQGEQIIINHLDLRLNNAPADGWRKA
                     VVNWTWRIKVLLHLETELMSTLRERAEDEAINVFARNMQDLLMAAPAGMRATMGLDPG
                     LRTGVKVAVVDATGKLVAFDTIYPHTGQAAKAAAVVAALCIKHQVELVAIGNGTASRE
                     TERFFVELQQQYPAVTAQKVIVSEAGASVYSASELASQEFPDLDVSIRGAVSIARRLQ
                     DPLAELVKIDPKSIGVGQYQHDVSQSQLAKKLDAVVEDCVNAVGVDLNTASVPLLTRV
                     AGLTRMMAQNIVNWRDENGRFRNREQLLKVSRLGPKAFEQCAGFLRINHGDNPLDAST
                     VHPEAYPVVERILAATEQALQDLMGNANALRNLNARDFTTERFGVPTVTDILRELEKP
                     GRDPRSEFKTATFAEGVETLNDLTPGMILEGAVTNVTNFGAFVDIGVHQDGLVHISSL
                     ADKFVDDPHKVVKAGDIVKVKVMEVDLQRKRIALTMRLDEQPGETHSRRSNNGTGSER
                     TNNDNRGVNRPHNDAKGHNAPNRAPAKGRSDSSSAGNSAMSDALAAAFKKR"
     gene            95403..95918
                     /gene="greB"
                     /locus_tag="CH60_76"
     CDS             95403..95918
                     /gene="greB"
                     /locus_tag="CH60_76"
                     /note="greB: transcription elongation factor GreB;
                     [K] COG0782 Transcription elongation factor"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription elongation factor GreB"
                     /protein_id="AJK10832.1"
                     /translation="MAKSNYITREGWQALDRELHYLWREERPVVTQAVSEAAAMGDRS
                     ENAEYIYGKKRLREIDRRVRFLAKRLEVLKIVDPDPRQEGKVFFGAWVRVENEQEEQR
                     IFRLVGPDEFDPAKKWISIDSPVARALIGKQVDDEVTVQTPNGEATYWILEIRYRPFD
                     EDRPFNEDIDN"
     gene            96054..96773
                     /gene="ompR"
                     /locus_tag="CH60_77"
     CDS             96054..96773
                     /gene="ompR"
                     /locus_tag="CH60_77"
                     /note="[TK] COG0745 Response regulators consisting of a
                     CheY-like receiver domain and a winged-helix DNA-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein ompR"
                     /protein_id="AJK11298.1"
                     /translation="MQENHKILVVDDDMRLRALLERYLTEQGFQVRSVANAEQMDRLL
                     TRESFHLMVLDLMLPGEDGLSICRRLRSQSNPMPIIMVTAKGEEVDRIVGLEIGADDY
                     IPKPFNPRELLARIRAVLRRQANELPGAPSQEEAIIAFGKFKLNLGTREMFREDEPMP
                     LTSGEFAVLKALVSHPREPLSRDKLMNLARGREYSAMERSIDVQISRLRRMVEEDPAH
                     PRYIQTVWGLGYVFVPDGNKA"
     gene            96770..98122
                     /locus_tag="CH60_78"
     CDS             96770..98122
                     /locus_tag="CH60_78"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK12724.1"
                     /translation="MKWWRFSPRSSFARTLLLIVTLLFVSLVTTYLVVLNFAILPSLQ
                     QFNKVLAYEVRMLMTDRLQLEDGTLLEVPPAFRREIYRELGISLYTNAAAEESGLRWA
                     QHYKFLSDQMAQQLGGPTDVRVEVNKNSPVVWLKTWLSPDIWVRVPLTEIHQGDFSPL
                     FRYTLAIMLLAVGGAWLFIRIQNRPLVELEHAALQVGKGNIPPPLREYGASEVRSVTR
                     AFNQMAAGVKLLSDDRTLLMAGVSHDLRTPLTRIRLATEMMSEDDAYLSESINKDIEE
                     CNAIIEQFIDYLRTGQEMPTEPSDLNSVLGEVIAAESGYERVIETDLAEGEVLVDIHP
                     LSIKRALTNMVVNAARYGNGWIKVSSGKELQRAWFQVEDDGPGIKPEDLKHLLQPFVR
                     GDSARSTSGTGLGLAIVQRIIDAHAGSLEIGTSKRGGLRIRAYIPLPLDVKPKPPAVA
                     "
     gene            complement(98237..99856)
                     /gene="pckA"
                     /locus_tag="CH60_79"
     CDS             complement(98237..99856)
                     /gene="pckA"
                     /locus_tag="CH60_79"
                     /EC_number="4.1.1.49"
                     /note="pckA: phosphoenolpyruvate carboxykinase;
                     [C] COG1866 Phosphoenolpyruvate carboxykinase (ATP)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate carboxykinase"
                     /protein_id="AJK11880.1"
                     /translation="MSVKGITPQELAAYGIHNVSEIVYNPSYDLLFEEETKPTLEGYE
                     RGTLTTTGAIAVDTGIFTGRSPKDKYIVRDAITQDTVWWADQGKGKNDNKPLSQEIWN
                     HLKGLVTEQLSGKRLFVVDTFCGANADTRLQVRFITEVAWQAHFVKNMFIRPSDEELA
                     RFEPDFIVMNGAKCTNPQWKEQGLNSENFVAFNLTERMQLIGGTWYGGEMKKGMFSMM
                     NYLLPLKGIASMHCSANVGEKGDVAIFFGLSGTGKTTLSTDPKRKLIGDDEHGWDDDG
                     VFNFEGGCYAKTIKLSEEAEPDIYHAIKRDALLENVVVLADGTVDFNDGSKTENTRVS
                     YPIYHIDNIVKPVSKAGHATKVIFLTADAFGVLPPVSRLTANQTQYHFLSGFTAKLAG
                     TERGVTEPTPTFSACFGAAFLSLHPTQYAEVLVKRMQAVGAQAYLVNTGWNGTGKRIS
                     IKDTRAIIDAILNGEIDKAETFTLPIFDLAVPMALPGVNPDILDPRDTYADKAQWQEK
                     AEDLAKRFATNFDKYTDTPAGAALVSAGPKI"
     gene            complement(100053..100934)
                     /gene="hslO"
                     /locus_tag="CH60_80"
     CDS             complement(100053..100934)
                     /gene="hslO"
                     /locus_tag="CH60_80"
                     /note="[O] COG1281 Disulfide bond chaperones of the HSP33
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="33 kDa chaperonin"
                     /protein_id="AJK12495.1"
                     /translation="MSNHDQLHRYLFANHAVRGELVSVNETYQQVLANHDYPPAVQKL
                     LGEMLVATSLLTATLKFDGDITVQLQGGDGPLTLAVINGNNRQEMRGVARVKGEISDD
                     STLQEMVGNGYLVITITPAQGERYQGVVALEGETIAACLENYFMQSEQLPTRLFIRTG
                     HVADKAAAGGMLLQVLPAQERNEDEFDHLAQLTATIKAEELFTLPANEVLYRLYHQEE
                     VTLYEPQNVSFRCTCSRQRCADALVTLADDDVTEMLEQDGNIDMHCEYCGNHYLFDAV
                     DIATLKNGNSASSEQIH"
     gene            complement(101097..101504)
                     /locus_tag="CH60_81"
     CDS             complement(101097..101504)
                     /locus_tag="CH60_81"
                     /note="[J] COG1188 Ribosome-associated heat shock protein
                     implicated in the recycling of the 50S subunit (S4
                     paralog)"
                     /codon_start=1
                     /transl_table=11
                     /product="S4 domain protein"
                     /protein_id="AJK13067.1"
                     /translation="MKDKISPAESVRLDKWLWAARFYKTRAIARDMVDGGKVHYNGQR
                     SKPSKLVELHAEIRLRQGNDERTVRVLALHSQRRGAEEAQTLYEETEASIANREKVAQ
                     ARKLNALTMPHPDRRPDKKERRNLIKFKQGEPE"
     gene            complement(101533..102213)
                     /locus_tag="CH60_82"
     CDS             complement(101533..102213)
                     /locus_tag="CH60_82"
                     /note="HAD-SF-IA-v3: HAD hydrolase, IA, variant 3 family
                     protein;
                     [R] COG1011 Predicted hydrolase (HAD superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 3 family protein"
                     /protein_id="AJK12293.1"
                     /translation="MPPDFNWQEIDTVLLDMDGTLLDLAFDSHFWLKLVPETLSQRRG
                     IPLEQAHKIIHDEYNAVQHTLNWYCFDYWRERLDLDIYAMTTDIGSRARLRQDTVPFL
                     SGLRQHGLQTILLTNAHPHSLAVKIEHTALDQHLDLLLSTHTFGYPKEDQRLWQAVTQ
                     HTGLNPARTLFVDDSEAILDAAQTFGIRYCLGVENPDSSCADKTFHRHPAINDYRKLL
                     PALQLRCE"
     gene            complement(102357..104504)
                     /locus_tag="CH60_83"
     CDS             complement(102357..104504)
                     /locus_tag="CH60_83"
                     /codon_start=1
                     /transl_table=11
                     /product="intracellular growth attenuator IgaA family
                     protein"
                     /protein_id="AJK10607.1"
                     /translation="MSTIVLILALLLTSLIAVGLLWWLRFRRPHPITAALPFVKLTHR
                     KLTPEERVSIENYLRNQQNKHGFNTQPAFDSHALAASTSSTPMLVLTPQSDNVYSVTR
                     AITRYGVASDEPNKWRYYLDSIEVHLPSAWEQYITQDNDVELIQTQTIPLVISLNGHT
                     LNNHQSENTYQPILPSVSKNASIRKEDSEHIELLNIRKETPEEYALHGPNGLKEACAI
                     CIALLLLFFALSGPTVTLPWLVIVAVSLTCWACWYLFRPLSEKDLREVHCLNGTPKRW
                     GLFGESNQGQINNISLGIVDLIYPAHWGPYFVHDLGKKTHIDIYLNRQVVRQGAFLSL
                     HDEMKMFPLQRWGKNLTLIVGSLLVLVLLLIYVPLGLPLKLSVAWLQGAQSQQVTSVA
                     ALDKMPLRIGDMLKAQGNGMCYVPPNIQNTRGFVFTPFDCSGIYWNTASPLPQPESET
                     IEKAAALVETINKQLHPQGSDASVNPKLATAIEKSGMILLDDFSDIVLKTQALCSENT
                     DCIRLKNALVNLGNAKNWSALVKRAQSGNLEGMNVLLRPISADVLENLINTAASSFVY
                     RETHLATEALNSPPPGGFLITSDEGKQLVNHPAPTLPLFDYSALEQWRELQRLSALLL
                     DTPFKAEGIITNITTDANGTRHIALHSEPDIVTLGRYLATSLLLLVLIFCLVVNMVLL
                     IQRAMKNRRRMDNIQRYYDDCFNQTLTPPPFLR"
     gene            104784..104978
                     /locus_tag="CH60_84"
     CDS             104784..104978
                     /locus_tag="CH60_84"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11282.1"
                     /translation="MLKTSKLYLTGIAIKVLINAQCDQVLIYPLSLTLQGCWLRVLTR
                     ITDLSQLIGIRVLAAYLQSQ"
     gene            105091..105636
                     /locus_tag="CH60_85"
     CDS             105091..105636
                     /locus_tag="CH60_85"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AJK11629.1"
                     /translation="MKHLQKPKILKIETVACSRLFNVEAVELEFSNGVQRIYERMRPS
                     NREAVMIVPVIGNDLLLIREYAVGIEEYELGFPKGLIDPGEGVLEAANRELMEEVGYG
                     AERFDFLAKLTMAPSYFSSKMNIVIAHGLYPQSLEGDEPEPLPQVRWPIANMMALLNE
                     ADFREARNVSALFLAHTFLNQ"
     gene            complement(105772..108327)
                     /locus_tag="CH60_86"
     CDS             complement(105772..108327)
                     /locus_tag="CH60_86"
                     /note="PBP_1a_fam: penicillin-binding, 1A family protein;
                     [M] COG5009 Membrane carboxypeptidase/penicillin-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding, 1A family protein"
                     /protein_id="AJK11478.1"
                     /translation="MKFVKYFLILAVCCILLGAASIFGLYKYIEPQLPDVATLKDIRL
                     QTPMQVYSAEGELIAQFGEKRRIPLTLNQIPPEMVHAFIATEDSRFYDHHGVDPVGIL
                     RAVSIAMLSGRASQGASTITQQLARNFFLSPERTLMRKIKEAFLAIRIEQMLTKDEIL
                     ELYLNKIYLGYRAYGVGAAAQVYFGKEVHELTLSQIAMIAGLPKAPSTFNPLYSHDRA
                     VARRNVVLLRMLDEKYITQAQYDQARSEELVANYHVPQIAFSAPYLAEMVRQEMIKRY
                     GENAYTDGYQVYTTITRKLQLAAVDSLRANVLAYDMRHGYRGPSNVLWKVGESAWSRE
                     QIIDSLKALPVYGPLLPAVVTEADAAQATAMLADGSNVTLPMVGIRWARPFKSDNAQG
                     PVPKKATDVVQPGQQIWVRKVDDNWWLAQVPDVNSALVSIDPNNGAIKALVGGFDFNQ
                     SKFNRATQALRQVGSNIKPFLYTAAMDKGLTLATILNDLPITRWDSGAGTDWRPKNSP
                     PTYDGPIRLRQGLGQSKNVVMVRAMRAMGVDYAAEYLQRFGFPAQNIVHSESLALGSA
                     SFTPLQLVRGYAVLANGGYLVDPYFITKITDDVGNVLFETKPKVVCDNCNLPVIYGDT
                     QRSVVLSDDNIENVATSQNQNASNVPMPELEQVTPAQTTLNSEQQYAPHVISTPLAFL
                     MRDALNSNIFGEPGWMGTGWRAGRDLKRKDIGGKTGTTNSSKDAWFSGYGPDTVTSVW
                     IGFDDHRRNLGRSTASGAIPDQISGAEGGAKTAQPAWNDFMKVALEGLPEKQVPPPPG
                     IVSVVIDKQTGKLSNGGPGSRSEYFIDGTQPTEHTVHEVGTTLMDNGQTHELF"
     gene            108447..109343
                     /locus_tag="CH60_87"
     CDS             108447..109343
                     /locus_tag="CH60_87"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ATPases of the HSP70 class involved in
                     cell division"
                     /protein_id="AJK13407.1"
                     /translation="MYSQYWQVGLDIQMEAIRALAVIRRRNGWQLRYWWHKILPSGVL
                     REGILHQPDILSEQLKLLRKQLPRHISLRIALPAQRILQHTIHVPDRRLREPERDGFI
                     KASASRLFPVNSQALALDYCRETVASSELLITAARQSEVQQWQACLEQAGLSSQVIDI
                     APCALRYMATATGLSGPYWLVHRLANEWLWVSSSDMPFHSGVVAIETECRTQENDIRL
                     LSALLAQLNMRGAGEDGAPLPVYYSSVVKESLPENTRSWSPLTAFAHYQPPLPALPAA
                     FTLAGGLAVRAADSLSAAGAGY"
     gene            109343..109948
                     /locus_tag="CH60_88"
     CDS             109343..109948
                     /locus_tag="CH60_88"
                     /note="[NU] COG3166 Tfp pilus assembly protein PilN"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial assembly family protein"
                     /protein_id="AJK10712.1"
                     /translation="MYQVNFLPWRIARQQARYRFWRNTMLIQGIGLALYLVVVLMQAR
                     SEHKHRQGTAAALSQQQAALSQRQQQVQQAMAQLQRIKQHIQRYHQAHQPARGYSILL
                     QQLSQQIPERCWLMALRQQGDVLSFEVISRDYATINAFLAMLGRQPLLVNVSLQGITQ
                     QDEGGFRFVVHASWRDENHHVEGHHAEGHDIDGHHVAGDYE"
     gene            109896..110522
                     /locus_tag="CH60_89"
     CDS             109896..110522
                     /locus_tag="CH60_89"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12428.1"
                     /translation="MQKAMISTVIMWQGTMNKSLQRCMDRPGWQLCLWQWFFLSLLGV
                     IAYGGLLRPTWQQRSEAIAEVTKLQQHVEQQVSALAQLPSQVLIRQQINTLLSEKAWW
                     QKPEILLAHQVGETIMPFGGQVIRWQRYSGSEEAVVENAIAFRRWEATLRVSFYGLYH
                     LFGQLSEIRSPVLVKVISLIGDGNALTVKLILTEYLTDDLGDFDVQDK"
     gene            110557..110916
                     /locus_tag="CH60_90"
     CDS             110557..110916
                     /locus_tag="CH60_90"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12921.1"
                     /translation="MGLAATRLLVIGLLPSSIFASPHLANIERDPFQAVLATSCDSER
                     ERLTGWKLHGVVSGGGYQSAWIQRPDATWQRLTLGMRLVSEWQVTQISAQWVDFQYEN
                     PETPCSGLSVTFSLFQQ"
     gene            111115..112467
                     /gene="pilQ"
                     /locus_tag="CH60_91"
     CDS             111115..112467
                     /gene="pilQ"
                     /locus_tag="CH60_91"
                     /note="IV_pilus_PilQ: type IV pilus secretin PilQ family
                     protein;
                     [U] COG4796 Type II secretory pathway, component HofQ"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV pilus secretin PilQ family protein"
                     /protein_id="AJK11526.1"
                     /translation="MGVPSHSRSSNSHLSDSKLSNSASSNSTSSNSVLSNNVSSSNIS
                     PNNASSSNASLPRTRSGGPVTLEFQDAPVSVILQALADYRQLNLITTTGVGGNLSLRL
                     IEVPWEQALAIILRMGRLKAEREGTVMMVFTEQEIQERQQRTKQQAAPEALANLTLAL
                     QYANAEQVADSLDPLQGGLLSPLGSVVADKRTNTLLIRDTPASLALLKNWLIEMDLPL
                     QQVQLSAHIVTISSEDLQELGVRWGMGEGKGNTALRINDFNVNLPLPNSAASVGFHVA
                     RIGGRLLELELSALEQENQVDIIASPRLITSHQQTASIKQGSDIPYTVSRGKKEAAAI
                     EFKEAVLGMEVTPKILRNGKIILDLKISQNMPGITIKRGESEMLLIDKQEIKTQVTVN
                     DGETIVLGGIFQQKKRQSVNKVPLLADIPLLGAMFRQDTQQQSRRELVIFITPKLISA
                     "
     gene            112816..113337
                     /gene="aroK"
                     /locus_tag="CH60_92"
     CDS             112816..113337
                     /gene="aroK"
                     /locus_tag="CH60_92"
                     /EC_number="2.7.1.71"
                     /note="[E] COG0703 Shikimate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate kinase 1"
                     /protein_id="AJK10875.1"
                     /translation="MAEKRNIFLVGPMGAGKSTIGRQLAQQLNMEFFDSDQEIERRTG
                     ADVGWVFDVEGEEGFRDREEKVINELTEKQGIVLATGGGSVKSRETRNRLSARGVVVY
                     LETTIEKQLARTQRDKKRPLLQVDEPPREVLEALAKERNPLYEEIADVTIRTDDQSAK
                     VVANQIINMLESN"
     gene            113394..114482
                     /gene="aroB"
                     /locus_tag="CH60_93"
     CDS             113394..114482
                     /gene="aroB"
                     /locus_tag="CH60_93"
                     /EC_number="4.2.3.4"
                     /note="aroB: 3-dehydroquinate synthase;
                     [E] COG0337 3-dehydroquinate synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-dehydroquinate synthase"
                     /protein_id="AJK13124.1"
                     /translation="MEKITVTLGERSYPITIAAGLFNDPASFKPLKAGDQVMLVTNQT
                     LAPLYLDSLRAVLEHGGIKVDQVILPDGEQYKSLSVMEQVFSALLEKPHGRDTTLVAL
                     GGGVVGDLTGFAAACYQRGVRFIQVPTTLLSQVDSSVGGKTAVNHPLGKNMIGAFYQP
                     ASVVVDLNCLKTLPPRELASGLAEVIKYGIILDAAFFDWLENNIDALLALDMSALAYC
                     IRRCCELKADVVAADEREESGARALLNLGHTYGHAIEAEMGYGVWLHGEAVAAGMVMA
                     AQTSRRLGQLSVSDVERIKKLLLRAGLPVCGPKEMAPESYLPHMMRDKKVLAGELRLV
                     LPTAIGKSEIRGGVAHDMVLASIADCRP"
     gene            114736..115725
                     /locus_tag="CH60_94"
     CDS             114736..115725
                     /locus_tag="CH60_94"
                     /note="[S] COG3266 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation related domain protein"
                     /protein_id="AJK14111.1"
                     /translation="MDDLKLDDDLKPDSSDRRPTRSRKSPTGPKLAVSRQHMMIGIGI
                     LVLLLIIIAIGSALKAPTEHEASQQNPNVNAARDINLSDSSSLTSGNNSQPSIANNTS
                     DGHDASGVKNTAPPQDISAPPISPTPTEAAIPPSANSTTQRIELPGNMSDALSQTQGQ
                     VDTLSQNISDAHTSTLPTAAATVAPSKGAKVPATRETITQPVQKQATKQPAVNHKNTA
                     TVAVPPATSGTPKSGAASSRALSSAPSSHYTLQLSSASRSDTLNAYAKQQNLTDYHVY
                     ETKRDGKPWYILVSGNYASSAEAKKAITTLPADVQAKKPWVKPVQQVQQDLKK"
     gene            115809..116624
                     /gene="dam"
                     /locus_tag="CH60_95"
     CDS             115809..116624
                     /gene="dam"
                     /locus_tag="CH60_95"
                     /EC_number="2.1.1.72"
                     /note="dam: DNA adenine methylase family protein;
                     [L] COG0338 Site-specific DNA methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA adenine methylase family protein"
                     /protein_id="AJK13099.1"
                     /translation="MKKNRAFLKWAGGKYPLVDDIRRHLPAGDCLIEPFVGAGSVFLN
                     TEFESYILADINNDLINLYNIVKLRTDDFVRDARVLFTGDFNHSELFYQLRQEFNAST
                     DAYRRALLFLYLNRHCYNGLCRYNLSGEFNVPFGRYKKPYFPEAELYWFAEKSQNAVF
                     VCEHYQETLLKAVQGAVVYCDPPYAPLSATANFTAYHTNNFGIADQQNLARLAYQLST
                     ESKVPVLISNHDTELTRNWYHQAASLHVVTARRTISRNILGRSKVNELLALYS"
     gene            116927..117604
                     /gene="rpe"
                     /locus_tag="CH60_96"
     CDS             116927..117604
                     /gene="rpe"
                     /locus_tag="CH60_96"
                     /EC_number="5.1.3.1"
                     /note="rpe: ribulose-phosphate 3-epimerase;
                     [G] COG0036 Pentose-5-phosphate-3-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribulose-phosphate 3-epimerase"
                     /protein_id="AJK13546.1"
                     /translation="MKKYLIAPSILSADFARLGEDTAKVLAAGADIVHFDVMDNHYVP
                     NLTIGPMVCKALRDYGITAPIDVHLMVKPVDRIVPDFAKAGATYITFHPEASEHVDRT
                     LQLIKESGCKAGLVFNPATPLSYLDYVMDKLDVILLMSVNPGFGGQSFIPETLNKLRQ
                     VRKLIDDSGYDIRLEVDGGVKVENIRQIAAAGADMFVAGSAIFNQPDYAAVIDAMRNE
                     LAMAANG"
     gene            117597..118295
                     /gene="gph"
                     /locus_tag="CH60_97"
     CDS             117597..118295
                     /gene="gph"
                     /locus_tag="CH60_97"
                     /EC_number="3.1.3.18"
                     /note="phosphoglycolate phosphatase; PGP_bact:
                     phosphoglycolate phosphatase, bacterial;
                     [R] COG0546 Predicted phosphatases"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (Glycoside-Pentoside-Hexuronide)
                     transporter"
                     /protein_id="AJK11992.1"
                     /translation="MVKFKAIRGVAFDLDGTLVDSAPGLARAIDMALAHQGLPAAGEA
                     LVSTWIGNGADVLVERALHWAGREHNAQLVAQTRELFDHYYAKTVEQGSQLFPQVKAT
                     LAQLAANGLPIGLITNKPTPFVAPLLTSLGISDYFSVIIGGDDVVVKKPHPAPLYLLL
                     GKLGLHAREMLFVGDSRNDIMAAQAAGCPCIGLTYGYNYGEAIATSHPDCVLAHFADL
                     LPAIGLPSLKDQEV"
     gene            118297..119337
                     /gene="trpS"
                     /locus_tag="CH60_98"
     CDS             118297..119337
                     /gene="trpS"
                     /locus_tag="CH60_98"
                     /EC_number="6.1.1.2"
                     /note="trpS: tryptophan--tRNA ligase;
                     [J] COG0180 Tryptophanyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan--tRNA ligase"
                     /protein_id="AJK11592.1"
                     /translation="MSEPMVLSKPTVSSKPIVFSGAQPSGELTIGNYMGALRQWVQMQ
                     DDYDCIYCIVDLHAITARQDPALLRKRTLDTLALYLACGIDPKKSTIFVQSHVPEHSQ
                     LSWALNCYTYFGELSRMTQFKDKSARYAENINAGLFDYPVLMAADILLYQTNQVPVGE
                     DQKQHLELSRDIASRFNNLYGDIFKIPEPFIPKAGARVMSLQDPTKKMSKSDDNRNNV
                     IELLEDPKSVVKKIKRAMTDSDEPALIRYDVEKKAGVSNLLDILSGVTGQSIPELEAQ
                     FTGQMYGHLKGAVADAVSGMLSELQERYRTYREDEALLQDVMREGAAKARARAQVTLA
                     KVYEAIGFVAQP"
     gene            complement(119474..120886)
                     /gene="cobA"
                     /locus_tag="CH60_99"
     CDS             complement(119474..120886)
                     /gene="cobA"
                     /locus_tag="CH60_99"
                     /EC_number="2.1.1.107"
                     /note="cobA_cysG_Cterm: uroporphyrinogen-III
                     C-methyltransferase;
                     [H] COG0007 Uroporphyrinogen-III methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen-III C-methyltransferase"
                     /protein_id="AJK12732.1"
                     /translation="MDYFPIFCQLQHKACLLVGGGEIAERKARLLLDAGALVTVNACE
                     FTPQFHHWADQGQLSLISGEFVPELLADKWLVIAATDQLSVNALVYQSANQQRIFCNV
                     VDDPKRTSFIMPSIIDRSPIMIAVSSGGKAPVLARLLREKLEALLPQHLGQLAGNLRQ
                     RVKQHFTVMTERRRFWEKLLTHDRLAQSLANNDHVQADQHVEQLFSAPLTDRGEVVLV
                     GAGPGDAGLLTLKGLQQIQQADVVVYDRLVSDEVMNLVRRDAERIFVGKQSGHHCVPQ
                     EQINQILLQQAQSGKRVVRLKGGDPFIFGRGGEELEELAGYGIPFSVVPGITAASGCS
                     AYSGIPLTHRDHAQSVRLVTGHAKKEGQLDWANLAAEKQTLVFYMGLSQAGEIQQQLI
                     QHGMPATTQVALVENGTSRHQRVVSGELSQLALLSQQVSSPSLIIVGSVVSLREKLNW
                     FSSRHHDDQPKVTECVAHVG"
     gene            complement(120974..121780)
                     /locus_tag="CH60_100"
     CDS             complement(120974..121780)
                     /locus_tag="CH60_100"
                     /note="[P] COG2116 Formate/nitrite family of transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nitrite transporter"
                     /protein_id="AJK12938.1"
                     /translation="MYTDTINKCAANAARIVKLAKESPLGFWIGSAMAGAYVGLGIIL
                     IFTLGNLIDPALRPLVMGATFGLALTLVIIAGSELFTGHTMFLTFGVKAGTIKSSQMW
                     AVLPQTWLGNLLGSVFVALLYYYGGGNLLSVDTSLVHTAALAKTTAPAMTLFFKGVLC
                     NWLVCLAIWMAIRVEGAAKFIAIWWCLLAFIASGYEHSVANMTLLALSWFGHHSEAYT
                     LSGIGHNLLWVTLGNTLSGAVFMGLGYWYATPRAQRPQPATINAPHSAKS"
     gene            complement(121959..122285)
                     /gene="nirD"
                     /locus_tag="CH60_101"
     CDS             complement(121959..122285)
                     /gene="nirD"
                     /locus_tag="CH60_101"
                     /EC_number="1.7.1.4"
                     /note="[PR] COG2146 Ferredoxin subunits of nitrite
                     reductase and ring-hydroxylating dioxygenases"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrite reductase [NAD(P)H] small subunit"
                     /protein_id="AJK10584.1"
                     /translation="MSQWIPLCPLNDILPGSGVCGLIKQQQVAVFRPYADEQVFAISN
                     IDPFAQASVLSRGLIAEHQGELWVASPLKKQHFRLRDGFCLEDEDRSVTHYDVRVRDG
                     MVQVNA"
     gene            complement(122282..124828)
                     /gene="nirB"
                     /locus_tag="CH60_102"
     CDS             complement(122282..124828)
                     /gene="nirB"
                     /locus_tag="CH60_102"
                     /EC_number="1.7.1.4"
                     /note="nitri_red_nirB: nitrite reductase [NAD(P)H], large
                     subunit;
                     [C] COG1251 NAD(P)H-nitrite reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrite reductase [NAD(P)H], large subunit"
                     /protein_id="AJK14095.1"
                     /translation="MSKIKIAIIGNGMVGHRFIEDLLDKADKDQFDITVFCEEPRIAY
                     DRVHLSSYFSHHTAEELSLVREGFYEKQGVKVLVGERAITINRAEKVIHSNSGRSLYY
                     DKLVMATGSYPWIPPIKGSEGQDCFVYRTIEDLNAIEACTRRSKRGAVIGGGLLGLEA
                     AGALKSLGVETHVIEFAPVLMAEQLDPMGGDQLRQKIERMGVRVHTGKNTQEIVHSGQ
                     NSRKTMLFADGTQLEVDFIVFSTGIRPQDKLANQCGLATARRGGIAINDYCQTSDPDV
                     YAIGECASWQERTFGLVAPGYKMAQVAADHLLGRENAFLGADMSAKLKLLGVDVGGIG
                     DAHGRTEGARSYVYLDESKEIYKRLVVSADNKTLLGAVLVGDTTDYGNLLQLALNNIT
                     LPENPDSLILPAHAGNKPTIGVDSLPDSAQICSCFDVTKGDIIRAIGQGCQTVAALKS
                     ATKAGTGCGGCIPLVTQVLNAELSKQGIEVNNHLCEHFAYSRQELYHLIRVEGIKTFT
                     ELREKYGKGYGCEVCKPTVGSLLASCWNEYVLEPQHTPLQDTNDNFLGNIQKDGTYSI
                     IPRSPGGEITPDGLLVVGQIAKEYNLYTKLTGSQRIGMFGAQKDDLPAIWARLIDAGF
                     ETGHAYAKALRMAKTCVGSTWCRFGVGDSVGFGVALEHRYKGIRAPHKIKFGISGCTR
                     ECAEAQGKDVGIIATENGWNLYVCGNGGMKPRHADLLAADLDEETLMRYLDRFMMFYI
                     RTADKLQRTSVWLESLEGGIRYLQLVILEDKLGINDQLEAEIARLRDKVACEWKATVE
                     NPAAQVRFAHFINSSLRDPNVQVVREREQHRPARPDERIPVRVLELEDNA"
     gene            125150..126448
                     /locus_tag="CH60_103"
     CDS             125150..126448
                     /locus_tag="CH60_103"
                     /note="[FR] COG0402 Cytosine deaminase and related
                     metal-dependent hydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AJK11916.1"
                     /translation="MAGQSVPNYSLTTVNNVRRIGLAGLWQITIAEGKISLIQPQPEQ
                     SLTGQGVLDAQGGLALPPFIEPHIHLDTTQTAGQPSWNQSGTLFEGIERWAERKARLT
                     REDVKQRAWQTLKWQIANGIQHVRTHVDVSDPHLTALSAMLEVKEEVSPWVDMQIVAF
                     PQEGILSYPDGAALLEEALRLGADAVGAIPHFEFTREYGVESLHIAFALAQKYQRLVD
                     VHCDETDDEQSRFIETVAALALRENMGARVTASHTTAMHSYNGAYTSRLFRLLKLSGI
                     NFVANPLVNIHLQGRFDTYPKRRGITRVKEMLAAEINVCFGHDDVFDPWYPLGTANML
                     QVLHMGLHICQLMGYEQINDGLNLITTHSAKTLNLADYGLQPGNRANLIILPAENGFD
                     ALRRQVPVSYSIRHGVVIAKTQPAESRIYLGQEEIVDFRR"
     gene            complement(126533..127717)
                     /locus_tag="CH60_104"
     CDS             complement(126533..127717)
                     /locus_tag="CH60_104"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13273.1"
                     /translation="MNNSNRIRLTWISYLSYALTGALVIVTGIVMGNIAEYFNLPIAS
                     MSNTFTFLNAGILISIFLNAWLMEIIPLKRQLVFGFILMLIAIAGLMVGHNLMIFSIS
                     MFIFGVVSGITMSIGTFLVTHMYEGRQRGSRLLFTDSFFSMAGMIFPIAAAMLLARHI
                     EWYWVYACIGLLYVGIFVLTLCSEFPVLGHKATDQSKPVVKEKWGVGVLFLAIAALCY
                     ILGQLGFIQWVPEYATKTFNMNISQAGQLVSNFWISYMIGMWIFSFILRFFDLQRIVT
                     VLAAMATLAMYLFVSTDNPAYLSYYILALGFVSSAIYTTLITLGSLQTKVSSPKLVNF
                     ILTCGTVGTMLTFVVTGPIVANNGVHAALETANGLYLAVFILCLALGFFTKHRSHGHV
                     TH"
     gene            128203..130248
                     /locus_tag="CH60_105"
     CDS             128203..130248
                     /locus_tag="CH60_105"
                     /note="tonB-copper: TonB-dependent copper receptor;
                     [P] COG1629 Outer membrane receptor proteins, mostly Fe
                     transport"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB-dependent copper receptor"
                     /protein_id="AJK11357.1"
                     /translation="MISGKNKVCKKKLLACAVTSAISAFASNAIADTTSLAAMNRSAI
                     NISSTHNSNKKLNDADVITVTAPLYSPLVVVTSPKVPRQPVPASDGTDYLRTIPGFSL
                     VRNGGTNGDVVFRGMFGSRLKILTDGAEILGTCPSRMDAPTSYISPESFDLLTVVKGP
                     QSVLWGPGVSAGTILFERERPHFDQSGVKGNASVLAGSNGRWDKNLDASLGNEQGYLR
                     MMGNQSRAADYKDGNNVRVPSQWDKWNADMALGWTPDTDTLLELSVGKGNGEARYGGR
                     GMDGSQFLRESLAARVEKSNIGEVLDKIEAKINYTYVDHIMDNKTLRTPPMMAMSSNL
                     DRRMLGGRVMGTWLWQDLKLDAGTDMQTNTHRKNKQGNWDKNARFMNNGVFGELTWAA
                     SEQNKLISGARLDRHQVTNYTRAGEPTRSATLPAAFMRVEHNLANAPVMLYAGLGHTE
                     RFPDYWELFSPKFGPAGSTSAFEGVKSEKTTQIDIGGQYSGEQFRGWLSAYIGRVNDF
                     ILFKYDPKNLRISQADNINATIMGGEMGMEYALTPYWKADASLAYAWGENTRDNRPLP
                     QIPPLEARLGLTFEAGDWSSSALWRLVNSQHRVAINEGNVVGKDFSSSAGFGVLSANV
                     AYKVNKQVKLSSGIDNLLNKAYSEHLNLAGNSGFGYSVNTPLNEPGRTLWAKLNLTF"
     gene            complement(130349..131335)
                     /locus_tag="CH60_106"
     CDS             complement(130349..131335)
                     /locus_tag="CH60_106"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13684.1"
                     /translation="MVTLEDVAVLAGVSRATVSRVVNGDTNVKALTREKVEQAVAVLG
                     YTPHPAARALASSQSNTLGLVTTSYRGGFFGALMDFVQTETESQGKQLLVTQGRDNAD
                     KEWLAIQRLYNLRCDGLILHVRFLSDERLRQLAAANRPFVLLDRLVPDLEARCVTFDH
                     HHASQMATQVLIDAGHRDIACISGSSQRQSSVLRIQGFLDAMQLAGLEPVACLEGVYD
                     LESGYLRADEILKQPRLPTAIYCCNEEMAIGALLAINKHGLQVPQDISLICYDSGERA
                     PFVCPALTSVHFPIVEMAQYATQLLIDPLIPAVNFPPAIIMRDSVMPPKTAC"
     gene            complement(131584..132897)
                     /locus_tag="CH60_107"
     CDS             complement(131584..132897)
                     /locus_tag="CH60_107"
                     /note="family 4 glycosyl hydrolase C-terminal domain
                     protein;
                     [G] COG1486
                     Alpha-galactosidases/6-phospho-beta-glucosidases, family 4
                     of glycosyl hydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11276.1"
                     /translation="MSTFKITIIGGGSSYTPELVDGLIQRIEQLPVTELALVDVEQGR
                     QKVEIIAALTQRMLARHGLEQVKVSVHYSLDEAIRGARFVLTQFRVGQLPARAADERL
                     GLKYNLLGQETTGIGGFAKALRTIPVMLDIAANVERLAPDAWIINFTNPAGIVTEAVS
                     RYTKAKIIGLCNVPISMHHMIAKLLQAPYEDLQLRFAGLNHMVWVHEVLQRGKYVTAD
                     VLKMLCDGASLSMNNIKEAPWPPEFLQAMGAIPCPYHRYFYQTQDMLAEEMAAAAERG
                     TRAEQVMQVEKELFALYADPHLDTKPEQLSFRGGSFYSEVALELIRAIHNNLGTQLVV
                     NTTNRGAIRGLSDDSVVETNCIIDAKGAHPLTFGPLPVSMHGLTQQVKAYERLTIDAA
                     VHGDRRSALLALVTNPLIANASIAQPLLEEVLQVNKPYLPQFSGL"
     gene            133413..133982
                     /gene="ppiA"
                     /locus_tag="CH60_108"
     CDS             133413..133982
                     /gene="ppiA"
                     /locus_tag="CH60_108"
                     /EC_number="5.2.1.8"
                     /note="[O] COG0652 Peptidyl-prolyl cis-trans isomerase
                     (rotamase) - cyclophilin family"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase A"
                     /protein_id="AJK10944.1"
                     /translation="MFKRTLVTFIALCSLSAVAPAALAAGEPHVLLTTSAGNIELELN
                     SQKAPISTQNFVDYVNNGYYNNTIFHRVIPGFMIQGGGFTADFKEKTPKTPIKNEADN
                     GLRNLRGTISMARTADKDSATSQFFLNVADNAFLDHGQRDFGYAVFGKVVKGMDVVEK
                     ISQVQTENVGPYQNVPVKPITILSAKVLP"
     gene            134374..135849
                     /locus_tag="CH60_109"
     CDS             134374..135849
                     /locus_tag="CH60_109"
                     /note="[R] COG0433 Predicted ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsK/SpoIIIE family protein"
                     /protein_id="AJK10809.1"
                     /translation="MVILSALANRHGLITGATGTGKTVTLQKMAEQFSRIGVPVFLAD
                     VKGDLSGIGAEGVNSEKLQARLAAIDVTDWQPQACPIVPWDIFAEKGHPIRATISDLG
                     PLLLGRLLDLNDVQSGVLQLVFKIADDNGLLLLDMKDLRAIVQYVGDNAKQFRTQYGN
                     ITSASIGAIQRGLLTLEEQGANQFFGEPMLDIHDLMQTDSHGQGVINLLAADRLINQP
                     KLYAIFLLWLLAELFEQLPEVGDVEKPKLVFFFDEAHLLFTDAPAALVDKVEQVVRLI
                     RSKGVGIYFVTQNPLDIPDKILGQLGNRVQHALRAFTPRDQKAVKAAAQTMRPNPAFS
                     AEQVITELGVGEALISFLDEKGRPNVVERAMVIAPQSKMGALDAAARNHAINHSPLYG
                     RYEEMIDRESAYEKLSAGGFSTMGRAAEGEPSVPQQPTNQQGSGGGLMGGLNDLLFGS
                     SGPRGGKRDGIVQTAAKSMARDLGRQILRGVLGSITGGRKR"
     gene            136092..136667
                     /locus_tag="CH60_110"
     CDS             136092..136667
                     /locus_tag="CH60_110"
                     /note="trpG_papA: glutamine amidotransferase of
                     anthranilate synthase/aminodeoxychorismate synthase family
                     protein;
                     [EH] COG0512 Anthranilate/para-aminobenzoate synthases
                     component II"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine amidotransferase of anthranilate
                     synthase/aminodeoxychorismate synthase family protein"
                     /protein_id="AJK13162.1"
                     /translation="MLLLIDNYDSFTYNLYQYFCELGTEVMVKRNDELQLTDIEQLAP
                     SHVVISPGPCTPNEAGISLAVIRHFADKLPILGVCLGHQALGQAFGARVVRARQVMHG
                     KTSAICHSGQGVFRGLNQPLTVTRYHSLVIATDSLPGCFELTAWTERGGEMDEIMGIR
                     HRTLPLEGVQFHPESILSEQGHQLLDNFLKN"
     gene            136800..138017
                     /gene="astC"
                     /locus_tag="CH60_111"
     CDS             136800..138017
                     /gene="astC"
                     /locus_tag="CH60_111"
                     /EC_number="2.6.1.81"
                     /note="arg_catab_astC: succinylornithine transaminase
                     family protein;
                     [E] COG4992 Ornithine/acetylornithine aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylornithine transaminase family protein"
                     /protein_id="AJK13555.1"
                     /translation="MTDKLAVNRNTFDQVILPVYAPAQFIPVKGKGSRVWDQQGTEYI
                     DFAGGIAVTALGHCHPALVSALHQQGETLWHTSNVFTNEPALRLAQKLIAATFADRVF
                     FANSGAEANEAAFKLARHYAIERHSPYKTKIIAFHNAFHGCTLFTVSVGGQPKYSDGF
                     GPKPADIIHVPFNDLAAVKAVMDDHTCAVVLEPIQGEGGITSATPEFLQGVRALCDQH
                     NALLVFDEVQSGMGRSGKLFSYMHYGVTPDILTTAKALGGGFPISAMLTTEEIASVMT
                     VGTHGTTYGGNPLACAVAEAALDVINTPEVLNGIEQRHGLFVQALQSINSKYDVFSDI
                     RGMGLLIGAELTAKYRGQAREFLAAAAANGLMILNAGPDVLRLAPSLVIELEDIQQGM
                     ARLEKAMASVIKG"
     gene            complement(138243..140363)
                     /locus_tag="CH60_112"
     CDS             complement(138243..140363)
                     /locus_tag="CH60_112"
                     /note="YCCS_YHJK: integral membrane, YccS/YhfK family
                     protein;
                     [S] COG1289 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, YccS/YhfK family protein"
                     /protein_id="AJK10963.1"
                     /translation="MKWQRLIYHPEVNYALRQTLVLCLPAALGFAIGDLRLGLMFSLI
                     PACCNIASLDTPHQHFFRRLIIGGVLFTLSSFLTQQLLLWHIPLPVIMLGLALIVGVS
                     GTISPLNGRLLPAALIAAIFSLSMVGRAPIWQAPLLCAVGTLWYGVFNWLWFRLCKDQ
                     PIREPLSQLYHLLADYCDAKYSRLTQHLEPEKAIPPLLDRQQGMMDKVNQLYQQFNLL
                     HNTTKKEQKRLLGLFQMALDLQEHITAALNQPEEMQDLIKKTPIEAVTQSNAQIISAQ
                     MRAIADDILYHRRTVEHFTAGVPLAELETIAQQNPDNPVAQFCYYHISHITQILSDRR
                     PLYNRDLMSSQLSQPFWPALVSYLSFKSSALRDAARIGVTLAVGSYIGVLINLPKPYW
                     ILLTIMLVMQNGYNATRVRIHHRALGTLVGLILAAGLLHLQMTEITTLGIMLLITLLS
                     YLVQRKNYGLAVVGRTITAVYILQLLTGEGANFLVPRLLDTLIGCALALGSALWLWPQ
                     WQSGLLRKNAHQALEAYQTILRLLLTPHPDITQLDYERFNVNKASNTVLSSLNQAMQE
                     PGFNSKYLADMRLWATHSELIVCHINEMTTLIRENPLTEVDSPSTGGHTLMSTKLAAS
                     YLQLCEMAIQLCQQRLESDNLEDNDSVVQIPDMAPDTQASELERNLRRVLSHLNVMHT
                     VSAMAWQQQPHHGIWRSRKLRDNT"
     gene            complement(140449..141081)
                     /locus_tag="CH60_113"
     CDS             complement(140449..141081)
                     /locus_tag="CH60_113"
                     /note="[T] COG0664 cAMP-binding proteins - catabolite gene
                     activator and regulatory subunit of cAMP-dependent protein
                     kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, crp family protein"
                     /protein_id="AJK13192.1"
                     /translation="MVLGKPQTDPTLEWFLSHCHIHKYPSKSTLIHQGEKAETLYYIV
                     KGSVAVLIKDEEGKEMILSYLNQGDFIGELGLFEEGQERSAWVRAKTACEVAEISYKK
                     FRQLIQVNPDILMRLSSQMANRLQITSEKVGNLAFLDVTGRIAQTLLNLAKQPDAMTH
                     PDGMQIKITRQEIGQIVGCSRETVGRILKMLEDQNLISAHGKTIVVYGTR"
     gene            141417..141824
                     /locus_tag="CH60_114"
     CDS             141417..141824
                     /locus_tag="CH60_114"
                     /note="[O] COG1765 Predicted redox protein, regulator of
                     disulfide bond formation"
                     /codon_start=1
                     /transl_table=11
                     /product="osmC-like family protein"
                     /protein_id="AJK14043.1"
                     /translation="MQARVKWVEGLTFLGESASGHQVLMDGNSGDKAPSPMEMLLMSA
                     GGCSAIDVVSILQKGRNNVRDCEVKLTSERREEAPRLFTQINLHFIVSGKGLTDKVVE
                     RAVDLSAEKYCSVALMLGKAATITHSFEVREVA"
     gene            141896..142327
                     /locus_tag="CH60_115"
     CDS             141896..142327
                     /locus_tag="CH60_115"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14005.1"
                     /translation="MKYLILGGYTVVANKNKISVACGAISLFVVASFSLFFSLTHYFN
                     FFKMNDEVHFSWAVSLLLSGSPLLFYLSVVSGGYIIGYEKIYNDRVGKILAYIAVLGM
                     VFSLFFSFYVDSSLKEAGYLKCERKSFIAPNKYVIDLKLCR"
     gene            complement(142505..143374)
                     /locus_tag="CH60_116"
     CDS             complement(142505..143374)
                     /locus_tag="CH60_116"
                     /note="[C] COG3954 Phosphoribulokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribulokinase / Uridine kinase family
                     protein"
                     /protein_id="AJK12273.1"
                     /translation="MSTKHPVIAVTGSSGAGTTTTSLAFRKIFQQLDIRAAQIEGDSF
                     HRYTRPEMDAAIRKARDQGRHISYFGPEANDFGQLEQSVAEYSKHGTGRSRKYLHTYD
                     EAVPYNQIPGTFTPWEPLPEPTDVLFYEGLHGGVVTEHHDVAKHVDLLVGVVPIVNLE
                     WIQKLVRDTGERGHSREAVMDSVVRSMDDYINYITPQFSRTHINFQRVPTVDTSNPFA
                     AKAIPSLDESFVVIHFRGLDHIDFPYLLAMLQGSFISNINTLVVPGGKMGLAMELIMA
                     PLVQQLLEGKQIA"
     gene            complement(143523..143759)
                     /locus_tag="CH60_117"
     CDS             complement(143523..143759)
                     /locus_tag="CH60_117"
                     /note="conserved hypothetical protein;
                     [S] COG3089 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12289.1"
                     /translation="MIIPWQQVDSETLDNLLEAFVLREGTDYGEHERSLTEKVADVRR
                     QLVSGEAVLVWSELHETINIMPRGSFRAGAEEQQ"
     gene            complement(143756..144736)
                     /locus_tag="CH60_118"
     CDS             complement(143756..144736)
                     /locus_tag="CH60_118"
                     /note="[R] COG0429 Predicted hydrolase of the
                     alpha/beta-hydrolase fold"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AJK13434.1"
                     /translation="MHETFRPLAGASNPHLQTLLPRLVRRHVQLSPYWQRLELPDGDF
                     IDLAWSENPELAREKPRVVLFHGLEGNFYSPYAHGLLRAWQAAGWLGVVMHFRGCSGE
                     PNRKSRIYHSGETEDANFFLHWLQETYGQVPTAAVGISLGGNMLACYLAKKGKNSGLR
                     AAVVVSAPLMLEPCADRMDQGFSRVYQRYLLNQLKLNATRKLLQYPNSLPVNLFQLKK
                     LRRVRDFDDAITAKIHGFNDAGDYYRRCSALPLLPQIRVPLLIIHAKDDPFMTAEVIP
                     NIETLPDNIDYQLTEHGGHVGFVGGSLKHPQMWLEQRIPAWLSPYLEQQS"
     gene            144838..145440
                     /locus_tag="CH60_119"
     CDS             144838..145440
                     /locus_tag="CH60_119"
                     /note="[E] COG1280 Putative threonine efflux protein"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AJK12136.1"
                     /translation="MELSLFLSMVGFLWVAAITPGPNNMLLTSTGANFGFMRSIWLML
                     GIMLGMQSMLLLVAFGVGSLILIYPSLHLALKILGSLYLLWLAWKIATSAYEKLDTNV
                     APAKPLRLYQGWLLQFLNPKAWLMGLGSVASFSMAGAAYNHSILMISLGMFMVNLVAG
                     IIWLGFGTLIGRLLGSRRAWFTFNISMGLLTAACVLLIWH"
     gene            145643..146704
                     /gene="tauA"
                     /locus_tag="CH60_120"
     CDS             145643..146704
                     /gene="tauA"
                     /locus_tag="CH60_120"
                     /note="taurine_ABC_bnd: taurine ABC transporter,
                     periplasmic binding protein;
                     [P] COG4521 ABC-type taurine transport system, periplasmic
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="taurine ABC transporter, periplasmic binding
                     protein"
                     /protein_id="AJK12685.1"
                     /translation="MAITFSSATLAASRRSFLQLRTILLASLLPASLLLATSAQAVDV
                     IVAYQTSAEPAKVAQADNSFAKLSGANADWRKFDSGSSVVRALASGDVQIGNIGSSPL
                     AVAASQNVPIEVFLLASQLGSSEALVVKKEIKTPQDLIGKRIAVPFISTAHYSLLAAL
                     KHWGIKPGQVTILNLQPPAIAAAWQRGDIDGAYVWAPAVSELAKTGTVLTDSAQVGQW
                     GAPTLDVWVVRKDFAKAHPEVVTAFARSALAAQAAYLNNPEQWLQNQAHLAPLSRLSG
                     VPTEQVPALVKGNTYLPVAEQITQLGQPVDQAIRDTAEFLKQQGKIPQVASDYRDFVT
                     DRFVKEIQATPQSQATPQS"
     gene            146713..147480
                     /locus_tag="CH60_121"
     CDS             146713..147480
                     /locus_tag="CH60_121"
                     /note="[P] COG4525 ABC-type taurine transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11834.1"
                     /translation="MLNVSGLWAEYQGKPALQDVSLQIASGQLVVVLGPSGCGKTTLL
                     NLIAGFMTPSAGVITLDNIPVSGPSAERGVVFQNEGLLPWRDVVSNVEFGLQLAGMSK
                     EQRRVTALKMLNRVGLAGFEHHFIWQLSGGMRQRVGIARALAVDPRLLLLDEPFGALD
                     AFTREQMQELLLTIWRDTGKQILLITHDIEEAVFLASELLLLSPGPGQVVERLSLNFG
                     QRYAEGEPCRAIKSDPEFIARREDVLGKVFQQREVLI"
     gene            147477..148331
                     /locus_tag="CH60_122"
     CDS             147477..148331
                     /locus_tag="CH60_122"
                     /note="[P] COG0600 ABC-type nitrate/sulfonate/bicarbonate
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13944.1"
                     /translation="MSLHSTLRNQAINLPAADAPKKTPRRLPANQTLWISIATLASVV
                     ALWWAVTALQLIGPLFLPAPQQVLHQLWTIASPQGFMDATLWQHLAASLGRIFVALLA
                     AVVLGVPTGIAMGLNSNVRGVLDPLIEIYRPVPPLAYLPLMVIWFGIGETSKILLIYL
                     AIFAPVTLAAVAGVRSVAHVRVRAARALGASRWQVLWFVVLPSALPEILTGIRIGLGV
                     GWSTLVAAELIAATRGLGFMVQSAGEFLATDVVIAGISVIAIIAFGMELSLRAIQRRL
                     TPWYGEQQ"
     gene            148328..149176
                     /gene="tauD"
                     /locus_tag="CH60_123"
     CDS             148328..149176
                     /gene="tauD"
                     /locus_tag="CH60_123"
                     /EC_number="1.14.11.17"
                     /note="[Q] COG2175 Probable taurine catabolism
                     dioxygenase"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha-ketoglutarate-dependent taurine
                     dioxygenase"
                     /protein_id="AJK11685.1"
                     /translation="MNERLIVTPLGPHIGALVENINIAHPLGDSQFEQLYHVLLKHQV
                     LFFRNQPITPLQQRDLAGRFGDLHIHPVYPHTQECEEIIVLDTADDNPPDNDNWHTDV
                     TFIETPPLGAILAAKQLPTTGGDTLWSSGIAAYDALSAPFKQLLAGLQAEHDFTKSFP
                     EHKHRTTPEEHQRWLQGKEKNPPLLHPVIRTHPVSGRQALFVNEGFTTRIIGLSDKES
                     EALLGFLFAHTTKPEFQVRWRWQQDDVAIWDNRVTQHYANADYLPQRRVMHRATILGD
                     RPVFRP"
     gene            complement(149189..149950)
                     /locus_tag="CH60_124"
     CDS             complement(149189..149950)
                     /locus_tag="CH60_124"
                     /note="[M] COG0859 ADP-heptose:LPS heptosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase 9 family protein"
                     /protein_id="AJK13933.1"
                     /translation="MALFDRLALIWRLRRLGFDLLLIPNGGMNKNSIQFAKQLNVADR
                     RWHTAETEFDDRNPEHVATRPIRHEALSGFALMPELGRVDIETLKLHVYPEPQLQAKW
                     QADLGGKDRPRVGLFISNKSAQRRWSWDKWRQLALKLNAQAELLIFHDPAEQPSEQQL
                     AGLTARCLSTPSTDDLMAAMSQLDLVISADSAPVHIGSALQIPVVALFESRPEKYLRW
                     YPLGVRHVLVHAGPQVEDIHVDAVESAARSLLTTD"
     gene            complement(150051..150155)
                     /locus_tag="CH60_125"
     CDS             complement(150051..150155)
                     /locus_tag="CH60_125"
                     /note="[M] COG0859 ADP-heptose:LPS heptosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transferase"
                     /protein_id="AJK12373.1"
                     /translation="MQRILVIRIDFLGDMVCTTALLHALKQRNPRISE"
     gene            complement(150248..151237)
                     /locus_tag="CH60_126"
     CDS             complement(150248..151237)
                     /locus_tag="CH60_126"
                     /note="[M] COG0463 Glycosyltransferases involved in cell
                     wall biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase like 2 family protein"
                     /protein_id="AJK13316.1"
                     /translation="MNSVDISVIVPVYNCANYLTDLLDSLRSQTGVSLEIIAVNDGST
                     DHSLALLEQVAHIDSRLVIINQQNQGLSEARNVGIAKAKGNWVAFADGDDWLAPHALS
                     TWLQQVKQQKLDVLIGNGYQFSSNPERKPVTPLLGQQPWGATLNGQQWIILSVKQKEW
                     PHYAWLQLIRRDVISTHQLQFIRDMLHEDILWTTQLALVAQRIGFCATPFYGYRTNPD
                     SITNSPSMQALLRRANSYVDIINALVKIAASTKPPVRDALLSHANQESGHLLGLLRKK
                     LPASPQRTALAIRFITLGLRPALFRGVTNLHELWRAIRCSFLMGSYARQKRAE"
     gene            complement(151372..153294)
                     /locus_tag="CH60_127"
     CDS             complement(151372..153294)
                     /locus_tag="CH60_127"
                     /note="[R] COG0488 ATPase components of ABC transporters
                     with duplicated ATPase domains"
                     /codon_start=1
                     /transl_table=11
                     /product="miro-like family protein"
                     /protein_id="AJK12578.1"
                     /translation="MIVFSSLQIRRGTRVLLDNATATINPGQKVGLVGKNGCGKSTLL
                     ALLKGELSADGGNVTFPNNWALAWVNQETPALDIPAIEYVIDGDREYRQLEAELQAAN
                     EKNDGHAIATVHGKLDAIHAWTIQSRAASLLHGLGFSQEKLQQPVRSFSGGWRMRLNL
                     AQALVCRSDLLLLDEPTNHLDLDAVIWLEKWLKSYTGTLVLISHDRDFLDPIIDKILH
                     IEQQTLNEYTGNYSSFERQRATKLSQQQSMYQHQQEKVAHLQSYIDRFRAQATKAKQA
                     QSRIKMLERMELIAPAHVDNPFHFSFRTPESLPDPLLRMDKVSAGYGENTVLQSIKLN
                     LVPGSRIGLLGRNGAGKSTLIKLLAGTLEPQSGEIALSKGIKLGYFAQHQLEFLRADE
                     SPLQHMSRLAPKESEQQLRDYLGGYGFQGDQVTDPTARFSGGEKARLVLALIIWQRPN
                     LLLLDEPTNHLDLDMRQALTEALIDFEGALVVVSHDRHLLRSTTDDLYLVHDGKVEQF
                     DGDLEDYQQWLVDSQRQQSQQDNPAKELSGNSAQQRKDQKRRDAEFRTQTQPLRKQIM
                     TLEKQMDKLSTELAAIEAQLADSALYDIARKADLTQCLLQQTQVKSKLEETEMQWLDV
                     QEQLEILTKEFSDADI"
     gene            153545..154093
                     /locus_tag="CH60_128"
     CDS             153545..154093
                     /locus_tag="CH60_128"
                     /note="[R] COG2249 Putative NADPH-quinone reductase
                     (modulator of drug activity B)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH-dependent FMN reductase family protein"
                     /protein_id="AJK14098.1"
                     /translation="MLQPPKVLLLYAHPESQDSVANRVLLQPVQQLEHVTVHDLYAHY
                     PDFFIDIHHEQQLLRDHQVIVFQHPLYTYSCPALLKEWLDRVLARGFANGVGGHALTG
                     KHWRSVITTGEQEGTYRIGGYNRYPMEDILRPFELTAAMCHMHWINPMIIYWARRQKP
                     ETLASHAQAYVQWLQSPLTRGL"
     gene            154097..155905
                     /locus_tag="CH60_129"
     CDS             154097..155905
                     /locus_tag="CH60_129"
                     /note="2a37: transporter, monovalent cation:proton
                     antiporter-2 family protein;
                     [P] COG0475 Kef-type K+ transport systems, membrane
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, monovalent cation:proton
                     antiporter-2 family protein"
                     /protein_id="AJK13241.1"
                     /translation="MEGTGLLTAVLVFLFAAVVAVPIAQRLGIGAVLGYLIAGIAIGP
                     WGLGFIRDVDEILHFSELGVVFLMFIIGLELNPAKLWQLRRSIFGVGAGQVVITAAVL
                     GALLYFTQFAWQAAVIGGVGLAMSSTAMALQLMREKGMNRNEGGQLGFSVLLFQDMAV
                     IPALALIPILAGNEGGANDWVKIGLKIAAFAGMLIGGRYLLRPLFRYIVASGVREVFT
                     AAALLVVLGSALFMDALGLSMALGTFIAGILLAESEFQHELEIAIEPFKGLLLGLFFI
                     SVGMALDLGVLFTHLLDVLLGVLALVFIKSAILYGLARVFGLRRSVRLQFAGVLSQGG
                     EFAFVLFSAAFSQRVLNAEQLALLLVVVTLSMMTTPLLMQVIDRILVRRYNAQEESDE
                     KPFVEDNDPQVIIVGFGRFGQVIGRLLMANKMRITVLERDVSAVSMMRKYGYKVYYGD
                     ATELELLRAAGAEKAKAIVITCNEPEDTMALVHLCQQHFPNLHILARARGRVEAHELL
                     QNGVKDFTRETFSSALELGRKTLLELGMHPHQAYRAQQHFRRLDMRMLRELMPQHHGD
                     VAQISRIKEARRELEDIFQREMLHESRQLDGWDEYE"
     gene            155921..156142
                     /locus_tag="CH60_130"
     CDS             155921..156142
                     /locus_tag="CH60_130"
                     /note="conserved hypothetical protein;
                     [R] COG3529 Predicted nucleic-acid-binding protein
                     containing a Zn-ribbon domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13167.1"
                     /translation="MTITLNKTVTRKRFIAGAVCPQCNALDTLALWREDQVEVVECVK
                     CGHHQRQTDEQVNKHVRPHEQVIGIFPPE"
     gene            156237..156824
                     /gene="slyD"
                     /locus_tag="CH60_131"
     CDS             156237..156824
                     /gene="slyD"
                     /locus_tag="CH60_131"
                     /EC_number="5.2.1.8"
                     /note="[O] COG1047 FKBP-type peptidyl-prolyl cis-trans
                     isomerases 2"
                     /codon_start=1
                     /transl_table=11
                     /product="FKBP-type peptidyl-prolyl cis-trans isomerase
                     slyD"
                     /protein_id="AJK10815.1"
                     /translation="MKVTKDLVVSLAYQVRTEDGVLVDESPVSAPLDYLHGHGSLIAG
                     LENALEGHEAGDSFDVRVNADEGYGSYDENLVQRVPKDVFMGVDELEVGMRFLADTDQ
                     GPVPVEITAVEDEHVVVDGNHMLAGQDLNFHVEVVAVREATEEELQHGHVHGEHDHHH
                     EHGDGCCGGHGHDDHEHEHEHGKGGCGKSGGCGCH"
     gene            complement(157045..157263)
                     /locus_tag="CH60_132"
     CDS             complement(157045..157263)
                     /locus_tag="CH60_132"
                     /note="[S] COG2900 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="slyX family protein"
                     /protein_id="AJK13272.1"
                     /translation="MEQSLLEQRLEMLESRLAFQEVTIEELNLIVTEHQMEMTKLREH
                     LRLLTDKLRESQSSMLASPSEETPPPHY"
     gene            157578..158378
                     /locus_tag="CH60_133"
     CDS             157578..158378
                     /locus_tag="CH60_133"
                     /note="[O] COG0545 FKBP-type peptidyl-prolyl cis-trans
                     isomerases 1"
                     /codon_start=1
                     /transl_table=11
                     /product="domain amino terminal to FKBP-type
                     peptidyl-prolyl isomerase family protein"
                     /protein_id="AJK13681.1"
                     /translation="MKSLFKVTLLATAMTLTLNTSTVFAADATSPVVTNSAFKNNDQQ
                     SAYALGASLGRYMDNSLKEQEKLGIKLDKDQLIAGVQDAFANKSKLTDEEIEKTLQNF
                     EARVKASAQAKMEQDAKENADKGAKYRDTFAKEKGVKKTASGLLYKVENAGTGDAPKD
                     SDTVVVNYKGTLADGTEFDNSYKRGEPLSFRLDGVIPGWTEGLKQIKKGGKITLVIPP
                     ELAYGKAGVPGIPANSTLIFDVELLDVKAAAKADAQEQQPAVDTKAKK"
     gene            158632..159354
                     /locus_tag="CH60_134"
     CDS             158632..159354
                     /locus_tag="CH60_134"
                     /note="[S] COG2964 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AJK12780.1"
                     /translation="MSNSLLCSETSELDLLDERPFSQTDHEILKSYEVVVDGLAMLIG
                     GHCEIVLHSLEDLKNSAVRIANGEHTGRQIGSPITDLALRMLHDMAGADSSVSKAYFT
                     RAKSGVLMKSVTIAIRNRDQRVIGLLCINMNLDVPFSQIIQTFMPPETQEVPSSVNFA
                     SSVDDLVAQTLEFTIEEVNADRNVSNNAKNRQVVLNLYEKGIFDIKDAINQVAERLNI
                     SKHTVYLYIRQFKSGDLVGHER"
     gene            159354..159749
                     /locus_tag="CH60_135"
     CDS             159354..159749
                     /locus_tag="CH60_135"
                     /note="[P] COG1553 Uncharacterized conserved protein
                     involved in intracellular sulfur reduction"
                     /codon_start=1
                     /transl_table=11
                     /product="dsrE/DsrF-like family protein"
                     /protein_id="AJK13284.1"
                     /translation="MSALKYCLLVTGPAYGTQQASSAYQFAQAVVGAGHHLVSIFFYR
                     EGVLNANQLTAPASDEFDLVRAWQQLAAEQAVTLNVCVAAALRRGITDQHEAEQLNLA
                     AANLQPGFTLSGLGALAEATLTCDRMVQF"
     gene            159749..160114
                     /gene="tusC"
                     /locus_tag="CH60_136"
     CDS             159749..160114
                     /gene="tusC"
                     /locus_tag="CH60_136"
                     /note="sulf_tusC_dsrF: sulfur relay protein TusC/DsrF;
                     [P] COG2923 Uncharacterized protein involved in the
                     oxidation of intracellular sulfur"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfur relay protein TusC/DsrF"
                     /protein_id="AJK13736.1"
                     /translation="MARKRIAFIFTQGPHGSSAGREGLDALLATSALSEDIGVFFISD
                     GVLQLLPQQQPEKILARNYIATFGVLPLYDVENCYLCERSLQQRGLSKMADWILDVTV
                     LSPADLRRELGTYDVVLTF"
     gene            160134..160421
                     /gene="dsrH"
                     /locus_tag="CH60_137"
     CDS             160134..160421
                     /gene="dsrH"
                     /locus_tag="CH60_137"
                     /note="sulf_tusB_dsrH: sulfur relay protein TusB/DsrH;
                     [P] COG2168 Uncharacterized conserved protein involved in
                     oxidation of intracellular sulfur"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfur relay protein TusB/DsrH"
                     /protein_id="AJK14321.1"
                     /translation="MLYTVSHSPYHCDLSALLRLATSEDDILLLQDGVIAALKESETL
                     KLLLNNPASLFVLEDDVIARGLVGQISDNATLISYTHFVDLTLRHQQQLAW"
     gene            160559..160933
                     /gene="rpsL"
                     /locus_tag="CH60_138"
     CDS             160559..160933
                     /gene="rpsL"
                     /locus_tag="CH60_138"
                     /note="rpsL_bact: ribosomal protein S12;
                     [J] COG0048 Ribosomal protein S12"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S12"
                     /protein_id="AJK13959.1"
                     /translation="MATINQLVRKPRSMKVAKSNVPALEACPQKRGVCTRVYTTTPKK
                     PNSALRKVCRVRLTNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGAL
                     DCSGVKDRKQSRSKYGVKKPKA"
     gene            161030..161500
                     /gene="rpsG"
                     /locus_tag="CH60_139"
     CDS             161030..161500
                     /gene="rpsG"
                     /locus_tag="CH60_139"
                     /note="rpsG_bact: ribosomal protein S7;
                     [J] COG0049 Ribosomal protein S7"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S7"
                     /protein_id="AJK13571.1"
                     /translation="MPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAEAIVY
                     TALETLAQRSGKDFLEAFEVALDNVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMR
                     WIVDAARKRGDKSMALRLANELSDAAENKGSAVKKREDVHRMAEANKAFAHYRW"
     gene            161594..163702
                     /gene="fusA"
                     /locus_tag="CH60_140"
     CDS             161594..163702
                     /gene="fusA"
                     /locus_tag="CH60_140"
                     /note="EF-G: translation elongation factor G;
                     [J] COG0480 Translation elongation factors (GTPases)"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor G"
                     /protein_id="AJK14304.1"
                     /translation="MARKTPIERYRNIGISAHIDAGKTTTTERILFYTGVNHKIGEVH
                     DGAATMDWMEQEQERGITITSAATTCFWSGMAKQFEPHHVNIIDTPGHVDFTIEVERS
                     MRVLDGAVMVYCAVGGVQPQSETVWRQANKYKVPRIAFVNKMDRMGANFLRVVGQLKS
                     RLGANPVPLQLAIGAEEKFTGIIDLVKMKAINWNEADQGVTFEYEEIPADMAELAAEW
                     HQNLVESAAEASDELMDKYLGGEELTEEEIKKALRQRVLKSEIILVTCGSAFKNKGVQ
                     AMLDAVIEYLPAPTDVESINGILDDGKDTPAVRHSDDKEPFSALAFKIATDPFVGNLT
                     FFRVYSGIVNSGDTVLNSVKSQRERLGRIVQMHANKREEIKEVHAGDIAAAIGLKDVT
                     TGDTLCDPNNPIILERMEFPEPVISVAVEPKTKADQEKMGMALGRLAKEDPSFRVWTD
                     EESGQTIIAGMGELHLDILVDRMRREFNVEANVGKPQVAYRETIRETVKDVEGKHAKQ
                     SGGRGQYGHVVIDMSPLPPGGVGYEFVNEIVGGSIPKEFIPAVDKGIQEQLKSGPLAG
                     YPVVDVKVRLHYGSYHDVDSSELAFKLAGSIAFKEGFKRAKPVLLEPIMKVEVETPED
                     YMGDVMGDLNRRRGIIEGMEDTATGKTVRVKVPLSEMFGYATDLRSQTQGRASYSMEF
                     LEYAEAPSNVAKAVIEARGK"
     gene            163775..164959
                     /gene="tuf"
                     /locus_tag="CH60_141"
     CDS             163775..164959
                     /gene="tuf"
                     /locus_tag="CH60_141"
                     /note="EF-Tu: translation elongation factor Tu;
                     [J] COG0050 GTPases - translation elongation factors"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor Tu"
                     /protein_id="AJK13979.1"
                     /translation="MSKEKFERTKPHVNVGTIGHVDHGKTTLTAAITTVLAKTYGGSA
                     RAFDQIDNAPEEKARGITINTSHVEYDTPARHYAHVDCPGHADYVKNMITGAAQMDGA
                     ILVVAATDGPMPQTREHILLGRQVGVPYIIVFMNKCDMVDDEELLELVEMEVRELLSA
                     YDFPGDDLPVVRGSALKALEGEAEWEAKIIELAGYLDSYIPEPERAIDKPFLLPIEDV
                     FSISGRGTVVTGRVERGIVKVGEEVEIVGIKDTVKSTCTGVEMFRKLLDEGRAGENVG
                     VLLRGIKREDIERGQVLAKPGSIKPHTTFESEVYILSKDEGGRHTPFFKGYRPQFYFR
                     TTDVTGTIELPEGVEMVMPGDNINMIVTLIHPIAMDDGLRFAIREGGRTVGAGVVAKV
                     IA"
     gene            165162..165620
                     /locus_tag="CH60_142"
     CDS             165162..165620
                     /locus_tag="CH60_142"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13115.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            165808..166002
                     /gene="bfd"
                     /locus_tag="CH60_143"
     CDS             165808..166002
                     /gene="bfd"
                     /locus_tag="CH60_143"
                     /note="[P] COG2906 Bacterioferritin-associated ferredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterioferritin-associated ferredoxin"
                     /protein_id="AJK11099.1"
                     /translation="MYVCLCNAVSDKVIRKAVRQHQPHTVKQLRQLVPIGSDCGKCIR
                     QAREILIEELANIPEMNDVA"
     gene            166081..166554
                     /gene="bfr"
                     /locus_tag="CH60_144"
     CDS             166081..166554
                     /gene="bfr"
                     /locus_tag="CH60_144"
                     /note="bfr: bacterioferritin;
                     [P] COG2193 Bacterioferritin (cytochrome b1)"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterioferritin"
                     /protein_id="AJK11665.1"
                     /translation="MKGDKKIIAHLNKLLGNELVAINQYFLHARMFKNWGLMRLNDKE
                     YHESIDEMKHADKYIERILFLEGIPNLQELGKLNIGEDVEEMLKSDLALELSGATDLR
                     EGIAYADSIHDYVSRDLLKEILVDEEEHIDWLETELSLIDRLGIQSYSQAQLAKD"
     gene            166653..166844
                     /locus_tag="CH60_145"
     CDS             166653..166844
                     /locus_tag="CH60_145"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14135.1"
                     /translation="MRSLFFLRFFHLVSHLIPPSIKLSGKFLRRFSTPACFLLVFTYN
                     ARAYLILVGQIETNLSVTA"
     gene            166968..167279
                     /gene="rpsJ"
                     /locus_tag="CH60_146"
     CDS             166968..167279
                     /gene="rpsJ"
                     /locus_tag="CH60_146"
                     /note="rpsJ_bact: ribosomal protein S10;
                     [J] COG0051 Ribosomal protein S10"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S10"
                     /protein_id="AJK12667.1"
                     /translation="MQNQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIPLPT
                     RKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISL
                     G"
     gene            167312..167941
                     /gene="rplC"
                     /locus_tag="CH60_147"
     CDS             167312..167941
                     /gene="rplC"
                     /locus_tag="CH60_147"
                     /note="L3_bact: 50S ribosomal protein L3;
                     [J] COG0087 Ribosomal protein L3"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L3"
                     /protein_id="AJK11051.1"
                     /translation="MIGLVGKKVGMTRIFTEDGVSIPVTVIEIEANRVTQVKSLENDG
                     YRAVQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFRLPEGQEFTAGQEISVEIFA
                     DVKKVDVTGTSKGKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKK
                     MAGHMGDERVTVQSLDVVRVDAERNLLLVKGAVPGATGGNLIVKPAVKA"
     gene            167958..168563
                     /gene="rplD"
                     /locus_tag="CH60_148"
     CDS             167958..168563
                     /gene="rplD"
                     /locus_tag="CH60_148"
                     /note="rplD_bact: 50S ribosomal protein L4;
                     [J] COG0088 Ribosomal protein L4"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L4"
                     /protein_id="AJK11689.1"
                     /translation="MELVMKDAPGALTVSETTFGRDFNEALVHQVVVAYAAGARQGTR
                     AQKTRAEVTGSGKKPWRQKGTGRARAGSVKSPIWRSGGVTFAAKPQDHSQKVNKKMYR
                     GALKSILSELVRQDRLIIVEKFSVEAPKTKLLAQKLKDMALEDVLIVTGELDENLFLA
                     ARNLYKVDVRDVAGIDPVSLIAFDKVVMTADAVKQVEEMLA"
     gene            168560..168862
                     /gene="rplW"
                     /locus_tag="CH60_149"
     CDS             168560..168862
                     /gene="rplW"
                     /locus_tag="CH60_149"
                     /note="[J] COG0089 Ribosomal protein L23"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L23"
                     /protein_id="AJK11293.1"
                     /translation="MIREERLLKVLRSPHVSEKASAAMEKNNTIVLKVAKDATKAEIK
                     AAVQKLFEVEVEDVNTLLVKGKSKRHGQRVGRRSDWKKAYVTLKEGQNLDFIGGAE"
     gene            168879..169703
                     /gene="rplB"
                     /locus_tag="CH60_150"
     CDS             168879..169703
                     /gene="rplB"
                     /locus_tag="CH60_150"
                     /note="rplB_bact: ribosomal protein L2;
                     [J] COG0090 Ribosomal protein L2"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L2"
                     /protein_id="AJK14290.1"
                     /translation="MAIVKCKPTSPGRRHVVKVVNPELHKGKPYAPLLEKLSKSGGRN
                     NNGRITTRHIGGGHKQHYRLVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERR
                     YILAPKGLKAGDQIQSGVDAAIKAGNTLPMRNIPVGSTVHNVEMKPGKGGQLARSAGA
                     YVQIVARDGSYVTLRLRSGEMRKVQADCRATLGEVGNAEHMLRVLGKAGASRWRGIRP
                     TVRGTAMNPVDHPHGGGEGRNFGKHPVTPWGVQTKGKKTRSNKRTDKFIVRRRSKK"
     gene            169718..169996
                     /gene="rpsS"
                     /locus_tag="CH60_151"
     CDS             169718..169996
                     /gene="rpsS"
                     /locus_tag="CH60_151"
                     /note="rpsS_bact: ribosomal protein S19;
                     [J] COG0185 Ribosomal protein S19"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S19"
                     /protein_id="AJK13065.1"
                     /translation="MPRSLKKGPFIDLHLLKKVEKAVESGDKKPIRTWSRRSTVFPNM
                     IGLTIAVHNGRQHVPVFVSDEMVGHKLGEFAPTRTYRGHAADKKAKKR"
     gene            170011..170343
                     /gene="rplV"
                     /locus_tag="CH60_152"
     CDS             170011..170343
                     /gene="rplV"
                     /locus_tag="CH60_152"
                     /note="rplV_bact: ribosomal protein L22;
                     [J] COG0091 Ribosomal protein L22"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L22"
                     /protein_id="AJK13506.1"
                     /translation="METIAKHRHARSSAQKVRLVADLIRGKKVSQALETLTYTNKKAA
                     GLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSH
                     ITVVVSDR"
     gene            170361..171059
                     /gene="rpsC"
                     /locus_tag="CH60_153"
     CDS             170361..171059
                     /gene="rpsC"
                     /locus_tag="CH60_153"
                     /note="rpsC_bact: ribosomal protein S3;
                     [J] COG0092 Ribosomal protein S3"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S3"
                     /protein_id="AJK10602.1"
                     /translation="MGQKVHPNGIRLGIVKAWNSTWYANTKEFADNLDSDFKVRQFLT
                     KELAKASVSRIVIERPAKSIRVTIHTARPGIVIGKKGEDVEKLRKVVADIAGVPAQIN
                     IAEVRKPELDAKLVADSITSQLERRVMFRRAMKRAVQNAMRLGAKGIKVEVSGRLGGA
                     EIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILGGMAAVEQPE
                     PAAQPKKQQRKGRK"
     gene            171072..171482
                     /gene="rplP"
                     /locus_tag="CH60_154"
     CDS             171072..171482
                     /gene="rplP"
                     /locus_tag="CH60_154"
                     /note="rplP_bact: ribosomal protein L16;
                     [J] COG0197 Ribosomal protein L16/L10E"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L16"
                     /protein_id="AJK13897.1"
                     /translation="MLQPKRTKFRKMHKGRNRGLAQGTDVSFGEFGLKACGRCRLTAR
                     QIEAARRAMTRAIKRQGKVWIRVFPDKPITEKPLEVRMGKGKGNVEYWVALIQPGKVL
                     FEMAGVPEETAREAFKLAAAKLPVGTTFVTKTVM"
     gene            171482..171673
                     /gene="rpmC"
                     /locus_tag="CH60_155"
     CDS             171482..171673
                     /gene="rpmC"
                     /locus_tag="CH60_155"
                     /note="L29: ribosomal protein L29;
                     [J] COG0255 Ribosomal protein L29"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L29"
                     /protein_id="AJK12387.1"
                     /translation="MKAQELREKSVEELNTELLNLLREQFNLRMQAASGQLQQTHLLK
                     QVRRNVARVKTLLTEKAGA"
     gene            171673..171927
                     /gene="rpsQ"
                     /locus_tag="CH60_156"
     CDS             171673..171927
                     /gene="rpsQ"
                     /locus_tag="CH60_156"
                     /note="S17_bact: 30S ribosomal protein S17;
                     [J] COG0186 Ribosomal protein S17"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S17"
                     /protein_id="AJK12496.1"
                     /translation="MTDQIRTLQGRVVSDKMEKSMVVAIERVVKHPIYGKFIRRTTKL
                     HVHDENNECGIGDVVEIRECRPLSKTKSWTLVRVVEKAIL"
     gene            172108..172479
                     /gene="rplN"
                     /locus_tag="CH60_157"
     CDS             172108..172479
                     /gene="rplN"
                     /locus_tag="CH60_157"
                     /note="rplN_bact: ribosomal protein L14;
                     [J] COG0093 Ribosomal protein L14"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L14"
                     /protein_id="AJK12942.1"
                     /translation="MIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGIGDIIKITIK
                     EAIPRGKVKKGDVLKAVVVRTKKGVRRPDGSVIRFDGNACVILNNNSEQPIGTRIFGP
                     VTRELRNEKFMKIISLAPEVL"
     gene            172490..172804
                     /gene="rplX"
                     /locus_tag="CH60_158"
     CDS             172490..172804
                     /gene="rplX"
                     /locus_tag="CH60_158"
                     /note="rplX_bact: ribosomal protein L24;
                     [J] COG0198 Ribosomal protein L24"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L24"
                     /protein_id="AJK13563.1"
                     /translation="MAAKIRRDDEVIVLTGKDKGKRGKVKNVLSSGKVIVEGINLVKK
                     HQKPVPALNQPGGIVEKEAAIQVSNLALFNATTGKADRVGFRFEDGKKVRFFKSTSET
                     IK"
     gene            172819..173358
                     /gene="rplE"
                     /locus_tag="CH60_159"
     CDS             172819..173358
                     /gene="rplE"
                     /locus_tag="CH60_159"
                     /note="[J] COG0094 Ribosomal protein L5"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L5"
                     /protein_id="AJK12912.1"
                     /translation="MAKLHDYYKDEVVKQLMSQFGYDSVMQVPRVEKITLNMGVGEAI
                     ADKKLLDNAAADLAAISGQKPFITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFER
                     LITIAVPRIRDFRGLSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTA
                     KSDDEGRALLAAFKFPFRK"
     gene            173372..173677
                     /locus_tag="CH60_160"
     CDS             173372..173677
                     /locus_tag="CH60_160"
                     /note="[J] COG0199 Ribosomal protein S14"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal S14p/S29e family protein"
                     /protein_id="AJK12218.1"
                     /translation="MAKQSMKAREVVRVKLANKYRAKREELKAIISGVNSSDEDRWDA
                     VLKLQSLPRDSSPSRQRNRCNQTGRPHGFLRKFGLSRIKVRETAMRGEIPGLKKASW"
     gene            173711..174103
                     /gene="rpsH"
                     /locus_tag="CH60_161"
     CDS             173711..174103
                     /gene="rpsH"
                     /locus_tag="CH60_161"
                     /note="[J] COG0096 Ribosomal protein S8"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S8"
                     /protein_id="AJK11374.1"
                     /translation="MSMQDPIADMLTRIRNGQAANKVAVTMPSSKLKVAIANVLKEEG
                     FIEDFKIEGDTKPVLELALKYFQGKAVVESIQRISRPGLRIYKKKDELPKVMAGLGIA
                     VISTSKGVMTDRAARQAGLGGEIICYVA"
     gene            174118..174651
                     /gene="rplF"
                     /locus_tag="CH60_162"
     CDS             174118..174651
                     /gene="rplF"
                     /locus_tag="CH60_162"
                     /note="L6_bact: ribosomal protein L6;
                     [J] COG0097 Ribosomal protein L6P/L9E"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L6"
                     /protein_id="AJK14176.1"
                     /translation="MSRVAKAPVVIPAGVEVKLNGQVISIKGKNGELTRTVHSAVEVK
                     QEENTLTFAPREGAVDGWAQAGTTRALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNV
                     VNLALGFSHPVDHELPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGK
                     GVRYADEVVRTKEAKKK"
     gene            174661..175014
                     /gene="rplR"
                     /locus_tag="CH60_163"
     CDS             174661..175014
                     /gene="rplR"
                     /locus_tag="CH60_163"
                     /note="L18_bact: ribosomal protein L18;
                     [J] COG0256 Ribosomal protein L18"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L18"
                     /protein_id="AJK12529.1"
                     /translation="MDKKAARIRRATRARRKLKELGATRLVVHRTPRHIYAQVIAPNG
                     SEILVAASTVEKAINEQLKYAGNKDAAAAVGKTIAERALEKGITKVSFDRSGFQYHGR
                     VQALADAAREAGLQF"
     gene            175029..175532
                     /gene="rpsE"
                     /locus_tag="CH60_164"
     CDS             175029..175532
                     /gene="rpsE"
                     /locus_tag="CH60_164"
                     /note="rpsE_bact: ribosomal protein S5;
                     [J] COG0098 Ribosomal protein S5"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S5"
                     /protein_id="AJK14056.1"
                     /translation="MSHIEKQAGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNG
                     RVGFGYGKAREVPAAIQKAMEKARRAMINVALNNGTLQHPVKGAHTGSRVFMQPASEG
                     TGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIAALEDMKSPEMVAAKRGKS
                     VEEILGK"
     gene            175535..175714
                     /gene="rpmD"
                     /locus_tag="CH60_165"
     CDS             175535..175714
                     /gene="rpmD"
                     /locus_tag="CH60_165"
                     /note="rpmD_bact: ribosomal protein L30;
                     [J] COG1841 Ribosomal protein L30/L7E"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L30"
                     /protein_id="AJK13521.1"
                     /translation="MAKTIKVTQTKSSIGRLPKHKATLIGLGLRRIGHTVEREDTPAV
                     RGMVNLVSYMVKVEE"
     gene            175718..176152
                     /gene="rplO"
                     /locus_tag="CH60_166"
     CDS             175718..176152
                     /gene="rplO"
                     /locus_tag="CH60_166"
                     /note="rplO_bact: ribosomal protein L15;
                     [J] COG0200 Ribosomal protein L15"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L15"
                     /protein_id="AJK12312.1"
                     /translation="MRLNTLSPAEGAKHAPKRVGRGIGSGLGKTAGRGHKGQNSRSGG
                     GVRRGFEGGQMPLYRRLPKFGFTSRKAMITAEVRLSELALVEGDVIDLNTLKAANVVG
                     IQMEFVKVILSGEVNRAVTLRGLRVTKGARAAIEAAGGKIEE"
     gene            176160..177491
                     /gene="secY"
                     /locus_tag="CH60_167"
     CDS             176160..177491
                     /gene="secY"
                     /locus_tag="CH60_167"
                     /note="3a0501s007: preprotein translocase, SecY subunit;
                     [U] COG0201 Preprotein translocase subunit SecY"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecY subunit"
                     /protein_id="AJK13498.1"
                     /translation="MAKQPGLDFQSAKGGLGELKRRLLFVIGALIVFRIGSFIPIPGI
                     DATVLAKLLEQQRGTIIEMFNMFSGGALSRASIFALGIMPYISASIIIQLLTVVHPAL
                     AEIKKEGEAGRRKISQYTRYGTLVLAIFQSIGIATGLPNMPGMQGLVINPGFAFYFTA
                     VVSLVTGTMFLMWLGEQITERGIGNGISIIIFAGIVAGLPPAIAHTIEQARQGDLHFL
                     LLLLVAVLVFAVTFFVVFIERGQRRIVVNYAKRQQGRRVYAAQSTHLPLKVNMAGVIP
                     AIFASSIILFPATIASWFGGGTGWNWLTTISMYLQPGQPLYVLLYASAIIFFCFFYTA
                     LVFNPRETADNLKKSGAFVPGIRPGEQTAKYIDKVMTRLTLIGAMYITFICLIPEFMR
                     DAMKVPFYFGGTSLLIVVVVIMDFMAQVQTLMMSSQYESALKKANLKGYNR"
     gene            177525..177641
                     /gene="rpmJ"
                     /locus_tag="CH60_168"
     CDS             177525..177641
                     /gene="rpmJ"
                     /locus_tag="CH60_168"
                     /note="rpmJ_bact: ribosomal protein L36;
                     [J] COG0257 Ribosomal protein L36"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L36"
                     /protein_id="AJK11278.1"
                     /translation="MKVRASVKKLCRNCKIVKRNGVVRVICSAEPKHKQRQG"
     gene            177789..178145
                     /gene="rpsM"
                     /locus_tag="CH60_169"
     CDS             177789..178145
                     /gene="rpsM"
                     /locus_tag="CH60_169"
                     /note="bact_S13: 30S ribosomal protein S13;
                     [J] COG0099 Ribosomal protein S13"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S13"
                     /protein_id="AJK11859.1"
                     /translation="MARIAGINIPDQKHTVIALTAIFGIGKTRSQAICVAAGIAEHVK
                     ISELSEEQIEKLRDEVAKYVVEGDLRREVTLSIKRLMDLGTYRGLRHRRGLPVRGQRT
                     KTNARTRKGPRKPIKK"
     gene            178162..178551
                     /gene="rpsK"
                     /locus_tag="CH60_170"
     CDS             178162..178551
                     /gene="rpsK"
                     /locus_tag="CH60_170"
                     /note="bact_S11: 30S ribosomal protein S11;
                     [J] COG0100 Ribosomal protein S11"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S11"
                     /protein_id="AJK12749.1"
                     /translation="MAKAPIRARKRVRKTVSDGVAHIHASFNNTIVTITDRQGNALGW
                     ATAGGSGFRGSRKSTPFAAQVAAERCAEAVKEYGIKNLEVMVKGPGPGRESTIRALNA
                     AGFRITNITDVTPIPHNGCRPPKKRRV"
     gene            178582..179202
                     /gene="rpsD"
                     /locus_tag="CH60_171"
     CDS             178582..179202
                     /gene="rpsD"
                     /locus_tag="CH60_171"
                     /note="rpsD_bact: ribosomal protein S4;
                     [J] COG0522 Ribosomal protein S4 and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S4"
                     /protein_id="AJK13661.1"
                     /translation="MARYLGPKLKLSRREGTDLFLKSGVRAIDTKCKIEQPPGQHGAR
                     KPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGANLLQLLEGRLDNVV
                     YRMGFGATRAESRQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALE
                     LAEQREKPTWLEVDAVKMEGVFKRIPERTDLSADINEHLIVELYSK"
     gene            179228..180217
                     /gene="rpoA"
                     /locus_tag="CH60_172"
     CDS             179228..180217
                     /gene="rpoA"
                     /locus_tag="CH60_172"
                     /EC_number="2.7.7.6"
                     /note="rpoA: DNA-directed RNA polymerase, alpha subunit;
                     [K] COG0202 DNA-directed RNA polymerase, alpha subunit/40
                     kD subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, alpha subunit"
                     /protein_id="AJK10835.1"
                     /translation="MQGSVTEFLKPRLVDIEQVSSTHAKVTLEPLERGFGHTLGNALR
                     RILLSSMPGCAVTEVEIDGVLHEYSTKEGVQEDILEILLNLKGLAVRVQGKDEVILTL
                     NKSGIGPVTAADITHDGDVEIVKPQHVICHLTDENASINMRIKVQRGRGYVPASARIH
                     SEEDERPIGRLLVDACYSPVERIAYNVEAARVEQRTDLDKLVIEMETNGTIDPEEAIR
                     RAATILAEQLEAFVDLRDVRQPEVKEEKPEFDPILLRPVDDLELTVRSANCLKAEAIH
                     YIGDLVQRTEVELLKTPNLGKKSLTEIKDVLASRGLSLGMRLENWPPASIADE"
     gene            180258..180647
                     /gene="rplQ"
                     /locus_tag="CH60_173"
     CDS             180258..180647
                     /gene="rplQ"
                     /locus_tag="CH60_173"
                     /note="L17: ribosomal protein L17;
                     [J] COG0203 Ribosomal protein L17"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L17"
                     /protein_id="AJK11296.1"
                     /translation="MRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKEL
                     RRVVEPLITLAKTDNVANRRLAFARTRDNEIVAKLFNELGPRFASRAGGYTRILKCGF
                     RAGDNAPMAYIELVDRAASQAEVVAAE"
     gene            181094..181519
                     /gene="zntR"
                     /locus_tag="CH60_174"
     CDS             181094..181519
                     /gene="zntR"
                     /locus_tag="CH60_174"
                     /note="zntR: Zn(II)-responsive transcriptional regulator;
                     [K] COG0789 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="Zn(II)-responsive transcriptional regulator"
                     /protein_id="AJK10497.1"
                     /translation="MLKIGQLAKLADVTPDTIRYYEKQGMMDHGERTDGGYRLYTDQD
                     LQRLRFIRYAKQLGFTLDTIAELLSIRIDPDHHTCQESKSIVDSRLSDVEGKIRELER
                     MRDSLKRLSEACCGTSHATTYCSILEALEQGATEELIKV"
     gene            181607..181807
                     /locus_tag="CH60_175"
     CDS             181607..181807
                     /locus_tag="CH60_175"
                     /note="domain of unknown function family protein;
                     [S] COG3036 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11030.1"
                     /translation="MTTYRHTKGKIKDNALEALLHDPLFRQRIEKNSKGKGSYQRKEK
                     YAKGSNWEASGKQSIDFLLLAF"
     gene            complement(181917..182321)
                     /gene="mscL"
                     /locus_tag="CH60_176"
     CDS             complement(181917..182321)
                     /gene="mscL"
                     /locus_tag="CH60_176"
                     /note="mscL: large conductance mechanosensitive channel
                     protein;
                     [M] COG1970 Large-conductance mechanosensitive channel"
                     /codon_start=1
                     /transl_table=11
                     /product="large conductance mechanosensitive channel
                     protein"
                     /protein_id="AJK11708.1"
                     /translation="MKEFREFAMRGNVVDLAVGVIIGAAFGRIVSSLVADIIMPPLGL
                     LLGGVDFKQFHFVLRAAEGTIPAVVMNYGTFIQSIFDFVIVALAIFSAVKLMNKLRRE
                     KAEEEPATPPAPTTEEILLAEIRDLLKAQHTK"
     gene            complement(182469..183845)
                     /locus_tag="CH60_177"
     CDS             complement(182469..183845)
                     /locus_tag="CH60_177"
                     /note="[P] COG0569 K+ transport systems, NAD-binding
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate reductase PanE/ApbA family protein"
                     /protein_id="AJK14198.1"
                     /translation="MKIIILGAGQVGGTLAENLVGENNDITVVDIDSGRLRQLQDKFD
                     LRVVQGYGSHPRVLREAGAEDADMLVAVTNSDETNMIACQIAYSLFNTPNRIARIRST
                     EYIREADKLFLPEAVPIDHLISPEQLVIDYIYKLIEYPGALQVVNFAEGKVSIAAVKA
                     YYGGPLVGNALSSLREHMPHIDTRVAAIFRQDRPIRPQGSTIIEAGDEVFFVAASQHI
                     RAVMSELQRLEKPYKRIMIVGGGNVGAGLALRLEKDYSVKLIERDQQRAAELAEMLHD
                     TIVFYGDASDQELLAEEHIEQVDVFIAITNDDEANIMSAMLAKRMGAKKAMVLIQRSA
                     YVDLVQGSVIDIVISPQQATISALLGHVRKADIVSVSSLRRGVAEAIEAIAHGDESTS
                     KVVGRMVEDIKLPPGTTIGAIVRGDEVIIANSNSIIKQGDHVIMFITHKKFVPDVERL
                     FQPSPFFL"
     gene            complement(183901..185190)
                     /gene="rsmB"
                     /locus_tag="CH60_178"
     CDS             complement(183901..185190)
                     /gene="rsmB"
                     /locus_tag="CH60_178"
                     /EC_number="2.1.1.176"
                     /note="rsmB: 16S rRNA
                     (cytosine(967)-C(5))-methyltransferase;
                     [J] COG0144 tRNA and rRNA cytosine-C5-methylases"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA (cytosine(967)-C(5))-methyltransferase"
                     /protein_id="AJK13794.1"
                     /translation="MKNTYNLRSIAAKAISQVLDQGQSLSAVLPELQKNISDKDRALL
                     QELCFGTLRVLPQLEWCIQQLMARPMTGKQRVFHYLIMVGLYQLIYTRIPPHAALAET
                     VEGATVLKRPQLKGLINGVLRQFQRQQVELLERAVNNDSHYLHPSWLLARIKQAYPAQ
                     WQQILDANNQRPPMWLRVNRLHHSRSEYLELLTQADINAEPHPIYRDAVRLITPCAVN
                     HLPGFELGWVTVQDASAQGCVDLLDPQNGEQILDLCAAPGGKTTHILEAAPKAHVLAV
                     DIDEQRLSRVKENLQRLQLQAVVRVGDGRAPDTWCGDQQFDRILLDAPCSATGVIRRH
                     PDIKWLRRDRDISELAQLQSEIIEAIWPKLKHGGVLVYATCSILPEENQQQIAAFLQR
                     HPEAQLTETGTTAAPGKQNLPHPEDGDGFFYAKIIKK"
     gene            complement(185284..186231)
                     /gene="fmt"
                     /locus_tag="CH60_179"
     CDS             complement(185284..186231)
                     /gene="fmt"
                     /locus_tag="CH60_179"
                     /EC_number="2.1.2.9"
                     /note="fmt: methionyl-tRNA formyltransferase;
                     [J] COG0223 Methionyl-tRNA formyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionyl-tRNA formyltransferase"
                     /protein_id="AJK13197.1"
                     /translation="MSDSLRIIFAGTPDFAARHLGALLSSQHKIVGVFTQPDRPAGRG
                     NKLTPSPVKILAEHHGIPVFQPKSLRPEENQHLVADLNADIMVVVAYGLILPAAVLAM
                     PRLGCINVHGSLLPRWRGAAPIQRSVWAGDEKTGITIMQMDIGLDTGAMLHKIECAIQ
                     PEDTSATLYDKLAQLGPQGLLITLQQLAAGTALAEVQNETQATYAEKLSKEEAKLDWT
                     LSATQLERCIRAFNPWPVSYFIVDEQPIKVWQAQVLPAGEDAEPGTIIHADKHGIQVA
                     TADGVLNITQLQPAGKKAMSAADLLNSRREWFIPGSQLV"
     gene            complement(186256..186768)
                     /gene="def"
                     /locus_tag="CH60_180"
     CDS             complement(186256..186768)
                     /gene="def"
                     /locus_tag="CH60_180"
                     /EC_number="3.5.1.88"
                     /note="pept_deformyl: peptide deformylase;
                     [J] COG0242 N-formylmethionyl-tRNA deformylase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide deformylase"
                     /protein_id="AJK13367.1"
                     /translation="MSVLQVLHYPDERLRKIAAPVKEVNGEIQRIVDDMFETMYAEEG
                     IGLAATQVDVHQQIIVIDISENRDQRLVLINPELLEKSGETGIEEGCLSIPEQRALVP
                     RAEKVKIRALDRDGKPFELETDGLLAICIQHEMDHLIGKLFVDYLSPLKRQRIRQKLE
                     KMAKLNARAN"
     gene            186903..188024
                     /gene="dprA"
                     /locus_tag="CH60_181"
     CDS             186903..188024
                     /gene="dprA"
                     /locus_tag="CH60_181"
                     /note="dprA: DNA protecting protein DprA;
                     [LU] COG0758 Predicted Rossmann fold nucleotide-binding
                     protein involved in DNA uptake"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA protecting protein DprA"
                     /protein_id="AJK11425.1"
                     /translation="MLAAELWLRMTQVKGLGVVKRSALAKRLLASGDIHPGRLAAYGL
                     DSQQCHQFAQLSPRYIADTLEWLSDPNHHLLTYGEPGYPPRLVHIAGAPLVLFVSGEL
                     DVLYRPQIAMVGSRHFSHYGEQWGRYFASELARTGLVITSGLAVGIDGICHQAALNIQ
                     GRTIAVLGSGLENIYPQRHSRLAKEIEYQGGALVSEFLTTALPIAAHFPRRNRIISGL
                     SDAVLVVEATLKSGSLITARYAMDQGRDVFALPGPLGSASSEGTHWLIQQGAYLATSV
                     KDVSEQVSGSLQWLSLPEEVIISSPQEQVELPFADVLANVGDEVTPVDVVAERAGQPV
                     QDIASKLLELELAGWIAAVPGGYVRIRRAGHVRRSNLLI"
     gene            187996..188469
                     /locus_tag="CH60_182"
     CDS             187996..188469
                     /locus_tag="CH60_182"
                     /note="conserved hypothetical protein;
                     [S] COG2922 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14114.1"
                     /translation="MFDVLIYLFETYMHNEPEMLVDQDKITDDLADAGFYREDINNAL
                     NWLEVLADLQEGQKAPYLYTADPQALRIYTVEECRRLGAACRGFILFLEQIQVLQFDT
                     REMVIDRIMALDSPEIDLEDLKWVVLMVLFNIPGYENAYKQMEELLFEVNDGYLH"
     gene            188510..189049
                     /locus_tag="CH60_183"
     CDS             188510..189049
                     /locus_tag="CH60_183"
                     /note="[L] COG0551 Zn-finger domain associated with
                     topoisomerase type I"
                     /codon_start=1
                     /transl_table=11
                     /product="topoisomerase DNA binding C4 zinc finger family
                     protein"
                     /protein_id="AJK13388.1"
                     /translation="MTKKVITKDNGSCPECGSALVIRSGGHGPFLGCSHYPDCQYIRP
                     LKAQADGHVVKTLEGQPCPECGSDMMLRQGRFGMFIGCSQYPQCDHTEVIDKPDETSI
                     DCPQCGQGKLLQRKSRFGKVFHACNRYPDCQFTLNQPPIAGKCGYCHYPLLIEKRTAR
                     GIKRICASKLCGKAVASES"
     gene            189051..189623
                     /locus_tag="CH60_184"
     CDS             189051..189623
                     /locus_tag="CH60_184"
                     /note="[J] COG0009 Putative translation factor (SUA5)"
                     /codon_start=1
                     /transl_table=11
                     /product="telomere recombination family protein"
                     /protein_id="AJK11412.1"
                     /translation="MNQQENNFVLADIVRALRQEEVIAYPTEAVFGLGCDPDSEKAVN
                     TLLALKQRPWQKGLILVAANYAQLEPYINDSMLNEIQRETLFSTWPGPITWVIPARVE
                     TPQWLTGCFDSLAVRVSNHPLVQQLCAEYGKPLVSTSANLSGHEPCRTEEEVRIQFGP
                     SLPVLSGHVGGRLNPSEIRDALTGKRFRQG"
     gene            189632..190453
                     /gene="aroE"
                     /locus_tag="CH60_185"
     CDS             189632..190453
                     /gene="aroE"
                     /locus_tag="CH60_185"
                     /EC_number="1.1.1.25"
                     /note="aroE: shikimate dehydrogenase;
                     [E] COG0169 Shikimate 5-dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate dehydrogenase"
                     /protein_id="AJK11160.1"
                     /translation="MDQKFAVFGNPISHSKSPRIHTLFSEQTGIEHRYGKVLAPSEAF
                     ENTLVSFFADGAQGANITTPFKERAYDQCDELTDRASLAGAVNTIKRLEDGRLLGDNT
                     DGIGLLSDLERQNLIRTTDHILLVGAGGAARGVILPLLSYGCTVVVTNRTHTRAQQLA
                     KVFNHIGDIDVCEMSELAGQRFDLVINATASGLHGEVPNLPAAILTSQTRCYDMFYQA
                     GTTPFLAWAQRLGLADYADGLGMLVGQAAHAFKLWHGVMPEITPVLAQLRSELGK"
     gene            complement(190508..191050)
                     /locus_tag="CH60_186"
     CDS             complement(190508..191050)
                     /locus_tag="CH60_186"
                     /note="[R] COG0663 Carbonic anhydrases/acetyltransferases,
                     isoleucine patch superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="hexapeptide repeat of succinyl-transferase
                     family protein"
                     /protein_id="AJK11644.1"
                     /translation="MCDSIRPYLHHSPTLGKRVMIDRSSVIIGNVILGDDVSVWPLVA
                     IRGDVNQVIIGARSNIQDGSVLHVTHQSEHNPEGYPLIIGEDVTIGHKAMLHGCTIGN
                     RVLVGMGSILLDGTIIEDDVMIGAGSLITPGKRLVSGYLYVGSPAKQIRPLTPLELEG
                     LLYSAGNYVRWKDDYLAESK"
     gene            191354..191473
                     /locus_tag="CH60_187"
     CDS             191354..191473
                     /locus_tag="CH60_187"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10753.1"
                     /translation="MRTSRYQPSVANALLFNNLSDNLCGHSQDDIAACFGRQK"
     gene            191609..193136
                     /locus_tag="CH60_188"
     rRNA            191609..193136
                     /locus_tag="CH60_188"
                     /product="16S ribosomal RNA"
     gene            193244..193320
                     /locus_tag="CH60_189"
     tRNA            193244..193320
                     /locus_tag="CH60_189"
                     /product="tRNA-Ile"
     gene            193372..193447
                     /locus_tag="CH60_190"
     tRNA            193372..193447
                     /locus_tag="CH60_190"
                     /product="tRNA-Ala"
     gene            193668..196572
                     /locus_tag="CH60_191"
     rRNA            193668..196572
                     /locus_tag="CH60_191"
                     /product="23S ribosomal RNA"
     gene            196684..196798
                     /locus_tag="CH60_192"
     rRNA            196684..196798
                     /locus_tag="CH60_192"
                     /product="5S ribosomal RNA"
     gene            197264..197482
                     /locus_tag="CH60_193"
     CDS             197264..197482
                     /locus_tag="CH60_193"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK13154.1"
                     /translation="MKKTRYTEEQIAFALKQAETGTRVEEVCRKMGISEATFTTGRRS
                     LGEWVSRNCAVFGSLRMRISASNVWWPI"
     gene            197610..198362
                     /locus_tag="CH60_194"
     CDS             197610..198362
                     /locus_tag="CH60_194"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK12378.1"
                     /translation="MQSRTVYNYRSHRDDRAITQRIREIAETRIRYGCPRIHILLRRE
                     GWLVNHKKTHRIYCLEGLNLRSKRPRWHVTARHRHASPEVTALDQCWSMDFVADNLFN
                     GRRVRALTIVDNFSRECLAIEVGQGLRGDDVVAVMDRLKHSLGRIPQRLQTDNGSEFI
                     SKSMDRWAYENRVSMDFSGPGKPTDNAFIESFNGSLRDECLNVHGFLSLEDAQEKIEQ
                     WRQEYNHFRPYSSLNNLTPAEFARSHQKGPDL"
     gene            198757..199017
                     /locus_tag="CH60_195"
     CDS             198757..199017
                     /locus_tag="CH60_195"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14445.1"
                     /translation="MNGAAFVSSMILAVIFTTATVQASPVAYQKEAITENNLPVFYPQ
                     LKQQMNYQSSWLAGKYTDFALWRSCQRRMKSDPLISPPTAQY"
     gene            complement(199027..199470)
                     /locus_tag="CH60_196"
     CDS             complement(199027..199470)
                     /locus_tag="CH60_196"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13969.1"
                     /translation="MGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKT
                     TLQRGVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTF
                     AGDAALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(199446..199805)
                     /locus_tag="CH60_197"
     CDS             complement(199446..199805)
                     /locus_tag="CH60_197"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK12234.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIDVM
                     KISYYWGHQVWGKPIWQ"
     gene            complement(199805..200119)
                     /locus_tag="CH60_198"
     CDS             complement(199805..200119)
                     /locus_tag="CH60_198"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK13139.1"
                     /translation="MQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVANQRK
                     HETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDSFCRG
                     VA"
     gene            complement(200083..200826)
                     /locus_tag="CH60_199"
     CDS             complement(200083..200826)
                     /locus_tag="CH60_199"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13572.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKVRWNGWCSTPVTVFTSH"
     gene            complement(201130..201582)
                     /gene="rplI"
                     /locus_tag="CH60_200"
     CDS             complement(201130..201582)
                     /gene="rplI"
                     /locus_tag="CH60_200"
                     /note="L9: ribosomal protein L9;
                     [J] COG0359 Ribosomal protein L9"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L9"
                     /protein_id="AJK13593.1"
                     /translation="MQVILLDKVANLGSLGDQVNVKAGYARNFLVPQGKAVPATKKNV
                     EFFEARRAELEAKLADVLAAAEARATKINELVSVTISSKAGDEGKLFGSIGTRDIADA
                     VTAAGVEVAKSEVRLPNGVLRTAGEHEVHFQVHSDVFAKLNVVVVPEA"
     gene            complement(201622..201849)
                     /gene="rpsR"
                     /locus_tag="CH60_201"
     CDS             complement(201622..201849)
                     /gene="rpsR"
                     /locus_tag="CH60_201"
                     /note="S18: ribosomal protein S18;
                     [J] COG0238 Ribosomal protein S18"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S18"
                     /protein_id="AJK11239.1"
                     /translation="MARYFRRRKFCRFTAEGVVEIDYKDIATLKNYITESGKIVPSRI
                     TGTRAKYQRQLARCIKRARYLSLLPYTDRHQ"
     gene            complement(202180..202572)
                     /gene="rpsF"
                     /locus_tag="CH60_202"
     CDS             complement(202180..202572)
                     /gene="rpsF"
                     /locus_tag="CH60_202"
                     /note="S6: ribosomal protein S6;
                     [J] COG0360 Ribosomal protein S6"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S6"
                     /protein_id="AJK11640.1"
                     /translation="MRHYEIVFMVHPDQSEQVPGMIERYSATITNAAGTIHRLEDWGR
                     RQLAYPINKLHKAHYVLLNVEAPQEAIDELETNFRFNDAVIRSMVMRVKHAVTEASPM
                     VKAKDERRERHDFASEANDDSEAGDSEE"
     gene            complement(202586..202864)
                     /locus_tag="CH60_203"
     CDS             complement(202586..202864)
                     /locus_tag="CH60_203"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10903.1"
                     /translation="MGLIEPSKNSFGNLVMILLVNLAKNSLVSTITGNEQKMRFKLAH
                     RHNRNKSPAVLEFPTAHKYSYASFFSRTQTRSLPPWAAVDPIRRLNNP"
     gene            complement(202939..203688)
                     /locus_tag="CH60_204"
     CDS             complement(202939..203688)
                     /locus_tag="CH60_204"
                     /note="[R] COG1073 Hydrolases of the alpha/beta
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="dienelactone hydrolase family protein"
                     /protein_id="AJK12066.1"
                     /translation="MIEMSLENINGIEVIHSAPAGQRQQPLPTIFFYHGYTSSKEVYS
                     YFAYAFAQAGFRTISPDADMHGARFNGNETQRLSHFWEILKSNIDELPDLKRHYQQAG
                     LIEGERIGVAGASMGGMTALGAFARYPWIRVAADFMGSGYFTSLAHSLFPPRDAGREI
                     SQQAFERRLAPLADYELTHQLEKITERPLLVWHGEADDVVPAAESARLVQALRTRGGD
                     NNLTYLTEAGIGHKITPTALRAGSDFFTQYL"
     gene            203879..204190
                     /locus_tag="CH60_205"
     CDS             203879..204190
                     /locus_tag="CH60_205"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14123.1"
                     /translation="MINIKRTIAFLLLTLGLSGCNAFNITPVPPPAIQPYAQEITRAQ
                     SLRLQKVGTVSAQVYGSPGDVETEIQRRANASGAPYYLIVMISDSVYPGIWYANALLY
                     R"
     gene            complement(204262..205893)
                     /locus_tag="CH60_206"
     CDS             complement(204262..205893)
                     /locus_tag="CH60_206"
                     /note="acyl-CoA dehydrogenase, C-terminal domain protein;
                     [I] COG1960 Acyl-CoA dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13394.1"
                     /translation="MDWQTHLVFNQPEPLSNSNLFLSDLALREAVVREHAGWDGENLS
                     LIGLQLGSLESLELGRLANAHPPELLRYDGAGQRLGQVRFHPAWHVLMQGLIHHRVHN
                     LPWQEDARNGSFVARAARFILHAQVDAGALCPITMTFGAIPLLQQTLPPLFQNWLSPL
                     LSDRYDPHLSLGNQKRGLLIGMGMTEKQGGSDVLSNTTRAEPLSIRGQGEVYRLIGHK
                     WFFSVPQSDAHLVLAQAEGGLSCFFLPKILPDGTHNAIRLERLKEKLGNCSNASSEVE
                     FDNATAWLLGEEGDGIRQILKMGGYTRFDCALGSHGLMRRAFSVALYHALQRQVFGKA
                     LVEQPLMRQVLSRMALRLEGHTALLLRLARAWEASGEVHEQIFSRLLTPAAKYRVCGQ
                     GSAFVAEAMEVLGGIGYCEQSELPRLYREMPVNSIWEGSGNIMCLDVLRTLRKLPTAV
                     EMLQQEFYPVRGQNRLFDRAWRQLQQRLKNPKEEQGRALTQQLFDLCCASQLLRFASP
                     RLADAWCRMTLDHRDQYMLPEAVCARLLERATGAH"
     gene            complement(206313..207053)
                     /locus_tag="CH60_207"
     CDS             complement(206313..207053)
                     /locus_tag="CH60_207"
                     /note="[J] COG0566 rRNA methylases"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA 2'-O ribose methyltransferase substrate
                     binding family protein"
                     /protein_id="AJK12544.1"
                     /translation="MSEIIYGIHAVKALLERDPQRFLEVFILKGRDDRRLQPLIAELE
                     AAGLVIQVASRQWLDSQVEGGVHQGIVARVREGRQYQENDLPALLESVETPFLLVLDG
                     VTDPHNLGACLRSADAAGVHAVIVPRDRSAQLNAIAKKVASGAAENVPLIKVTNLART
                     LRVLQEHNVWIVGTAGEADHTLYQSKMTGPMALVMGAEGEGMRRLTREHCDELISIPM
                     AGSVSSLNVSVATGVCLFEVVRQRGLKA"
     gene            complement(207172..209706)
                     /gene="rnr"
                     /locus_tag="CH60_208"
     CDS             complement(207172..209706)
                     /gene="rnr"
                     /locus_tag="CH60_208"
                     /note="RNase_R: ribonuclease R;
                     [K] COG0557 Exoribonuclease R"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease R"
                     /protein_id="AJK11611.1"
                     /translation="MSQDPFLEREAEKYESPIPSREFILAHLAKRETPASREELANEL
                     NLTGEEPLEALRRRLRAMERDGQLVFTRRQCYALPERLDLLRGTVIGHRDGYGFLRVE
                     GSKDDLYLSAEQMKMAIHGDVVLAQVVGADRKGRREARIVRVLVPKTSQIVGRYFTDA
                     GTGFVVPDDSRLSFDILIPAEATCGARMGFVVVVELTQRPTRRTKAVGKIVEVLGENM
                     GTSMAVDIALRTHEIPHTWPPQVEKQVADLKEQVPEEAKKGRVDLRDLPLVTIDGEDA
                     RDFDDAVYCEKKRGGGWRLWVAIADVSYYVRPQTALDDEARSRGNSVYFPSQVIPMLP
                     EVLSNGLCSLNPQVDRLCMVCEMTISSQGKLSSYKFYEAVMSSHARLTYTKVWRIIDG
                     EESLREQYKPLVPHLEELHAMYKVLDQARAERGGIAFETEEAKFIFNAERRIERIEPT
                     VRNDAHKLIEECMILANIAAARFVEKHEEPALFRVHDRPSDDHIVALRSVLNELGLTL
                     GGGLKPQPKDYSVLMDEISDRPDHEMLQTMLLRSMKQAVYDPENRGHFGLALASYGHF
                     TSPIRRYPDLAMHRAIKYQLAKEHGNLKDRWTPTGGWHSDFEDMLQLGQHCSMTERRA
                     DEATRDVADWLKCDFMLDQVGNVFTGIIASVTGFGFFVRLDDLFIDGLVHVSSLDNDY
                     YRYDNIGQRLIGESSGVVYRLGDTVEIRVDAVHMDERKIDFALVSSTRKPRGEGKTAR
                     DKAKNNGQRTLRSNSAGRGSSSGSSRRDGAPTAGGQKRPRRAKKPVNFEPDSAFRPDA
                     AAAKPDDKALAEKKAKAKAKRASAKTKKIAAATKAKRAKKKTTSDQ"
     gene            complement(209947..210372)
                     /gene="nsrR"
                     /locus_tag="CH60_209"
     CDS             complement(209947..210372)
                     /gene="nsrR"
                     /locus_tag="CH60_209"
                     /note="[K] COG1959 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional repressor nsrR"
                     /protein_id="AJK12964.1"
                     /translation="MQLTSFTDYGLRALIYMASLPDGQMTSISQVTEVYGVSRNHMVK
                     IINQLSRVGLVTAVRGKNGGIRLGKPADQILIGDVVRQMEPLTLVNCSSDFCHITPAC
                     RLKQVLNQAVQSFLKELDNYTLADMVKDNSPLYKLLLVE"
     gene            complement(210741..212039)
                     /gene="purA"
                     /locus_tag="CH60_210"
     CDS             complement(210741..212039)
                     /gene="purA"
                     /locus_tag="CH60_210"
                     /EC_number="6.3.4.4"
                     /note="purA: adenylosuccinate synthase;
                     [F] COG0104 Adenylosuccinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylosuccinate synthase"
                     /protein_id="AJK14415.1"
                     /translation="MGKNVVVLGTQWGDEGKGKVVDLLTERAKYVVRYQGGHNAGHTL
                     VINGEKTVLHLIPSGILRENVISIIGNGVVLAPDALMKEMTELEARGVPVRERLLLSE
                     ACPLILPYHVALDNAREKARGAKAIGTTGRGIGPAYEDKVARRGLRVSDLFNKETFAI
                     KLKEIVEYHNFQLVHYYKEAAVDYQKVLDDVLAIADILTAMVVDVSELLDNARKQGEL
                     IMFEGAQGTLLDIDHGTYPYVTSSNTTAGGVATGSGLGPRYVDYVLGIVKAYSTRVGA
                     GPFPTELNDETGEFLRKQGNEYGATTGRSRRTGWLDIVAVRRAVQINSLSGFCMTKLD
                     VLDGLKEVKLCVGYRMPDGREVDTTPLAAEGWEGIEPIYETMPGWSETTFGVKEHSKL
                     PQAALNYIQRVEELTGVPIDIISTGPDRDETMILRDPFDA"
     gene            complement(212139..212387)
                     /locus_tag="CH60_211"
     CDS             complement(212139..212387)
                     /locus_tag="CH60_211"
                     /note="conserved hypothetical protein;
                     [S] COG3242 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10866.1"
                     /translation="MRAFSCVEADNFLGQTMNSTILLALGLVLVLEGLGPMLYPKAWR
                     KMIQAMTQLPDATLRRFGGGLVVAGCVIYYMLRSHMGS"
     gene            complement(212511..213515)
                     /gene="hflC"
                     /locus_tag="CH60_212"
     CDS             complement(212511..213515)
                     /gene="hflC"
                     /locus_tag="CH60_212"
                     /note="hflC: HflC protein;
                     [O] COG0330 Membrane protease subunits,
                     stomatin/prohibitin homologs"
                     /codon_start=1
                     /transl_table=11
                     /product="HflC protein"
                     /protein_id="AJK13173.1"
                     /translation="MRKSFLLIVVVVLIALFASLFVVEEGQRGIVLRFGKVLRDSDNK
                     PLVYAPGLHFKIPFIETVKRLDARIQTMDNQADRFVTNEKKDLIVDSYLKWRISDFSR
                     YYLATGGGDVSQAEVLLKRKFSDRLRSEIGRLNVRDIVTDSRGRLTSDVRDALNTGSV
                     GDEAATTEADDAIASAAARVEQETRGKQPAVNPNSMAALGIEVVDVRIKQINLPAEVS
                     DAIFQRMRAEREAVARRHRSQGQEEAEKLRATADYEVTRTLAEAERQARITRGGGDAE
                     AARLFAEAFSQDPDFYAFIRSLRAYENSFSSGNDVMVLSPDSDFFRYMKSPDNSSKRP
                     "
     gene            complement(213519..214778)
                     /gene="hflK"
                     /locus_tag="CH60_213"
     CDS             complement(213519..214778)
                     /gene="hflK"
                     /locus_tag="CH60_213"
                     /note="hflK: HflK protein;
                     [O] COG0330 Membrane protease subunits,
                     stomatin/prohibitin homologs"
                     /codon_start=1
                     /transl_table=11
                     /product="HflK protein"
                     /protein_id="AJK10767.1"
                     /translation="MAWNQPGNNGQDRDPWGSSNNNGGNSGGNNNKGGRDQGPPDLDD
                     IFRKLSKKLSSLGGKGSGSGGNGASHGPGFSGRVVGIAVVAVVVIWAASGFYTIKEAE
                     RGVVTRLGKLSHIVQPGLNWKPTFIDEVVPVNVEAVRELAASGVMLTSDENVVRVEMN
                     VQYRVTDPAAYLFSVTNPDDSLRQATDSAVRGVIGKYTMDKILTEGRTIVRSDTQRVL
                     EETIRPYQMGITLLDVNFQAARPPEEVKAAFDDAIAARENEQQYIREAEAYTNEVQPR
                     ANGQAQRLLEDARAYAARKVLEAQGEVAGFAKLLPEYKAAPEITRERLYIETMEKVLG
                     KTNKVLANDKGNNLMVLPLDQMLRGQGAANKVDGNKDTSLIRLNPAPSSQQTGASNSN
                     TSSGSGSIMDQRRVNAQRDTSTRVGRE"
     gene            complement(215019..216305)
                     /gene="hflX"
                     /locus_tag="CH60_214"
     CDS             complement(215019..216305)
                     /gene="hflX"
                     /locus_tag="CH60_214"
                     /note="GTP_HflX: GTP-binding protein HflX;
                     [R] COG2262 GTPases"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein HflX"
                     /protein_id="AJK12721.1"
                     /translation="MFDRYEAGEQAVLVHIYFSQNKDTEDLREFEALVSSAGVEALQI
                     VTGSRKAPHPKYFVGEGKAEEIADAVKASGASVVLFDHALSAAQERNLERLCQCRVID
                     RTGLILDIFAQRARTHEGKLQVELAQLRHIATRLVRGWTHLERQKGGIGLRGPGETQL
                     ETDRRLLRDRISLILSRLERVAKQREQGRRARTRADIPTVSLVGYTNAGKSSLFNKIT
                     AADVYAADQLFATLDPTLRRINVADVGDTVLADTVGFIRHLPHDLVAAFKATLQETRQ
                     ASLLLHIIDAADPRVAENMAAVDTVLAEIEADEIPTLLVMNKIDLLDDFVPRIDRNED
                     NLPVRVWLSAQTGAGIPLLFQALTERLSGEIAHFELRLPPQAGRLRSRFYQLQAIEKE
                     WIDEDGNVGMVVRMPIVDWRRLCKQEQELVSYIQNN"
     gene            complement(216404..216709)
                     /gene="hfq"
                     /locus_tag="CH60_215"
     CDS             complement(216404..216709)
                     /gene="hfq"
                     /locus_tag="CH60_215"
                     /note="hfq: RNA chaperone Hfq;
                     [R] COG1923 Uncharacterized host factor I protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA chaperone Hfq"
                     /protein_id="AJK14220.1"
                     /translation="MAKGQSLQDPFLNALRRERVPVSIYLVNGIKLQGQVESFDQFVI
                     LLKNTVSQMVYKHAISTVVPSRPVSHHSNTPSGSTNNYHGSNPSAPQQPQQDSDDAE"
     gene            complement(216825..217766)
                     /gene="miaA"
                     /locus_tag="CH60_216"
     CDS             complement(216825..217766)
                     /gene="miaA"
                     /locus_tag="CH60_216"
                     /EC_number="2.5.1.75"
                     /note="miaA: tRNA dimethylallyltransferase;
                     [J] COG0324 tRNA delta(2)-isopentenylpyrophosphate
                     transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA dimethylallyltransferase"
                     /protein_id="AJK11763.1"
                     /translation="MNDIENLDRPPAIFIMGPTASGKTALSIALRQRLPVELVSVDSA
                     LIYRGMDIGTAKPSAQELALAPHRLIDIRDPAESYSAADFRKDALKEMADITAAGRIP
                     LLVGGTMLYFKALLDGLSPLPSADPQVRQRIEQQASELGWGALHQQLAVIDPVAAARI
                     HPNDPQRLSRALEVFFISGKTLTELTKISGETLPYRVHQFAIAPASRELLHQRIELRF
                     HQMLDAGFEAEARVLFDRGDLHTDLPAIRCVGYRQMWSYLSGEIDYNDMVYRGVCATR
                     QLAKRQMTWLRGWSSVQWLDSDKPGEALDSVIQVVSA"
     gene            complement(217759..219666)
                     /gene="mutL"
                     /locus_tag="CH60_217"
     CDS             complement(217759..219666)
                     /gene="mutL"
                     /locus_tag="CH60_217"
                     /note="mutl: DNA mismatch repair MutL family protein;
                     [L] COG0323 DNA mismatch repair enzyme (predicted ATPase)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair MutL family protein"
                     /protein_id="AJK14248.1"
                     /translation="MPIQILPPQLANQIAAGEVVERPASVVKELVENSLDAGATRIDI
                     DIERGGAKLIRIRDNGCGISKDDLALALARHATSKISSLEDLEAILSMGFRGEALASI
                     SSVSRLILTSRTAEQSEAWQAYAEGRDMAVTIKPAAHPVGSTLEVLDLFYNTPARRKF
                     MRTEKTEFGHIDEVVRRIALARFDVAINLNHNGKLIRQYRAAPDPAQHERRLASICGP
                     AFLQHALAIAWQHGDLNIHGWVADPAASHTLSEMQYCYVNNRMMRDRLINHAIRQAYQ
                     DRLNDAQQPAYVLYLDIDPHQVDVNVHPAKHEVRFHQARLVHDFIYQAVTAVLQQTNA
                     PILNISEEGEVDAPRWQQENRVAAGTNKYAQPEAAKSSAAEQAVARERSSARERAAPA
                     YKEDHPYQKQQGELYRQLLQPSAAAKPATSPAAIPASSVSSPSIPVQRITQAEEPLHG
                     DNYSFGRVLTVFPPCYALIEYQGGVALLSLAVAERWLKQAQLSPPEEGLRPQPLLIPL
                     KITLDKNEIAACQNHEKLLITMGIELSVEQGRATLRAVSLPLRQQNLQKLIPELLGYL
                     SQHEEISPDTLATWLARHLGSEHEVWNVSQAIQLLTEVERLCPQLVQSPPAGLLQPID
                     IKAALATLTHE"
     gene            complement(219682..221595)
                     /locus_tag="CH60_218"
     CDS             complement(219682..221595)
                     /locus_tag="CH60_218"
                     /note="[M] COG0860 N-acetylmuramoyl-L-alanine amidase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AJK12297.1"
                     /translation="MMHSLSLICRWKHGFATIRHFTTICHFTTVHRVITARRFATVTR
                     MIIGLLTLSLFALPPAFAMKLTDIKVTNGASESKVTLSFDGKPIYAFFSLNSPERVVL
                     DVRQSGNISGLPLEFSGQNLLKRIRSSTPKDEQSTRLVLELTQKVKTRAVTQQSGNNY
                     TVVLTMTAVASAPVRQAQASLNQTNTPSPNAGRVVPQVTSKDSVAKNPFNNKPVVVVS
                     SENVTTNTARPIKTVSAANSSRVVVAIDAGHGGQDPGAIGQNGLKEKNVTISIARRLE
                     ALLNRDPMFKPVLTRNGDYFISVMGRSDVARKQGANVLISIHADAAPNRSATGASVWV
                     LSNRRANSEMGNWLEQHEKQSELLGGAGDVLANTASDPYLSQAVLDLQFGHSQRVGYD
                     VATKVLRELQTVGDIHKRKPEHASLGVLRSPDIPSLLVETGFISNSTEERLLGSSAYQ
                     EKIAQAIYKGLRSYFLANPLQSDPKVESRPLIETAAVDSSTQRSGISQPEPIVNNISS
                     NAQSGRSSATLPAGKSKIHNVQRGETLSGIASQYGVSMAVLRQNNTLKNDVVWVGQRL
                     KVPASGSTVTAVKPKTAAVAKSKPIKHQVKRGDTLSAIAARYGVSMSEIERVNKIKSG
                     NVQLGQTLTIPQS"
     gene            complement(221603..222073)
                     /locus_tag="CH60_219"
     CDS             complement(221603..222073)
                     /locus_tag="CH60_219"
                     /note="T6A_YjeE: tRNA threonylcarbamoyl adenosine
                     modification protein YjeE;
                     [R] COG0802 Predicted ATPase or kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein YjeE"
                     /protein_id="AJK10517.1"
                     /translation="MKELVLLLPDEAATVALGATLAQAFGGASVIYLFGDLGAGKTTF
                     SRGFLQALGHNGHVKSPTYTLVEPYTLTPRPVYHFDLYRLADPEELEFMGIRDYFDPQ
                     AICLVEWPQQGAGFLPQADVELHLTYQAAGREARLVAISEAGADVLRRLAAVQG"
     gene            complement(222084..223598)
                     /locus_tag="CH60_220"
     CDS             complement(222084..223598)
                     /locus_tag="CH60_220"
                     /note="conserved hypothetical protein;
                     [G] COG0063 Predicted sugar kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12442.1"
                     /translation="MTDHSKKQTRVSLPHSVFSADWVRQNEAAAAAHFSLTLFDLMVR
                     AGNAAFELAHKQYPIARHWLILCGHGNNGGDGYIVANRALAAGIDVTLIACPGNRPLP
                     AEAKEAQSQWLAIGGVIHQPDTQWPQDIDLIIDGLLGIGLRAAPQGIYETLIDMANRH
                     RAAKVALDIPSGLCADNGAALGSVLRADHTLTFVALKPGLLTGQARDWVGQLHYDDLG
                     LATWLDTQSAQIERITADHLPQWLKPRRPCAHKGDYGRLLLVGGDRGFGGAIRMAGEA
                     ALRSGAGLVRVLTHFEHVAPILAARPELMVQALTAETLEQSMQWADVLVVGPGLGQSD
                     WSRNALKRLQQSDKPTLWDADALNLLALNPHRRQNWVLTPHPGEAARLLGCRVVDIES
                     DRLLSARNIVKQYGGVVVLKGAGTLIANEQGEMAIADVGNAGMASGGMGDILSGIIGG
                     LIAQKLALYDAACAGCVVHGVAADKLAEVQGTRGLLATDLLPVIPKYINPELAK"
     gene            223759..224832
                     /gene="queG"
                     /locus_tag="CH60_221"
     CDS             223759..224832
                     /gene="queG"
                     /locus_tag="CH60_221"
                     /note="[C] COG1600 Uncharacterized Fe-S protein"
                     /codon_start=1
                     /transl_table=11
                     /product="epoxyqueuosine reductase"
                     /protein_id="AJK12769.1"
                     /translation="MARHGMLRARPHELLPGTLRVISVRMNYLPAKAAFASTLNNPEL
                     GYVSRYALGRDYHKLLRQRLKKLGDQIQHYCLEQNNLDRHDLELHDLEQHDSERQGQP
                     EQHTASEINFRPFVDSAPIMERSLAAKAGIGWVGKHSLILNRDAGSWFFLGELLIDLP
                     LPVDKPQEEQCGRCVACMTTCPTGAIVAPYTVDARRCISYLTIELEGAIPEEFRPLMG
                     NRIYGCDDCQLICPWNRFSQLTDEDDFSPRAVLHTPQLLDLFAWNEEKFLRVTEGSAI
                     RRIGHLRWLRNISVALGNAPYLDSIVLALETRRGLHPMLDEHIEWAISQQLARRATQA
                     VEVQLPQKKRLIRAIEKGLPRDA"
     gene            complement(225144..225219)
                     /locus_tag="CH60_222"
     tRNA            complement(225144..225219)
                     /locus_tag="CH60_222"
                     /product="tRNA-Gly"
     gene            complement(225311..225386)
                     /locus_tag="CH60_224"
     tRNA            complement(225311..225386)
                     /locus_tag="CH60_224"
                     /product="tRNA-Gly"
     gene            complement(225944..226489)
                     /gene="orn"
                     /locus_tag="CH60_225"
     CDS             complement(225944..226489)
                     /gene="orn"
                     /locus_tag="CH60_225"
                     /note="[A] COG1949 Oligoribonuclease (3'->5'
                     exoribonuclease)"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoribonuclease"
                     /protein_id="AJK14112.1"
                     /translation="MAENQNNLIWIDLEMTGLDPERDRIIEIATLVTDANLNILAEGP
                     VLAVHQSAEQLGLMDEWNVRTHTGSGLVERVKASPFNDRDAELQTIEFLKQWVPAGVS
                     PICGNSVGQDRRFLFRYMPELEAYFHYRYVDVSTLKELARRWKPEILAGFKKQNTHQA
                     LDDIRESVAELAYYREHFIQS"
     gene            226689..227741
                     /gene="rsgA"
                     /locus_tag="CH60_226"
     CDS             226689..227741
                     /gene="rsgA"
                     /locus_tag="CH60_226"
                     /note="[R] COG1162 Predicted GTPases"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome small subunit-dependent GTPase A"
                     /protein_id="AJK11879.1"
                     /translation="MSKNKLSKGQQRRVQANHQRRLRTDRKPELDDSQLGDAQEGIVI
                     SRFGQHADVEAVDGTQHRCNIRRTIKSLVTGDRVVWRPGLQAQEGVRVKGIVEAVHER
                     TSVLTRPDLYDGVKPIAANIDQIVIVSAILPELSLNIIDRYLVACETLEVEPLIVLNK
                     IDLLDADGRKFVDGMMDIYRRIGYDVLEVSSQTREGMEAFENALTGRISIFAGQSGVG
                     KSSLLNALLPPTDNEILVNTVSGNSGLGQHTTTAARLYHFQHGGDVIDSPGVREFGLW
                     HLAPEQITQGFVEFRDYLGHCKFRDCSHTNDPGCALREAVEQGKIAEERFDNYHRILE
                     SMEQAKPRKTSDSDEK"
     gene            228066..228947
                     /gene="psd"
                     /locus_tag="CH60_227"
     CDS             228066..228947
                     /gene="psd"
                     /locus_tag="CH60_227"
                     /EC_number="4.1.1.65"
                     /note="PS_decarb: phosphatidylserine decarboxylase;
                     [I] COG0688 Phosphatidylserine decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylserine decarboxylase"
                     /protein_id="AJK12405.1"
                     /translation="MLDSIKIKLQYLLPKQGLTQLAGWGANKQGGWLTQLVIKAFARY
                     YKVDMKEAQDPEFSAYRTFNEFFVRPLRAGVRPVVAEENLLAQPADGAISQLGAIREG
                     QILQAKGHNYSLEALLAGNYLLAAEFQNGQFVTTYLAPRDYHRVHMPCDGVLREMIYV
                     PGDLFSVNPLTAANVPNLFARNERVICIFDTAFGPMAQILVGATIVGSIETVWAGTIT
                     PPREGVIRRWTYPQAGCEGAITLEKGQEMGRFKLGSTVINLFAEGKVYFAPQLNSGAV
                     TRMGEVLAEAVPTTPSY"
     gene            228989..232330
                     /locus_tag="CH60_228"
     CDS             228989..232330
                     /locus_tag="CH60_228"
                     /note="[M] COG3264 Small-conductance mechanosensitive
                     channel"
                     /codon_start=1
                     /transl_table=11
                     /product="mechanosensitive ion channel family protein"
                     /protein_id="AJK11050.1"
                     /translation="MRPIISWSFGLLLSFFLLMPLHAATQPNEEQVRQELKLAESNKT
                     TPNQAEIVQALQGALSWLADAKESDIRAQQYQKAIDDFPKLTRELRQQLAQEGDKPLP
                     VPSNLSTSDLEQQVLQVSSQLLELNRLSQQEQDRAREISESLGQLPQQQSEARRMLAE
                     IGPRIQSQSNPSTPVAQAQLTLLQAEAVARKAKVNELELSQLSANNRQELSRLQVELY
                     KKREARVQAQLQSLRNNLNNQRQQAAEQALERTELLAEQGGDLPESITQQLQRNRELS
                     QALNQQVQRIDLISSQQRQAVAQTQQVRQALNTIREQAQWLGVSTALGETLRAQVARL
                     PEMPKSQQLDRDMAQLRVQRLQYEDMLEKLQQQKTTLKQDDGTPLTPDQQRILDAQWR
                     TQSELLNSLLSGYDTQILELTKLKVANSQLVDALNGVREATHRYLFWVADVSPISLSY
                     PLAVAQDLTRLLSLDTLSQLSGAFVMMMTNQETLLPIIAALLFVGFSVSSRRHYHAFL
                     ERASSRVGKVTQDHLSLTLRTVFWSILMALPLPVLWAALGYGLQNAWSYPMAIAIGNA
                     VTATVPVLWVFMISASFAHPHGLFITHFRWSPTQVARAMRFYRLSVWLIVPLMMALIT
                     FENYNDREFAGTLGRLCFILLCIALSLVTNSLKRAGIPLYLDKKGSGENMINVALWGL
                     LLSAPLIAALASALGYLTTSQALLARLETSVAIWFFLLVVYHIIRRWMLIQRRRIAFD
                     RAKQRRADILAQRARGEEDSPHSNSTEGSIDVEEPIIDLDVISAQSLRLVRSILTMIA
                     LVSVIVLWSEIHSAFGFLENIRLWDVSSTINGIESVQPITMGSLLIAVLVLIITAQLV
                     RNLPALLELALLQHLDLTPGTGYAISTITKYLVILFGGLLGFSLLGIEWAKFQWLVAA
                     LGLGLGFGLQEIFANFVSGLIILFEKPIRIGDTVTIRDLTGSVTKINTRATTISDWDR
                     KEIIVPNKAFITEQFINWSLSDSITRVVLTVPAPAETSSEEVTNVLMTAAQRCTLVLD
                     TPPPEVYLVDLQQGIQIFELRIYAAEMGHRMPLRHEIHQLILAGYREHGITLPFPPFQ
                     ARLETLGRGTGRTISSGRSRTPGSL"
     gene            complement(232451..233428)
                     /locus_tag="CH60_229"
     CDS             complement(232451..233428)
                     /locus_tag="CH60_229"
                     /note="genX: EF-P lysine aminoacylase GenX;
                     [J] COG2269 Truncated, possibly inactive, lysyl-tRNA
                     synthetase (class II)"
                     /codon_start=1
                     /transl_table=11
                     /product="EF-P lysine aminoacylase GenX"
                     /protein_id="AJK14403.1"
                     /translation="MSDTASWQPSAPIANLLKRAAIMAEIRRFFADRGVLEVETPTMS
                     QATVTDIHLVPFETRFVGPGAADGLTLYMMTSPEYHMKRLLAAGSGPIYQLGRSFRNE
                     EAGRYHNPEFTMLEWYRPHYDMYRLMNEVDDLLQQILDCNSAETLSYQQAFLRHLNID
                     PLSAEKAQLREVAAKLDLSNIADTEEDRDTLLQLLFTVGVEPYIGRDKPAFIYHFPAS
                     QASLAEISTEDHRVAERFEVYFKGIELANGFRELTDGDEQLQRFEQDNRNRAKRGLPQ
                     NPIDMNLIAALKQGLPDCSGVALGVDRLVMLALNAERLSDVIAFPVNIA"
     gene            233886..235709
                     /gene="frdA"
                     /locus_tag="CH60_230"
     CDS             233886..235709
                     /gene="frdA"
                     /locus_tag="CH60_230"
                     /note="fum_red_Fp: fumarate reductase, flavoprotein
                     subunit;
                     [C] COG1053 Succinate dehydrogenase/fumarate reductase,
                     flavoprotein subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate reductase, flavoprotein subunit"
                     /protein_id="AJK12822.1"
                     /translation="MQTFNADLAIIGAGGAGLRAAIAAAEANPQLKIALISKVYPMRS
                     HTVAAEGGSAAVTQDHDTFDYHFHDTVAGGDWLCEQDVVDHFVHSCPEEMAQLEIWGC
                     PWSRKEDGSVNVRRFGGMKIERTWFAADKTGFHMLHTLFQTSLKYPQIQRFDEHFVLD
                     ILVDEGQARGVVAMNMMEGTRVQIRANAVIMATGGAGRVYRYNTNGGIVTGDGMGMAF
                     HHGVPLRDMEFVQYHPTGLPGSGILMTEGCRGEGGILVNKDGYRYLQDYGMGPETPLG
                     EPKNKYMELGPRDKVSQAFWHEWRAGRTVATPRGDVVYLDLRHLGEKKLLERLPFICE
                     LAKAYVGVDPVKEPIPVRPTAHYTMGGIETNPQCETRIKGLFAVGECSSVGLHGANRL
                     GSNSLAELVVFGRVAGEQAALRAMESGPANGSALDAQTRDVETRLSNLMKQEGTENWS
                     KIRDEMGLSMEEGCGIYRTPELMQKTVDKLAELKERFKRVKITDHSSVFNTDLLYTIE
                     LGYGLDVAECMAHSALNRKESRGAHQRLDEGCTERDDVNFLKHTLAFHTPGGAPRIEY
                     SDVKITKLVPAKRVYGGEATAQDAKDAKDAQDLKDKEQAND"
     gene            235702..236436
                     /locus_tag="CH60_231"
     CDS             235702..236436
                     /locus_tag="CH60_231"
                     /note="dhsB: succinate dehydrogenase and fumarate
                     reductase iron-sulfur family protein;
                     [C] COG0479 Succinate dehydrogenase/fumarate reductase,
                     Fe-S protein subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase and fumarate reductase
                     iron-sulfur family protein"
                     /protein_id="AJK14148.1"
                     /translation="MTDMKVLKMEVMRYNPERDSEPHFETFEVPYDEQTSLLDALGYI
                     KDNLAPDLSYRWSCRMAICGSCGMMVNKVPKLACKTFLREYTAGMKVEALGNFPIERD
                     LVVDMTHFIESLEAIKPYIIGNERLPKDGPNKQTPAQMAKYHQFSGCINCGLCYAACP
                     QFGLNPEFIGPAAITLAHRYNLDNRDHGKKERMPQLNGKNGVWSCTFVGYCSEVCPKH
                     VDPAAAIQQGKIDSAKDFMIAMLKPQ"
     gene            236453..236845
                     /gene="frdC"
                     /locus_tag="CH60_232"
     CDS             236453..236845
                     /gene="frdC"
                     /locus_tag="CH60_232"
                     /note="[C] COG3029 Fumarate reductase subunit C"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate reductase subunit C"
                     /protein_id="AJK11274.1"
                     /translation="MTTKRKAYVRTMAPNWWQQLGFYRFYMLREGTSIPAVWFSVLLI
                     YGVFALKSGPAGWEGFVSFLQNPLVLFLNILTLFAALLHTKTWFELAPKAVNIIVKSE
                     KMGPEPMIKALWVVTVVASAIILAVALL"
     gene            236862..237218
                     /gene="frdD"
                     /locus_tag="CH60_233"
     CDS             236862..237218
                     /gene="frdD"
                     /locus_tag="CH60_233"
                     /note="[C] COG3080 Fumarate reductase subunit D"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate reductase subunit D"
                     /protein_id="AJK10599.1"
                     /translation="MNQVPKRSDEPIFWGLFGAGGMWGAIIAPVIILLVAILLPLGAF
                     PGDALSYERILAFCQSFIGRVFLLLMIILPLWCGLHRIHHAMHDLKIHVPAGKWVFYG
                     LAAILSVVTFIGVLTL"
     gene            complement(237383..237697)
                     /gene="sugE"
                     /locus_tag="CH60_234"
     CDS             complement(237383..237697)
                     /gene="sugE"
                     /locus_tag="CH60_234"
                     /note="[P] COG2076 Membrane transporters of cations and
                     cationic drugs"
                     /codon_start=1
                     /transl_table=11
                     /product="quaternary ammonium compound-resistance protein
                     sugE"
                     /protein_id="AJK10676.1"
                     /translation="MAWIILVIAGLLEVIWAIGLKYSHGFSRLTPSIITLVAMAASVF
                     LLAYAMKSLPAGTAYAVWTGIGAVGTAILGIVLLGESASLARILSLGLILAGIIGLKL
                     AS"
     gene            complement(237944..238510)
                     /gene="efp"
                     /locus_tag="CH60_235"
     CDS             complement(237944..238510)
                     /gene="efp"
                     /locus_tag="CH60_235"
                     /note="efp: translation elongation factor P;
                     [J] COG0231 Translation elongation factor P
                     (EF-P)/translation initiation factor 5A (eIF-5A)"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor P"
                     /protein_id="AJK11557.1"
                     /translation="MASYYSNDFRPGLKIMFEGEPYAVESSEFVKPGKGQAFARVKMR
                     RLLTGGRVEKTFKSTDSLEGADVNDMNLTYLYNDGEFWHFMNNETYEQLQADAKAVGD
                     NGKWLIDQAECIVTLWNGQPIAVTPPNFVELEIVDTDPGLKGDTAGTGGKPATLSTGA
                     VVKVPLFVQVGEIIKVDTRSGEYVSRVK"
     gene            238591..239574
                     /gene="epmB"
                     /locus_tag="CH60_236"
     CDS             238591..239574
                     /gene="epmB"
                     /locus_tag="CH60_236"
                     /note="EFP_modif_epmB: EF-P beta-lysylation protein EpmB;
                     [E] COG1509 Lysine 2,3-aminomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="EF-P beta-lysylation protein EpmB"
                     /protein_id="AJK13678.1"
                     /translation="MQQLADVITDPDELLRILFLNEHPHLQQGSGARRLFPLRVPRAF
                     VARMQPGNASDPLLLQVLTAREEFITAPGFTHDPLDEQRSVVPGLLHKYRNRALLLVK
                     GGCAVNCRYCFRRHFPYQDNQGNKANWLQALDYIRQHPELDEIIFSGGDPLMAKDHEL
                     SWLLDQLEDIKHIRRLRIHTRLPVVIPARITATLCQRLGSSRLQVLMVTHINHANEID
                     PPLRDSMARLKQAGVTLLNQSVLLRGVNNDADVLATLSNALFDAGILPYYIHVLDKVQ
                     GAAHFMVDDDEARQLMKGLLSRVSGYLVPRLTREVGGEPSKTPLDLRLTQN"
     gene            complement(239859..240134)
                     /locus_tag="CH60_237"
     CDS             complement(239859..240134)
                     /locus_tag="CH60_237"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13779.1"
                     /translation="MSSAGEQVKFSDTQPGSECQLVGQVTGTQSNWLSGQGGESSSMR
                     GAANDLRNKAAAMGGNVIYGATSPSETFLSSFAPLESKMVGQVYKCP"
     gene            complement(240881..242527)
                     /gene="groL"
                     /locus_tag="CH60_238"
     CDS             complement(240881..242527)
                     /gene="groL"
                     /locus_tag="CH60_238"
                     /note="groEL: chaperonin GroL;
                     [O] COG0459 Chaperonin GroEL (HSP60 family)"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperonin GroL"
                     /protein_id="AJK14049.1"
                     /translation="MAAKDVKFGNDARIKMLRGVNILADAVKVTLGPKGRNVVLDKSF
                     GSPTITKDGVSVAREIELEDKFENMGAQMVKEVASKANDAAGDGTTTATVLAQSIITE
                     GLKAVAAGMNPMDLKRGIDKAVIAAVEELKKLSVPCSDSKAIAQVGTISANSDSTVGE
                     LIAQAMEKVGKEGVITVEEGSGLQDELDVVEGMQFDRGYLSPYFINKPETGSIELESP
                     FILLADKKISNIREMLPVLEAVAKAGKPLLIIAEDVEGEALATLVVNTMRGIVKVAAV
                     KAPGFGDRRKAMLQDIATLTAGTVISEEIGLELEKTTLEDLGQAKRVVINKDTTIIID
                     GVGDEAAIQGRVAQIRQQIEDATSDYDKEKLQERVAKLAGGVAVIKVGAATEVEMKEK
                     KARVEDALHATRAAVEEGVVAGGGVALIRAAHAIAGLKGDNEDQNVGIKVALRAMESP
                     LRQIVVNAGEEASVIANKVKAGEGSFGYNAYTEEYGDMIAMGILDPTKVTRSALQYAA
                     SIAGLMITTECMVTDLPRDDKGADMGAGGMGGMGGMGGMM"
     gene            complement(242574..242867)
                     /gene="groS"
                     /locus_tag="CH60_239"
     CDS             complement(242574..242867)
                     /gene="groS"
                     /locus_tag="CH60_239"
                     /note="[O] COG0234 Co-chaperonin GroES (HSP10)"
                     /codon_start=1
                     /transl_table=11
                     /product="10 kDa chaperonin"
                     /protein_id="AJK13012.1"
                     /translation="MKIRPLHDRVIVKRKEVESKSAGGIVLTGTAAGKSTRGEVLAVG
                     NGRILDNGEIKPLDVKVGDVVIFNDGYGVKAEKIDNEEVLIMSESDILAIVEA"
     gene            complement(243122..243700)
                     /locus_tag="CH60_240"
     CDS             complement(243122..243700)
                     /locus_tag="CH60_240"
                     /note="[R] COG3030 Protein affecting phage T7 exclusion by
                     the F plasmid"
                     /codon_start=1
                     /transl_table=11
                     /product="fxsA cytoplasmic membrane family protein"
                     /protein_id="AJK12374.1"
                     /translation="MRWLPFALIFLLAYIEISIFIKVAAVLGVPITLLLVIISSCVGI
                     SLVRNQGIKTFIQMQQKLAAGESPAAEMIKSVSLVLAGILLLIPGFFTDFLGLLLLLP
                     WVQKTLTLKLMPHLNIYRGGSFGGAGFGNGGFGNDSFGNRHGSGPMSGGDTFDGEFQR
                     KDDDRFTVEHRPDKNEQVANSRSNDDSFKDDK"
     gene            244148..245584
                     /gene="aspA"
                     /locus_tag="CH60_241"
     CDS             244148..245584
                     /gene="aspA"
                     /locus_tag="CH60_241"
                     /EC_number="4.3.1.1"
                     /note="aspA: aspartate ammonia-lyase;
                     [E] COG1027 Aspartate ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate ammonia-lyase"
                     /protein_id="AJK14293.1"
                     /translation="MSNNIRIEEDLLGTREVPAEAYYGVHTLRAIENFYISNSKISDV
                     PEFVRGMVMVKKAAAMANKELHTIPRKIADIIIQACDEVLDKGKCMDQFPVDVFQGGA
                     GTSLNMNTNEVLANIGLELMGHQKGEYQYLNPNDHLNKCQSTNDAYPTGFRIAVYASI
                     LKLIDAINQLGEGFGRKSKEFEKILKMGRTQLQDAVPMTLGQEFRAFQVLLNEETKNL
                     QRTAELLLEVNLGATAIGTALNTPEGYSQLAVQKLAEISGLACVPAEDLIEATSDCGA
                     YVMVHSALKRLAVKMSKICNDLRLLSSGPRTGLNEINLPELQAGSSIMPAKVNPVIPE
                     VVNQVCFKVIGNDTCITMAAEAGQLQLNVMEPVIGQAMFESIHILTNACYNLLEKCIN
                     GITANKEVCERYVFNSIGIVTYLNPFIGHHNGDIVGKICAETGKNVREVVLERGLLTE
                     AELDDIFSVENLMHPAYKAKRYTDENEQ"
     gene            245704..247005
                     /gene="dcuA"
                     /locus_tag="CH60_242"
     CDS             245704..247005
                     /gene="dcuA"
                     /locus_tag="CH60_242"
                     /note="[R] COG2704 Anaerobic C4-dicarboxylate transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic C4-dicarboxylate transporter dcuA"
                     /protein_id="AJK14464.1"
                     /translation="MIAIELVIVLLAIFLGARLGGIGIGFAGGIGVLVLAIIGVKPGS
                     IPFDVISIIMAVIAAISAMQVAGGMDYLVQQTEKLLRKNPKHITILAPLVTYFLTIFA
                     GTGNISLSALPVIAEVAKEQGIKPCRPLSTAVVSAQIAITASPISAAVVYMSSVMEGQ
                     GVSYLHLLMIVIPSTLCAVFVMSLIVSWCFSSKLSDDPIYLKRLEEGLVTLRGDTVKV
                     IKPRAKTSVLLFLAGVLCVVAYAIINSPSVGLVETPLMNTTNAILIIMLSVATITTLV
                     CSVDTDSILNSSTFKAGMSACICILGVAWLGDTFVQHNLEWIKETAGSLIQAHSWLLA
                     VIFFFCSALLYSQAATAKALMPMALALNVSPLAAIASFAAVSGLFILPTYPTLVAAVQ
                     MDDTGTTRIGRFVFNHPFFIPGTIGVALAVCFGFVMGGLVL"
     gene            247226..247549
                     /gene="cutA"
                     /locus_tag="CH60_243"
     CDS             247226..247549
                     /gene="cutA"
                     /locus_tag="CH60_243"
                     /note="[P] COG1324 Uncharacterized protein involved in
                     tolerance to divalent cations"
                     /codon_start=1
                     /transl_table=11
                     /product="divalent-cation tolerance protein CutA"
                     /protein_id="AJK11631.1"
                     /translation="MSYSNAIVVLCTAPDEASAQNLAAQVLGEKLAACVTLLPGATSL
                     YYWEGKLEQEYEVQLLFKSNTDHQQALLTYIKQHHPYQTPELLVLPVRDGDKDYLSWL
                     NASLL"
     gene            247525..249312
                     /locus_tag="CH60_244"
     CDS             247525..249312
                     /locus_tag="CH60_244"
                     /note="[OC] COG4232 Thiol:disulfide interchange protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome C biogenesis transmembrane region
                     family protein"
                     /protein_id="AJK12898.1"
                     /translation="MAQRFITLILLLCSVLLAPHSAQSSLFGENASFGTKNSQSRFIP
                     VDQAFAFDFHQQGDQLNLSWQIHPGYYLYRQQIKIVPQQAALGAFTLQEGITHHDEFY
                     GEVEIFKQQLTLKIPITQAAEQASVSVTYQGCAEAGFCYPPETRVIPLDVVVAASTAS
                     GTAAVNSSATVNPPATTQPEGDATPVPSTLPFSPLWALLIGIGIAFTPCVLPMYPLIS
                     AVILGREKPHSQRRILILAVVYVQGMALTYTLLGLVVAAAGLQFQAALQHPYVLIGLS
                     VLFVLLALSMFGLYSLQLPSSLQTRLTQWSNSQRGGSLAGVFAMGALAGLICSPCTTA
                     PLSAILLYIAQSGNMLAGGGTLYLYALGMGIPLVVVTLFGNKLIPRSGPWMQYVKEAF
                     GFVILALPVFLLERVLGDVWGLRLWSLLAVAFFGWAFVLSLKAHAGWVRVCQLLLLAA
                     LLIVARPLQDWAFNGNTQQNAVKHINFQPVANLPQLQAVLAQAQGKPVMLDLYADWCV
                     ACKEFEKYTFSDDKVQRQLANTLLLQADVTANNAEHATLLKKFNVLGLPTILFFDSQG
                     NEITAARVTGFMDAAQFLQHLQNTPAVTK"
     gene            complement(249374..251521)
                     /locus_tag="CH60_245"
     CDS             complement(249374..251521)
                     /locus_tag="CH60_245"
                     /EC_number="1.2.1.2"
                     /note="fdh-alpha: formate dehydrogenase, alpha subunit;
                     [C] COG0243 Anaerobic dehydrogenases, typically
                     selenocysteine-containing"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase, alpha subunit"
                     /protein_id="AJK13789.1"
                     /translation="MKKILTVCPYCGSGCKLNLLVEDGEIVGAEPADGVTNQGALCLK
                     GYYGWDFLNDTRLLTPRLTTPLLRRQRGEAFQPVSWEAAIAFITAKLSAIKERHGPDA
                     IMMTGSSRGPGNEANYVMQKFARAAIGTNNIDCCARLCHGPSVAGLQQTLGNGAMSNS
                     IGEIENTDCILVFGYNAADSHPIVARRILKAKNKGAKLIVCDPRHIETARIADQWLPL
                     KNGANMALVNAFIHVLIEEKLYDANYVRDHTRGFDELKAGVAAYRPEDVEPITGLSAK
                     AVRQAMRTYAAAPAATLLWGMGVTQWGQAVDVVKGLSSLALLTGNLGRPNVGVGPVRG
                     QNNVQGACDMGVLPNTFPGYEKVTDSEARARFAHAWGVAELPAHVGYSITDVPHKVAE
                     GKLKAYYVFGEDPIQTEPDLAAMRAAFAALDLVVVQDIFMTKTAELADVVLPATSWGE
                     HEGVYTSADRGFQHFNKAIEPKGDVKPDWEIISLISTAMGYPMAYQNTQQIWDEMRGL
                     CPPFAGVTYEKLAGLGYVQWPCPTEDHPGTPYLYTDNQFATADGKGLLSCAPWQPPHE
                     QTDSDYPLALCTVREVGHYSCRSMTGNCGTLKILADEPGYVQIHPEDASYLGVIDQAL
                     IWISSRRGKVIARASVTERANRGAVYMTYQWWIGACNELTVDHVDPVSKTPEFKHCAV
                     KVEAISDQTAAEQYVEQQYSQLKKRLSDAAVVP"
     gene            complement(251544..252101)
                     /locus_tag="CH60_246"
     CDS             complement(251544..252101)
                     /locus_tag="CH60_246"
                     /note="[C] COG1142 Fe-S-cluster-containing hydrogenase
                     components 2"
                     /codon_start=1
                     /transl_table=11
                     /product="4Fe-4S dicluster domain protein"
                     /protein_id="AJK13098.1"
                     /translation="MNRFVIADMTQCIGCRTCEIACVVAHSADNKVSTLMPEQFHPRL
                     SVMKSFAVSTPILCHQCEDAPCENACPNGAIITGSHGVQLLASRCIGCKTCMLVCPFG
                     AMSIIERPADGQQAADSQPVMASGSGRAQAHKCDLCHQRESGPACIEVCPTNALKLVT
                     PGVLEALQREKQLRAARGSAPGIAR"
     gene            complement(252124..254139)
                     /locus_tag="CH60_247"
     CDS             complement(252124..254139)
                     /locus_tag="CH60_247"
                     /note="gltD_gamma_fam: glutamate synthase, small subunit
                     domain protein;
                     [ER] COG0493 NADPH-dependent glutamate synthase beta chain
                     and related oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate synthase, small subunit domain
                     protein"
                     /protein_id="AJK12738.1"
                     /translation="MNPFIVADAESCIGCRSCEVACVVAHHEGQFPDKPEYFTPRVKV
                     FKGDQCATAVFCHHCEDAPCASTCPNGAIVELNNRVQVIQEKCIGCKTCMIACPFGMM
                     TVVTETVQPASHRLADVYRRTEAQKCDLCLDQPDGPACIKTCPTQALTLVDQQYLLHQ
                     QQQKRQHMALNEHNGRLFSRAVVQAASASSNKSIRDATPVNLLQRPRAPRLEPKKIPL
                     AERKTGFAEIYLPFTESQIHEQAERCLECGDKTICQWTCPLHNAIPKWISLAHQGRIH
                     EAAELSHQTSSLPEVCGRVCPQDRLCEQSCTLNDHDGAVTIGQIERHITETALATGWR
                     PDLSQVKPSGKRVAIIGAGPAGLGCADILVRNGITPVVFDRYPEIGGLLTFGIPAFKL
                     EKSVMTRRREIFTEMGVEFCLNTEIGRDITMENLLHDFDALFLGVGTYRSMRSGLENE
                     DAQGVYDALPFLIGNTQHLMGYTANGAHPYVSMQDQRVVVLGGGDTAMDCVRTSLRQG
                     ASRVVCAYRRDEKNMPGSKREVKNAREEGAEFMFNLQPMSIVVDESGQVTGIKMVRTE
                     MGQADAQGRRQALPITGSEHLIPADAVIMAFGFSPHRMSWLAEHNVVLDKQGRVVAPT
                     ISGYPYQTSNPKIFAGGDIVRGADLIVTAIAEGRKAAESIAYYLNVL"
     gene            254559..255134
                     /locus_tag="CH60_248"
     CDS             254559..255134
                     /locus_tag="CH60_248"
                     /note="[K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AJK11724.1"
                     /translation="MQREQVLSNALNLLEQQGLANTTLEMLAKALSVEVSDLTRFWPD
                     REALLYDCLRYHSQQIDTWRRQLQLDETLSPQQKLLARYQTLSEQVQNQRYPGCLFIA
                     ACSFYPDTEHPIHQLAEQQKQASLHYTKALLQEMDADDADMVAQQMELILEGCLSKLL
                     IKRQLADVEVAKCLAEDILTVAQCRKNGALS"
     gene            255279..255354
                     /locus_tag="CH60_249"
     tRNA            255279..255354
                     /locus_tag="CH60_249"
                     /product="tRNA-Phe"
     gene            complement(255788..258343)
                     /locus_tag="CH60_251"
     CDS             complement(255788..258343)
                     /locus_tag="CH60_251"
                     /codon_start=1
                     /transl_table=11
                     /product="viral enhancin family protein"
                     /protein_id="AJK12260.1"
                     /translation="MRQVTKSKKIKILPYPEWLVKAGMSKGIDHDRQHLGIILAAGEM
                     IKVRQVNAEYKEKLKLYLLNDNKNTQRSISFNTDWIELSVDAISVPFINTPYSDGIIP
                     EIVFEYPDTSKLLPVYEKGEDESIFFESWDKQNAEFGVVESEYVIILIPEVSKDRLKS
                     FSTSGGIDTVLGFYQDIFSFNNSLAGLSFEPQRYSDGNTRNRYFAKADKGGGGAAYYS
                     NNWIASSSGSINTFWLSPNATNWGCLHEIAHGYQGGFIDDKYFSTREVWNNIYAACYQ
                     DVMLGAEKFNKGWLYNFGKQKEVEKSILNNINNGKEVNAWGERSKLYFIMLMLEKAGV
                     NCFTHFNQIYRERKNTDQSVGSVLDMLSNSFATVENRVDVTLFLQMVGGHISKNQYQR
                     NLFSHAKAVYPLNQLLQGDELTAVKKTLDLNSELSLVDVDSIEFTDIKSNLTLQFSID
                     DFAQIYGEELLILNGDNYVYNQSIMDKKQTLYNLPVGAYTLRIPTGRNKKYAPQINYL
                     IVKNEDSQTQVDFVHRIGSPIVSQKISLQGLNDYTFATIFFDQENDTVSVDITKTKPH
                     YHFPGMYARIRIKDKDNNELLNEVITGTNQSLSKNDFPLSSCYVIDIFHKEPGRVKLT
                     PAYKGVIDNKSSYNEFIITPYGLQNIKLNNDPKVFLLENIKSAAEMLRSHPIMWHANF
                     SEAKDNIYLAIDIFPSPQKEGLLEQYADCISSYYEKPNEDLGNAFSFIFKGINDREFL
                     TTKLNLVTKKLEVKIVSGTPHSGFKRTYAVLRYFNADGNELLNLDIIGSKKQAGQEWV
                     FPISGYGGEKLYLQHVEPKNRLVITNIMQGIRLSSRTSIQTYEIESLGLSRCT"
     gene            258599..258718
                     /locus_tag="CH60_252"
     CDS             258599..258718
                     /locus_tag="CH60_252"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14068.1"
                     /translation="MSFHSHLVNIANYINNKVSGLIESLQFHHFVLKITLQRN"
     gene            258770..259195
                     /gene="subB"
                     /locus_tag="CH60_253"
     CDS             258770..259195
                     /gene="subB"
                     /locus_tag="CH60_253"
                     /codon_start=1
                     /transl_table=11
                     /product="subtilase cytotoxin, subunit B"
                     /protein_id="AJK10932.1"
                     /translation="MRYLLSLSVFLIVSLNPAFAEWTGDNVEGMHSGMIINKFHSGQV
                     DGKPYFCIEAFKPSTTITACSVKDTSIWGASYNTLYDQAMYYYTTGKRIRVYYAPDVW
                     TNNSFVRALTANALVGFSTCISESSCFGPDRKKHKFTVH"
     gene            complement(259631..259894)
                     /locus_tag="CH60_254"
     CDS             complement(259631..259894)
                     /locus_tag="CH60_254"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12241.1"
                     /translation="MMITKWHSGGRLTGFMALTAVSQQKLRCPCSSLSLSVVDLKISS
                     VVDLKINKRLGINELPHLNRINAVQKGSRLLASRSNLGISLLS"
     gene            260051..261085
                     /locus_tag="CH60_255"
     CDS             260051..261085
                     /locus_tag="CH60_255"
                     /note="rhaT: RhaT L-rhamnose-proton symporter family
                     protein;
                     [GER] COG0697 Permeases of the drug/metabolite transporter
                     (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="RhaT L-rhamnose-proton symporter family protein"
                     /protein_id="AJK14025.1"
                     /translation="MNNAIILGIIWHLVGAASAACFYAPFKQVKKWSWETMWSIGGLV
                     SWLILPWTVSYLLLPDFWQYYGSFSIATLLPVFLFGAMWGIGNINYGLTMRYLGMSMG
                     IGIAIGITLIIGTLMTPILQGRFDVLLGTPGGRMTLLGVFVALIGVAIVSYAGLLKER
                     AMGIQAEEFNLKKGLILAVMCGIFSAGMSFAMDAAKPMHEAASALGINSLYVALPSYV
                     IIMGGGAIINLSYCFIRLATLKNLSVKADFSVAKPLLITNILFSALAGLMWYLQFFFY
                     AWGHAKIPQQYDYMSWMLHMSFYVLCGGIVGLLLKEWKCSTKKPVAVLCIGCLVIILA
                     ANIVGLGMAA"
     gene            complement(261254..262126)
                     /locus_tag="CH60_256"
     CDS             complement(261254..262126)
                     /locus_tag="CH60_256"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK14101.1"
                     /translation="MRAPLLLESRDYLLSEQMPVAVTNRYPQETFVEHTHQFCEIVIV
                     WRGNGLHVLNDHPYRITCGDVFYIQAADHHSYESVHDLVLDNIIYCPERLHLNAQWHK
                     LLPPLGPEQNQGYWRLTTQGMAQARPIIQQLAQESRKTDSWSIQLTEVLLLQLAIVLK
                     RHRYRAEQAHLLPDGEQLDLIMSALQQSLGAYFDMADFCHKNQLVERSLKQLFRQQTG
                     MSISHYLRQIRLCHAKCLLRGSEHRISDIAARCGFEDSNYFSAVFTREAGMTPRDYRQ
                     RFIRSPVLPAKNEP"
     gene            complement(262259..263080)
                     /locus_tag="CH60_257"
     CDS             complement(262259..263080)
                     /locus_tag="CH60_257"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK13271.1"
                     /translation="MTVLHSIDFFSSSSAPVAIEARAPQSAFPEHHHDFYEIVIVEEG
                     AGVHVFNGNPYTLSRGCVCFVRDHDRHLFESTDDLFLTNVLFRAPDAFRFLSGVGHFL
                     PRECDGVYPSHWRVNGQVLQQIKCLIACLEHAPKSDQVEDIALHESVFMQLLVKLWQG
                     CQTQVGDDQEGRLYQLLDWLQNNYSEAVEWPELADRFALPLRTLHRQLKNKTGMTPQR
                     YLTRLRLLQARHQLCYSDNSVTDIAYLCGFGDSNHFSTLFKREFSQSPRDLRSQL"
     gene            complement(263162..263305)
                     /locus_tag="CH60_258"
     CDS             complement(263162..263305)
                     /locus_tag="CH60_258"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12996.1"
                     /translation="MTKVKVKQLTVSYLGGSPFPCDPAHTFQHCHAYLKKIAAKVVFN
                     VKN"
     gene            complement(263302..263508)
                     /locus_tag="CH60_259"
     CDS             complement(263302..263508)
                     /locus_tag="CH60_259"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphoribosylaminoimidazol (AIR)
                     synthetase"
                     /protein_id="AJK12358.1"
                     /translation="MCRAAFGDVTADGEHVGCEHMGCAYVDGEHVDGVGMISGLLFLN
                     ANSVEICLFDDLLITANRYGLMAE"
     gene            263546..264964
                     /gene="rhaB"
                     /locus_tag="CH60_260"
     CDS             263546..264964
                     /gene="rhaB"
                     /locus_tag="CH60_260"
                     /EC_number="2.7.1.5"
                     /note="rhamnulo_kin: rhamnulokinase;
                     [G] COG1070 Sugar (pentulose and hexulose) kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="rhamnulokinase"
                     /protein_id="AJK11011.1"
                     /translation="MLASYYPGQQQLTLREVCRFTNQIKSIDGSDVWDIDAIEQSIRE
                     GLSQLDSEGIALDSIGIDSWGVDFVLLDKQGKRIGQPVSYRDSRTQGVMARAQQTLGS
                     NAIYRRTGIQFLPFNTLYQLRALSEQQPHLLADVAHLLLIPDYLHYRLTGQLNWEYTN
                     ASTTQLLNIETGDWDSDLLAYAGVPAHWFAKPGKPGNTIGYWHSANGQQVPVVAVATH
                     DTASAVLAAPLIDADAAYLSSGTWSLMGFESGTPLTHQQAQCSNITNEGGAEGRYRVL
                     KNIMGLWLLQRATDELQIDDLPQLIEQAARQPACRSLINPNDSRFINPPNMCREIQNA
                     CREHQFPVPNTAAQLARCIFDSLAMLYRQVAQELATLRGRPISHLHIVGGGCQNQFLN
                     QLCADACGLNVSMGPVEASTLGNIGSQLISLGEVADVTHYRRIVANNFPLHHLSPHDN
                     SDFAAHWLQFQSLSQLPKELCI"
     gene            264961..266217
                     /gene="rhaA"
                     /locus_tag="CH60_261"
     CDS             264961..266217
                     /gene="rhaA"
                     /locus_tag="CH60_261"
                     /EC_number="5.3.1.14"
                     /note="rhaA: L-rhamnose isomerase;
                     [G] COG4806 L-rhamnose isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-rhamnose isomerase"
                     /protein_id="AJK12542.1"
                     /translation="MTNSIEQAWDLAKQRFAAVGVDVDAALTRLDTLPVSMHCWQGDD
                     VTGFEDPDGVLTGGIQATGNYPGKARNATELRSDLELALALIPGPKRLNLHAIYLESD
                     TPVARNKIEPRHFSHWVAWAKKHQLGLDFNPSCFSHPLSADGFTLSHADPEIRQFWIE
                     HCQASRRVSAYFGEQLGTPSVMNIWIPDGMKDTPIDRLAPRQRLLSALDEVISEKLNP
                     AHHIDAVESKLFGIGAESYTVGSNEFYMGYAASRQTALCLDAGHFHPTEVISDKISSA
                     MLYVPRLLLHVSRPVRWDSDHVVLLDDETQAIASEIIRHNLFDRVHIGLDFFDASINR
                     IAAWVIGTRNMKKALLRALLEPTDRLRQLELRGDYTARLALLEEQKSLPWQAIWEGYC
                     QRNDVPVDARWLDAVREYEQQILSQR"
     gene            266230..267054
                     /gene="rhaD"
                     /locus_tag="CH60_262"
     CDS             266230..267054
                     /gene="rhaD"
                     /locus_tag="CH60_262"
                     /EC_number="4.1.2.19"
                     /note="rhamnu_1P_ald: rhamnulose-1-phosphate aldolase;
                     [G] COG0235 Ribulose-5-phosphate 4-epimerase and related
                     epimerases and aldolases"
                     /codon_start=1
                     /transl_table=11
                     /product="rhamnulose-1-phosphate aldolase"
                     /protein_id="AJK12759.1"
                     /translation="MQAILSSWFIQGMIKATSDMWHKGWDERNGGNISLRLLAEEVEP
                     YRRDFYQQPRKVELTQPAPELANSWFLVTGSGKFFRNVELNPAENLVLLQVSNDGMAY
                     HIHWGLTQGGLPTSELAAHFQSHIVRMQVSGGTNRVIMHCHATNLIALSYVQKLENAS
                     FTRLLWEGSTECLVVFPDGIGIVPWMVPGTDGIGTQTAEQMREHSLVLWPFHGIFGSG
                     PTLDDAFGLIDTAEKSAEIMVKVLSMGGKKQTISREQLIALAARFDVTPMAAALDA"
     gene            267121..268269
                     /gene="fucO"
                     /locus_tag="CH60_263"
     CDS             267121..268269
                     /gene="fucO"
                     /locus_tag="CH60_263"
                     /EC_number="1.1.1.77"
                     /note="lactal_redase: lactaldehyde reductase;
                     [C] COG1454 Alcohol dehydrogenase, class IV"
                     /codon_start=1
                     /transl_table=11
                     /product="lactaldehyde reductase"
                     /protein_id="AJK12656.1"
                     /translation="MSFMLALPKISLHGTGAIGDMVKLLSDKQWGKALIVTDGQLVEL
                     GLLDSLFAAMAQYQLPYGLFGEVFPNPTEELVQAGFAAFTQHQCDYLIAFGGGSPIDT
                     AKAIKILTANPGPSTAYSGVGKVKQTGVPLIAINTTAGTAAELTSNAVIIDSQRQVKE
                     VIIDTNLIPDIAVDDPSVMLNIPASVTAATGMDALTHAVEAYVSLGAHTLTDHSALES
                     IRLISQWLPLAVADGKNLQAREMMACGQYLAGMAFNSAGLGLVHALAHQPGATHNLPH
                     GVCNAILLPVIEEYNRPQATRRFARIAQAMGVDTQDMSDEQASHQAIAAIRQLSLQVG
                     IPAGFSALGIEESDIEGWLDKALADPCAPCNPRSADREQIRTLYLQAL"
     gene            268283..268597
                     /gene="rhaM"
                     /locus_tag="CH60_264"
     CDS             268283..268597
                     /gene="rhaM"
                     /locus_tag="CH60_264"
                     /note="yiiL_rotase: L-rhamnose mutarotase;
                     [S] COG3254 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="L-rhamnose mutarotase"
                     /protein_id="AJK11187.1"
                     /translation="MIRKAFVMAVNPDAHAEYQRRHTPIWPELESVLKAHGAHHYSIF
                     LDETRNLLFGVVEIESEERWNAVAQTAECQRWWQHMADVMPSHPDNSPVSQALREVFY
                     LE"
     gene            complement(268862..269410)
                     /gene="ssb"
                     /locus_tag="CH60_265"
     CDS             complement(268862..269410)
                     /gene="ssb"
                     /locus_tag="CH60_265"
                     /note="[L] COG0629 Single-stranded DNA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="single-stranded DNA-binding protein"
                     /protein_id="AJK12505.1"
                     /translation="MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDK
                     QTGEQKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYIEGALQTRKWQDQSGQERYTTEV
                     VVNVGGTMQMLGGRQGGGAPAGGGAAPQDGGAQGGWGQPQQPQGGNQFSGGQASRPAQ
                     PAPAAPQGGNEPPMDFDDDIPF"
     gene            269868..272711
                     /gene="uvrA"
                     /locus_tag="CH60_266"
     CDS             269868..272711
                     /gene="uvrA"
                     /locus_tag="CH60_266"
                     /note="uvra: excinuclease ABC subunit A;
                     [L] COG0178 Excinuclease ATPase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="excinuclease ABC subunit A"
                     /protein_id="AJK12021.1"
                     /translation="MDNIEVRGARTHNLKNINLIIPRDKLIVVTGLSGSGKSSLAFDT
                     LYAEGQRRYVESLSAYARQFLSLMEKPDVDHIEGLSPAISIEQKSTSHNPRSTVGTIT
                     EIHDYLRLLFARVGEPRCPDHDVPLAAQTVSQMVDNVISQPEGRRLMLLAPVVKDRKG
                     EHTKILENLAAQGYIRARIDGEVCDLSDPPKLELQKKHTIEVVVDRFKVREDLAQRLA
                     ESFETALALSGGTAVVADMDDPHVEELLFSANFACPICGYSMRELEPRLFSFNNPAGA
                     CPTCDGLGVQQFFDPDRVLQNPELSLAGGAIRGWDRRNFYYFQMLRSLAEHYKFDIEA
                     PFNSLDSAVQQAVLYGSGKDTIEFKYINDRGDTTVRRHPFEGVLHNMERRYKETESSA
                     VREELAKFISNRSCASCSGTRLRREARYVFVENTTLPEISELSIGHALSFFQNMKLSG
                     QRAQIAEKILKEIGDRLKFLVNVGLNYLSLSRSAETLSGGEAQRIRLASQIGAGLVGV
                     MYVLDEPSIGLHQRDNERLLETLIHLRNLGNTVIVVEHDEDAIRAADHVIDIGPGAGV
                     HGGEVVAEGTVDDIMAAPASLTGQFLSGKRSIAIPEKRVSADPSKVLKLIGATGNNLK
                     DVTLTLPVGLFSCITGVSGSGKSTLINDTLYSIAQRQLNGATITEPAPYREIQGLEHF
                     DKVIDIDQSPIGRTPRSNPATYTGIFTPIRELFAGVPESRTRGYTPGRFSFNVKGGRC
                     EACQGDGVIKVEMHFLPDIYVPCDHCKGKRYNRETLEVKYKGKSIHEVLAMTIEEARE
                     FFDAVPALARKLQTLIDVGLSYICLGQSATTLSGGEAQRVKLSRELSKRGTGQTLYIL
                     DEPTTGLHFADIQQLLAVLHQLRDQGNTIVVIEHNLDVIKTADWIVDLGPEGGSGGGE
                     ILVSGTPETVAECAASHTARFLKPMLQRKPQTV"
     gene            complement(272804..273163)
                     /locus_tag="CH60_267"
     CDS             complement(272804..273163)
                     /locus_tag="CH60_267"
                     /note="conserved hypothetical protein;
                     [S] COG2315 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12651.1"
                     /translation="MNHSALLEYCLSKPGAEQCEHEQWQTNQIKVADVMFAMVGNIGG
                     RPSISLKSSPKLAERLREQHPEIVPSEHLNKTHWNTVFLDGKLPNSQFYTLIDHSYQL
                     VLQGLPEQRRQDLSSHL"
     gene            complement(273690..274883)
                     /locus_tag="CH60_268"
     CDS             complement(273690..274883)
                     /locus_tag="CH60_268"
                     /note="[E] COG1448 Aspartate/tyrosine/aromatic
                     aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AJK13921.1"
                     /translation="MFQNVDAYAGDPILSLMESFKADNRAHKVNLSIGLYYNEQGEIP
                     QMQAVDAAEAQLSTQPHGTPVYLPMEGLQSYRTAIQQLLFGHDHPMLVQQRVATIQTV
                     GGSGALKVGADFLNHYFPDSQVWVSDPTWENHVAIFSGAGFKVNTYPYFDNDKLAVKF
                     DPMLATLQQLPARSIVLLHPCCHNPTGSDLTNAQWDRLIDVVKERELIPFLDIAYQGF
                     GAGLNEDAYAIRAMAAVGLPCLISNSFSKIFSLYNERVGGLSVVCESDEAAGRVLGQL
                     KATVRRNYSSPPNFGAQVVSKVLNDTVLRAQWQAEVEQMRLRILDMRHTLVEALKASL
                     PERNFDYLLQQRGMFSYTGFSEAQVESLREEFGVYLIASGRMCMAGVNHQNVEQVAVA
                     FAAVQ"
     gene            complement(275069..276148)
                     /gene="alr"
                     /locus_tag="CH60_269"
     CDS             complement(275069..276148)
                     /gene="alr"
                     /locus_tag="CH60_269"
                     /EC_number="5.1.1.1"
                     /note="alr: alanine racemase;
                     [M] COG0787 Alanine racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine racemase"
                     /protein_id="AJK13724.1"
                     /translation="MKAATAVIDRHALRHNLQQIRRLAPQSRLVAVVKANAYGHGLLA
                     AAHTLQDADYYGVARISEALMLRAGGIVKPILLLEGFFDAEDLPVLVANHIETAVHSL
                     EQLVALEAATLSAPINVWMKLDTGMHRLGVRPDQAEAFYQRLSACRNVIQPVNIMSHF
                     SRADEPEVAATQQQLACFDAFAAGKPGKQSIAASGGILRWPQAHRDWVRPGIVLYGVS
                     PFDAPYGRDFGLLPAMTLKSSLIAVREHKAGESVGYGGTWVSERDTRLGVIAIGYGDG
                     YPRSAPSGTPVWLNGREVSIVGRVSMDMISIDLGPESTDKVGDEALMWGAELPVERVA
                     ACTGISAYELITNLTSRVAMEYLGE"
     gene            complement(276245..277651)
                     /gene="dnaB"
                     /locus_tag="CH60_270"
     CDS             complement(276245..277651)
                     /gene="dnaB"
                     /locus_tag="CH60_270"
                     /EC_number="3.6.4.12"
                     /note="dnaB: replicative DNA helicase;
                     [L] COG0305 Replicative DNA helicase"
                     /codon_start=1
                     /transl_table=11
                     /product="replicative DNA helicase"
                     /protein_id="AJK12414.1"
                     /translation="MAAKKPTNKMTEPRDRQMEGLKLPPHSLEAEQSVLGGLMLDNER
                     WDNVSERVASKDFFSRPHRRIFTEMQRLLENSKPIDLITLSESLEQKGDLDSVGGFAY
                     LAELSKNTPSAANIGAYADIVRERAVVREMISVANEIADAGYDPQGRSSEDLLDLAES
                     KVFQIAESRASKDEGPKSVDRILEDTVARIEQLYQRPHDGVTGVSTGFTDLDKKTAGL
                     QKSDLIIVAARPSMGKTTFAMNLCENAAMMQDKPVLIFSLEMPGDQIMMRMLASLSHV
                     DQTRIRTGQLDDEDWARISSTMGILMEKRNMYIDDSSGLTPTEVRSRARRIFREHGGL
                     SLIMIDYLQLMRVPSLSDNRTLEIAEISRSLKALAKELQVPVVALSQLNRSLEQRADK
                     RPVNSDLRESGSIEQDADLIMFIYRDEVYHENSDEKGIAQIILGKQRNGPIGSVRLKF
                     NGQWSRFDNYAGPQYDDE"
     gene            277983..278966
                     /locus_tag="CH60_271"
     CDS             277983..278966
                     /locus_tag="CH60_271"
                     /note="[CR] COG0604 NADPH:quinone reductase and related
                     Zn-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AJK10942.1"
                     /translation="MAKHIQFTTTGGPDVLQYLEFTPSDPAPHEVQVENKAIGINYID
                     TYVRSGLYPPAHLPSGLGTEAAGIVSKVGAAVSSVKVGDRVVYAQSALGAYSEVHNVP
                     ADKIALLPEQISFEQAAASFLKGLTAYYLLRQTHEIKPGEVFLFHAAAGGVGLIACQW
                     AKALGAKLIGTVGSDEKAQLAKAAGAWATINYRTENIAQRVAELTEGEKVGVVYDSVG
                     KSTWEASLDSLKRRGLLVSFGNASGPVTGVNLGILNQKGGIYVTRPSLNVYVANRQEL
                     ESASQQLFSMITSGAINVDVAQAQQFPLRDAQRAHETLEGRQTTGSSLLIP"
     gene            complement(279311..279529)
                     /gene="pspG"
                     /locus_tag="CH60_272"
     CDS             complement(279311..279529)
                     /gene="pspG"
                     /locus_tag="CH60_272"
                     /note="phageshock_pspG: phage shock protein G"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein G"
                     /protein_id="AJK14162.1"
                     /translation="MLEIFFVIGFFMVLMVTGISLLGILAALLVAAVFMMLGGLFVMM
                     IKLLPWLILAVVVAWIWRSMQKPVIRRY"
     gene            complement(280045..281082)
                     /gene="dusA"
                     /locus_tag="CH60_273"
     CDS             complement(280045..281082)
                     /gene="dusA"
                     /locus_tag="CH60_273"
                     /note="yjbN: tRNA dihydrouridine synthase A family
                     protein;
                     [J] COG0042 tRNA-dihydrouridine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA dihydrouridine synthase A family protein"
                     /protein_id="AJK13166.1"
                     /translation="MHEAQTFSSTPATKPQYPLQRFSVAPMLDWTDRHCRYFHRLLTK
                     QALLYTEMVTTGAIIHGKADYLAYSEQDHPVALQLGGSDPQALAHCAKLAEQRGYNEI
                     NLNVGCPSDRVQNGRFGACLMGEADLVADCIKAMRDAVAIPVTVKTRIGIDQLDSYEF
                     LCEFVQTVAERGECEIFTIHARKAWLSGLSPKENREVPPLDYERVYQLKRDFPALTIA
                     INGGVKTLAEAKEHLKHLDGVMMGREAYQNPGILTQVDRELFDPNAPVVDSVKAIEAL
                     YPYIEQELSQGAYLGHITRHILGIFQGIPGARQWRRHLSENAHKPGAGVSVVEEALAL
                     VSPSYYESVGG"
     gene            281337..281846
                     /locus_tag="CH60_274"
     CDS             281337..281846
                     /locus_tag="CH60_274"
                     /note="[P] COG0735 Fe2+/Zn2+ uptake regulation proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric uptake regulator family protein"
                     /protein_id="AJK11668.1"
                     /translation="MNPINQEKLLAQAESLCQQRNVRLTPQRLEVLRLMAQQPGAISA
                     YDLLDLLRVAEPQAKPPTVYRALDFLLEQGFIHRVESANSYVLCHHFEEPTHTSALFI
                     CDRCKIVTERPTVGIEEALAQLAKQSGFTLRHSVVEAHGLCTECGVVEACESHDDCEH
                     DHSIVVKKK"
     gene            complement(281985..282593)
                     /gene="lexA"
                     /locus_tag="CH60_275"
     CDS             complement(281985..282593)
                     /gene="lexA"
                     /locus_tag="CH60_275"
                     /EC_number="3.4.21.88"
                     /note="lexA: repressor LexA;
                     [KT] COG1974 SOS-response transcriptional repressors
                     (RecA-mediated autopeptidases)"
                     /codon_start=1
                     /transl_table=11
                     /product="repressor LexA"
                     /protein_id="AJK10824.1"
                     /translation="MKALTTRQQEVYDLVRDHLAQTGMPPTRAEIAQRLGFRSPNAAE
                     EHLKALARKGVIEIVSGASRGIRLLMEEEEGLPLIGRVAAGEPLLAQQHIEGHYKVDP
                     SLFKPGADFLLRVNGMSMRDIGILDGDLLAVHKTQDVRNGQVVVARIDDEVTVKRLKK
                     QGNIVHLLPENSEFQPIVVDLREQSFTIEGLAVGVIRNGDWI"
     gene            complement(282718..283089)
                     /gene="dgkA"
                     /locus_tag="CH60_276"
     CDS             complement(282718..283089)
                     /gene="dgkA"
                     /locus_tag="CH60_276"
                     /EC_number="2.7.1.107"
                     /note="[M] COG0818 Diacylglycerol kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="diacylglycerol kinase"
                     /protein_id="AJK12107.1"
                     /translation="MANQSTGLTRIYKAAGYTVKGLTAAWNNEAAFRQESVAAVIAII
                     LAFWLDVGAIARILLICSVVLVLIVEVINSAIEAVVDRIGSEFHALSGRAKDMGSAAV
                     FLTILMALFVWITVLWQHVAR"
     gene            283217..285694
                     /gene="plsB"
                     /locus_tag="CH60_277"
     CDS             283217..285694
                     /gene="plsB"
                     /locus_tag="CH60_277"
                     /EC_number="2.3.1.15"
                     /note="plsB: glycerol-3-phosphate O-acyltransferase;
                     [I] COG2937 Glycerol-3-phosphate O-acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate O-acyltransferase"
                     /protein_id="AJK12043.1"
                     /translation="MSGWRKIYYKLLNLPLKLLVKSKVIPADPVSELGLDPSRPILYV
                     LPYNSKADLLTLRAQCLAQDLPDPLIPLEIDGVQLPSHVFIENGPRVFRYYVPKQESV
                     KLFHDYLDLHRNNPALDIQMLPVSVMFGRSPGREGHGTPHLRVLNGVQKFFAVLWLGR
                     DSFVRFSTTVSLRRMASEHGTDKTIAHKLARVARMHFSRQRLAAVGPSLPARQDLFKK
                     LLASKAIEKAVADEARSKKISHEKAQQNAITLMEEIAANFSYEAVRLSDRVLSWTWNR
                     LYQGINVHNAERVRQLAQDGHEIVYVPCHRSHMDYLLLSYVLYHQGLVPPHIAAGINL
                     NFWPAGPIFRRLGAFFIRRTFKGNKLYSTVFREYLGELFTRGYSVEYFVEGGRSRTGR
                     LLEPKTGTLSMTIQAMLRGGTRPITLVPIYIGYEHVMEVGTYAKELRGAIKEKENLLQ
                     MLRGLRKLRNLGQGYVNFGEPLPLTTYLNTHVPQWRDAIDPIEAQRPSWLTPAVNDLA
                     NQIMVRINNAAAANAMNLCSTALLASRQRSLTREQLLEQLDCYLQLMRNAPYAKDTTV
                     PDKTPEELLNHALNMNKFEVEKDTIGDIIILPREQAVLMTYYRNNIQHLLILPSLIAS
                     MVMYHRRITRTELLHKISMIYPMLKAELFLHYSKEQLPETLDTLIDELARQQLICDKG
                     SELVLNPARIRPLQLLAAGVRETLQRYAITLSLLSATPSINRGALEKESRIMAQRLSV
                     LHGINAPEFFDKAVFSTLVATLREEGYISDSGDAIQEHTLEVYNMLSALMTPEVKLTI
                     ESVSMPAETSNQPEAPETPEPEGKTES"
     gene            complement(285875..286741)
                     /gene="ubiA"
                     /locus_tag="CH60_278"
     CDS             complement(285875..286741)
                     /gene="ubiA"
                     /locus_tag="CH60_278"
                     /note="ubiA_proteo: 4-hydroxybenzoate polyprenyl
                     transferase;
                     [H] COG0382 4-hydroxybenzoate polyprenyltransferase and
                     related prenyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxybenzoate polyprenyl transferase"
                     /protein_id="AJK12924.1"
                     /translation="MKGSTVHTKWQAYCRLMRIDKPIGSLLLLWPTLWALWLAGRGIP
                     EAKILVVFVLGVFFMRAAGCVVNDYADRHIDGFVKRTASRPLPSGTISEKESKILFVV
                     LILLSFGLVLTLNSMTIWLSLAALALAWIYPFMKRVTHLPQVVLGAAFGWSIPMGFAA
                     VSESLPLVCWLLLLANICWTVAYDTQYAMVDRDDDLRIGVKSTAILFGQHDKLIIGLL
                     QLATLLLMVAIGWLMNLGGAFYWSILLAGALFTHQQKMIAQREREPCFRAFLNNNYVG
                     LVLFLGILISYW"
     gene            complement(286907..287431)
                     /locus_tag="CH60_279"
     CDS             complement(286907..287431)
                     /locus_tag="CH60_279"
                     /note="[H] COG3161 4-hydroxybenzoate synthetase
                     (chorismate lyase)"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate lyase family protein"
                     /protein_id="AJK11699.1"
                     /translation="MFIGDASILKPIQWCATEHPELPADIADWLMELGSMTRRFEQHC
                     QRVHVEPQRECFITRDALGEEAEHLPVSQRYWLREIVLFGDNVPWLLGRTVIPEETLS
                     GPDRALVDLGTLPLGRYLFSGDALTRDYIHVGRQDNLWARRSLLRLSGNPLLLTEVFL
                     PASPLYTHCDSIPK"
     gene            288263..292072
                     /locus_tag="CH60_280"
     CDS             288263..292072
                     /locus_tag="CH60_280"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK14062.1"
                     /translation="MHIQFREPISTSPAQPDAGRQHLFSRVPAAVMNPITLAIIVAFS
                     TLVLPQTAWAACNSSGVGTYVCEGENNTAISLFGTDIAVETRPGFGITEHEITDSALS
                     LTGSGTISYLDTNSSALDTDSRYSLYIKNDTLITEQSASINVQSNGSISSGVYIDNQS
                     SDDSTIRVDLSGILSSSLSGAPALSIFSSAGNDSTIILNTHAISGVTGIQSDNNSQNG
                     ATITHVDVTGDINVENSGVSIRNAANGGTSIINFNSKSINTEYNSFYIQNTNYVGGVI
                     TDINIDGDISSANSQAARIYNYTNGGLASLRFRANNVTGSTGLYIDNSSQNGAVTDII
                     LTGDLTATSGSALQANAYSDEGNIETAIKLNNVYSLYDALNISDYTRSGNILHDLDIS
                     GTITAENGTGIKVMGAAGEGSSTMLINVNNITSSSQSLDINNYNFLGSAFSAITATGH
                     LTAEWGQGAMLQTHSSLGDATTLIHFNDITAMSSGISLINEANQGTSTADITVTGQIN
                     VSHGEGITLNALTTDGRTLVNVDVNNIASEYDAIRLYNYNYNDNYATGVDDGTGADNG
                     TSTIDLITRGALVSQQGYGINIETNTADTYVTVGGLVHGGNGTAIGIHRLDNIQTSAT
                     LELQSGYALEGVTQALVFTGSYAEINDAALDLANSHLVLGGAGDAAFDLTRIDNREEA
                     ILDGDPNRITGFGTLTKTNNSIWTLTGANMADGDANAFLSANIAGGILVLDNATLGLT
                     PDAGALTGATVNRLSAADIAADPTRVATETGALTLAEGGALSSLGDSVLSGNLISAGG
                     ILLSNHYTGGNGAATDDRLTVTGTYFGENNGSGEGAWLALDTVLGDDDSATDRLVING
                     DATGTTSVRVNNAGGLGDKTLNGINLITVDGLAQDDTFLLAGDYVTTDGYQAVVAGAY
                     AYTLQADGEAATAGRNWYLSSELMLTEGVRYQVGVPLYEQYPQVLAALNTLPTLQQRV
                     GNRYGAPGALADLNFDDNQWAWGRIEGSHQVTDPARSTSGSQREIDVWKLQTGIDVPL
                     YQSQGGSLLTGGVNFTYGKAKADIHSFFGDGRINSAGYGLGTSLTWYGNNGVYVDGQL
                     QTMWFDSDLSSRTAGHAVASGNNGRGYTSAIEAGKGYTLSHGLSLTPQMQVTYSRVDF
                     DTFRDPFDSEVSLQEGDSLRGRLGVSLNKETTWSAKDGTTRRSHIYSHLDLHNEFLNG
                     SKVQVSGVEFATRDERQSVGLGAGGTYEWQNGRYAVYGNVNLLGATRNISDNYAVGGT
                     IGARVSW"
     gene            complement(292416..294473)
                     /locus_tag="CH60_281"
     CDS             complement(292416..294473)
                     /locus_tag="CH60_281"
                     /note="[C] COG0277 FAD/FMN-containing dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="fibronectin type III domain protein"
                     /protein_id="AJK11892.1"
                     /translation="MKIIDKNVSTYETLQKGFNLRWPPNVEQGAETIYICTTPDEVFA
                     ATNTALAAGNRITVRSGGHCYEGFVSNKLSTERLSIIDLGEMSGLDYDEDKTITSLWD
                     ANKNTYRFKSLTGNQNWNGYVSLYKRSGRTIPGGSCYSVGVGGHISGGGYGLLSRLHG
                     LTVDWVTGVDILVPVGNAHRLAFRHVRADSVSEVDRELLMACCGAGGGNFGIIIAYYF
                     DDLPKAPQKAYWIPLTYPWSSLKATFPAFLKAYWQWFADNDVNATSTKEGVGNGGLFT
                     LLKLNHIDASDNVVLAIQYTGPNGQVGGANDIPLNDFIEKMNAAAGMTPTIYDDFILP
                     NIPPFKHLYPGRKIGRTVDESASMDWLHVTQMINGSGSNQRGKYKSDYQIKQFSDEMC
                     HALLTHLTTATADKRFNQSLVQIDSYGGAINSRGIGATAVSQRNSLLKAQYQTYWTNE
                     ADDQTHLTWIRNIYAAVHNGKPAPPEFEGCYINYPDIDMKYTDSGEEDPNWLNLYYGW
                     DTQLIKRLIALKARIDPNNIFHHELSIPLVTELPKAPVNLHSTGQTTTSISLMWGSSI
                     GALPVASYAIYRDGHEVKLLNGTQTSAEDAGLQPNTEYRYFVAAGDEHGNLSVPSNVL
                     TVSTQGTHPAWVLNGSYAVGDVVSNLGKLWRCIQSHVAYDPLWAPGTNGGITLWAGYT
                     AGR"
     gene            complement(295482..296801)
                     /locus_tag="CH60_282"
     CDS             complement(295482..296801)
                     /locus_tag="CH60_282"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12923.1"
                     /translation="MMHTENNSPSGLIPLPDWYPVAFSHLDAMEYASVTRLWHHEPVL
                     RDLVDELDKRNPGLITFTHCPHCHSADICPGTRPEEYRCRTCHRCSSPYTHTPFFDLH
                     HARHSRLYAVLVTLWGTWQVEDAAWLSDCKSKQIWKQYCHRLKPILALIGGRAVTHTP
                     RYLRGFTPGQQGLHCPACASTQLVYSETMPVGNPEVHCQVCQTDFVMYPDIPKGIDPF
                     AVNTPQYDIPLPRWFSRLFSHASQAQYQHLREVWQREPVLREAVDRLDAQNPEQGAVY
                     ACPYCQNKHISPRKTASSIEGYYCPACDNPFTATTGTVFTRMRQEHFWRLYAVLVMLW
                     TQWRPTQIFELCQLRSVHPFLTYHKRLAPLLAEFDGAPITPYPRNLLGFTPGQQGVCC
                     VYCQSTKLITEGITVMPLDNPYICCLDCGQRFMLRVWRKQVKSNEKK"
     gene            complement(297994..298248)
                     /locus_tag="CH60_283"
     CDS             complement(297994..298248)
                     /locus_tag="CH60_283"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11924.1"
                     /translation="MWGDHLYTEGGIFFPVVEIDMPQEFAGSARAIGYLIGYLPSLFG
                     YRLYGYFLDTYLGIQGVNYVFYIMAAFSAGRFICAAVWAK"
     gene            complement(298259..299002)
                     /locus_tag="CH60_284"
     CDS             complement(298259..299002)
                     /locus_tag="CH60_284"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11048.1"
                     /translation="MQNFPTHHRDIGATIIYVNSVNRFNIFFVFTLLILLSSWSAVSY
                     ASFKLESTTVILQESEARTSFTIDNISSNPILLVTKLTDLDGKSFSKQILISPPVTRI
                     NAGQSQQVNFVLKKGSVLNNEVLLKASFEGVEQVPGNAAVMPIRQEIGFLIQPSAVPQ
                     IRMPWQTLVFSISGNNLVIKNPGKHVVRLGPQIILVPSNEVVALGNPYIMPETSKLFP
                     ITSSPTAVKVTPLSRYGFVQTEVTLPVTR"
     gene            complement(299074..301452)
                     /locus_tag="CH60_285"
     CDS             complement(299074..301452)
                     /locus_tag="CH60_285"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11754.1"
                     /translation="MVARCINLQCIAFLFSFFPTLAFPVTEEGEVVFDIETLERLGYS
                     AELAKFFSGQDRFLPGQHDVTIIINASKTYRIAATFDSEGKLCMDKALLMALKLRNTE
                     SDGSCENMEARWPGMVVKLFPGQFRVEITLPQEAFDPEMEGSEYQQGGHALLLNYNIF
                     GQRVESNNSRFNLVQGQFEPGINFKNWVLINRGSYSYNQGVSQYYNQETSALRAVESL
                     KSVVQLGEFGLVGNTFSGLPVTGIQLYSDNAQRDDTQLIVPIEGIANTNATIEIRQRG
                     RVIYRTIVAPGPFSLSNISNFSSGVNTDVSIIEEDGTQQNFTVTSALDINAEQQASIY
                     QLAVGRYRDMFTGEDRPSPLLLSGEMSFNPAATFYMTSAGLLSSGYQNIRVQNLYSGW
                     DQAWFSAAASYANTKDAGQGYQFSVQNQMTINGNFGVSWSSVYGSANYWLPDDALSSS
                     NNLNDLMFGKLKNATSVAVSWVHPRWGAFSYALSNNMYYQASGRTYHIFSISEQFGRA
                     TTILSSQLSSQGQNSLYVGINMPLGNGTLSGRVQRNNGNVALGSTYQGRWGDNKDYSV
                     GISGDNRQRRINGSMNIRTAYSQLTGGVSQATNNSRSAYLSSRGSVAYVNNTFATSSS
                     SVGDTFAVVNIPNQPGLRVSSPSSGIAITDYAGIALLPLVRPYTASKVQISTQTLPLN
                     IRLNNTSADLLMTRGSVATHHFETTETRQLLLTIRGSDGEMLPIGANVLDEKGNFLGT
                     IIGDGNFMLENKAIGVTLRVKANNRDECRVNYREPEKFDPDVLYEVADAVCQ"
     gene            complement(301703..302341)
                     /locus_tag="CH60_286"
     CDS             complement(301703..302341)
                     /locus_tag="CH60_286"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11245.1"
                     /translation="MKKPLTQIAILSSLVVSISAASAAVPTAELKVVGTMTVPSCTVV
                     SPDAGIYDIGKLSSSLVKPGTTVTVLAQINKTWTVNCDANTYLNFTPVDNRVGSSSDG
                     SAAAFGLGKINDTGKIGYYTVQMRNATVDGKKSGVFTASSASFSQADTSYLNRGQRTG
                     WAAGANTQNSGKVFVADLLVTPVLAGTNTMNGAITEDAKIDGSLTMNFAFGI"
     gene            complement(303054..303629)
                     /locus_tag="CH60_287"
     CDS             complement(303054..303629)
                     /locus_tag="CH60_287"
                     /note="[T] COG2310 Uncharacterized proteins involved in
                     stress response, homologs of TerZ and putative
                     cAMP-binding protein CABP1"
                     /codon_start=1
                     /transl_table=11
                     /product="terD domain protein"
                     /protein_id="AJK12185.1"
                     /translation="MAVSLVKGGNVSLTKEAPTMNIAVVGLGWDARVTDGSEFDLDAS
                     VFMVGENGKVLSDQHFIFFNNKVSPCGSVVHQGDNRTGAGDGDDEQIKIDLKKVPADV
                     KKIIFSVTIYDAEARKQNFGMVSNSFMRVVNEDNSAEIARFDLSEDASTETAMIFGEL
                     YRNNDEWKFKAVGQGFAGGLSALASQHGVSV"
     gene            complement(303813..304391)
                     /locus_tag="CH60_288"
     CDS             complement(303813..304391)
                     /locus_tag="CH60_288"
                     /note="[T] COG2310 Uncharacterized proteins involved in
                     stress response, homologs of TerZ and putative
                     cAMP-binding protein CABP1"
                     /codon_start=1
                     /transl_table=11
                     /product="terD domain protein"
                     /protein_id="AJK12597.1"
                     /translation="MGVSLSKGGNVSLSKEAPTMTNVLIGLGWDARSTDGQDFDLDAS
                     AFLLTANGKVRNDADFIFYNNLKSSDGSVMHTGDNRTGEGEGDDESLKIKLPLIPADV
                     DKIVFVVTIHDAQARRQSFGQVANAFIRLVNDDNGVEIARYDLSEDASTETAMLFGEL
                     YRHNAEWKFRAVGQGYAGGLSSVCAQYGINAS"
     gene            complement(304455..305492)
                     /locus_tag="CH60_289"
     CDS             complement(304455..305492)
                     /locus_tag="CH60_289"
                     /note="R_switched_Alx: integral membrane, TerC family
                     protein;
                     [P] COG0861 Membrane protein TerC, possibly involved in
                     tellurium resistance"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, TerC family protein"
                     /protein_id="AJK13219.1"
                     /translation="MESTHIGFPIETVAVFILLSVGAICIDLFMHRHDKPISLKSAAL
                     WSLFWVAIAFVFAGFLYLHHGAEAASLFVTGYALEKVLSIDNLFVMMAIFSWFAVPDR
                     LRYRVLYWGIIGAIVFRGIFVAIGTGLLMLGPWVEVVFAIVVAWTAVMMLRKGDDDDA
                     IEDYSQHIAYRLVKRFFPIWPKLRGNAFILSQKEVDAELAKPENADVQVGRKGGVARY
                     ATPLMLCLAVVELSDVMFAFDSVPAVIAVSREPLIVYSAMMFAILGLRTLYFVLEALK
                     QYLVHLEKAVIVLLFFIAAKLGLNASDHFFNHGYDISANVSLFVVIGVLAIGIVASFL
                     FPEKDSKEGQH"
     gene            complement(305514..305969)
                     /locus_tag="CH60_290"
     CDS             complement(305514..305969)
                     /locus_tag="CH60_290"
                     /note="[P] COG3793 Tellurite resistance protein"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurite resistance TerB family protein"
                     /protein_id="AJK13830.1"
                     /translation="MSFFNKVKNAISAGRTELTNQVGRFKNRKFMEGTVAVCAHISMA
                     SNGAGPEEKQKMIMFIKQSPELSVFDTNEVIEFFNKLVTSYEFDADIGKGEAMKYIMA
                     LKSQPEAAQLALRVGIAVAKSDGVFDEMEEAAAREICVTLGFVPADFQL"
     gene            complement(306002..307186)
                     /locus_tag="CH60_291"
     CDS             complement(306002..307186)
                     /locus_tag="CH60_291"
                     /note="[R] COG4110 Uncharacterized protein involved in
                     stress response"
                     /codon_start=1
                     /transl_table=11
                     /product="terD domain protein"
                     /protein_id="AJK13378.1"
                     /translation="MNLMPGGNAPVASQTLTVRVLSGASVDVSAFRLYASGKVRGDTD
                     MVFYGQPVTDDSTIRLSGQGVNTAFSVNLQAINHDVQKIAFTATCDGNQTLSQLGNLS
                     IQVELNGSVLMKGDVETQGRQEAALILGELYRRNTEWKFRFVAQGFNGGLKPLAEHFG
                     VVVEDEPAAPTPVPTPVSTPAPTAPPVAKPINLSKVSLTKEKPVISLTKRDDFGEIRV
                     NLNWHRGGGAPAKGFLQGIFNSNKGIDLDLGAFVALNDGSRGVIQALGNNFGSYHSEP
                     YVQLQGDDRTGDVSDGEWMHINGREWKHVKEVLIFAFIYEGVPSWGSTDGIVTINVPG
                     QAPIETQMNEGNDRKNMCAVARLVNESGNIKVERINRYFSGHKEMDEAFGWGFRWKAG
                     SK"
     gene            complement(307186..307779)
                     /locus_tag="CH60_292"
     CDS             complement(307186..307779)
                     /locus_tag="CH60_292"
                     /note="[T] COG2310 Uncharacterized proteins involved in
                     stress response, homologs of TerZ and putative
                     cAMP-binding protein CABP1"
                     /codon_start=1
                     /transl_table=11
                     /product="terD domain protein"
                     /protein_id="AJK10541.1"
                     /translation="MISLSKNQTISLAKESSALSRVQFGLGWDPVKKKKSFLGGLFGG
                     GSASDSIDLDASCVMLSQAGKPVDTVSFRHLTSKCRSVQHTGDNLTGEGDGDDEVINV
                     DLSRLPAEVEYLAFTVNSFRGQTFNEVENAFCRVVDQTGKELARYVLTEQGSHTGIVI
                     SSLRRNNGQWDFTAHGRACRGRTIEDMMSEIIETVVR"
     gene            308055..309116
                     /locus_tag="CH60_293"
     CDS             308055..309116
                     /locus_tag="CH60_293"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-grasp in the biosynthetic pathway with Ter
                     operon family protein"
                     /protein_id="AJK14132.1"
                     /translation="MKKNIWFMGGLSSQRDIISGVKNTSELHGNAIQVFASHHQHRYE
                     ILEKADVAFIEPSDLDTKMAFIRHIVKAFDIEAIHTGRSCLWFEQHRAAIEGLGVKLT
                     TGAQCPATFTLADNKVEYAAYMAQKGLPVVPSIQIASPDELREWLANPPFDTEKLCIK
                     PVTGIYGMGFWKLDQSISAMDCFDRTDNRVVHPDLYLAALERTEKMQPMVLMPYLPGP
                     ESSVDMLVEKGKVIAAVARRKEGSVQHLHQSGAAFELAKSSAELMQADGLVNVQTRCD
                     HHGQPLLLEINLRPSGGIDYTRHSGVNLPGLFALRQLDLMSQDEVSSQAVAHFKPVSV
                     RAMTDALPFPAELQNLTHF"
     gene            309131..310264
                     /locus_tag="CH60_294"
     CDS             309131..310264
                     /locus_tag="CH60_294"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl transferase domain protein"
                     /protein_id="AJK11513.1"
                     /translation="MTTQPPVYRRELSGGTLTVIPNSSNIPLDSLFDIAERRNPKRAF
                     LFVSKVLGRHIPVSPATMRNVYRQLAERFPADLPGPVLFIGMAETAVGLAAGVFQELR
                     GTVAEPVFLTSTRHPVDGDLLCEFKENHSHATDHLLYLPSDPVLRARLQRARSVVLID
                     DEATTGNTFINLLQALRDANLNGLEKVVAVTLTDWSGSALTERCPLPVTTVSLITGEW
                     NWSPIPDAPVPVMPACNVTARGKVAITDKQNWGRLGMDETRADIGHKVHVLAGEKVLV
                     LGTSEFVWQPFLLAERLEHAGANVKFSSITRSPIAQGHAINSIIAFSDNYGLGIPNFL
                     YNVAHQHFDRIIVCVETPAESIDPTLIEQLRTVAPCVEVIAYE"
     gene            310257..311069
                     /locus_tag="CH60_295"
     CDS             310257..311069
                     /locus_tag="CH60_295"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13187.1"
                     /translation="MNKPVFLCDLDDTLFQTRRKMVDELDLPPFRVGALDRSLTPRSF
                     MTEEQSMLVDWLLEHAEFIPVTARGTEEISRVNIPFSSWAITTHGAVILTPDRQPDAG
                     WQDTVLTNLQPYRDRLIAMESRINDMMAERGLNAWCRINYEYGDTPVYFVMKHRDSTQ
                     IAELYAFNDQLESLFSTDGFYIHRNSNNIAWLPVCIEKGLATTYLLDKLRHEHGAFPV
                     LGFGDSLSDFSFMRHCHWFGMPAKSQFSQALTSHLFDNTTFNKNNVNGDNDA"
     gene            311062..312141
                     /locus_tag="CH60_296"
     CDS             311062..312141
                     /locus_tag="CH60_296"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl transferase family protein"
                     /protein_id="AJK12138.1"
                     /translation="MHDITPFSGSYLPDDIQFLLKPIQIEMTPVEVKEKLIQSGARHY
                     SDMLSQEPAPTEHHLTLFARALDQGATRMAREVVMLAKALINRFGDTPIVLASLVRAG
                     VPLGVMLHHTLRALGKTSFHYGISIIRDRGIDEVALSYIEQKHGTEGLVFVDGWTGKG
                     AITGELTRSLQGRPGYPELPRLVVLADPCGCSWLSATDDDWLIPFGIMGAPVSGLVSR
                     SLWSEKGLHGCVHCEHLQEFECSQLLVNTVADCRQQLDLSQIPAAEWDYQQNAALRIQ
                     SHQVVKKMAEQFEINSVNRIKPGIAEATRAVLRRVPDHVLVRHIDDPDVSLLVYLAKQ
                     KKIAIKEVGNELGQYRAITIIKKVI"
     gene            312141..313100
                     /locus_tag="CH60_297"
     CDS             312141..313100
                     /locus_tag="CH60_297"
                     /note="[G] COG2301 Citrate lyase beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="C-C Bond Lyase of the TIM-Barrel fold family
                     protein"
                     /protein_id="AJK13421.1"
                     /translation="MKSTPSAYALGATLYMPATRTDIADIIIHNKISGLRSLVICLED
                     AVSEDDVPLAISQLSTLLGTLAVEKKRDGSAHWPLIFVRPRHEAMGLALITRFNLSAI
                     NGFVLPKFTQASITTWWEIMKETHLCMMPTLETEDVFDVAKMSTLARELENHPSRQRI
                     VALRIGGNDLMSVISMRRSRKLTLYDGPMGYVIKMLVSVFCPKNFALTAPVCEQIDNP
                     QLLETELALDIAHGLVGKTAIHPSQIEVIQRALMVDTHDHADALRILNSTQAVFKSQG
                     AMCEPSTHKRWAAAILERAQYYGIMPDFTAMAVRDAPRKHQSG"
     gene            313497..313985
                     /locus_tag="CH60_298"
     CDS             313497..313985
                     /locus_tag="CH60_298"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tellurite resistance protein"
                     /protein_id="AJK13415.1"
                     /translation="MLLSTKQFRHYTLALLLASGKPVDADDIYDKLSCSGPTLTRALK
                     ELRETYNAEIRYSKSTHSYQLTEKGTLTPKVLRHIKDAIASHMIIKSHEELVASHVIL
                     DKEKKRSISLSLRMSVIRKIDRVVNQLEITRSEAVEILVNTYISELMLSVSQPPKGKK
                     SV"
     gene            314300..315100
                     /locus_tag="CH60_299"
     CDS             314300..315100
                     /locus_tag="CH60_299"
                     /note="[E] COG0685 5,10-methylenetetrahydrofolate
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylenetetrahydrofolate reductase family
                     protein"
                     /protein_id="AJK11198.1"
                     /translation="MERKLSFEMNSAKNEKEMENIFKLIEFTDTLDPIYYTVNTEIGS
                     SVWSDTYRTVIELREKTDVPLIPHITINNKKEREIMQIIEKYINVGICEFFVIRGDKH
                     VYDQDNPINYGVELIELIRRSHKHIGIKTSLYPDFHKETTEVKEEIDWNERKYQLGVN
                     EFISQLTLNTNALDFLSHWVDKERPFTPSIMPLGNFSFIEKFTSSNSIDYPLWIKKFA
                     NSKSNSNEDKENIGIEIIRFLCREYLNQRERLHVFTLNKVDVMKKIFQ"
     gene            315441..316754
                     /gene="hutW"
                     /locus_tag="CH60_300"
     CDS             315441..316754
                     /gene="hutW"
                     /locus_tag="CH60_300"
                     /note="rSAM_HutW: putative heme utilization radical SAM
                     enzyme HutW;
                     [H] COG0635 Coproporphyrinogen III oxidase and related
                     Fe-S oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heme utilization radical SAM enzyme
                     HutW"
                     /protein_id="AJK11446.1"
                     /translation="MNIDLMPYYAQPGPLPFPKRWATMPWRDSRPLPAESLQDSWQSL
                     LQKALPRNKRLLYLHIPFCATHCTFCGFYQNPLQSGSTERYTDYLLRELSMEADSPLL
                     QGGPIHAIYFGGGTPSALSAQQLHSIISQLRKSLPLAPDCEITVEGRIFNFDDERIDA
                     CLEAGANRFSIGVQTFNTRIRQRMGRKADRDQAIRFLTDLATRDRAAVVCDLMFGLPH
                     QTPEIWQEDLAIVRQLPLDGVDLYALNLLPTTPLAKSVENNRVELPTLAQQCDFYCSG
                     ADSLAQAGWHQLSNSHWARTTRERNLYNLLIKQGADCLALGSGAGGSLQGHAYMQHRS
                     LDNYYRLIDSGQKPLMMMTQASGEHPWRAKLQSGIEVGRLDLSELIADPYPLMPLISQ
                     WYQSNLLKDNSFCLRLTDSGRFWASNIMQALQNIIPSLITAESHS"
     gene            316805..317314
                     /locus_tag="CH60_301"
     CDS             316805..317314
                     /locus_tag="CH60_301"
                     /note="conserved hypothetical protein;
                     [P] COG3721 Putative heme iron utilization protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11803.1"
                     /translation="MNRSPLAEFLATQPDGTLEQIAQDYQVSVLDVVRALPERVLVGA
                     EHFDRIWDSMTEWGDVTTLVHTADVILEHKGPLPSGTHRHGYFNLRSKQGLSGHIRAQ
                     NCQAIALLERPFMGMATASVQFFNQQGEVMFKVYVGRDEHRQLRADGLAAFHQLAQQL
                     LIEDPTLVK"
     gene            317348..317998
                     /locus_tag="CH60_302"
     CDS             317348..317998
                     /locus_tag="CH60_302"
                     /note="[MG] COG0702 Predicted nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="trkA-N domain protein"
                     /protein_id="AJK12012.1"
                     /translation="MRPWLIFGAGRGVGAHLLALANQHADSASNPRPVTLLIRNQQQA
                     EELRNKGLTVVCGDACDPASVREACQLAGEDAAIISTLGNNNANYQGNRLIIDTAEQL
                     GLKRMLLVTSIGCGDSWPTLSPAARAAFGQAVREKSLAESWLQTSNLIYTLIRPGGLL
                     DQPATGNAIRLQTEAHGMVTRADVAHHISQMIEDPATYYQAYALIEPGLARKVKMN"
     gene            318084..318275
                     /locus_tag="CH60_303"
     CDS             318084..318275
                     /locus_tag="CH60_303"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin uptake hemP family protein"
                     /protein_id="AJK11070.1"
                     /translation="MDKQLNKVPMLNDEPAAEYSVARKPLSIASEQLLGEHGVAFIVH
                     QGECYQLRQTKSGKLILTK"
     gene            318405..320435
                     /locus_tag="CH60_304"
     CDS             318405..320435
                     /locus_tag="CH60_304"
                     /note="tonB-hemlactrns: TonB-dependent
                     hemoglobin/transferrin/lactoferrin receptor family
                     protein;
                     [P] COG1629 Outer membrane receptor proteins, mostly Fe
                     transport"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB-dependent
                     hemoglobin/transferrin/lactoferrin receptor family
                     protein"
                     /protein_id="AJK14097.1"
                     /translation="MLRSTSDRFRWSSLSLAIACTLPLATQAADTTTTQTSSKKHSTD
                     TMVVTATGNERSSFEAPMMVTVIEGNAPTSQTAATAADMLRQVPGLTVTGSGRTNGQD
                     VVMRGYGKQGVLTLVDGVRQGTDTGHLNSTFLDPALVKRIEIVRGPAALLYGSGALGG
                     VIAYETVDAADMLQPGQNSGYRVYSSAATGDHSFGLGASAFGRTDDLDGILSFGTRDI
                     GNIRQSNGFNAPNDETISNVLAKGTWQIDSIQSLSANLRYYNNSAIEPKNPQTSAPSS
                     TNVMTNRSTIQRDAQLRYNIKPLDQEWLNATAQVYYSEVEINARPQGSAEEGREQTTE
                     GVKLENRTRLFIESPASHLLTYGTETYKQEQTPGGATESFPQAKIRFSSGWLQDEITL
                     RDLPVSILAGTRYDNYSGSSDGYADVDADKWSSRGAISITPTDWLMLFGSYAQAFRAP
                     TMGEMYNDSKHFAIPIRPGLTLTNYWVPNPNLKPETNETQEYGFGLRFSDLLMAEDDL
                     QFKVSYFDTKAKDYISTRVDMQAMTTTSVNIDQAKIWGWDASMSYKTALFNWDLAYNR
                     TRGKNQNTDEWLDTINPDTVTSIVDVPVANSGFSVGWIGTFANRSSRVSSSTPQAGYG
                     VNDFYVSYKGQEAFKGMTTTMLLGNVFEKEYYTPQGIPQDGRNVKFFVSYQW"
     gene            320554..321591
                     /gene="hemS"
                     /locus_tag="CH60_305"
     CDS             320554..321591
                     /gene="hemS"
                     /locus_tag="CH60_305"
                     /note="[P] COG3720 Putative heme degradation protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin transport protein hemS"
                     /protein_id="AJK13068.1"
                     /translation="MNASLYQQYVQAKAEHPGKYARDLATLMGISEAELTHSRVGHDA
                     KRLQSDARALLAALESVGEVKAITRNTYAVHEQVGRYENQHLNGHAGLILNPRALDLR
                     LFLNQWASAFTLTEETRHGVRHSIQFFDHQGDALHKVYVTEQTDMSAWEALLAQFIIP
                     ENPALQLEPLSTPEAVEPTADDATVDSEWRAMTDVHQFFQLLKRNNLTRQQAFRAVGD
                     DLAYQVDNNSLTQLLHIAQQDQNEIMIFVGNRGCVQIFTGLIEKVTPHNEWINVFNQR
                     FTLHLIETAIAESWITRKPTKDGFVTSLELFAADGTQLAQLYGQRTEGQPEQNQWREQ
                     IARLINKDIAA"
     gene            321588..322427
                     /gene="hmuT"
                     /locus_tag="CH60_306"
     CDS             321588..322427
                     /gene="hmuT"
                     /locus_tag="CH60_306"
                     /note="[P] COG4558 ABC-type hemin transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin-binding periplasmic protein hmuT"
                     /protein_id="AJK14474.1"
                     /translation="MRLRLLSLPFILSLCAPLLPLNTLAAERIVTIGGDVTEIAYALG
                     AGDEIVARDSTSQQPQAAQKLPDVGYMRTLNAEGILAMKPTMLLVSELAQPSLVLTQI
                     ASSGVNVVTVPGQTTPESVAMKINAVATALHQTEKGQKLIEDYQQRLAAVNKTPLPVK
                     VLFVMSHGGLTPMAAGQNTAADAMIRAAGGSNAMQGFSRYRPLSQEGVIASAPDLLLI
                     TTDGVKALGSSENIWKLPGMALTPAGKHKRLLVVDDMALLGFGLETPQVLAQLREKME
                     QMQ"
     gene            322424..323428
                     /locus_tag="CH60_307"
     CDS             322424..323428
                     /locus_tag="CH60_307"
                     /note="[P] COG0609 ABC-type Fe3+-siderophore transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AJK13479.1"
                     /translation="MNGRVQPRLMLGFLLILLVILALGSANMGALSLSFRTLWNTSTN
                     DAMWHIWLNIRLPRVLLAVVVGCALAVSGTIMQGLFRNPLADPGLLGISSGAALCVGL
                     IIVMPFSLPPLLALYSHMVGAFIGSLAISTIIFTLSRWGHGNLARLLLAGIAINALCG
                     AAVGVLTYISDDQQLRQFSLWSMGSLGQAQWSTLLVASSLILPTCILGLLQARQLNLL
                     QLGDEEAHYLGVNVRQAKLRLLLLSAILIGAAVAVSGVIGFIGLVVPHLIRMRIGADH
                     RWLLPGAALGGACLLLTADTLARTLVAPAEMPVGLLTSLLGGPYFLWLILRQREQRSG
                     "
     gene            323421..324221
                     /gene="hmuV"
                     /locus_tag="CH60_308"
     CDS             323421..324221
                     /gene="hmuV"
                     /locus_tag="CH60_308"
                     /note="[P] COG4559 ABC-type hemin transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin import ATP-binding protein HmuV"
                     /protein_id="AJK12772.1"
                     /translation="MVDMAVTPVALLEASHLHYHVQQQALINDVSLHIASGEMVAIIG
                     PNGAGKSTLLRLLTGYLSPSHGECHLLGQNLNSWQPKALARTRAVMRQYSELAFPFSV
                     SEVIQMGRAPYGGSQDRQALQQVMAQTDCLALAQRDYRVLSGGEQQRVQLARVLAQLW
                     QPQPTPRWLFLDEPTSALDLYHQQHTLRLLRQLTRQEPLAVCCVLHDLNLAALYADRI
                     MLLAQGKLVACGTPEEVLNAETLTQWYQADLGVSRHPESALPQIYLRQ"
     gene            complement(324362..325543)
                     /gene="metC"
                     /locus_tag="CH60_309"
     CDS             complement(324362..325543)
                     /gene="metC"
                     /locus_tag="CH60_309"
                     /EC_number="4.4.1.8"
                     /note="cysta_beta_ly_B: cystathionine beta-lyase;
                     [E] COG0626 Cystathionine beta-lyases/cystathionine
                     gamma-synthases"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine beta-lyase"
                     /protein_id="AJK13097.1"
                     /translation="MNKKDISSFGISTQITQLGRNPQEQTGFVNTPIYRGSTVIFNTV
                     DDIVNNRAVFNYGTAGTPTIANLESAWTALAGAAGTVISPSGLGVIALALLTTLKAGD
                     HLLMPDSVYKPTRLLCAGLIARMGVETTYYDPLIGAEIETLMKPNTSTLFLESPGSQS
                     FEIQDIPMMTAITKRRGIATIIDNTWASPLFFAAHKHGCDLSLEAGTKYLGGHSDLLM
                     GLVSANEQWWPKLRETYDSMAMLPGAEDCFLALRGLRTLHLRIKEAEKRGLEMAQWLK
                     ERPEVLRVLHPAFPDCPGHEFWKRDFTGSSGLFSIVLKPEFTQKGLAEMLDNMSIFAM
                     GFSWGGYESLVIPFDCSEYRTVTKWNPGGLTIRLQIGLEDMEDLKEDLAQGFIRLASN
                     S"
     gene            complement(325589..326875)
                     /locus_tag="CH60_310"
     CDS             complement(325589..326875)
                     /locus_tag="CH60_310"
                     /note="[E] COG0814 Amino acid permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK14118.1"
                     /translation="MSEISSSKSELKKLYKSVPFTQYDVGWVILCIGMAIGSGIVFMP
                     VQVGIKGIWVFIAAVIISYPAIYLLQNLYLRTLSESDNCTDYTSVITQYLGKNWGVGL
                     GIAYFLMLLHGMFSYSLAVTFDSASYIKTFGLTEGLLSDSIWYGLIILTVLVAIAAQG
                     EKILFKVSGPMVCVKFGIIVVLGVVMVPYWDFNNISAFPELFSFLRDVLLTLPFTLFS
                     ILFVQILSPMNIAYRKVESDKRIATYRAIRANRVAYIILAVAVLFFAFSFTFSISHEQ
                     AVSAFEQNISALAIAAQVIPGSIVRIMTALLNIFAILTAFLGIYLGFQEAIKGIVVNI
                     ISRFIPEENINQKVLHIGVCVGVILTLWLWVSTRFSILFFLQLGGPLFGVVSCLIPCY
                     LVYKVPVLHKLKGPTIWFISFFGILLCLSPFFKFFE"
     gene            327045..328028
                     /locus_tag="CH60_311"
     CDS             327045..328028
                     /locus_tag="CH60_311"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13696.1"
                     /translation="MSIDENTFAFSAKINNHAIYKHLENFIKIVECNSLSIAAHKLNI
                     TPSSTSRSLAQLEEKLGVVLLKRTTRSIVLTDAGDYLFHQARQLLLDLDETLVNTHSF
                     YNHPQGQLKITCSIAFGVCHLMHLFSQYKETNSDVCLSVDLNDQLVNLNEEHFDIALR
                     ITSIPPPNFAIRRICTINWVYCGSKEYLMKRGVPATIEDLEQHDCLVNPNVSDAWLYK
                     STEGESVPLKIKNTVQANSSLGLLHAALHHQGIVCLPTYMLGDYITSGKLVPILLDYN
                     AKDKEYGLYALYYPSKYNDPKIRSFIDFMLDELSMDVPWDKWRADYQISLS"
     gene            complement(328106..328327)
                     /locus_tag="CH60_312"
     CDS             complement(328106..328327)
                     /locus_tag="CH60_312"
                     /note="conserved hypothetical protein;
                     [O] COG0425 Predicted redox protein, regulator of
                     disulfide bond formation"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11930.1"
                     /translation="MPDYRLDMVGEPCPYPAVATLEAMPQLKPGEILEVISDCPQSIN
                     NIPLDARNYGYTVLDIQQDGPTIRYLIQR"
     gene            complement(328372..329586)
                     /locus_tag="CH60_313"
     CDS             complement(328372..329586)
                     /locus_tag="CH60_313"
                     /note="[R] COG2391 Predicted transporter component"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfur transport family protein"
                     /protein_id="AJK13455.1"
                     /translation="MSWPEFKSQYLVRFWAPLPAVIAAGILATYYFGLTGTFWAVTGE
                     FTRWGGHIMQLFGAQPQEWGYFKVIGLEGTPLDRIDGMMIIGMFAGCIAAALWANNIK
                     LRKPQHTIRIAQALVGGIIAGFGARLAMGCNLAAFFTGIPQFSLHAWFFALATAAGSY
                     FGAKFTLLPLFRIPIKLQKVTAASPLTQHPARAARRFRLGMVVLVLALGWSLIELFRQ
                     PKLGIAMLCGIGFGLLIERAQICFTSAFRDLWITGRTHMAKAIILGMAVSTLGIFSYV
                     QLGVEPKILWAGPNAVIGGLLFGFGIVLAGGCETGWMYRAVEGQIHYWWVGLGNIIGA
                     TLLAYYWDDFAPALATNYDKVNLLETFGPMGGLLVTYLMLALAFAAMLWWEKRFFRKQ
                     KATTSALIKESL"
     gene            complement(329969..331036)
                     /locus_tag="CH60_314"
     CDS             complement(329969..331036)
                     /locus_tag="CH60_314"
                     /note="flhB_rel_III: type III secretion, YscU/HrpY family
                     protein;
                     [U] COG4792 Type III secretory pathway, component EscU"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion, YscU/HrpY family protein"
                     /protein_id="AJK13243.1"
                     /translation="MSTEKNEKPTPKRLKEAKEKGQVVKSVEITSGVQLVALVIYFLL
                     TGYSLVEQAKALIRSSIIQLQQPLTLALARIGAECMTVLMHIVVVLGGALIVVTIIAG
                     IAQVGPLLATKAVSFKGERINPIQNAKQLFSLRSVFELMKSLLKVGVLTLIFGYLLMQ
                     YAPSFGYLTHCGSRCALPVFSTLMGWLLGSLIACYLVFSLMDYAFQRYTIMKQLKMSH
                     DEVKREYKDSNGDPHIKQKRRQLQHEVQSGSFATNVRRSTAVVRNPTHFAVCLIYHPE
                     ETPLPIVIEKGHDEQAALIVSLAEQSGIPVVENIALARALHRDVACGDTIPEQFFEPV
                     AALLRMALELDYQPSSDDPPR"
     gene            complement(331026..331820)
                     /gene="epaR"
                     /locus_tag="CH60_315"
     CDS             complement(331026..331820)
                     /gene="epaR"
                     /locus_tag="CH60_315"
                     /note="fliR_like_III: type III secretion apparatus protein
                     SpaR/YscT/HrcT;
                     [U] COG4791 Type III secretory pathway, component EscT"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion apparatus protein
                     SpaR/YscT/HrcT"
                     /protein_id="AJK12936.1"
                     /translation="MTDVLPGLTALALAMMRPYGILLILPLFTARSLGSSLLRNGLIV
                     AIALPVTPLFLSAPIITNSSPVTWIGVLCTELLIGVVMGFVAALPFWAMNMAGFLIDT
                     LRGATMSTLFNPGMGVESSLFGVLFTQILTVLFLISGGFNQVLAALYGSYDSLPIGQG
                     IQPAADLLLFLQTEWQMMFELCLCFALPALLVMVLADLSLGLINRSARQLNVFFLAMP
                     IKSALALFLLLISLPYGLHHYLSRMSDTEQKIGTLIPLIKGGNDVH"
     gene            complement(331822..332115)
                     /locus_tag="CH60_316"
     CDS             complement(331822..332115)
                     /locus_tag="CH60_316"
                     /note="fliQ_rel_III: type III secretion, HrpO family
                     protein;
                     [U] COG4794 Type III secretory pathway, component EscS"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion, HrpO family protein"
                     /protein_id="AJK11315.1"
                     /translation="MNNHMSSYHENAIIVHLATELLWLVLLLSLPVVVVASTVGLVIS
                     LVQALTQIQDQTLQFLIKLLAVSATLLMTYHWMGATLLNYTQQSFLQITSMRP"
     gene            complement(332112..332762)
                     /gene="epaP"
                     /locus_tag="CH60_317"
     CDS             complement(332112..332762)
                     /gene="epaP"
                     /locus_tag="CH60_317"
                     /note="yscR: type III secretion apparatus protein,
                     YscR/HrcR family;
                     [U] COG4790 Type III secretory pathway, component EscR"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion apparatus protein, YscR/HrcR
                     family"
                     /protein_id="AJK13325.1"
                     /translation="MELLNSSYQLIALLFMLSVLPLLVVMGTAFLKLSVVFSLLRNAL
                     GVQQVPPNIAIYGLALVLTIFIMAPVGLDVQARLQNEELSNDIGALAHQIDQNALVPY
                     RDFLQRNTDIEQVTFFNDIVQNKWPERYRDSVKPDSLLILMPAFTLSQLNEAFKIGLL
                     LFLPFVAIDLIVSNILLAMGMMMVSPMTLSLPFKLLVFVLVDGWSLVLGQLVGSYL"
     gene            complement(332889..333851)
                     /gene="epaO"
                     /locus_tag="CH60_318"
     CDS             complement(332889..333851)
                     /gene="epaO"
                     /locus_tag="CH60_318"
                     /note="spaO_YscQ: type III secretion apparatus protein,
                     YscQ/HrcQ family;
                     [NU] COG1886 Flagellar motor switch/type III secretory
                     pathway protein"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion apparatus protein, YscQ/HrcQ
                     family"
                     /protein_id="AJK11580.1"
                     /translation="MLTNLTPELRALSTLIGSGRQTAGVSVALTEIDGEGVYLPLHYG
                     GQECGLWLSQSCWQHWLNTTLATDNPQLLAAELVIAMANWAVTPLLALFTDLVVLAES
                     PQKRSLPKQWAVTVAFELEGQPIIGVLQDWPQAALADTLSHWPCEAVTAPDLLWQSGL
                     VAGWCHLSLRQLQQLRPGEGLRLSMAAELDKEACWLWHHASPQIYIKLEGGNRMTIQQ
                     INEASDPLACGSRAESPPLAAVQLEDLPQTLVMEIGRLTLPLGEIKQLAVGQTLACQT
                     HCYGEVNICLNGQSVGRGSLLRCDEKLVVRIAQWGLQNGENIME"
     gene            complement(333829..334227)
                     /locus_tag="CH60_319"
     CDS             complement(333829..334227)
                     /locus_tag="CH60_319"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13258.1"
                     /translation="MSRIDIEGALPPLREQGYSKERSTHWDHERQRQQFARCFSSPLP
                     RIQNIACTVAGYDDNGLMETHYRIVSGPLCGTKVSVSMTAHGLRIVLSNTESKLIERL
                     QRIQNRWQRQLHQLGFPCLLEVTCADESDA"
     gene            complement(334208..334609)
                     /locus_tag="CH60_320"
     CDS             complement(334208..334609)
                     /locus_tag="CH60_320"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion system apparatus
                     protein"
                     /protein_id="AJK13018.1"
                     /translation="MNHSQQRTLQRLLALRQRQERRLRQQLGQLRREQQQQEQQLENG
                     RRRHQQLCQQLQQLAQWCGMLTPREADEQKVLRQAVYQAERQAKKQLNAWVAQGRQQV
                     SAIERQQARLRRNQREQEKLRMLTEDESNRY"
     gene            complement(334606..335943)
                     /locus_tag="CH60_321"
     CDS             complement(334606..335943)
                     /locus_tag="CH60_321"
                     /EC_number="3.6.3.14"
                     /note="fliI_yscN: ATPase, FliI/YscN family protein;
                     [NU] COG1157 Flagellar biosynthesis/type III secretory
                     pathway ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase, FliI/YscN family protein"
                     /protein_id="AJK14041.1"
                     /translation="MKLPDIARLTPRLQQQLTRPSAPPEGLRYRGPIVEIGPTLLRAS
                     LPNVAQGELCRIEPQGMLAEVVSIEQEMALLSPFASSDGLRCGQWVTPLGHMHRVQVG
                     ADLAGRILDGLGAPIDGGPPLTGQWRELDCPPPSPLTRQPVEQMLTTGIRAIDGILSC
                     GEGQRIGIFAAAGVGKSTLLSMLCADSAADVMVLALIGERGREVREFLEQVLTPEARA
                     RTVVVVATSDRPALERLKGLSTATTVAEYFRERGLKVLLLADSLTRYARAAREIGLAA
                     GEPPAAGSFPPSVFANLPRLLERTGNSDRGSITAFYTVLVEGDDMNEPVADEVRSLLD
                     GHIVLSRRLAGAGHYPAIDIAASVSRIMPQIVSAGQLAMAQKLRRMLACYQEIELLVQ
                     IGEYQAGEDLQADEALQRYPAICAFLQQDHSLTRDPDTAHLDTTLEHLAQVVG"
     gene            complement(335930..337978)
                     /locus_tag="CH60_322"
     CDS             complement(335930..337978)
                     /locus_tag="CH60_322"
                     /note="hrcV: type III secretion, HrcV family protein;
                     [U] COG4789 Type III secretory pathway, component EscV"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion, HrcV family protein"
                     /protein_id="AJK12691.1"
                     /translation="MSKSALVRGLTMITARQDIFLAVMLLVAVFMMILPLPTTMVDLL
                     IAINLAFSVILLMISIYLRDPLEFSVFPSLLLITTLYRLALTISTTRLVLLQHDAGEI
                     VEAFGQFVVGGNLAVGMIIFTIITVVQFIVITKGSERVAEVSARFSLDGMPGKQMSID
                     GDMRAGAIDSVEAKRLRERVQKESRLFGAMDGAMKFVKGDAIAGIIVILINIIGGITI
                     GVMQHKMSAEEAMNTYAVLSIGDGLCAQIPSLLISITAGIIVTRVPGSNKQSLANELA
                     VQVGRQPDALWLAAAILTVFALLPGFPFLIFITLAAAVAAPAFLLYRKNRRISQDGRA
                     NGGSEEGGATGQRMTPGAVPLMLHCASNLHHPHLGRDIDGLRWRWFEHLGVPLPEVEI
                     RCDPTLAENTLSVQVYQERVLEVVLPPDSLLLTRPCSSLVTNNQVLGAKMGSFDWLDA
                     KQAMQARTLGIPYVEGHQRIITCLTRVFERYTAEFIGVQETRYLMDAMEGRYGELVKE
                     LQRQIPVGKVAEILQRLVEENISIRDLRTIFGALVVWAPKEKDIVMLTEYVRIALRRH
                     LCRRFSHNKTWISVLRLGDGVEHLIRDSIRQTSSGTYSALEERQSLLILNKIKNAFAE
                     NQDAVLLTTLDVRRFVRKIIERDLFVLPVLSWQELGDEMNLKVAGTIELIGDELDETA
                     "
     gene            complement(337971..338618)
                     /locus_tag="CH60_323"
     CDS             complement(337971..338618)
                     /locus_tag="CH60_323"
                     /note="hrpE_YscL_not: type III secretion apparatus
                     protein, HrpE/YscL family"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion apparatus protein, HrpE/YscL
                     family"
                     /protein_id="AJK13556.1"
                     /translation="MNPFHLEIEKYGYPLPPGVVIPAAYLAEAMHSQDLLAQANAQAA
                     EILQAAEQARVLLLDQAAEQADALISQAREQMETALLAQHVRWLVGAEQLESLLITQV
                     RHRILAAITTVVTTWSGEQPMSQILIQRLGDQAEKMAQQGELTLRVHPQHLPAVTTAL
                     GERLRCVGDTEMAADQAQLSSPMLQLTLSLHHHLSQLVLWLQQSPDLFDEENVYE"
     gene            complement(338615..339208)
                     /locus_tag="CH60_324"
     CDS             complement(338615..339208)
                     /locus_tag="CH60_324"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion system subunit"
                     /protein_id="AJK12525.1"
                     /translation="MAFSPSIDVQYLHQLAWRPAQFAHPLWLAAVGVNPENYGYGRSR
                     ALDSALNGMLIQRRKFPQQRLPAVLNPRQQRQIAQRQRLPALCLALGVVSLQCDDYLR
                     LRRYRQVLSPLLNDDDIQQIIGMGYRGQWQASLSPQQLPDVALRLGQSLACQVRSNNI
                     IWQAVSILLPPNPRALCLSRSMQAQTEAWLSRLERLL"
     gene            complement(339383..340114)
                     /locus_tag="CH60_325"
     CDS             complement(339383..340114)
                     /locus_tag="CH60_325"
                     /note="III_secr_YscJ: type III secretion apparatus
                     lipoprotein, YscJ/HrcJ family;
                     [U] COG4669 Type III secretory pathway, lipoprotein EscJ"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion apparatus lipoprotein,
                     YscJ/HrcJ family"
                     /protein_id="AJK10504.1"
                     /translation="MKSLRQMLAIVLMTLSLSGCDMELYSGLSEGEANQMLALLMLHQ
                     INAEKQIEKSGMVGLTVDKRQFINAVELLRQNGFPRQRFITVDELFPANQLVTSPTQE
                     QAKMVFLKEQQLENMLSHMDGVIHADVTVAMPMSVDGKNPLPHTASVFIKYSPEVNLQ
                     SYQSQIKGLVRDAVPGIDYAKISVVMQPANYRFSASEAEQQQGPQTTVQWLLRHVGMV
                     QNMVGVAFISLIVLMFVGWFYYRRR"
     gene            complement(340111..340362)
                     /locus_tag="CH60_326"
     CDS             complement(340111..340362)
                     /locus_tag="CH60_326"
                     /note="yscI_hrpB_dom: type III secretion apparatus
                     protein, YscI/HrpB, C-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13876.1"
                     /translation="MNMSSAQAVAGLFQATEPPVGNTQQVAKFTQLMAQPASTELMMT
                     PESLLMQQAEWMHASLAIDLTAKVAGVMGQNINKLVNMQ"
     gene            complement(340460..340708)
                     /locus_tag="CH60_327"
     CDS             complement(340460..340708)
                     /locus_tag="CH60_327"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10636.1"
                     /translation="MSLLSADCRQLVVEAALAGVNHSLLAEAHDIVNALPLLIPDPQV
                     RLVCEAMLRFGLGDKVQARALLATSGEEDAQILLGLLQ"
     gene            complement(340705..340920)
                     /gene="eprI"
                     /locus_tag="CH60_328"
     CDS             complement(340705..340920)
                     /gene="eprI"
                     /locus_tag="CH60_328"
                     /note="III_needle: type III secretion apparatus needle
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion apparatus needle protein"
                     /protein_id="AJK11533.1"
                     /translation="MQISSPMGQLTNDIQQARQAYQNQMAAVNINDPEQMLTSQFTMN
                     QYSAFLDFKSIEMKMINDIRNRILSRI"
     gene            complement(340930..341637)
                     /locus_tag="CH60_329"
     CDS             complement(340930..341637)
                     /locus_tag="CH60_329"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK10554.1"
                     /translation="MKSIQFILFRQEGVLRSDGERYVIPAGKLVIADEQASASAFANS
                     AITSILCYPIDLFPIYQDLARRTLPLNKGHLPHAVNDKYKVLPANVEIIQAAEELINI
                     ERVASLRFLYLYCLGIDNVYFSKLLDSIVGTNNELLEFFEKNRLNPWSVSRYANELGI
                     STRKLNFLFYEKFGMSAKQWLLDQRLKKGCELLLSTRLRVADIAMECGFSNHAHFSDS
                     FRRRFQQCPSHMRSLIE"
     gene            complement(341744..341965)
                     /locus_tag="CH60_330"
     CDS             complement(341744..341965)
                     /locus_tag="CH60_330"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus"
                     /protein_id="AJK13846.1"
                     /translation="MQHITVLEEDIKHDPTAIKQRKEILARGRRLITCQLSLLQTPEN
                     YQSLNNMMLALQRAEEIIEILTLRYGNKE"
     gene            complement(341984..343198)
                     /locus_tag="CH60_331"
     CDS             complement(341984..343198)
                     /locus_tag="CH60_331"
                     /note="type_III_yscD: type III secretion apparatus
                     protein, YscD/HrpQ family"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion apparatus protein, YscD/HrpQ
                     family"
                     /protein_id="AJK13629.1"
                     /translation="MTTVFKLRLLNGDLNGLELILPEGEFTLGEQGCDVLLPLSDGNI
                     VTLCVNEYQVMIQVAEEVWINGAQHDLHTPLPLLQSIEIAGLVFVLGEQTDILSGIKV
                     THRARFPLLVWLAIAICVPLSLLFVFLFWLTTQPETLRASIPADVPTQLAERLREPAL
                     QGIKGTWLADGSVTLSGHCASSSMMEPLQHFLLRNHIAFRNQLVCDDRLIASVSDLLH
                     QHGYHDIEVRIGDEPGNIVIYGAVQMGDQWLTVQDTLAAVSGLKGWLVVNAHSGQIQQ
                     LVERLRAAGLLGFLSMTESNKELAISGVLSSEQQQQLKETLAALSQQQPGFPSVRYQN
                     IPASDRTDQFLPAKVVSYGGNTQSAFVRLANGGRLQQGSVLANGYKVVFIGEQGLTLL
                     KANNLVHIPMDF"
     gene            complement(343200..344699)
                     /locus_tag="CH60_332"
     CDS             complement(343200..344699)
                     /locus_tag="CH60_332"
                     /note="type_III_yscC: type III secretion outer membrane
                     pore, YscC/HrcC family;
                     [NU] COG1450 Type II secretory pathway, component PulD"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion outer membrane pore,
                     YscC/HrcC family"
                     /protein_id="AJK12262.1"
                     /translation="MRKITGLILLFFATLLPYGKFSYVKAIPWQGEPFFIYSRGMTVS
                     ELLKDLGMNYGIPVVISSEINEHFTGKIRDKTPEKILSELAGRYNITWYYDGETLYFY
                     PVQSIKREFISPDGLAANTLVKYLQRGDVLAGKNCAIKAIPHLDTLEVKGVPICIERV
                     KSVSKMLSEQVRHQNQNKETVKVFPLKYASAADSDYQYRDQNVRLPGLVSVLRELNQG
                     NNLPLAGGNQPDGNQASSPVFSADPRQNAVIIRDRQANMPIYRSLITQLDQRPIQIEI
                     SVTIIDVDAGDISQLGVDWSASASIGGTGVSFNSTFAKNNAEGFSTVIGDTGNFMVRL
                     NALQKNSRARILSQPSVVTLNNIQAVLDKNVTFYTKLQGEKVAKLESVTSGSLLRVTP
                     RMIETEGVQEVLLNLNIQDGQQQASTNSNEPLPEIRNSDISTQATLQVGQSLLLGGFI
                     QDTQIESQNKIPLLGDIPLLGGLFRSTDKQSHSVVRLFLIKAVPVNAGE"
     gene            344943..347762
                     /locus_tag="CH60_333"
     CDS             344943..347762
                     /locus_tag="CH60_333"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="hpt domain protein"
                     /protein_id="AJK13923.1"
                     /translation="MGKASSLVTRLTLLMGVTLTVIWLILIATTAFFSYENTRQILIN
                     ELTHMASMRADLSNHQFEGAERDAASLISRRESLQSTSPLPEISIKHYDSYYIPFNLD
                     SCNINQHKNDLWIIQAYGTAGQTYYLDSFIIKQKEGIVLFPPQKSSSDYLNQRRKDLL
                     LLPKFPTHNNIYWGAPTYTPQGGWHVSVAVCDKVGTLAGFALKLNDLIAYNHPVEQRD
                     INLLLDKNGELLPISQQATSSNQLHEILNQLKNSKLHDGWQQTPDYLVLRTQLKGPGW
                     QQLVIYPRMGFAWEALKPALYQLPFALAILLLLTSVLSLLLRYYLAIPLWNFINIIGA
                     TGPQAMEPRLPINRIDELGHIARAYNNLLDTLNEQYDTLEMKVKERTLALAEAKRAAE
                     QANRRKSDHLTTISHEIRTPLNGALGAVELLQNTPLDAGQMRLAETAHQCSLSLLAII
                     NNLLDFSRIESGQMTLSLEKTALLPLLDQAMLTIHSQALSKSLALSTFISANIPLELE
                     LDTLRLRQILVNLLGNAVKFTPQGRIQLRVRRQNQTLCFTVEDTGCGIDVQHQQTIFQ
                     PFMQTSDHEQGTGLGLAIADNLAKMMGGHLTVFSEPGQGSCFSLCLPFNAITPPMPFH
                     GELFAPQRLHAQLSAWGMTCQPELANQPSRHFVDNALCYLPGRLYAKLKQYLQGAETE
                     ALKSLPLQPWQMHILLVDDSETNRDITGMMLQQLGHQVTRADSGTTALAIGRQHRFDL
                     VLMDIRMPVLDGLATTARWRHDPANIDSHCMITALSANASPDEQIKTSQAGMNHYLSK
                     PVTLGQLAEMLDLTAQFQLERGVDLSPQLSEPQPLLDLADSALSLKLYQSLQVLIQQA
                     KDAIENLPVLSHTLHTIKGCAGQAGLIELQDAVIQLEHALDTHETLTQQEIIQLDEII
                     HVLLQPPTTCESTFIISQGQSLMVK"
     gene            347775..348407
                     /locus_tag="CH60_334"
     CDS             347775..348407
                     /locus_tag="CH60_334"
                     /note="[TK] COG2197 Response regulator containing a
                     CheY-like receiver domain and an HTH DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK14286.1"
                     /translation="MNTKLLIVDDHELIIHGIKNMLAAYPRYLIVGQADNGLEVYNLC
                     RQTEPDMVILDLGLPGMDGLDVIIQLLRRWPALKILTLTARNEEHYASRTFNSGALGY
                     VLKKSPQQILMAAIQTVAIGKRYIDPALDASMVIKLTQGSDNTPPVLTPRERQILKLI
                     TEGSCNRVIAAQLSISQKTVETHRLNMMKKLDVHKVAELIHWSYRLGLNV"
     gene            complement(348585..349853)
                     /locus_tag="CH60_335"
     CDS             complement(348585..349853)
                     /locus_tag="CH60_335"
                     /note="sodium:dicarboxylate symporter family protein;
                     [C] COG1301 Na+/H+-dicarboxylate symporters"
                     /codon_start=1
                     /transl_table=11
                     /product="dicarboxylate symporter family protein"
                     /protein_id="AJK13975.1"
                     /translation="MLGILVGAVLHNQIESREWLVSNILSPAGDIFIRLIKMIVVPIV
                     ISTLIVGIAGVGDAKKLGRIGLKTIIYFEVITTIAIIIGITLANVFQPGVGIDMSALT
                     VVDISQYEKTTEQVQSGSHSLVSTILSLIPANVFASMAKGDMLPIIFFSVLFGLGLSS
                     LPKETKEPLLNVFKAVSESMFKVTHMIMRYAPIGVFGLISVTVANFGFASLIPLAKLV
                     ILVYAAILFFALVILGTVARLCKLRIWILIRILKDELILAYSTASSETVLPRIIEKME
                     AYGAPKAITSFVVPTGYSFNLDGSTLYQSIAAIFIAQLYGIELSIGQEIILVLTLMVT
                     SKGIAGVPGVSFVVLLATLGSVGIPLEGLAFIAGVDRILDMARTALNVVGNALAVLVI
                     AKWENQFDDKKAKAYEKTLFAVEQTPANQS"
     gene            350757..352715
                     /gene="acs"
                     /locus_tag="CH60_336"
     CDS             350757..352715
                     /gene="acs"
                     /locus_tag="CH60_336"
                     /EC_number="6.2.1.1"
                     /note="ac_CoA_lig_AcsA: acetate--CoA ligase;
                     [I] COG0365 Acyl-coenzyme A synthetases/AMP-(fatty) acid
                     ligases"
                     /codon_start=1
                     /transl_table=11
                     /product="acetate--CoA ligase"
                     /protein_id="AJK11159.1"
                     /translation="MSQIHKHPIPAAIAEHALITPEKYQHYYQQSVQNPDEFWGEQGK
                     IIDWIKPYKTVKNTSFDPGHVSIRWFEDGTLNLAANCLDRHLAERGDQTAIIWEGDDP
                     NQSKTVTYKQLHHDVCQFANVLKSLGVKKGDVVAIYMPMVPEAAVAMLACARIGAVHS
                     VIFGGFSPDAVAGRIIDSHSKLVITADEGIRAGRAIPLKKNVDEALKNPAITSIKNVV
                     VFQRTGNASYWEDGRDVWWHDLIKEASADCPPEEMNAEDPLFILYTSGSTGKPKGVVH
                     TTGGYLVYAALTFKYVFDYHPGDIYWCTADVGWVTGHSYLLYGPLACGAITLMFEGVP
                     NYPGVNRLSQVVDKHKVNILYTAPTAIRALMAEGDKAIEGTKRDSLRIMGSVGEPINP
                     EAWEWYYNKIGNSKCPIVDTWWQTETGGFMITPLPGATELKAGSATRPFFGVQPALVD
                     NLGNPQEGVAEGNLVITDSWPGQARTLFGDHERFEQTYFSTFKGMYFSGDGARRDEDG
                     YYWITGRVDDVLNVSGHRLGTAEIESALVAHPKIAEAAVVGVPHNIKGQAIYAYITLN
                     HGEEPTPELYTEVRNWVRKEIGPLATPDILHWTDSLPKTRSGKIMRRILRKIATGDTS
                     NLGDTSTLADPSVVEKLLEEKQSMQTPS"
     gene            352772..353083
                     /locus_tag="CH60_337"
     CDS             352772..353083
                     /locus_tag="CH60_337"
                     /note="conserved hypothetical protein;
                     [S] COG3162 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11055.1"
                     /translation="MNDSIYQEIEDNPRFQELVKKRSRFAWLLSLITLTMYVAFIFLI
                     AFEPQWLGTPIYTGSSVTRGIPVGVGLIVTSFILTGIYVIRANGEFDRLTAEIIREVK
                     Q"
     gene            353080..354735
                     /gene="actP"
                     /locus_tag="CH60_338"
     CDS             353080..354735
                     /gene="actP"
                     /locus_tag="CH60_338"
                     /note="symport_actP: cation/acetate symporter ActP;
                     [R] COG4147 Predicted symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="cation/acetate symporter ActP"
                     /protein_id="AJK10526.1"
                     /translation="MKIRHWSALSLFVLPALAQAEALTGEVHRQPLNIQAIVMFLLFV
                     GGTLYITYWASKRTRSRQDYYTAGGRITGFQNGLAIAGDYMSAASFLGISALVYASGY
                     DGLIYSIGFLIGWPIILFLIAERLRNLGRYTFADVASYRLQQRPIRTLSACGSLVVVA
                     LYLIAQMVGAGKLIQLLFGLNYHVAVVLVGILMVLYVLFGGMLATTWVQIIKAVMLLS
                     GATFMAIMVMKSVNFNFNTLFSEAVKVHPKGLSIMSPGGLVSDPISALSLGLALMFGT
                     AGLPHILMRFFTVSDAKEARKSVFYATGFIGYFYILTFIIGFGAILLVGPNQTFKDAA
                     GALLGGNNMAAVHLANAVGGSFFLGFISAVAFATILAVVAGLTLAGASAVSHDLYASV
                     IKKGKANERDELRVSKITVIILGIVAIGLGILFENQNIAFMVGLAFSIAASCNFPIII
                     ISMYWDKLTTRGAMIGGWLGLSTAVILMILGPTIWVTILGHEKPIYPYEYPALFSMIA
                     AFVGTWFFSITDNSETGKQERLLFKSQFVRSQTGLGASKGGAH"
     gene            complement(354809..355795)
                     /locus_tag="CH60_339"
     CDS             complement(354809..355795)
                     /locus_tag="CH60_339"
                     /note="[R] COG1073 Hydrolases of the alpha/beta
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="dienelactone hydrolase family protein"
                     /protein_id="AJK12139.1"
                     /translation="MDHYCTVRYRSDTRKILRQALLTPNSTITFSAEKIEQQDRGSYI
                     AEKIALNITDESRVLGLLLTPKTKGPHPAIVLLHDHGSKFDIGKEKMIRPWGDSAKLA
                     SAQAWSDKFFSGKFVGDELAKRGYVVFSIDSIGWGDRGPMSYERQQALASNFFNLGRS
                     LAGTMAYEDMRTVDFMTTLPSVDRKRIGVLGFSMGAYRAWQLAALSDQVAATAAISWF
                     GNYKGLMTPDNNVLRGQSSFYMLHPGIANKLDFPDIASLAAPRPMLLFNGGKDKLFPA
                     QAVEQAYDKVHAIWRSQNAEPRLVTRSWPTLGHVFYQEQQDVVFLWLDRWLK"
     gene            355854..356597
                     /locus_tag="CH60_340"
     CDS             355854..356597
                     /locus_tag="CH60_340"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11228.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQSPVTVFTSH"
     gene            356597..356875
                     /locus_tag="CH60_341"
     CDS             356597..356875
                     /locus_tag="CH60_341"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK12888.1"
                     /translation="MTRLRPMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRW
                     LEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDSFCRGVA"
     gene            356875..357654
                     /locus_tag="CH60_342"
     CDS             356875..357654
                     /locus_tag="CH60_342"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK12280.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            357926..359083
                     /locus_tag="CH60_343"
     CDS             357926..359083
                     /locus_tag="CH60_343"
                     /EC_number="5.4.99.5"
                     /note="CM_P_1: chorismate mutase;
                     [E] COG0077 Prephenate dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate mutase"
                     /protein_id="AJK13922.1"
                     /translation="MTDNPLLVLRERISALDLKLLALLAERRELAVDVAKAKQLHHRP
                     IRDKERERDLLDALIDAAKPYNLDGFYVTRLFQLIIEDSVLTQQALLQHQLNQTALLS
                     ARIAFLGPKGSYSHLAARQYAARHFEQLIECGCLKFQDIFTQVETGQADYAVLPIENT
                     SSGSINDVYDLLQHTSLSIVGEITNPIEHCVLIATETDLNKIETVYSHPQPFQQCSQF
                     INRFPHWKIEYCESTAAAMEKVAGMKSPTAAALGSEAGGALYNLQVLEHNLANQQQNI
                     TRFIVLARKPIDVSEQIPAKTTLIMATGQQSGALVEALLVLREHGIIMTKLESRPING
                     NPWEEMFYIDVQANIRSEAMQKALADLTPITRSLKVLGCYPSENVVPVEPR"
     gene            complement(359188..360309)
                     /gene="tyrA"
                     /locus_tag="CH60_344"
     CDS             complement(359188..360309)
                     /gene="tyrA"
                     /locus_tag="CH60_344"
                     /EC_number="5.4.99.5"
                     /note="CM_T: chorismate mutase;
                     [E] COG0287 Prephenate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate mutase"
                     /protein_id="AJK13916.1"
                     /translation="MVAELTALRDQIDEVDKALLDLLAKRLHLVAEVGEVKSRYGLPI
                     YVPDREAAMLASRRQEAGALGVPPDLIEDVLRRVMRESYTSENDKGFKTLCPELRPVV
                     IIGGQGQMGRLFSRMLNLSGYQVRTLEQEDWSQAESILADAGMVIVSVPIHITEEVIN
                     RLPKLPADCILLDLASVKNKPLQAMLAAHEGPVLGLHPMFGPDVGSLAKQVVVYCDGR
                     DPQAYQWLLEQLQVWGARLHRISAVEHDQNMAFIQALRHFATFAYGLHLAEENVQLEQ
                     LLALSSPIYRLELAMVGRLFAQDPQLYADIIMSSEDNLALIKRYYKRFGEALTLLEHH
                     DKQAFVQSFEKVEHWFGDYAERFLVESRSLLRQANDNRQ"
     gene            complement(360322..361392)
                     /locus_tag="CH60_345"
     CDS             complement(360322..361392)
                     /locus_tag="CH60_345"
                     /EC_number="2.5.1.54"
                     /note="aroFGH: 3-deoxy-7-phosphoheptulonate synthase;
                     [E] COG0722 3-deoxy-D-arabino-heptulosonate 7-phosphate
                     (DAHP) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-7-phosphoheptulonate synthase"
                     /protein_id="AJK12950.1"
                     /translation="MQKDSLNNVHISAEQILITPEELKNQFPLSENDQYSIERARKTI
                     ADIIQGRDPRLLVVCGPCSIHDVDAALDYARRLKKLSVELDDSLYIVMRVYFEKPRTT
                     VGWKGLINDPAMDGSFDVEAGLHIARRLLLDLVGMGLPLATEALDPNSPQYLGDLFSW
                     SAIGARTTESQTHREMASGLSMPVGFKNGTDGSLGTAINAMRAAAMPHRFMGINQSGQ
                     VCLLQTQGNPHGHVILRGGKTPNYSAQDVAQCEKQMQDAGLIPSLMIDCSHGNSNKDY
                     RRQVAVAESVVEQIKAGNRSITGVMLESHIHEGNQSSEQPRADMRYGVSVTDACINWE
                     STETLLRGMRQELLAALTARTA"
     gene            361625..362341
                     /locus_tag="CH60_346"
     CDS             361625..362341
                     /locus_tag="CH60_346"
                     /note="[KT] COG3279 Response regulator of the LytR/AlgR
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AJK12103.1"
                     /translation="MLRVIIVDDEQPAREDLRERLNEEHGIEIVAECSNALEAIPAIQ
                     RLQPDVVFLDIQMPRINGLELASMLNPESMPHIVFVTAYDEYAIRAFEEHAFDYLLKP
                     LDHQRLAKTLTRLSRDLIVKNNLHKVIEPILRHIPCSGHNRIFLLKIEEVEYLSSELS
                     GVHVVGTVQSGYTQLSLKTLEEKTPFIRCHRQYMVNTEQLGEIQLMDNGAAEVITRSG
                     KHIPVSRRYLKSLKEKLGIA"
     gene            362770..363450
                     /locus_tag="CH60_347"
     CDS             362770..363450
                     /locus_tag="CH60_347"
                     /note="[R] COG2704 Anaerobic C4-dicarboxylate transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic c4-dicarboxylate membrane transporter
                     family protein"
                     /protein_id="AJK12965.1"
                     /translation="MITLQFIIIILCLLLGTRYGGMGLGLISGIGLFILTFIFGLEPG
                     KPPVDVMLTILAVIGCASVLQTAGGLNVMMQFAERLLRRHPQHITLLAPFTTWSLTFL
                     CGTGHVVYTMFPIISDIAIKKGIRPERPMAVASVASQMAITASPVSVAVVSLVSIIGA
                     NHGIGHAYSILEILAISVPASLVGVLIAALWSLRRGKDLDKDPDFQKKIKDPEQRAYI
                     YMAQQIRY"
     gene            363519..364115
                     /locus_tag="CH60_348"
     CDS             363519..364115
                     /locus_tag="CH60_348"
                     /note="[R] COG2704 Anaerobic C4-dicarboxylate transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic c4-dicarboxylate membrane transporter
                     family protein"
                     /protein_id="AJK10637.1"
                     /translation="MLGAFADLRPAFEVKGKLQSLSMNLVIQMMMLIAGAVILIGCKV
                     KPSDISNGAVFKAGMVAIFSVFGVAWMSDTFFQAHMGELRLVLEDVVKGHPWTYAIVL
                     FLVSKLVNSQAAALAAIAPMGLQLGVEPKMLIAFFPAAYGYFVLPTYPSDLACIGFDR
                     SGTTKIGRFIINHSFIIPGLIGVICSCITGYLLVTTFM"
     gene            364438..365205
                     /locus_tag="CH60_349"
     CDS             364438..365205
                     /locus_tag="CH60_349"
                     /note="conserved hypothetical protein;
                     [M] COG3137 Putative salt-induced outer membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13229.1"
                     /translation="MFSLRHTKALPFYISTLTLSLFSASALADATLFTALDDPSSAKK
                     SFDGSVDAGYTAQSGNTTNSSLAANSTLTWFQPNTAYSLWGAARNTSANNQRSSERYQ
                     LGGRTRYNLTDRHYIFGQASWLTDRYNGFDSRSVLTTGYGRQVMTTPLHNLRVEFGPG
                     VRHDEFYGGGRATKALAYGGANYTYQLTDNTVFSEGVSALANEETTLNSETALNVAIN
                     KSFALRLAYIATYNTKPPTSAPKNTDTTTSITLVYGL"
     gene            complement(365467..365814)
                     /gene="rplS"
                     /locus_tag="CH60_350"
     CDS             complement(365467..365814)
                     /gene="rplS"
                     /locus_tag="CH60_350"
                     /note="rplS_bact: ribosomal protein L19;
                     [J] COG0335 Ribosomal protein L19"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L19"
                     /protein_id="AJK13232.1"
                     /translation="MSNIIKQIEQEQMKQDVPAFRPGDSVEVKVWVVEGSKKRLQAFE
                     GVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVIDSITVKRRGAVRQAKLYYLRE
                     RTGKSARIKERLG"
     gene            complement(365895..366635)
                     /gene="trmD"
                     /locus_tag="CH60_351"
     CDS             complement(365895..366635)
                     /gene="trmD"
                     /locus_tag="CH60_351"
                     /EC_number="2.1.1.228"
                     /note="trmD: tRNA (guanine(37)-N(1))-methyltransferase;
                     [J] COG0336 tRNA-(guanine-N1)-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (guanine(37)-N(1))-methyltransferase"
                     /protein_id="AJK10618.1"
                     /translation="MWIGVISLFPEMFRAITDYGVTGRAVKNGLLSVQCWSPRDFTYD
                     RHRTVDDRPYGGGPGMLMMVQPLREAIHAAKAAAGEGAKVIYLSPQGRKLDQQGVCEL
                     AMNQKMILVCGRYEGVDERVIKTEIDEEWSIGDYVLSGGELPAMTLIDSVSRFIPGVL
                     GHHASAEEDSFVDGLLDCPHYTRPEVLEGMEVPPVLLSGNHAEIRRWRLKQSLGRTWL
                     RRPELLESLALTDEQMVLLAEFQREHKP"
     gene            complement(366674..367222)
                     /gene="rimM"
                     /locus_tag="CH60_352"
     CDS             complement(366674..367222)
                     /gene="rimM"
                     /locus_tag="CH60_352"
                     /note="16S_RimM: 16S rRNA processing protein RimM;
                     [J] COG0806 RimM protein, required for 16S rRNA
                     processing"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA processing protein RimM"
                     /protein_id="AJK13125.1"
                     /translation="MSKQLNPAVPDQPIVLGKMGSTYGIRGWLRVFSSTENAESIFDY
                     QPWFIQQAGKWQHVELEDWKRHSQDLIIKVKGVDDREAANLLTNCEIIVDSTQLPALE
                     EDDYYWKDLMGCQVVTTTGYELGKIIDMMETGSNDVMVVKANLKDAFGMKERLVPFLH
                     GQVIKKVDLTAQRVEVDWDPGF"
     gene            complement(367244..367492)
                     /gene="rpsP"
                     /locus_tag="CH60_353"
     CDS             complement(367244..367492)
                     /gene="rpsP"
                     /locus_tag="CH60_353"
                     /note="S16: ribosomal protein S16;
                     [J] COG0228 Ribosomal protein S16"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S16"
                     /protein_id="AJK14452.1"
                     /translation="MVTIRLARGGAKKRPFYQVVVTDSRNARDGRFIERVGFFNPIAS
                     GQAEALRLDLDRIEHWIGLGATVSDRVSVLIKDAKKAA"
     gene            complement(367720..369081)
                     /gene="ffh"
                     /locus_tag="CH60_354"
     CDS             complement(367720..369081)
                     /gene="ffh"
                     /locus_tag="CH60_354"
                     /note="ffh: signal recognition particle protein;
                     [U] COG0541 Signal recognition particle GTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="signal recognition particle protein"
                     /protein_id="AJK11667.1"
                     /translation="MFENLTDRLSRTLRNISGRGRLTEENIKETLREVRMALLEADVA
                     LPVVRDFINRVKERAVGHEVNKSLTPGQEFVKIVKNELISAMGEVNNELNLAAQPPAV
                     VLMAGLQGAGKTTSVAKLGKFLKEKQKKKVLVVSADVYRPAAIKQLETLAQGVGIDFF
                     PSDAQEKPIDIVNRALQQAKLKFYDVLIVDTAGRLHVDEAMMDEIKQVHAAIKPVETL
                     FVVDAMTGQDAANTAKAFNEALPLTGVVLTKVDGDARGGAALSIRHITGKPIKFLGVG
                     EKSDALEPFHPDRIASRILGMGDVLSLIEDIESKVDRAQAEKLATKLKKGDGFDLNDF
                     LDQLKQMRNMGGMASMLSKMPGAGQLPENVKSQMDDKVTVRMEAIINSMTLKERAKPE
                     IIKGSRKRRIATGSGVQVQDVNRLLKQFDEMQRMMKKMKNGGLAKMMRGMKGMMPPGF
                     PGR"
     gene            369247..370038
                     /gene="ypjD"
                     /locus_tag="CH60_355"
     CDS             369247..370038
                     /gene="ypjD"
                     /locus_tag="CH60_355"
                     /note="[R] COG4137 ABC-type uncharacterized transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein ypjD"
                     /protein_id="AJK10732.1"
                     /translation="MPVFSILALLAYSLSLGLIIPSLVRKNSAYRRLALVSAVVALVC
                     HAIALKNQIFDVGVGQNLTLLNIGSIVGLMICTIMTIVASQGRGWFLLPIVYSFAMIN
                     LALASLLPGEFITHLEASPEIFIHIGLALFAYATLIIAALYALQLAWLDYQLKHKKLT
                     FNADMPPLMSIERKMFHITQIGVVLLTLTLCTGLLYMDNLFSKENVHKAVLSIMAWFV
                     YIVLLWGHYHEGWRGRRVIWFSFAGAFLLTLAYFGSRLVQEIMVR"
     gene            370110..371390
                     /locus_tag="CH60_356"
     CDS             370110..371390
                     /locus_tag="CH60_356"
                     /note="[P] COG4536 Putative Mg2+ and Co2+ transporter
                     CorB"
                     /codon_start=1
                     /transl_table=11
                     /product="CBS domain protein"
                     /protein_id="AJK11918.1"
                     /translation="MEHVSTSSLIIILVIMIIVSAYFSASETGMMTLNRYRMRHLSKQ
                     GNRAARRVEKLLNRPDRLISLVLIGNNLVNILASALATIVGIRLYGDAGVAIATGVLT
                     FVILIFAEVLPKTIAALYPERVAFPSSMLLAPLQKIMLPLVWLLNTITRGLMHLCGIR
                     GNVHSSDAMSKDELRTIVSESQSKISRRNQDMLISVLDLEKVTVSDIMVPRNEVVGID
                     INDDWKSIMRQLTHSPHGRIVLYRQSLDDAIGMLRVREAYRLMTEKKEFNKENLLRAA
                     DEIYFIPEGTPLNVQLVKFQRNKKKVGMIVDEYGDIQGLVTVEDILEEIVGDFTTSMS
                     PTLAEEVNPQSDGSVLIDGSASVREVNKAFNWSLPVDARTINGMLLEELEEIPQAHIH
                     VRLGNYQIEVLDVQENMIKRVKITPMTSAEHSTL"
     gene            complement(371479..371994)
                     /gene="luxS"
                     /locus_tag="CH60_357"
     CDS             complement(371479..371994)
                     /gene="luxS"
                     /locus_tag="CH60_357"
                     /EC_number="4.4.1.21"
                     /note="[T] COG1854 LuxS protein involved in autoinducer
                     AI2 synthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="S-ribosylhomocysteine lyase"
                     /protein_id="AJK12399.1"
                     /translation="MPLLDSFTVDHTIMKAPAVRVAKTMKTPHGDEITVFDLRFCVPN
                     KEVMPEKGIHTLEHLFAGFMRDHLNGDGVEIIDISPMGCRTGFYMSLIGTPDEQRVAD
                     AWKAAMADVLKVTDQRKIPELNEYQCGTYHMHSLEEAQSIAKDILDRDVRINHNEELA
                     LPKEKLTELHI"
     gene            complement(372162..373721)
                     /gene="gshA"
                     /locus_tag="CH60_358"
     CDS             complement(372162..373721)
                     /gene="gshA"
                     /locus_tag="CH60_358"
                     /EC_number="6.3.2.2"
                     /note="glu_cys_ligase: glutamate--cysteine ligase;
                     [H] COG2918 Gamma-glutamylcysteine synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate--cysteine ligase"
                     /protein_id="AJK10514.1"
                     /translation="MIPDVSHALTWLEAHPKALKGIRRGIERETLRVTADGHLASTGH
                     PESLGAALTHQWITTDFAEALLEFITPVDGDIDHLLTFLRDIHRYTARKLGDERMWPL
                     SMPCFIEAEQDIELAKYGSSNIGRFKTLYREGLKNRYGALMQTISGVHYNFSLPLEFW
                     QAWAGVTDEQSGKEEISAGYFRLIRNYYRFGWVIPYLFGASPAICSSFLQGRETALPF
                     ERNGKGMCYLPYATSLRLSDLGYTNKSQSNLGITFNDLHTYVDALKRAIQTPSEEYVA
                     LGLKDGDRHLQLNTNVLQIENELYAPIRPKRVTRAGESPSDALLRGGIEYIEVRSLDI
                     NPFSPIGVDAVQARFLDLFLIWCVLADAPEMSSDELLCTRKNWDRVILEGRKPGQTIG
                     IGCSDSRQPLETVGKALFADLRRVAEVLDGSESASYQQVCDELVASFDDPELTFSARI
                     LKVMQEKGSGGVGLELAEHYREMLQNEPLELLTEEQLSAERDASRQRQHELELKDKLS
                     FEEYLALHGGQ"
     gene            complement(373804..374232)
                     /locus_tag="CH60_359"
     CDS             complement(373804..374232)
                     /locus_tag="CH60_359"
                     /note="conserved hypothetical protein;
                     [S] COG1238 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13909.1"
                     /translation="MSNTLAIASLFGSSFLSATLLPGNSEILLVTLLTAGSAPAAILV
                     LSATVGNTLGGLTNVVIGRLLPELKPQRGMGVALGWLQRFGPAALLLSWLPIVGDLMC
                     VLAGWLRMPWGFVAFFLFLGKALRYIVLTMITLQGIAWWQ"
     gene            complement(374229..374795)
                     /locus_tag="CH60_360"
     CDS             complement(374229..374795)
                     /locus_tag="CH60_360"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein;
                     [R] COG0637 Predicted phosphatase/phosphohexomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AJK11759.1"
                     /translation="MYDLYEGLIFDMDGTLLDTESTHRQAWRQVLAPYGMHFDEQAMV
                     ALNGAPTWKIAGVIIAHNQSDLDPHFLAAQKTSLVNTMLLDNVKPLPLIDVVKSYYGR
                     LPMAVGTGSEHSMAEMLLRHLGLRDYFDAIVGADDVTKHKPEPETFLRCAELLGVRPD
                     KCIVFEDADFGVEAAKRANMAIVDVRLL"
     gene            complement(375218..375294)
                     /locus_tag="CH60_361"
     tRNA            complement(375218..375294)
                     /locus_tag="CH60_361"
                     /product="tRNA-Arg"
     gene            complement(375374..375450)
                     /locus_tag="CH60_362"
     tRNA            complement(375374..375450)
                     /locus_tag="CH60_362"
                     /product="tRNA-Arg"
     gene            complement(375508..375584)
                     /locus_tag="CH60_363"
     tRNA            complement(375508..375584)
                     /locus_tag="CH60_363"
                     /product="tRNA-Arg"
     gene            complement(375593..375685)
                     /locus_tag="CH60_364"
     tRNA            complement(375593..375685)
                     /locus_tag="CH60_364"
                     /product="tRNA-Ser"
     gene            complement(376048..376233)
                     /gene="csrA"
                     /locus_tag="CH60_365"
     CDS             complement(376048..376233)
                     /gene="csrA"
                     /locus_tag="CH60_365"
                     /note="csrA: carbon storage regulator;
                     [T] COG1551 Carbon storage regulator (could also regulate
                     swarming and quorum sensing)"
                     /codon_start=1
                     /transl_table=11
                     /product="carbon storage regulator"
                     /protein_id="AJK14330.1"
                     /translation="MLILTRRVGETLMIGDEVTVTVLGVKGNQVRIGVNAPKEVSVHR
                     EEIYQRIQAEKSQPTTY"
     gene            complement(376483..379110)
                     /gene="alaS"
                     /locus_tag="CH60_366"
     CDS             complement(376483..379110)
                     /gene="alaS"
                     /locus_tag="CH60_366"
                     /EC_number="6.1.1.7"
                     /note="alaS: alanine--tRNA ligase;
                     [J] COG0013 Alanyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine--tRNA ligase"
                     /protein_id="AJK10884.1"
                     /translation="MSKSTAEIRQAFLDFFHSKGHQVVSSSTLVPNNDPTLLFTNAGM
                     NQFKDVFLGLDKRAYSRATTSQRCVRAGGKHNDLENVGYTARHHTFFEMLGNFSFGDY
                     FKHDAINFAWELLTSEQWFNLPKEKLWVTVYETDDEAYNIWANEVGVPHERIIRIGDN
                     KGGAFASDNFWQMGDTGPCGPCSEIFFDHGDHIWGGPPGSAEEDGDRYIEIWNIVFMQ
                     FNRQSDGTMLPLPKPSVDTGMGLERIAAVLQHVNSNYEIDLFRDLIAAVADVTGATDL
                     SSKSLRVIADHIRSCAFLISDGVIPSNENRGYVLRRIIRRAIRHGNMLGAKETFFYKL
                     VAPLIAVMGPAAAELKQQQAMVEQVLKTEEEQFARTLERGLALLDDELSKLTGDTLDG
                     ETAFRLYDTYGFPVDLTADVCRERNLKVDEAGFEQAMEAQRRRARESSGFGADYNSLI
                     RVDSASQFSGYDHVQQHATVTALFRNGEAVDEIHAGEEAVVVLNRTPFYGESGGQVGD
                     KGELKNATATFSVTDTQKYGQAIGHVGILTTGTLRVNHSVEALVDVVRRNRIRLNHSA
                     THLLHAALRNVLGEHVAQKGSLVNDKYLRFDFSHFEAMKPEQIRLVEDLVNEQIRRNM
                     PVQTEVMELDAAKEKGAMALFGEKYDDQVRVLTMGDFSTELCGGTHASRTGDIGLFRI
                     LTESGTAAGIRRIEAVTGEGAIALLHQQSDLLQDVAHLVKGDIHNLADKVRAVLDRSK
                     MLERELQQLKDQQAAQESASLSSSAKLINGVKLLVSQLDNVEPKMLRTMVDDLKNQLG
                     SAIIVLATTADDKVSLIVGVTKDLTGKVKAGELIADIAQQVGGKGGGRPDMAQAGGTD
                     VQALPAALASVEAWVASRM"
     gene            complement(379250..379813)
                     /locus_tag="CH60_367"
     CDS             complement(379250..379813)
                     /locus_tag="CH60_367"
                     /note="[R] COG2137 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="recX family protein"
                     /protein_id="AJK13002.1"
                     /translation="MNDQLSRAMRLLSQRDHSESELRRKLAAPPFSAKGNWGKRSGAK
                     SSDVVESNLVESNPVESNLAESNAIEESDPQVIEQVIDYCYQHNWLDDSRFAASYINS
                     RSRKGYGVQRIRSELMQKGVDKERILAAFENSEIDWCQLAKEVAQRKFSETLPVEWKE
                     KAKVQRYLLYRGFFQEEIQSIYTDSVE"
     gene            complement(379951..381021)
                     /gene="recA"
                     /locus_tag="CH60_368"
     CDS             complement(379951..381021)
                     /gene="recA"
                     /locus_tag="CH60_368"
                     /note="tigrfam_recA: protein RecA;
                     [L] COG0468 RecA/RadA recombinase"
                     /codon_start=1
                     /transl_table=11
                     /product="protein RecA"
                     /protein_id="AJK11597.1"
                     /translation="MAIDENKQKALAAALGQIEKQFGKGSIMRLGEDRSMDVETISTG
                     SLSLDIALGAGGLPMGRIVEIYGPESSGKTTLTLQVIAAAQREGKTCAFIDAEHALDP
                     IYAKKLGVDIDNLLCSQPDTGEQALEICDALTRSGAVDVIIVDSVAALTPKAEIEGEI
                     GDSHMGLAARMMSQAMRKLAGNLKNANTLLIFINQIRMKIGVMFGNPETTTGGNALKF
                     YASVRLDIRRIGAVKDGDVVVGSETRVKVVKNKIAAPFKQAEFQILYGEGININGELV
                     DLGVKHKLIEKAGAWYSYNGDKIGQGKANASNYLKENPAIAAELDKKLREMLLNGGNG
                     EQPVAAATAEFADGADETNEEF"
     gene            complement(381136..381624)
                     /gene="ygaD"
                     /locus_tag="CH60_369"
     CDS             complement(381136..381624)
                     /gene="ygaD"
                     /locus_tag="CH60_369"
                     /note="[R] COG1546 Uncharacterized protein (competence-
                     and mitomycin-induced)"
                     /codon_start=1
                     /transl_table=11
                     /product="protein YgaD"
                     /protein_id="AJK13233.1"
                     /translation="MSEGQLRQLSIAVGHKLKEHGAWVTCAESCTGGWVAKALTDIAG
                     SSAYFDRGFVTYSNAAKQDLLGVSETTLARYGAVSEAVVREMALGALKQANADFAVSI
                     SGIAGPDGGSADKPVGTVWFGFISREGPISARKKHFSGDRDSVRLQAAVFALQTLFDD
                     FL"
     gene            381941..383281
                     /locus_tag="CH60_370"
     CDS             381941..383281
                     /locus_tag="CH60_370"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK12023.1"
                     /translation="MKKIFNTFFPLYSATVLMLLGSGLLTTYISLRLTAINVSALLIG
                     AIIAANYIGLVIGGKVGHFLIARVGHIRAYVACAGIITAAVLSHGLTEYIPAWVVLRL
                     IIGLCMMCQFMVLESWLNDQAASNQRGTVFGFYMAATYAGLALGQVVLMFQPALGLIT
                     LMVIALFFALCLVPVALTTRSNAQQMSPAPMELKFFVSSIPKILASTLVIGMIVGSFY
                     GLAPVYSSLQSLSTQETGLFMALSIFAGLVAQFPLSWLSDRYNRTQLIRINALLLALT
                     ALPLALIPHISFRFLLSLGFVVSLLQFTLYPLVVALANDLIEPERRVSLAACLLMSFG
                     VGASIGPLVVGALMAPLGGNILYAFFSLCGLGLIALSRTVKQDQDEFVNDAPVPHIAI
                     PDCLVSSPLSSALNPSFDEQMIQNVMPPPEQPATINTPADSLSDPDTTPSPHSQ"
     gene            383529..384473
                     /locus_tag="CH60_371"
     CDS             383529..384473
                     /locus_tag="CH60_371"
                     /note="[K] COG2390 Transcriptional regulator, contains
                     sigma factor-related N-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, putative"
                     /protein_id="AJK12499.1"
                     /translation="MSRQDEQRLLVKIATLYYTEGMKQSEIADSLHLSQSFVSRAITR
                     CVKEGVVKISVIQPANMFIGIESRIQKHYGIDQAIVVDITDDASPAQIKQAIGSAAAH
                     YMQTSIRPNDMVGISSWSSTIRAMVDNLHPLNIKTSGVIQLLGGVGPNGNVQATLLTQ
                     SLANILNCPAYLLPAQSIERSTEDRARLISSGEVADVVNKFAEVDLALVGIGVLEPSQ
                     LLKNSGNYYHEEMLKLLAERGAVGDLCLHYFDAAGNAVLSDEEDPVIGMSLPQLRACP
                     RVVALAGGIEKSAAIRGALTGNYIDVLITDRLTAETLL"
     gene            complement(384695..386119)
                     /locus_tag="CH60_372"
     CDS             complement(384695..386119)
                     /locus_tag="CH60_372"
                     /note="L-fucose isomerase, C-terminal domain protein;
                     [G] COG2407 L-fucose isomerase and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13926.1"
                     /translation="MSAIPRKLIFAVIIGNRGFFPSYLVSDARRDAQALFDRLGINII
                     MLNEEQTPLGGVENWHDAKVCAELFRQHSEEIHGVVVILPNFGDEKSVSDAIRLSGLK
                     VPVLVQAEEDALDKMGLATRRDSFCGKISLCNNLRQYGIPFTLTKQHVCSLNSEIFSR
                     DVEQFVQLCRVVHAMKRVRVGAIGARPTNFNTVRYSEKLLENLGITVETLDLSEVFFR
                     VANLSDNDIRVGEKLALLKANGDTSTIPQDKLHKMAKLFVVISEWIIANDIDTTAMQC
                     WTSLQQNLGINVCSIMSVMSGQLMPSACEVDVMGALSMYALASCSLAPASIADWNNNF
                     GAERDKCVLFHCGNFASESLESSTMGTADIIGTTVGCENTCGAVHGRMKSGPLTYFRL
                     SSDDFTGQVRAYVGEGRSVSDELNTVGCRAVVEVPQLESLLTHICNNGFEHHVAMNHS
                     ATAQVLQEAFSKYLGVDCYWHGKP"
     gene            complement(386140..387627)
                     /locus_tag="CH60_373"
     CDS             complement(386140..387627)
                     /locus_tag="CH60_373"
                     /note="FGGY family of carbohydrate kinase, N-terminal
                     domain protein;
                     [C] COG0554 Glycerol kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10933.1"
                     /translation="MSTPIILAIDEGTTNAKAIAVDRAGRVLAKASVPLQLEHPQPGW
                     AEQDPLAIWLAVSQAVEGCLNQLAGAQVAGIAISNQRESVLIWERETGTPLTPVVSWQ
                     CRRSEAFCLALRQLPAAAMVAERTGLQIDPLFPAAKIHGMLAQIPHGAERAAHGELCV
                     GTLDCWLTWQFSEGQSFSTDFSNAARTQLFNIHSGQWDPDLLALFGIPSLCLPAVLPS
                     ASIHGHTARTGILGLEQGVPIVAHIGDSHAALYGQGGDQAGEIKATYGTGSSLMMTLK
                     QASAPSHGLSTTIAWHDGELRYALEGNITHTGSGVAWVSRMLGISDLSRLTDMAESQS
                     GNQGVYFVPALSGLGAPYWDSQARGLFCGLTDATTPAVLARAALESVAYQIADVFFAM
                     ENAAHHRLERLRVDGGATSNRWLMQFQADLLQRTLIRNHTAEVSALGAAYLGGKTLGW
                     WQDSQQLAALPREVEYIEPRIHSAEMQDNYSLWQTAIARARFQPK"
     gene            complement(387630..388574)
                     /locus_tag="CH60_374"
     CDS             complement(387630..388574)
                     /locus_tag="CH60_374"
                     /note="transketolase, C-terminal domain protein;
                     [G] COG3958 Transketolase, C-terminal subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14353.1"
                     /translation="MSNAEHLASVMVEQFIKAVDNGVDLVPVVADSTSTAKIGPFITR
                     FPDRVVNVGIAEQAMVGMAVGLSMGGKIAVTCNAAPFLISRANEQLKIDVCYNNSNVK
                     LFGLNSGASYGPLASTHHCIDDIAILRGFGNIEIYAPADPQECRQIIDYALAHQGPVY
                     IRLDGKALPPLHDEHYRFAPGQIDVLQEGRDIALVAMGSTVHEAVSAAAILADNNISA
                     AVVNVSSIRPCDTQQLFAILQQSQRVITIEEHNINGGVGSLVAEVLAEAGSGTPLVRL
                     GIPDGGYAIAADRAEMRAYHGFDAAGIVARALRFCRGE"
     gene            complement(388567..389397)
                     /locus_tag="CH60_375"
     CDS             complement(388567..389397)
                     /locus_tag="CH60_375"
                     /note="thiamine pyrophosphate enzyme, C-terminal TPP
                     binding domain protein;
                     [G] COG3959 Transketolase, N-terminal subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12802.1"
                     /translation="MNPYSLSIDELVRKARAIRRRIVLLNANSPAGGHTGADLSQVEI
                     LTALYFRILNCAPERLTDPERDIYVQSKGHAVGGYYCCLAEARYFPEEWLATYQRADS
                     HLPGHPVKHKTPGIELNTGALGHGLPVAVGIALAAKRANSKRRVFVLTGDGELAEGSN
                     WEAALVAAHYQLDNLVIINDKNKLQLAGTTKSIMNTDPLADKWRAFGLQVTECRGNDM
                     QSVVETLETLPQNGKPNVVIANTEKGAGISFIQGRVEWHHRVPKGAEIDLALEELNDE
                     "
     gene            complement(389648..390790)
                     /locus_tag="CH60_376"
     CDS             complement(389648..390790)
                     /locus_tag="CH60_376"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK13000.1"
                     /translation="MKATTGTALASHLPGGASWSRENMLLLLLKMRTFIALFLILGFF
                     SIMVPGFLATGSLIIMVKHIAINAFLALGITFVIITAGIDLSIGATLGLCGMIAGWMI
                     TQGIVLPMFGIAIFPSVWVVVPVVLVIGALIGAVNGWIITRYNVAPFICTLGTMYVVR
                     GASMLISGGETFPGLQGNPQLGNTGFDLLGSGTLLGLPIAIWIMFILALVIAYVARRL
                     PFGRHVYAIGDNERAAELSGVKVRQVKVWVYTLSGFCAAIAGIIVSAQLVASHPANGS
                     GFEMNAIAAVVLGGTSLAGGRGTILGTLIGAFVIGILADGLVMMGISEFWQMVIKGIV
                     IIVAVIIDQMQNRMQHKAAIVSQKVTAIPSDVTSQAGIISQTVKSE"
     gene            complement(390790..392313)
                     /gene="ccmA"
                     /locus_tag="CH60_377"
     CDS             complement(390790..392313)
                     /gene="ccmA"
                     /locus_tag="CH60_377"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK11375.1"
                     /translation="MNHRPDIVMRAEDISMRFPGTLALDSVNYTVYRGKVNVIIGENG
                     AGKSTLMKILAGVQQQTSGQIYLNGQKVSIANTREAAALGIGMVHQELNLSENLNVAE
                     NIFLGREIQHGLKPINQAAQERVTEQLMVRLDQVISPQEKVSNLKVGQQQLIEIAKAL
                     AEQADILILDEPTSALSKTEVDVLFRVIRELTRQGVSIVYISHRLEELMAIGDYITIL
                     RDGRFQAEAAVKDIDVPWIVREMLGSDPVSSFLRPGRTFGEPMMEVEDVTLINESGNT
                     VVNHVSLHVRAGEIVGIYGLMGAGRTELFECLLGTQQNYLGTVRLNGTVMNAKTSTAE
                     RIRFGMSLVPEDRKKAGIFPASSVACNLTISSLWRRLKHRFAIWQESEVQVVAATIGE
                     LSIKVSSPDVEIQALSGGNQQKVVIGRSLLTRPNILLLDEPTRGIDVGAKADVFEMMV
                     KLSEQGIGILFSTSDLKEIMAVSDRILVMSNGKLTANLSRQSASESALVTASAQGFE"
     gene            complement(392313..392930)
                     /locus_tag="CH60_378"
     CDS             complement(392313..392930)
                     /locus_tag="CH60_378"
                     /note="conserved hypothetical protein;
                     [R] COG5618 Predicted periplasmic lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11746.1"
                     /translation="MRFRAISKAGALLMISAVLVACTVVDLDENGKPILPVDPNAVVS
                     DYNQTPDKVAATIWAKNVMPFANSNAISWQEVKQQQSQPAVGKNNQSRFVRFTGKVVA
                     VETEGREGLIRLAIDGDEQVLQLGPIVKGNAIRDASTFIRFDDFKNQVQYAQLAKALS
                     LRALQEVAKPDASWIGQQVEVLAAVTLTPTSLSNGVPLSLNKESH"
     gene            complement(393023..393964)
                     /locus_tag="CH60_379"
     CDS             complement(393023..393964)
                     /locus_tag="CH60_379"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK13003.1"
                     /translation="MKNTLLKSCLTAALISMAGVAGAASNGLIAIITPSHDNPFFKAE
                     AEGAKAKATELGYTTLVASHDDDVNKQNQLIETAIARKAKAIILDNAGSDATIGPLKK
                     AKAAGIPAFLIDREINETGIAVSQIVSNNYQGAQLGAEKFVTLMGGKGKYIELLGRES
                     DTNAHVRSQGYHDVIDEHSDMKMVAQQTANWSQTEAFNRMESILQANPDITGVISGND
                     TMALGAEAALKAAGRNDVVVVGFDGSDYVRDSIINNGNIKATVLQPGWAQAQMAVVQA
                     DQYLKTGKTGLEEKQLMDCVLIDENNAKNLNVFALKD"
     gene            394500..396713
                     /gene="katG"
                     /locus_tag="CH60_380"
     CDS             394500..396713
                     /gene="katG"
                     /locus_tag="CH60_380"
                     /EC_number="1.11.1.6"
                     /note="cat_per_HPI: catalase/peroxidase HPI;
                     [P] COG0376 Catalase (peroxidase I)"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase/peroxidase HPI"
                     /protein_id="AJK11596.1"
                     /translation="MLKKILPVLITLAIVHNTPTAWAAEAPKTDSFYLPKSLDLSPLR
                     LHNIESNPYGKDFNYAQQFKTLDLEAVKKDIKTVLTTSQDWWPADYGNYGPFFIRMAW
                     HGAGTYRIYDGRGGADGGQQRFEPLNSWPDNANLDKARRLLWPIKKKYGAKISWGDLM
                     VLTGNVALESMGFKTLGFAGGREDDWQSDLVYWGAGNKMLSDNRDKNGKLPKPLAATQ
                     MGLIYVNPEGPNGKPDPVAAAKDIREAFARMAMNDEETVALIAGGHTFGKAHGAASPE
                     KCLGAAPGEAGLEQQGLGWANKCGSGNGKDTITSGLEGAWTTDPTHFTMQYLSNLYKH
                     EWVLTKSPAGAWQWKPKNAANVVPDATDPTKFHPLMMFTTDIALKVDPEYKKITTRFL
                     ENPEEFKMAFARAWFKLTHRDMGPAARYLGDEVPKETFIWQDPLPAANYKMIDSADIS
                     ELKDKILKTGLSDTKLIKTAWASASTFRGTDFRGGDNGARIRLAPQKDWPVNDPAELH
                     SVLAALMEVQNNFNKDRSDGKKVSLSDLIVLGGNAAIEDAAKKAGYSISIPFTPGRTD
                     ASQEETDVSSFAVLEPTADGFRNYYDAKRNTLSPIASLIDRANKLELTVPEMTVLIGG
                     LRVLDVNSGGSKAGVLTNTPGQLNNNFFVNLLDMSTKWTKSPKAEGYFDGYDRKTGKL
                     KWTASSVDLVFGSNPELRAVAEVYASDDAKEKFVHDFTKVWEKVMNLDRFDIKNN"
     gene            396790..397173
                     /gene="cybC"
                     /locus_tag="CH60_381"
     CDS             396790..397173
                     /gene="cybC"
                     /locus_tag="CH60_381"
                     /note="[C] COG3783 Soluble cytochrome b562"
                     /codon_start=1
                     /transl_table=11
                     /product="soluble cytochrome b562"
                     /protein_id="AJK14239.1"
                     /translation="MRKIPIIAGVFSLLITSCTFAASLQDDMNILIANLGIVSSSTDT
                     KVITSSLEKMRNAALDAQKAIPPKLEGKAEDSPEIKDYRHGFDLLIEQIDKTKQWAEE
                     GNIQEVKKSVGEVINIRNTYHSRYR"
     gene            397321..397851
                     /locus_tag="CH60_382"
     CDS             397321..397851
                     /locus_tag="CH60_382"
                     /note="[C] COG3038 Cytochrome B561"
                     /codon_start=1
                     /transl_table=11
                     /product="prokaryotic cytochrome b561 family protein"
                     /protein_id="AJK14387.1"
                     /translation="MHKKYSCLQIGIHWLVLLLVIIAWSSIELRGFAPRSYQPWMKMI
                     HFSCGIAILVLMMTRILIQLRYPTPPIVPKPSPMIVGLAHVGHWVIYLLFIALPIIGI
                     AILYCRGSSWIAFGLIMPHAEQANFDLADTLKAYHLLLANMSYFVIGLHALAALLHHY
                     VLKDNTLLRMMPKKRG"
     gene            complement(398108..398818)
                     /locus_tag="CH60_383"
     CDS             complement(398108..398818)
                     /locus_tag="CH60_383"
                     /note="[R] COG3381 Uncharacterized component of anaerobic
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate reductase delta subunit"
                     /protein_id="AJK10917.1"
                     /translation="MIKTDMTYQDIVYKDTVYQDSVYQKIGLTGRVLGALFYCEPDSA
                     ECRDIVVQLRNGTWAAEWPYGGADELMPIATLLAAAQSDQYQSIAHQSAAAPLAETLE
                     EAWQRLFIGPYALPAPPWGSVYLDKDMVLFGDSTLKLRNWMQQRHVEVTLKQQEPEDH
                     FGLLMMMAAWLAEHQPVDLPVLLADHLLPWSYRYLALLQSDAGHPFYQGLAQLTTLTL
                     AHWQHELQVTPAGVELYR"
     gene            complement(398964..399824)
                     /locus_tag="CH60_384"
     CDS             complement(398964..399824)
                     /locus_tag="CH60_384"
                     /note="[R] COG3302 DMSO reductase anchor subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DMSO reductase anchor subunit family protein"
                     /protein_id="AJK11438.1"
                     /translation="MGSGWHEWPLMVFTVLGQCVVGGFIVLGLALIFGGLSRGQQQRV
                     HRSMFVLWVLMALAFIASTLHLGSPMRAFNSLNRIGESALSNEIAAGSLFFAVAGFYW
                     LLAVLDKMPAALGKIWLVVAMVLGVIFVYAMCRVYSINTVPTWDSIYTPLGFVLTTLI
                     GGPLLGYLLLQLADVNGRAMLQLPMISVLALIISVASVIMQAASLPLIYSSVQQASAL
                     IPDYGSLMVWRLVLLVLGLGCWICPLIRGRRPMTLVMVLGTLLVIAGELIGRGVFYGL
                     HMTVGMAVGG"
     gene            complement(399826..400443)
                     /gene="dmsB"
                     /locus_tag="CH60_385"
     CDS             complement(399826..400443)
                     /gene="dmsB"
                     /locus_tag="CH60_385"
                     /note="DMSO_dmsB: dimethylsulfoxide reductase, chain B;
                     [C] COG0437 Fe-S-cluster-containing hydrogenase components
                     1"
                     /codon_start=1
                     /transl_table=11
                     /product="dimethylsulfoxide reductase, chain B"
                     /protein_id="AJK11858.1"
                     /translation="MTTQYGFYIDSSRCTGCKTCELACKDFKNLSPDVSFRRIYEYAG
                     GDWQQDNGTWHQNVFAYYLSIACNHCSDPACTKVCPSGAMHKRDDGFVVVNEDICIGC
                     RYCHMACPYGAPQYDAEKGHMTKCDGCYERVAVGKKPICVDSCPLRALDMAPIDELRE
                     KYGDLAEIAPLPAAHFTLPNIVLKPNANSRPVRDTTGHLANPKEV"
     gene            complement(400455..402905)
                     /gene="dmsA"
                     /locus_tag="CH60_386"
     CDS             complement(400455..402905)
                     /gene="dmsA"
                     /locus_tag="CH60_386"
                     /note="[C] COG0243 Anaerobic dehydrogenases, typically
                     selenocysteine-containing"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic dimethyl sulfoxide reductase chain A"
                     /protein_id="AJK13106.1"
                     /translation="MKETNESRLLTTGVTRRKLVQTTLVGGLAMATGAFSLPFSRTAR
                     AVQSALNPTSANDGKVIWSACTVNCGSRCPLRMHVADGEIKYVETDNTGDDDFEGLHQ
                     VRACLRGRSMRRRVYNPDRLKYPMKRIGARGEGKFKRISWEEAFETIAGSMQNIIKEY
                     GNEAIYLNYGTGTIGGTMTRSWPPGATLLARLMNCCGGYLNQYGDYSTAQIAAGLNYT
                     YGGWADGNSPSDIENSKLVVLFGNNPAETRMSGGGVTYYLEQAREKSNAKMIVIDPRY
                     TDTAAGREDEWIPLRPGTDAALASALAYVMITENLVDQPFLDQYCVGYDEKTLPEGAP
                     ENSHYKAYILGQGADKTAKTPQWAAAITGIPAAKIITLGREIGSVKPAYISQGWGPQR
                     HSNGENTSRAIAMLAILTGNVGINGGNSGAREGSYSLPFVRMPTFENPVKTSISMFLW
                     TDAIERGPEMTATRDGVQGKDKLDVPIKFIWNYASNCLVNQHSEINRTHDILQDDKKC
                     EMIVVIDNHMTSSAEYADIILPDCTASEQMDFCLDASSGNMAYVIFADQVIKPRFECK
                     NIYDITSGLARHMGVEQKFTEGRTQEEWMRHLYQQSQAAIPELPSFEDFRAQGMFKKR
                     DPAGHHVAYHDFRTDPVANPLSTPSGKIEIYSAALAEIAATWELQKDDVIDPLPVYAA
                     GFESHVDPLIEQYPLQLTGFHYKARTHSTYGNVDVLKASCLQEMWINPMDAERRGISN
                     GDMVRIFNGRGEVQINAKVTPRMMPGVVALGEGAWYSPDAKRIDRAGSINVLTTQRPS
                     PLAKGNPSHTNLVQVAKA"
     gene            complement(403368..404063)
                     /gene="araD"
                     /locus_tag="CH60_387"
     CDS             complement(403368..404063)
                     /gene="araD"
                     /locus_tag="CH60_387"
                     /EC_number="5.1.3.4"
                     /note="araD: L-ribulose-5-phosphate 4-epimerase;
                     [G] COG0235 Ribulose-5-phosphate 4-epimerase and related
                     epimerases and aldolases"
                     /codon_start=1
                     /transl_table=11
                     /product="L-ribulose-5-phosphate 4-epimerase"
                     /protein_id="AJK14195.1"
                     /translation="MLEQLKQQVFEANLALPKYKLVTFTWGNVSGIDREHGLVVIKPS
                     GVEYDVMSVNDMVVVDLATGKVVEGDKKPSSDTDTHLVLYRAFAEIGGIVHTHSRHAT
                     IWAQAGKSLSALGTTHADYFYGPIPCTRLMTEAEITGDYEHETGKVIVETFAEQGLRA
                     ADIPAVLVNGHGPFAWGSNAANAVHNAVVLEEIAYMNLFTHQLTPGVGDMQQTLLDKH
                     YLRKHGAAAYYGQ"
     gene            404766..405575
                     /locus_tag="CH60_388"
     CDS             404766..405575
                     /locus_tag="CH60_388"
                     /note="[KG] COG1349 Transcriptional regulators of sugar
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-like helix-turn-helix domain protein"
                     /protein_id="AJK13851.1"
                     /translation="MLQAERHKIICTHVQQQGSALVTELSVLCQVSQETIRRDLTVLQ
                     KKQKLIRSFGGAVALDSPEIPVIDIKEIHDGLNVIDRAESFRKRTEEHPDTKMKIAKA
                     ALQFIRPGDCILLDNSSSCWFLARQIPDIEITVVTNSVKIIQALACRDKVRIIGIGGE
                     YSARHDDFHGPVAENAIRNFQINTFFFSCQGINQDSGVRDGNDINAKLKQVMLQVSGQ
                     KILLADSSKFDQYAFCKICTLDEVDILITNRLSSQNYRSDNPKLNIIESDK"
     gene            405736..406740
                     /locus_tag="CH60_389"
     CDS             405736..406740
                     /locus_tag="CH60_389"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK11122.1"
                     /translation="MRKLILPCLITTLLASHAAWSADSNTPQKANKPFTLGVVVKVGG
                     IPWFNVMEQGIKAEGQALGVNAWQVGPTTADPAEQVRAIEDLIAKKVDVIGVVPNDAK
                     VLEPVLKRAQEAGIKVITHESPGQINADWDFELLDTQSMGANHMKDMAQCMGEEGKYA
                     MFVGSLTVPLVNEWADAAIAYQKANYPKMVLVEDRFGVAESVDDSMRTANDLLSKHKD
                     LKGIMSFGSQGPIGAGRAIDKRKKNDTTCVFGTFTPGQGIKLLEKGAIDGGYISNPMV
                     AGKVFVQVATAMMNGEPIKDGVKLGDMGEIKTQGNTILSDNPEKLDIENTKRLVKLGL
                     "
     gene            406889..408403
                     /locus_tag="CH60_390"
     CDS             406889..408403
                     /locus_tag="CH60_390"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11111.1"
                     /translation="MTHISDVDRDVPLITLKALSKSFGGHQALKNITLTLNKGEVHCL
                     AGANGCGKSTLIKTISGVYAPDDGSEIIIDEKSYHRLTPDRARALGVQVIYQDLSLFP
                     NLTVAENIAFEYNLKGYFGWFNKQKIKQKACQILHELAFSLDPDALVQHLPIAQRQQV
                     AICRALVADARLVIMDEPTASLTRTEVNQLLRTVNYLRDKHITVVFVSHRLDEVKEIS
                     DRITVIRDGEKVGTWPATELSTGRITELMTGLTLTHEQKLPNAELGKVVLQLENLSRK
                     GQFDDISFSLHRGEVLGLCGLLGSGRTELALSLFGITHPDSGKITIDGNPVCIKDNTR
                     AIELGIGYVSEDRLTLGAVLQQSIADNMVLSILQRIRTPLYLVDDAKQNALVQEWVKD
                     LDIKITDADNALSTLSGGNQQKVVLAKWILTKPKVLILDSPTVGVDIGAKDSIYKLIH
                     RLSGVGISVLLLSDEIPEAYYNCDRILHMQQGRIVNELIPNQMTEQQLAEVING"
     gene            408396..409385
                     /locus_tag="CH60_391"
     CDS             408396..409385
                     /locus_tag="CH60_391"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK11115.1"
                     /translation="MANFGRLKPQSVEGWLAWVIVLMLALFSLLSREFLSIQNVLDLA
                     ESYAVTGIFALGLFVVLVTGGIDISFAAVASVVQYVVASLLLNDVIASPVLCLVIAVA
                     IGVLLGFVNAVLIYYLNIVSIIITISMQSLLFGMLMWLTNGHSIYDLPNWWVDQRSIL
                     PFTVNGESYQIGLPLVIMLAIALLTWILLNKTHIGRQLYAVGGSPESARRIGIRVSLI
                     YLFAYGYLGAAAAIGGMLQTYRMSEVVPSALVGGELDVLAAAVLGGASLSGGRGSVIG
                     TLMGVFLIGILKNGLNLIGVSSYFVNIVIGMVIVAAICVTHYKKRKETDVGFV"
     gene            409398..410435
                     /locus_tag="CH60_392"
     CDS             409398..410435
                     /locus_tag="CH60_392"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK13809.1"
                     /translation="MKKNRFLPIDGTISGLLGIFCLATLAFSLAMPGRFFTENTFLSI
                     AFQLPELGLLTFAMFVPMLSGGLNLSIIGTANLTSLFMAWLLIQYVPADASTTTQLMW
                     LLLALMGAALIAVVIGTLTGLMIARIGAHPILVTLGSMTIISSIGVYLTKGAALSGMP
                     PIVRSMGSEVVMGVPIPMIIFIVASLLLALFLGKTRLGKTIYMCGSNINATWFSGIRT
                     DRVMMAIYTMSSLLCVLAGLIMMSRFNSARMGYGDSYLLLTVLAIVLGGTNPFGGVGK
                     VSHVFCALLVLQVIATGLSLLGVSLHVNLAVWGITLIFALAFKFFKEKWKAKRAMRQN
                     RLNYLKKCHAK"
     gene            410519..411400
                     /locus_tag="CH60_393"
     CDS             410519..411400
                     /locus_tag="CH60_393"
                     /note="[G] COG3623 Putative L-xylulose-5-phosphate
                     3-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="xylose isomerase-like TIM barrel family protein"
                     /protein_id="AJK11836.1"
                     /translation="MRIHPLGIYEKALPAGTSWVEKLAVAKSCGFDFVEMSVDESDER
                     LARLDWSREERMAVISAIQQTGVRIPTLCLSAHRRYPFGSRDATTREQAHTVMLQAIR
                     LAQDLGIRTIQLAGYDVYYEPQDSETIARFEAGIAWAVKQAAAAQVMCAVEIMDTQFM
                     NSISKWKALDNKIGSPWFTVYPDIGNLTAWGNEVNSELAKGIDRIAAIHLKDTFAVTA
                     DSPGQFRDVPFGEGCVDFVNLFKTLRRLNYRGTFLIEMWTEKAAEPLLEIIHARHWIE
                     DKMRLAGWDNESGQLTR"
     gene            411411..412907
                     /locus_tag="CH60_394"
     CDS             411411..412907
                     /locus_tag="CH60_394"
                     /note="FGGY family of carbohydrate kinase, N-terminal
                     domain protein;
                     [G] COG1070 Sugar (pentulose and hexulose) kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12450.1"
                     /translation="MSHYFLGIDLGGTVTKAGIYTADGSEIAVTEQALPVLSPQAGFC
                     ERDMEALWIATCQVIRQTLNKACALSEYHIAAENIGGISFSAHGKGLYLVDKQGLPVR
                     NGIVSSDSRAQKLVNRWQQEGKDHAAYERSLQQLWPSHPAALLRWLKENEPENYQRSG
                     YVLMVHDYIRYRLTGEFTIEETNISGSNLYNQYNGSFDPQLMAIFAIEEVMEKTAPII
                     GSADLAGHVSEDAANACGLKAGTPVFGGMFDVVGAALTSGLHDSRQLSAVAGTWSIAT
                     RIFEAITPSEYPYVWGKYCIPGTYFVHEGSPTSASNLAWFVKQFLPELPNSYQTLNQW
                     AALGYEKSEDILFFPWLYGSNHSANLSGGLLGLSGHHNIEDIVYAIYQGVVFSHLLHQ
                     DKILALDDTIDCIRFTGGPTHSAIWMQMFCDASNLPLEIVDIQQSGCRAAALCAAVGS
                     HYYHGFEEAIRACPPPITRLLPNAEKHQRLRARFDKFKQVAEALSTVM"
     gene            413305..414948
                     /locus_tag="CH60_395"
     CDS             413305..414948
                     /locus_tag="CH60_395"
                     /note="ttdA_fumA_fumB: hydrolyase, tartrate alpha
                     subunit/fumarate, Fe-S type domain protein;
                     [C] COG1951 Tartrate dehydratase alpha subunit/Fumarate
                     hydratase class I, N-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hydrolyase, tartrate alpha subunit/fumarate,
                     Fe-S type domain protein"
                     /protein_id="AJK10640.1"
                     /translation="MSNKPFHYQDPFPLKEDDTEYYLVSDKHVSVAQFEGHDILKVEP
                     EALTLLAQQAFHDASFLLRPAHQKQVAAILDDPEASENDKYVALQFLRNSEISAKGIL
                     PTCQDTGTAIIMGKKGQRVWTGGNDAEALSRGVYNTFIEDNLRYSQNAALDMYKEVNT
                     GTNLPAQIDLYSTEGEEYKFLFVTKGGGSANKTYLYQETKALLTPGRLKAFLVEKMRT
                     LGTAACPPYHIAFVIGGTSAESTLKTVKLASTKYYDGLPTEGNEHGQAFRDTALEQEL
                     LEAAQDLGLGAQFGGKYFAHDVRVVRLPRHGASCPVGMGVSCSADRNIKGKINRKGIW
                     LEKLEQNPGKYIPEHLRHSTEGQVVKIDLNRPMPEILKELSQYPVSTRLSLSGTIIVG
                     RDIAHAKLKERLDNGEGLPQYIKDHPIYYAGPAKTPEGYASGSLGPTTAGRMDSYVDL
                     LQSHGGSMIMLAKGNRSQQVTDACHKHGGFYLGSIGGPAAVLAQNSIKSLECVEYPEL
                     GMEAIWKIEVEDFPAFILVDDKGNDFFQQIQAAKCNRCG"
     gene            415131..415382
                     /locus_tag="CH60_396"
     CDS             415131..415382
                     /locus_tag="CH60_396"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10695.1"
                     /translation="MGIVKISDLMHENLRIASHAMSRSINSQAEHWLKIGMLAELYPQ
                     LSHHELARALVQVELQGGADIAKMIYPDALTLNNGEKAQ"
     gene            415379..416164
                     /gene="map"
                     /locus_tag="CH60_397"
     CDS             415379..416164
                     /gene="map"
                     /locus_tag="CH60_397"
                     /EC_number="3.4.11.18"
                     /note="met_pdase_I: methionine aminopeptidase, type I;
                     [J] COG0024 Methionine aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine aminopeptidase, type I"
                     /protein_id="AJK10673.1"
                     /translation="MTEVKIHSPAEIEMARAAGQAAAKVLEMIKPYVLAGITTDEIDR
                     LCHDYIVNELKVIPANIGYHGYTRTVCTSVNHVVCHGIPSDKKLKNGDIVNIDVAIIK
                     EGWYGDTSRMYFVGEPSVRAKRLVDITYQSMVAGIKAVRPGATLGDIGASIQQLAEGA
                     GFSVVREYCGHGVGQEYHTAPQVLHYGIAQTGMLLKPGMIFTIEPMINAGKAATSVLS
                     DGWTVVTKDRSLSAQWEHTIAVTESGYDLLTPWPEGTGEYEAI"
     gene            complement(416540..417727)
                     /locus_tag="CH60_398"
     CDS             complement(416540..417727)
                     /locus_tag="CH60_398"
                     /note="shET2 enterotoxin, N-terminal region family
                     protein;
                     [R] COG0666 FOG: Ankyrin repeat"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12616.1"
                     /translation="MHIDHYSLPVYDKNNSDNTLKETELFKEVPYLSARLGEQAYEYS
                     GGDISNYHLSIQYIMDVLADQAKGKVDLSHFSSEETLSSHVSLEKNEHNYHCFNQHAS
                     TVYHINNNDFGRTLVDLFEQMNNSGENVRALKIDSSQHSMAARLYIKDTEQGQRFVVN
                     FYDPNITDKTVRCEVDDALKLNDYSLRNFISNQTYLSSYVDAEISSIIVCDQADIHDQ
                     HKVKENRALTPLSQSSPLPLSVARLDLLLTDNFAAGIQTMAEEVKNLSESERNTFFNQ
                     LLQPRAENDLSGLQCAFNYQCFDALEAYSALLVLAPPEQRTDLLTGKSENGWSSLAQA
                     MSSGNSDMVSVCFYLLQWLPLDDMNAFVWKLLASLPLEDANTLMCPLEEPLPLDNMST
                     RVE"
     gene            complement(418160..420256)
                     /locus_tag="CH60_399"
     CDS             complement(418160..420256)
                     /locus_tag="CH60_399"
                     /note="[P] COG4771 Outer membrane receptor for
                     ferrienterochelin and colicins"
                     /codon_start=1
                     /transl_table=11
                     /product="tonB dependent receptor family protein"
                     /protein_id="AJK14285.1"
                     /translation="MSNKTIAFALVVASSAPVIAADNDNIMVVTASGYEQKIREAAAS
                     ISVISQNELRQRNYNDLAQALSDVEGVDVNSSTGKTGGLDISIRGMPSAYTLILVDGI
                     RQNGTSDVTPNGFGAMNTSFMPPLSAIERIEVIRGPMSTLYGSDAIGGVVNIITKKIT
                     KAWASSATLEHTFQENTAFGDSSKFSFYSSGPAVEDQLGLSLRGTIFRRDASRVESSN
                     TGVELSRRGPNPVKADNYNLGGKLFWQLNTQSTLWLDGDIANQKYDNSANQLGTIGAR
                     GGYEDTLRYQRRKITLGNDNRLDFGTWNSSLSYNQTENIGRLITNASVPQGSGLAGEK
                     RLLKNTNIILDSKLVAPLGDNHMVTLGGQYWNAIMKDGIVLANNGDEFAQDAWSLFSE
                     DEWRLLDSLALTYGARYEYQTTFGGHISPRAYLVWDAQDNWTVKGGVSTGYKTPTLAQ
                     LHNGISGVTGQGTITTIGNPKLEPESSVNTEVGVYYENETGFGANVTLFHNRFRNKIN
                     SVSIDNTTSTYTNVGKAITQGIEVASTIPLWSDDWMLGINYTFTDSEQKDGNNKGARL
                     TNTPKNMVNARLNWNINEQLSTWLKAEYRSKTARFTQNYANLSAANKVVYNNLGSEFK
                     PFSVLNLGVAYKVTKDVTLNGAVNNLLDKDFTRTHIFAVGNGTTTAGDYFTSSQSTAG
                     YVVPGRNYWVSVNVNF"
     gene            420429..420680
                     /locus_tag="CH60_400"
     CDS             420429..420680
                     /locus_tag="CH60_400"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11345.1"
                     /translation="MTYTLALSGGQTGNSIHHVQINAETLLTVVRNTSIYVQIHHGLI
                     FMSRYHPTADKIEFFIPPAPSVRLIPSASFFFNTIKQKA"
     gene            421078..421632
                     /locus_tag="CH60_401"
     CDS             421078..421632
                     /locus_tag="CH60_401"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK11550.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVITKQCS"
     gene            421674..422285
                     /locus_tag="CH60_402"
     CDS             421674..422285
                     /locus_tag="CH60_402"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK11587.1"
                     /translation="MWLAENEGAKFWLSVLTELKNRGLQDILIACVDGLKGFPDAINS
                     VYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAWD
                     DKYPQISKSWRTHWENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTDD
                     SVRKVVYLAIKDASKKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            422290..423618
                     /locus_tag="CH60_403"
     CDS             422290..423618
                     /locus_tag="CH60_403"
                     /note="[P] COG1858 Cytochrome c peroxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c family protein"
                     /protein_id="AJK14001.1"
                     /translation="MAVTQNYGQAHNTRNNTFISEAKTPNQQVSNILYQKGCDYCHTA
                     NASLPFYAAIPGPKQLMDYDIRQGNQHFSLEPTLLALKENRAVPEADLAKIESAIARD
                     QMPPQRFNALHWSSSINAEERNQILDWVKIQRTTYFPSNSHSEMQHLALQPIPDALLV
                     DNQKVALGSRLFHDPRLSGDNSISCASCHLLNKGGVDNLATSTGVDGQKGGINAPTVF
                     NAVFNVEQFWDGRAVDLQQQAGGPPLNPVEMASTSWEDIIAKLQQDPQLTQDFAQVYP
                     QGYSEDTITDAIAEFEKTLTTPNSPFDHYLKGETQALTTSQQKGLALFQQNKCDTCHV
                     GKNIGGQSYEFLGLKSDYFADRQKEQTTDDLGRFNVTNDPRDMHRFKTPSLRNIALTA
                     PYFHDAQAKDLHQAVELMLKYQVGTQLPEQDINDIVAFLESLTGEYIPHS"
     gene            423689..424453
                     /locus_tag="CH60_404"
     CDS             423689..424453
                     /locus_tag="CH60_404"
                     /note="[ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK12637.1"
                     /translation="MKKLSLGIMVLALISSQHVLAKNWQEIKQSGELRIGVPGDYAPL
                     AFHDKQGQLIGYDVDMANAFGEDLKLKVNFVSTSWPTLSDDLAADKFDIAMGGVTATP
                     GREAQFALSHAVVKNGKIALTHCQKVNKFPTLDAIDRQNVKVIVNPGGTNQSFVDANI
                     KQAQIIRTKDNVANLQGIRNKSADIMFTDLIEGDYYQSKEPGVFCVATPEVLAGTGSY
                     KVYMMAKDNQPLLEEVNQWLAGKTKTLLAQKWNISE"
     gene            424877..425080
                     /locus_tag="CH60_405"
     CDS             424877..425080
                     /locus_tag="CH60_405"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12535.1"
                     /translation="MLIHAKAKQPKLNDNKSLKHEQTTKIAYVNRVKKPTSAETRLHS
                     LTHYFKKIKNKFIEMKLMTLQLK"
     gene            425291..425554
                     /locus_tag="CH60_406"
     CDS             425291..425554
                     /locus_tag="CH60_406"
                     /codon_start=1
                     /transl_table=11
                     /product="faeA-like family protein"
                     /protein_id="AJK12618.1"
                     /translation="MTAKNQRKEEVMSILEDHCNVLKKQFPGSLPPVHNWPKTRDVAD
                     KAQLDIYTARLVLMKLVDEKRARMSETKVMNSLRWFIAHPAEK"
     gene            425801..426142
                     /locus_tag="CH60_407"
     CDS             425801..426142
                     /locus_tag="CH60_407"
                     /note="[K] COG0640 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AJK12448.1"
                     /translation="MTTLTPLQLFKNLSDETRLNIILLLKASGELCVCELCHRLNEAQ
                     PKISRHLAMLRESGLLLDRRAGKWVHYRLSPHIPAWAAAIIEQTYLSQRDEITLLAQG
                     NVTPDSKMLCN"
     gene            426227..427516
                     /gene="arsB"
                     /locus_tag="CH60_408"
     CDS             426227..427516
                     /gene="arsB"
                     /locus_tag="CH60_408"
                     /note="2a45: arsenite/antimonite efflux pump membrane
                     family protein;
                     [P] COG1055 Na+/H+ antiporter NhaD and related arsenite
                     permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="arsenite/antimonite efflux pump membrane family
                     protein"
                     /protein_id="AJK12889.1"
                     /translation="MLLAGAIFILTIVLVIWQPKGLGIGWSAMLGAGLALLTGVVHVS
                     DIPVVWQIVWNATATFIAIIIISLLLDESGFFEWAALHVARWGNGHGRRLFTYIILLG
                     AAVAALFANDGAALILTPIVIAMLLALGFGRGATLAFVMAAGFIADTASLPLIVSNLV
                     NIVSADFFNLGFTEYAAVMVPVNLVAVIATLAMLHLFFRKDIPAVYDLSLLKAPQAAI
                     RDMNTFKTGWLVLALLLIGFFALEPLGVPVSLVAAVGALILLAVAKKGHAINTGKVLR
                     GAPWQIVIFSLGMYLVVYGLRNAGLTHYISALLNRLGEQGLWASTLGTGFLTAFLSSI
                     MNNLPTVLVGALSIEGSTATGLIKEAMIYANVIGSDLGPKITLIGSLATLLWLHVLSQ
                     KNMTITWGYYFRVGIIMTLPVLLVTLSALALRLSVSM"
     gene            428055..429026
                     /locus_tag="CH60_409"
     CDS             428055..429026
                     /locus_tag="CH60_409"
                     /note="[K] COG2390 Transcriptional regulator, contains
                     sigma factor-related N-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-70, region 4 family protein"
                     /protein_id="AJK11456.1"
                     /translation="MEKQMIPQDNELLTEIAVSYYQDEMTQEEIAHKFGISRIKVGRL
                     LKRAKTEGIVEINVRYHPVFSTRLEQQLIEHFGLKRALIALDYQDEDEQRRQVAALVS
                     AYLATNLKDNTVLAVGQGRNVAAIADHVSVVPERHCKFICGIGGTHRPGDAINADHIS
                     RRLAKKFGGTSETLYAPAYVENRALKEAFMQNGTIKETLDRARKADMALVGIGDMNEN
                     SYMVELGWFTPQEIVDASLHQGVTGEIAGYDFFDAQGQPANTVMNDRVIGISTQELRQ
                     IPCVIAIAAENTKALALLGALRTGAIDILATSASNARTILKMIQHQS"
     gene            complement(429147..429821)
                     /gene="dhaL"
                     /locus_tag="CH60_410"
     CDS             complement(429147..429821)
                     /gene="dhaL"
                     /locus_tag="CH60_410"
                     /note="dha_L_ycgS: dihydroxyacetone kinase, L subunit;
                     [G] COG2376 Dihydroxyacetone kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroxyacetone kinase, L subunit"
                     /protein_id="AJK12536.1"
                     /translation="MKALLITDGSIKDKCITDGTPIIEEMANTILANREYLSEIDGAI
                     GDGDHGINMAKGFNLCAENIKGKNLTLAEALDALSDALMEGIGGSMGPLYGSIFMGMA
                     ESIRGCDKMDAVAFGAMLKGGLADLQEVTDARVGDKCIMDTLIPASAAFELAQQQQQS
                     FVESLHRMKHAASMGRDSTLDLVAKIGRASRLGERSRGVLDAGATSCCLILTQLADSV
                     ERRLVP"
     gene            complement(429828..430829)
                     /locus_tag="CH60_411"
     CDS             complement(429828..430829)
                     /locus_tag="CH60_411"
                     /note="[G] COG2376 Dihydroxyacetone kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="dak1 domain protein"
                     /protein_id="AJK12761.1"
                     /translation="MNRIINDPDQVVEEAIKGYLAAYPHFFAKTAHEKVLKYPEIPLQ
                     GKVGVVTGGGSGHEPAFLGYIGKNMLDAVAVGEIFSSPAAGAFLEAFKVADGGAGVAC
                     LYGNYAGDNMNVKMAAKKAEAMGIRVRTVVANDDVASAPPSEREKRRGVAGEIFMWKV
                     GAAAASQGYALDNVIEVAQKAIDHCRSIGVGLTSCTIPAVGKPNFSIEDGMMEVGIGH
                     HGEPGIRVESLQNAHQMAKTMVDLVVADRPFSQGDEVAVLISGLGATPTIELYIYYAE
                     VAKLLEAQGITIYRPYIGNYFTSLDMMGVTLTLMKLDDELKSLIDVPTHSLGLTQLE"
     gene            complement(430916..431686)
                     /locus_tag="CH60_412"
     CDS             complement(430916..431686)
                     /locus_tag="CH60_412"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK13836.1"
                     /translation="MPNDYKWFDTAFSLSGKVAAITGGATGIGHAIAELYLAKGARVV
                     LMDCADNVAEIAEQLDRDNAVGLHCDVSDSQSVRQAVAQAIGAFGQLDILVNSAGIAA
                     LDPAEKVREQDWDRTIDINLKGVFLMCQEVGKHFIQHGHGKIVNLASQAGVVALPNHL
                     AYCASKFGVIGITKVLALEWGPLDIQVNAISPTVVLTALGQKAWSGQLAEDMKLKIPA
                     RRFAYPAEVAACALFLASDAANMITGENLVIDGGYTIQ"
     gene            complement(431750..432865)
                     /locus_tag="CH60_413"
     CDS             complement(431750..432865)
                     /locus_tag="CH60_413"
                     /note="[ER] COG1063 Threonine dehydrogenase and related
                     Zn-dependent dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AJK10619.1"
                     /translation="MSHENLKGAQMAEGIPETMRAVVAYGPRDYRFERVPVPTIDAKE
                     ILVKVEGCGICAGDTKAFEGAPSFWGDDKQPAYIKAPMIPGHEFIGHVVGLGADVEGF
                     ELGDRVTSEQIVPCWGCRFCNHGQYWMCEKHDLYGFQSNVNGAMAEYLKFTKEAINYH
                     VPDHLPLEKAILIEPYACAFHAVQRAKIKLGDVVVLAGSGTLGLGMIGAIKKSGAAKL
                     IVLDLSDDRLALAKKFGADLVLNPSRDDVNTLIKEMTGGYGCDIYIDATGAQKAVEQG
                     LTLLRKLGTFVEFSVFKDPVTVDWSIISDRKELDVLGSHLGPYCFPLVIEGISNGDLP
                     TEGVVTHILPLEKYAEGIELVKRGVDSLKVVLNPNLT"
     gene            433348..433803
                     /gene="rpiB"
                     /locus_tag="CH60_414"
     CDS             433348..433803
                     /gene="rpiB"
                     /locus_tag="CH60_414"
                     /EC_number="5.3.1.6"
                     /note="rpiB: ribose 5-phosphate isomerase B;
                     [G] COG0698 Ribose 5-phosphate isomerase RpiB"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose 5-phosphate isomerase B"
                     /protein_id="AJK11674.1"
                     /translation="MLSIAIGCDDAAIEMKNQIVIFLQSKNITVVDYSCDQHQEPTMY
                     PDIAIQVALAIKAGKHERGILICGTGIGMSISANKVFGVRAAQCHDTFSAQRARKSNN
                     AQIICLGARVIGPELAKTLIEAWLDAEFDGGGSTEKVERIRYYEQSLHD"
     gene            434578..437133
                     /gene="mutS"
                     /locus_tag="CH60_415"
     CDS             434578..437133
                     /gene="mutS"
                     /locus_tag="CH60_415"
                     /note="mutS1: DNA mismatch repair protein MutS;
                     [L] COG0249 Mismatch repair ATPase (MutS family)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair protein MutS"
                     /protein_id="AJK13303.1"
                     /translation="MKNNDKLDSHTPMMQQYLRLKAQHPEILLFYRMGDFYELFYSDA
                     KRASQLLDISLTKRGASAGEPIPMAGVPYHSIENYLAKLVQLGESAAICEQIGDPATS
                     KGPVERKVVRIVTPGTISDEALLQERQDNLLAAIWQDAKGFGYATLDISSGRFRVAEP
                     ADLETMAAELQRTNPAELLYPENFEPMSLIEHRHGLRRRPLWEFELDTAKQQLNLQFG
                     TRDLIGFGVEQAHLALRAAGCLLQYVKDTQRTSLPHIRGLTMERQQDGIIMDAATRRN
                     LELTQNLSGGSENTLAAILDCSVTPMGSRMLKRWLHMPIRDIRVLTDRQQAIGGLQDI
                     AAELQTPLRQVGDLERILARLALRTARPRDLARMRHAFQQLPEIHRLLQPIDVPHVQN
                     LLSQVGQFDELQDLLERAIVETPPVLVRDGGVIASGYNAELDEWRALADGATDYLDRL
                     EIREREKLGLDTLKVGFNGVHGYYIQVSRGQSHLVPIHYVRRQTLKNAERYIIPELKE
                     YEDKVLTSKGKALAIEKGLYEEIFDLLLPHLPELQLSANALAELDVLANLAERAETLN
                     YSCPTLSDKPGIKIMGGRHPVVEQVLKEPFISNPLTLSPQRRMLIITGPNMGGKSTYM
                     RQTALIVLLAHLGSYVPADQATIGPIDRIFTRVGAADDLASGRSTFMVEMTETANILH
                     NATEQSLVLMDEIGRGTSTYDGLSLAWACAENLASRIKAMTLFATHYFELTTLPEKME
                     GVVNVHLDALEHGETIAFMHSVQEGAASKSYGLAVAALAGVPRDVIKRARQKLKELES
                     LSNNAAASTIDGSQMTLLNEEIPPAVEALEALDPDSLSPRQALEWIYRLKNMV"
     gene            complement(437461..438459)
                     /gene="rpoS"
                     /locus_tag="CH60_416"
     CDS             complement(437461..438459)
                     /gene="rpoS"
                     /locus_tag="CH60_416"
                     /note="rpoS_proteo: RNA polymerase sigma factor RpoS;
                     [K] COG0568 DNA-directed RNA polymerase, sigma subunit
                     (sigma70/sigma32)"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor RpoS"
                     /protein_id="AJK13443.1"
                     /translation="MSQSTLKVNELHEDADFDENSTETEIFDEKALVDDEPTESELAD
                     DELLAQGVTQRVLDATQLYLGEIGYSPLLTAEEEVYFARRALRGDVSSRRRMIESNLR
                     LVVKIARRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAI
                     MNQTRTIRLPIHIVKELNVYLRTARELSHKLDHEPSAEEIAEQLDKPVDDVSRMLRLN
                     ERITSVDTPLGGDSEKALLDILSDENENGPEDTTQDDDMKQSIVKWLFELNAKQREVL
                     ARRFGLLGYEAATLEDVGREIGLTRERVRQIQVEGLRRLREILQTQGLSIEALFRE"
     gene            complement(438514..439497)
                     /locus_tag="CH60_417"
     CDS             complement(438514..439497)
                     /locus_tag="CH60_417"
                     /note="[M] COG0739 Membrane proteins related to
                     metalloendopeptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="lysM domain protein"
                     /protein_id="AJK12485.1"
                     /translation="MIRLRRVAACTVVSLWLVGCTNDNSTSAPISSVGGDRSGTMLSK
                     ANTDSSGGRIVYNRSYDNIPKGSYSGNTYTVKRGDTLFYIAWITGNDFRDLAAKNNIA
                     EPYSLNVGQSIQLGNGSGGGMLAATDATSSGIAQPPSNIQNTTTIQNTTTTVDSQSTS
                     AYSGNSGKQNVGKMLPSSGAVVATTAPVTAPSSSVSEPASNGGPVSGWRWPTDGKTID
                     SFSASEGGNKGIDIAGSRGQPILATASGRVVYAGNALRGYGNLIIIKHNDDYLSAYAH
                     NDTMLVREQQEVKAGQKIATMGSTGTSSVRLHFEIRYKGKSVNPLRYLPQR"
     gene            complement(439619..440245)
                     /gene="pcm"
                     /locus_tag="CH60_418"
     CDS             complement(439619..440245)
                     /gene="pcm"
                     /locus_tag="CH60_418"
                     /EC_number="2.1.1.77"
                     /note="pimt: protein-L-isoaspartate O-methyltransferase;
                     [O] COG2518 Protein-L-isoaspartate
                     carboxylmethyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-L-isoaspartate O-methyltransferase"
                     /protein_id="AJK13207.1"
                     /translation="MVNKRMQTLLMQLRQQGIHDERLLQAIEAVPRERFVDEALAHKA
                     YENTALPIGAGQTISQPYMVARMTELLQLTPTSRVLEIGTGSGYQTAILAHLVDHVCS
                     VERIKGLQWQAKRRLKQLDLHNVSTRHGDGWLGWQSRGPFDAIIVTAAPPEIPDALLE
                     QLDEGGILVLPVGEQFQTLKYVQRRNNEYHIETVEAVRFVPLVKGELA"
     gene            complement(440239..441003)
                     /gene="surE"
                     /locus_tag="CH60_419"
     CDS             complement(440239..441003)
                     /gene="surE"
                     /locus_tag="CH60_419"
                     /EC_number="3.1.3.5"
                     /note="surE: 5'/3'-nucleotidase SurE;
                     [R] COG0496 Predicted acid phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="5'/3'-nucleotidase SurE"
                     /protein_id="AJK13867.1"
                     /translation="MIRILLSNDDGISAPGIQTLASALRGFAQVQIVAPDRNRSGASN
                     ALTLDSALRITTLSNGDIAVQQGTPTDCVYLGVNALMRPRPDIVVSGINAGPNLGDDV
                     IYSGTVAAAMEGRHLGYPALAVSLNGHQHYDTAAAVTCRLLRALQRKPLRTGKILNIN
                     VPDLPLAEIKGIRVTRCGSRHPAEQVFCQQDPRGQDLYWIGPPGEKYDAGPDTDFAAV
                     EQGYVSITPLQVDLTAYMAQEVVESWLANTEVDGEW"
     gene            complement(440981..442030)
                     /locus_tag="CH60_420"
     CDS             complement(440981..442030)
                     /locus_tag="CH60_420"
                     /note="tRNA_TruD_broad: tRNA pseudouridine synthase, TruD
                     family protein;
                     [S] COG0585 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine synthase, TruD family
                     protein"
                     /protein_id="AJK10831.1"
                     /translation="MDMENLTWLHGKPTASGILKANPEDFVVVEDLGFEPDGEGEHLL
                     VRIRKNGCNTQFVADYLARFAKLHPRLVSYAGLKDRHAVTEQWFCLHLPGKEAPDLAT
                     FELEGCEVLEAVRHKRKLRIGSLKGNAFTLVLRHITDRQDVEQRLQQIAAQGVPNYFG
                     SQRFGRGGNNLVQARLWANNEIRVKERSKRSFYLSASRSAMFNLISSYRLAQQLSTTV
                     LEGDALQLSGRGSWFVAQADELAALQQRVTAGELNITAPLPGDSELGTHGEALAFEQA
                     CLAEQTELLSLIKRERVEGSRRAVLLKPQNMISNWWDDVTLELSFWLPAGSFATSVVR
                     EIMNQDRADDTDIIE"
     gene            complement(442041..442529)
                     /gene="ispF"
                     /locus_tag="CH60_421"
     CDS             complement(442041..442529)
                     /gene="ispF"
                     /locus_tag="CH60_421"
                     /EC_number="4.6.1.12"
                     /note="[I] COG0245 2C-methyl-D-erythritol
                     2,4-cyclodiphosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-C-methyl-D-erythritol 2,4-cyclodiphosphate
                     synthase"
                     /protein_id="AJK14458.1"
                     /translation="MRIGHGFDVHKFGENGSGPLIIGGVRIPYEKGLLAHSDGDVALH
                     AATDALLGAAALGDIGKLFPDTDPAFKGADSRGLLREAYRRILAKGYKLGNLDITIIA
                     QAPKMAPHIPQMRVNLAEDLQCHMDDINVKATTTEQLGFTGRGEGIACEAVVLLVNVE
                     QG"
     gene            complement(442668..443393)
                     /gene="ispD"
                     /locus_tag="CH60_422"
     CDS             complement(442668..443393)
                     /gene="ispD"
                     /locus_tag="CH60_422"
                     /EC_number="2.7.7.60"
                     /note="ispD: 2-C-methyl-D-erythritol 4-phosphate
                     cytidylyltransferase;
                     [I] COG1211 4-diphosphocytidyl-2-methyl-D-erithritol
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-C-methyl-D-erythritol 4-phosphate
                     cytidylyltransferase"
                     /protein_id="AJK10652.1"
                     /translation="MSNFAVSLPEVIAVLPAAGIGSRMLVDCPKQYLTVGGKTIIEHA
                     IFSLLHHPRIQRVIVVIHPQDTQFSRLSVAQDPRISTVYGGDQRANSVMAGLQLAGQA
                     EWVLVHDAARPCLHLDDLSRLLSITECSQVGGILAAPVRDTMKRAEPGIQAIAHTVDR
                     QDLWHALTPQLFPLELLKLCLSRALREGVAVTDEASALEHCGYHPILVTGRSDNIKVT
                     RPEDLALAEFYLTQRQSLNNDSL"
     gene            complement(443397..443717)
                     /locus_tag="CH60_423"
     CDS             complement(443397..443717)
                     /locus_tag="CH60_423"
                     /note="[D] COG2919 Septum formation initiator"
                     /codon_start=1
                     /transl_table=11
                     /product="septum formation initiator family protein"
                     /protein_id="AJK12403.1"
                     /translation="MGKLTLLLLVLLGWLQYSLWLGKNGIHDFVRVKEDVAAQEANNS
                     TLKARNDQLFAEIDDLNGGQEAIEERARNELGMIKPGESFYRLVPDQSRRNAGTPSTQ
                     NNAQ"
     gene            complement(444032..444349)
                     /locus_tag="CH60_424"
     CDS             complement(444032..444349)
                     /locus_tag="CH60_424"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11241.1"
                     /translation="MQNVTQIMNDEQQEEEEPSYSFSGGVTGFVFYWLAFAIPFFVYG
                     PNTVFFLLYTWPFFLALMPVSVLIGIALGMLSRGHLLFTIGGTGIAVVCLFWMLFSLL
                     TGW"
     gene            complement(444540..445244)
                     /gene="cysC"
                     /locus_tag="CH60_425"
     CDS             complement(444540..445244)
                     /gene="cysC"
                     /locus_tag="CH60_425"
                     /EC_number="2.7.1.25"
                     /note="apsK: adenylyl-sulfate kinase;
                     [P] COG0529 Adenylylsulfate kinase and related kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylyl-sulfate kinase"
                     /protein_id="AJK13810.1"
                     /translation="MPWFAVISHIGVRVICWGVNSVPAHQLDDHNQETRSDDENIVWH
                     PHAITRQDREQQHGHQGVVLWFTGLSGSGKSTLAGALEQALFARGVSTYLLDGDNVRH
                     GLCRDLGFSDADRRENIRRVGEVAKLMVDAGLVVLTAFISPHRAERKMVQDMLASGQF
                     IEVFVDTPLAICEARDPKGLYKKARAGELKNFTGIDSVYESPASPDIHLQGEQLVTNL
                     IEQLLDVLRGRAIIKS"
     gene            complement(445183..446700)
                     /gene="cysN"
                     /locus_tag="CH60_426"
     CDS             complement(445183..446700)
                     /gene="cysN"
                     /locus_tag="CH60_426"
                     /EC_number="2.7.7.4"
                     /note="cysN: sulfate adenylyltransferase, large subunit;
                     [P] COG2895 GTPases - Sulfate adenylate transferase
                     subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate adenylyltransferase, large subunit"
                     /protein_id="AJK14419.1"
                     /translation="MSTILQNKQTLPSEPIAKNQSALESNSMILQSNSIAQQIADEGG
                     VEAYLHAQQHKTMLRFLTCGSVDDGKSTLIGRLLHDTRQIYEDQLSTLHTDSKRIGTQ
                     GEKLDLALLVDGLQAEREQGITIDVAYRYFSTEKRKFIIADTPGHEQYTRNMATGAST
                     CDLAILLIDARKGVLDQTRRHSFIATLLGIRHLVVAVNKMDLVGFQESVFTQFKDDYL
                     SFAEQLPTDLDIKFVPLSALDGDNVASPSEKMDWYSGPTLLEILESVDVVNARRQQPL
                     RFPVQYVNRPNLDFRGYAGTLSAGVVWVGQKVKVLPSGVESTVARIVTFDGDLTEANP
                     GEAITLVLADEVDISRGDLLVDASETLKAARNALVDVVWMAEQPLVVGQSYDIKVAGK
                     KTRARVENIQYQVEINSLTQRVVENLPLNGIGLVELAFDEPLLLDNYQRNRDTGGMIF
                     IDRLSNVTVGAGLVREALASVYQENHDFSTFELELNALVRRHFPHWGARDLLGGK"
     gene            complement(446712..447620)
                     /gene="cysD"
                     /locus_tag="CH60_427"
     CDS             complement(446712..447620)
                     /gene="cysD"
                     /locus_tag="CH60_427"
                     /EC_number="2.7.7.4"
                     /note="cysD: sulfate adenylyltransferase, small subunit;
                     [EH] COG0175 3'-phosphoadenosine 5'-phosphosulfate
                     sulfotransferase (PAPS reductase)/FAD synthetase and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate adenylyltransferase, small subunit"
                     /protein_id="AJK11806.1"
                     /translation="MDEKRLTHLRQLEAESIHIIREVAAEFGNPVMLYSIGKDSSVML
                     HLARKAFFPGHLPFPLLHVDTGWKFREMYEFRDHTVKEFGCELLVHRNPEGVAMGINP
                     FVHGSAKHTDIMKTEGLKQALNKYGFDAAFGGARRDEEKSRAKERIYSFRDRFHRWDP
                     KNQRPELWHNYNGQINKGESIRVFPLSNWTELDIWQYIFLEKIEIVPLYLAKPRPVVE
                     RDGMLLMVDDDRIDLQPGEVIVQKKVRFRTLGCWPLTGAVESEAETLPAIIEEMLIST
                     TSERQGRMIDRDQSGSMELKKRQGYF"
     gene            complement(447631..449049)
                     /gene="cobA"
                     /locus_tag="CH60_428"
     CDS             complement(447631..449049)
                     /gene="cobA"
                     /locus_tag="CH60_428"
                     /EC_number="2.1.1.107"
                     /note="cobA_cysG_Cterm: uroporphyrinogen-III
                     C-methyltransferase;
                     [H] COG0007 Uroporphyrinogen-III methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen-III C-methyltransferase"
                     /protein_id="AJK12878.1"
                     /translation="MDYLPLFADLKQRPVLIVGGGEVAARKIELLHRAGAQVWVVAQT
                     LSSELEQQYQDGRIHWLAQDFLPEQLDNVFLVIAATNDTVLNAAVFAAADQRCILANV
                     VDDQPLCSFIFPSIVDRSPLVVAISSSGQAPVLARILREKLEALLPTRLSDMAAIAGR
                     WRGRVKQHMASMGERRRFWEHAFSGRFASLISRGQLTEAENELQLSLEGQHRALGEVA
                     LVGAGPGDAGLLTLRGLQVMQQADVVLYDHLVSPEVLDLVRRDAERICVGKRAGAHSV
                     TQEATNQLLVTLAQQGKRVVRLKGGDPFIFGRGGEELQVVAQAGIPFQVVPGVTAAAG
                     ATAYAGIPLTHRDHAQSVTFITGHCRPDGDDLDWQTLARGRQTLAIYMGTVKAAAISQ
                     QLIAHGRSSTTPVAVIGRGTRVDQQVLIGTLAQLESLAQQAPTPALLVIGEVVNLHHQ
                     IAWFGQQPQTESAISPSVVNLA"
     gene            complement(449350..449616)
                     /locus_tag="CH60_429"
     CDS             complement(449350..449616)
                     /locus_tag="CH60_429"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11149.1"
                     /translation="MGIIPTSSIESISYRCNTHQFLYVKNTEKGDHNDRPCLEFIGFF
                     IHFAQYLAIGNYFLGIANVYRRGNRILALSQVCLLMRPGQYVAK"
     gene            449640..449840
                     /locus_tag="CH60_430"
     CDS             449640..449840
                     /locus_tag="CH60_430"
                     /note="[N] COG1724 Predicted periplasmic or secreted
                     lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="ycfA-like family protein"
                     /protein_id="AJK11153.1"
                     /translation="MESGELIKRLEDAGWQIRGGRKTNSGSHVTLCKPGVRKIITLPY
                     PRKDISKGLLRQAQKIAGIKLS"
     gene            450015..450422
                     /locus_tag="CH60_431"
     CDS             450015..450422
                     /locus_tag="CH60_431"
                     /note="conserved hypothetical protein;
                     [S] COG1598 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12271.1"
                     /translation="MIYPIFIFKTVEGFDGYFPDIDGCFFAGNTFADISKNAEEAFAV
                     HIEALMNEGFPLPSPPKDPHRYIDDPRLKEEGGILGFVEIDPAKYESKAVKFNLTMSQ
                     NLLTAIDKFIATNRGYKNRSQFLAELAREKIIS"
     gene            complement(450665..450949)
                     /locus_tag="CH60_432"
     CDS             complement(450665..450949)
                     /locus_tag="CH60_432"
                     /note="[EH] COG0175 3'-phosphoadenosine 5'-phosphosulfate
                     sulfotransferase (PAPS reductase)/FAD synthetase and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoadenosine phosphosulfate reductase family
                     protein"
                     /protein_id="AJK10946.1"
                     /translation="MRKPGLRREQSGGRSQLPVLALQRGIFKLLPIIDWDNRQVYQYL
                     TQHGLSYHPLWEQGYLSVGDTHTTRKWEPGMSEEETRFFGLKRECGLHEG"
     gene            complement(450924..451391)
                     /locus_tag="CH60_433"
     CDS             complement(450924..451391)
                     /locus_tag="CH60_433"
                     /note="[EH] COG0175 3'-phosphoadenosine 5'-phosphosulfate
                     sulfotransferase (PAPS reductase)/FAD synthetase and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoadenosine phosphosulfate reductase family
                     protein"
                     /protein_id="AJK11997.1"
                     /translation="MSQFNLSELNALPKAKQAAALVLVNGQLEHLTAQERVSWALDNL
                     PGEFVLSSSFGIQAAVCLHLVTRQRPDIPVILTDTGYLFPETYRFIDDLTEKLQLNLQ
                     VFRAAHSPAWQEARYGKLWEQGVEGIERYNNLNKVEPMNRALEALGAQTWFAP"
     gene            complement(451388..453118)
                     /gene="cysI"
                     /locus_tag="CH60_434"
     CDS             complement(451388..453118)
                     /gene="cysI"
                     /locus_tag="CH60_434"
                     /EC_number="1.8.1.2"
                     /note="cysI: sulfite reductase (NADPH) hemoprotein,
                     beta-component;
                     [P] COG0155 Sulfite reductase, beta subunit (hemoprotein)"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite reductase (NADPH) hemoprotein,
                     beta-component"
                     /protein_id="AJK10527.1"
                     /translation="MNEKHPGPLVVSGKLSDGERMKSESNFLRGTIAEDLNNGLTGGF
                     SGDNFLLIRFHGMYQQDDRDIRAERAEQKLEPRHAMMLRCRLPGGIITPQQWLGIDKF
                     AADNTLYGSIRITNRQTFQFHGILKGNVKPAHQLLNELGLDALATANDVNRNVLCTSN
                     PVESALHQEAYEWAKKISEHLLPRTRAYAEIWLDAEKVATTDEEPILGATYLPRKFKT
                     TVVIPPQNDVDLHANDLNFVAVADKGKLIGFNVLVGGGLSIAHGDKNTYPRKASEFGY
                     IPLKHTLAIAEAVVTTQRDWGNRTDRKNAKTKYTLERVGVETFKAEVEKRAGVSFSAI
                     KPYQFIGRGDRIGWVKGVDKKWHLTLFVENGRLLDYPGRSLKTGVAEIAKIHQGDFRL
                     TANQNLIVAGVPEKDKARIEALAREHGLMDDNVTSQRENSMACVSFPTCPLAMAEAER
                     FLPEFVTRVEGILQQHGLADEHIVLRVTGCPNGCGRALLAEVGLVGKAVGRYNLHLGG
                     NREGTRIPRMYRENITADEILLITDQLVGRWAKERHVDEGFGDFVIRAGVIAPVIDSA
                     RDFYDVQEAM"
     gene            complement(453118..454956)
                     /locus_tag="CH60_435"
     CDS             complement(453118..454956)
                     /locus_tag="CH60_435"
                     /EC_number="1.8.1.2"
                     /note="cysJ: sulfite reductase [NADPH] flavoprotein,
                     alpha-component;
                     [P] COG0369 Sulfite reductase, alpha subunit
                     (flavoprotein)"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite reductase [NADPH] flavoprotein,
                     alpha-component"
                     /protein_id="AJK13670.1"
                     /translation="MTTQAPPTSLLPLSPEQLARLQAAVGEFSPTQMAWLSGYFWGMV
                     NQQPGAVASPAVAAPPPVTVTLISASQTGNARRLAEQLRDDLLAAQLSVNLVNAGDYK
                     FKQIAQERLLVVVASTQGEGEPAEEAVALHKFLFSKKAPKLLETAFAVFGLGDTSYEH
                     FCQAGKDFDSKLAELGAQRLLDRVDADVEYQVQAQQWRQQVVATLQAKVPAQSTAPTQ
                     FIAPTQSTTPAAAAITSGGTTTVSPYSKTAPLTAQLSVQQKVTGRNSEKDVRHIEIDL
                     GDSGLRYQPGDALGVWFDNDPALVEELLALLWLKGDEPVSIDGQNMPLAQALLSHLEL
                     TQNTTLIVDKYAALSRDETLIALLADKPALQLYAKNTPFVDMVRQAPSDLNADQLVGL
                     LRPLTPRLYSIASSQAETENEVHITVGVVRYDIDGRARSGGASGYLADRLEVDGDIRV
                     FIEHNDNFRLPANPETPVIMIGPGTGIAPFRAFMQQREVDGASGKNWLFFGNPHFTED
                     FLYQVEWQRYVKEGVLTRIDLAWSRDQAHKIYVQDKLREQGAELWNWIQQGAHIYVCG
                     DANRMAKDVEQVLLDVVALHGAMDAEQADEYLSELRQARRYQRDVY"
     gene            455349..455708
                     /gene="queD"
                     /locus_tag="CH60_436"
     CDS             455349..455708
                     /gene="queD"
                     /locus_tag="CH60_436"
                     /note="queuosine_QueD: queuosine biosynthesis protein
                     QueD;
                     [H] COG0720 6-pyruvoyl-tetrahydropterin synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="queuosine biosynthesis protein QueD"
                     /protein_id="AJK14486.1"
                     /translation="MSTTLFKDFQFEAAHRLPHVPEGHKCGRLHGHSFMVRLEVTGEV
                     DAHSGWVMDFAALKAVFQPIWERLDHHYLNDIPGLENPTSEVLARWIWQQLKPQLPEL
                     SAVMIKETCSAGCVYRG"
     gene            complement(455942..456613)
                     /locus_tag="CH60_437"
     CDS             complement(455942..456613)
                     /locus_tag="CH60_437"
                     /note="rSAM_QueE_Ecoli: putative 7-cyano-7-deazaguanosine
                     (preQ0) biosynthesis protein QueE;
                     [O] COG0602 Organic radical activating enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 7-cyano-7-deazaguanosine (preQ0)
                     biosynthesis protein QueE"
                     /protein_id="AJK11085.1"
                     /translation="MLYPINEMFQTLQGEGYFTGVPAIFVRLQGCPVGCSWCDTKHTW
                     EKEADREVDMQRIMVKTAESDAWGSASEQQLLDLFAQQGYTARHVVITGGEPSIYDLQ
                     PLTSLLEQAGFSCQIETSGTHEVRCSAQTWVTVSPKVNMRGGLKILSQALQRADEIKH
                     PVGRLRDIEALEALLATLDDDKKRIIALQPISQKEDATKLCIETCIAKNWRLSMQTHK
                     YLNIA"
     gene            complement(456717..457340)
                     /gene="sodC"
                     /locus_tag="CH60_438"
     CDS             complement(456717..457340)
                     /gene="sodC"
                     /locus_tag="CH60_438"
                     /EC_number="1.15.1.1"
                     /note="[P] COG2032 Cu/Zn superoxide dismutase"
                     /codon_start=1
                     /transl_table=11
                     /product="superoxide dismutase Cu-Zn"
                     /protein_id="AJK14033.1"
                     /translation="MKLSTLLLPVILYSSATLAANMAGMNDKASMNDKASMNDKASMN
                     DMASMNGKASMTVKINESLPQGNGKALGTVTVTETAYGLLFTPHLTGLAPGIHGFHLH
                     EKPSCAPGMKDGKAVPALAAGGHLDPNKTGVHLGPYNDKGHLGDLPGLVVNADGTATY
                     PVLAPRLKSLSEVKQHALMIHAGGDNYSDHPMPLGGGGARMACGVIE"
     gene            complement(457712..459007)
                     /gene="eno"
                     /locus_tag="CH60_439"
     CDS             complement(457712..459007)
                     /gene="eno"
                     /locus_tag="CH60_439"
                     /EC_number="4.2.1.11"
                     /note="eno: phosphopyruvate hydratase;
                     [G] COG0148 Enolase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopyruvate hydratase"
                     /protein_id="AJK13675.1"
                     /translation="MSKIVKVIGREIIDSRGNPTVEAEVHLEGGFVGLAAAPSGASTG
                     SREALELRDGDKSRFLGKGVLKAVAAVNGPIAQAVIGKDAKDQANIDKIMIDLDGTEN
                     KSQFGANAILAVSLAAAKAAAASKGMPLYEHIAELNGTPGKFSMPLPMMNIINGGEHA
                     DNNVDIQEFMIQPVGAKTLKEAVRIGSEVFHHLAKVLKAKGLNTAVGDEGGYAPNLGS
                     NAEALAVIAEAVKAAGYELGKDITLAMDCAASEFYKDGKYVLAGEGNKAFTSEEFTHF
                     LEDLTKQYPIVSIEDGLDESDWAGFKYQTEVLGDKIQLVGDDLFVTNTKILKEGIEKG
                     VANSILIKFNQIGSLTETLAAIKMAKDAGYTAVISHRSGETEDATIADLAVGTAAGQI
                     KTGSMSRSDRVAKYNQLIRIEEALGDRAPFNGLKEVKGQ"
     gene            complement(459088..460725)
                     /gene="pyrG"
                     /locus_tag="CH60_440"
     CDS             complement(459088..460725)
                     /gene="pyrG"
                     /locus_tag="CH60_440"
                     /EC_number="6.3.4.2"
                     /note="pyrG: CTP synthase;
                     [F] COG0504 CTP synthase (UTP-ammonia lyase)"
                     /codon_start=1
                     /transl_table=11
                     /product="CTP synthase"
                     /protein_id="AJK11501.1"
                     /translation="MTTNYIFVTGGVVSSLGKGIAAASLAAILEARGLNVTIMKLDPY
                     INVDPGTMSPTQHGEVFVTEDGAETDLDLGHYERFIRTKMTRRNNFTTGRIYSEVLRK
                     ERRGDYLGATIQVIPHITNAIKERIIEGGEGHDVVLVEIGGTVGDIESLPFLEAIRQM
                     AVDVGREHTLYMHLTLVPYLAAAGEVKTKPTQHSVKELLSIGIQPDVLICRSDRAVPA
                     NERAKIALFCNVPEKAVISLKDVDSIYKIPGLLKSQGLDDYICKRFSLTCPEANLAEW
                     EQVLYEESNPGGEVTIGMIGKYVELPDAYKSVIEALKHGGLKNRLTVNIKLIDSQDVE
                     TRGEEMLKELDAILIPGGFGYRGVEGKVLAARYAREHNIPYLGICLGMQVALMEFARN
                     VAGMENANSTEFVPDCKYPVVALITEWRDEDGNVEIRTEESDLGGTMRVGGQQCHLTE
                     GSLVRQMYGEPTIVERHRHRYEVNNMLLKQIEAAGLRVAGRSADNKLVEIIELPDHPW
                     FVACQFHPEFTSTPRDGHPLFAGFVKAAGDYQKRQVK"
     gene            complement(460937..461779)
                     /locus_tag="CH60_441"
     CDS             complement(460937..461779)
                     /locus_tag="CH60_441"
                     /note="mazG: MazG family protein;
                     [R] COG1694 Predicted pyrophosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="MazG family protein"
                     /protein_id="AJK13294.1"
                     /translation="MTQPVTSPDSTAVALQRLLDIMRALRDPEQGCPWDRKQTFDTIA
                     PYTLEETYEVLDAIARKDFDDLRDELGDLLFQVVFYAQMGQEQGLFTFDDVCHAISDK
                     LERRHPHVFSDTSQNVTQAAVNREAALAGWESRKAEERAEKALYSALDDIPDALPALM
                     KAHKIQKRCASVGFDWNTLGPVLDKVYEEIDEVMFEARQAVVDEDKLGEEIGDLLFAT
                     VNLSRHLGHKAENALQAANRKFERRFRQVEQIVTASGQTMESATLDEMEAAWQQVKKQ
                     ETEM"
     gene            complement(461981..464215)
                     /locus_tag="CH60_442"
     CDS             complement(461981..464215)
                     /locus_tag="CH60_442"
                     /note="spoT_relA: RelA/SpoT family protein;
                     [TK] COG0317 Guanosine polyphosphate
                     pyrophosphohydrolases/synthetases"
                     /codon_start=1
                     /transl_table=11
                     /product="RelA/SpoT family protein"
                     /protein_id="AJK13063.1"
                     /translation="MVAVRSAHLNPAGEFALDDWIASLGLANPQSSERLAETWRYCEQ
                     QTQNHPDASLLLWRGLEMVEILSTLSMDNDSMRAALLFPLVDANIVDETTLTEQFGKG
                     ITYLVHGVRDMDAIRQLKATHNDSMSSEQVDNVRRMLLAMVEDFRCVVIKLAERIAHL
                     REVKDAPEDERVLAAKECSNIYAPLANRLGIGQIKWELEDFCFRYLHPDEYKKIAKLL
                     HERRIDREQFIDDFVASLHKAMADEGIKADIYGRPKHIYSIWRKMQKKSLAFDELFDV
                     RAVRVVVERLQDCYAALGIVHTHFRHLPDEFDDYVANPKPNGYQSIHTVVLGPRGKTL
                     EIQIRTRQMHEDAELGVAAHWKYKEGAVAAGRSSYEGRIAWLRKLIAWQEEMADSGEM
                     LDEVRSQVFDDRVYVFTPKGDVIDLPAGSTPLDFAYHIHSDVGHRCIGAKISGRIVPF
                     TYQLQMGDQIEIITQKQPNPSRDWLNPNLGYITTSRGRSKIHNWFRKQDRDKNILAGR
                     QMLDDELEHLDISLKEAEKLLVPRYNMNSMDEVLAAIGGGDIRLNQMVNFLQGKLNKP
                     TAEEADLEALRHLNNKHQPAPRNASKDSGRIVVEGVGNLMHHIARCCQPIPGDQIIGF
                     ITQGRGISIHRADCEQLAELESHAPERIVDAVWGESYSSGYSLVVRVTANDRSGLLRD
                     ITTILANEKVNVLGVASRSDTKKMVATIDMDIEIYNLQVLGRVLAKLNQLPDVIDARR
                     LHGN"
     gene            464659..467433
                     /locus_tag="CH60_443"
     CDS             464659..467433
                     /locus_tag="CH60_443"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK13805.1"
                     /translation="MTKYSLRARMMILILAPTLLLGLLLSTSFMVNRYNELQNQIVSA
                     GTNIIEPLAVASEYGMSFRNRDTVRQLINLLHRRHSNIVRSISVFDVDNKLFVTSNYN
                     YNSSQLRLPPGEPVPDSLMLSYRGDSLILRMPIVSESNLSSEQASGQGESDQILGYIA
                     IDLDLQSVRLKQYKEIFISTLLLLFCMCVAILFAYRLMRDVTGPIRNMVNTVDRIRRG
                     QLDSRVEGHMLGELDILKNGINSMAMSLAAYHEEMQQNIDQATSDLRETLEQMEIQNV
                     ELGLAKKRAQEASRIKSEFLANMSHELRTPLNGVIGFTRQTLKTSLTPTQTDYLQTIQ
                     RSANNLLCIINDVLDFSKLEADKLILEHIPFSLRETLDEVIILLAHTAHEKGLELTLH
                     INNDVPDQVLGDAMRLQQIVTNLLGNAIKFTEEGNIDILVVVKAIASQQVTLMVEIHD
                     TGIGISESQQAQLFQAFRQADASTSRRHGGTGLGLVITERLVKEMGGNISFQSQMSCG
                     SIFRFHLTLELNESIPYRQPDMAHLEGKQLAYIERNSTAARATINILNTTPLQVTHRQ
                     SLAQLPEQHYDFLLVGVPIPFRNNMAIHQDKLLTALKIADHVILALPSQSQVEAEQLK
                     QIGAKDCLLKPISSIRLIPLLLAEDTHSKVPSEEQPRKQPKLPFRVMAVDDNPANLKL
                     IGTLLEEQIEETVLCDSGAMAITYAREHTLDIILMDIQMPEIDGIRASEIIHQIPHHQ
                     ETPIIAVTAHAVKGQQEQLLRLGMADYLAKPIDEARLLQVLSRYQSDNPPLSTASTAS
                     TAESLPLPVPKGAGVIDWAQAVRQAANKEDLARDLLTMLLEFMPQITARVQAILAGAD
                     DGDILNLVHKFHGSCACSGVPRLRQLCMTIELQLRQQVNLQDLEPEWLELLDEIENVS
                     EAAKTYLRTE"
     gene            complement(467592..469037)
                     /locus_tag="CH60_444"
     CDS             complement(467592..469037)
                     /locus_tag="CH60_444"
                     /note="degP_htrA_DO: peptidase Do family protein;
                     [O] COG0265 Trypsin-like serine proteases, typically
                     periplasmic, contain C-terminal PDZ domain"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase Do family protein"
                     /protein_id="AJK11328.1"
                     /translation="MKKTTLVLSALALSIGFAMGPVSSVVAAETAASSSQQLPSLAPM
                     LEKVMPSVVSINVEGSAPVSSAGARGMPPQFQQFFGDNSPFCQDGSPFQGSPMCQGDL
                     GGLGQGMPSKREFRSLGSGVIIDAGKGYVVTNNHVVDNANKISVKLSDGRSFDAKVIG
                     KDPRTDIALLQLKDAKNLTAIKIANSDQLRVGDYTVAIGNPYGLGETVTSGIVSALGR
                     SGLNVENYENFIQTDAAINRGNSGGALINLNGELIGINTAILAPDGGNIGIGFAIPSN
                     MVKNLTSQMVEFGQVKRGELGIMGTELNSELAKAMKVDAQKGAFISQVVPKSAAAKAG
                     IKAGDIIVSMNGKAINSFAGFRAEIGTLPVGSKMTLGLLRDGKPINVDVVLEQSSHSQ
                     VESGNLYTGIEGAELSNSDVSGKKGVKVDSVKPGTAAARIGLKKGDIIMGINQQPVQN
                     LGELRKILDAKPPVLALNIQRGDTSLYLLMQ"
     gene            complement(469235..470755)
                     /gene="dgt"
                     /locus_tag="CH60_445"
     CDS             complement(469235..470755)
                     /gene="dgt"
                     /locus_tag="CH60_445"
                     /EC_number="3.1.5.1"
                     /note="dGTP_triPase: dGTPase family protein;
                     [F] COG0232 dGTP triphosphohydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="dGTPase family protein"
                     /protein_id="AJK10493.1"
                     /translation="MSGIDFKQKISFQRPFSKPSSAEDEYEITRVFESDRGRIVNSAA
                     IRRLQQKTQVFPLERNAAVRSRLTHSLEVQQVGRYIAKEILNRFKQDKKITAYGLDKL
                     LDPFESIVEMACLMHDIGNPPFGHFGESAINDWFTKRMDPNGGSGSEPQSTDQCQVDV
                     LKLCEGETELNILRSKIRHDLSQFEGNAQAIRLVHSLLKLNLTYAQVGCILKYTKPAY
                     WSAPIPASHNYLMKKPGFYLAEENYVKELRRELNMEEFDRFPLTYIMEAADDISYCIA
                     DLEDAVEKNIFSVEQLYDHMSQEWGAVTPGDLFDKVVGAAFRQLGREQGRRSSEDQFF
                     MYLRVNTVGKLVPHAAQRFIENLPAVFSGSFNQALLEDSSAACKLLQIFKRVAVKHVF
                     NHPEVEQLELQGYRVISGLLDIYSPLLAMPETAFTQLVADDRHRKYPIETRLFHKLSI
                     KHRLAYAESAERIRNLPSEQYEIYEYYYRARLIQDYISGMTDLYAYDEYRRLMAAE"
     gene            471049..471750
                     /gene="mtnN"
                     /locus_tag="CH60_446"
     CDS             471049..471750
                     /gene="mtnN"
                     /locus_tag="CH60_446"
                     /EC_number="3.2.2.16"
                     /note="MTA/SAH-Nsdase: MTA/SAH nucleosidase;
                     [F] COG0775 Nucleoside phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="MTA/SAH nucleosidase"
                     /protein_id="AJK14437.1"
                     /translation="MKVGIIGAMEEEVTLLRDRIENRQTLARAGCEIYTGQLNGIDVA
                     LLKSGIGKVAAAMGTTLLLEHCQPDLVINTGSAGGLDSSLKVGDIVVSNEVRYHDADV
                     TAFGYEPGQMAGCPAAFVADEDLIALAENCIQQLKLNAVRGLICSGDAFINGAEPLAR
                     IRAAFPTVAAVEMEAAAIGHVCYLFNTPFVVVRAISDVADQASHLSFEEFLVVAAKQS
                     TLMIKAMLTTLAQRG"
     gene            471795..472592
                     /locus_tag="CH60_447"
     CDS             471795..472592
                     /locus_tag="CH60_447"
                     /note="[P] COG0614 ABC-type Fe3+-hydroxamate transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK12533.1"
                     /translation="MLISLLTLPAQAAERVISLSPSTTELAYAAGLGDKLVAVSAYSD
                     YPESAKKLEHVASWQGINVERILALKPDLILAWRGGNPQRPLDQLAALGIPIFYSDPT
                     HIDQIASDLDKLAQYSPHPEQAHQAAEQFRQHVNTLRDRYARSQPKRTFLQFGTQPLF
                     TSSGHTLQSEVVSLCGGENIFADSRVPWPQVSREQVMTRKPQVIVVSGTQSQVDNVSA
                     FWLPQLVVPVIALNEDWFNRASPRILLAAQQLCQQMASIPTPVAESH"
     gene            472592..473206
                     /locus_tag="CH60_448"
     CDS             472592..473206
                     /locus_tag="CH60_448"
                     /note="conserved hypothetical protein;
                     [S] COG2860 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12630.1"
                     /translation="MLVYWLDILGTAVFAISGVLLAGKLRMDPFGVLVLGVVTAVGGG
                     TIRDMALANGPVFWVKDPTDLVVAMVTCLATIVLVRQPRRTAKWILPVLDAIGLAVFV
                     GIGVNKAFAADASPLVAICMGVITGVGGGIIRDVLAREIPMILRTEIYATACIIGGIV
                     HATAFYTFNMPLQQAMMLGMVITLGIRLAAIRWHLKLPTFEIEH"
     gene            complement(473491..473835)
                     /gene="erpA"
                     /locus_tag="CH60_449"
     CDS             complement(473491..473835)
                     /gene="erpA"
                     /locus_tag="CH60_449"
                     /note="[S] COG0316 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster insertion protein erpA"
                     /protein_id="AJK14241.1"
                     /translation="MSNETVLPLQFTEAAAKKVKLLISDEENPNLKLRVYITGGGCSG
                     FQYGFTFDDQVNDGDMTIEKQGVELVVDPMSLQYLVGGAVDYTEGLEGSRFIVTNPNA
                     KSTCGCGSSFSI"
     gene            complement(473971..475407)
                     /gene="clcA"
                     /locus_tag="CH60_450"
     CDS             complement(473971..475407)
                     /gene="clcA"
                     /locus_tag="CH60_450"
                     /note="[P] COG0038 Chloride channel protein EriC"
                     /codon_start=1
                     /transl_table=11
                     /product="H(+)/Cl(-) exchange transporter ClcA"
                     /protein_id="AJK11818.1"
                     /translation="MTHSTQQLSPEGVAEGKRGRLIRELVNRDKTPLIILIMAAVVGV
                     VTGLLGVAFDRGVDWVQQQRLLALANVADYALLVWPLAFIMSALLAMMGYFLVSRFAP
                     EAGGSGIPEIEGAMEEMRPVRWWRVIPVKFIGGLGTLGAGMVLGREGPMVQMGGNSGR
                     MIVDIFRLRSPEARHSLLATGAAAGLSAAFNAPLAGILFVIEEMRSQFRYSLVSIKAV
                     FIGVITSTIVYRYFNGERAIIEVGKLSDAPLNTLWLYLLLGIIFGAVGVIFNALIFRT
                     QDMFVRFHGGDWRKLVLIGGLLGGMCGLLALLHGNAVGGGFALIPIAAAGNFSIGMLL
                     FIFIARVITTLLCFGSGAPGGIFAPMLALGTILGTAFGLSCAHFFPQYGIEAGTFAIA
                     GMGALFAASVRAPLTGIVLVLEMTDNYQLILPMIVTCLGATLIAQFMGGKPLYSAILA
                     RTLAKQEQARATVIAQEPAVENTPQIGK"
     gene            475788..477068
                     /gene="hemL"
                     /locus_tag="CH60_451"
     CDS             475788..477068
                     /gene="hemL"
                     /locus_tag="CH60_451"
                     /EC_number="5.4.3.8"
                     /note="hemL: glutamate-1-semialdehyde-2,1-aminomutase;
                     [H] COG0001 Glutamate-1-semialdehyde aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-1-semialdehyde-2,1-aminomutase"
                     /protein_id="AJK14071.1"
                     /translation="MSKSENLYAQAQQLIPGGVNSPVRAFTGVGGIPLFIERADGAYL
                     FDVDGKAYIDYVGSWGPMILGHNHPAIRQAVIEAVERGLSFGAPTEMEVKMAQLVTDL
                     VPTMDMVRMVNSGTEATMSAIRLARGYTGRDKIIKFEGCYHGHADCLLVKAGSGALTL
                     GQPNSPGVPTDFAKHTLTCTYNDLASVRQAFEQYPQEVACIIVEPVAGNMNCIPPLPE
                     FLPGLRALCDEFGALLIIDEVMTGFRVALAGAQDYYHVIPDLTCLGKIIGGGMPVGAF
                     GGRREVMNALAPTGPVYQAGTLSGNPIAMAAGFACLTEISQVGVYETLTELTDSLATG
                     LRHAAKEENIPLVVNHVGGMFGLFFTNADTVTCYQDVMNCDVERFKRFFHLMLEEGVY
                     LAPSAFEAGFMSLAHSNEDIQKTVNAARRCFAKL"
     gene            complement(477442..479439)
                     /gene="fhuB"
                     /locus_tag="CH60_452"
     CDS             complement(477442..479439)
                     /gene="fhuB"
                     /locus_tag="CH60_452"
                     /note="[P] COG0609 ABC-type Fe3+-siderophore transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="iron(3+)-hydroxamate import system permease
                     protein fhuB"
                     /protein_id="AJK11584.1"
                     /translation="MSAISLRQGWRLPAGLLGLLVVIAVSLTFYNLSQLLPSSLWSEA
                     LWRPDRDDVRQMLFHYSQLPRLAVALLTGAGLGLVGVLFQQVLRNPLAEPATLGVAAG
                     AQLGLTIATLWMLPGGELTRQLAAMAGGMTVGALVFGVAWGKRLSPVTLILAGLVLGL
                     YCSAVSNLLALFNYDQLQGLFLWSSGALNQQDWSTVQFLLPRLLISGILAAFLIRPLT
                     LLGLDDGVARNLGLGLSLARLSALGLAIIFSAMLVNAVGVIGFIGLFAPLLAKILGAR
                     RLSQRLILAPIVGALLLWVTDQGIIWLTQVWREIPTGAATALIGAPLLLWLLPRLHST
                     TAPNMDLGDSVPVERQRLGLWISAGLLLLLGGLIVALMFGRDSQGWRWIVGDELQALL
                     HWRWPRVLAALAAGMMLAVAGTLIQKLTGNPMASPEVLGISSGAAFGVVIMLFIVPGN
                     ALEWLLPAGSLGAAITLLLIMVVAGRGGFSPGRMLLAGIALSTAFTTVITMLLASGDP
                     RMRGLLAWISGSTYSVEGSQALTTGLIAVVLIALAPLCRRWLMILPLGSVTARALGMA
                     LAPSRLAILLLAATLTAAATLTVGPLSFVGLMAPHMARMLGFRRAIPQLIIAAILGGL
                     LMILADWCGRMLLFPNQIPAGLLATFIGAPYFVYLLRKQGR"
     gene            complement(479436..480524)
                     /locus_tag="CH60_453"
     CDS             complement(479436..480524)
                     /locus_tag="CH60_453"
                     /note="[P] COG0614 ABC-type Fe3+-hydroxamate transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK14485.1"
                     /translation="MKTHLPMDLSSSSASNYLSGPDCSSDPDCSVRPACSARSDRSVR
                     PDRSSGPDYYRRRLLMALTLSPLLLSLPSLVAAAPKSDQPLLNIDRVIDIQRDIDTKR
                     VVALEWLPVELLLALGVTPFGVADIHNYRLWVGEPALPADVINVGQRTEPNLELLQQM
                     APSLILLSQGYGPSPEKLAPIAPTMSFAFNEQGSSPLAVGKNSLQTLGQRLGLETAAQ
                     QHLADFDHFMLAARARLSGDTQTPLLMFSLLDPRHALIIGNGSLFQDVLSTLNIENAW
                     QGETNFWGSAVVGIERLATIKTARAVCFGHGNNEMLQQVARTPLWQSLSFVRENQLRL
                     LPPVWFYGATLSAMRFVRLLEQAWGKAP"
     gene            complement(480524..481318)
                     /locus_tag="CH60_454"
     CDS             complement(480524..481318)
                     /locus_tag="CH60_454"
                     /note="[PH] COG1120 ABC-type cobalamin/Fe3+-siderophores
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12727.1"
                     /translation="MDLQASHSSTFILRELSFSVPGRTLLQPLSLTFPQGKVCGLIGH
                     NGSGKSTLLKMLGRHQPPSSGQVVLNDMPLAQWDSKAFAREVAYLPQQLPAAEGMTVR
                     ELVAIGRYPWHGALGRFRQEDRQQVEEAIALVDLKPLANRLVDSLSGGERQRAWLAMM
                     VAQNSRCLLLDEPTSALDIAHQVEVLGLIQRLSHERGLTVIAVLHDINMAARYCDHLV
                     ALRGGEMIAQGPADSLMQSAVLEQIYGIPMGILPHPAGGAPVSFVY"
     gene            complement(481641..484115)
                     /gene="mrcB"
                     /locus_tag="CH60_455"
     CDS             complement(481641..484115)
                     /gene="mrcB"
                     /locus_tag="CH60_455"
                     /note="PBP_1b: penicillin-binding protein 1B;
                     [M] COG0744 Membrane carboxypeptidase (penicillin-binding
                     protein)"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding protein 1B"
                     /protein_id="AJK12859.1"
                     /translation="MSGDDREPIGRKGKKAQPKAAPKRPLRRRRDEDEYEEDYDEEQN
                     DYDDEEEPMPRKVASRPPRKKRRWLGLLIKLFLIGAVALAIYGVYLDSQIRSRIDGKV
                     WQLPAAVYGRMVNLEPGMSYSKKEMIALLEGMQYRQVSRMTRPGEFTVQNDSIDILRR
                     PFDFPDGKEGQIRARLLFKNDRLAQIQNLDNQRDFGLFRLDPKLITMLQSPNGEQRLF
                     VPRAGFPDLLVDTLLATEDRHFYEHDGVSPYSIARAVVANLTAGKAVQGGSTLTQQLV
                     KNLFLTNERSLVRKLNEAYMALLMDYRYSKDRILELYLNEVYLGQSGGDQIRGFPLGS
                     LYYFGRPVDELSLDQQAMLVGMVKGASLYNPWRNPKLALERRNLVLRLLQNQGIIDAE
                     LYTMLSARPLGVQPKGGVITPQPAFMQMVRQELQQKLGNKVNDLSGVKIFTTLDPVSQ
                     DAAEKAIEDGVPALRAARNMNDLEAAMVVVDRFSGEVRAMVGGSQPQFAGFNRAMQAR
                     RLVGSLAKPPTYLAALSEPDKYRLNTWLSDQPLSLKLSNGSLWQPKNYDRQFRGQVML
                     MDALVNSLNIPTVNLGMSVGLDQISATLQRLGIPKSVINPVPAMLLGAIDLTPVEVAQ
                     EYQTIASGGNRAPLSAVRSVIAEDGTVLYQSFPQAERMVPAQASYLTLYAMQQGVVRG
                     TSRSLSAKFGKYNLAAKTGTTNDLRDSWFAGIDGKEVTIAWIGRDNNGPTKLTGASGA
                     LTLYRRYLENQTPLPLILQPPEGISQMNIDSAGNFVCGEGSGMRVIPVWTENPQALCQ
                     GSTPTQDPTKPNDDGVADWIKEMFGQ"
     gene            complement(484224..486713)
                     /gene="hrpB"
                     /locus_tag="CH60_456"
     CDS             complement(484224..486713)
                     /gene="hrpB"
                     /locus_tag="CH60_456"
                     /note="DEAH_box_HrpB: ATP-dependent helicase HrpB;
                     [L] COG1643 HrpA-like helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent helicase HrpB"
                     /protein_id="AJK10634.1"
                     /translation="MVSERKNDVAIAALPVSEVLDELLSALQSSSQVLLHAPTGAGKS
                     TWLPLQILQQSQFLNSGSPGRIIMLEPRRLAAKNVAYRLAQQLGELPGQTVGYRMRAE
                     SKIGPDTRLEVVTEGILTRMLQQDAELQGVSLVILDEFHERSLQADLALALLLDVQQG
                     LRDDLKLLIMSATLDNQRLSALLPSAPAIVSAGRSFPVERSYQPLSSHERLEEGVASR
                     VKRLLNEQPGSLLLFLPGVSEIHRVMERLHGEVASDTDLCPLYGALPLSEQQKAIQPA
                     AIGRRKVVLATNIAETSLTIEGIRLVVDSGLERVARFDIKNGLTRLVTQRISQASMVQ
                     RAGRAGRLEPGICWHLFAKEQAERAAEYSEPEILNSDLCGLWLELLSWGCQDAAQLCW
                     LDHPPAAALAVARDLLGRLDAIDDQGQLTATGRTMATLGCEPRLAAMLCFGAGHSPDA
                     LATAALLAAILEEPPRSGQIDLHDWLSRPQPHWQRRARQLTQRLNARGGSVDHALAAQ
                     LLALAYPDRIAQQRGQDGRYLLANGMGAAMAQDEALSRSPWLVAVGLLQNHSGPDARI
                     LLALPVDIEQLVTCLPRQVEERTVVEWDDEKGTLRAWRRWQIGRLILRAQPLAKPDDA
                     ALQQALLNWVREQGLQILNWDEPAEQLRTRLQCAARWLPEAPWPAVDDDSLQDKLALW
                     LQPSLSGVRDLRGLRQVNIAEALTRLLDWKQRQRLDTELPTHYTVPTGSRLPIRYYVD
                     RPPVLAVRLQEVFGEQQSPMLASGRVAVVLELLSPAHRPLQITGDLAAFWQGAYREVQ
                     KEMKGRYPKHVWPDDPAHTRPTRRTKKYQDK"
     gene            486826..487401
                     /locus_tag="CH60_457"
     CDS             486826..487401
                     /locus_tag="CH60_457"
                     /note="2_5_ligase: 2'-5' RNA ligase;
                     [J] COG1514 2'-5' RNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="2'-5' RNA ligase"
                     /protein_id="AJK12022.1"
                     /translation="MTNTVDELKRVRRLFFALTLPDAMQQEIVQWRAGHFSPEAGRPV
                     AAANLHLTLAFLGEVSATKSQVLQQQAGRIQQAGFSVTLDDIGHWPGSGVIWLGCKNP
                     PRGLLQLAQLLRSQAARSGCYQTPLPFHPHVTLLRNATRPVALPAKSGNETFQADHFS
                     LYESVFARGRTRYNIVQSWPLAGSERKPDAC"
     gene            487514..488251
                     /gene="sfsA"
                     /locus_tag="CH60_458"
     CDS             487514..488251
                     /gene="sfsA"
                     /locus_tag="CH60_458"
                     /note="sfsA: sugar fermentation stimulation protein;
                     [R] COG1489 DNA-binding protein, stimulates sugar
                     fermentation"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar fermentation stimulation protein"
                     /protein_id="AJK12049.1"
                     /translation="MLQFTPPLQPATLILRYKRFLADIVTPAGEALTIHCANTGAMTG
                     CATPGDTIWYSTSDNPKRKYPQSWELTQTQTGDWICVNTMRANELVNLAIEKNQIAEL
                     SGYNFVRKEVKYGEENSRIDLLLQAEDRRDCYIEVKSVTLLQQQCGYFPDAVTLRGQK
                     HLRELQNRVVNGHRAVLFFAVLHTGIKQVAPARHIDRRYAELLVQAQQAGVEVICYGF
                     QLSPDGIELNTRLPLLLDEMLSSENAE"
     gene            488421..488876
                     /gene="dksA"
                     /locus_tag="CH60_459"
     CDS             488421..488876
                     /gene="dksA"
                     /locus_tag="CH60_459"
                     /note="dksA: RNA polymerase-binding protein DksA;
                     [T] COG1734 DnaK suppressor protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase-binding protein DksA"
                     /protein_id="AJK11308.1"
                     /translation="MQEGQKRKTSSLSILAIAGVEPYQEKPGEEYMNAAQLSHFKLIL
                     EAWRNQLRDEVDRTVSHMQDEAANFPDPVDRAAQEEEFSLELRNRDRERKLIKKIEKT
                     LKKVEDDDFGFCESCGVEIGIRRLEARPTADLCIDCKTLAEIREKQMAG"
     gene            488967..490121
                     /gene="gluQ"
                     /locus_tag="CH60_460"
     CDS             488967..490121
                     /gene="gluQ"
                     /locus_tag="CH60_460"
                     /note="queuosine_YadB: glutamyl-queuosine tRNA(Asp)
                     synthetase;
                     [J] COG0008 Glutamyl- and glutaminyl-tRNA synthetases"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamyl-queuosine tRNA(Asp) synthetase"
                     /protein_id="AJK13698.1"
                     /translation="MLEDTGFQRLFSSQLFDPQPFGSKPSGSQLFGSQPFAAAQLFSA
                     AQPRASQFPSAQLPETQQPVVQQAVIQRSANQRATNQPTEYIGRFAPSPSGDLHFGSL
                     IAALGSYLQARAQGGKWLVRIEDIDPPREVPGAASRILAALEHYGLHWDGPVIYQSQR
                     HEAYRATLNWLEQQGLSYYCTCTRSRIHQLGGFYDGYCRDRHLPASGAAIRLRQTQPV
                     YAFYDKLLGELHAHPALAQEDFIIRRRDGLFAYNLAVVVDDAFQGVTEIVRGADLIEP
                     TVRQIALYQQLQHPVPGYIHLPLALNNQGNKLSKQNHAPPLPNGDPRPILIDALKFLR
                     QPLPEYWQDLDLYLLLRYAVEHWTLVSIPLQGAITPQKTQRHSQSKYGEL"
     gene            490363..491685
                     /gene="pcnB"
                     /locus_tag="CH60_461"
     CDS             490363..491685
                     /gene="pcnB"
                     /locus_tag="CH60_461"
                     /EC_number="2.7.7.19"
                     /note="pcnB: poly(A) polymerase family protein;
                     [J] COG0617 tRNA nucleotidyltransferase/poly(A)
                     polymerase"
                     /codon_start=1
                     /transl_table=11
                     /product="poly(A) polymerase family protein"
                     /protein_id="AJK13338.1"
                     /translation="MAIIPRDQHNISRRDISDNALKVLYRLNKSGYEAYLVGGGVRDL
                     LLGRKPKDFDITTSATPEQVRKLFRNCRLVGRRFRLAHVMFGPEIIEVATFRGHHEQQ
                     QAEDSDKNSSQQAQNGMLLRDNIFGSIEDDAQRRDFTINSLYYGISDFALRDYTGGLR
                     DLKEGIIRLIGDPETRYREDPVRMLRAVRFAAKLDMSISPETAEPIPRLASLLREIPP
                     ARLFEESLKLLQSGYGYKTYLKLCEYQLFQPLFPLIARNFTEQHDSPMERILVQVLKN
                     TDHRLHNDQRVNPAFLFAAMLWYPLIEHAQKLTQESGLAYYDAFALAMNDVLDEECRS
                     LAIPKRITSLVRDIWLLQLRLSRRQGKRAHKLMEHPKFRAAYDLLLLRAEVEKNHELQ
                     RLAQWWGEFQEATPTQQKSMLNTLGADPAPRRSRPRRPRKPVPRKEGV"
     gene            491693..492172
                     /gene="folK"
                     /locus_tag="CH60_462"
     CDS             491693..492172
                     /gene="folK"
                     /locus_tag="CH60_462"
                     /EC_number="2.7.6.3"
                     /note="folK:
                     2-amino-4-hydroxy-6-hydroxymethyldihydropteridine
                     diphosphokinase;
                     [H] COG0801
                     7,8-dihydro-6-hydroxymethylpterin-pyrophosphokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-amino-4-hydroxy-6-
                     hydroxymethyldihydropteridine diphosphokinase"
                     /protein_id="AJK12433.1"
                     /translation="MIRVYIALGSNLAMPLQQVSAAREALAHLPRSRLVACSPLYRTK
                     PLGPQDQPDFLNAVVALDTSLPPEQLLDHTQAIERNQGRVRKEQRWGPRTLDLDIMLY
                     GDQVIKTDRLTIPHYGLKAREFMLYPLADIAPDLIFPDGESLSECLKRVDKNGLVLW"
     gene            492441..493238
                     /gene="panB"
                     /locus_tag="CH60_463"
     CDS             492441..493238
                     /gene="panB"
                     /locus_tag="CH60_463"
                     /EC_number="2.1.2.11"
                     /note="panB: 3-methyl-2-oxobutanoate
                     hydroxymethyltransferase;
                     [H] COG0413 Ketopantoate hydroxymethyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-methyl-2-oxobutanoate
                     hydroxymethyltransferase"
                     /protein_id="AJK10564.1"
                     /translation="MKTTTMSQLRQWKQEKRKFATLTAYDASFAQLFAEQGIQVLLVG
                     DSLGMTLQGFDSTLPVTVADMAYHTRAVRRGAPHCLLLADMPFMSYATPELAFTHAAE
                     LMRAGANMVKLEGGSWLCDTIRMLAERAVPVCGHLGLTPQSVNIFGGYKVQGREEVAA
                     NQLLQDAIALEQAGAQLLVLECVPVELAQRVTEELTIPVIGIGAGNVTDGQILVMHDA
                     LGITGGHTPKFSKNFLAHSAGDIRAAIKLYIEEVEGGIYPAEEHTFQ"
     gene            493326..494180
                     /gene="panC"
                     /locus_tag="CH60_464"
     CDS             493326..494180
                     /gene="panC"
                     /locus_tag="CH60_464"
                     /EC_number="6.3.2.1"
                     /note="panC: pantoate--beta-alanine ligase;
                     [H] COG0414 Panthothenate synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="pantoate--beta-alanine ligase"
                     /protein_id="AJK11915.1"
                     /translation="MLIIETLPLLRQQIRRWRQEGKRIALVPTMGNLHEGHMTLVDEA
                     KTRADVVVVTIFVNPLQFERPDDLAHYPRTLQEDCEKLTRHGADLVFAPAAADIYPAG
                     LEKQTYVDVPALSTILEGASRPGHFRGVSTIVSKLFNLIQPDVACFGEKDYQQLALIR
                     KMVADMGYDINIVGVPTVRAKDGLALSSRNGYLTEEERQIAPQLSKIMWALAEKMALG
                     ERQIDALLEEAAAQLLRVGFTPDELFIRDAETLQPLTVDSQQAVILMAAWLGKARLID
                     NQLVDLRH"
     gene            494591..494971
                     /gene="panD"
                     /locus_tag="CH60_465"
     CDS             494591..494971
                     /gene="panD"
                     /locus_tag="CH60_465"
                     /EC_number="4.1.1.11"
                     /note="panD: aspartate 1-decarboxylase;
                     [H] COG0853 Aspartate 1-decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate 1-decarboxylase"
                     /protein_id="AJK13203.1"
                     /translation="MIRTMLQGKLHRVKVTQADLHYEGSCAIDQDFLEAAGILEYEAI
                     DIYNVDNGQRFSTYAIAAERGSRIISVNGAAARCACVGDKLIICSYVQMSYAAARLHH
                     PKVAYFEGENQLQRKAKAVPVQVA"
     gene            complement(495120..496115)
                     /locus_tag="CH60_466"
     CDS             complement(495120..496115)
                     /locus_tag="CH60_466"
                     /note="[G] COG0726 Predicted xylanase/chitin deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AJK14327.1"
                     /translation="MLGDLNKPLPNQNILTMREAKVYLAADVRSEQFAVLAENLRYPI
                     VGKLKDRLSNTWYQVNIGDRLGYVSSADAEIDNGIPILTYHHMLKNEENKRFLNTSTT
                     TSDVAFSNQMAYLKQAGYDTISLYQLEGYLNNKINLPAKVVVLTFDDGLKSVSRYAYP
                     ILKENGFRATAFIISSRIKRHPQKWNPDSLQFMSIAELKGIQDVFDIQSHTHFLHRTD
                     NRHHPILLSRSYHNIIFDFERSRRALAQFNPHVIFLSYPFGGFNQTAVNAAKNAGFHL
                     AVTTMQGKVKPGDNPYTLKRLYILRTDSIPTMAERIANQPGPVAVKPAPAVIEMD"
     gene            complement(496096..496434)
                     /locus_tag="CH60_467"
     CDS             complement(496096..496434)
                     /locus_tag="CH60_467"
                     /note="conserved hypothetical protein;
                     [G] COG0726 Predicted xylanase/chitin deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14393.1"
                     /translation="MWHKNRIAIGMLLSIVMWVIMIPTTQADLLPNVEVTPPKYMMTE
                     RDSEVYSLVGEHVIPVGEIKEGQLIQVTPVIAEYYEFKFGNGTGFIDKDDLREINKAQ
                     KKQRHVGRFK"
     gene            complement(496641..497411)
                     /locus_tag="CH60_468"
     CDS             complement(496641..497411)
                     /locus_tag="CH60_468"
                     /note="[V] COG0842 ABC-type multidrug transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AJK13911.1"
                     /translation="MTRLYWIALQSIWIKEITRFARIWIQTLVPPVITMSLYFVIFGN
                     LIGARIGDMGGFDYMQFIVPGLIMMAVITNAYSNVAASFYGAKFQRSIEELLVAPVPT
                     HIVIIGYVGGGVARGICVGILVTIISLFFVPLHVHSWSMIALTLILTAILFSLGGLLN
                     AVFAKTFDDISLVPTFVLTPLTYLGGVFYSLSLLPPFWQAVSKLNPIVYMISGFRYGF
                     LGITDVSLAYTIGVLVVFIAVFYAWAWYLIERGTGLRT"
     gene            complement(497408..498334)
                     /locus_tag="CH60_469"
     CDS             complement(497408..498334)
                     /locus_tag="CH60_469"
                     /note="[V] COG1131 ABC-type multidrug transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK14348.1"
                     /translation="MTYALEITQLTKTYMGGVQALRGIDLHVEAGDFYALLGPNGAGK
                     STTIGIISSLVNKTSGKVQVFGYDIDNDIVNAKRQLGLVPQEFNFNPFETVLQIVITQ
                     AGYYGVTRRDALARAEKYLSQLDLWSKRDERAIRLSGGMKRRLMIARALMHEPKLLIL
                     DEPTAGVDIELRRSMWGFLKELNAQGTTIILTTHYLEEAEMLCRNIGIIQNGELVENT
                     TMKQLLSKLESETFIFDLGAKSPLPKLEGYGYRLTDTSTLEVDVKREQGLNSLFSQLN
                     VQGVQVQSMRNKANRLEELFVTLVNGHEGEKA"
     gene            498570..499232
                     /gene="can"
                     /locus_tag="CH60_470"
     CDS             498570..499232
                     /gene="can"
                     /locus_tag="CH60_470"
                     /EC_number="4.2.1.1"
                     /note="[P] COG0288 Carbonic anhydrase"
                     /codon_start=1
                     /transl_table=11
                     /product="carbonic anhydrase 2"
                     /protein_id="AJK10707.1"
                     /translation="MKEIEKLIANNRTWSNTICKDDPGFFEHLAQSQKPRFLWIGCSD
                     SRVPAEQLTGLKSGELFVHRNVANLVIHTDLNCLSVVQYAIDVLQVEHIIICGHLGCG
                     GVEAAIKGEEMGLIDNWLLHIRDLWYKHSSLLGELPQEERSNVLCQINVVEQVYNLGH
                     STIVRSAWKRGQKAMIHGWVYGIENGLLRDLEVSATSLGSLEMVYRKAMAELLQNNKE
                     DH"
     gene            complement(499386..499922)
                     /gene="hpt"
                     /locus_tag="CH60_471"
     CDS             complement(499386..499922)
                     /gene="hpt"
                     /locus_tag="CH60_471"
                     /EC_number="2.4.2.8"
                     /note="HGPRTase: hypoxanthine phosphoribosyltransferase;
                     [F] COG0634 Hypoxanthine-guanine
                     phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypoxanthine phosphoribosyltransferase"
                     /protein_id="AJK13020.1"
                     /translation="MKHTVEVMISEQEVKTRIAELGRQISEHYRDSGSDMVLVGLLRG
                     SFMFMADLCRAIDVSHEVDFMTASSYGNGMSTTRDVKILKDLDEDIRGKDVLIVEDII
                     DSGNTLSKVREILQLRGPKSLAICTLLDKPERREVHVPVEWVGFTIPDEFVVGYGIDY
                     AQRYRHLPYVGKVVTLDE"
     gene            complement(500142..501743)
                     /locus_tag="CH60_472"
     CDS             complement(500142..501743)
                     /locus_tag="CH60_472"
                     /note="[Q] COG2132 Putative multicopper oxidases"
                     /codon_start=1
                     /transl_table=11
                     /product="multicopper oxidase family protein"
                     /protein_id="AJK14042.1"
                     /translation="MHRRDFLKLTAALGAATSLPLWSRAALAADFSPLPIPPLLQPDA
                     NGKINLNIQTGSVVWLPSTATQTWGYNGNLLGPAIRLQRGKAVTIDITNALPEATTVH
                     WHGLEIPGEVDGGPQALIQPGAKRQVTFAVEQPAATCWFHPHTHSKTGHQVAMGLGGL
                     VLIDDSDSETLPLPKQWGVDDIPVILQDKLLDKHGQVDYQLDVMTAAVGWFGDRMLTN
                     GVPYPQQITPRGWVRLRLLNGCNARSLNLALSDGRPMYVIASDGGLLAEPVVVRELPI
                     LMGERFEVLVDTRDGQSLDLVTLPVTQMGMTLAPFDQPLPVLRIQPSLAIGSQVLPES
                     LVVIPELADVTGVQERWFQLMMDPKLDMLGMQALVARYGMKAMAGMNMNHGDMGAMDH
                     GNRPDMSQGKMKGMDHGTMNGAPAFNFSHANRINGKAFSMTEPAFDAKQGKYEKWTIS
                     GEGDMMLHPFHVHGTQFRILTENGKPPAEHRRGWKDIVRVEGARSEILVRFNYLAPAS
                     TPYMAHCHLLEHEDTGMMLGFTVSA"
     gene            502081..502407
                     /locus_tag="CH60_473"
     CDS             502081..502407
                     /locus_tag="CH60_473"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial chaperone lipo family protein"
                     /protein_id="AJK12331.1"
                     /translation="MLLLTLCGFSSASFALSESEAEDLADLTAVFVYLKNDCGYQELP
                     NNEIKRAIVYFAQQNRWDLHNYDSFNMKALGEDSYRDLRGIALPTPVKCKSLARDSLS
                     LLAYAN"
     gene            502524..503414
                     /gene="speE"
                     /locus_tag="CH60_474"
     CDS             502524..503414
                     /gene="speE"
                     /locus_tag="CH60_474"
                     /EC_number="2.5.1.16"
                     /note="speE: spermidine synthase;
                     [E] COG0421 Spermidine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="spermidine synthase"
                     /protein_id="AJK12099.1"
                     /translation="MSQKELWYETLHANFGQYFSVENVLFREKTEHQDLVIFENPELG
                     RVMALDGVVQTTERDEFIYHEMMTHVPLLAHGQAKKVLIIGGGDGAMLREVSRHKNIE
                     QITMVEIDAGVVEFCRQYLPNHSAGAYDDPRFKLVIDDGVNFVNQTTEKFDVIISDCT
                     DPIGPGESLFTSVFYEGCARSLNEGGIFVAQNGVCFLQQDEAVNSHNKLSHYFSDVSF
                     YQAAIPTYYGGIMTFAWATQNPALRQLDLATLQNRFAQAGLACRYYNPAIHVGSFALP
                     QYLLDALTTIPKVIGVDSSE"
     gene            503492..504286
                     /gene="speD"
                     /locus_tag="CH60_475"
     CDS             503492..504286
                     /gene="speD"
                     /locus_tag="CH60_475"
                     /EC_number="4.1.1.50"
                     /note="SAM_DCase_Eco: S-adenosylmethionine decarboxylase
                     proenzyme;
                     [E] COG1586 S-adenosylmethionine decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosylmethionine decarboxylase proenzyme"
                     /protein_id="AJK13118.1"
                     /translation="MSKLKLHGFNNLTKSLSFCIYDICYAKTADDRDGYIAYIDEQYN
                     ANRLTEILSETCSIIGANILNIARQDYDPQGASVTILVSEEPVDPRDVDTSEHPGPLP
                     SAVVAHLDKSHICVHTYPESHPEAGLCTFRADIEVSTCGVISPLKALNYLIHQLESDI
                     VTMDYRVRGFTRDINGVKHFIDHKINSIQNFMSDDMKSLYHMMDVNVYQENIFHTKMM
                     LKDFDLKHYLFNAKPEELSAEEKEQITRLLYKEMQEIYYGRNVPEV"
     gene            504724..505632
                     /locus_tag="CH60_476"
     CDS             504724..505632
                     /locus_tag="CH60_476"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK11410.1"
                     /translation="MNRLPTLYGIIAILLWSMSVALTRGLAEALGPFGAGSAIYSVSG
                     ILVWLVAGKPRVRGQHPAYLYGCGLLFVVYMVAFALAIGMANDRQQTLEIGLINYLWP
                     SLTLLLAVPLLKLRARWWLWPGAALALFGVIWVVSGGEGLDVKTLAVNISSNPLAYSL
                     ALIAAFTWAGYSNLVRLYSQGPGALPLFLIACALCLWLMFFMWTPGKLHFTPRAIFEL
                     LLMGANTALAYQCWDRAYQCWDSAMKKGNATLVAALSYFTPLLSILIASVWLNTLPSA
                     AFWPGVAMVVAGSLLCWSASRNPLRT"
     gene            complement(505743..506102)
                     /locus_tag="CH60_477"
     CDS             complement(505743..506102)
                     /locus_tag="CH60_477"
                     /note="conserved hypothetical protein;
                     [S] COG3112 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11035.1"
                     /translation="MDYEFLRDLTGQVLVKFSMGHEVIGHWLNEEIKGDLVKLDHIET
                     AADGVRGSERQWQLPGHEYTLWLDGEEVMVRANQLDLDGDEMEEGMNYYDEESLCLCG
                     LEDFLLVLKGYRAFITQ"
     gene            complement(506401..508998)
                     /gene="acnB"
                     /locus_tag="CH60_478"
     CDS             complement(506401..508998)
                     /gene="acnB"
                     /locus_tag="CH60_478"
                     /EC_number="4.2.1.3"
                     /note="acnB: aconitate hydratase 2;
                     [C] COG1049 Aconitase B"
                     /codon_start=1
                     /transl_table=11
                     /product="aconitate hydratase 2"
                     /protein_id="AJK13030.1"
                     /translation="MLEEYRKHVAERAAEGIVPKPLDASQMAALVESLKNPPAGEEEF
                     LLDLLTNRVPPGVDEAAYVKAGFLAAIAKGEAHSPLITAEKAIELLGTMQGGYNIHPL
                     IDALDNEQLAPIAAKALSHTLLMFDNFYDVEDKAKAGNPYAKQIIQSWADAEWYLSRP
                     ALAEKLTVTVFKVTGETNTDDLSPAPDAWSRPDIPLHALAMLKNAREGIHPDQPGSVG
                     PIKQIEELNKKGFPLAYVGDVVGTGSSRKSATNSVLWFMGDDIPYVPNKRGGGVVLGS
                     KIAPIFFNTMEDAGALPIEVDVAKLNMGDVIDIFPYQGEVRRHDTGEVLATFELKTDV
                     LLDEVRAGGRIPLIVGRGLTTKARESLGLPVSDVFRVPKPVAKSNKGFSLAQKMVGRA
                     CGVAGVRPGEYCEPKMTSVGSQDTTGPMTRDELKDLACLGFSADLVMQSFCHTAAYPK
                     PVDVTTHHTLPDFIMNRGGVSLRPGDGIIHSWLNRMLLPDTVGTGGDSHTRFPIGISF
                     PAGSGLVAFAAATGVMPLDMPESVLVRFKGEMQPGITLRDLVHAIPYYAIQEGLLTVE
                     KKGKKNIFSGRILEIEGLPELKVEQAFELADASAERSAAGCTIKLDKAPITEYLQSNV
                     VLLKWMIAEGYGDRRTLERRINGMESWLANPSLLEGDADAEYAAVIEIDLAEITQPIL
                     CAPNDPDDARLLSDVANSKIDEVFIGSCMTNIGHFRAAGKLLDQHKGQLPTRLWVAPP
                     TKMDAAQLTEEGYYSVFGKSGARIEIPGCSLCMGNQARVADGATVVSTSTRNFPNRLG
                     TGANVYLASAELAAIASLLGRLPTPDEYQTYMAQVDKTAEDTYRYLNFDQLSQYTDKA
                     DGVIFQTAV"
     gene            complement(509568..510026)
                     /locus_tag="CH60_479"
     CDS             complement(509568..510026)
                     /locus_tag="CH60_479"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12240.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(510269..511693)
                     /gene="lpdA"
                     /locus_tag="CH60_480"
     CDS             complement(510269..511693)
                     /gene="lpdA"
                     /locus_tag="CH60_480"
                     /EC_number="1.8.1.4"
                     /note="lipoamide_DH: dihydrolipoyl dehydrogenase;
                     [C] COG1249 Pyruvate/2-oxoglutarate dehydrogenase complex,
                     dihydrolipoamide dehydrogenase (E3) component, and related
                     enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyl dehydrogenase"
                     /protein_id="AJK13360.1"
                     /translation="MSTEIKTQVVVLGAGPAGYSAAFRCADLGLETILVERYSTLGGV
                     CLNVGCIPSKALLHVAKVIEEAKALAEHGIVFGEPKTDIDKVRVWKDKVINQLTGGLA
                     GMAKGRKVKVVTGFGKFTGANTLVVDGENGPTTINFDNAIIAAGSRPIQLPFIPHEDS
                     RIWDSTDALALRTVPERLLVMGGGIIGLEMGTVYHALGSKIDVVEMLDQVIPAADKDV
                     VKVFTKRISKQFNLMLETKVTAVEAKEDGIYVTMEGKKAPAEPQRYDAVLVAIGRVPN
                     GKLLDAGQAGVEVDDRGFIHVDKQLRTNVPHIFAIGDIVGQPMLAHKGVHEGHVAAEV
                     IAGMKHYFDPKVIPSIAYTEPEVAWVGLTEKEAKEKGISYETSTFPWAASGRAIASDC
                     ADGMTKLIFDKETHRIIGGAIVGTNGGELLGEIGLAIEMGCDAEDIALTIHAHPTLHE
                     SVGLAAEIYEGSITDLPNPKAKKK"
     gene            complement(511999..513528)
                     /gene="aceF"
                     /locus_tag="CH60_481"
     CDS             complement(511999..513528)
                     /gene="aceF"
                     /locus_tag="CH60_481"
                     /EC_number="2.3.1.12"
                     /note="PDHac_trf_long: dihydrolipoyllysine-residue
                     acetyltransferase;
                     [C] COG0508 Pyruvate/2-oxoglutarate dehydrogenase complex,
                     dihydrolipoamide acyltransferase (E2) component, and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyllysine-residue acetyltransferase"
                     /protein_id="AJK10686.1"
                     /translation="MSIEINVPDIGADEVEVTEIMVKVGDTVEAEQSLITVEGDKASM
                     EVPSPQAGVVKEIKIAVGDKVATGSLIMVFDATGAAAAPVKAEEKPAAPAQVAAPAAS
                     AAKNVEVPDIGDDEVEVTEVMVKVGDKVDAEQSLITVEGDKASMEVPAPFAGIVKEIK
                     ISTGDKVKTGSLIMVFEVEGAAPAPAAAPAAKAESKGEFAENDAYVHATPVIRRLARE
                     FGVNLAKVKGTGRKGRILREDIQAYVKDAVKRAEAAPAAAGGGLPGILPWPKVDFSKF
                     GEIEEVELGRIQKISGANLSRNWVMIPHVTQFDEADITEVEAFRKQQNIEAEKKKQDL
                     KITPLVFLMKAAAKALEEFPRFNSSISEDGQKLTLKKYINIGVAVDTPNGLVVPVFRD
                     VNKKGIVELSRELSVISKKARDGKLTASDMQGGCFTISSLGGIGGTAFTPIVNAPEVA
                     ILGVSKSSMKPVWNGKEFAPRLMLPLSLSFDHRVIDGAAGARFAAYIATIMADIRRLV
                     M"
     gene            complement(513542..516205)
                     /gene="aceE"
                     /locus_tag="CH60_482"
     CDS             complement(513542..516205)
                     /gene="aceE"
                     /locus_tag="CH60_482"
                     /EC_number="1.2.4.1"
                     /note="aceE: pyruvate dehydrogenase (acetyl-transferring),
                     homodimeric type;
                     [C] COG2609 Pyruvate dehydrogenase complex, dehydrogenase
                     (E1) component"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate dehydrogenase (acetyl-transferring),
                     homodimeric type"
                     /protein_id="AJK13137.1"
                     /translation="MSERLNNDVDPIETRDWLQAIESVIREEGVERAQYLIDQVLGEA
                     RKGGVSVAAGSANRDYINTIPVEDEPAYPGNLDLERRIRSAIRWNAVMTVLRASKKDL
                     DLGGHMASFQSSATFYEVCFNHFFRARNQKDGGDLVYFQGHISPGVYARAFLEGRLTE
                     DQMNNFRQEVHGKGLSSYPHPKLMPEFWQFPTVSMGLGPISAIYQAKFLKYLSHRGLK
                     DTSAQTVYAFLGDGEMDEPESKGAITIATREKLDNLVFVINCNLQRLDGPVTGNGKII
                     NELEGIFSGAGWQVLKVIWGGRWDELLRKDTSGKLIQLMNETLDGDYQTFKSKDGAYV
                     REHFFGRFPETAALVKDMTDDEIWSLNRGGHDPKKIFAALKKAQETQGKPTVILAHTI
                     KGYGMGETAEGKNIAHQVKKMNMDGVRHFRDRFNVPVADAEIEKLPYITFEKDSEEYK
                     YLHERRQALEGYLPTRMPKFTEKLEIPALSDFSSLLEEQNKEISTTIAFVRALNVMLK
                     NKSIKDRIVPIIADEARTFGMEGLFRQIGIYSPNGQQYTPQDREQVAYYKEDEKGQIL
                     QEGINELGAASSWLAAATSYSTNDLPMIPFYIYYSMFGFQRIGDLCWAAGDQQARGFL
                     IGGTSGRTTLNGEGLQHEDGHSHIQSLTIPNCISYDPAYAYEVAVIMHDGLERMYGEA
                     QENVYYYLTTLNENYHMPAMPQGAEEGIRKGIYKLETVEGSKGKVQLMSSGAILRHVR
                     EAAQILAKDYGVGSDVYSVTSFTELARDGQDCERWNMLHPTETPRVPYVAQVMNDAPA
                     VASTDYMKLFAEQIRNFIPASEFRVLGTDGFGRSDSRENLRHHFEVDSSYVVVAALGE
                     LAKRGDIDTSVVAEAITKFGIDADKVNPRLA"
     gene            complement(516401..517165)
                     /locus_tag="CH60_483"
     CDS             complement(516401..517165)
                     /locus_tag="CH60_483"
                     /note="[K] COG2186 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AJK11636.1"
                     /translation="MAYNKIRQPKLSDVIEQQLEYLILEGTLRPGEKLLPERELAKQF
                     DVSRPSLREAIQRLEAKGLLLRRQGGGTFVQTNLWQSFSDPLAELLADHPESQFDLLE
                     TRHALEGIAAYYAALRGTDEDLQRIRECHTVIQQAQDNGDLDAEADAVMQYQVAVTEA
                     AHNVVLLHLLRCMGPMLEQNVRQNFELLYLRREMLATVSSHRARIFEAIVAREPEKAR
                     EASHRHLAFIEEILLDLSREHSRRERSLRRLQQRKE"
     gene            518028..519425
                     /locus_tag="CH60_484"
     CDS             518028..519425
                     /locus_tag="CH60_484"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK11379.1"
                     /translation="MSDQQEGAELKRGLKNRHIQLIALGGAIGTGLFLGIAQTIKMAG
                     PSVLLGYAIGGFIAFLIMRQLGEMVVEEPVAGSFSHFAYKYWGHFAGFASGWNYWVLY
                     VLVAMAELTAVGIYVQYWWPEIPTWVSAAVFFLAINAINLANVKVYGEMEFWFAIIKV
                     IAIIAMILFGGYLLISGRGGPEATVTNLWAQGGFFPNGIMGLVMAMAVIMFSFGGLEL
                     VGITAAEAEDPAKSIPKATNQVIYRILLFYIGSLAILLSLYPWGKVVEGGSPFVLIFD
                     ALDSNSVATVLNIVVLTAALSVYNSCVYCNSRMLFGLAKQGNGPKILLKVDGRGVPVI
                     AIAVSAFATAFCVLINYLLPGRAFELLMALVVSALVINWAMISLAHLKFRAAKNRQGV
                     IPKFKAFWYPFGNCLCLLFLTGILVIMFLTPSIRISVILIPVWVVVLAIGYILKNQSQ
                     RQNQQLSASSRKVTK"
     gene            complement(519858..520712)
                     /gene="ampE"
                     /locus_tag="CH60_485"
     CDS             complement(519858..520712)
                     /gene="ampE"
                     /locus_tag="CH60_485"
                     /note="[V] COG3725 Membrane protein required for
                     beta-lactamase induction"
                     /codon_start=1
                     /transl_table=11
                     /product="protein AmpE"
                     /protein_id="AJK11470.1"
                     /translation="MTLFTLLLVLAWERLFKLGEHWQLDHRLEVVFARLQRFSLIQTI
                     LLTVLWMVLVWGILQLVQNILFGFPLLLLWILICLMCIGAGGIRRHYRAYLKAARQGD
                     IHATDKMAEELALIHGLPIESGEKDRLQSLQNALLWINFRYYLAPIFWLIVCGSYGPV
                     ALAGYAMLRGYQTWLARHHTPLERAQTGIDGILHWLDWVPVRLVGVAYALLGHGERAL
                     PAWLASLGDFHSQQYQVLTRLAQYSLAREPHLDPVQTPRAAVSLARKVTLTIIVVVAL
                     LTIYGALV"
     gene            complement(521002..521553)
                     /locus_tag="CH60_486"
     CDS             complement(521002..521553)
                     /locus_tag="CH60_486"
                     /note="[V] COG3023 Negative regulator of beta-lactamase
                     expression"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AJK12466.1"
                     /translation="MLLENGWIVGVKQVLSPHFDLRPEGEMPSLLVIHSISLPPSEFG
                     GPYIDQLFTGTLNADEHPYFASIVHLRVSAHCLIRRDGEIIQYVPFDKRAWHAGVSVF
                     AGRERCNDFSIGIELEGTDVLPFTPVQYQRLTEISAVLFAHYPITVERVAGHSEIAPG
                     RKTDPGLAFDWFFYQQNLAKLLV"
     gene            521666..522574
                     /gene="nadC"
                     /locus_tag="CH60_487"
     CDS             521666..522574
                     /gene="nadC"
                     /locus_tag="CH60_487"
                     /EC_number="2.4.2.19"
                     /note="nadC: nicotinate-nucleotide diphosphorylase;
                     [H] COG0157 Nicotinate-nucleotide pyrophosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate-nucleotide diphosphorylase"
                     /protein_id="AJK13103.1"
                     /translation="MPPRCYNSNSRRAELLERIQSDIPATVAQALSEDLGGEVNADRD
                     LTAQLLPADKQATATIITREDGIFCGQRWLNEVFIQLGAQISIQWLVTDGDKLTANQT
                     LCHLTGPARILLTGERTALNFLQTLSGVATEVSRYVVQLAGLKTQLLDTRKTLPGLRT
                     ALKYAVLCGGGNNHRLGLSDAFLIKENHIIAAGSIKEAVAKAFWIHADVPIEVEVESL
                     DELQQALEAGADIVMLDNFTIPMMRDAVKMRDDHAKTQGSAQLEVSGNVTLETLRSYA
                     ETGIDFISVGALTKHITALDLSMRFQ"
     gene            522777..523241
                     /locus_tag="CH60_488"
     CDS             522777..523241
                     /locus_tag="CH60_488"
                     /note="IV_pilin_GFxxxE: prepilin-type N-terminal
                     cleavage/methylation domain protein;
                     [NU] COG4969 Tfp pilus assembly protein, major pilin PilA"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12873.1"
                     /translation="MAKHQGLTLQKGFTLIELMVAVAIIAVLSGIGIPSYQRYIQKAA
                     LTDMLQAIVPYKMAVELCALEQSNLDSCNAGSNGIPAGQVSRYINAINIAKGVITLSG
                     QHTLTGLTLAISPTRNSNGNLVWARTCTATDSAMTDSCKAVFRFNDKAPSNG"
     gene            523234..524772
                     /locus_tag="CH60_489"
     CDS             523234..524772
                     /locus_tag="CH60_489"
                     /note="[NU] COG2804 Type II secretory pathway, ATPase
                     PulE/Tfp pilus assembly pathway, ATPase PilB"
                     /codon_start=1
                     /transl_table=11
                     /product="type II/IV secretion system family protein"
                     /protein_id="AJK13437.1"
                     /translation="MAEFIVSSFETISDELHLLCRRYRAVALTLDGKSLSIASAQTVD
                     EALLTALRFTCGRQVRVEYWPEAKIEQSLYLGSPTKNNLNSSINNGLNSALLSQKGGD
                     PSRVKPHNQQQQTIDDTVFDNESDTPVIQFITQTLSLAIQKRASDIHFEPYQHHYRVR
                     LRIDGVLHEFTPPEAEWAARISSCLKVMAKLNIAERRLPQDGQLTLPFGDSHYSMRIA
                     TLPTQYGEKVVLRILQIQQQTTLEKLGMTDAALKQLTQALSAPQGLILVTGPTGSGKT
                     ITLYCSLARLNQTQRNICSVEDPIEIPVNGINQTQVNSKIGLDFSRILRAILRQDPDV
                     IMVGEIRDNETASIAVNAAQTGHLVLSTLHTNSTAETLIRMAQMGIERHLIASSLKLV
                     IAQRLVRRLCLHCRQAASHPFIPPAHIRSGPIQHYLAVGCEHCCTGYYGRTGIYEMLS
                     VTPQIQQAILNNASPVKLVQIAQKQEQTALLCSGLALIEKGITTLSEINRVVGFVAET
                     EVTS"
     gene            524769..525968
                     /locus_tag="CH60_490"
     CDS             524769..525968
                     /locus_tag="CH60_490"
                     /note="[NU] COG1459 Type II secretory pathway, component
                     PulF"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system (T2SS), F family
                     protein"
                     /protein_id="AJK11005.1"
                     /translation="MSRHRLFNWTALNKTGELQTGMLLATERNSVYEHIIQHGLQPLG
                     VKGGRRLSARYWQGERLVAMTRQLATLLQAGLPLVNSLQLLAKEADDSAWRCLLDEIS
                     QQVAQGQSLSEVMEQYPHVFPRLYPPVVAVGELTGNLEQCCTQLVHHQERQQNLHKKV
                     IKALKYPVVVCIVALVVSVIMLVMVLPEFAQIYQSFDTPLPGLTASLLWLSTFLTFYG
                     PYLALIIAIVCIGYFYTLRKKSRWQQWEQTILLSIPLVSTLIRGSCLSQIFQTLAITQ
                     QAGLPLSAGLDAAARSIHNYNYQQALRCIQKQISQGIPLYTTLNQHPLFPAICQQLIR
                     VGEESGSQDVLLEKLACWHQQQTQNLADNVTQMLEPLLMLIIGSIVGVLVIAMYLPIF
                     QLGDVIG"
     gene            complement(526339..527382)
                     /gene="guaC"
                     /locus_tag="CH60_491"
     CDS             complement(526339..527382)
                     /gene="guaC"
                     /locus_tag="CH60_491"
                     /EC_number="1.7.1.7"
                     /note="GMP_reduct_1: guanosine monophosphate reductase;
                     [F] COG0516 IMP dehydrogenase/GMP reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="guanosine monophosphate reductase"
                     /protein_id="AJK13005.1"
                     /translation="MRIEEGLKLGFKDVLIRPKRSTLKSRSEVALERQFTFKHSGWNW
                     SGVPIIAANMDTVGTFRMAEVLASFDILTAVHKHYTLEQWAEFVKRSPESVLRHVMVS
                     TGTSSADFDKMKQILALSPSLKFICIDVANGYSEHFVSFLQRAREACPDKVICAGNVV
                     TGEMVEELILSGADIVKVGIGPGSVCTTRVKTGVGYPQLSAVIECADAAHGLGGQIVS
                     DGGCSVPGDVAKAFGGGADFVMLGGMLAGHDECEGRVVEENGEKFMLFYGMSSESAMK
                     RHVGGVAQYRAAEGKTVKLPLRGSVDNTVRDIMGGLRSACTYVGASHLKELTKRTTFI
                     RVAEQENRVFGTD"
     gene            527678..528298
                     /gene="coaE"
                     /locus_tag="CH60_492"
     CDS             527678..528298
                     /gene="coaE"
                     /locus_tag="CH60_492"
                     /EC_number="2.7.1.24"
                     /note="[H] COG0237 Dephospho-CoA kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="dephospho-CoA kinase"
                     /protein_id="AJK13865.1"
                     /translation="MTYIVALTGGIGSGKSTVANAFANLGVPLVDADIIARQVVEPGT
                     SALAAIASRYGENILQQDGSLNRAALRQKIFSEQQEKAWLNSLLHPLIQQETQRQLAG
                     IDQPYALWVVPLLVENGLHHRADRVLVVDVTPDIQLARTMARDGITRQQAENILASQV
                     SRQQRLACADDIIDNSGDPLMIAQHVASLHHRYLKLATAAQQDLHQ"
     gene            528295..529047
                     /locus_tag="CH60_493"
     CDS             528295..529047
                     /locus_tag="CH60_493"
                     /note="conserved hypothetical protein;
                     [S] COG4582 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13770.1"
                     /translation="MSDLTSTILFEHPLNEKMRTWLRMEFLLQQLESHRSLDNIANAL
                     TFFRTASDLIDVLERGEVRTDLLKELERQQQKLQQWADIPGVDVSLVDSLRNQLKSRA
                     AVLMSAPRIGQSLKEDRLISVVRQRLSIPGGCCSFDLPTLHVWLHQPSEQRDQHINKL
                     LASLAPLHQSLTIILDLIRQSCPLRSQISLNGFFQDNAGGADLLRLRLPLDPQLYPQI
                     SGHKTRYAIRFLALDSENGTVPARLSFELACC"
     gene            529233..529439
                     /locus_tag="CH60_494"
     CDS             529233..529439
                     /locus_tag="CH60_494"
                     /note="conserved hypothetical protein;
                     [S] COG3024 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11973.1"
                     /translation="MESEQIQVNCPTCGKVVIWGEQSPFRPFCCKRCQLIDLGEWADE
                     EKRIPSDTELSDSDEWSEEDPLKH"
     gene            complement(529629..530087)
                     /locus_tag="CH60_495"
     CDS             complement(529629..530087)
                     /locus_tag="CH60_495"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK10982.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            530198..531151
                     /locus_tag="CH60_496"
     CDS             530198..531151
                     /locus_tag="CH60_496"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11809.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKELGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGCAGCTMSL
                     TNESMKQSRPVPAIAGSKSSSPCWHCLRRKKSMTCILMKIW"
     gene            531218..531997
                     /locus_tag="CH60_497"
     CDS             531218..531997
                     /locus_tag="CH60_497"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11366.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            532260..532505
                     /locus_tag="CH60_498"
     CDS             532260..532505
                     /locus_tag="CH60_498"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11528.1"
                     /translation="MSVSGFMGYLKGKSSLMLYEQFGDLKFKYRNREFWCRGYYVDTV
                     GKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(532627..533082)
                     /locus_tag="CH60_499"
     CDS             complement(532627..533082)
                     /locus_tag="CH60_499"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11485.1"
                     /translation="MMKYQLSFVLLLTPLAVFAEQHCPAIDAIKLIGGVYTAKATSGE
                     EWVGILQGPLPQESGIKRFSEALFVVEGENNGNNVTGSGKFQKCTYDLQAENIQLDMY
                     YGGTTWIASIRGKPYWEYEKGGFFEIYTCSNVAPEYCKFDILVPGSASR"
     gene            complement(533222..533962)
                     /locus_tag="CH60_500"
     CDS             complement(533222..533962)
                     /locus_tag="CH60_500"
                     /note="opacity-associated A N-terminal motif family
                     protein;
                     [M] COG3061 Cell envelope opacity-associated protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11275.1"
                     /translation="MGRIAPRRRKNNRVYQPLLHSWLTIRQKVLPDAKNTDEQNLISE
                     INAPEQRVDPDNVTEPALAPTQRKGVQSIKELWLKIWHLPDSFQWMEPLPFFHRRGVI
                     IATTVLLLALLWPASRDNTDLSFPVSAPSTSVPLQAQLQDNNDVPVPPKVSPSETTQG
                     NWQSYQVQTGKTLAQLFRDNNLPVNDVFAMAQVEGSDKPLSNLKAGQEVKIMLDAQGA
                     VTALAIETPENTEVLFSRQNDGSYRREH"
     gene            534320..534940
                     /locus_tag="CH60_501"
     CDS             534320..534940
                     /locus_tag="CH60_501"
                     /note="[O] COG0545 FKBP-type peptidyl-prolyl cis-trans
                     isomerases 1"
                     /codon_start=1
                     /transl_table=11
                     /product="domain amino terminal to FKBP-type
                     peptidyl-prolyl isomerase family protein"
                     /protein_id="AJK11464.1"
                     /translation="MTTPSFDSVEAQASYGIGLQIGQQLQESGLQGLLPEALLAGLRD
                     AMEGNTPTVPVDVIHRALQEVHEKADKVRIERQQALVDEGKTFLEENAKRDDVTTTES
                     GLQFSVLQAGDGPIPSRQDRVRVHYTGRLVDGTVFDSSVERGQPADFPVSGVIPGWIE
                     ALSMMPVGSKWKLYIPHNLAYGERGAGATIPPFSALMFEVELLEIL"
     gene            complement(535038..535703)
                     /gene="ric"
                     /locus_tag="CH60_502"
     CDS             complement(535038..535703)
                     /gene="ric"
                     /locus_tag="CH60_502"
                     /note="feS_repair_RIC: iron-sulfur cluster repair di-iron
                     protein;
                     [D] COG2846 Regulator of cell morphogenesis and NO
                     signaling"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster repair di-iron protein"
                     /protein_id="AJK13524.1"
                     /translation="MDYRNQSLGALAIAIPRATKLFRQHQLDFCCGGKQTLLRAANKL
                     NLDIDALEAQLSALQTEPHSSEDWQQQPLTNLISFIISRYHDRHREQLPELVLMAEKV
                     ERVHGEKPTCPRGLAAELSAILEELTQHMYKEEQILFPMIQRGMGSQASGPIFVMEAE
                     HDAVGQQLDVVKQLTQNVTPPEGACNTWRALYTGINEFITDLMEHIHLENNLLFPRAL
                     RGE"
     gene            complement(535858..537816)
                     /gene="cpdB"
                     /locus_tag="CH60_503"
     CDS             complement(535858..537816)
                     /gene="cpdB"
                     /locus_tag="CH60_503"
                     /EC_number="3.1.4.16"
                     /note="cycNucDiestase: 2',3'-cyclic-nucleotide
                     2'-phosphodiesterase;
                     [F] COG0737 5'-nucleotidase/2',3'-cyclic phosphodiesterase
                     and related esterases"
                     /codon_start=1
                     /transl_table=11
                     /product="2',3'-cyclic-nucleotide 2'-phosphodiesterase"
                     /protein_id="AJK14072.1"
                     /translation="MFKRPLTLSLLASLIAVATSLSAATVDLRVLETTDLHSNMMDFD
                     YYKDKPTEKFGLVRTASLIIAARQQATNSVLVDNGDVIQGSPLGDYIAAKGLNDGEIH
                     PVYKAMNTLDYAVGNIGNHEFNYGLDYLKKSLAGAKFPYVNANVIDVKTGKPLFQPYL
                     IIDTPVKDRDGKSHNLRIGYIGFVPPQVMIWDKANLSGKVTVNDITETAKKWVPEMRE
                     QGADLVVAIPHSGLSSDPYKTMAENSVYYLSQVPGIDAIMFGHAHGVFPSKDFAAIKG
                     ADITQGTLNGIPAVMPGQWGDHLGVVDFVLNNDQGKWQVIDAKAEARPIYDKTAQKSL
                     AAENAKLVEVLAVDHQSTRDFVSQPIGKASDNMYSYLALIQDDPTVQIVNNAQRAYTE
                     HFIQGDPDLADLPVLSAAAPFKAGGRKNDPTSFVEVEKGKLTFRNAADLYLYPNTLVV
                     VKASGAEVKQWLECSAAQFNQIDINSSKPQSLINWDGFRTYNFDVIDGVEYEIDVSQP
                     ARYDGECTLINDQAERIKNLTFNGKPIDPKATFLIATNNYRAYSGKFAGTGDSHIAFA
                     SPDENRAVLSAYISAETKKKGQVIPQADNNWRLAILDSKQPLDIRFETSPTAKAADFI
                     KQKAQYPMEAQGTDEVGFAVYHIDLQRK"
     gene            538263..539003
                     /gene="cysQ"
                     /locus_tag="CH60_504"
     CDS             538263..539003
                     /gene="cysQ"
                     /locus_tag="CH60_504"
                     /EC_number="3.1.3.7"
                     /note="bisphos_cysQ: 3'(2'),5'-bisphosphate nucleotidase;
                     [P] COG1218 3'-Phosphoadenosine 5'-phosphosulfate (PAPS)
                     3'-phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="3'(2'),5'-bisphosphate nucleotidase"
                     /protein_id="AJK14435.1"
                     /translation="MLEQIGQLAREAGVAIMAVYQGDKPLDIAHKKDDSPVTAADLAA
                     HQIIKAGLARLTPDIPLLSEEDPPAWDVRQHWQRYWLVDPLDGTKEFLNRNGEFTVNI
                     ALIDQGEPVLGVVYVPVTEVMYSAANGQAWKEECGRRMQIQVRDAQPPLVVVSRSHSD
                     AELEDYLSQLGEHQTISVGSSLKFCLVAEGKAQLYPRFGPTNVWDTAAGHAVAIAAGA
                     QVHDWQGKTLSYTPRESFLNPGFRVSLF"
     gene            complement(539006..539569)
                     /locus_tag="CH60_505"
     CDS             complement(539006..539569)
                     /locus_tag="CH60_505"
                     /note="conserved hypothetical protein;
                     [R] COG3054 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14131.1"
                     /translation="MIKNSLLIISLIFTPLLVSAHNIQDNQRVPPVGVRDKGELDYDK
                     TTNQFNYKNWNSSQLPGKTRVIQHIAGRTSAKEMNAPLIDAIKQANLPRERYQTTTIV
                     NTDDAIIGTAMFVRNSIESSKREFPWSQFIIDSKGNVAKAWGLTEKSSAIVVLDPQGN
                     VKFVKDGALTSAEVQQVIDQLHQLVQQ"
     gene            539905..540117
                     /locus_tag="CH60_506"
     CDS             539905..540117
                     /locus_tag="CH60_506"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13990.1"
                     /translation="MRIFQRYNPAKVAMYVKTLFRGRLYIKDMGAFEFDNGKILVPKV
                     KDKRHFEVMAEVNRQVLRLQADTLLT"
     gene            complement(540225..541556)
                     /locus_tag="CH60_507"
     CDS             complement(540225..541556)
                     /locus_tag="CH60_507"
                     /note="[R] COG1253 Hemolysins and related proteins
                     containing CBS domains"
                     /codon_start=1
                     /transl_table=11
                     /product="CBS domain protein"
                     /protein_id="AJK12946.1"
                     /translation="MLNSILLILFLIAVSAFFSLSEISLAASRKIKLKLLADEGDTNA
                     LRVLKLQETPGMFFTVVQIGLNAVAILGGIVGDAAFSPSFKLVFERFMAPELADQASF
                     VCSFVLVTSLFILFADLTPKRIGMISPEAVAVRIVNPMRFCLMIFRPLVWFFNGMANL
                     IFRLFKLPMVRNDDITSDDIYAVVEAGALAGVLRKQEHELIENVFELESRTVPSSMTS
                     RENVIYFDLRESEDSIKDKISTHPHSKFLVCDGHIDQVVGYVDSKDLLNRVLGNQSLV
                     LSSGVQIRSALIVPDTLTLSEALESFKTAGEDFAVILNEYALVVGIITLNDVMTTLMG
                     DLVGQGQEEQIVARDENSWLIEGGTPIEDVMRVLHIDDFPQSGNYETIGGFMMYMLRK
                     IPKRTDFVKYAGYKFEVVDIDSYKIDQLLVTRLSDQPAPILPKAPHESSDA"
     gene            complement(541834..542472)
                     /gene="msrA"
                     /locus_tag="CH60_508"
     CDS             complement(541834..542472)
                     /gene="msrA"
                     /locus_tag="CH60_508"
                     /EC_number="1.8.4.11"
                     /note="msrA: peptide-methionine (S)-S-oxide reductase;
                     [O] COG0225 Peptide methionine sulfoxide reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide-methionine (S)-S-oxide reductase"
                     /protein_id="AJK10810.1"
                     /translation="MQNVDNTAVIDAANALPGRLTSIPVSPLHAVHGHSMTYIPEGMD
                     LAFFAMGCFWGAERLFWQQPGVYSTAAGYSGGHTPNPTYHEVCSGRTGHAEVVRVVFD
                     PAVISYQQLLQIFWENHDPAQGMRQGGDVGTQYRSAIYVLTPEQEEQAHKSRERFQQA
                     MEKAGDQRVITSEITVALPFYYAEDDHQQYLHKNPHGYCGLGGIGVCLPPNV"
     gene            542747..544483
                     /locus_tag="CH60_509"
     CDS             542747..544483
                     /locus_tag="CH60_509"
                     /note="[M] COG0729 Outer membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="surface antigen variable number repeat family
                     protein"
                     /protein_id="AJK14104.1"
                     /translation="MLRYPILCFVCLLLATPIAYAANVRLQVEGLSGDLERNVRARLS
                     TIGTDEVTADGRFRSRVDEAIRQGLRALGYYDPTITFELQNRPAPARSVLIAKVVPGE
                     PVLIAGVDIVLQGGAKTDPDYQALVRRDTPKIGSVLNHGDFDNFTSSLTGLALRRGYF
                     DANMIKSQLGVAAQLHEAFWDIDFDSGQRYRFGKVIFQGSQIREDYLQNLVPFHEGEF
                     YTSDELAELNRRLAATNWFNSVVVSPDFQDAKESKILPLDAVVTPRTENTVELGGGYA
                     TDVGPRLTASWRKPWMNSFGHSLTTTTALSAPEQTLDFSYRIPLLRNPLEQYYLIQGG
                     FRRTDLNDTNSDTTTLNVARFWDLSSGWQRAINLRWSLDHFTQGRVTDTTMLLYPGVS
                     INRTRQRGGAMPVWGDSQRYSIDVSDTTWGSDVDFGIFQAQNVWIRTLGEKNRFVARG
                     NVGWIETNNFDRVPPSLRFFAGGDRSIRGYKFRNISPRDSDGKLTGASKLATGSLEYQ
                     YNFTGRWWGAVFVDSGEAVNNFSKSDLKTGAGVGVRWASPVGPIKLDIAAPIGDNETH
                     GVQFYIGLGPEL"
     gene            544480..548397
                     /locus_tag="CH60_510"
     CDS             544480..548397
                     /locus_tag="CH60_510"
                     /note="conserved hypothetical protein;
                     [S] COG2911 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10938.1"
                     /translation="MKWVKRLSIAFLLIILLLVGALGGLLGTTSGLHFLINSAARWVP
                     GLDIASVSGGWRGLTLTGIQYQMPGVTVKAGQFYLSLQLSCLKNSELCVNALTAQDID
                     VVVNTQAMPPTSSTPASTDPMGELSTPYPIFLRLLSLNNVKVTIDDTAISLDEFRTGA
                     HWKQRSLALMPTKINGLLIALPKTVSAGVPDAVKPAVETAMAAKEAVAQLSAAPGRSA
                     TASGQSTTASGRSATASGQSATTGGQLATVPAEPATPLGESLKALFAKPLLPALPDFR
                     LPLDLQIEEISGQQLRLTGDNEVLISSLLLQASTQDQRITLDTLEIKSPQGGLSAQGQ
                     ATLADKWPLDLVVNSALNIDSLKGEKVKLTVGGALREELKVTLNLSGPVSAQLETETS
                     LAKAGLPLSLTLQSKQLRWPLTGEPQYQMNNLRMRLNGQATDYALSIRSDIKGTDLPP
                     AVFTLEGKGNVEQFNLTRLRLAALQGHTDLTGVVDWRQAISWNSVLTLSGINMAKQWP
                     EWPAKLEGKIVTRGSIHGGSWQLQVPELVLDGNVKQNRVTARGSLTGNAAGQWHIPGI
                     NLALGRNKLDMKGELNDNWLLDANVDAPQLDGALPGLGGVVKGSLKLRGNLKTPQLLA
                     DLTANRLQWQELHINRIKVDGDVRSTDQIQGQLAVRVEQLKQADFVVSLLTLDARGSE
                     KQHQLRLNMQGDPVSGQLSLEGSFDKQQQRWRGTLNNTRFDTPVGEWRLSRAMTLDYQ
                     NSAQRITIGPHCWLNPNAELCAPRPIEAGPSGQASVVLNRFDLAMIKPFLGPDTTMNG
                     VFTGRAEVSWKEGGKLPDVRVSLSGNGVKVQQMVQGSPLPIAFETLNLNGGLANGQVR
                     ADWLVKLVNNGQFSGQVQVADPEGRRNLSGNVAISNLSLAMINPILSDGEKAAGILNA
                     NLRLAGNAKSPLVYGRLALDKVDIDGSWMPFDITEGRLAMNFDGMTSTLEGLIRTSQG
                     QLNLSGDADWRDISAWHARIAAKGNKLRVTIPPTARVDVSPDIVFEATPQLFTLNGSV
                     DIPWARITVQEVPETAVGVSSNEVMLNDQLQPIAPRSASIPISSNLVIRIGNDVRLNA
                     FGLKARLQGDLRMMQDQRGLGLNGQINIPSGSFRAYGQDLIVNKGILLFSGPPDQPLL
                     NIEAIRNPDSTANGVIAGVRVTGMADSPRMEVFSDPAMSQQEALSYLLRGQGLGNSGA
                     DSSMMTSMLIGMGVAQSGKLVGKIGEAFGVSNLALDTQGVGDSSQVVVSGYVTKDLQI
                     KYGVGIFDSLATLTLRYRLMPRLYLEAVSGIDQALDLLYQFEF"
     gene            548400..548756
                     /locus_tag="CH60_511"
     CDS             548400..548756
                     /locus_tag="CH60_511"
                     /note="[S] COG2105 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="AIG2-like family protein"
                     /protein_id="AJK13530.1"
                     /translation="MRIIVYGSLRRKQGNSHWMTDAQLLGEHDLEGYEMYNLGHYPAV
                     IPGDGTVHCEVYRINSSIMNELDELKSNTKDYRRELIKTPYGSAWIYLYRLPTEGLPR
                     IYSGDWLKRHEEIDKP"
     gene            complement(548874..549401)
                     /gene="ppa"
                     /locus_tag="CH60_512"
     CDS             complement(548874..549401)
                     /gene="ppa"
                     /locus_tag="CH60_512"
                     /EC_number="3.6.1.1"
                     /note="[C] COG0221 Inorganic pyrophosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="inorganic pyrophosphatase"
                     /protein_id="AJK12143.1"
                     /translation="MSLNQVPAGKDLPEDIYVVIEIPANADPIKYEIDKETGSLFVDR
                     FMSTAMFYPCNYGYINNTLSLDGDPVDVLVPTPYPLQPGSVIRCRPVGVLKMTDEAGE
                     DAKLVAVPHSKLTKEYDHVKDVQDLPELLKAQIKHFFEHYKDLETGKWVKVDGWEDAA
                     AAKAEILSSFERAKK"
     gene            complement(549601..550614)
                     /locus_tag="CH60_513"
     CDS             complement(549601..550614)
                     /locus_tag="CH60_513"
                     /note="[G] COG0158 Fructose-1,6-bisphosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-1-6-bisphosphatase family protein"
                     /protein_id="AJK12010.1"
                     /translation="MKTLGEFIVEKQLDFSHATGELTALLSAIKLGAKIIHRDINKAG
                     LVDILGASGVSNIQGEDQMKLDLFANEKLKAALKARGEVAGIASEEEDDIVIFDGGRA
                     ENAKYVVLMDPLDGSSNIDVNVSVGTIFSIYRRITPFGTPITEEDFLQPGTKQVTAGY
                     VVYGSSTMLVYTTGYGVHAFTYDPSLGVFCLSHEKVRYPATGCMYSINEGNYIKFPLG
                     VKKYIKYCQEQDEATKRPYTSRYIGSLVADFHRNLLKGGIYIYPSTASHPQGKLRLLY
                     ECNPMAFLAEQAGGKATDGVNRILDIVPEKLHQRAPFFVGTKSMVEDAEGFIAKFPDE
                     EAK"
     gene            550785..552167
                     /gene="mpl"
                     /locus_tag="CH60_514"
     CDS             550785..552167
                     /gene="mpl"
                     /locus_tag="CH60_514"
                     /note="UDP-N-acetylmuramate:L-alanyl-gamma-D-glutamyl-
                     meso-diaminopimelate ligase;
                     mpl:
                     UDP-N-acetylmuramate:L-alanyl-gamma-D-glutamyl-meso-
                     diaminopimelate ligase;
                     [M] COG0773 UDP-N-acetylmuramate-alanine ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-alanyl-gamma-D-glutamyl-meso-diaminopimelate
                     ligase"
                     /protein_id="AJK10764.1"
                     /translation="MRIHILGICGTFMGGLAMLARSLGHEVTGADANVYPPMSTLLEN
                     QGIDLIQGYDPAQLNPIPDLVIIGNAMTRGNPCVEAVLEQGIPYVSGPQWLHDHVLPE
                     RWVLAVAGTHGKTTTAGMLAWILEACGYEPGFVIGGVPGNFDVSARLGNSPFFVIEAD
                     EYDCAFFDKRSKFVHYSPRTLIMNNLEFDHADIFDDIKAIQKQFHHLVRLVPGKGKII
                     LPDNDNHLKQVMAMGCWSEQELVGETGSWFARKVSTDASVYEVLLDNNVVGEVNWSLV
                     GEHNMHNGLMAIAAARHVGVLPADACRALGDFINASRRLELRGEAHGVTVYDDFAHHP
                     TAILATLAALRSKVGGTARILAVLEPRSNTMKLGLCKNELAPSLGRADEVFLFQPQHI
                     PWQVVEVAEACIQPAYWSADIDQLVDMIVKTAQPGDHILVMSNGGFGGIHDKLLSALD
                     KKAEQATALF"
     gene            complement(552463..552726)
                     /locus_tag="CH60_515"
     CDS             complement(552463..552726)
                     /locus_tag="CH60_515"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11605.1"
                     /translation="MNIKTTVATMSILSALSFGVFAADSINENQATQLQPMGTITVSG
                     LNGAPSDIRQALSDKADTVGAKAYKVIEVRSENNWHATANIYK"
     gene            complement(553115..553585)
                     /gene="argR"
                     /locus_tag="CH60_516"
     CDS             complement(553115..553585)
                     /gene="argR"
                     /locus_tag="CH60_516"
                     /note="argR_whole: arginine repressor;
                     [K] COG1438 Arginine repressor"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine repressor"
                     /protein_id="AJK11882.1"
                     /translation="MRNPAKQEDLIKAFKALLKEEKFSSQGEIVLALQEEGFENINQS
                     KVSRMLTKFGAVRTRNAKMEMVYCLPAELGVPTTSSPLKNLVLDVDYNDSVVVINTSP
                     GAAQLIARLLDSLGKAEGILGSIAGDDTIFTTPARGFTVKQLHEAILRLFEQEL"
     gene            554049..554987
                     /gene="mdh"
                     /locus_tag="CH60_517"
     CDS             554049..554987
                     /gene="mdh"
                     /locus_tag="CH60_517"
                     /EC_number="1.1.1.37"
                     /note="MDH_euk_gproteo: malate dehydrogenase,
                     NAD-dependent;
                     [C] COG0039 Malate/lactate dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="malate dehydrogenase, NAD-dependent"
                     /protein_id="AJK10819.1"
                     /translation="MKVAVLGAAGGIGQALALLLKTQLPSGSDLSLYDIAPVTPGVAV
                     DLSHIPTAVNIKGFSGEDATPALQGADIVLISAGVARKPGMDRSDLFNVNAGIVRNLV
                     EQIARTCPNALIGIITNPVNTTVAIAAEVLKKAGVYDKNKLFGITTLDTIRSNTFVAE
                     LKGKQPQDIEVPVIGGHSGVTILPLLSQIPGVSFTEQEVADLTKRIQNAGTEVVEAKA
                     GGGSATLSMGQAAARFGLSLVRALQGESNVVECSYVEGDGKYARFFAQPILLGKNGVA
                     ERKDIGKLSAFEQQALENMLDVLHKDIELGEKFVNQ"
     gene            complement(555421..555696)
                     /locus_tag="CH60_518"
     CDS             complement(555421..555696)
                     /locus_tag="CH60_518"
                     /note="[K] COG3423 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="winged helix-turn-helix DNA-binding family
                     protein"
                     /protein_id="AJK10718.1"
                     /translation="MILRKSDWHPADIIAALRKKGTTLAALSRKAGLSSSTLANALTR
                     PWPKGEWLIAECLDIHPSEIWPTRYFDPKTGNLLDRKVRIRPTTTQP"
     gene            555880..556227
                     /locus_tag="CH60_519"
     CDS             555880..556227
                     /locus_tag="CH60_519"
                     /note="[K] COG2932 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="mu DNA-binding domain protein"
                     /protein_id="AJK13245.1"
                     /translation="MKKEWFAAKELAGLEGLPSSPQGINLMAKREGWEQRRRRGVQGK
                     AVEYHIGSLPITILNSLQLREEPAQYATTRQDPLTLWVEAYYRFTEAEREQVISFIFR
                     EGAKSLIERLEMD"
     gene            complement(556324..557295)
                     /locus_tag="CH60_520"
     CDS             complement(556324..557295)
                     /locus_tag="CH60_520"
                     /note="[H] COG0142 Geranylgeranyl pyrophosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="polyprenyl synthetase family protein"
                     /protein_id="AJK11369.1"
                     /translation="MNLEKIIELTAPDMAAVNTTILDQLNSDVVLINQLGHYIISGGG
                     KRIRPMISVLVARALNYQGSKHITVAALIEFIHTATLLHDDVVDESDMRRGKATANAA
                     FGNAASVLVGDYIYTRSFQMMTGLQSMRVLTLMSEATNVIAEGEVLQLMNCNNPDITE
                     ESYMQVIYSKTARLFEAAAQSAAILSDASEEQELALQNYGRYLGTAFQLIDDLLDYSA
                     EGSTLGKNTGDDLNEGKPTLPLLHAMHNGTPEQAAMIRQAIEQGNGRHLLEPVLAAME
                     HCGSLVYTRQRAEEEADKAIAALHALPESDYRLALEGLAHISVHRRF"
     gene            557555..557866
                     /gene="rplU"
                     /locus_tag="CH60_521"
     CDS             557555..557866
                     /gene="rplU"
                     /locus_tag="CH60_521"
                     /note="L21: ribosomal protein L21;
                     [J] COG0261 Ribosomal protein L21"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L21"
                     /protein_id="AJK12249.1"
                     /translation="MYAVFQSGGKQHRVSEGQTIRLEKLDIATGETIEFDQVLMIANG
                     EEINIGAPLVDGGKIKAEIIAHGRGEKIKIVKFRRRKHYRKQQGHRQWFTDVKITGIS
                     A"
     gene            557886..558143
                     /gene="rpmA"
                     /locus_tag="CH60_522"
     CDS             557886..558143
                     /gene="rpmA"
                     /locus_tag="CH60_522"
                     /note="L27: ribosomal protein L27;
                     [J] COG0211 Ribosomal protein L27"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L27"
                     /protein_id="AJK11290.1"
                     /translation="MAHKKAGGSTRNGRDSESKRLGVKRFGGEAVLAGSIIVRQRGTK
                     FHAGINVGCGKDHTLFALADGKVKFEVKGPKNRKFISIEAE"
     gene            558231..559217
                     /locus_tag="CH60_523"
     CDS             558231..559217
                     /locus_tag="CH60_523"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK13048.1"
                     /translation="MDTKQQAGLGIFLALTTAVFWGALPIAMKQVLEVMEPFTIVWYR
                     FMMAAIGLGIILASRRQLPSLKLFRQRRWLALLIIATCGLLGNFIFFSSSLQYLSPTT
                     SQVIGQLSPVGMMVASVLVLKERMRITQVIGAGMLICGLLLFFNTSLHEIFTRLTDYT
                     LGVALGVCAAVVWVSYGVAQKVLLRRMASQQILLLLYTLCAIALFPLAKPAVIFQLSG
                     WQFACLLFCGVNTLVGYGALAEAMARWQAAQVSALITLTPLFTLFFSILLALAWPDMF
                     AAPSLNLVGYAGAFVVVAGAMFSAIGHRWWPRRTEINLVALQKQPVNDLRRK"
     gene            559218..560390
                     /gene="cgtA"
                     /locus_tag="CH60_524"
     CDS             559218..560390
                     /gene="cgtA"
                     /locus_tag="CH60_524"
                     /note="obg_CgtA: Obg family GTPase CgtA;
                     [R] COG0536 Predicted GTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="Obg family GTPase CgtA"
                     /protein_id="AJK12371.1"
                     /translation="MKFVDEAAILVVAGDGGNGCVSFRREKYIPNGGPDGGDGGDGGD
                     IYLLADENLNTLIDYRFVKSFRAERGQNGQSRDCTGKRGKDITIKVPVGTRVLDQGTG
                     EIVGDMVRHGQRLMVAKGGFHGLGNSRFKSSVNRAPRQKTMGTEGETRELMLELLLLA
                     DVGMLGLPNAGKSTFIRAVSAAKPKVADYPFTTLIPSLGVVRMDYEQSFVIADIPGLI
                     EGASDGAGLGIRFLKHLERCRVLLHLVDLAPIDESDPAENAKVIVNELQQYSENLAEK
                     PRWLVFNKIDLIDPEEAEKRAKAIVETLGWEGKYYMISAANRDNVNALCWDVMSFLNS
                     QPKAMAIAESVPEKVEFMWDDYHREQLAEVEAEAEDDWDDDWDEEDDDGVEIIYER"
     gene            complement(560485..561552)
                     /locus_tag="CH60_525"
     CDS             complement(560485..561552)
                     /locus_tag="CH60_525"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK12083.1"
                     /translation="MISMRRRLLLMLALILLVTQLISAFWLWHESQEQISFLVDETLS
                     AKARNEQVDKEIAEAIASLLAPSLIMMTITLLLSFWAISWIIRPLDQLQQKLAERSAD
                     NLSPLVVNSEMQEIVSVTSTLNQLLLRLSNTIQQERLFTADAAHELRTPLAGIRLHLE
                     LMEKQGIAESKSLINRIDLLMHTIEQLLMLSRAGQNFASGHYQTLDWVNDVVPPLQEE
                     LAEMCELRRQTIQWELPPHAKMEGDATLLRLMLRNLVENAHRYSPVGSQIIVTLSTEN
                     QGVLLQVTDEGPGIKQNQAGELTQAFRRMDQRYGGSGLGLNIVIRIAQLHQGKLTLEN
                     RLDRTGLKAQCWLPATTYSQK"
     gene            complement(561549..562211)
                     /locus_tag="CH60_526"
     CDS             complement(561549..562211)
                     /locus_tag="CH60_526"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [TK] COG0745 Response regulators consisting of a CheY-like
                     receiver domain and a winged-helix DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12191.1"
                     /translation="MKLLIVEDDELLQRGIAMALTSEGYVCDCAATAAEAHSLLQTSQ
                     YSMIILDLGLPDQDGTLLLRQWRRQHVTLPVLILTARDALEDRVDGLDAGADDYLVKP
                     FALAELLARVRALIRRYQGQSDNLVQQDDLSLNLSTQQVCLQGQPLEITPKEFAILSR
                     LIMRAGQTVNRELLQQDLYTWNDDLSSNTLEVHIHNLRRKLGKDRIRTVRGIGYRLEA
                     LS"
     gene            complement(562217..563665)
                     /gene="dacB"
                     /locus_tag="CH60_527"
     CDS             complement(562217..563665)
                     /gene="dacB"
                     /locus_tag="CH60_527"
                     /EC_number="3.4.16.4"
                     /note="PBP4: D-alanyl-D-alanine
                     carboxypeptidase/D-alanyl-D-alanine-endopeptidase;
                     [M] COG2027 D-alanyl-D-alanine carboxypeptidase
                     (penicillin-binding protein 4)"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine
                     carboxypeptidase/D-alanyl-D-alanine-endopeptidase"
                     /protein_id="AJK11322.1"
                     /translation="MHFSRIVSGLACSIILNISVSNANAAQVENYTQYLPDGANLALM
                     VQKIGASTPAIDYHAQQMALPASTQKVLTALAALLQLGPDFRFNTTLESHGTITDGVL
                     RGNLIARFGGDPTLTRQQLRNMVATLRKAGVKQIAGDVVIDTSVFASHDKAPGWPWND
                     MTQCFSAPPAAAIVDRNCFSVSLYSAPNPGDTAFIRVASYYPVQMFSEVRTLAKGSPD
                     AQYCELDVVPGELNRFTLTGCLTQRSEPLPLAFAVQNGASYAGAILKDELKKADIQID
                     GNLRRQTIPSPAGNVLAQTQSAPLHDLLKIMLKKSDNMIADTVFRTIGHQRFGVPGTW
                     RSGADAVRQILRQKAGVDLGNSIVVDGSGLSRHNLISPATMMQVLQYIAQNDQELNFI
                     SMLPLAGYDGTLRYRGGLHEAGVNGKVSAKTGALQGVYNLAGFITTASGQRMAFVQFL
                     SGYAVPPEDQKNRRAPLVRFESRLYKDIYQNN"
     gene            563923..564399
                     /gene="greA"
                     /locus_tag="CH60_528"
     CDS             563923..564399
                     /gene="greA"
                     /locus_tag="CH60_528"
                     /note="[K] COG0782 Transcription elongation factor"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription elongation factor greA"
                     /protein_id="AJK12248.1"
                     /translation="MKQIPMTVRGADKLREELDYLKGVRRPKIISDIADAREHGDLKE
                     NAEYHAAREQQGFCEGRIQEIEAKLSNAQVIDITKMPNNGRVIFGATVRVLNLNTEEE
                     QNYRIVGDDEADFKQNLISVNSPIARGLIGKEVDDVVVIHTPGGEVEYEILSVEYV"
     gene            complement(564527..564820)
                     /gene="yhbY"
                     /locus_tag="CH60_529"
     CDS             complement(564527..564820)
                     /gene="yhbY"
                     /locus_tag="CH60_529"
                     /note="[J] COG1534 Predicted RNA-binding protein
                     containing KH domain, possibly ribosomal protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA-binding protein YhbY"
                     /protein_id="AJK12064.1"
                     /translation="MNLNNKQKQHLKSLAHPLKPVVMLGNNGLTEGVLAEIEQTLAHH
                     ELIKVKITAEERETKALIADAIVRETGAVNVQMIGNILVLYRPAKERKIILPR"
     gene            564967..565596
                     /gene="rrmJ"
                     /locus_tag="CH60_530"
     CDS             564967..565596
                     /gene="rrmJ"
                     /locus_tag="CH60_530"
                     /EC_number="2.1.1.166"
                     /note="rrmJ: ribosomal RNA large subunit methyltransferase
                     J;
                     [J] COG0293 23S rRNA methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal RNA large subunit methyltransferase J"
                     /protein_id="AJK12452.1"
                     /translation="MSNKKRSASSSRWLQEHFSDKYVIQAQKKGLRSRAWFKLDEIQQ
                     SDKLFKQGMTVVDLGAAPGGWSQYAVTQIGSKGRVIACDLLPMDPIVGVDFLQGDFRD
                     ELVLKALLERVGDKKVQVVMCDMAPNMSGTPAVDIPKSMYLVELALDMCRDVLAPGGS
                     FLVKVFQGDGFDEYLREIRSLFTKVKIRKPDASRARSREVYIVATGRKL"
     gene            565653..567587
                     /gene="ftsH"
                     /locus_tag="CH60_531"
     CDS             565653..567587
                     /gene="ftsH"
                     /locus_tag="CH60_531"
                     /note="[O] COG0465 ATP-dependent Zn proteases"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent zinc metalloprotease FtsH"
                     /protein_id="AJK12124.1"
                     /translation="MAKNLILWLVIAVVLMSVFQSFGPSESNGRRVDYSTFMSDVTQD
                     QVREARINGREINVSKKDNSKYTTFIPVNDPKLLDTLLTKNVKVVGEPPEEQSLLASI
                     FISWFPMLLLIGVWIFFMRQMQGGGGKGAMSFGKSKARMLTEDQIKTSFADVAGCDEA
                     KEEVSELVDYLREPSRFQKLGGKIPKGVLMVGPPGTGKTLLAKAIAGEAKVPFFTISG
                     SDFVEMFVGVGASRVRDMFEQAKKAAPCIIFIDEIDAVGRQRGAGLGGGHDEREQTLN
                     QMLVEMDGFEGNEGIIVIAATNRPDVLDPALLRPGRFDRQVVVGLPDVRGREQILKVH
                     MRRVPLDTDIDASVIARGTPGFSGADLANLVNEAALFAARGNKRVVSMVEFEKAKDKI
                     MMGAERRSMVMTEAQKESTAYHEAGHAIIGRLVPEHDPVHKVTIIPRGRALGVTFFLP
                     EGDAISASRQKLESQISTLYGGRLAEEIIYGPEKVSTGASNDIKVATSIARNMVTQWG
                     FSEKLGPLLYAEEEGEIFLGRSVAKAKHMSDETARIIDQEVKLLVERNYQRARKLLLE
                     NMDVLHSMKDALMKYETIDAPQIDDLMNRKEVRPPAGWDNVTKNKSSDNDNTPTATMP
                     ADEPNTPTSGNTVSEQLGDK"
     gene            567707..568540
                     /gene="folP"
                     /locus_tag="CH60_532"
     CDS             567707..568540
                     /gene="folP"
                     /locus_tag="CH60_532"
                     /EC_number="2.5.1.15"
                     /note="DHPS: dihydropteroate synthase;
                     [H] COG0294 Dihydropteroate synthase and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydropteroate synthase"
                     /protein_id="AJK10662.1"
                     /translation="MHLTARGLTLDLSRPQVMGILNVTPDSFSDGGCHNNLDQALQHA
                     QRMLSAGATLIDIGGESTRPGAAEVSEQEELDRVVPVVEALAQRFDVWLSVDTSKAAV
                     ITESAHAGAHLINDIRSLQEPGALEAAAKTGLPVCLMHMQGQPKNMQHSPYYDDLMTD
                     INRFFQHHIERCVAAGIAKNKLLLDPGFGFGKNLAHNYQLLAHLSELHHFELPLLVGM
                     SRKSMVGQLLNVPPQQRVIGSVACAVIAAMQGAQIIRVHDVKETVEAMCIVEATRSAK
                     G"
     gene            568550..569890
                     /gene="glmM"
                     /locus_tag="CH60_533"
     CDS             568550..569890
                     /gene="glmM"
                     /locus_tag="CH60_533"
                     /EC_number="5.4.2.10"
                     /note="glmM: phosphoglucosamine mutase;
                     [G] COG1109 Phosphomannomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucosamine mutase"
                     /protein_id="AJK14433.1"
                     /translation="MSNRKYFGTDGIRGKVGESPITPDFVLKLGWAAGKVLARHGSRK
                     IIIGKDTRISGYMLESALEAGLAAAGLSALFTGPMPTPAVAYLTRTFRAEAGIVISAS
                     HNPFYDNGIKFFSIDGTKLPDDVEEAIEAEMEKPLTCVESAELGKANRIVDAAGRYIE
                     FCKGTFPSELSLNELKIVVDCANGATYHIAPSVLRELGATVITIGCEPDGMNINEECG
                     ATDVRLLQERVLAEGAHVGLAFDGDGDRLMMVDHLGNKVDGDQILYIIAREGLRQGQL
                     KGGAVGTLMSNMGLQLALKDLGIPFVRAKVGDRYVLEAMQEKGWRIGAENSGHVILLD
                     KTTTGDGIVAGLQVLTAMVRNHMSLHDLCSGMKLLPQILVNVRFSGEHNPLKSDEVEE
                     VTRQVEKELGGRGRVLLRKSGTEPLIRVMVEGDAEESLIAEMANRIADAVKAAG"
     gene            570113..570448
                     /gene="secG"
                     /locus_tag="CH60_534"
     CDS             570113..570448
                     /gene="secG"
                     /locus_tag="CH60_534"
                     /note="secG: preprotein translocase, SecG subunit;
                     [U] COG1314 Preprotein translocase subunit SecG"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecG subunit"
                     /protein_id="AJK13060.1"
                     /translation="MYEALLVFFLLISIGLVALIMLQQGKGADMGASFGAGASATLFG
                     SNGSGNFMTRMTAVLATLFFVISLILGNMSSNQGQKSSEWENLGQPLKTEQTATPVAP
                     VKPSSDIPQ"
     gene            570541..570627
                     /locus_tag="CH60_535"
     tRNA            570541..570627
                     /locus_tag="CH60_535"
                     /product="tRNA-Leu"
     gene            570688..570764
                     /locus_tag="CH60_536"
     tRNA            570688..570764
                     /locus_tag="CH60_536"
                     /product="tRNA-Met"
     gene            570980..571432
                     /gene="rimP"
                     /locus_tag="CH60_537"
     CDS             570980..571432
                     /gene="rimP"
                     /locus_tag="CH60_537"
                     /note="[S] COG0779 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome maturation factor rimP"
                     /protein_id="AJK11889.1"
                     /translation="MSTLEQKLTEIISAPVEALGYELVGIEFIRGRQSTLRIYIDSDD
                     GITVDACADVSHQVSAVLDVEDPITVAYNLEVSSPGLDRPMFTAEHYTRYLGEEVTLV
                     LRMAMQNRRKWQGIIKAVDGEMITVTVDGKDEVFALSNIQKANLVPHF"
     gene            571454..572941
                     /gene="nusA"
                     /locus_tag="CH60_538"
     CDS             571454..572941
                     /gene="nusA"
                     /locus_tag="CH60_538"
                     /note="[K] COG0195 Transcription elongation factor"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription elongation protein nusA"
                     /protein_id="AJK12886.1"
                     /translation="MNKEILAVVEAVSNEKSLPREKIFEALETALATATKKKYEQEIE
                     VRVSIDRKTGDFDTFRRWVAVDEVTMPTREITLDAAQFEDPSLQLGDYVEDQIESVTF
                     DRITTQTAKQVIVQKVREAERAMVVEQFRQYLGQIVTGIVKKVSRDSIALDLGHNAEA
                     VIGREDMLPRENFRPGDRIRGVLYDVRPEARGAQLFVSRSRSEMLVELFRIEVPEIGE
                     ELIEIKAAARDPGSRAKIAVKTNDKRIDPVGACVGMRGARVQAVSSELGGERIDIVLW
                     DDNPAQFVINAMAPADVASIVVDEDKHTMDVAVEASNLAQAIGRNGQNVRLAAQLSGW
                     ELNVMTADDLQAKHQAEAHAAIDTFTKYLDIDEDFATVLVEEGFSSLEELAYVPMKEL
                     LEIDGLDEDTVEALRDRAKAALTTLALAQEESFGDQKPADDLLNLAGLERSMAFKLAA
                     RGVCTLEDLAEQGIDDLADIEGLSDEQAGELIMAARNICWFGDNA"
     gene            572966..575644
                     /gene="infB"
                     /locus_tag="CH60_539"
     CDS             572966..575644
                     /gene="infB"
                     /locus_tag="CH60_539"
                     /note="IF-2: translation initiation factor IF-2;
                     [J] COG0532 Translation initiation factor 2 (IF-2;
                     GTPase)"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor IF-2"
                     /protein_id="AJK12548.1"
                     /translation="MTDVTVKSLAAEIQTPVDRLVQQFADAGIKKSDVDSVTQQEKEI
                     LLAHLNREHGSVPNKLTLQRKTRSTLNIPSTGGKSKSVQIEVRKKRTYVNTPEAEQAK
                     AEEQAQREAEEQAQREAEATAQKIAEEKAKREAEEQAKREAAEKAKRQAAEKEKVTNQ
                     QTDEKTKPAQTDKARREAEAAELKRSVEEETRRKVEEDAKRVAEEARKMAAENEGKWP
                     EPVAEQTESADYHVTTSQHARAAEDENDAKVEGDRRSRTRGGKATKQKKGNKLSESKA
                     DREEARAVGRKGKRKPSTLQQSFNKPVVAVNRDVVIGETVTVAELANKMAVKGSQVIK
                     AMMKLGAMATINQVIDQETAQLVAEEMGHKVILRRENELEEALMSDRDIGVEAAAEHR
                     APVVTIMGHVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVETENGMITFLDTPGH
                     AAFTSMRARGAQATDIVVLVVAADDGVMPQTIEAIQHAKAANVPVVVAVNKIDKPEAD
                     PDRVKTELSQYGIQPEEWGGESQFINVSAKAGIGIDELLNAILLQAEVLELKAVRTGM
                     ANGVVIESFLDKGRGPVATVLVQQGTLNKGDIVLCGFEYGRVRAMRDELGRDITSAGP
                     SIPVEILGLSSVPAAGDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFAN
                     MTEGEVSELNIVIKSDVQGSCEAICDSLEKLSTDEVKVRIVGSGVGGITETDATLAAA
                     SGAIILGFNVRADASARRVVETEGLDLRYYSVIYSLIDEVKQAMSGMLAPEYKQQIIG
                     LAEVRDVFKSPKFGAIAGCMVTEGVIKRNNPIRVLRDNVVIYEGELESLRRFKDDVSE
                     VRNGMECGIGVKNYNDVRTGDVIEVFEIIEIKRTIA"
     gene            575710..576120
                     /gene="rbfA"
                     /locus_tag="CH60_540"
     CDS             575710..576120
                     /gene="rbfA"
                     /locus_tag="CH60_540"
                     /note="rbfA: ribosome-binding factor A;
                     [J] COG0858 Ribosome-binding factor A"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-binding factor A"
                     /protein_id="AJK12104.1"
                     /translation="MAKEFSRSQRVSQEMQKEIALILQREIKDPRVGMATVSGIELSR
                     DLAYAKVFVTFLNVLTDNADPDTVKNGIKALQDASGYIRTLLGKAMRLRIVPELTFAY
                     DNSLIEGMRMSNLVSNVIKNDVERQVNPGSDEEK"
     gene            576120..577094
                     /gene="truB"
                     /locus_tag="CH60_541"
     CDS             576120..577094
                     /gene="truB"
                     /locus_tag="CH60_541"
                     /EC_number="5.4.99.25"
                     /note="truB: tRNA pseudouridine(55) synthase;
                     [J] COG0130 Pseudouridine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine(55) synthase"
                     /protein_id="AJK10698.1"
                     /translation="MGRPRRRGRDINGVLLLDKPLGLSSNDVLQKVKRLFSANRAGHT
                     GALDPLATGMLPICLGEATKFSQFLLDSDKRYRVVARLGQRTDTSDAEGALISEREVN
                     LTQAQIDTALESFRGESQQIPSMYSALKHQGKPLYEYARQGIEVEREARSITVYELLF
                     IRWEGNDLELEIHCSKGTYIRTIIDDLGELLGCGAHVSYLRRLQVATYPSERMVTLEQ
                     LTAMVEAAQAEGRSPNPELDSLLLPMDSAVLNFPEVNLLPSVAAYVKQGQPVHVSGAP
                     SEGMVRITEGKERNFIGIGTIAEDGRVAPKRLVVESVEVENLPVENKK"
     gene            577216..577485
                     /gene="rpsO"
                     /locus_tag="CH60_542"
     CDS             577216..577485
                     /gene="rpsO"
                     /locus_tag="CH60_542"
                     /note="S15_bact: ribosomal protein S15;
                     [J] COG0184 Ribosomal protein S15P/S13E"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S15"
                     /protein_id="AJK10748.1"
                     /translation="MSLSVEAKAKIVADFGRGTNDTGSSEVQVALLTAQINHLQGHFS
                     EHKKDHHSRRGLLRMVSTRRKLLDYLKRQDVARYASLIERLGLRR"
     gene            577572..578192
                     /locus_tag="CH60_543"
     CDS             577572..578192
                     /locus_tag="CH60_543"
                     /note="[L] COG2963 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK12178.1"
                     /translation="MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFR
                     RQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYRE
                     GGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREE
                     KALREQQKNQNSSSTDSRTSTFLPTVCRKIGTQYILLSCIETGRCN"
     gene            578140..578925
                     /locus_tag="CH60_544"
     CDS             578140..578925
                     /locus_tag="CH60_544"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK13091.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            579192..581309
                     /gene="pnp"
                     /locus_tag="CH60_545"
     CDS             579192..581309
                     /gene="pnp"
                     /locus_tag="CH60_545"
                     /EC_number="2.7.7.8"
                     /note="polynuc_phos: polyribonucleotide
                     nucleotidyltransferase;
                     [J] COG1185 Polyribonucleotide nucleotidyltransferase
                     (polynucleotide phosphorylase)"
                     /codon_start=1
                     /transl_table=11
                     /product="polyribonucleotide nucleotidyltransferase"
                     /protein_id="AJK13939.1"
                     /translation="MLTPIIRKFQYGQHTVTIETGMMARQATAAVMVSMDDTAVFVTV
                     VGQKKAKPGQSFFPLTVNYQERTYAAGRIPGSFFRREGRPSEGETLTSRLIDRPIRPL
                     FPDSFLNEVQVIATVVSVNPQINPDIVALIGASAALSLSGIPFNGPIGAARVGFINDQ
                     YVLNPTTDELKESRLDLVVAGTAGAVLMVESEADILSEEQMLGAVVFGHEQQQVVIEN
                     INALVAEAGKPKWDWQAEPVNEALHARVAELAEARLGDAYRITEKQERYTQVDAIKAD
                     VTEALLAQDDTLDAAEIQDILASVEKNVVRSRVLRGEPRIDGREKDMIRGLDVRTGIL
                     PRTHGSALFTRGETQALVTATLGTARDAQNIDELMGERTDSFLLHYNFPPYCVGETGM
                     VGSPKRREIGHGRLAKRGVLAVMPSASEFPYTIRVVSEITESNGSSSMASVCGASLAL
                     MDAGVPIKAAVAGIAMGLVKEGDNFVVLSDILGDEDHLGDMDFKVAGSRDGVTALQMD
                     IKIEGITREIMQVALNQAKGARLHILGVMEQAISTPRGDISEFAPRIYTMKINPEKIK
                     DVIGKGGSVIRALTDETGTTIEIEDDGTIKIAATDGDKAKHAIRRIEEITAEIEVGRI
                     YAGKVTRIVDFGAFVAIGGGKEGLVHISQIADKRVEKVTDYLQMGQDVPVKVMEVDRQ
                     GRIRLSIKEATTPDAEAPEAAAE"
     gene            581434..582318
                     /locus_tag="CH60_546"
     CDS             581434..582318
                     /locus_tag="CH60_546"
                     /note="[R] COG4785 Lipoprotein NlpI, contains TPR repeats"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AJK10940.1"
                     /translation="MKPFLRWCYVATALMLAGCSNHDWRKDEVLAIPLQPTLQQEVIL
                     ARMEQILASRALTDDERAQLLYERGVLYDSLGLRALARNDFSQALAIRPDMPEVFNYL
                     GIYLTQAGNFDAAYEAFDSVLELDPTYNYARLNRGIALYYGGRFPLAQDDLQAFYQDD
                     PNDPFRSLWLYLVEREIDPKAAVVALQQRYEKSDRGQWGWNIVEFYLGKISEKSLMER
                     LKADATDNTSLAEHLSETDFYLGKHYLSLGDKNTASVLFKLTVANNVHNFVEHRYALL
                     ELALLGQEQDDLSESDQQ"
     gene            582505..584499
                     /locus_tag="CH60_547"
     CDS             582505..584499
                     /locus_tag="CH60_547"
                     /note="[LKJ] COG0513 Superfamily II DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD/DEAH box helicase family protein"
                     /protein_id="AJK13297.1"
                     /translation="MTTELETSFADLGLSAPILSALTDLGYEKPSPIQLECIPHLLNG
                     RDVLGMAQTGSGKTAAFGLPLLHNIKADLKSPQVLVLAPTRELAVQVAEALSSFSKHI
                     NGVNVVALYGGQRYDVQLRALRQGPQVVVGTPGRLLDHLKRGTLNLSNLSGLVLDEAD
                     EMLRMGFIEDVETIMAQIPAEHQTALFSATMPEAIRRITRRFMKEPQEVRIQSSVTTR
                     PDISQSYWRVGGGYRKNEALVRFLEAEDFDAAIIFVRTKNATLEVAEALERSGYNSAA
                     LNGDMNQALREQTLERLKDGRLDILIATDVAARGLDVERISLVVNYDIPMDSESYVHR
                     IGRTGRAGRAGRALLFVENRERRLLQNIERTMKLTIPEVELPNADLLSERRLAKFAAK
                     VSQQLESSDLDMYRALLAKLQPEEEFDIETLAAALLKMAQGERPLILPPEAPRRPQRE
                     FNSRDDRGNDRGSRDRGDSRRDNRSDSRSADSRDGGERPARRERRDVGEMELYRIEVG
                     RDDGVEVRHIVGAIANEGDISSRYIGNIKLFASHSTIELPKGMPGEMLSHFTRTRILN
                     KPLNMQLLGDAQPHERRERPAGGNGGERRGGGRPFSGERREGAGAPPRRSFSGDRAPT
                     GGGERRGNRDGQRSAAPRRDDAAAPAAAAAAPARRRFGDA"
     gene            584735..585103
                     /locus_tag="CH60_548"
     CDS             584735..585103
                     /locus_tag="CH60_548"
                     /note="conserved hypothetical protein;
                     [S] COG4679 Phage-related protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12232.1"
                     /translation="MGRDDQNHKRRKNFPIRLLGSARKELSDLDAINRAEFLVAIDVF
                     ELHGPGSGVPNVEKIGGDMYELKTHSRSHWLRGFYFHYVDGLYIVTHIFAKKTNKAPD
                     SSKALGLRRYKDFLRSQGEE"
     gene            585127..585438
                     /locus_tag="CH60_549"
     CDS             585127..585438
                     /locus_tag="CH60_549"
                     /note="[K] COG1396 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13861.1"
                     /translation="MKSDLTLHAWDEVRAELLQDEETARAYAIVMLRKALLNSLVAVR
                     KSKQLTQVDIAKRIGVSRQAISKFEKGESAPTLDTLIGYTAAMDIDFAANMKKIFTQT
                     F"
     gene            585438..585728
                     /locus_tag="CH60_551"
     CDS             585438..585728
                     /locus_tag="CH60_551"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14379.1"
                     /translation="MIKRKNQPSGWFRLLTNPDDAILNGEDRQRSKASAPRMARLEPT
                     WMYLRRLYDLPVLSVAGTLSTTSNQPSGWFFYGGYLYLPAILPARGMHQILL"
     gene            complement(585693..586748)
                     /locus_tag="CH60_550"
     CDS             complement(585693..586748)
                     /locus_tag="CH60_550"
                     /note="oxido_grp_1: luciferase oxidoreductase, group 1
                     family protein;
                     [C] COG2141 Coenzyme F420-dependent N5,N10-methylene
                     tetrahydromethanopterin reductase and related
                     flavin-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="luciferase oxidoreductase, group 1 family
                     protein"
                     /protein_id="AJK11865.1"
                     /translation="MDDSMIDNTGSVVDKNTVPLSVLDLSPIAQGKTARDAFHASLDL
                     AQHAEKWGYQRYWLAEHHNMTGIASAATSVLIGYIASGTNKIRVGAGGVMLPNHSPLV
                     IAEQFGTLASLYPDRIDLGLGRAPGSDQRTMMALRRHLSGEVDNFPADVRELQNYFAE
                     VQPGQAVQAVPGQGLHVPLWLLGSSLYSAQLAAAMGLPFAFASHFAPDMLLQALSLYR
                     ENFTPSAQWPKPYAIVCVNVVAADSERDARFLFTSMQQQFVSLRRGTPGQLPPPVENM
                     AAICSPAEQFGVDQALRLSIVGDKSKVRHGLQSLLRETQADELMINGQIFDHQARLYS
                     FETVASLQQDLMHTPRR"
     gene            587286..588416
                     /locus_tag="CH60_552"
     CDS             587286..588416
                     /locus_tag="CH60_552"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK10957.1"
                     /translation="MFTLVACDQSSSPSATPSRQEVGVVTLKTQPVTLSSDLSGRTVA
                     AMTSEVRPQVDGIIKKRLFTEGSEVTAGQVLYQIDPASYQAAYDTAKAALQNVQVSVK
                     SAKLKAQRYAALAKENGVSQQDADDAQTSYQQALANVAEKTAALETARINLAYTQVRA
                     PISGRIGISSVTPGALVTANQTTALATIRNLDPIYVDLTQSSAQLLALRKQQQAGNDT
                     VANAPVQLTLEDGSVYAHEGSLQLTEVAVDEATGAVTLRAKFPNPEHQLLPGMFVRAS
                     VRNGVNNTAILAPQQGITHDAKGNATALVVNQQQQVERREVVTERTIDSYWLISRGLA
                     AGDRLIVEGTEKVSVGDDVKPVEVSTTLPVVAEPTTPSTGEK"
     gene            588420..591545
                     /locus_tag="CH60_553"
     CDS             588420..591545
                     /locus_tag="CH60_553"
                     /note="2A0602: RND transporter, hydrophobe/amphiphile
                     efflux-1 family protein;
                     [V] COG0841 Cation/multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="RND transporter, hydrophobe/amphiphile efflux-1
                     family protein"
                     /protein_id="AJK12006.1"
                     /translation="MFARFFIYRPVFAWVIAIVIMLGGVVALETLPIAQYPDVAPPSI
                     SIKATYTGASAETLENSVTQVIEQELTGLDGLLYFSSSSGSDGNAKIVATFKQGTNAD
                     TAQVQVQNKVQQALTRLPTEVQAQGVTVTKSQTNFLLIMSLYDEKDKHTGTDIADYLV
                     SNLQDPLARLEGVGSVQVFGSQYAMRIWLNPTKLAAYNLMPSDVQSAITAQNTQVSAG
                     KIGALPSGKEQQLTATVMAQSRLKTPEQFNNIIVKSDSTGAVVRLRDVARVELGNEDY
                     SVTTRLNGHPAAGIAVMLAPGANALATAERVKAKAAEFELNLPDGYKIAYPKDSTDFI
                     KVSVEEVVKTLIEAILLVVIVMYIFLQNIRATLIPAIAVPVVLLGTFGVLAIFGYSIN
                     TLTLFGMVLSIGLLVDDAIVVVENVERVMREDNLPPREATEKSMSEIASALIGIALVL
                     SAVFLPMAFFGGATGVIYRQFSITIVSAMALSVLVALTLTPALCATFLKPNHKPPSEH
                     GFFGGFNRRYDRMQTRYESLVGHVIHRSLRYLLIYAVLIGVMCVLFIRLPTGFLPTED
                     QGDVMVQYTLPAGATSGRTMEVSKAVENYFMTQEKDNTKAVFTISGFGFSGSGQNAGM
                     AFIALKHWRDRPGSENTATAIADRAMKALSSIRDAQIFSMTPPAVDGLGQSNGFTFEL
                     QATGDTSREQLLTLRDQLISKANKDPILASVRANTLQQMPQLQVDIDNDKVAALGLSI
                     SDVNATLSAAWGGTYINDFIDRGRVKKVYMQGDVDTRSKPEDLNQWFVRGSSDAMTSF
                     SAFATTRWIYGPETLSRYNGQTSYEIQGQAASGSSSGTAMDQMEKLAAELPGTSYAWS
                     GLSYQERLASGQALSLYAISILVVFLCLAALYESWSVPFSVMMVIPLGIIGAVAAATL
                     RGLENDIYFQVALLTTLGLASKNAILIVEFAEAAYLRGEPLVVAALQGAATRLRPILM
                     TSLAFIAGVMPLAMSTGAGANSRISIGSGIIGGTLTATVLAVFFVPLFFVLIRRVFSG
                     KSKNITEHKGV"
     gene            591547..592953
                     /locus_tag="CH60_554"
     CDS             591547..592953
                     /locus_tag="CH60_554"
                     /note="outer_NodT: efflux transporter, outer membrane
                     factor (OMF) lipo, NodT family protein;
                     [MU] COG1538 Outer membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, outer membrane factor (OMF)
                     lipo, NodT family protein"
                     /protein_id="AJK11090.1"
                     /translation="MFSRILILSLPALLAGCISLDPDYQRPVAPVPATLPYSTASSSK
                     AADIPWQETIIDPKLRQVIALALESNRDLRQAIADIEAARAQYGVQRAAQIPTVNAGV
                     NGSRGRGLSDTSDGNNNTAISQSYGAQASVSAFELDLFGKKSSLSHAEFETYLATEEA
                     AKTTRITLIADTATAWVTLAADQNQLLLAEETLKSAEQSLKLAQLRQKNGIASRIDVA
                     AMETLYQSARADVAQYKTTVAQDKNALDLLVGQPVAAHLLPVTASTLPEVIKAVPVGL
                     SSDVLLNRPDVLEAEHKLKSANANIGAARAAFFPSVTLTASGGVSSSALSTLLSEGAG
                     IWSLAPAITLPIFDGGANRAALEYSQAQKTGYIAAYEKAIQTAFKEVADALARKATIQ
                     EQRAAQQAYVAAAQESVELAQKRYKQGIDTYLNMLDAQRTLYAAQTRLIAVQQIQTNN
                     LITLYKVLGGGVSDVAKE"
     gene            complement(593094..593972)
                     /locus_tag="CH60_555"
     CDS             complement(593094..593972)
                     /locus_tag="CH60_555"
                     /note="[O] COG0826 Collagenase and related proteases"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase U32 family protein"
                     /protein_id="AJK12592.1"
                     /translation="MKYALGAVLYYWPKTEIETFYHAAANSSADIIYLGENVCTKRRE
                     MKVGDWLALAKAVASSGKQVVISTLALLQAPSELNELKRYVENGEFLLEANDLGAVNM
                     AAERGLPFVAGHALNCYNAYTLRILHRQGMIRWCMPVELSRDWLSNVLQQCDALGFRH
                     QFEVEVLSYGHLPLAYSARCFTARSEDRAKDECETCCIKYPQGRKVMSQEDQQVFILN
                     GIQTQSGYCYNLGNDLISMQGLVDIIRLSPQGLETLSVIDQFRANEQGLSPLPVANKA
                     DCNGYWHRVAGLELVS"
     gene            complement(593984..594979)
                     /locus_tag="CH60_556"
     CDS             complement(593984..594979)
                     /locus_tag="CH60_556"
                     /note="conserved hypothetical protein;
                     [O] COG0826 Collagenase and related proteases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14401.1"
                     /translation="MELLCPAGNLPALKAAIDNGADAVYIGLKDDTNARHFAGLNFTD
                     KKLQEAVNYVHSRKRKLHIAINTFAHPDGYARWQRAVDMAAQLGADALILADLAMLEY
                     AAERYPQVERHVSVQASATNDEAIRFYQRHFDVARVVLPRVLSMHQVKQLSRTSPVPL
                     EVFAFGSLCIMAEGRCYLSSYLTGESPNTVGACSPARFVRWQQTPQGMESRLNDVLID
                     RYEDHENAGYPTLCKGRYRVDGQRYHALEEPTSLNTLELLPELFAANIASVKIEGRQR
                     SPAYVSQVAKVWRQAIDLYQANPAQFAAKAEWMEQLGAMSEGTQTTLGAYHRKWQ"
     gene            595295..595816
                     /locus_tag="CH60_557"
     CDS             595295..595816
                     /locus_tag="CH60_557"
                     /note="alkyl sulfatase C-terminal family protein;
                     [I] COG3154 Putative lipid carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13802.1"
                     /translation="MLGKLRAHLVRQGPALLRGPLKVTPFALQRQVLEHVLGWQFRQA
                     LLDGELAFLESRWLKIEVRDLALQWFVTVENGKLLVSQQADADVSFSGDANDLILIAA
                     RKEDPDTLFFQRRLRIEGDTELGLYVKNLMDAIDLESMPTLLRVGLQQLAEFIEAGQQ
                     EGAVATSRGLASC"
     gene            595813..596316
                     /locus_tag="CH60_558"
     CDS             595813..596316
                     /locus_tag="CH60_558"
                     /note="[R] COG3153 Predicted acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AJK10506.1"
                     /translation="MIRVEIPVDAPGIDALLRRAFQQGDEAELVQQLREDGLLTLGIV
                     ATDDEGVVIGYAAFSPVEVGGEDRQWVALAPLAVEEGLRRQGLGEKLVYEGLDALNEF
                     GYAAVVVLGAPAYYYSRFGFVPAARHQLTCRWPGSEEAFQVYALAEDTLVNTKGEVVF
                     SAPFNRF"
     gene            complement(596491..596778)
                     /locus_tag="CH60_559"
     CDS             complement(596491..596778)
                     /locus_tag="CH60_559"
                     /note="[L] COG2827 Predicted endonuclease containing a URI
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="GIY-YIG catalytic domain protein"
                     /protein_id="AJK11627.1"
                     /translation="MSDSLWHLYLLRTASGMLYTGITTDVARRLAQHQAGKGAKALRG
                     KGELTLVFHCEAGDRSTALKLEYRVKQLSKQQKEKLVIDQPRLLTTLFLDS"
     gene            complement(597009..599027)
                     /locus_tag="CH60_560"
     CDS             complement(597009..599027)
                     /locus_tag="CH60_560"
                     /codon_start=1
                     /transl_table=11
                     /product="alginate lyase family protein"
                     /protein_id="AJK10768.1"
                     /translation="MKQFTDRQMVKIRQRVVKQPEIIATLIADNQVVLETDTLVPATG
                     IATWNHYYYCPEHGVQLVWDRFSPQAHRCPVDDHLFSGEPYDGAWWRALNGLNAKACN
                     QLGLLWQLTGEIRYFDKVRDILMSYARYYPDYEVHGGIPYNGPGKANAQTLCEANCLL
                     DFALGYDFIADTLSQEQRDCLAERLLRVGADFLMQHRTRQLHNHEVKISSAIAVIGLI
                     LEEEHYIEFAVNADYGLRYQLEHGLFNEGLWFEGSVHYHFYALQGFWSFEKLAAGSRY
                     SLLALPYYRDMLSFPLKLLMPNGTFPRINDCTAGQEQLNHAHLYEFAYQIYGNREYAA
                     ALQHIYRQQPRLNLDALLYGAESLPLQIIDVIPTDTLHAPDCGLTILRQPQASRALLI
                     KHSPYGGEHDHYDRLNLILFDRGHEVLPDLGTTGYGAQRHYDYYKNSATHNTLSINQK
                     NQPPAVPYIRQWHQAANFSWLDTEVDWRQTAPELDSHTRVQWDEASYRDVKFRRRILW
                     LEDTIIDISNIVNPHQQSWNWTLYIDGTATEQKGEMTSFGDSGPMQYVHQVTAQPLNG
                     VMSCRYQTTARPLTLWLAADATLFQGLAPANPSVRDLSYLMLRNQQPAAQVTCVFDLN
                     DSNPLLHVEVETNGEILSIELIRQQQTMRINIPLTSNQLPQFSQAYPS"
     gene            complement(599051..600271)
                     /locus_tag="CH60_561"
     CDS             complement(599051..600271)
                     /locus_tag="CH60_561"
                     /codon_start=1
                     /transl_table=11
                     /product="alginate lyase family protein"
                     /protein_id="AJK12572.1"
                     /translation="MLNSGAKNLLLTILLGTSPFIYAAESHPLLLKMDDINYSIEQIK
                     QNNPLYEKSYKNLMAKADKALKKPLYSVMDKSLLAASGDKHDYYSFPPYWWPDPSKKD
                     GMPYLRKDGETNPAANSDATDKKRMNSFSEDVYYLALAYSFTGKPEYAQKAHEQLVNW
                     FVNPETKMNPNLQYAQAIPGINEGRGIGLIDSRALVDVIDAVELIRPANVLSDNDYQA
                     IKSWYGDFYQWMTTSQNGFEEDNWHNNHGTYFDMQAASFALFSDQKAAAQKRLEITQL
                     RRIPSHFDMQGRQNAELERTRPWHYSNFHLEAYNKLGRLGEVGEKDIWDFSLDEHSLK
                     KGYQYVAGFINTDQAWPYKDLDGVQDKKALVNMITAARAYPADVEFQQKAQYLIAKYP
                     DTVEILLYPITTQK"
     gene            600853..602148
                     /locus_tag="CH60_562"
     CDS             600853..602148
                     /locus_tag="CH60_562"
                     /note="[G] COG1653 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK13693.1"
                     /translation="MSKVKIKSLLLLTYLAMGIPSLHAAETLQVWIRASNDSKNIYKK
                     EADTFEKKTGIKIEYFNATTDFEQRLARAAAGNALPDLIFNDAVAIGQFVQLGIVEPI
                     EPKNIIGGENIFDTAWKSTQYIDGKYYGVPTSAQTFALFVRKDWREKLGLEQPKNWQD
                     ISTLAKAFTFNDPDGNGKNDTYGFILPGSTTRGYASWFISSYLWQAGGDFIRPAGEGK
                     FIASLEEPAATETLSFMRGMVCDKTVQPGAINATTADAIPSFRSGQSGMFFSGPYHIA
                     LFDKDPGTEAFEVIPPPTGPKGQATLAEGTTVFMMKSSQKKAAAQKFIEFMISPEGQQ
                     IGMGMGTKNMPVVRLSINKLVDTKAVYDDPRWAIFADLYAEQGRYIPQVPNWTPIRQV
                     TAEGFNRILANCDSDIAAELKAVNQKVNDELAKQNVLGQ"
     gene            602156..603040
                     /locus_tag="CH60_563"
     CDS             602156..603040
                     /locus_tag="CH60_563"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13697.1"
                     /translation="MITLTPRLKRNLVPWLFLAPALVIFTWFKFIPMLQGLVMSFYKV
                     NFNQPNEWVGFANFSRAFGDEALHSAVFNTLLYVLVTMVVAAFIAFFLAMLLEGPARH
                     LRFIRTAIFLPAVTSAAIVAEMWRILFNPTSNGVVNHVLSWFSIEAQGFLADTDQALW
                     TVMLLHIWKAVPYNMVIFIAGLVGISRDLYDASNVDGANWWNRLRYVTLPGMIPALSV
                     VLMLSFIRGFRVFAEVYATTGGGPSNATEMIMTHIYKLGFEQFDYGYASAVSFLLFAF
                     TVVLTIGHLTLKKRIARY"
     gene            603059..603898
                     /locus_tag="CH60_564"
     CDS             603059..603898
                     /locus_tag="CH60_564"
                     /note="[G] COG0395 ABC-type sugar transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK10519.1"
                     /translation="MKSKSWNSIGRWIIYGLLLIVFVGPYWGIIATAFSGAPVKPGEL
                     LAWPNQFSWDNFIFAWMDIGVWQYLLNSIIVVFFGTVLQVSVSALAAYALARKKFVGV
                     SLTSLIILSTMMLPEEVIAIPLYMIINWQLPVIDASLYNSYLGMILPIVGWAFSIFVL
                     TEFMAAIPKELEEAARIDGASEWQIFFHVILPLVKPALGTVVTFGFIMIWDQYLLPLI
                     VVNQDSLNTIPVILGTLRTDESITPNIFIAITLLAMLPSIIVYLGLQKHFNRGIMSGA
                     VKG"
     gene            603910..605000
                     /locus_tag="CH60_565"
                     /note="ABC transporter family protein;TOBE domain protein"
                     /pseudo
     gene            605015..606181
                     /locus_tag="CH60_567"
     CDS             605015..606181
                     /locus_tag="CH60_567"
                     /codon_start=1
                     /transl_table=11
                     /product="alginate lyase family protein"
                     /protein_id="AJK12951.1"
                     /translation="MTPIKTAVTAMKLYTLDVNCLIKAKAILQQPFSPLQPALRRLLS
                     EADILRDQSPESVTHKTLLPVSGDIHDYYSFGTYWWPNPRKPNGLPYVRRDGHTNPQS
                     QNDDTDTQRIARMCDRCLTLGLAYYFTGNSRYAQVAAEQIRCWFLDAKTRMNPHLNYG
                     QAIPGIVSGRGTGLIDTRMMWMVIDTLGLISPAKLLDTEDTAVLQQWFRDFNHWMFHS
                     EVGHSEYVWHNNHGTWYDVQRAANAMFYGDRGLVTTIIRQGITQRLAAQIAQDGKQWM
                     ELERTVPFHYSLFNMEAHLLLCRYGEHIEIDRWEWVQDGRNVQQGVDYLLPFIAEPEL
                     WPYRDLRGIDYDSALRLLLQAARGYPQDAKRYQAVLATFPAETLTSRDRLLWQS"
     gene            606280..606723
                     /locus_tag="CH60_568"
     CDS             606280..606723
                     /locus_tag="CH60_568"
                     /note="putative uPF0306 protein YPO3467/y0717/YP_0616;
                     [S] COG3787 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13612.1"
                     /translation="MNNPDDVLLINRFLRQQHVLTLCAGSGMDMWCASCFYVFDENQM
                     ALFLMTEKHTRHSELMLINPQVAGTVATQSRTIALIKGIQYRGEISLLSGDAEQAARN
                     RYCRRFPVAKVSSAPLWQLNLLEIKMTNNALGFGKKLHWSRVEPL"
     gene            606875..607513
                     /locus_tag="CH60_569"
     CDS             606875..607513
                     /locus_tag="CH60_569"
                     /note="[MG] COG0702 Predicted nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="semialdehyde dehydrogenase, NAD binding domain
                     protein"
                     /protein_id="AJK11547.1"
                     /translation="MAKVLLLGASGLVGGELLRLLRLDARVTSIIAPTRNPLPAMNKL
                     INPHGENIGQLLKMLHEPVDLVFCALGTTRKQAGSQAAFRQVDYRLVLLSGETGRRLG
                     ARHFLLVSALGANPDSWLFYNRTKGEAERDLQAQGWPQLTFARPSMLAGQRATPRLLE
                     NLSAPLFALLPAKWRLINAKDVAQAMLDQAFAPPQEGVTVLSSAQMQPTLRP"
     gene            complement(607526..608278)
                     /gene="phnP"
                     /locus_tag="CH60_570"
     CDS             complement(607526..608278)
                     /gene="phnP"
                     /locus_tag="CH60_570"
                     /note="phnP: phosphonate metabolism protein PhnP;
                     [R] COG1235 Metal-dependent hydrolases of the
                     beta-lactamase superfamily I"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate metabolism protein PhnP"
                     /protein_id="AJK11409.1"
                     /translation="MQLTLLGTGCAQQVPVFGCDCVICTQASVDPARRRKPCSAMLYY
                     QGETTLIDAGLPTLDQQFRAGEIQRFLLTHYHMDHVQGLFPLRWGCGNKIPVYGPPDL
                     DGCDDLFKHPGILDFRPPLTAFQPLQFGELRVTPVPLVHSKITFGYLLQSPNRAIAYL
                     TDTVGLSADSALFLASKSIDLLVLDCSHAPQSPPPRNHNDVTMALAIRDLLMPEETLL
                     THASHQLDRWLLNNSLPTGVSVAYDNQTVTLV"
     gene            complement(608269..608850)
                     /gene="phnN"
                     /locus_tag="CH60_571"
     CDS             complement(608269..608850)
                     /gene="phnN"
                     /locus_tag="CH60_571"
                     /note="phosphon_PhnN: phosphonate metabolism
                     protein/1,5-bisphosphokinase (PRPP-forming) PhnN;
                     [P] COG3709 Uncharacterized component of phosphonate
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate metabolism
                     protein/1,5-bisphosphokinase (PRPP-forming) PhnN"
                     /protein_id="AJK13296.1"
                     /translation="MARLIYLMGPSGAGKDCLLSALRNATPQNRVVAHRYITRPADAG
                     AENHVALSKQEFIQRAEQGLFALHWQAHQHCYAIGIEINLWLQHGLDVLVNGSRAYLP
                     EAQRRYRHQLLPLCLTVSPAILAQRLRQRGRENSEQIDARLQRAQHYQQQLPSHCLQL
                     CNDGELQHTLNQLQQLLTLDTPLSDPVEDKPCN"
     gene            complement(608850..609986)
                     /gene="phnM"
                     /locus_tag="CH60_572"
     CDS             complement(608850..609986)
                     /gene="phnM"
                     /locus_tag="CH60_572"
                     /note="phosphono_phnM: phosphonate metabolism protein
                     PhnM;
                     [P] COG3454 Metal-dependent hydrolase involved in
                     phosphonate metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate metabolism protein PhnM"
                     /protein_id="AJK13191.1"
                     /translation="MILNNVSLILEDSVVSGSLEIVDGVIRSYSDRPTQLPAAIDGEN
                     GWLLPGLIELHTDNLDKFFTPRPNVDWPAHSAMSSHDALMVACGITTVLDAVAVGDVR
                     DGGHRLDNLQKMINAVVDSQRAGLNRAEHRIHLRCELPYENTLPLFEALMAQPALSLV
                     SLMDHSPGQRQFASREKYREYYQGKYHLSDPQMAAFEEEQVALSTRWAGPNRSAIAAQ
                     CRERGIALASHDDATAAHVAESQALGSVIAEFPTTEVAATASHQLGLQVLMGAPNIVR
                     GGSHSGNVAAHHLASLGVLDILSSDYYPASLMDAAFRIAHDESNRFTLPQAVNLVTRN
                     PARALGLNDRGVIAEGKRADLILARAHGENVYVQNVWRQGVRVF"
     gene            complement(609983..610702)
                     /gene="phnL"
                     /locus_tag="CH60_573"
     CDS             complement(609983..610702)
                     /gene="phnL"
                     /locus_tag="CH60_573"
                     /note="CP_lyasePhnL: phosphonate C-P lyase system protein
                     PhnL;
                     [P] COG4778 ABC-type phosphonate transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate C-P lyase system protein PhnL"
                     /protein_id="AJK10807.1"
                     /translation="MNPLQLRVENISKTFVLHHQHGIRLPVLHQISLEVNRGECVVLH
                     GHSGSGKSTLLRSLYANYLPDSGHIWIKHQGEWIDIVAAEARQIMAVRHHTVGWVSQF
                     LRVIPRISALNVVMQPLLELGVDRHTCQQRAQDLLTRLNVPPRLWDLAPSTFSGGEQQ
                     RVNIARGFIVDYPILLLDEPTASLDSANSAAVVSLIDEAKQRGAAIVGIFHDESVRNH
                     VSDRLLTMTPAPSEIRTEIPV"
     gene            complement(611091..611882)
                     /gene="phnK"
                     /locus_tag="CH60_574"
     CDS             complement(611091..611882)
                     /gene="phnK"
                     /locus_tag="CH60_574"
                     /note="CP_lyasePhnK: phosphonate C-P lyase system protein
                     PhnK;
                     [P] COG4107 ABC-type phosphonate transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate C-P lyase system protein PhnK"
                     /protein_id="AJK10522.1"
                     /translation="MMSAQSTPQPLLSVENLTHLYAPGKGFSDVSFQLYPGEVLGIVG
                     ESGSGKTTLLKAISARLAPQQGQIIYRTGTQQPVDLYEMAESQRRRLLRTEWGVVHQH
                     PLDGLRPQVSAGGNIGERLMATGQRHYGEIRQLAGRWLEDVEIPLSRLDDLPTTFSGG
                     MQQRLQIARNLVTHPKLVFMDEPTGGLDVSVQARLLDLLRNLVVEMQLAVVIVTHDLG
                     VARLLANRLLVMKEGQVIESGLTDRVLDDPHHPYTQLLVSSVLQN"
     gene            complement(611882..612763)
                     /locus_tag="CH60_575"
     CDS             complement(611882..612763)
                     /locus_tag="CH60_575"
                     /note="[P] COG3627 Uncharacterized enzyme of phosphonate
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate metabolism PhnJ family protein"
                     /protein_id="AJK11657.1"
                     /translation="MTEVLTGYNLGYLDEQTKCTLRRAILKAVAIPGYQVPFGGREMP
                     MPYGWGTGGIQLTACLIGHTDVLKVIDQGADDTTNAVSIRRFFQRVSGVATTEKTTEA
                     TLIQTRHRIPETPLTEDQILIYQVPIPEPLRFIEPRETETRKMHALEEYGVMQVKLYE
                     DIARYGHIATTYAYPVKVNDRYVMDPSPIPKFDNPKMHMMPALQLFGAGREKRLYALP
                     PFTKVESLDFDDHPFSVQQWDDPCALCGSRHSYLDEVVMDDQGSRMFVCSDTDFCQQQ
                     LAQASAQEATSPTEVPV"
     gene            complement(612756..613934)
                     /locus_tag="CH60_576"
     CDS             complement(612756..613934)
                     /locus_tag="CH60_576"
                     /note="[P] COG3626 Uncharacterized enzyme of phosphonate
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial phosphonate metabolism family protein"
                     /protein_id="AJK12897.1"
                     /translation="MYVAVKGGEKAIAAAHQLLENQRRGDTQIPAIDCEQIEQQLGLA
                     VDRVMTEGGIYDRELAALAIKQASGDLVEAIFLLRAYRTTLPRLAVSLPLATDTMRLE
                     RRISAIYKDLPGGQVLGPTYDYTHRLLDFTLLASGETPLAPRGEEALPEHCAHVFDLL
                     TQEQLALPEQDDGTPPDDITRNPPVYPCNRSARLQQLVRGDEGFLLALGYSTQRGYGR
                     THPFAAEIRTGYLTIAIQPEELGFAIDIGEILLTECEMVNGFVDPVSEPPHFTRGYGL
                     VFGRGERKAMSIALMDRTLQSREYQEAVSSPAQDEEFVLSHADNVEAAGFVSHLKLPH
                     YVDFQAELALLKRLRSEHLAASSALFTPQLSSSSLPSSSQPSSSSQPPSSQRQEPHHD
                     "
     gene            complement(613934..614560)
                     /gene="phnH"
                     /locus_tag="CH60_577"
     CDS             complement(613934..614560)
                     /gene="phnH"
                     /locus_tag="CH60_577"
                     /note="phnH_redo: phosphonate C-P lyase system protein
                     PhnH;
                     [P] COG3625 Uncharacterized enzyme of phosphonate
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate C-P lyase system protein PhnH"
                     /protein_id="AJK12350.1"
                     /translation="MSLLTHFDQPVVEAQYAFRRILKALSEPGVQVTLPHSTGWQPLN
                     PATTSVLLTLADQETPLYLDSQIASEGVQHNLRFHTGAPLTADLATACFAVLGNELTE
                     VQLATCPPGNELSPEQSVTVIIQVDSLNQGTPLRLHGPGIEQNRIVSPQLPQPLMNYL
                     LMNHPLINRQLMNHPLNRPAVFPAGLDFLLTCGEHLMALPRTTHVEVC"
     gene            complement(614560..615036)
                     /gene="phnG"
                     /locus_tag="CH60_578"
     CDS             complement(614560..615036)
                     /gene="phnG"
                     /locus_tag="CH60_578"
                     /note="phnG_redo: phosphonate C-P lyase system protein
                     PhnG;
                     [P] COG3624 Uncharacterized enzyme of phosphonate
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate C-P lyase system protein PhnG"
                     /protein_id="AJK11894.1"
                     /translation="MESTLMTRQNWLSILAHSQPTELLAHWQPLNLSPEYQVIRAPEM
                     GLNQLQARMGATGRRFILGDMTVTRAVIKLNDCTDIYGYSYIAGRNKPHAELCALLDA
                     LLQYSTLKGRPAGLNELLLKTVIHPLAAIQQKRRQLRAQHIAASKVDFFTLVRGED"
     gene            complement(615037..615762)
                     /gene="phnF"
                     /locus_tag="CH60_579"
     CDS             complement(615037..615762)
                     /gene="phnF"
                     /locus_tag="CH60_579"
                     /note="C_P_lyase_phnF: phosphonate metabolism
                     transcriptional regulator PhnF;
                     [K] COG2188 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate metabolism transcriptional regulator
                     PhnF"
                     /protein_id="AJK12828.1"
                     /translation="MNLSRPPTSYPTRYQHIAAQLEQELRGHYRCGDYLPSEQQLADR
                     YQVNRHTLRRAVDELVERGWLQRRQGIGILVLMRPYDYPLHANARFSQNLLDQGSDPT
                     SERLLAVLRPAAEPVAKALSLTEGESVIHLRTLRRVNGVPVCIIDHYLPDLSWWPVLQ
                     RFHSGSLHQFIAQHLQQPLKRSQTRISARRAQAKESALLEIATHAPLLCVRTLNTRVD
                     SQQVAEYSLSLTRADMIELTMEH"
     gene            615942..616076
                     /locus_tag="CH60_580"
     CDS             615942..616076
                     /locus_tag="CH60_580"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12734.1"
                     /translation="MNILLPPRFLSGTAGAYQLTLWVWANVVYLSINNERYLLMERIY
                     "
     gene            complement(616090..616404)
                     /locus_tag="CH60_581"
     CDS             complement(616090..616404)
                     /locus_tag="CH60_581"
                     /note="[O] COG0602 Organic radical activating enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="4Fe-4S single cluster domain protein"
                     /protein_id="AJK11413.1"
                     /translation="MEDKIIADLNDSRIRRQGLSLSGGDPLHPQNLSAILQLVQRVHH
                     ECDGKDIWLWTGYTLAELTAEQQQVVDLINVLIDGKFVQDLKDPSLIWRGSSNQVIHC
                     LR"
     gene            complement(616731..618869)
                     /gene="nrdD"
                     /locus_tag="CH60_582"
     CDS             complement(616731..618869)
                     /gene="nrdD"
                     /locus_tag="CH60_582"
                     /EC_number="1.17.4.2"
                     /note="nrdD: anaerobic ribonucleoside-triphosphate
                     reductase;
                     [F] COG1328 Oxygen-sensitive ribonucleoside-triphosphate
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic ribonucleoside-triphosphate reductase"
                     /protein_id="AJK13359.1"
                     /translation="MKTVVIKRDGCQVPFDEVRIKEAVERAALAVGVVDADYCATVAR
                     VVAQTMENQPKVDIREIQNAVENQLMAGQYKQLARAYIEYRHDRDISRELRGRLNQEI
                     QGLVEQSNKALLNENANKDSKVIPTQRDLLAGIVAKHYAKQHLLPRDVVLAHERGEIH
                     YHDLDYAPFFPMFNCMLIDLEGMLTQGFKMGNAEIEPPKSISTATAVTAQIIAQVASH
                     IYGGTTINRIDEVLAPFVTESFNKHKAVAEEWQIPDVAGYAMSRTEKECYDAFQSLEY
                     EVNTLHTANGQTPFVTFGFGLGTSWQSRMIQQAILRNRIAGLGKNRKTAVFPKLVFAI
                     RDGLNHKFGDANYDIKQLALECATKRMYPDILNYDQVVKVTGSFKTPMGCRSFLGVYE
                     EEGQQIHDGRNNLGVISLNLPRIALEAKGDENQFWQLLDERLLIAKKALMTRIARLEG
                     IKARVAPILYMEGACGVRLQADDNIAEIFKNGRASISLGYIGIHETINALFGHQTHLF
                     DDQKLREKAIAIVAHLKQATDDWKDETGYAFSLYSTPSENLCDRFCRLDTAEFGVVEG
                     VTDKGYYTNSFHLDVEKKVNPYDKLDFEAPYPPLANGGFICYGEYPNLQHNIRALEDV
                     WDYSYSRVPYYGTNTPIDECYECGFTGEFSCTSKGFTCPKCGNHEPSKVSVTRRVCGY
                     LGSPDARPFNAGKQEEVKRRVKHLANGQLG"
     gene            complement(619303..620019)
                     /locus_tag="CH60_583"
     CDS             complement(619303..620019)
                     /locus_tag="CH60_583"
                     /note="[EP] COG1124 ABC-type dipeptide/oligopeptide/nickel
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK14450.1"
                     /translation="MALIEVNNLQVSFAQKNQIKTAVESVSFAVEANETFSLIGASGC
                     GKSTVLRTLAGLQREWQGEITLLGQRLQPGQRFTGQLRKDVQMVFQDPYASLHPQHNI
                     QRTLGEPLKIHGEKNIAQRIAQALEQVGLPASAALRYPHQFSGGQRQRIAIARALLLR
                     PKLLLLDEPTSALDMSVQAEILNLLNHLKREYGMTYLLVSHDSDVVAHMSERAVLMEN
                     GHIVREYSREDLASAEHSMG"
     gene            complement(620006..620884)
                     /locus_tag="CH60_584"
     CDS             complement(620006..620884)
                     /locus_tag="CH60_584"
                     /note="[EP] COG0444 ABC-type dipeptide/oligopeptide/nickel
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10849.1"
                     /translation="MTDSIFTVDNLCVDFQQQRVVDNISFHLGHERVALVGESGSGKS
                     ITARALMGLVRHPGKVSAKKLSYYSDNTDDQGHSGQIIEHDLLRLNTRQWSALRGSEI
                     AMVLQDPRYALNPVQPVGKQIEESLLLHNTLSSADAHERVLNALASVGLNASAYHSYP
                     GQLSGGMGQRAMLAIALVNNPRVLIADEPTSALDAKLRNQILELIVEQTEQRKMSLLL
                     ISHDLPLVAEHCHRVLVMYQGKLVDQGLAADLPHSTHPYTHTLWACRPNAHTYGTDLP
                     VLDRSVDFSGGSRGTD"
     gene            complement(620877..621713)
                     /locus_tag="CH60_585"
     CDS             complement(620877..621713)
                     /locus_tag="CH60_585"
                     /note="[EP] COG1173 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11813.1"
                     /translation="MPIIKFYRTLKRSPSTSIGLFILSLLVIIAVFAPWLAPQDPNWQ
                     NAADRLLPPGDSGHLLGTDSYGRDMLSRLIYGTRPTLGLVLLVTVITLPLGLLVGVLS
                     GYYGGWLERILMRITDVVMSMPRLILAFAFVAMLGPGLLNGALALALTTWPAYARQAR
                     AEIQLLRKSDYLAAAEMMGIRGLRLLWGHILPMCLPSAVVRLALDLAGIILAAAGLGF
                     LGLGARPPMSEWGSMVADGMQVIFDQWWIAAIPGCAILLSSMAFNLLGDGLRDILDPH
                     HD"
     gene            complement(621732..622781)
                     /locus_tag="CH60_586"
     CDS             complement(621732..622781)
                     /locus_tag="CH60_586"
                     /note="[EP] COG0601 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12680.1"
                     /translation="MSVALNTTPGTPSRRHLLVFLQGLFTLALTLFGLLVITFFLSAL
                     SPVDRVLQIVGDHASEATYQQVKQQLGLDQPLFVQFWHYLVRLAHGDLGVASASGQPV
                     LQDLLTVFPASLELATLSLLVGGALGIFLGLLCARWAGSKLDITIRFITLLGNSVPIF
                     WLGLLMLLLFYARLQWSPGPGRLDDIYQYTVEAKTGFVLIDTWRSGDMGAFNNALGHM
                     ILPVSLLAYYALASITRLTRSACLSELNKEYITLARAKGAGEMRILLMHVLPNIRGTL
                     LTVIALAYTSMLEGAVLTETVFAWPGIGRYLTSALFAGDTTAIMGGTLLLGMCFILIN
                     NVTDLLVRLLDPRTR"
     gene            complement(622877..624444)
                     /locus_tag="CH60_587"
                     /note="putative dipeptide-binding protein;bacterial
                     extracellular solute-binding s, 5 Middle family protein"
                     /pseudo
     gene            625083..625541
                     /locus_tag="CH60_589"
     CDS             625083..625541
                     /locus_tag="CH60_589"
                     /note="conserved hypothetical protein;
                     [G] COG2731 Beta-galactosidase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13061.1"
                     /translation="MIIGNIHHLALLPYLPAQLRDAIEYVKSHINADTPLGKHDIDGN
                     NVFVLVSNDSTDLLENRRAEYHAKYLDIQIILAGQEGMAFSNLPAGKPDTDWLADKDI
                     AFLPAGTDEKHVVLQTGDFVVFFPGEVHKPLCAVGEPANVRKAVVKIAVK"
     gene            complement(625848..626855)
                     /gene="argF"
                     /locus_tag="CH60_590"
     CDS             complement(625848..626855)
                     /gene="argF"
                     /locus_tag="CH60_590"
                     /EC_number="2.1.3.3"
                     /note="orni_carb_tr: ornithine carbamoyltransferase;
                     [E] COG0078 Ornithine carbamoyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine carbamoyltransferase"
                     /protein_id="AJK12361.1"
                     /translation="MNQFYKRHFLRLLDFTPAEIIALLDLATELKKDKKSGCEQQKLV
                     GKNIALIFEKDSTRTRCSFEVAAYDQGARVTYLGPGGSQIGHKESIKDTARVLGRMYD
                     GIQYRGYGQRVVETLAEFAGVPVWNGLTDEFHPTQLLADLLTMREHLPNKSLNKMTLA
                     YLGDTRNNMGNSLLEAAALVGMDLRLVAPKACWPEEAFVISCQALAQKTGGKITLTED
                     IAEGVNGADFLYTDVWVSMGEPKEVWQERINLLKPYQVNMRVLTLTGNPQVKFLHCLP
                     AFHDDQTTIGKQMAEQYDLPGGMEVTEEVFESAHSIVFDQAENRLHTIKAVMVATMSK
                     I"
     gene            627067..627498
                     /gene="rraB"
                     /locus_tag="CH60_591"
     CDS             627067..627498
                     /gene="rraB"
                     /locus_tag="CH60_591"
                     /note="[S] COG3076 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of ribonuclease activity B"
                     /protein_id="AJK13477.1"
                     /translation="MANRELLDEQRDETRLIIEELLEDGSDPDALYTIEHHLSAEKFE
                     VLEKAAVEAFKLGYEVTDAEELEVEDGSMVMCCDVISEVALNAEIIDAQVEQLVALAE
                     ACGVNYDGWGTYYEDPNAEDDEDGEYDDEELVDEDDDGKRH"
     gene            complement(628005..628508)
                     /locus_tag="CH60_592"
     CDS             complement(628005..628508)
                     /locus_tag="CH60_592"
                     /note="[KR] COG0454 Histone acetyltransferase HPA2 and
                     related acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AJK10904.1"
                     /translation="MTTTTPIRLLVRPITAGDNLAIANVIREVSAEFGLTADKGYTVS
                     DPNLDHLYELYSQPRSAYWVIEVDGHIAGGGGVAPLLGGEADLCELQKMYFLPILRGK
                     GLAKQLALQALAFARQQGFGRCYLETTASLTSAVGLYERLGFEHIGGAMGNTGHVDCE
                     VTMLKTL"
     gene            complement(628651..631548)
                     /gene="valS"
                     /locus_tag="CH60_593"
     CDS             complement(628651..631548)
                     /gene="valS"
                     /locus_tag="CH60_593"
                     /EC_number="6.1.1.9"
                     /note="valS: valine--tRNA ligase;
                     [J] COG0525 Valyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="valine--tRNA ligase"
                     /protein_id="AJK11253.1"
                     /translation="MENTPSHINKTEPSLDKTYSPQEIEQPLYEHWEKQGYFKPNGDT
                     SKESYCIMIPPPNVTGSLHMGHAFQQTIMDTLIRYQRMQGKNTLWQAGTDHAGIATQM
                     VVERKIAAEEGKTRHDYGRDAFIDKIWEWKGESGGTITRQMRRLGNSVDWERERFTMD
                     EGLSNAVKEVFVRLHKEDLIYRGKRLVNWDPKLRTAISDLEVENRESKGSMWHLRYPL
                     ADGAKTAEGKDYLVVATTRPETVLGDTGVAVNPEDPRYKDLIGKEVILPLVGRRIPIL
                     GDEHADMEKGTGCVKITPAHDFNDYEVGKRHALPMINILTFDGDIRSEAEVFDTHGEA
                     TDAFSNAIPAQFQGLERFAARKAVVAEFEKLGLLEEVKPHDLTVPYGDRGGVVIEPML
                     TDQWYVHTAPLAKVAIEAVENGEIQFVPKQYENMYYSWMRDIQDWCISRQLWWGHRIP
                     AWYDEQGNVYVGRDEAEVRRDNNLGAEVALRQDEDVLDTWFSSGLWTFSTLGWPEQTD
                     ALKTFHPTSVVVSGFDIIFFWIARMIMLTMHFMKDENGKPQVPFKTVYMTGLIRDDEG
                     QKMSKSKGNVIDPLDMVDGISLEALLEKRTGNMMQPQLAEKIRKRTEKQFPNGIEPHG
                     TDALRFTLAALASTGRDINWDMKRLEGYRNFCNKLWNASRFVLMNTEGQDCGQNGGEM
                     VLSLADRWILAEFNQTIKAYREAMDTYRFDLAAGILYEFTWNQFCDWYLELTKPVMNS
                     GSEAELRGTRHTLIQVLEALLRLAHPIIPYITETIWQRVKNLKGITADTIMLQPFPEY
                     DASQVDEQALSDLEWIKQTIIAVRNIRAEMNIAPGKPLEVMLRGANAQAQRRVLENQS
                     FIQSLARLSSLTLLAEGDKGPVSVTKLVEGAEVLIPMAGLIDKATELDRLAKEVAKLD
                     AEIERIEGKLGNEGFVARAPEAVVAKERERLAACAEAKQKLIEQQATIAAL"
     gene            complement(631561..632010)
                     /locus_tag="CH60_594"
     CDS             complement(631561..632010)
                     /locus_tag="CH60_594"
                     /note="[L] COG2927 DNA polymerase III, chi subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III chi subunit, HolC family
                     protein"
                     /protein_id="AJK14102.1"
                     /translation="MKNATFYLLEHDTPAGELRAHEALACEIAAERWRAGKRVLIACE
                     SQEQAQRLDEALWQRAPEQFVPHNLAGEGPKYGAPVELAWPERRGNSPRDLLISLLPE
                     FAGFATAFHEVVDFVPYEENLKQLARDRYKSYRSVGFHLTTATPPTN"
     gene            complement(632161..633672)
                     /locus_tag="CH60_595"
     CDS             complement(632161..633672)
                     /locus_tag="CH60_595"
                     /note="cytosol aminopeptidase family, N-terminal domain
                     protein;
                     [E] COG0260 Leucyl aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14179.1"
                     /translation="MEFSVKSGSPEKQRSACIVVGVFEPRRLSPIAEQLDKISDGYIS
                     ALLRRGELEGKVGQTLLLHHVPNILSERILLIGCGKERELDERQYKQVIQKTINTLND
                     TGSMEAVCFLTELHVKGRNTYWKVRQAVETAKETLYTFDQLKSNKTEPRRPLRKMVFN
                     VPTRRELTSGERAIQHGLAIASGIKAAKDLGNMPPNICNAAYLASQARQLADAFSTNT
                     VTRVIGEQQMKELGMHAYLAVGHGSQNESLMSVIEYKGNPNKDAKPIVLVGKGLTFDS
                     GGISIKPAEGMDEMKYDMCGAATVYGVMRVVAELQLPLNVVGVLAGCENMPGGRAYRP
                     GDILTTMSGQTVEVLNTDAEGRLVLCDALTYVERFEPELVIDIATLTGACVVALGNHL
                     TGLMSNHNPLAHELIGASEQAGDRAWRLPLGEEYYEQLDSNFADMANIGGRAGGAITA
                     GCFLSRFTRKYSWAHLDIAGTAWRSGKNKGATGRPVALLSQFLLNRAGLNGDD"
     gene            633952..635046
                     /gene="lptF"
                     /locus_tag="CH60_596"
     CDS             633952..635046
                     /gene="lptF"
                     /locus_tag="CH60_596"
                     /note="lptF_YjgP: LPS export ABC transporter permease
                     LptF;
                     [R] COG0795 Predicted permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="LPS export ABC transporter permease LptF"
                     /protein_id="AJK10653.1"
                     /translation="MIIIRYLVRETLKSQIAILFILLLIFFSQKLVRILGAAVDGEIP
                     TNVVLSLLGLGVPEMAQLILPLSLFLGLLMTLGKLYTESEITVMNACGMGKKSLIMAA
                     LILALFTSGLAAINTIWLGPWSSKHQDVVLNDAKANPSLAALGGGQFKSSNDGNSALF
                     IGNVAGKEFNRVFLAQLRPNGNQRPSVVVADSGHMSELPDGSQMVILNKGTRYEGTAL
                     LRDFRITDFVDYQAVIGHKQVQQSSNGADQMSMKELWRSQEPDARAEFHWRLTLIVSV
                     VIMALLVVPLSVVNPRQGRVLSMLPAMLLYLIFFLLQSSLRSKAGNGQLDPLVWMWAV
                     NGAYLALAIILNLWDGLMARKLRARLRGAA"
     gene            635046..636122
                     /gene="lptG"
                     /locus_tag="CH60_597"
     CDS             635046..636122
                     /gene="lptG"
                     /locus_tag="CH60_597"
                     /note="lptG_lptG: LPS export ABC transporter permease
                     LptG;
                     [R] COG0795 Predicted permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="LPS export ABC transporter permease LptG"
                     /protein_id="AJK14460.1"
                     /translation="MFGVLDRYIGRTILNTILMTLLMLVSLSGIIKFVDQLRKVGQGD
                     YSAASAGMYTILSIPKDIAVFFPMAALLGALLGLGTLASRSELVVMQASGFTRMQIAA
                     SVMKTAIPLVLLTMAIGEWVAPQGEQTARNFRTQQMYGGSLLSTQSGLWAKDGSDFIY
                     IQRVSGESELTGVNIYHFDKEDRLLSVRYAATATYEKDNKTWRLSQVDESDLSNPTQV
                     TGSQTLTGEWKTNLTPEKLGVVAMDPDSLSISGLHDYSKYLQQSGQESNRYELSMWSK
                     VFAPFSVAVMMLMALSFIFGPLRSVPMGVRVVTGIFFGFVFYVLDQVFGRLSLVYGIP
                     PMLGALLPSMLFLLISICLLLKRR"
     gene            636227..636311
                     /locus_tag="CH60_598"
     tRNA            636227..636311
                     /locus_tag="CH60_598"
                     /product="tRNA-Leu"
     gene            636510..637769
                     /locus_tag="CH60_599"
     CDS             636510..637769
                     /locus_tag="CH60_599"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AJK13133.1"
                     /translation="MALSDVKVRTAKPEAKAYKLTDGEGMVLLVHPNGSKYWRLRYRF
                     DGKEKMLALGKYPEISLADARARRDEARKQLANGVDPSESKKAVKVEQEQEAITFEVV
                     AREWHASNRQWSEAHSARVLKSLEDNLFQAIGKRNIADLGTRDLLPPIKAVEMAGRLQ
                     VASRLQQRTTAIMRYAVQSGLIDYNPAQEMAGAVATGKRKHRAALELNRVSELLHRID
                     YYSGRPLTRLAVELTLLVFIRSSELRFARWSEVDFETAMWTIPGEREPLEGVKHSHRG
                     SKMRTPHLIPLSRQALAILEKIKSMSGNRELIFIGDHDPRKPMSENTVNKALRVMGYD
                     TKVEVCGHGFRTMACSSLIESGLWSRDAVERQMSHQERNSVRAAYIHKAEHLDERRLM
                     IQWWADYLDANREKGVSPFDFAKLNTS"
     gene            637959..639833
                     /locus_tag="CH60_600"
     CDS             637959..639833
                     /locus_tag="CH60_600"
                     /note="conserved hypothetical protein;
                     [S] COG1479 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12851.1"
                     /translation="MSTITPHYRNVQQLLQSQSFSIDEYQREYKWEKENIDELLSDLQ
                     GKFFSYSKPDDETSAVSSYGEYFLGSIIVSKRNNKNYLIDGQQRVTSLTLLLICLYRA
                     AQEKGLPVAQTLAPLIFSDNLGKPKFNLDISERLPVINALFKGEAFNPDGKDESIQTM
                     YARYSDIEVNDLMAELGDALPHFIYWLLTRVGLIEIATDNDSYAYAIFETMNDRGKPL
                     SPVDMLKAYLLAPIEEQDARLQANQVWKQQVLELISWGGGHEPERDANCIKAWLRAQY
                     AESIRERKAGSVDKDWELIGSVFHRWVRENNSRLGLGKAQENQNMMAVSFPFFAKAYR
                     RILHTSKHYTPKLRAVYYNAHNDFTWQNTVLLASLIETDDDETVDRKLAVTATYLDIW
                     LMRRVVNYVRVGYSSVSYAMWLLCREIRRKPLSELVAILQNKLADDDVTFSGYAVKGR
                     TGIDGLGLNQFSRRYIYHLLARLTEATEIGAGRTETFDRLVDRTLKNPFDIEHIWADD
                     YEIVKDQFSTEQEFQDWRNHVASILLLPADVNRSLQDKPFPLKRVHYAKQNFFAASLD
                     SSVYEHQPQFQQFSTKYELPFKFAEVFDKAEQQVRRKLIAGLVELIWSPNRLCEAAHV
                     "
     gene            639826..640935
                     /locus_tag="CH60_601"
     CDS             639826..640935
                     /locus_tag="CH60_601"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AJK13708.1"
                     /translation="MSEQPLQNSLFEDDYLLRELGQVAHVPQVALTELVANAWDAGAS
                     RVDLVLPTDIGGILTVTDDGHGMTPEQFKKRWMTLRYTREKYQGFNVEFPTGRTARPR
                     KAYGRNGIGRHGLLCFADEYEVKTWRDGILATFVVGTGAGSSPFVCRSETEEKHIGSG
                     TRLQVQVTRKLPDADEILTVLSARFIHDPEFEVRVNGKLRPFTEIDGRISEETLCLSA
                     GRHAKVIVIDSTRLNHSSLHQGIAFWVQHRLVGTPSWAVGQIANFDGRTRFARRYKVI
                     VDTEGFESDVEQDWTAFCPTDSVNELYQATAEHIRDVAQRLAVEFTEITSEDALMQNR
                     SELATLGQGARLGVAEFTTAVAQEHPTVSPDVNDG"
     gene            complement(640986..641765)
                     /locus_tag="CH60_602"
     CDS             complement(640986..641765)
                     /locus_tag="CH60_602"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11766.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(641765..642787)
                     /locus_tag="CH60_603"
     CDS             complement(641765..642787)
                     /locus_tag="CH60_603"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11977.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            642899..643357
                     /locus_tag="CH60_604"
     CDS             642899..643357
                     /locus_tag="CH60_604"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK14059.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(643689..644051)
                     /gene="raiA"
                     /locus_tag="CH60_605"
     CDS             complement(643689..644051)
                     /gene="raiA"
                     /locus_tag="CH60_605"
                     /note="[J] COG1544 Ribosome-associated protein Y (PSrp-1)"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-associated inhibitor A"
                     /protein_id="AJK14192.1"
                     /translation="MTVNITSKQMDITPAIRKHVEDRLTKLDKWQAQLINPHIVLSKE
                     PQGFVADASISTPMGPLVASAKHDDMYAAINELITKLERQLNKVQHKGEARRAASSVK
                     DANLESVDEEETESEPEQ"
     gene            complement(644406..645137)
                     /locus_tag="CH60_606"
     CDS             complement(644406..645137)
                     /locus_tag="CH60_606"
                     /note="conserved hypothetical protein;
                     [R] COG4105 DNA uptake lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13888.1"
                     /translation="MTRMKYLVAAATLSLVLTGCSSNKDVVPDNPPSELYATAQQKLQ
                     DGNFKGAITQLEALDNRYPFGPYSQQVQLDLIYAYYKSADLPMAQASIDRFMRLNPTH
                     PNIDYVLYMRGLTDMALDDSALQGFFGIDRSDRDPQHARAAFRDFNQLIQNYPNSQYA
                     TDAQKRLVFLKDRLAKYELAVAQYYTKRGAYVAVVNRVDQMMRDYPDTQATRDALPLM
                     ENAYKQLQLNAQADKVAKIIAANPA"
     gene            645273..646250
                     /locus_tag="CH60_607"
     CDS             645273..646250
                     /locus_tag="CH60_607"
                     /note="rluA_subfam: pseudouridine synthase, RluA family
                     protein;
                     [J] COG0564 Pseudouridylate synthases, 23S RNA-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase, RluA family protein"
                     /protein_id="AJK14478.1"
                     /translation="MAQQVQLSATVAESQLGQRLDQALAELFPDYSRSRIKEWILDSR
                     VTVNGKKINKPKEKVLGGELVAIDAQIEEDARWAPQEIPLDIVYEDNDILVINKPRGL
                     VVHPGAGNPDGTVLNALLHYYPEIMDVPRAGIVHRLDKDTTGLMVVAKTVPAQTRLVE
                     ALQAREITREYEAVAIGNMTAGGRVDEPISRHSTKRTHMAVHPMGKPATTHYRIMEHF
                     RAHTRLRLRLETGRTHQIRVHMSHINHPLVGDQLYGGRPRPPKGASDSFIAILRGFDR
                     QALHATMLRLYHPISGIQMEWHAALPEDMVELINALKADTEEFKDQMDW"
     gene            646252..646983
                     /locus_tag="CH60_608"
     CDS             646252..646983
                     /locus_tag="CH60_608"
                     /note="[S] COG1496 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="multi-copper polyphenol oxidoreductase laccase
                     family protein"
                     /protein_id="AJK11881.1"
                     /translation="MSTLILPDWPMPARVRACSTTRHGGVSVSPYDSLNLGTHVGDVA
                     THVDANRQLLREQACLPQMPVWLDQVHGTRVLTLEGRSVSNTQADAVYSRVVGQVCAV
                     MTADCLPVLFCSLAGDEVAAAHAGWRGLCSGVLEHTVAQFNAAPSSLMAWLGPAIGPQ
                     QFEVGEDVKQAFISIDAKSALAFTPFGSKYLADIYLLARLRLQAAGIQAIYGGNRCTV
                     TEKQQFFSYRRDGITGRMASLIWLI"
     gene            647113..649686
                     /gene="clpB"
                     /locus_tag="CH60_609"
     CDS             647113..649686
                     /gene="clpB"
                     /locus_tag="CH60_609"
                     /note="chaperone_ClpB: ATP-dependent chaperone protein
                     ClpB;
                     [O] COG0542 ATPases with chaperone activity, ATP-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent chaperone protein ClpB"
                     /protein_id="AJK14264.1"
                     /translation="MRLDRLTSKFQLALADAQSLALGRDNQFIEPLHLMSALLNQDGG
                     TVRPLLTSAGINVARLRSDIEQALGRLPQVEGTGGDVQPSNELVRVLNLCDKLAQKRS
                     DKFISSELFVLAVLEDRGTLTDMLKAAGATVAIIDKAIETMRGGDKVDDQGAEDQRQA
                     LKKFTIDLTERAEQGKLDPVIGRDEEIRRTIQVLQRRTKNNPVLIGEPGVGKTAIVEG
                     LAQRIVNGEVPEGLKHKRVLSLDMGSLIAGAKYRGEFEERLKGVLNDLSKQEGSVILF
                     IDELHTMVGAGKGDGAMDAGNMLKPALARGELHCVGATTLDEYRQYIEKDAALERRFQ
                     KVYVAEPTVEDTIAILRGLKERYELHHHVQITDPAIVAAATLSHRYISDRQLPDKAID
                     LIDEAGSSIRMQMDSKPESLDRLERRIIQLKLEQQALKKESDDASKKRLEMLNTELEQ
                     KEREYSELEEEWKAEKASLTGTQNIKTELEQAKITLEQARRVGDLARMSELQYGTIPE
                     LEKQLAAATALEGKTMKLLRNRVTEIEVAEVLARWTGIPVSRMLESERDKLLRMEQDL
                     HQRVIGQDEAVEAVSNAIRRSRAGLSDPNRPIGSFLFLGPTGVGKTELCKALATFLFD
                     SDDAMVRIDMSEFMEKHSVSRLVGAPPGYVGYEEGGYLTEAVRRRPYSVILLDEVEKA
                     HPDVFNILLQVLDDGRLTDGQGRTVDFRNTVVIMTSNLGSDLIQEHFGQMNYSEMKTV
                     VMDVVSHHFRPEFINRIDEVVVFHPLGRAHLASIANIQLERLYKRLEERGYEVKITQP
                     ALEFLGEAGFDPVYGARPLKRAIQQEIENPLAQQILSGKLIPGIPVTLDVENGHIIAK
                     Q"
     gene            650210..651740
                     /locus_tag="CH60_610"
     rRNA            650210..651740
                     /locus_tag="CH60_610"
                     /product="16S ribosomal RNA"
     gene            651848..651924
                     /locus_tag="CH60_611"
     tRNA            651848..651924
                     /locus_tag="CH60_611"
                     /product="tRNA-Ile"
     gene            651976..652051
                     /locus_tag="CH60_612"
     tRNA            651976..652051
                     /locus_tag="CH60_612"
                     /product="tRNA-Ala"
     gene            652272..655175
                     /locus_tag="CH60_613"
     rRNA            652272..655175
                     /locus_tag="CH60_613"
                     /product="23S ribosomal RNA"
     gene            655287..655401
                     /locus_tag="CH60_615"
     rRNA            655287..655401
                     /locus_tag="CH60_615"
                     /product="5S ribosomal RNA"
     gene            complement(655788..656129)
                     /locus_tag="CH60_616"
     CDS             complement(655788..656129)
                     /locus_tag="CH60_616"
                     /note="conserved hypothetical protein;
                     [R] COG5544 Predicted periplasmic lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10540.1"
                     /translation="MRLHIYLRRLLIAPLLLLTSACTHVANDSWTGKDKAQHFFASAA
                     LAAAGTAYGEHQNWSDAKSRNFGLLFSIGIGAGKEWYDSRQAGTGWSWKDFTWDIAGA
                     ITGYSLYRAAN"
     gene            complement(656191..657546)
                     /locus_tag="CH60_617"
     CDS             complement(656191..657546)
                     /locus_tag="CH60_617"
                     /note="[I] COG1502
                     Phosphatidylserine/phosphatidylglycerophosphate/cardiolipi
                     n synthases and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase D family protein"
                     /protein_id="AJK11121.1"
                     /translation="MLSKFKRSKHQQHLAQLPKLPQSVDDVQTLYCPKVFRSTLLELI
                     AQATKRIFLVALYLEQDDAGRDVMNALYQAKQSHPELEIYVLVDWHRAQRGRIGAAAV
                     NTNADWYCDMAAKHPNISVPVYGVPVNTREALGVLHLKGFIIDDTVIYSGASINDVYL
                     YQNDKYRYDRYQLITNPSLATIMVDYVKQRILSAGAVQRLDRNDRPTTPEIKNETRQF
                     RSSLRDASYQFSAQAHNDELAVTPLVGLGKKSLLNKTIHHLMASADERLTICTPYFNL
                     PALLVRNIIYLLREGKQVEIIVGDKTANDFYIPEDQPFKIIGALPYLYEINLRRFLSR
                     LQPYVDNGQLIVRLWKDGDNTYHLKGMWVDNNWQLITGNNLNPRAWRLDLENAILIHD
                     PKHEMHEQRAKELECIRTHTKVVSHYLELENIQQYPVKVRKLIRRLRRIRIDRLISRI
                     L"
     gene            complement(657722..660364)
                     /locus_tag="CH60_618"
     CDS             complement(657722..660364)
                     /locus_tag="CH60_618"
                     /note="[C] COG1042 Acyl-CoA synthetase (NDP forming)"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AJK12911.1"
                     /translation="MSQRGLEALLRPKSIAVIGASEKPERAGFLMMRNLLDGGFNGPI
                     LPVTPNHKAVCGVLAYANIASLPITPDLAILCTHDCRNLTLLEDLGNRGCKAAIILSA
                     APEQFPELKACAQRHHMRLLGPNSLGLLAPWQGLNASFSPVPIKKGRLAFISQSAAVA
                     NTILDWAQQREVGFSYFIALGDSLDIDVDDLLDFLARDSKTSAIMLYIEHISDARRFL
                     SASRSASRNKPVLVVKSGRSQRAQQLLNGQQGLDAAYDAAIQRAGLLRVQDTHELFSA
                     VETLSHMRPLRGERLLIVSNGSAPAAMALDELIRRNGKLATLSDATQSALSEALPPFV
                     ALRNPIDLRDDASAERYLAALKPLLDSSDYDTLLLIHSPSAAAPGGKTAELLISAIRQ
                     HPRGKRITLLTNWCGEYSSQDARRLFTEAGIPTYRTPEGAITAFMHMVEYRRNQKQLK
                     ETPALPIGLTANTAHVHQLIRQALAEGATQLDTHEVQPILEAYGLRTLPTWIASDSVE
                     AVHIAERLGYPVAIKLRSPDIPHKSEVQGVMLYLRTAIEVQRAADDILDRVKRTYPQA
                     RIHGLLVQSMANRAGAQELRIAVEQDAIFGPLIMLGEGGIEWHHETQAAVALPPLNMV
                     LARYLIIQAVKGGKIRSRGSLQPLDIPGLSRLLVQVSNLILDCPEITRLDIHPVLASG
                     SEFTLLDVSMQLAPVTGDPQARLAIRPYPHELEEKVTLRDNSQCLFRPILPEDEPLLK
                     LFIDQVTKEDLYYRYFSEINEFSHDDLANMTQIDYDREMAFVAVRQNSEGPEIIGVTR
                     AFSDPDNIDAEFAVLVRSDLKGLGLGRALLEKMIRYARSHGLSRLTAVTMPNNRGMIG
                     LAQKLGFTIDVQIEDGIVNLELTL"
     gene            complement(660407..661156)
                     /locus_tag="CH60_619"
     CDS             complement(660407..661156)
                     /locus_tag="CH60_619"
                     /note="[S] COG3148 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DTW domain protein"
                     /protein_id="AJK13889.1"
                     /translation="MTDTFTTGHTLPTAITTENAVLRLRQQRLAAATRAYRARGCRAI
                     RCQSCLLAERFCLCDTIKPQQANSRFCLIMFDTEPLKPSNTGRLIADILPDTHAFLWA
                     RTEVDPELLAAISDPLRQPYVVFPEAYAEPERQVINQLPISDKPPLFILLDGTWTEAK
                     KMFRKSPYLAGLPLLSLQVSHLSDYQLREAQRPEQHCTVEVATALLHQAGDIQAAEGL
                     RDHFHYFRQQYLAGKPHHPVGRVTASHEENA"
     gene            complement(661326..661763)
                     /gene="trxA"
                     /locus_tag="CH60_620"
     CDS             complement(661326..661763)
                     /gene="trxA"
                     /locus_tag="CH60_620"
                     /note="thioredoxin: thioredoxin;
                     [OC] COG0526 Thiol-disulfide isomerase and thioredoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin"
                     /protein_id="AJK11919.1"
                     /translation="MNTVCTACMATNRLPEERIDDGAKCGRCGHSLFDGEVINATAET
                     LDKLLQDDLPMVIDFWAPWCGPCRSFAPIFAETAAERAGKVRFVKVNTEAEPALSTRF
                     RIRSIPTIMLYRNGKMIDMLNGAVPKAPFDNWLDEQLSRDPNS"
     gene            662015..663181
                     /locus_tag="CH60_621"
     CDS             662015..663181
                     /locus_tag="CH60_621"
                     /note="[J] COG0566 rRNA methylases"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA 2'-O ribose methyltransferase substrate
                     binding family protein"
                     /protein_id="AJK11163.1"
                     /translation="MNDSFSGKNGKVKVMYVRSDESSDDRNSSNRDNRNNSSRDNSNR
                     DNNSRGRSQRPAGNGRPGDNARQGDNTRQGNAPRNNDSRRPDSGRNERDRPSRPARSE
                     GSSPYDSPWKTVSRAPSEEPEFDHGGISGKSHIDPAQLRRQRAEETRVYGENACKALF
                     ESRPDAIVRAWFVQSVTPRFREALKWMAANRKAYHVVEEDELAKASGTEHHGGVCFLI
                     KKRQGLDAETYLQQQTQAKDCVLALEEVGNPHNLGGIMRTCAHFGINGVLLQDPAMLE
                     SGAAVRTAEGGAEHIKAINADDFLSVLDTFRKAGYTIVTTSSHKGVSLSKAELPAKMV
                     LVLGQESDGLTDSAWQQGDLSVSIGGTGRVESLNVSVATGILLAEWWRQNSAQG"
     gene            complement(663304..664839)
                     /locus_tag="CH60_622"
     CDS             complement(663304..664839)
                     /locus_tag="CH60_622"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein;
                     [GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AJK12214.1"
                     /translation="MAQKPLEGAPLAWMTVALSLATFMQVLDSTIANVAIPTIAGDLG
                     SSNSQGTWVITSFGVANAISIPVTGWLAKRVGEVRLFLWSTGLFVLASWLCGMSNSLG
                     MLIFFRVIQGLVAGPLIPLSQSLLLNNYPPAKRSMALALWSMTIVVAPIFGPILGGYI
                     SDNYHWGWIFFINIPIGLVVVLLAGSTLKGRETKTEIRPIDTIGLVLLVVGIGALQIM
                     LDQGKELDWFNSTEIIVLTVVAVVAITFLIVWELTDDHPVIDLSLFKSRNFTIGCLCL
                     SLAYMLYFGAIVLLPQLLQEVYGYTATWAGLASAPVGILPVLLSPLIGRFAHRIDMRQ
                     LVTFSFIMYAVCFYWRAYTFEPGMDFGASAWPQFFQGFAIACFFMPLTTITLSGLPPE
                     RMAAASSLSNFMRTLAGSIGTSITTTLWTQRESLHHAQLTEFVNPYNPNATQAYQELE
                     KLGMSQQQASAYLAREITNQGLIISANEIFWLSAGVFLMLLALIWFARPPFTSGGGGG
                     GAH"
     gene            complement(664878..666050)
                     /locus_tag="CH60_623"
     CDS             complement(664878..666050)
                     /locus_tag="CH60_623"
                     /note="8a0101: efflux pump membrane family protein;
                     [V] COG1566 Multidrug resistance efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux pump membrane family protein"
                     /protein_id="AJK12588.1"
                     /translation="MSESAGAQAPQRPQNKKQQRKRVLLLLTAIFIMIGVAYLIYWFL
                     VLRHHQETDNAYISGNQVQIMSQVPGSVVSVHFENTDFVKSGDVLVTLDPTDAEQAFE
                     QAKTALANSVRQTHQLIINSKQYQANIALKKTELSQAQNDLKRRVVLGAAAVIGREEL
                     QHARDAVEAAQASLDMAVQQYNANQALVLNTPLEKQPAIEQAAAKMRDAWLTLQRTKV
                     VSPISGYVSRRSVQVGAEISSGTPLMAVVPADQLWIDANFKETQLANMRIGQPATIVT
                     DFYGDDVVYQGKVVGLDMGTGSAFSLLPAQNATGNWIKVVQRLPVRIALDEKQLKEHP
                     LRIGLSSLVKVDTANTDGHVLAQNVRKEPAFMTNALSLDFAPVNQIISDIIHANAD"
     gene            complement(666434..666946)
                     /locus_tag="CH60_624"
     CDS             complement(666434..666946)
                     /locus_tag="CH60_624"
                     /note="[K] COG1846 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="winged helix DNA-binding domain protein"
                     /protein_id="AJK14027.1"
                     /translation="MESSFSPIEQMLNSRAKRQKDFPYQEILLTRLSMHMHSKLLENR
                     NKMLKAQGINETLFMALITLDAQESRSIQPSELSAALGSSRTNATRIADELEKKGWIE
                     RRESHNDRRCLHLHLTEAGIEFLHQLLPPQHKCLHFLWSTLTEQEQQQLEMLTRKLLT
                     RLDQMEISEQ"
     gene            complement(667118..667459)
                     /locus_tag="CH60_625"
     CDS             complement(667118..667459)
                     /locus_tag="CH60_625"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport family
                     protein"
                     /protein_id="AJK14312.1"
                     /translation="MNTDILMIGLVVGTVNYLFRYLPLRFGPARKQTGLLRGKMSLLL
                     DSIGIASICALLVVSSTPEIIHHPQKLLPTLIGFLVICGCFYKTNSIIFATLLGALCY
                     GLTFKLLTILG"
     gene            complement(667456..668229)
                     /gene="ygaZ"
                     /locus_tag="CH60_626"
     CDS             complement(667456..668229)
                     /gene="ygaZ"
                     /locus_tag="CH60_626"
                     /note="[E] COG1296 Predicted branched-chain amino acid
                     permease (azaleucine resistance)"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein YgaZ"
                     /protein_id="AJK12357.1"
                     /translation="MPNPTTAPSSTTSAAATFVEGITDSLPIVIGYLPVAFAFGLSAV
                     KLGFTPLESIFFSCIIYAGASQFVITALLSAGMSLWVSALTVMAMDVRHILYGPALKH
                     RILAKLSGKKTALWAFGLTDEVFAAATTKLMKDQRRWSENWMLGIAVTSWLSWVLGTA
                     IGAMFGNGPLENYPAIEASLSFMLPALFLSFLLASFKRQYSLTVIASLSGALLGVLLF
                     SIPVAILAGIAGGCLATLLQPTASVVAKHREDHEQEPTP"
     gene            complement(668389..669588)
                     /locus_tag="CH60_627"
     CDS             complement(668389..669588)
                     /locus_tag="CH60_627"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK13634.1"
                     /translation="MQKTDTPGLSPALIVLMSVATGLAVASNYYAQPLLETIATNFNL
                     SVNQAGFIVTAAQLGYAVGLMFLVPLGDMFERRGLIVGMTLLAAGGMLITAMSQNLTM
                     MIIGTALTGLFSVVAQLLVPLAATLAAPEKRGKVVGIIMSGLLLGILLARTVAGALAT
                     LGGWRTIYWVASALMFIMALVLWRCLPRYKQHTGLNYGQLLGSIFALFIHTPVLRTRA
                     LLGALSFANFSVLWTSMAFLLAAPPFGYSEATIGLFGLVGAAGALMATKAGQLADKGK
                     ARVTTSAGLVLLLLSLLPIAFGQHSIIALIIGIIVLDLAVQAVHVTNQSVMYRMMPEA
                     RNRLTAGYMTSYFIGGALGSLISAAAYQHAGWYGVSTAGLVLCLLNIVTWLVGKRSDQ
                     PANQTVE"
     gene            complement(669816..670202)
                     /locus_tag="CH60_628"
     CDS             complement(669816..670202)
                     /locus_tag="CH60_628"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11313.1"
                     /translation="MKNACIDHLAVLAEVTAAFYRYEQALIGNDIAVLDALFWHDKRT
                     VRFGAGEDLYGIDAIREFRQNRPSVGLDRKLKNTVITTFGEDTAVASTEFYREGSTRV
                     GRQMQTWVKLPCGWRIVAAHVSLIAE"
     gene            complement(670312..671709)
                     /locus_tag="CH60_629"
     CDS             complement(670312..671709)
                     /locus_tag="CH60_629"
                     /note="amido_AtzE: amidohydrolase, AtzE family protein;
                     [J] COG0154 Asp-tRNAAsn/Glu-tRNAGln amidotransferase A
                     subunit and related amidases"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase, AtzE family protein"
                     /protein_id="AJK11124.1"
                     /translation="MKPASSLTISEIQQALHKGELSAQAIAQQTLDAITVANPLINAY
                     THITADRMLSEACRLDTLRAKGQPLPALAAVPYAVKNLFDVAGETTLSGASLFCDQAP
                     AKQDAWAISCLSRQGAMLSGMLNMDAYAYGFTTENSHYGATHNPHDLNRIAGGSSGGS
                     AAAVAAGLVHFSLGSDTNGSIRVPSSLCGIFGLKPTFGRLSRRGTHPFVASLDHIGPM
                     ARCTQDLAVVYDVMQGIDTQDNFQADQPVTPCQNLLTRGQQGLRSAVLGGYFHQWSDD
                     DAKAAVLAVAKALEANAEVEMPQSDLARSAAFIISASEGGNQYLPALRKSPQRFEPLS
                     RERLLAGAMLPATWYVQAQRFRHHFRQHILPLFEHWDILIAPATPCSATLIGQDTMRI
                     NDMDLPIRASMGILTQPISFLGLPVVSVPLKTTRGLPIGIQLIAPPWREDLCLRAAYA
                     LEQQGLVSAPVSTVI"
     gene            complement(671706..671909)
                     /locus_tag="CH60_630"
     CDS             complement(671706..671909)
                     /locus_tag="CH60_630"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10709.1"
                     /translation="MKKTSEKMISMDWPAYILQMETLLAVALDEQRRAALQQQFEHIA
                     ALAAPLMALPLDERQEIAGVYRL"
     gene            672219..673052
                     /locus_tag="CH60_631"
     CDS             672219..673052
                     /locus_tag="CH60_631"
                     /note="[K] COG1737 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK11648.1"
                     /translation="MKQIDERLRGHYTQLTPQEQRVADFIFAHFDDLISYNSAELARL
                     SGVSKATVSRLFKRLGYGSYREMREEVRALRQSGMPLTDNRDAVQGNTLLARHYKQEM
                     ANLAHWVNQLDSQQLTDVIDAMAQAPRILLLGLRNSYPVALHLRQQLLQVRQQVHVIP
                     QAGQTLAEELVDITPHDLVIVVAFRRRPKAIREILLHMQGQGVPTLLICEPQAQSLLS
                     LARWRLTTPLDSVSAFDSYSAAMSLVNLLSNALLHKILAEGRQRIHQIANLYDSLGEL
                     E"
     gene            673380..674168
                     /locus_tag="CH60_632"
     CDS             673380..674168
                     /locus_tag="CH60_632"
                     /note="[ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK12576.1"
                     /translation="MNIKKRMLWLWAVLVLVQAPAVLADQLEKIQQRGVLRVAVPQDF
                     PPFGSVGTDLQPQGYDIDMAQYLADKMKLKLQLVSVTSANRVPYLQTDKVDLVISSLG
                     KNPEREKAIAFSRAYAPFFLGVFGAKDDELKQPEQLAGKTIGVTRGAVEDMVLSEIAP
                     KAAQIRRYEDNNTTLSAYLSGQVNYLATGNLVISALARQNPKQAPVAKFMLKDSPCYI
                     GLRQGEPALKAKVDALIGDALQDNTLNGLSEKWLKAPLPADLGA"
     gene            674181..674849
                     /locus_tag="CH60_633"
     CDS             674181..674849
                     /locus_tag="CH60_633"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK12474.1"
                     /translation="MTYQLNFAALWPYLPELLSGLLTTIELTVMATIGGIALGICGAA
                     IRCGNTVILRRLWGGYVEIVRNTPFVVQLFFIVFGLPALGLKLSAGQAALLAMTINLG
                     AYSTEIIRSGIQASAKGQWEAARVLGLSRSQTFFRVILPPSLQRIYPALVSQCIIVML
                     GSAVVSQVSFEELTFAANLIQSRTFLSFEVYLVTTLLYLLFAIVMRQLLLAAGRRYFG
                     SHAS"
     gene            674846..675499
                     /locus_tag="CH60_634"
     CDS             674846..675499
                     /locus_tag="CH60_634"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK13558.1"
                     /translation="MTFTDWDIIRNLLLAARWTLLLSLTAFFGGTLVTLPLMLMRLSH
                     WRWAARVVRLYTELFQGTPLLMQLFLAFFGLALFGIDVSPWTAAAMALTLFTSAFLVD
                     IWCGSIAALPKGQWEASRCLGLSFHQTLFRVIAPQAMRIAIAPTVGFSVQVIKGTALA
                     SIIGFVELTKAGTMLNNVTYQPFKVFGLVALGYFLMCYPLSRYSHYLEKKFHAIDHH"
     gene            675480..676226
                     /locus_tag="CH60_635"
     CDS             675480..676226
                     /locus_tag="CH60_635"
                     /note="[E] COG1126 ABC-type polar amino acid transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12102.1"
                     /translation="MPLITINQVQKYYGKNHVLKGVDLDIEIGEVISIIGRSGSGKST
                     LLRCMNGLEDYQDGSIKLGGMTVTNRDSQAREISRSVGMVFQNFNLFPHMTALENVML
                     APRRVLKKGAIECRELAAQMLEKVGLADRVDYYPANLSGGQQQRVAIARALAMEPKVL
                     LCDEITSALDPELVGEVLKVLEQLAAEGMTLILVTHEMNFAREVGDRVVFMHQGRVWE
                     QGESRALFADPQTRELKQFISSVRGLSGPA"
     gene            676258..677181
                     /locus_tag="CH60_636"
     CDS             676258..677181
                     /locus_tag="CH60_636"
                     /note="[E] COG0075 Serine-pyruvate
                     aminotransferase/archaeal aspartate aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class-V family protein"
                     /protein_id="AJK13529.1"
                     /translation="MSEINPNPLFRQINPPARLLMGPGPINADPRVLRAMSSQLIGQY
                     DPAMTDYMNQVMALYRGVFRTENRWTMLIDGTSRAGIEAILLSAIRPGDKVLIPVFGR
                     FGYLLCEIARRCRAEVHIIEVPWGEVFSPDRIEDAIKHIRPRLLLTVQGDTSTTMLQP
                     LAELGDICRRHQVLFYTDATASLGGNPLETDAWGLDAVSAGLQKCLGGPSGSSPITLS
                     PQFAEQIRRRKCIEQGIRTSDHADGDEEMIYSNYFDLGMIMDYWGPERLNHHTEATSM
                     LFAARECARVILEEGLDHGIARHALHGVNDG"
     gene            complement(677232..677819)
                     /locus_tag="CH60_637"
     CDS             complement(677232..677819)
                     /locus_tag="CH60_637"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK12024.1"
                     /translation="MAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERNENIVLL
                     GPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAPR
                     LLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSAM
                     LDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(677779..678012)
                     /locus_tag="CH60_638"
     CDS             complement(677779..678012)
                     /locus_tag="CH60_638"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposition helper domain protein"
                     /protein_id="AJK13383.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKTGDVYPNGSLPGGENVRRV"
     gene            complement(678080..678289)
                     /locus_tag="CH60_639"
     CDS             complement(678080..678289)
                     /locus_tag="CH60_639"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK11259.1"
                     /translation="MTRLRPMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRW
                     LEEQQSMLALPPEKKSMTCILMKIW"
     gene            complement(678249..679034)
                     /locus_tag="CH60_640"
     CDS             complement(678249..679034)
                     /locus_tag="CH60_640"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11378.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFLHPTNDSPAPDGDHCRC"
     gene            679512..679697
                     /locus_tag="CH60_641"
     CDS             679512..679697
                     /locus_tag="CH60_641"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13727.1"
                     /translation="MQSVELKPDLCNPQLLVVIMVVLTEIQFRFSLIISQLLAKAIPV
                     RGAKFLFSGIFANLSIN"
     gene            complement(679947..680228)
                     /locus_tag="CH60_642"
     CDS             complement(679947..680228)
                     /locus_tag="CH60_642"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="TOBE domain protein"
                     /protein_id="AJK12298.1"
                     /translation="MGIRPEHLRLCDQAEAHLIGQIQHIEHLGEAAYFYVSVNNFDPM
                     LVRHSEDQKLALGDDVGLMIPAHHAHLFDNKGVAFRRTASAVQKPFSTA"
     gene            complement(680174..681064)
                     /locus_tag="CH60_643"
     CDS             complement(680174..681064)
                     /locus_tag="CH60_643"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK14317.1"
                     /translation="MSGIRLSNVFKRFHDTQVINQVDLEIKNGEFCVFIGPSGCGKST
                     LLRMIAGLETISSGEISIGDKVVNKLAPADRGVAMVFQSYALYPHMTIYDNMAFNLKL
                     AKTEPAEIERRVLNAAKILQLELLLQRLPKALSGGQRQRVAIGRAIVRNPDVFLFDEP
                     LSNLDASLRVATRVEIAKLHHQLGNTMVYVTHDQVEAMTLADKIVLLNSGAAMLNEGS
                     IAQTGHPLELYHHPVNEFVAGFIGSPKMNFLSGELVAGNAQCASIRLGGVREIEVQVS
                     TLKWGSARSICGSATKQRHT"
     gene            complement(681089..681916)
                     /locus_tag="CH60_644"
     CDS             complement(681089..681916)
                     /locus_tag="CH60_644"
                     /note="[G] COG0395 ABC-type sugar transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12308.1"
                     /translation="MSDSLKFICQRTGFYLLLVVILVFFLLPIYWLVTMSFKTYIDAF
                     AMPPKLWFTPILDNYRQVLGNGDFIRAFGNSLLISLVSTFLCLILGALFAYGLVFFIE
                     RKGRAKQFIMSLRYAPVIMLVIPVYYLITKLGMTDNYLVLILVYTVANVPFTILMVTT
                     FFEDIPPEIREAARVDGASEWRVFLSVMLPLARTGLAASGVLTLFFIWNEFQIVLTLS
                     GDSTQTLPVAITSFLTFQGTEWGPLTAAGTLVMLPMLVLGLLVQKHLVRGLTMGGVK"
     gene            complement(681909..682769)
                     /locus_tag="CH60_645"
     CDS             complement(681909..682769)
                     /locus_tag="CH60_645"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12892.1"
                     /translation="MNAKLTQQAFTLPLLVVLLLVSFYTLGYAIYLSVHDIDLMSPPP
                     FDFIGMANFIEVLQEPRMWSSLWNTLVYVAGSTVAELVLGSAIALFISRDFFGRKLVR
                     ALLLLPMIVTPIVAGLIWRIFYDPNAGLFNWLAGLIGIPPIDWLGNPSTAMASLILAD
                     IWQWTPFIILLVSAGLDALPSEPLEAAELDGARGWRLLAFIKLPMMKPIILMALFLRM
                     IDAFKSFDLIYVMTRGGPALATETTNMYAYLTGFQDFRISAAVVIAIINTLLVIAVLS
                     FASKKVMKDE"
     gene            complement(682836..684104)
                     /locus_tag="CH60_646"
     CDS             complement(682836..684104)
                     /locus_tag="CH60_646"
                     /note="[G] COG1653 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK12528.1"
                     /translation="MSIKKIGIAGIIGTLLMAGNASAQETLRVLLEGHSTSDSIKALL
                     PEFEKQTGIKVQAEIVPYSDLTSKALLAFSSHSGRYDVVMDDWVHAVGYASAGYITPV
                     DQWMESDTAFYDGADFVKSYADTLRYKDGYYGLPVYGESTFLMYRKDLFEQYGIAVPK
                     TFDELTAAAKTIKEKTEGKVAGITLRGAQGIQNTFAWASFLWGYGGQWIDDNGKSAIT
                     SPQAVEATKSFVNILKNYGPIGAANFGWQENRLVFQQGKAAMTIDSTVNGGFNEDPKE
                     STVVGKVGYAPVPVQPGDHPGNSGALQVHGLYISSDSKKQDAAWKFISWATDKQTQMK
                     SVELNPNAGVSSLSAINSDAFTKRYGAFKDGMLAALQNGNAKYLPTIPQSTQIINITG
                     IALSEALAGTQTVENALQQANTRNDKALSR"
     gene            complement(684134..685147)
                     /locus_tag="CH60_647"
     CDS             complement(684134..685147)
                     /locus_tag="CH60_647"
                     /note="[R] COG0673 Predicted dehydrogenases and related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase, NAD-binding Rossmann fold family
                     protein"
                     /protein_id="AJK13480.1"
                     /translation="MTDRVIKVGVIGAGFMGAMHARIWQQMYGVEVVGVADPDLSRSE
                     ALKPWIPQLNGYEDFNQMLEQEKPDIVSICTKDDFHLAPALAAAKVGAHIFLEKPIAT
                     TVEDGEAITRAAREANVKLGIGFLLRFDPRYSRAQEILASGSAGEVSHISARRNSPAI
                     EGPARYGGSLPLPLHVTVHDVDMILWLLKHTHPISVYAQTTNKLLGHLGTEDSVFAII
                     RFADGTVVNLESSWALPAGSRTLLDAKMSILATKGLIEIECGESGLYHASENMNRYID
                     TQHWPLSQGELKGDLREELMAFLGDVRTGTTRVATGEEGNEALRITVAIMDSARTGEI
                     VRV"
     gene            complement(685815..686612)
                     /locus_tag="CH60_648"
     CDS             complement(685815..686612)
                     /locus_tag="CH60_648"
                     /note="[K] COG2188 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="UTRA domain protein"
                     /protein_id="AJK11554.1"
                     /translation="MPGGMGGKGVDRKFIETLKTYCDDANRGGGPLYQRLEKGFRDLI
                     TRGELKAGYAIPSERELSERLNLSRVTVRRALSELANAQVIVQRRGARSTVAGRVEKP
                     LSSLTSFSEDMISRGYEPGARWLQKELTHASPSEIIALNLSPGALVWRLKRLRTVDEH
                     PMAVEIAVVPQMFIPEMDELRDSLYSVLQLHGFMPARALQRIRAEPLSRDHSQLLDMP
                     AHSPALHVERHCYLEDGRPIEYTHTWYRGDSYDFLVELQRDITPGLS"
     gene            686629..686790
                     /locus_tag="CH60_649"
     CDS             686629..686790
                     /locus_tag="CH60_649"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10616.1"
                     /translation="MLSIWHSVDDTLSVQLVLSGMVSNWFEPSVVALKIFYFLISMAS
                     IPLYLNFQL"
     gene            complement(686799..686903)
                     /locus_tag="CH60_650"
     CDS             complement(686799..686903)
                     /locus_tag="CH60_650"
                     /note="putative iS1400 transposase A;
                     [L] COG2801 Transposase and inactivated derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase A"
                     /protein_id="AJK12238.1"
                     /translation="MRKIRFNEHEIIAVLKFVEAGRTVKYVCRQSAIF"
     gene            687581..688015
                     /locus_tag="CH60_651"
     CDS             687581..688015
                     /locus_tag="CH60_651"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11643.1"
                     /translation="MSTKSFYFSRRADMRAEGVGAVHASFSLSINVTEDNVKEGKRMY
                     LSASLVCNAAKAYGSGKIVPWCKIKNNIDNKKYVLESNGESFILRHDEVLIGSSSFLI
                     PCKKNILPVLDIEAGYFLHTGYTRIIRPFPGSLTRQITLNKF"
     gene            688027..688596
                     /locus_tag="CH60_652"
     CDS             688027..688596
                     /locus_tag="CH60_652"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK11305.1"
                     /translation="MKKSVKLSVAIFYLFLCIPVFSLPIFNESLPADNPTQEAALLVQ
                     KLITSEDSEKSEIFKQFKNLLDENPENINVRKMYINSLLADRYYAEGLQELEILNKKH
                     FTRTDLLTECMVKERLGKRDDECYRQVIHLSEQQQSIDSDYLTALFFANDKRFEPLKN
                     RLIKEGVFKESDLLIFTLSKETMLREFYP"
     gene            688784..688957
                     /locus_tag="CH60_653"
     CDS             688784..688957
                     /locus_tag="CH60_653"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12583.1"
                     /translation="MKGILYNVLFSTIPFIVIALFSMCYLEFFPNHFGKLTLVTIVIV
                     FFVSCKMMPNKYI"
     gene            complement(689014..689352)
                     /locus_tag="CH60_654"
     CDS             complement(689014..689352)
                     /locus_tag="CH60_654"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK10674.1"
                     /translation="MALDKFAEAWDDKYPKISKIWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESLNSVIRQAIKKRKVFPTDDSVRKVIYLAIRDVSKKWSMPIQNWRLAMSCFII
                     EFGDRLSDHL"
     gene            complement(689352..690212)
                     /locus_tag="CH60_655"
     CDS             complement(689352..690212)
                     /locus_tag="CH60_655"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK10700.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNVFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKTGSNTRNGYSSKTLLCDDGEIELSTPRDSENTFEPKLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVTEWQNRPLDALY
                     PIVYLDCIVVKVRHNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTR"
     gene            complement(690260..691336)
                     /locus_tag="CH60_656"
     CDS             complement(690260..691336)
                     /locus_tag="CH60_656"
                     /codon_start=1
                     /transl_table=11
                     /product="TIR domain protein"
                     /protein_id="AJK12571.1"
                     /translation="MASCIPPKVPGYLQRIREQYKESEPVIYKVLSHAKVFVREDYHT
                     DHNYDAVGHDICLFLPMEILIDIHISKQEAYTNLIKNDLNILTRSVHDEWIGEVALEL
                     NSEIDPEYQQAISINEIVNEVLNPDELSIWKPNLIRVFISHRDKYKREAQELANSLEE
                     YGFSCFVAHETIEPLKEWRNEIVNGLKTMEVMLVLLTDDFNDSIWTCQEVGYALGANK
                     PVVTLKVGKVDPAGFISHLQAVKGSLDNPTHNAELLNMLLAESIGKASRIQQALISTF
                     IASQSFDEAKHRFNRMNKSIKKLTEENLNTVMDGFRRNNQLNQCMYLNNNYNRLKTFI
                     ERTTGKSAITSGKEIFIETVNKIV"
     gene            complement(691402..691692)
                     /locus_tag="CH60_657"
     CDS             complement(691402..691692)
                     /locus_tag="CH60_657"
                     /note="conserved hypothetical protein;
                     [S] COG3514 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11205.1"
                     /translation="MNKRISKVTMTDNPEWGEAEFARARPATEVFTELFGKEGAEKVI
                     KTRGRPKLANPKEPVKLRIDHDVVDAYRAQGDGWQTKMNEALRDYAKTHGML"
     gene            complement(691673..691945)
                     /locus_tag="CH60_658"
     CDS             complement(691673..691945)
                     /locus_tag="CH60_658"
                     /note="conserved hypothetical protein;
                     [S] COG2929 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11758.1"
                     /translation="MDISYDPIKNEKNIAERKLSFEMARDFEVATALIVEDLRKEYPE
                     RRFQALGYIEERLHMLVFTPRNGKVHVISLRKANSREVKRYEQKNQ"
     gene            692081..692335
                     /locus_tag="CH60_659"
     CDS             692081..692335
                     /locus_tag="CH60_659"
                     /note="phage_P2_V: phage baseplate assembly V family
                     protein;
                     [R] COG4540 Phage P2 baseplate assembly protein gpV"
                     /codon_start=1
                     /transl_table=11
                     /product="phage baseplate assembly V family protein"
                     /protein_id="AJK14276.1"
                     /translation="MNILIAGLKRLLANIIRIGIVSDVDLANGLCRVKMGNLKTDWLN
                     WLTLRAGRVRFWSAPSLGEQVMVISIGGVQRGGDWTEGVK"
     gene            692332..692631
                     /locus_tag="CH60_660"
     CDS             692332..692631
                     /locus_tag="CH60_660"
                     /note="gene 25-like; [R] COG3628 Phage baseplate assembly
                     protein W"
                     /codon_start=1
                     /transl_table=11
                     /product="lysozyme family protein"
                     /protein_id="AJK10586.1"
                     /translation="MTSDKYSGMNRNSGLNIDDIDHIRQSISDILATPQGTRVMRRDY
                     GSLLSTLIDQPQNPALRIKMMAAVYGAVMRWEPRVTLAVEISPGRCRGWKFLGIY"
     gene            693370..693585
                     /locus_tag="CH60_661"
     CDS             693370..693585
                     /locus_tag="CH60_661"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13948.1"
                     /translation="MALQGKFVVNNAHYSPLSIFGVGTFMAFSGNKAYRNRGGCTMVP
                     DNGHYPRGATGLLSALKAGLKPALIPQ"
     gene            693582..693887
                     /locus_tag="CH60_662"
     CDS             693582..693887
                     /locus_tag="CH60_662"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11656.1"
                     /translation="MKDFPTKFTHAPTDHNEWFGLYRDDGKIDDYTWINNVERGNFRL
                     HPIGPMRVSMGCITLQHAADFQVLRKALLHTQTIAVNGTKLMAYGCIEVVTNGNTCP"
     gene            693868..694146
                     /locus_tag="CH60_663"
     CDS             693868..694146
                     /locus_tag="CH60_663"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13237.1"
                     /translation="MATLVRRLLKVLFFIGLFILAVKYIHSYPYPMPESQLQYWFSIS
                     EFLGFSNPEDIYFPAMLVLDIIVASLAYVLIIKGFHKFRTRKKTSHAG"
     gene            694311..694451
                     /locus_tag="CH60_664"
     CDS             694311..694451
                     /locus_tag="CH60_664"
                     /note="[R] COG3497 Phage tail sheath protein FI"
                     /codon_start=1
                     /transl_table=11
                     /product="putative gpF1"
                     /protein_id="AJK14002.1"
                     /translation="MSDYHHGARVIEINDGTRVISTVSTAIIGMVCTSDDADPTLPSV
                     SA"
     gene            694562..694981
                     /locus_tag="CH60_665"
     CDS             694562..694981
                     /locus_tag="CH60_665"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK10813.1"
                     /translation="MTVTAVAQMEGISEATLYNWRNQAKSEGEPVPGAEKNSEQWPAE
                     ARLAVIVETATLSETEIAEYCRKKGLYPAQIAQWKQAFLQVPSGDDKVALKQSQKENK
                     QLKKELLRKEKALAETAAILVLRKKLRDYYGETDEDD"
     gene            695053..696012
                     /locus_tag="CH60_666"
     CDS             695053..696012
                     /locus_tag="CH60_666"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK13111.1"
                     /translation="MACREVELSVRTWQRWQTSPEDQRTTAIRPEPTNRLRVEEEQQI
                     RAVCHQPEYANLPPSQIVPRLADKGVYLASESTFYRVLRRHGEVHHRGRCLKPGRVKP
                     PTTFTASGPCQVWTWDITWLPSWVRGRWYYLYLVEDVFSRKITGEEVHETESGELAAA
                     LMQRTVLRERCYRQPLVLHADNGAAMKSQTLQVKLAELNISPSHSRPRVSNDNAYVES
                     LFRTLKYVPQWPSSGFNHLEEARVWVDKFTRWYNEEHRHSGIGYVTPLQRHTGEDKAL
                     LAQRDKVYQAARAANPKRWSRQTRNWEWQESVTLNPERGKQAA"
     gene            696232..696576
                     /locus_tag="CH60_667"
     CDS             696232..696576
                     /locus_tag="CH60_667"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK12014.1"
                     /translation="MSFNTYLKLTGSEQGLISAGCSSFDSIGNRHQNDHDDEIQILSL
                     NHAITREQHCTHHPVEFIKPIDKLSPLMAIAISNNEILTPSFSIYRLNQFGALEIFYE
                     IKLTKATIIDIS"
     gene            complement(696784..696966)
                     /locus_tag="CH60_668"
     CDS             complement(696784..696966)
                     /locus_tag="CH60_668"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12455.1"
                     /translation="MKLLHRVFIDLLFVALAMLFFALFIYMSGKVPEFFMMYVFYGGF
                     CLSFYFSYRLRKIFMT"
     gene            complement(696980..697081)
                     /locus_tag="CH60_669"
     CDS             complement(696980..697081)
                     /locus_tag="CH60_669"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11603.1"
                     /translation="MLYFLIEKKVGVLMDSIKIKSTDEIIQALKFIL"
     gene            complement(697159..697332)
                     /locus_tag="CH60_670"
     CDS             complement(697159..697332)
                     /locus_tag="CH60_670"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11574.1"
                     /translation="MIYSKQSADAVLEKYFDAFIKNASTVIFDTVENLDLGAGRAFMT
                     VSPEIIPELTMYP"
     gene            complement(697577..697699)
                     /locus_tag="CH60_671"
     CDS             complement(697577..697699)
                     /locus_tag="CH60_671"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12463.1"
                     /translation="MKIESGQAIAGYSIQDVGALIRFGFSYEHHQSLPSQMSNK"
     gene            complement(698092..698319)
                     /locus_tag="CH60_672"
     CDS             complement(698092..698319)
                     /locus_tag="CH60_672"
                     /note="dnaB-like helicase C terminal domain protein;
                     [L] COG0305 Replicative DNA helicase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11781.1"
                     /translation="MLYREAIYNPDSPAARFAEAIVTKNRFGEYGTVYQEFQNGHFLA
                     VDQLVAREASRMSKEAMKLPVREKRYSTANF"
     gene            698430..698945
                     /locus_tag="CH60_673"
     CDS             698430..698945
                     /locus_tag="CH60_673"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AJK10655.1"
                     /translation="MDKRGITSRTQANREKTFLSRVYRWGYERGIVKGNPCRGAKQFT
                     EKARDRYITDEEYDAVYQVAPDVVRVAMEIAYLCLARQADVLALRRDQLREPGIYIKQ
                     GKTAARQIKAWSERLRDAITLAESLPLKSGISSVYIIHQRTGLRYTRDGFNSKWHKAR
                     EVAKNISKVRF"
     gene            complement(699243..699328)
                     /locus_tag="CH60_674"
     tRNA            complement(699243..699328)
                     /locus_tag="CH60_674"
                     /product="tRNA-Leu"
     gene            complement(699339..699412)
                     /locus_tag="CH60_675"
     tRNA            complement(699339..699412)
                     /locus_tag="CH60_675"
                     /product="tRNA-Cys"
     gene            complement(699465..699540)
                     /locus_tag="CH60_676"
     tRNA            complement(699465..699540)
                     /locus_tag="CH60_676"
                     /product="tRNA-Gly"
     gene            complement(699685..700233)
                     /gene="pgsA"
                     /locus_tag="CH60_677"
     CDS             complement(699685..700233)
                     /gene="pgsA"
                     /locus_tag="CH60_677"
                     /EC_number="2.7.8.5"
                     /note="pgsA: CDP-diacylglycerol--glycerol-3-phosphate
                     3-phosphatidyltransferase;
                     [I] COG0558 Phosphatidylglycerophosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol--glycerol-3-phosphate
                     3-phosphatidyltransferase"
                     /protein_id="AJK12115.1"
                     /translation="MQLNIPTWLTLFRVVLIPFFVLAFYLPFVWAPMVCAIIFVFAAA
                     TDWFDGFLARRWKQTTRFGAFLDPVADKVMVAVALVLVAEHYHSWWITLPAATMIARE
                     IIISSLREWMAEIGKRSSVAVSWVGKVKTMAQMGSLVGLLWRPDHNVELASFVLLYIA
                     AVLTFWSMFQYLNAAWSDLLEP"
     gene            complement(700292..702124)
                     /gene="uvrC"
                     /locus_tag="CH60_678"
     CDS             complement(700292..702124)
                     /gene="uvrC"
                     /locus_tag="CH60_678"
                     /note="uvrC: excinuclease ABC subunit C;
                     [L] COG0322 Nuclease subunit of the excinuclease complex"
                     /codon_start=1
                     /transl_table=11
                     /product="excinuclease ABC subunit C"
                     /protein_id="AJK10684.1"
                     /translation="MTDLFDYKEFLKTVTSQPGVYRMYDTAGTVIYVGKAKDLKKRLT
                     SYFRAQVANRKTETLVKNIAQIDVTVTHTETEALLLEHNYIKLYQPRYNVLLRDDKSY
                     PLIFLSADEHPRLAVHRGAKHEKGEYFGPFPNSYAVRETLALLQKLFPVRQCENSVYR
                     NRSRPCLQYQIGRCSGPCVEGLVSEEEYQRQVDYVRLFLSGKDQQVLTQLITRMEEAS
                     QQLHFEDAARIRDQIQAVRRVTEQQFVSGDSEDLDVIGVAFDAGLACVHVLFIRLGKV
                     LGSRSYFPKVPAGTELSEVVQTFVGQFYLQGSQGRTLPGEILLDFTLTEKDLLASSLS
                     ELAGRKIQIQSRPRGDRARYLKLARTNASTALITRLSQQSTIHQRMKELAKVLKLDEI
                     NRMECFDISHTMGEQTVASCVVFDANGPVRSEYRRYNISGITPGDDYAAMAQVLKRRY
                     GKALDDQKIPDVIFIDGGKGQLSQAFDVFASLNVPWDKQKPLLVGVAKGSDRKAGLET
                     LFLASEGEGFSLPPDSPALHLIQHIRDDSHNHAITGHRQRRSKVKNTSALEMIEGVGP
                     KRRQVLLKYMGGLQPLFNASVEEIAKVPGISQALAEKIHNALKH"
     gene            complement(702117..702773)
                     /locus_tag="CH60_679"
     CDS             complement(702117..702773)
                     /locus_tag="CH60_679"
                     /note="[TK] COG2197 Response regulator containing a
                     CheY-like receiver domain and an HTH DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK14263.1"
                     /translation="MISVLLVDDHELVRAGIRRILDDIKGIKVAGEMQCGEDAVKWCR
                     SHVVDIVLMDMNMPGIGGLEATRKILRFSPDTKVIMLTIHTENPLPAKVMQAGAGGYL
                     SKGAAPQDVITAIRMVHAGQRYIASDIAQQMALSQLEPPAETPFSCLSERELQIMIMI
                     TKGQKVNEISEQLHLSPKTVNSYRYRMFSKLNISGDVELTHLAIRHGLFNAETLSNSD
                     "
     gene            703436..703660
                     /locus_tag="CH60_680"
     CDS             703436..703660
                     /locus_tag="CH60_680"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11510.1"
                     /translation="MSNPDFTTSADPQILANEVACLKATLTLLLKAIGQADAGKVILN
                     IERSIAGIEDAAQAEVFTNTLAQIKNGYRQ"
     gene            703788..704129
                     /locus_tag="CH60_681"
     CDS             703788..704129
                     /locus_tag="CH60_681"
                     /note="[R] COG3136 Uncharacterized membrane protein
                     required for alginate biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="glpM family protein"
                     /protein_id="AJK13093.1"
                     /translation="MGLLLKVLIGTGMVLMIALLSKTRHYYIAGLIPLFPTFALITHY
                     IVGTERSIDALRITIKFGLWAIIPYFIYLISLYFFIEHMRLSLALISAVLCWVIAAWI
                     LISIWSQWHSQ"
     gene            complement(704157..704411)
                     /locus_tag="CH60_682"
     CDS             complement(704157..704411)
                     /locus_tag="CH60_682"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13334.1"
                     /translation="MVFVVLWFAIAGLSEYLVWGYPLLAVALALFFVILGGYWVYKIR
                     KIQVTEAISAEKKSRSINNLNLTFAVAMLAVHALILLLLR"
     gene            complement(704751..705302)
                     /gene="ail"
                     /locus_tag="CH60_683"
     CDS             complement(704751..705302)
                     /gene="ail"
                     /locus_tag="CH60_683"
                     /note="[M] COG3637 Opacity protein and related surface
                     antigens"
                     /codon_start=1
                     /transl_table=11
                     /product="attachment invasion locus protein"
                     /protein_id="AJK12990.1"
                     /translation="MKNKTTLAAFITAILLSSSAAYAAGDRTISLGYAQGDVRLGDGN
                     RKDIRLDDDLKGINVKYLHKLSEMFGAIGSFTYTDLNYDYLNNNVKIGDASFDYYSLM
                     VGPSVHFNEFFSMYALLGIGHGNAKASVLGYGKKEEQDSLAYGVGMQFNPLNNIAIDA
                     SYEYTKLKDANIGTWVLGIGYRF"
     gene            complement(705989..706064)
                     /locus_tag="CH60_684"
     tRNA            complement(705989..706064)
                     /locus_tag="CH60_684"
                     /product="tRNA-Lys"
     gene            706426..707841
                     /gene="cycA"
                     /locus_tag="CH60_685"
     CDS             706426..707841
                     /gene="cycA"
                     /locus_tag="CH60_685"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="D-serine/D-alanine/glycine transporter"
                     /protein_id="AJK11326.1"
                     /translation="MVDQSKIVAEPLQEPEEHLQRSLSNRHIQLIAIGGAIGTGLFMG
                     SGKTISLAGPSIIFVYMIIGFMLFFVMRAMGELLLSNLNYKSFSDFSADLLGPWAGFF
                     TGWTYWFCWVITGIADVVAITAYAQFWFPDFSQWVASLLVVLLLLSLNLATVKMFGEM
                     EFWFAMIKIVAIVALIFAGLTMVLVSYQSPSGTTASFTHLWSDGGMFPKGISGFFAGF
                     QIAVFAFVGIELVGTTAAETKDPEVVLPRAINSIPIRIIMFYVFSLIMIMSVTPWSSV
                     VADKSPFVELFVLVGLPAAASVINFVVLTSAASSANSGVFSTSRMLFGLAKEGNAPKQ
                     FGKLSRRSVPATGLTFSCICLLGGVVLIYLIPNVMTVFTLVTTVSAILFMFVWTIILC
                     SYLVYRKRRPALHKKSIYKMPAGIFMSWVCMAFFAFVLVLLTLESDTRQALIVTPLWF
                     VILTASYIFLKKRRARLYNSK"
     gene            complement(707967..709145)
                     /gene="nanM"
                     /locus_tag="CH60_686"
     CDS             complement(707967..709145)
                     /gene="nanM"
                     /locus_tag="CH60_686"
                     /EC_number="5.1.3.24"
                     /note="[S] COG3055 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylneuraminate epimerase"
                     /protein_id="AJK11040.1"
                     /translation="MTQLYPQYKKQLTTKIVLFSALSLLMMASLPNTYAEQYPDVPVP
                     FKNGTGGKVENSLYVGLGSAGVSWFRLDTDKTGAGWQKVANFPGQPREQAVTVVLAGK
                     LYVFGGVGKTNANDTQVRALDDAYRFDPQTNQWQQLATRAPRGLVGTVATTLDGSQAV
                     LLGGVNKAIFDGYFTDLASAGSDEVRKSAVINAYFNQAPADYFYNRDVLIYDPQKNQW
                     KSGGLLPFLGTAGSAISRMDNRLILINGEIKPGLRTAAVWQGLMQGNVLEWQPQPDLI
                     GAETGSAQEGLAGAFSGISHKTVLVAGGANFPGAWKQFNRGHLYAHQGLEKQWHQQVY
                     ALVDNQWRIAGKLPQPLGYGVSIQGPDKVILIGGETTGGTATSAVTQLSWQGGKLHIE
                     "
     gene            709539..710138
                     /gene="wrbA"
                     /locus_tag="CH60_687"
     CDS             709539..710138
                     /gene="wrbA"
                     /locus_tag="CH60_687"
                     /EC_number="1.6.5.2"
                     /note="NAD(P)H:quinone oxidoreductase, type IV;
                     flav_wrbA: NAD(P)H:quinone oxidoreductase, type IV;
                     [R] COG0655 Multimeric flavodoxin WrbA"
                     /codon_start=1
                     /transl_table=11
                     /product="quinone oxidoreductase, type IV"
                     /protein_id="AJK13525.1"
                     /translation="MAKILVLYYSMYGHIETLAGAIAEGARKVSGVDVTIKRVPETMP
                     AEAFAKAGGKTNQQAPVATPHELADYDGIIFGTPTRFGNMSGQMRTFLDQTGGLWASG
                     ALYGKVASVFASTGTGGGQEHTITSTWTTLAHHGFIIVPIGYGAKELFDVSQTRGGTP
                     YGATTIAGGDGSRQPSAEELAIARFQGEHVAKITAKLKG"
     gene            complement(710224..711528)
                     /locus_tag="CH60_688"
     CDS             complement(710224..711528)
                     /locus_tag="CH60_688"
                     /note="dyp_perox_fam: Dyp-type peroxidase family protein;
                     [P] COG2837 Predicted iron-dependent peroxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="Dyp-type peroxidase family protein"
                     /protein_id="AJK12954.1"
                     /translation="MRDKTGPKFGPYQPDDEAVSPSRRRLILGMGMVSGALVLGGAKT
                     AQAADCRSPDVAGTQDERWQKQPFYGQHQAGVLTPQQAAMMLVAFDVLATDKTSLIRL
                     FKLLTERLAFLTTGGRAPSVNAKLPPLDSGIMGPEIYPDNLTVTVSVGNALFDERFGL
                     QGQKPLRLQRMTRFPNDSLDAGLCHGDVMLQICANTNETVIHALRDIIKHTPDLLSVR
                     WKREGFISAHAARSKGQDTPINLLGFKDGTANPKISNKPLINNVVWVSNNAGEPAWAV
                     GGSYQVVRIIRFKVEFWDRTPLQEQQTIFGRDKNSGAPLGMQHEHDEPNYAKDPEGKV
                     IPMDAHIRLANPRTIETQRNLMLRRGYSYSLGVSNSGQLDMGLLFVCYQSDLAQAFLT
                     VQERLNGEALEEYVKPIGGGYFFTLPGVADANHYLAQSLLEA"
     gene            complement(711539..712669)
                     /locus_tag="CH60_689"
     CDS             complement(711539..712669)
                     /locus_tag="CH60_689"
                     /note="[P] COG2822 Predicted periplasmic lipoprotein
                     involved in iron transport"
                     /codon_start=1
                     /transl_table=11
                     /product="imelysin family protein"
                     /protein_id="AJK11457.1"
                     /translation="MSIWFFRRTALHAALLSLPVFAISAQAADIQQVKITVNDKQCEP
                     MALTVPAGKTQFIVHNVSQKGLEWEILKGVMVVEERENIAPGFTQKMTANLEPGEYDM
                     TCGLLSNPKGKLTVTVAAGEQAPVKPDAMALVGPIAEYKVYVTQEVAQLVSQTKAFTD
                     AVKAGDLALARKLYAPTRQHYERIEPIAELFSDLDGSIDAREDDFEQKSADPKFTGFH
                     RLEKILFGDNTTKGADKFADLLYQDTLELQKRIAGLTFAPNKVVGGAAGLIEEVAASK
                     ISGEEDRYSRTDLWDFQANVDGAQKIVNLLRPLLEKADKPLLQKIDANFNTVDSVLAK
                     YRTKEGYESYEKLTDADRNAMKGPITALAEDLAQLRGVLGLD"
     gene            complement(712699..713547)
                     /locus_tag="CH60_690"
     CDS             complement(712699..713547)
                     /locus_tag="CH60_690"
                     /note="[P] COG0672 High-affinity Fe2+/Pb2+ permease"
                     /codon_start=1
                     /transl_table=11
                     /product="iron permease FTR1 family protein"
                     /protein_id="AJK12171.1"
                     /translation="MFVPFLIMFREGLEAALIVSLIASYLKRTQRGQWMGAVWVGVVV
                     AAVLCLAIGIFINETTGEFPQKQQELFEGIIAVVAVCILTYMVFWMRKVSKSVKVHLE
                     GAIDNALNSGRGQGWALVAMVFFAVAREGLESVFFLLAAFQQDVGIGAPIGAILGLVC
                     AILVGMAIYWGGVKLHLAKFFKWTSLFILFVAAGLAAGAIRAFHEAGLWNHFQDIAFD
                     LTDVLSTHSLLGTFLEGMFGYQEAPTVSEVSVYFIYLIPALILFFLPPRSTAGSAIAA
                     ARKINP"
     gene            complement(713880..715364)
                     /gene="putP"
                     /locus_tag="CH60_691"
     CDS             complement(713880..715364)
                     /gene="putP"
                     /locus_tag="CH60_691"
                     /note="na_Pro_sym: sodium/proline symporter;
                     [ER] COG0591 Na+/proline symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/proline symporter"
                     /protein_id="AJK11319.1"
                     /translation="MTMNTPMLVTFLVYILGMILIGLIAYRATNNFDDYILGGRRLGS
                     VVTALSAGASDMSGWLLMGLPGAVFLSGISESWIAIGLTIGAYLNWKWVAGRLRVHTE
                     ANNNALTLPDYFTSRFEDKSKLLRVISAVVILVFFTIYCASGIVAGARLFESTFGMDY
                     GTALWAGAAATIIYTFIGGFLAVSWTDTVQATLMIFALILTPIIVILAVGGIDTSMMV
                     IAAKNPANIDMFKGLNLVAILSLLGWGLGYFGQPHILARFMAADSHRTIRSARRISMT
                     WMILCLAGTIAVGFFGIAYFENNPEQAGNVSQNGERVFIELAKLLFNPWIAGILLSAI
                     LAAVMSTLSCQLLVCSSALTEDLYKAFLRKKASQKELVWVGRAMVLLVALIAIALAAD
                     PDNRVLGLVSYAWAGFGAAFGPVVLISVLWPRMTRNGALVGMLVGAITVLVWKQYGWL
                     DLYEIIPGFLFASLAIFVVSLMGREPSNAITERFHKAEAEFKTV"
     gene            complement(715394..715564)
                     /locus_tag="CH60_692"
     CDS             complement(715394..715564)
                     /locus_tag="CH60_692"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK14303.1"
                     /translation="MVLVVHPLLAGISSFTNGYLWCNPMSCSDNGQRKSVEKQALNVL
                     KMTKCIKDGEIY"
     gene            715936..719907
                     /locus_tag="CH60_693"
     CDS             715936..719907
                     /locus_tag="CH60_693"
                     /EC_number="1.2.1.88"
                     /note="D1pyr5carbox3: delta-1-pyrroline-5-carboxylate
                     dehydrogenase;
                     [E] COG0506 Proline dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="delta-1-pyrroline-5-carboxylate dehydrogenase"
                     /protein_id="AJK13961.1"
                     /translation="MASTTMGVKLDEATRDRIKSAAQRIDRTPHWLIKQAIFNYLEKL
                     ESNSELPELATTSSLSLQDTEDAIPQLTENTHQPFLDFAEHVLPQSVTRAAITAAYRR
                     PETEAIPMLLEQARLPADLAQATHKLAYSIAEKLRNQKSAHGRAGMVQGLLQEFSLSS
                     QEGVALMCLAEALLRIPDKPTRDALIRDKISNGNWHSHLGRSPSMFVNAATWGLLFTG
                     RLVSTHNEAKLSGSLNRIIGKGGEPLIRKGVDMAMRLMGEQFVTGETISEALANARKL
                     EDKGFRYSYDMLGEAALTEADAQAYLLSYQQAIHAIGKASNGRGIYEGPGISIKLSAL
                     HPRYSRAQYERVMDELYPRLLSLTLQARQYDIGINIDAEEADRLEISLDLLERLCFEP
                     QLAGWNGIGFVIQAYQKRCPSTIDAVIDMAQRSRRRLMIRLVKGAYWDSEIKRAQIDG
                     LEGYPVYTRKVYTDVSYLACARKLLAVPNLIYPQFATHNAHTLSAIYHLAGQNYYPGQ
                     YEFQCLHGMGEPLYEQVVGKVAEGKLNRPCRIYAPVGTHETLLAYLVRRLLENGANTS
                     FVNRIADATLPLDELVADPVSAVEAMAAAEGQLGLPHPRIPLPRELFGKDRANSSGVD
                     LANEHRLASLSSALLASASQVWRAEPVIDAEQDNGDALPVINPAEPADVVGYVREATE
                     GEVSRALDAAARAGAIWFATPPAERAAILIRAAELMENQMQTLMGILVREAGKTFSNA
                     IAEVREAVDFLHYYAGIVRDNFANDSHRPLGPVVCISPWNFPLAIFTGQVAAALAAGN
                     SVLAKPAEQTPLIAAQAVRILLDAGIPQGVLQLLPGRGDSVGALLVNDARVRAVMFTG
                     STEVATILQRSIAGRLDPQGRPTPLIAETGGLNAMIVDSSALTEQVVTDVVASAFDSA
                     GQRCSALRILCIQDDVAEHTLQMLRGAMAECRMGNPERLSTDIGPVIDAEAKTGIERH
                     IQAMRAKGRKVYQAARTNSLDEKEWQRGTFIKPTLIELDSFDELQKEVFGPVLHVVRF
                     QRQHLNELVDQINASGYGLTLGIHTRIDETIARVTEKAKVGNLYVNRNMVGAVVGVQP
                     FGGEGLSGTGPKVGGPLYLYRLLSSRPDDALANTLAHQDGEQQQNVAGREALLTAHRA
                     FTQWATEQQHDSLATLCQRYASLAQGGTVRLLPGPTGERNTYALLPRERVLCLADTES
                     DTLTQLAAVLATGSQVLWPENDVQKALLPQLPTEVQSRITLTHDWQTANITFDAVIYH
                     GDADQLRTLCEQVAQIDGPIVSVQGFARGETNILLERLLIEHSLSVNTAAAGGNASLM
                     TIG"
     gene            720413..720706
                     /locus_tag="CH60_694"
     CDS             720413..720706
                     /locus_tag="CH60_694"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13523.1"
                     /translation="MADKKIIDEVHKIANRRGNGQLRREIWANSCGIITRYNLAYINH
                     HLSKGDNGRVIGYDNAHGLHHRHYLGGVEAIDFVSFEHIESCFQKDWTALRRS"
     gene            720706..721077
                     /locus_tag="CH60_695"
     CDS             720706..721077
                     /locus_tag="CH60_695"
                     /note="[K] COG0640 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH domain protein"
                     /protein_id="AJK10538.1"
                     /translation="MSKLVIKTATEDDFFTRGQQLATLADAGKSLPEEHTITFEDPLE
                     MVRVLSAARIVLLRTVKMYPGSITSLSTRLKRDRSTVTRDVAILKKAGLVTVEQKILP
                     GHGRMKEVRTIAHRLKLEAFL"
     gene            complement(721369..722130)
                     /locus_tag="CH60_696"
     CDS             complement(721369..722130)
                     /locus_tag="CH60_696"
                     /note="[E] COG1126 ABC-type polar amino acid transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11634.1"
                     /translation="MSTIDIKKLTKQFKGQQVLHGIDLEVNSGEVVAIIGPSGSGKTT
                     LLRCINLLEIPDSGIIRVGNIEINGSIHISKQQRQVRALRQQVGFVFQGFNLFPHRTV
                     LENIIEGPVIVKGEVRGSAEKRGRELLAKVGLSGKEDTYPRRLSGGQQQRVAIARALA
                     MQPQVILFDEPTSALDPELVGEVLSTIRALAEEKRTMVIVTHEMSFARDVADRAIFMD
                     HGQIVEQGPAKALFSHPQHDRTKQFLDKFLNNPDC"
     gene            complement(722133..722795)
                     /locus_tag="CH60_697"
     CDS             complement(722133..722795)
                     /locus_tag="CH60_697"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK13659.1"
                     /translation="MPESMQLVLDSAPFLLKGAWLTLQLSLGGMFFGLLLGFMLAMMR
                     LSHFWPFSLISRFYVSIFRGTPLIAQLFMIYYGLPQFGIELEPMPAALIGLSLNTAAY
                     TSETLRAAISSIEKGQWEAAASIGMTRWQALYRVILPQAGRTALPPLGNSFIGLVKDT
                     SLAATIQVPELFRQAQLITSRTMEVFTMYLAASLIYWIMATLLSALQNRLEAHVNRQD
                     QE"
     gene            complement(722795..723595)
                     /locus_tag="CH60_698"
     CDS             complement(722795..723595)
                     /locus_tag="CH60_698"
                     /note="[ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK12047.1"
                     /translation="MSFSIVRRRIVLGMVAVALATGLNVKSYAAGDLLEQVKQRGTLI
                     VGLEGTYPPFSFQGEDGKLTGFEVDFANALAEHMGVKAKITPTKWDGMLASLESKRID
                     VAINQVTISDERKKKYDFSTPYTVSGIQVLTKKGNEGQFTKPEDLQGKKVGVGLGSNY
                     EQWLRENLKDVDIRTYDDDPTKYQDLRVGRTDAILVDRLAALDLVKKTNDALAVAGPA
                     FARQESGVAMRKNNPELLAAVNNAIAEMQKDGTLAKISEKYFGADVTQ"
     gene            complement(723719..724711)
                     /gene="dcyD"
                     /locus_tag="CH60_699"
     CDS             complement(723719..724711)
                     /gene="dcyD"
                     /locus_tag="CH60_699"
                     /EC_number="4.4.1.15"
                     /note="[E] COG2515 1-aminocyclopropane-1-carboxylate
                     deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-cysteine desulfhydrase"
                     /protein_id="AJK12861.1"
                     /translation="MTLQQKLTQFPRLDLVGNATPLEKLSRLSDYLGREIYIKRDDVT
                     PVALGGNKLRKLEFLAADALRQGADTLVTAGAIQSNHVRQTAAVAAKLGLHCVALLEN
                     PIGTEQANYLTNGNRLLLDLFNVDVVMCEALNDPNQQLAELATRVEAQGFRPYVVPIG
                     GSNALGALGYVQCSLEIAAQAAGNVAFSSVVVASGSAGTHAGLAVGLQQLLPDAELIG
                     VTVSRSADEQRPKVAQIQQALATSLGMTDPLAKITLWDSYFAPQYGMPNEEGIAAIKL
                     LARLEGILLDPVYTGKAMAGLLDGIEQQKFCDKGPILFIHTGGAPALFAYHPQV"
     gene            complement(725000..725509)
                     /gene="fliZ"
                     /locus_tag="CH60_700"
     CDS             complement(725000..725509)
                     /gene="fliZ"
                     /locus_tag="CH60_700"
                     /note="fliZ: flagellar regulatory protein FliZ"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar regulatory protein FliZ"
                     /protein_id="AJK13069.1"
                     /translation="MSGLQLKKRPLSRYLKDYKHSQTHCSHCQKQLDRMVLVFRGQII
                     NKETIAGMDQPIDDPLWLKLQEELTALCRFCSEIYCNNSLGYFDIMPFKQYLFEQTEM
                     SHSTVREYVVRLRRLDEMLVATNYPAEKFATEALYQRIIDDIPNAAHNNYRIALRKYD
                     QYLAWQKNY"
     gene            complement(725731..726453)
                     /gene="fliA"
                     /locus_tag="CH60_701"
     CDS             complement(725731..726453)
                     /gene="fliA"
                     /locus_tag="CH60_701"
                     /note="[K] COG1191 DNA-directed RNA polymerase specialized
                     sigma subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor for flagellar
                     operon"
                     /protein_id="AJK11984.1"
                     /translation="MSDLYTAEGVMDKNSLWKRYVPLVRHEALRLQVRLPASVELDDL
                     LQAGGIDLLNAVERYDALQGTAFTTYAVQRIRGAMLDELRSRDWAPRSVRRNAREVAS
                     AMQQVEQRVGRPATEQEVAQVLDIGLVEYRQILLDTNNSQLFSYDEWREEHGESVEPL
                     LEGHEDANPLKHLLEGNLRQRVIDAIEALPEREKMVLTLYYQEELNLKEIGAVLEVGE
                     SRVSQLHSQAIKRLRARLNNDA"
     gene            complement(726800..727909)
                     /locus_tag="CH60_702"
     CDS             complement(726800..727909)
                     /locus_tag="CH60_702"
                     /note="bacterial flagellin C-terminal helical region
                     family protein;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12116.1"
                     /translation="MAVINTNSLSLLTQNNLNKSQSSLGTAIERLSSGLRINSAKDDA
                     AGQAIANRFTSNIKGLTQAARNANDGISIAQTTEGSLNEINNNLQRVRELTVQAQNGS
                     NSSSDLDSIQDEISLRLAEIDRVSDQTQFNGKKVLAENTTMSIQVGANDGETIDINLQ
                     KIDSKSLGLGSYSVSGVSGALTSLTDTSVTGVTTTTALDFSDISTFAKGATVHGIGDV
                     GTDGAYADGYVIRTTDGKQYKGEVDATNGKVTFADDANGDPIDDATKLEAAAQFSPAG
                     KATASPLETLDDAIKQVDGLRSSLGAVQNRFESAVTNLNNTVTNLTSARSRIEDVDYA
                     TEVSNMSRAQILQQAGTSVLSQANQVPQTVLSLLN"
     gene            728206..729606
                     /gene="fliD"
                     /locus_tag="CH60_703"
     CDS             728206..729606
                     /gene="fliD"
                     /locus_tag="CH60_703"
                     /note="[N] COG1345 Flagellar capping protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein 2"
                     /protein_id="AJK12929.1"
                     /translation="MASISALGTGSGLDLNTLLSQLSAAEQTRLTPLTTQQTSYKSKL
                     TAYGVLQSALAKLETASTALKKADTLNSTAVSGSNSAFSATTDSAASAGTYSIEVTNL
                     AKAQSLLSADVPSATDKLGSSDATRTITITQPGQKEPMKISLTSEQTSLTGIRDAINK
                     QEGSVNASIMKADDNTYYLALTSKDTGTQSEMTISVAGDETLNNFLNYTPSSTGGSGA
                     LTQKVKAEDATLSVNGVSITRQSNTITDAPQGVTINLKAVTKEGAPEQLTIVRDNTAT
                     KAAIQSFVDAYNSLQTTFGSLTKYTVVETGQDQSTSNGALVGDGTLRSIQTQLKSQLA
                     SSQSGDLKTLASIGITQDLDGKLVINADKLNTALTDKPNSVTAFFVGDGETTGFATQT
                     EKLLNTALDTTLGTLKTATDGINTSLKNLDKQIAATTASIETAIERYKTQFTQLDKLM
                     TSMNSTASFLTQQFDS"
     gene            729617..730015
                     /gene="fliS"
                     /locus_tag="CH60_704"
     CDS             729617..730015
                     /gene="fliS"
                     /locus_tag="CH60_704"
                     /note="fliS: flagellar protein FliS;
                     [NUO] COG1516 Flagellin-specific chaperone FliS"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FliS"
                     /protein_id="AJK13903.1"
                     /translation="MYKRSGSQAYAQVGLESGVMSASPHQLIVMLFDGAQSALIRARI
                     LMSQGNIPAKGAAISKAIDIINNGLSAGLNLDKGGEMAENLSALYDYMSRRLLYANLH
                     NDEQAINEVSALLENIADAWRQIGPNYQPN"
     gene            730026..730388
                     /gene="fliT"
                     /locus_tag="CH60_705"
     CDS             730026..730388
                     /gene="fliT"
                     /locus_tag="CH60_705"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FliT"
                     /protein_id="AJK10566.1"
                     /translation="MERHQHLLSEYQQILTLSEQMLMLATVENWNALVDLEMTYLKAV
                     ENTANITISSCTSPVLQELLRQKLRSILENEIEIKRLLQRRLDKLSELVGQSTRQQAV
                     NRTYGQFPDQALLLGETQ"
     gene            730689..731564
                     /locus_tag="CH60_706"
     CDS             730689..731564
                     /locus_tag="CH60_706"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK10894.1"
                     /translation="MKHKISFCPGVGSAAHIIQHSELLLTSVYIEHPLLIMVNRGYKI
                     IRWENQECVILPGEIAVINSGQTIDIINGLSNDDLFFSQQLHCDPSLIAAFAHHPTSA
                     DLGVIPGVMAIRNLAPEFINTFGNIFNSISENSDIPTVIIKHRMLELLLWLAQRDVKF
                     ILNDGNGLSEKVRRCLASDPHKIWSASEVAEHMTMSEVVLRRKLAAENILLRDLMIDV
                     RMTSALRLLQGTDWPISLIANQIGYESSSRFAERFRKRFGFAPTAIRGHHRLQPVESE
                     SPIHSVNRYLKPSYS"
     gene            731918..733831
                     /locus_tag="CH60_707"
     CDS             731918..733831
                     /locus_tag="CH60_707"
                     /note="[NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK11429.1"
                     /translation="MFSNWFGLKSRYPLHIQIAVLFTLLIVSIGTVIIIYNHNQLTKL
                     TEISTHQQYQKTGEAIAAELEAITRPMMMSVNILASMQITELPTLEQRISFIDKFIEI
                     LQQNNYASAVYSAYPNGDFFMLRPMTEANRVLFHAPENAEWMIQSNRYLDSLPEKRFI
                     YLNHDQKIIAVMLRDNDGYDPRRRDWFILASQNASLNTSPNYIFKGTGEIGFTYSRRA
                     ENKQAIIGLDVSLASLSQFLAKQNLPPGSQAIIINSRDEVIASLPKKKNEAAQSPITG
                     KQVPILQALIDSPAPPADGRHTKGHNSSVIFEAQDQSWYGSIVDINNNGNQYQLVIAT
                     PAAYLTAEANAIRNRSTLIAFILLMLSLPIIWYFSLRISKPLIRLRQDADAISHLHFE
                     ENELEHSAIEEVDELHKSMSKMKLTLKQFISMGNMLTSESNFFRQMQGLLSETTEIAS
                     MTGGIIFLADKEVGTFTPTAFRWNSENIPVSGMPSLQVNEDNFNIFNPVLEGKTITGT
                     LNKENILSQLRDFLHPYLPLRFVAVPMRTHDDQLLGFLLLFNPYELNAARERSKIQLV
                     NALVGSLSISVETQRLLQEQKNLLNAFIELIAGAIDAKSAYTGGHCQRVPEITKMLAR
                     AAMESKEGPIRRL"
     gene            733980..734873
                     /locus_tag="CH60_708"
     CDS             733980..734873
                     /locus_tag="CH60_708"
                     /note="[T] COG2206 HD-GYP domain"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AJK12797.1"
                     /translation="MLKREKEIAFLRRHRTIIANEAEQQQLSDELHQLDDDFYFIAHC
                     NVGGEFMSDEAIARIQHIARYHWTRTLDDTAGISNEERVRKDRQPISALPVQEPMLAD
                     KEEHIIYRDNKNKRSEYDDFKVKEPTFLYNRGEIYNLCIRRGTLTEEDRYKINEHIMQ
                     TIVMLKKLPFPRSMANVPVIAGGHHERMDGKGYPYQLTRSQMSIPVRMMAIADVFEAL
                     TAADRPYKSGKMLSEALNIMVSMVNESHLDRELFILFLQSGIWHDYAAAYLHAEKVDS
                     IDITILLQRVCYQSVSLPESA"
     gene            735034..735645
                     /locus_tag="CH60_709"
     CDS             735034..735645
                     /locus_tag="CH60_709"
                     /note="[L] COG0122 3-methyladenine DNA
                     glycosylase/8-oxoguanine DNA glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="hhH-GPD superbase excision DNA repair family
                     protein"
                     /protein_id="AJK12259.1"
                     /translation="MFYTYGETEINHLKRRDKKMAAAIERLGMLERPLSPDLFAALIR
                     NIVDQQISVKAAQTVNTRLTLLLGSITPATVAAASAEAIQRCGMTMRKAGYIKGAADA
                     AINGSLDLSVIAQLPDNEVITQLSRLDGVGVWTAEMLLISSLSRPDIVSWGDLAIRRG
                     MMNLYRHKTLPRERFERYRRRYTPYGTTASLYLWALSHKTLED"
     gene            complement(735831..736307)
                     /locus_tag="CH60_710"
     CDS             complement(735831..736307)
                     /locus_tag="CH60_710"
                     /note="DOC_P1: death-on-curing family protein;
                     [R] COG3654 Prophage maintenance system killer protein"
                     /codon_start=1
                     /transl_table=11
                     /product="death-on-curing family protein"
                     /protein_id="AJK12434.1"
                     /translation="MADIVEGIHYLSVEDFIYINRTLIEAQTPSEPIDVINHNNLCSS
                     QARPSVVKYYQQTDDMFELSAALIESLIQNHAFANANKRTAMMAGYMFLLLNGYELTA
                     PGDEIVVMAEGMARKVYNCEDLENWLCYWSRPYDSRNLCDCEISSLVVTATQVKIE"
     gene            complement(736318..736497)
                     /locus_tag="CH60_711"
     CDS             complement(736318..736497)
                     /locus_tag="CH60_711"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage protein"
                     /protein_id="AJK13500.1"
                     /translation="MSHALKNADRLYIPPRDKGTKAYPRASMDTSSTHADQVKNAFAF
                     GFSRYEKAMEELSKV"
     gene            complement(736917..737228)
                     /gene="fliE"
                     /locus_tag="CH60_712"
     CDS             complement(736917..737228)
                     /gene="fliE"
                     /locus_tag="CH60_712"
                     /note="fliE: flagellar hook-basal body complex protein
                     FliE;
                     [NU] COG1677 Flagellar hook-basal body protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body complex protein FliE"
                     /protein_id="AJK11535.1"
                     /translation="MSVQGIEGVLQQLQVTALQASGSAKTLPAEAGFASELKAAIGKI
                     SENQQVARTSAQNFELGVPGVGLNDVMVNAQKSSVSLQLGIQVRNKLVAAYQEVMNMG
                     V"
     gene            737581..739293
                     /gene="fliF"
                     /locus_tag="CH60_713"
     CDS             737581..739293
                     /gene="fliF"
                     /locus_tag="CH60_713"
                     /note="fliF: flagellar M-ring protein FliF;
                     [NU] COG1766 Flagellar biosynthesis/type III secretory
                     pathway lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar M-ring protein FliF"
                     /protein_id="AJK13225.1"
                     /translation="MNASITGGENRENTFTMTLARLRANPKIPLLIAAAAAIAIIVAL
                     MLWAKSPDYRVLYSNLSDRDGGDIVTQLTQLNIPYRFADNGGALLIPAEKVHETRLRL
                     AQQGLPKGGAVGFELLDQEKFGISQFSEQINYQRALEGELSRTIGTLGPVLNVRVHLA
                     MPKPSLFVREQKSPTASVTLALQPGRALDDGQINAIVYMVSSSVAGLPPGNVTVVDQT
                     GRLLTQSDSAGRDLNASQLKFTSEVENRYQRRIENILAPMVGNGNVHAQVTAQVDFAS
                     REQTDEEYKPNQAANQGAVRSQQVSTSEQLGGTNVGGVPGALSNQPPVAPIAPIEIPQ
                     PAGAAANNAAPANTAATANANTTATAAKASSSNSRHDQTTNFEVDRTIRHTQQQAGMV
                     QRLSVAVVVNYTSDKAGKPIALSKDQLAQVESLTREAMGFSTVRGDTLNVVNTPFTAS
                     DDTRGSSLPFWQQQSFFDQLLNAGRYLLILLVAWILWRKLLRPMLAKKQVADKAAASV
                     NNIVQTAQAAETVKQSKEELALRKKNQQRVSAEVQAQRIRELADKDPRVVALVIRQWM
                     SNDQ"
     gene            739290..740282
                     /gene="fliG"
                     /locus_tag="CH60_714"
     CDS             739290..740282
                     /gene="fliG"
                     /locus_tag="CH60_714"
                     /note="fliG: flagellar motor switch protein FliG;
                     [N] COG1536 Flagellar motor switch protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliG"
                     /protein_id="AJK13764.1"
                     /translation="MSLTGTEKSAIMLMTLGEDHAAEVFKHLSSREVQQLSTTMASMR
                     QVSHQQLVDVLAEFEDDAEQYAALSVNASDYLRSVLIKALGEERASSLLEDILESRET
                     TSGMETLNFMEPQMAADLIRDEHPQIIATILVHLKRAQAADILALFDERLRNDVMLRI
                     ATFGGVQPAALAELTEVLNNLLDGQNLKRSKMGGIRTAAEIINLMKTQQEETVMDAVR
                     EYDGELAQKIIDEMFLFENLVSVDDRSIQRLLQEIDNESLLIALKGADQALRERFLSN
                     MSLRAAEILRDDLATRGPVRMSLVENEQKSILLIVRRLAESGEIVIGGGEDIYV"
     gene            740275..740991
                     /locus_tag="CH60_715"
     CDS             740275..740991
                     /locus_tag="CH60_715"
                     /note="[NU] COG1317 Flagellar biosynthesis/type III
                     secretory pathway protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar assembly FliH family protein"
                     /protein_id="AJK10913.1"
                     /translation="MSDRINALPWQPWSLKDFASQSEAPLSESMPDISLLFPNEPMEA
                     TAAVDEQQVLVNLQLEAEKQGRQQGFAKGLQEGLDKGYQTGLEEGHQQALADAQQQLA
                     PMTAHWQVMVTDFQNTLDTLDSVIASRLVQIALAAAKQIIGQPAICDGTALLAQIQQM
                     IQQEPMFAGKTQLRVNPDDLAIVEQRLGSTLSLHGWRLLGDSQIHAGGCKVSAEEGDL
                     DASLATRWHELCRLAAPGEL"
     gene            740930..742408
                     /gene="fliI"
                     /locus_tag="CH60_716"
     CDS             740930..742408
                     /gene="fliI"
                     /locus_tag="CH60_716"
                     /EC_number="3.6.3.14"
                     /note="fliI_clade1: flagellar protein export ATPase FliI;
                     [NU] COG1157 Flagellar biosynthesis/type III secretory
                     pathway ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein export ATPase FliI"
                     /protein_id="AJK12209.1"
                     /translation="MPVWRPVGMNCAVWPRRGNCDAPRLSRWLTSLDKFEERISQTTT
                     IRRYGRLTRATGLVLEATGLQLPLGATCLIERHNGGEVQEVESEVVGFNGQHLFLMPL
                     EDVEGIVPGARVYARVTTSGTSASKQSISSKQSIPSKQSFASKQLPLGPELLGRVLDG
                     SAKPLDGLPAPETGYRAPLITPPINPLQRTAIVQVLDVGVRTINALLTVGRGQRMGLF
                     AGSGVGKSVLLGMMARYTQADVIVVGLIGERGREVKDFIENILGAEGRARSVVIAAPA
                     DVSPLLRMQGAAYATRIAEDFRDRGQHVLLIMDSLTRYAMAQREIALAIGEPPATKGY
                     PPSVFAKLPALVERAGNGVSGGGSITAFYTVLTEGDDQQDPIADSARAILDGHVVLSR
                     RLAESGHYPAIDIEASISRAMTSLIDDDHYSRVRQFKQLLASYQRNRDLISVGAYAAG
                     SDPLLDKAIALYPQMEAFLQQGMFERSSFDDACQHLKVLFPG"
     gene            742508..742954
                     /gene="fliJ"
                     /locus_tag="CH60_717"
     CDS             742508..742954
                     /gene="fliJ"
                     /locus_tag="CH60_717"
                     /note="flagell_FliJ: flagellar export protein FliJ;
                     [NUO] COG2882 Flagellar biosynthesis chaperone"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar export protein FliJ"
                     /protein_id="AJK13328.1"
                     /translation="MKSQSPLVTLCDLAQKAVEQASTQLGHVRQSYQNAEQQLTMLLT
                     YQDEYRERLNDTLCNGMASSSWQNYQQFIQTLEQAIDQHRKQLAQWSIKVEQAVKYWQ
                     EKQQRLNAFETLQERAETTQRQQENRLDQKLMDEFAQRASQRSLNL"
     gene            742951..744303
                     /locus_tag="CH60_718"
     CDS             742951..744303
                     /locus_tag="CH60_718"
                     /note="[N] COG3144 Flagellar hook-length control protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-length control FliK family
                     protein"
                     /protein_id="AJK12955.1"
                     /translation="MNLSLLPAAATPSESEGVSSSSSIATLFSDAGMPTDFAKLLGDQ
                     LTQPGKELTAKEAAMLKSSLAAATTDTDSGKLTSSSSKLNQLLAALGDITATLPAGLT
                     HLGLVGDAAGVKKTTANDDAQPDNGDEKRDVNALQTLLTMLPHQVAATLGADKLASGS
                     AEQANTLSKEKLLANNNELMGKNGLISHHELISHPGLISDKNSTAKRDATALTGTERL
                     AGATNGKTTTAPDKLTHLAAQDGESGLNTKNLPLAAQSEVSLSSASSDKTQLNLTPVT
                     AALSSPMNTAAASSLVSAPANGYLSAPLGSQEWQQSLGQQVLMFSRNGQQSAELRLHP
                     QELGALQISLKMEDNQAQLHFASAHSQVRAALEAAMPSLRHALAESGVQLGQSSVGSE
                     GQWQQAQQQSQQNQQDVIARGQPTYGDVVAGPLTETPLAAPTALQSLANGQGGVDVFA
                     "
     gene            744570..745040
                     /locus_tag="CH60_719"
     CDS             744570..745040
                     /locus_tag="CH60_719"
                     /note="[N] COG1580 Flagellar basal body-associated
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal body-associated FliL family
                     protein"
                     /protein_id="AJK13404.1"
                     /translation="MSDNTFPAKRKSSIWLILLVLVAIAASAGGGYSWWLLHKSKPTN
                     TQIVAAIPVFMPLETFTVNLITPDNNLDRVLYIGLTLRLPDDTTRTKLNDYLPEVRSR
                     LLLLLSRQSADSLSNEEGKQRLVNDIKNILSPPMVKGQPNQVISDVLFTAFILR"
     gene            745046..746047
                     /gene="fliM"
                     /locus_tag="CH60_720"
     CDS             745046..746047
                     /gene="fliM"
                     /locus_tag="CH60_720"
                     /note="fliM_switch: flagellar motor switch protein FliM;
                     [N] COG1868 Flagellar motor switch protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliM"
                     /protein_id="AJK10812.1"
                     /translation="MGDSILSQAEIDALLNGDSGSEEPEIITANETDVKPYDPTTQRR
                     VVRERLHALEIINERFARQFRMGLFNLLRRSPDITVGPIKIQPYHDFARNLPVPTNLN
                     LVHLKPLRGTALFVFAPSLVFIAVDNLFGGDGRFPTKVEGREFTHTEQRVITRMLRLA
                     LDAYRDAWAAIYKIDVEYVRSEIQVKFTNITTSPNDIVVSTPFQVEIGTLSGEFNICI
                     PFAMIEPLRELLTNPPLENSRQEDNYWRETLVKQVQHSELELVANFVDIPLRLSQILK
                     LQPGDVLPIEKPDRLIGHVDGVPVLTSQYGTLNGQYALRVEHLINPILNALSEEQPK"
     gene            746044..746460
                     /gene="fliN"
                     /locus_tag="CH60_721"
     CDS             746044..746460
                     /gene="fliN"
                     /locus_tag="CH60_721"
                     /note="fliN: flagellar motor switch protein FliN;
                     [NU] COG1886 Flagellar motor switch/type III secretory
                     pathway protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliN"
                     /protein_id="AJK13445.1"
                     /translation="MSDPKFPSADGKESVDDLWAYAFNEQQATEKPTATTEGVFKSLE
                     APEGLGNLQDIDLILDIPVKLSVELGRTKMTIKELLRLSQGSVVSLDGLAGEPLDILI
                     NGYLIAQGEVVVVADKYGVRITDIITSSERMRRLSR"
     gene            746460..746996
                     /gene="fliO"
                     /locus_tag="CH60_722"
     CDS             746460..746996
                     /gene="fliO"
                     /locus_tag="CH60_722"
                     /note="fliO_TIGR: flagellar biosynthetic protein FliO;
                     [N] COG3190 Flagellar biogenesis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliO"
                     /protein_id="AJK13920.1"
                     /translation="MTAAAPTSTTLASTTLASTTTQQTATTGFAASHPGSNSQLQPSS
                     QLQPQSSAAPPAMPAGGVLTQVGSALGGILLLILFVAWLVRRLGFAPQARNNKLLNVR
                     ASCQVGQRERVVIVEVDDTWLVLGVTAQQVTPLHTLARPVVEAPRQADGIRSTSNAQA
                     ADFRQLLNKILKHPEKSA"
     gene            746993..747817
                     /gene="fliP"
                     /locus_tag="CH60_723"
     CDS             746993..747817
                     /gene="fliP"
                     /locus_tag="CH60_723"
                     /note="fliP: flagellar biosynthetic protein FliP;
                     [NU] COG1338 Flagellar biosynthesis pathway, component
                     FliP"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliP"
                     /protein_id="AJK11590.1"
                     /translation="MTSHRPVFISKRSLITGALFCRMWRTIIMSVINKTTLGLLTLFC
                     SPSVLAQLPGIISQPLANGGQSWSLPVQTLVFITTLSFLPAALLMMTSFTRIIIVLGL
                     LRNAMGTPSAPPNQVMLGLALFLTFFIMSPVFDKVYQEAYLPFSQDKISMDVALDKGS
                     QPLREFMLRQTRESDLALYARLANLPPLEGPEMVPMRILLPAYVTSELKTAFQIGFTV
                     FIPFLIIDLVVASVLMALGMMMVPPASISLPFKLMLFVLVDGWQLLLGSLAQSFYS"
     gene            747923..748192
                     /gene="fliQ"
                     /locus_tag="CH60_724"
     CDS             747923..748192
                     /gene="fliQ"
                     /locus_tag="CH60_724"
                     /note="fliQ: flagellar biosynthetic protein FliQ;
                     [NU] COG1987 Flagellar biosynthesis pathway, component
                     FliQ"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliQ"
                     /protein_id="AJK12255.1"
                     /translation="MTPESVMALGTEAMKIALALAAPLLLAALISGLIVSLLQAATQI
                     NEMTLSFIPKILAVFTTMVIAGPWMLNLILDYMRNLFTSLPTLIG"
     gene            748195..748977
                     /gene="fliR"
                     /locus_tag="CH60_725"
     CDS             748195..748977
                     /gene="fliR"
                     /locus_tag="CH60_725"
                     /note="fliR: flagellar biosynthetic protein FliR;
                     [NU] COG1684 Flagellar biosynthesis pathway, component
                     FliR"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliR"
                     /protein_id="AJK11898.1"
                     /translation="MLSFDTHQLSVWVSQYFWPLVRVLALIGTAPLLSEKQINKKVKI
                     GLGVLITFLIAPSLPPVNIPLFSSAALWVAIQQILIGVALGVTMQFAFAAVRLSGEVI
                     GLQMGLSFATFFDPSGGPNMPVLSRLLNILVTLLFLSFDGHLWLISLLADSFHTLPIQ
                     FAPLNGNGFLTLAQSGSMIFMNGLMLALPLITLLLTLNMALGMLNRMTPQLSVFVIGF
                     PLTLTVGIISLGLIMPLLAPFTEHLFSEFFDRLAEVLSGMAN"
     gene            749184..749366
                     /locus_tag="CH60_726"
     CDS             749184..749366
                     /locus_tag="CH60_726"
                     /note="[N] COG1724 Predicted periplasmic or secreted
                     lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="ycfA-like family protein"
                     /protein_id="AJK11346.1"
                     /translation="MKSSELIKLLETNGWKLMRVKGSHHQFKHPDFAAVITVPHPKKD
                     VKPGTLRQILKDANLS"
     gene            749411..749830
                     /locus_tag="CH60_727"
     CDS             749411..749830
                     /locus_tag="CH60_727"
                     /note="conserved hypothetical protein;
                     [S] COG1598 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14211.1"
                     /translation="MAIYPAYVHVDNDGSASGYFPDVKGCIFAINAGEDLFAEASSAL
                     DAHFEALVSEGIEIPEAHDMPYHVYRNPCDYADGGQWYNVNIDMSKYDGKVERINVTL
                     PHRLIHQIDTIVKVRPEYASRSNFLAEAARKELQKLA"
     gene            complement(750088..751047)
                     /locus_tag="CH60_728"
     CDS             complement(750088..751047)
                     /locus_tag="CH60_728"
                     /note="[G] COG0524 Sugar kinases, ribokinase family"
                     /codon_start=1
                     /transl_table=11
                     /product="pfkB carbohydrate kinase family protein"
                     /protein_id="AJK11844.1"
                     /translation="MSKIVSLGIHVLDVLGRHVNRFPPGGELDIINEIRLTVAGTAAG
                     MSVDLAKLGGDVYAMGAVGLDESGNFIIDTLRRYGVNTDHIVRKSEVQTSCSMLPIRP
                     NGERPVLHVLGANATYRLEDIHWDVIASADILHFGGTYLLPGLDGPPTATILKFAKEH
                     GVTTTLDLLVNAQPDLLAKLEPALPYIDYFMPGLDEARAICGLEKRADVIAFFLNRGV
                     GHTVFKMGAEGSSIASLEMAEILIPAYKAQVVDSTGCGDSYCAAFIMGLTKGWDLATS
                     GRFASAAASLVVSGLGSDAGIIDFEHTLKVMNTAETLPIAQET"
     gene            complement(751096..752118)
                     /locus_tag="CH60_729"
     CDS             complement(751096..752118)
                     /locus_tag="CH60_729"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK11404.1"
                     /translation="MVIDLPAHSKPSRSFNAIIAWCLQRPSTFTFMLIVIVCVTVGAI
                     NPAFLQLSNLFDIARASVVVGLFALGVLIVLASGGLDVSFTAIAALCMYAVTKFVLWY
                     WPDAPVIAMFIASACGGAILGGINGVLVHSLKTSSLIVTIGTQYLYRGGLLTFIGTAL
                     YMNIPEQLEQFGKSPLYTVSNINQGITILPLFFLILVFASLLTWWLLNRTLLGRAIFA
                     IGGNSDIAQRLGFDVRGVQIFVFTYAGLLAGIAGMVHVASNRIANPFDLNGLELTVIA
                     AVILGGARITGGSGTVLGTLMGVVLVVLVNNVLILVGIPSTWQKVIIGAFIIAAGSAF
                     GWRKYR"
     gene            complement(752121..753698)
                     /locus_tag="CH60_730"
     CDS             complement(752121..753698)
                     /locus_tag="CH60_730"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11502.1"
                     /translation="MDVSIDQRAMAAQESQEGAFLVIHNVHKRYNGVHALRGINVEIH
                     QGEIYHLLGENGCGKSTLIKVISGAIGADEGELVINGTVHQQLTPIEALSLGIETVYQ
                     DLSLIPNLSVVENIGLTEQLVAQAGRLNRILDRQRLLSTAKAALAVVGLPSNERFLFT
                     TVEVLPMAQRQLVAIARAIATKARLVIMDEPTTSLTKKEIDNLIGVIRQLGQQHVAVL
                     FVSHKLDECFAIGGQVLVLKDGQKIAQGAITHFTQSQLGYLMTGRQMDERRYRRVQQG
                     GEPLLTVTALGQQAAFDEISFVLHRGEILGVTGSLDSGRNELGLALAGILPANRGSIA
                     LEGQPIRLRQPRDAINNHIAYVPEDRLDAGLFLSKSILENLIALELDHLLGYWGQVDK
                     GQCQVLATQTVLDLDISAPNINLPVQALSGGNQQRVLIGRALTIKPWVLILHGPTVGV
                     DIGAKDTIYQLIQTLAQQGMGVILISDDLPELCQNCDPILVMKKGRICQQVSAVDANE
                     NRLYQAQIADEGLTEDL"
     gene            complement(753764..754759)
                     /locus_tag="CH60_731"
     CDS             complement(753764..754759)
                     /locus_tag="CH60_731"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK11702.1"
                     /translation="MMIKKLCLIAALVFSLGIMGAYAQRSQSIVTVVKVIGEPWYTRM
                     GEGAKEFGDENPSISTRTVGPARADSALQLRIVEDLIAKKVDALAVAPMDPSTLEGAL
                     KKAMSRGIIVVTNEAYDMVNMHADIEAVDNATFGAKMNEGLVNCMGESGKWTTFVGSL
                     GTNNHVLWAKSAAVNAQKYPNMTLVDPLNESFNDANRAYDKAKEIMRKYPDIKGFQGH
                     SAIDVIGIGRAVEEAGLQGKICVFGIGLPQDSGKYLDSGAINGISFWDPKDASLAMDT
                     VAKLLLDKKPLTDGMNLGVPGYENVAIRKGKGDGVLVIGDAAKFVDKTNWQQYPF"
     gene            complement(754802..755860)
                     /locus_tag="CH60_732"
     CDS             complement(754802..755860)
                     /locus_tag="CH60_732"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK12757.1"
                     /translation="MKVQTRMGCKQLTRRMLNDKQLNFLVMVNMLVITVAATLTQGAF
                     VDLYNLQTMAGQVPELGLLAMGGMLAMIVGNGGIDLSGIALANLAAVVAGTLTPGWVN
                     AVDSPLLFTVVFVLCALLVGLTGGLINGVLIAYAKLTPILCTLGTQLIFTGFAVVISH
                     GSGVKIGFIEPLSFIGDGLIANIPFCFALFILLATLLGLWLRFSATGIRLYLLGTNLK
                     AAQYIGIAQQRLLVVIYTLSGTLAAIAGIIIAARSTSATADYGSSYVLIAILIAVMAG
                     VRPEGGYGRMGCLLLSATALQFLSSTFTFLDVSSFFRDCAWGALLLFFIIFSRINPLD
                     FVKSLWRKNTPSVQSPVR"
     gene            complement(755990..758056)
                     /locus_tag="CH60_733"
     CDS             complement(755990..758056)
                     /locus_tag="CH60_733"
                     /note="[S] COG3347 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK12845.1"
                     /translation="MKSLWSDADAAECVERLGLLGLPPELGLRTYSARLLGSNPKLVL
                     HGGGNTSVKLNMNDLFGNPVQVMCIKGSGQDLATITASGHPAVRLAPLQQLKVLDHLS
                     DEDMVNILRTNLLDCRAPTPSVEALLHAFVDRPVIDHTHAVAAMVIADQPDGDRLCRY
                     IYGERVLWIPYVMSGFALSLAVERAFRAYPDAEGMLLGKHGLCTFGESAKASYERMIT
                     FVTLAENFIESRRAIYSPPVITPPAKPNNLADMAHIAPYLRAAFARSSAISEKKHWIF
                     DLRTDPKSLAFSSGLGTSDIAQRGVATPDHVIRMKGRPVVLDAPDLNNLGDWAAQTQT
                     KIAAFVERYQHYFHRNNARFERGKIALDALPRAIVIPYLGVVGAGRTAEDAAINADII
                     ESWLDVVTDATVCGDYEPIGEADEFDMEYWSLEQAKIDKASVKPLQGQIVVVTGAGGG
                     IGAAIAKEFSLLGAELAVLDIDSESAKNVAAQLGPHALALQCDVTETASVQAAFEMIA
                     TKFGGVDIVVSNAGIALSGAIAELPEATLRTSFEVNFFAHQRVAQQAVSIMKKQGIGG
                     VLLFNISKQAINPGINFGAYGTSKAALLSLVRQYALEQGQDGIRVNAVNADRIRSGLL
                     DDEMISLRARARGLSEEKYMAGNLLGQEVTAQDVAKAFVVSAMLDKSTGNVITVDGGN
                     VAAMLR"
     gene            758274..759275
                     /locus_tag="CH60_734"
     CDS             758274..759275
                     /locus_tag="CH60_734"
                     /note="[K] COG2390 Transcriptional regulator, contains
                     sigma factor-related N-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-binding domain protein"
                     /protein_id="AJK13432.1"
                     /translation="MEKNHANNMKNRVTESSKGTALHLNPMVSAAWLYYEDQLKQSDI
                     AEILGVSRATVINYLNEARLRGIVEIKISDEHLASMRLAQAIMREFGLERCIVIPDDQ
                     GQRPTALRVGEAGAQLLSSLIAPNDVLGVSWGQTVLALSHAITRHPVADLTVIQITGS
                     MHSTYEFSPELCTSNIADRYRARCINLHAPFLLSRPEIKEMLCNEPALMPQLALLNTC
                     TKIVFGVGNTAADSTIFSSNTVTYAAVEPYRQQGAVAIIAGRYIDATGAPIYDHLDDR
                     MIGLTIDEIDQIPVRICVAGGLNKVEAIRATLKGQHATVLVTDEVTACALMTRAKTP"
     gene            complement(759304..760284)
                     /gene="flgL"
                     /locus_tag="CH60_735"
     CDS             complement(759304..760284)
                     /gene="flgL"
                     /locus_tag="CH60_735"
                     /note="flagell_flgL: flagellar hook-associated protein 3;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein 3"
                     /protein_id="AJK13021.1"
                     /translation="MRLSTSMLYQQNMQGITNAQSLWMQTGQQLSTGKRVVNPSDDPM
                     AASQAVMVSQAESENSQYTLARSFARQSSSLETTVLAQTTSTIQSIQSLVISAKNDTL
                     SDDDRASYATQLQGLKDQLLNQANTTDGNGRYIFAGFKSDKPPFAVSDTGEVTYVGGD
                     VAIEQKVDTNRSMTAGHTGASVFMALTGNAKPEPDDVNGAPVAAEKNIFDTIDTVLNS
                     LKTPLQGASDEVKAQAQADLDKGLRGLSNSLNNVLSVQAEIGVQLQELDNLDSLGGDR
                     TLINKQQLSDLQDVDWTSAISSYVMQQAALQASYTTFTNMQGLSLFQLNT"
     gene            complement(760423..762087)
                     /gene="flgK"
                     /locus_tag="CH60_736"
     CDS             complement(760423..762087)
                     /gene="flgK"
                     /locus_tag="CH60_736"
                     /note="flgK_ends: flagellar hook-associated protein FlgK;
                     [N] COG1256 Flagellar hook-associated protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein FlgK"
                     /protein_id="AJK12654.1"
                     /translation="MSNSLMNTAMSGLNAAQYALSTVSNNITNFQVAGYNRQNTVFAQ
                     NGGTITSAGFIGNGVTVTGVNREYNAFITNQLRASQTQSSGLATYYQQISQIDNLLSN
                     ASNNLSTTMQDFFSNLQNLVSNADDDAARKTVLGKAEGLVNQFQNADKYLRDMDDGVN
                     QKITDSATQINNYAEQIAKLNDQITRLRGSSGSEPNALLDQRDQLVTELNQIMAVTVT
                     QQDGDAYNVSFAGGLSLVQGPNAYKVEAIPSSADATRLTLGYKRGNGEATEVDESRIT
                     TGSLGGTLKFRSEALDSARNQLGQLALVMADSFNTQHNAGFDINGDEGEDFFSFADPT
                     VLKNAKNQGNASITVEYKDTSKVKASDYTVEFDGTDWQVTRLSDNTKVQTTPGVNADG
                     DPTLEFEGVAIKIDNGTPGPQAKDKFTIKTVSNVAANLQVAITDSSKIAAAGSADGGI
                     SDNTNAQALLDLQSKKLVEGKTTLSGAYAGLVSNVGNQTATAKTNSTAQANIVTQLTT
                     EQQSISGVNLDEEYGDLQRFQQYYLANAQVLQAASTLFNALLSISD"
     gene            complement(762672..763616)
                     /gene="flgJ"
                     /locus_tag="CH60_737"
     CDS             complement(762672..763616)
                     /gene="flgJ"
                     /locus_tag="CH60_737"
                     /note="flagell_FlgJ: flagellar rod assembly
                     protein/muramidase FlgJ;
                     [MNO] COG3951 Rod binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar rod assembly protein/muramidase FlgJ"
                     /protein_id="AJK13039.1"
                     /translation="MSDLLAMSGAAYDAQSLEALKRDAARDPEGNLKQVAQQVEGMFV
                     QMMLKSMRAALPQDGVMNSEQTKLYTSLYDQQIAQQMSAKGLGLADMMVEQLSGSTSA
                     SETAGTVPMMLDNEVLQSMPAQALAQVMRRAIPTPPSSSMAAISPGNGNFVARMSIPA
                     QIASQQSGIPHQLIMAQAALESGWGQREIPTADGKSSYNVFGIKAGSSWNGPVSEITT
                     TEYEQGVAKKTKARFRVYGSYVEAVSDYVKLLTQNPRYAHVAAAQSPEQGAHALQKAG
                     YATDPQYAQKLVSVIQQMRSTGEQAVKAYGGSDLSQLF"
     gene            complement(763616..764725)
                     /locus_tag="CH60_738"
     CDS             complement(763616..764725)
                     /locus_tag="CH60_738"
                     /note="[N] COG1706 Flagellar basal-body P-ring protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar P-ring family protein"
                     /protein_id="AJK12476.1"
                     /translation="MRKQSLVTLLMVLLSLVWLPASAERIRDLVTVQGVRDNALIGYG
                     LVVGLDGSGDQTMQTPFTTQSLSNMLSQLGITVPPGTNMQLKNVAAVMVTAKLPAFSR
                     AGQTIDVVVSSMGNAKSIRGGTLLMTPLKGVDNQVYALAQGNVLVGGAGAAAGGSSVQ
                     VNQLAGGRISNGATIERELPTTFGTDGIINLQLNSEDFTLAQQVSDAINRQRGFGSAT
                     AIDARTIQVLVPRGGSSQVRFLADIQNIPINVDPGDAKVIINSRTGSVVMNRNVVLDS
                     CAVAQGNLSVVVDKQNIVSQPDTPFGGGQTVVTPNTQISVQQQGGVLQRVNASPNLNN
                     VVRALNSLGATPIDLMSILQAMESAGCLRAKLEII"
     gene            complement(764740..765399)
                     /locus_tag="CH60_739"
     CDS             complement(764740..765399)
                     /locus_tag="CH60_739"
                     /note="[N] COG2063 Flagellar basal body L-ring protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar L-ring family protein"
                     /protein_id="AJK13056.1"
                     /translation="MTMLLLNGCAYIPHKPLVDGTTSAQPAPASAPLPNGSIFQTVQP
                     MNYGYQPLFEDRRPRNIGDTLTITLQENVSASKSSSANASRNGTSSFGVTTAPRYLDG
                     LLGNGRADMEITGDNTFGGKGGANANNTFSGTITVTVDQVLANGNLHVVGEKQIAINQ
                     GTEFIRFSGVVNPRTISGSNSVTSTQVADARIEYVGNGYINEAQTMGWLQRFFLNVSP
                     Y"
     gene            complement(765573..766271)
                     /gene="flgG"
                     /locus_tag="CH60_740"
     CDS             complement(765573..766271)
                     /gene="flgG"
                     /locus_tag="CH60_740"
                     /note="flgG_G_neg: flagellar basal-body rod protein FlgG;
                     [N] COG4786 Flagellar basal body rod protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgG"
                     /protein_id="AJK14172.1"
                     /translation="MSTNGFKRQRAVFEDLLYQTLRQPGAQSSEQTTLPSGLQIGTGV
                     RPVATERLHSQGNLSQTNNSKDIAIKGEGFFQVQMPDGTNAYTRDGSFQVDQNGQLVT
                     AGGFQVQPAITIPANALSMTVGRDGIVSVTLQGQTATQQVGQLTLTTFINNSGLESVG
                     ENLYQETASSGAPNETTPGLNGGGLLYQGYVETSNVNVAEELVNMIQTQRAYEINSKA
                     VSTSDQMLQKLAQL"
     gene            complement(766252..766881)
                     /locus_tag="CH60_741"
     CDS             complement(766252..766881)
                     /locus_tag="CH60_741"
                     /note="flgEFG_subfam: flagellar hook-basal body family
                     protein;
                     [N] COG4787 Flagellar basal body rod protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body family protein"
                     /protein_id="AJK10523.1"
                     /translation="MDHAIYTAMGAARQSLELQAVTANNLANASTPGFRAQLAAMRAV
                     PIDGPSLATRTMVTTSTPGVDISQGTMNFSGRPLDVALQQDGYLAVQLPDGSEAYTRN
                     GNIQISANGQMTVQGYPLMGDNGPIDVPPQAAVTIAADGTISALNAGDSPNTIAQLGQ
                     IKRVQATAGEMMHGDDGLFHLTPETQQARGAQLPNDPLVKPGEREHQWL"
     gene            complement(766903..768189)
                     /locus_tag="CH60_742"
     CDS             complement(766903..768189)
                     /locus_tag="CH60_742"
                     /note="flgEFG_subfam: flagellar hook-basal body family
                     protein;
                     [N] COG1749 Flagellar hook protein FlgE"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body family protein"
                     /protein_id="AJK13514.1"
                     /translation="MGFSQAVSGMNAASSNLDVIGNNIANSATSGFKAGSVSFADMFA
                     GSQTGMGVKVAGITQDFNDGTATTTNRRLDLAISQNGFFRMQDSSGGIYYARNGQFKL
                     DENRNIVNMQGLNLTGYPATGTPPTVQQGANPVPLSIPQDMISAKATTSGNMVANLTS
                     THDVIAEATSPFDPDNPDTYSFVNNMTTFDSLGNRHEINVFYVKRAEDATDGNTWDVY
                     TRDSSAKVTDPADPTDPAAAAKRGSMVFDSNGALKNVTNGTNATSTTDFTFTIPMGVV
                     NGAPAQSFALNVAGSKQQNTGADSIVAQNQTGYAAGEFTGFQINSDGSVVGTYSNQQT
                     QLLGQIVMVNFSNPEGLSSEGDNVWKETQSSGNPTLGTAGSGGFGTLTSGALESSNVD
                     LSKELVNMIVAQRNYQSNAQTIKTQDQILQTLVSLR"
     gene            complement(768391..769068)
                     /gene="flgD"
                     /locus_tag="CH60_743"
     CDS             complement(768391..769068)
                     /gene="flgD"
                     /locus_tag="CH60_743"
                     /note="[N] COG1843 Flagellar hook capping protein"
                     /codon_start=1
                     /transl_table=11
                     /product="basal-body rod modification protein flgD"
                     /protein_id="AJK12708.1"
                     /translation="MAITNSLTESDYGTTGTSSTTGSSSQDLQNRFLTLLVAQLKNQD
                     PTNPMENNELTTQLAQINTVSGIEKLNTTLGAITGQIDSSQSLYATSLIGRGVMVPGT
                     NIFTGSTDGTVSTTPFGLELQRPADKVTATISDSNGQVVRTIEIGGLNAGVHSFTWDG
                     SLDAGGNAPDGAYTVAITASNGGESLVATPLNYAIVNGVTRGADGSKLDLGLAGTITL
                     DEVRQIL"
     gene            complement(769083..769487)
                     /gene="flgC"
                     /locus_tag="CH60_744"
     CDS             complement(769083..769487)
                     /gene="flgC"
                     /locus_tag="CH60_744"
                     /note="flgC: flagellar basal-body rod protein FlgC;
                     [N] COG1558 Flagellar basal body rod protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgC"
                     /protein_id="AJK13499.1"
                     /translation="MSLLNIFDIAGSALSAQSQRMNVSASNLANADSVTGPDGQPYRA
                     KQVVFQVAAQPGQETGGVRVAQIVDDPSPDRLVYQPGNPLADAKGYVRMPNVDVTGEM
                     VNTISASRSYQANVEVLNTTKSLMLKTLTLGQ"
     gene            complement(769493..769906)
                     /gene="flgB"
                     /locus_tag="CH60_745"
     CDS             complement(769493..769906)
                     /gene="flgB"
                     /locus_tag="CH60_745"
                     /note="flgB: flagellar basal-body rod protein FlgB;
                     [N] COG1815 Flagellar basal body protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgB"
                     /protein_id="AJK10649.1"
                     /translation="MLDKLDGALRFQQEALNLRAQRQEILSSNIANADTPGFQARDID
                     FSSQLKKVMEQGRANGTGVSLSLTSARHIPATTVQPPDLDLLFRIPDQPAMDGNTVDM
                     DRERTNFADNSLKYQTDLTILGGQIKGMMSVLQQG"
     gene            770145..770843
                     /gene="flgA"
                     /locus_tag="CH60_746"
     CDS             770145..770843
                     /gene="flgA"
                     /locus_tag="CH60_746"
                     /note="flgA_cterm: flagella basal body P-ring formation
                     protein FlgA;
                     [NO] COG1261 Flagellar basal body P-ring biosynthesis
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagella basal body P-ring formation protein
                     FlgA"
                     /protein_id="AJK14238.1"
                     /translation="MAVKRKNIIIVALGLLLSHHILAQQTLAAHQALETDLSVQVNQF
                     FQQQYSDKESQVKVVIKTPQNQWPQCDAPEITLPANARPWGNISLSVRCDGLRRFIQT
                     QVQVSGRYAVAVRRLAAGEKISAQDIQMKQGRLDTLPPGALLDAHFAQGAVSQRQINA
                     GQPLTRNMLRRLWLVKAGQDVPVLAQGDGFNVNSNGKAMNNGAAQETIRVRMPSGQIV
                     SGTVADDGTIRIML"
     gene            770994..771296
                     /gene="flgM"
                     /locus_tag="CH60_747"
     CDS             770994..771296
                     /gene="flgM"
                     /locus_tag="CH60_747"
                     /note="flgM_jcvi: flagellar biosynthesis anti-sigma factor
                     FlgM;
                     [KNU] COG2747 Negative regulator of flagellin synthesis
                     (anti-sigma28 factor)"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthesis anti-sigma factor FlgM"
                     /protein_id="AJK12182.1"
                     /translation="MSSIDRTQPLSPVTQVQARESHDVAQQTRQSATQTKTPVSGTEV
                     KLSDAQAKLMQPGSQDINVERVETLKQAIRSGQLTMDTGKIADALLKNVADELKNH"
     gene            771318..771755
                     /locus_tag="CH60_748"
     CDS             771318..771755
                     /locus_tag="CH60_748"
                     /note="[NUO] COG3418 Flagellar biosynthesis/type III
                     secretory pathway chaperone"
                     /codon_start=1
                     /transl_table=11
                     /product="flgN family protein"
                     /protein_id="AJK13958.1"
                     /translation="MESLQTNLDQQLDLLESLTNVVAQEQQLLCSGRIQGWVLQGVTE
                     QKSSILATLAYLDQTRITTETTANIQAPYTRMPALAERWQRLLQLTERLRYSNLHNGL
                     LLQQHIEHNNQALAVLNTRHGQSLYGPDGQAKGANILGRKIGI"
     gene            complement(771945..774017)
                     /locus_tag="CH60_749"
     CDS             complement(771945..774017)
                     /locus_tag="CH60_749"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Ig-like domain family protein"
                     /protein_id="AJK12215.1"
                     /translation="MPEDIYFGKDNLQRNPYAVTAGINYTPVPLLTVGVDQRMGKSSK
                     HETQWNLQMNYRLGESFQSQLSPSAVAGTRLLAESRYNLVDRNNNIVLEYQKQQVVKL
                     TLSPATISGLPGQVYQVNAQVQGASAVREIVWSDAELIAAGGTLTPLSTTQFNLVLPP
                     YKRTAQVSRVTDDLTANFYSLSALAVDHQGNRSNSFTLSVTVQQPQLTLTAAVIGDGA
                     PASGKTAITVEFTVADFEGKPLAGQEVVITTNNGALPNKITEKTDANGVARIALTNTT
                     DGVTVVTAEVEGQRQSVDTHFVKGTIAADKSTLAAVPTSIIADGLMASTITLELKDTY
                     GDPQAGANVAFDTTLGNMGVITDHNDGTYSAPLTSTTLGVATVTVKVDGAAFSVPSVT
                     VNFTADPIPDAGRSSFTVSTPDILADGTMSSTLSFVPVDKNGHFISGMQGLSFTQNGV
                     PVSISPITEQPDSYTATVVGNTAGDVTITPQVDTLILSTLQKKISLFPVPTLTGILVN
                     GQNFATDKGFPKTIFKNATFQLQMDNDVANNTQYEWSSSFTPNVSVNDQGQVTITYQT
                     YSEVAVTAKSKKFPSYSVSYRFYPNRWIYDGGTSLVSSIEASRQCQGSDMSAVLESSR
                     ATNGTRAPDGTLWGEWGSLTAYSSDWQSGEYWVKRTSTDFETMNMNTGVLQPGPAYLA
                     FPLCALSI"
     gene            complement(774107..774565)
                     /locus_tag="CH60_750"
     CDS             complement(774107..774565)
                     /locus_tag="CH60_750"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12367.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(774555..775565)
                     /locus_tag="CH60_751"
     CDS             complement(774555..775565)
                     /locus_tag="CH60_751"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13520.1"
                     /translation="MSMYFNKIISFNIISRIVICIFLICGMFMAGASEKYDANAPQQV
                     QPYSVSSSAFENLHPNNEMESSINPFSASDTERNAAIIDRANKEQETEAVNKMISTGA
                     RLAASGRASDVAHSMVGDAVNQEIKQWLNRFGTAQVNLNFDKNFSLKESSLDWLAPWY
                     DSASFLFFSQLGIRNKDSRNTLNLGVGIRTLENGWLYGLNTFYDNDLTGHNHRIGLGA
                     EAWTDYLQLAANGYFRLNGWHSSRDFSDYKERPATGGDLRANAYLPALPQLGGKLMYE
                     QYTGERVALLCPENPQLGWGFSKAFSFGSVIKTPFDLLKQFAVWQLQMFNKKSKGGPN
                     EG"
     gene            complement(776223..776645)
                     /gene="flhE"
                     /locus_tag="CH60_752"
     CDS             complement(776223..776645)
                     /gene="flhE"
                     /locus_tag="CH60_752"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein flhE"
                     /protein_id="AJK12672.1"
                     /translation="MLIRASHRVLILLATSLLPLKINAASGSWVADNIGITQGLRGVV
                     TPSSPLQPPVALAQENARIVSVGWRYQLMSTAPDGLQVKLCTPTRCIPLEGGSGQSVG
                     LAGEAAVNQLTFVYFIAGKGRVNPPLQVISNQVLVNYR"
     gene            complement(776645..778723)
                     /gene="flhA"
                     /locus_tag="CH60_753"
     CDS             complement(776645..778723)
                     /gene="flhA"
                     /locus_tag="CH60_753"
                     /note="flhA: flagellar biosynthesis protein FlhA;
                     [NU] COG1298 Flagellar biosynthesis pathway, component
                     FlhA"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthesis protein FlhA"
                     /protein_id="AJK10600.1"
                     /translation="MANLAALLRLPGNFKDTQWQILAGPILILMILSMMILPLPPFAL
                     DLLFTFNIALSIMVLLVAMFTQRTLDFAAFPTILLFSTLLRLSLNVASTRIILMDGHT
                     GGAAAGRVVEAFGHFLVGGNFAIGIVVFVILVVINFMVITKGAGRIAEVGARFVLDGM
                     PGKQMAIDADLNAGLIGEDEAKKRRSDVTQEADFYGSMDGASKFVRGDAVAGLLIMVI
                     NVVGGLLVGVLQHNMAFGHAAETYTLLTIGDGLVAQIPALVISTASGVIVTRVSTDQD
                     VGQQMVTQLFNNPRVMVLSASVLGLLGMVPGMPNFVFLLFTAALLALAWRLRGKQTQQ
                     PVAVEAPVVQDQQQGAEATWADVQLEDPLGMEVGYRLIPMVDFQQNGELLGRIRSIRK
                     KFAQEMGYLPPVVHIRDNLELPPANYRILMKGVEIGSGEAHPGRWLAINPGNAVGTLP
                     GEATHDPAFGLAAVWIESALREQAQIQGFTVVEASTVVATHLNHVLSQYANELFGRQE
                     TQQLLDRVTQEMPKLTEDFIPGVVTLTTLHKVLQNLLMERVSIRDMRTIIETLAEHAP
                     NQADPYELTATVRVALGRSIAQQWFPGNGEIQVIGLDAALERLLLQALQGGSGLEPGL
                     ADRLLDQSKQALQRQEMLGAPPVLLVNHALRALLARFLRRSLPQMVVLSNLEIGDNRQ
                     IRMTSTIGSA"
     gene            complement(778723..779883)
                     /gene="flhB"
                     /locus_tag="CH60_754"
     CDS             complement(778723..779883)
                     /gene="flhB"
                     /locus_tag="CH60_754"
                     /note="flhB: flagellar biosynthetic protein FlhB;
                     [NU] COG1377 Flagellar biosynthesis pathway, component
                     FlhB"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FlhB"
                     /protein_id="AJK14451.1"
                     /translation="MAEDSDQEKSEEPTASKLEKAREKGQIPRSRELTSMLMLGAGLT
                     ILWMSGESMARQLSAMVAQGLHFDHSMVSNDKQMLRQIGMLLRQTLLAMLPIFAGLVI
                     VALAVPMLLGGVLFSGESIKFDLKRMSPVAGLKRMFSSQALAELLKAILKATLVGWVT
                     GLFLWHNWPDMMRLIAAPPVAALGDALHLIIFCGLVVVLGLSPMVGFDVFYQITSHIK
                     KLRMTKQDIRDEFKNQEGDPHVKGRIRQQQRAMARRRMMVDVPKADVIVTNPTHYAVA
                     LQYNESKMSAPKVLAKGAGAVALRIRELGAEHRIPLLEAPPLARALFRHSEVGQHIPA
                     TLYAAVAEVLAWVYQLKRWKREGGLIPKKPEHLPVPEALDFATESETKSETD"
     gene            780415..780873
                     /locus_tag="CH60_755"
     CDS             780415..780873
                     /locus_tag="CH60_755"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11116.1"
                     /translation="MDTVEELGGTYFYAGKPNLKASELLFMIFCENTASQFGMQDFGA
                     VVAIISGRSNLLTRGKPIGATKGTSYASKAARSVFKKTKFPFGMSLPTWLGGYTPWTA
                     RKAMVRNIAPFVGRSIPLLGLIIIAADVSAITYRTIRDYNMIARGGDKLW"
     gene            780867..781193
                     /locus_tag="CH60_756"
     CDS             780867..781193
                     /locus_tag="CH60_756"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13606.1"
                     /translation="MVDDIEQRIYDLVRPYAGVYVFKRKPVSLTPDTDLDTDLSIDEL
                     EIEDLMNDFFKEFSVQRGNFNIKNYFPDVPFSFNPFKKTAPIPVPDFTIGMLIESAKA
                     GRWLYD"
     gene            complement(781716..782057)
                     /locus_tag="CH60_757"
     CDS             complement(781716..782057)
                     /locus_tag="CH60_757"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13599.1"
                     /translation="MKGFVLMLSLLMLSANAMAAGKIITVSKFEFGKQWAFTREEVML
                     ECRAGNALFVINPATLVQYPLNDIATEQMKSGHVLAKPLDVLLLNDSNNPGQKMSLEP
                     FQQRAMALCQQ"
     gene            complement(782154..783038)
                     /locus_tag="CH60_758"
     CDS             complement(782154..783038)
                     /locus_tag="CH60_758"
                     /note="[P] COG1276 Putative copper export protein"
                     /codon_start=1
                     /transl_table=11
                     /product="copper resistance D family protein"
                     /protein_id="AJK13643.1"
                     /translation="MSLATLFILCRFLHFMAVMLMFGITVFTAFLAPDRFSLILKKRL
                     SPLLVSSTLLGLISAVGILAIQAGMMGDGWADTYRLTVWWAVLGTRFGQVWQWHIGLS
                     ILSMWIVLLGSARRYYWLMVGCSTLLLASLAFAGHAAMYDGVLGWVHQTNQVIHLLSA
                     GYWLGCLPPLLICLAYTRDKGAKREAITTLIRFSSWGHLAVALVLVTGVINSLIMLQD
                     ATLTLTSNYQMLLLGKVILVVFMLAVALINRYRIVPMLKQLPTKAHHWLVINSCFEIV
                     LGVAVLLLVSIFATMAPV"
     gene            complement(783041..783427)
                     /locus_tag="CH60_759"
     CDS             complement(783041..783427)
                     /locus_tag="CH60_759"
                     /note="[R] COG2372 Uncharacterized protein, homolog of Cu
                     resistance protein CopC"
                     /codon_start=1
                     /transl_table=11
                     /product="copC domain protein"
                     /protein_id="AJK11193.1"
                     /translation="MFIRKVRSSCRMLSALIVLFVGLSSQQALAHAHLKAETPAADTT
                     INAAPEALTLGFSEGIELNFSGVKVTGPDNNVVKTGDLKLDPANNTQLILPIGHALAA
                     GKYHVSWHVVSVDGHKTKGTYSFTVK"
     gene            complement(783842..784351)
                     /locus_tag="CH60_760"
     CDS             complement(783842..784351)
                     /locus_tag="CH60_760"
                     /note="[P] COG1528 Ferritin-like protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ferritin-like domain protein"
                     /protein_id="AJK13650.1"
                     /translation="MLKKEMAQKLNEQLNLEFYSANLYLQMSAWCSDKGFEGAAAFLK
                     KHSQEEMQHMERLFEYLSGTGSMPVLGTITAPPVDFASLADVFKLTYEHEQLITTQIN
                     ELAHVAMTTHDYSTFNFLQWYVAEQHEEEKLFKSILDKLALVGNSGNSLFFVDKDLKT
                     MAAQGYTSA"
     gene            784752..784982
                     /locus_tag="CH60_761"
     CDS             784752..784982
                     /locus_tag="CH60_761"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, theta subunit"
                     /protein_id="AJK13078.1"
                     /translation="MGYNLVELSDEETAKMNVDLAASGVAFKERYNMPVIPEMVAREQ
                     PEALREYFLQRLAHYRIESKKLSRLPYEPKVK"
     gene            complement(785042..785992)
                     /gene="pip"
                     /locus_tag="CH60_762"
     CDS             complement(785042..785992)
                     /gene="pip"
                     /locus_tag="CH60_762"
                     /EC_number="3.4.11.5"
                     /note="pro_imino_pep_1: prolyl aminopeptidase;
                     [R] COG0596 Predicted hydrolases or acyltransferases
                     (alpha/beta hydrolase superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl aminopeptidase"
                     /protein_id="AJK13035.1"
                     /translation="MEQLRGLYPAYEPYDSGLLDTGDGHQIYWELCGNPKGKPAIFIH
                     GGPGGGIAPYHRQLFNPAKYNVMLFDQRGCGRSKPHASLDNNTTWHLVEDIERLRKMA
                     GIEQWLVFGGSWGSTLALAYGETHPERVSEMVLRGIFTLRRKELHWYYQEGASRFFPE
                     KWQRVLSILSPEEQGDVIAAYRKRLTSPDRAIQLEAAKIWSLWEGETVTLLPTKSSAS
                     FGEEHFALAFARIENHYFTHLGFLDSDNQLLDNVTRIRHIPAVIIHGRYDMACQLQNA
                     WDLAQAWPEAELYIVEGAGHSFDEPGILHQLILATDKFAH"
     gene            complement(786714..788765)
                     /locus_tag="CH60_763"
     CDS             complement(786714..788765)
                     /locus_tag="CH60_763"
                     /note="[E] COG1770 Protease II"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl oligopeptidase family protein"
                     /protein_id="AJK12137.1"
                     /translation="MMTPPKADKRPYPMTRHGDTRVDDYYWLRDDERTDADVLNYLQA
                     ENAFTAAVLKPQQQLRETLYQEMVGRIPPQEESVPYVRNGYRYQTRFEPGNEYAIYVR
                     QPVSTDSDWETLLDGNQRAEGHEFYTLGGLDVSPDNQLLAVAEDYLSRRQYDIRIKNL
                     SSGGWHDEVISNTSGGFEWANDSKTLYYVRKHEKTLLPYQVYRHVVGTDPEQDKLIYQ
                     ESDDTFYVSLEKTTSERFILIHLSSTTTSEILLLDADLPEPVPQVFAPRRKDHEYGVD
                     HYKQHFYIRSNKEGKNFGLYKIEDSQGCSDFADESQWALLIAPRTDVMLEGFSLFRDW
                     LVVEERSEGLTHLRQIHWSTGEEKSITFDDPTYVTWLAYNPEPETALLRYGYSSMTTP
                     SSMFEINMDSGERQLLKQQEVKDFTPEKYRSERIWVTASDGVKIPVSLVYHRDYFVSG
                     SNPLLVYAYGSYGSSMDPVFSSSRLSLLDRGFVFALAHIRGGGELGQQWYEDGKLLNK
                     LNTFSDFTDVTKALVNEGYGDAQRVFAMGGSAGGLLMGVIVNQAPELYKAVVAQVPFV
                     DVVTTMLDESIPLTTGEYDEWGNPNDKVYYDYIKQYSPYDQVKAQDYPHMLVTTGLHD
                     SQVQYWEPAKWVAKLREMKTDDHQLLLYTDMDSGHGGKSGRFKAYEDIALEYAFILSL
                     I"
     gene            complement(789075..789485)
                     /locus_tag="CH60_764"
     CDS             complement(789075..789485)
                     /locus_tag="CH60_764"
                     /codon_start=1
                     /transl_table=11
                     /product="yebF-like family protein"
                     /protein_id="AJK13791.1"
                     /translation="MKKTGLALVLATILLGMMGSVHAQEPRVVKVPACIGLNQSQVAT
                     QVKRDFLQNRIPRWEADKKQLGTDKPVVWINVVDIIGKDDIWQVPLIARGNKGDKTYQ
                     VVLDCKSGTMTYTGLNAQTRPDPQIGLNSQAGPK"
     gene            complement(789592..789900)
                     /locus_tag="CH60_765"
     CDS             complement(789592..789900)
                     /locus_tag="CH60_765"
                     /note="[S] COG3097 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="ASCH domain protein"
                     /protein_id="AJK13537.1"
                     /translation="MNREITFFGRFEADILADRKTITIRDSSESDFRSGEVLRVCRNE
                     DGVFFCHIKVKSVTPVTLDGLSERHAEQENMSLDELKKVIKAIYPGLDRFYVIEFTRC
                     "
     gene            complement(789940..790260)
                     /locus_tag="CH60_766"
     CDS             complement(789940..790260)
                     /locus_tag="CH60_766"
                     /note="[S] COG3141 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="yebG family protein"
                     /protein_id="AJK13144.1"
                     /translation="MAVEIKFVVVRQGEEKMTFTTKKEADAYDKMLDLADNLSEWLSQ
                     APLSLEEEQREALSFFLAENKEALGQILRGSTPVVAVDGPQKVQSEKNTAEKKSKPEE
                     NQAA"
     gene            complement(790354..791736)
                     /gene="dbpA"
                     /locus_tag="CH60_767"
     CDS             complement(790354..791736)
                     /gene="dbpA"
                     /locus_tag="CH60_767"
                     /EC_number="3.6.4.13"
                     /note="[LKJ] COG0513 Superfamily II DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-independent RNA helicase dbpA"
                     /protein_id="AJK14010.1"
                     /translation="MSTTSFSSLTLPAEQLSNLNELGYTEMTPVQAAVLPAILNGQDV
                     RAKAKTGSGKTAAFGIGLLDKIAVGEFVTQALVLCPTRELADQVSKELRRLARFTQNI
                     KILTLCGGQPMGHQLDSLVHAPHIVVGTPGRIQEHLRKKTLVLDELKTLVLDEADRML
                     DMGFSDAIDDVIAYTPPQRQTLLFSATYPSGIEQISARVQRQPLNVEVGDTDEEPAIE
                     QVFFETTREKRLPLLISVLSHYQPASCVVFCNTKKDCQSVYESLESRGISVLALHGDL
                     EQRDRDQVLVRFANRSCRVLVATDVAARGLDIKDLELVINFELAFDPEIHIHRIGRTG
                     RAGMSGLAVSLCTPQEMVRAHTIEDYLQIKLKWTPAEQVSRSTNIMLEPEMVTLCIDG
                     GRKAKIRPGDILGALTGDAGLTAADVGKIDMFPVHAYVAIRKASAKRALQQLQQGKIK
                     GKNCKARLLK"
     gene            792049..793230
                     /gene="purT"
                     /locus_tag="CH60_768"
     CDS             792049..793230
                     /gene="purT"
                     /locus_tag="CH60_768"
                     /note="purT: phosphoribosylglycinamide formyltransferase
                     2;
                     [F] COG0027 Formate-dependent phosphoribosylglycinamide
                     formyltransferase (GAR transformylase)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylglycinamide formyltransferase 2"
                     /protein_id="AJK11416.1"
                     /translation="MLTIGTALRPGATRVMLLGAGELGKEVAIECQRLGLEVIAVDRY
                     ADAPAMHVAHRSHVINMLDGAALKQLVAQEKPHYIVPEIEAIATDMLVELEKMGQHVV
                     PCAEATRLTMNREGIRRLAAETLQLPTSSYRFADTDSAFFQAVRDIGYPCIVKPVMSS
                     SGKGQSLIRSEEHLQAAWEYAQQGGRAGSGRVIIEGLVHFDFEITLLTIRAVDGIHFC
                     APIGHRQEDGDYRESWQPQAMSDIALQRAKEISAQVVTALGGFGLFGVELFVCGDDVI
                     FSEVSPRPHDTGMVTLISQNMSEFALHVRAFLGLPIGTIRQYGAAASAVILPELTSQN
                     ITYRGLETALIGDTQIRLFGKPEIAGKRRLGVALAVADNIETAIEVAKKAAGNIEVSG
                     E"
     gene            complement(793356..793613)
                     /locus_tag="CH60_769"
     CDS             complement(793356..793613)
                     /locus_tag="CH60_769"
                     /note="conserved hypothetical protein;
                     [S] COG3140 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14243.1"
                     /translation="MLAGMPSLSHEEQQEAVERIHKFMSEGMSSGEAIALVAAEIRER
                     HQNDPQAMAIFEDHDFDEHTESDYRRDDEPDADDIEDPYEG"
     gene            793778..795154
                     /gene="pabB"
                     /locus_tag="CH60_770"
     CDS             793778..795154
                     /gene="pabB"
                     /locus_tag="CH60_770"
                     /EC_number="2.6.1.85"
                     /note="pabB: aminodeoxychorismate synthase, component I;
                     [EH] COG0147 Anthranilate/para-aminobenzoate synthases
                     component I"
                     /codon_start=1
                     /transl_table=11
                     /product="aminodeoxychorismate synthase, component I"
                     /protein_id="AJK13526.1"
                     /translation="MCEKFLTVKELPYHPDALLQQFTPLANQAWAMLLHSGFAQHPHS
                     RFDILVADPKITLTTHGDKTVIVSDQGQETSLADPFSLLQQQLDKFAPAMPAHPDLPF
                     QGGALGLFGYDLGRRVEKLPELAAHDIALPDMAIGLYDWALIADHSRQKLTLVSLGDA
                     EQRLHWLHQQTTDENLVPFKLTVPWQADMSREQYGEKFRQIQAYLRSGDCYQINLAQR
                     FSAEYQGDEWQAFLSLSRSNQAPFSAFIRLPDNAILSVSPERFLWLENHQVQTRPIKG
                     TLPRLADPEQDRQQAERLANSAKDQAENLMIVDLLRNDIGRVARPGSVRVPELFVVEP
                     FPAVHHLVSTITAILPPECSPTELLRACFPGGSITGAPKVRAMEIIEQLEPYRRNAYC
                     GNIGYISCCGTMDTNITIRTLMTENGKIYCSAGGGIVADSQEQAEYQETFDKVARILP
                     QLGECVIS"
     gene            795178..795750
                     /locus_tag="CH60_771"
     CDS             795178..795750
                     /locus_tag="CH60_771"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AJK11883.1"
                     /translation="MSEFINRFQLQLPQPDNVLTHSHYFSATNRRAAVLIPIICRPEP
                     TLLLTRRADHLRKHAGQVAFPGGKADPDDQSLISTALREAEEEVAIPASVVHVLGKLA
                     PLNSSSGYHVTPIVGLVPANIPFYGNDEEVAGLFEIPLHEALSLSRYHSLDIHREGIN
                     HRVYLSWYENQFIWGLTATIIRHLAQQVSI"
     gene            796458..797822
                     /locus_tag="CH60_772"
     CDS             796458..797822
                     /locus_tag="CH60_772"
                     /EC_number="4.3.1.17"
                     /note="sda_mono: L-serine ammonia-lyase;
                     [E] COG1760 L-serine deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-serine ammonia-lyase"
                     /protein_id="AJK12380.1"
                     /translation="MISVFDMFKIGIGPSSSHTVGPMKAGKQFVDLLITEGLMPSITR
                     VAVDVYGSLSLTGKGHHTDIAIIMGLAGNLPDTVDIDSIPAFIRDVELRQKLMLANGL
                     HEVDFPREGGMVFRSDNLPLHENGMQIHAFAGDEKVLSKTYYSIGGGFIVDEENFGKA
                     SVNDVSVPYPFNSAAEILANCEQTGLSISGMVMQNELAMHSKEEIESYFTAIWQTMRA
                     CIDRGLNTEGVLPGPLRVPRRASALRRLLVSSDKLSSDPMIVIDWVNMFALAVNEENA
                     AGGRVVTAPTNGACGIVPAVLAYYDHFIEPVTPEIFIRYFLASGAIGILYKMNASISG
                     AEVGCQGEVGVACSMAAAGLAELLGASPIQVCIAAEIGMEHNLGLTCDPVAGQVQVPC
                     IERNAIASVKAINSARMAMRRTSEPRVSLDKVIETMFETGKDMNAKYRETSRGGLAIK
                     VQCT"
     gene            complement(798102..798599)
                     /gene="hpaC"
                     /locus_tag="CH60_773"
     CDS             complement(798102..798599)
                     /gene="hpaC"
                     /locus_tag="CH60_773"
                     /EC_number="1.14.14.9"
                     /note="hpaC: 4-hydroxyphenylacetate 3-monooxygenase,
                     reductase component;
                     [R] COG1853 Conserved protein/domain typically associated
                     with flavoprotein oxygenases, DIM6/NTAB family"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxyphenylacetate 3-monooxygenase,
                     reductase component"
                     /protein_id="AJK11204.1"
                     /translation="MSTENQHHLCFRDAMACLSAAVNIVTTDGPAGRCGITATAVCSV
                     TDTPPTLIICINRNSAMNPVFQQNGCLCINVLNHQQEPMARHFAGMTGSSMEERFSWD
                     IWNVGLLGQPLLRDTLASLEGVIEQVQTIGTHLVYLVHITQIVLREQGHGLIYFKRHF
                     HPVMV"
     gene            complement(798620..800182)
                     /gene="hpaB"
                     /locus_tag="CH60_774"
     CDS             complement(798620..800182)
                     /gene="hpaB"
                     /locus_tag="CH60_774"
                     /EC_number="1.14.14.9"
                     /note="hpaB-2: 4-hydroxyphenylacetate 3-monooxygenase,
                     oxygenase component;
                     [Q] COG2368 Aromatic ring hydroxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxyphenylacetate 3-monooxygenase,
                     oxygenase component"
                     /protein_id="AJK12265.1"
                     /translation="MKPENFRANNQRPFTHKEYLDSLQDGREIYIYGERVKNVTTHPA
                     FRNAAASIGQLYDALHDPQSHEQLCWNTDTGNGGYTHKFFRYATSPAELRQQRDAIAH
                     WSRQNYGWMGRSPDYKAAFGSVLGAFPEFYGQFADNARNWYQRIQESGLYFNHAIVNP
                     PLDRHKSADEVKDVYIHIEKETDAGIIVSGAKVVATNSALTHYNFIGFGSAQVMGEDP
                     DFALMFVAPMDADGMKLISRGSYELMVGATGSPFDYPLSSRFDENDAILVMDNVLIPW
                     ENILIYRDFDRCRRWSTQGGFARLFPLQACTRLGVKLDFITALLKKSLMCTGSLEFRG
                     VQADLGEVVAWRNVIWALSDAMCAEAKPWVNGAYLPDLAALQAYRVIAPMAYCKIKNI
                     IERTLASGLIYLPSSVRDLQNPAIDKYLSRYVRGSNGIDHVERIKVLKLMWDAMGSEF
                     GGRHELYEINYAGSQDEIRLQCLRQAQGDGSMDQMMAMVDRCLSDYDTQGWTVPHLHN
                     NNDINQLNRLMK"
     gene            complement(800250..801616)
                     /locus_tag="CH60_775"
                     /note="LPXTG cell wall anchor domain protein;major
                     Facilitator Superfamily protein"
                     /pseudo
     gene            complement(801642..802448)
                     /gene="hpaI"
                     /locus_tag="CH60_777"
     CDS             complement(801642..802448)
                     /gene="hpaI"
                     /locus_tag="CH60_777"
                     /note="hpaI: 2,4-dihydroxyhept-2-ene-1,7-dioic acid
                     aldolase;
                     [G] COG3836 2,4-dihydroxyhept-2-ene-1,7-dioic acid
                     aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="2,4-dihydroxyhept-2-ene-1,7-dioic acid aldolase"
                     /protein_id="AJK12444.1"
                     /translation="MFPLTNKFKQALKAKKPQIGLWLGLCSNYSAEILAGAGFDWLLI
                     DDEHAPNDVQRILGQLQTIASYPSQPVVRPAWNDPVMIKKLLDIGAQTLLLPMIQNAA
                     QARAAISATRYPPQGIRGVGSALARASRWNRIADYVQQADEQICVLLQIETREALRNL
                     PEILAVDGVDGVFIGPADLASDMGFAGNPHHPEVRQAIDSAVMKIKTADKAAGILMTT
                     PEVAEYYLKLGALFVAVGVDTTLLARTAEALAARFGVGNHHPPLAPSGGY"
     gene            complement(802459..803262)
                     /gene="hpaH"
                     /locus_tag="CH60_778"
     CDS             complement(802459..803262)
                     /gene="hpaH"
                     /locus_tag="CH60_778"
                     /note="hpaH: 2-oxo-hepta-3-ene-1,7-dioic acid hydratase;
                     [Q] COG3971 2-keto-4-pentenoate hydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-oxo-hepta-3-ene-1,7-dioic acid hydratase"
                     /protein_id="AJK12381.1"
                     /translation="MLAQKTIIQIAQQLYQAEQCGEQIRQVSLDYPMITIEDAYAIQR
                     QWVAMKIQQGQILRGHKIGLTSKAMQTSSQINEPDYGTLLDQMFFADGSDIPIDRFIV
                     PRLEVELAFVLDKPLSGPNCTLFDVYNATDFVIPALELIDARSHQIDPQSQRPRNVCD
                     TISDNAANAGVILGGRPVKPTELDLRWVSALMYRNGVIEESGVAAAVLNHPANGVAWL
                     ANKLSAYDIPLEVGQIILGGSFTRPVPARRGDTFHVDYGPLGAISCHFV"
     gene            complement(803256..803654)
                     /locus_tag="CH60_779"
     CDS             complement(803256..803654)
                     /locus_tag="CH60_779"
                     /note="[E] COG3232 5-carboxymethyl-2-hydroxymuconate
                     isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="5-carboxymethyl-2-hydroxymuconate isomerase
                     family protein"
                     /protein_id="AJK10613.1"
                     /translation="MAHFYAECTDNIREQAELPVLFSNVNQTLVNTGLFPLAGIRSRA
                     IWLDTWQMADGQQDYAFVHMTLKIGYGRSIEHRQAVGKTLFALIQAHFAALMSQRYLA
                     LSFVIEELDPTLSFKQNNAHTLFQQGTSAC"
     gene            complement(803679..804536)
                     /gene="hpaD"
                     /locus_tag="CH60_780"
     CDS             complement(803679..804536)
                     /gene="hpaD"
                     /locus_tag="CH60_780"
                     /EC_number="1.13.11.15"
                     /note="hpaD_Fe: 3,4-dihydroxyphenylacetate
                     2,3-dioxygenase;
                     [S] COG3384 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="3,4-dihydroxyphenylacetate 2,3-dioxygenase"
                     /protein_id="AJK14289.1"
                     /translation="MGKLALAAKITHVPSMYLSELPGKHHGCRQAAINGHLEISRRCR
                     EQGVDTLIVFDTHWLVNSAYHINCSDSFSGVYTSNELPHFIRDMAYEYEGNPALGQMI
                     AAEACKLGVRAQAHNIPSLKLEYGTLVPMRYMNSDKHFKVISISAFCTVHAFDDSRNL
                     GQAIINAIEHYDGIVAVLASGSLSHRFIDDQRAEEGMNSYTREFDHQMDERVVELWRE
                     GKFSEFCQMLPEYAQYCFGEGNMHDTVMLLGMLGWDKYDGKVEFVTDLFASSGTGQVN
                     AIFPLAVYG"
     gene            complement(804655..806052)
                     /gene="hpaE"
                     /locus_tag="CH60_781"
     CDS             complement(804655..806052)
                     /gene="hpaE"
                     /locus_tag="CH60_781"
                     /EC_number="1.2.1.60"
                     /note="hpaE: 5-carboxymethyl-2-hydroxymuconate
                     semialdehyde dehydrogenase;
                     [C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="5-carboxymethyl-2-hydroxymuconate semialdehyde
                     dehydrogenase"
                     /protein_id="AJK11047.1"
                     /translation="MKIVNHWIDGKNITSNDYFTTINPATGEVLADVASGGIKEINQA
                     VAAAKSAFPHWANLPMKVRARLMRRLGELIEQQIPEIAQMETQDTGLPIYQTQNALIP
                     RAAHNFEFFAEICQQMNGQTYPVDDQMLNYTLVQPVGVCALVSPWNVPFMTATWKVAP
                     CLALGNTAILKMSELSPLTADKLGELALEAGIPAGVLNVVQGYGATVGDALVCHQDVR
                     AISFTGGTATGNRIMQRAGLKKYSMELGGKSPVLIFDDADIERAMDAALFSIFSLNGE
                     RCTAGSRIFIQESLYSAFIQRFAERASRLRVGDPQDLDTQVGALISKPHWDKVSGYIQ
                     LGIEEGATLLAGGPDKPIDLPAHLRGGHFLRPTVLADVDNRMRVAQEEIFGPVACLIP
                     FKNEDAGLRLARSIEAGMVFVNTQNVRDLRQPFGGIKASGTGREGGKYSFDVFAEVKN
                     VCISMGEHPIPRWGM"
     gene            complement(806049..806813)
                     /gene="hpaG"
                     /locus_tag="CH60_782"
     CDS             complement(806049..806813)
                     /gene="hpaG"
                     /locus_tag="CH60_782"
                     /EC_number="4.1.1.68"
                     /note="hpaG-C-term: 4-hydroxyphenylacetate degradation
                     bifunctional isomerase/decarboxylase, C-terminal subunit;
                     [Q] COG0179 2-keto-4-pentenoate
                     hydratase/2-oxohepta-3-ene-1,7-dioic acid hydratase
                     (catechol pathway)"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxyphenylacetate degradation bifunctional
                     isomerase/decarboxylase"
                     /protein_id="AJK11570.1"
                     /translation="MKHARIQYQGSTFHVTVDPQGNICLPDGRNVSSEHVIWLPPATG
                     TLFALGLNYADHAAELDFSPPKEPLIFIKAPHSFTGHRQVSVRPDNIEYMHYEAELVV
                     VVGKPARYLNPAHAMDYVAGYTLCNDYAVRDYLENYYRPNLRVKSRDTLTPIGPWIVD
                     KADIPNPHNLVIRTWVNGELCQRGNTADLIFDIPFLMAYLSEFITLQPGDMIATGTPK
                     GLSNVVPGDEVVVEVDGIGCLLNRVISQTDYEDGLL"
     gene            complement(806810..807442)
                     /gene="hpaG"
                     /locus_tag="CH60_783"
     CDS             complement(806810..807442)
                     /gene="hpaG"
                     /locus_tag="CH60_783"
                     /EC_number="4.1.1.68"
                     /note="hpaG-N-term: 4-hydroxyphenylacetate degradation
                     bifunctional isomerase/decarboxylase, N-terminal subunit;
                     [Q] COG0179 2-keto-4-pentenoate
                     hydratase/2-oxohepta-3-ene-1,7-dioic acid hydratase
                     (catechol pathway)"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxyphenylacetate degradation bifunctional
                     isomerase/decarboxylase"
                     /protein_id="AJK10595.1"
                     /translation="MKGTVFAVALNHQSQIEAWDSTFHQAPYNRPPKTPVWFIKPRNT
                     VIRHGDGIPYPEGFTVMSGATLALVVGQVARHVALKDAAYYIAGFAVANEVSLPESHF
                     YRPAIQAKCRDGFCPLGDLGPFIDTSALEIITLINGQEADRWSSSGLVRSGTQLLSAL
                     SEFITLQPGDVLLLGTPLHRVELGLGDQVQIQVAGLPVLENIVIQQGSWP"
     gene            807826..808293
                     /gene="hpaR"
                     /locus_tag="CH60_784"
     CDS             807826..808293
                     /gene="hpaR"
                     /locus_tag="CH60_784"
                     /note="hpaR: homoprotocatechuate degradation operon
                     regulator, HpaR;
                     [K] COG1846 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="homoprotocatechuate degradation operon
                     regulator, HpaR"
                     /protein_id="AJK11969.1"
                     /translation="MHESLTIALLQAREAAMAFFRPILKANHLTEQQWRIIRVLADNR
                     SIDFHGLARQTCILRPSLTGILTRMERNNLIFRLKPVNDQRKLYVSLTQEGQNLYDNA
                     RPQVEEGYRLIEAAFSPDKMAQLSLLLDEFITVGNKHRQANEMSENEMLEDEE"
     gene            complement(808395..809939)
                     /locus_tag="CH60_785"
     CDS             complement(808395..809939)
                     /locus_tag="CH60_785"
                     /note="[R] COG1253 Hemolysins and related proteins
                     containing CBS domains"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane TerC family protein"
                     /protein_id="AJK11086.1"
                     /translation="MELLMDPSIWAGLLTLVVLEIVLGIDNLVFIAILADKLPPKQRD
                     KARIIGLSLALIMRLGLLSVISWMVTLTTPLFSVGAFNFAGRDLILLVGGLFLLFKAT
                     TELHERLEGNQHNDGANRGYASFWAVVVQIVILDAVFSLDAVITAVGMVNDLPIMMTA
                     VVIAMGVMLLASKSLTRFVNEHPTVVVLCLSFLLMIGLSLIAEGFGFHIPKGYLYAAI
                     GFSILIELFNQIARRNFIKHESRLPRRQRTAEAIIRLMGGRQQQEQQSGDPQQAVPTE
                     AFAEEERYMISGVLTLASRSLRSVMTPRTEISWVDCNRSQAEIREQLLDTPHSLFPVC
                     RDSLDQIIGVVRAKDLLVAIERGESICDFAATTPPIVVPDTMDVINLLGVLRKAKGRL
                     VVVNDEFGVVQGLVTPLDVLEAIAGEFPDEDETPDIIADGDGWLVKGGADLHSLEQAL
                     DCQTLVSPTADYASLAGLLLSHSGHMPTAGDVIELHNLRFQIMDVSDYRIELVRITKL
                     SNELEE"
     gene            810650..811624
                     /gene="manX"
                     /locus_tag="CH60_786"
     CDS             810650..811624
                     /gene="manX"
                     /locus_tag="CH60_786"
                     /EC_number="2.7.1.69"
                     /note="[G] COG2893 Phosphotransferase system,
                     mannose/fructose-specific component IIA"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system mannose-specific EIIAB component"
                     /protein_id="AJK14213.1"
                     /translation="MSIAIIIGTHGAAAEQLLKTAEMILGEQSNVAYIDFVPGENAET
                     LIEKYNDRLTGLDTSKGVLFLVDTWGGSPFNAASRIAIDKENYEVVTGVNIPMLAETF
                     MARDDEPSFAELVAVAVETGREGVKALKAPDVKSDKPETQPAAPVPTAKAPAVALGPN
                     DHMKIGLARIDDRLIHGQVATRWTKETNVNRIIVVSDEVAADKMRKTLLTQVAPPGVT
                     AHVVDVEKAIRVYNNPKYANDRVMLLFTNPTDVVRLVEGGVDIKSVNIGGMAFRQGKT
                     QVNNAVSIDEKDIEAFNKLNARGIELEVRKVSSDSRLKMMDLISKLNK"
     gene            811716..812513
                     /locus_tag="CH60_787"
     CDS             811716..812513
                     /locus_tag="CH60_787"
                     /note="EII-Sor: PTS system, mannose/fructose/sorbose, IIC
                     component family protein;
                     [G] COG3715 Phosphotransferase system,
                     mannose/fructose/N-acetylgalactosamine-specific component
                     IIC"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, mannose/fructose/sorbose, IIC
                     component family protein"
                     /protein_id="AJK10989.1"
                     /translation="MEITTLQIVLIFIVACIAGMGSILDEFQFHRPLVACTLVGMVLG
                     DMKTGIIIGGTLEMIALGWMNIGAAVAPDAALASIISTILVIAGGQDIGAGIALAIPL
                     AAAGQVLTIIVRTITVAFQHAADGAAERGSLRAITWLHISALFLQAMRIAIPALIVAL
                     SVGTSEVQMMLSSIPEVVTSGLNIAGGMIVVVGYAMVINMMRAGYLMPFFYLGFVTAA
                     FTNFNLVALGVIGVVMAVLYIQVSPKYNKSQVVQSGPANNDLDNELD"
     gene            812529..813407
                     /locus_tag="CH60_788"
     CDS             812529..813407
                     /locus_tag="CH60_788"
                     /note="EIID-AGA: PTS system, mannose/fructose/sorbose, IID
                     component family protein;
                     [G] COG3716 Phosphotransferase system,
                     mannose/fructose/N-acetylgalactosamine-specific component
                     IID"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, mannose/fructose/sorbose, IID
                     component family protein"
                     /protein_id="AJK13444.1"
                     /translation="MVDTTTVDTTTVTKTTTGEKKLTASDIRGVFLRSNLFQGSWNFE
                     RMQALGFCFSMVPAIRRLYPENSEERKQAIKRHLEFFNTQPFVAAPILGVTLAMEEQR
                     ANGAEIDDAAINGIKVGLMGPLAGVGDPIFWGTVRPVFAALGAGIAMSGSLLGPLLFF
                     VLFNVVRLLTRYYGVAYGYKKGVNIVNDMGGGFLQKLTEGASILGLFVMGALVNKWTH
                     VNIPVVVSRITNPAGETTVTTVQTILDQLMPGLVPLLLTFGCMWLLRRKVNALWIIMG
                     FFAIGIFGYWIGFLAP"
     gene            813607..814068
                     /locus_tag="CH60_789"
     CDS             813607..814068
                     /locus_tag="CH60_789"
                     /note="conserved hypothetical protein;
                     [S] COG4811 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12233.1"
                     /translation="MSVTDLVLVVFIALLLIYAIYDEFIMNMMKGKTRLQVHLKRKNK
                     LDCMIFVGLIGILIYNNVMAHGAPLTTYLLVGLALVAVYISYIRWPKLLFKNTGFFYA
                     NTFIEYSRIKSMNLSEDGILVIDLEQRRLLIQVKKLDDLEKIYNFFIENQS"
     gene            814497..815066
                     /locus_tag="CH60_790"
     CDS             814497..815066
                     /locus_tag="CH60_790"
                     /note="conserved hypothetical protein;
                     [S] COG1971 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12217.1"
                     /translation="MNLSATIILAFAMSMDAFAASIGKGATLYKPRFREALRTGLIFG
                     VIEAITPLIGWCIGLFASQYIMEWDHWIAFSLLFILGCRMIFEGMKQRVAETEKMRSH
                     SFWVLVTTAIATSLDAMAIGVGLAFLQVDIVHTAMAIGLATMIMATLGMLIGRYIGPL
                     LGKRAEIIGGIVLIGIGFNILYEHMHLTA"
     gene            complement(815227..817440)
                     /gene="fcuA"
                     /locus_tag="CH60_791"
     CDS             complement(815227..817440)
                     /gene="fcuA"
                     /locus_tag="CH60_791"
                     /note="[P] COG1629 Outer membrane receptor proteins,
                     mostly Fe transport"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrichrome receptor fcuA"
                     /protein_id="AJK12422.1"
                     /translation="MIGVALGSLSASSWSAAVANSTKTASAVAETNSAESSNKADTIT
                     VVGTPDTFRAGGNDLIPTYLDGQVANGGRIGFLGQQDARNVPFNIIGYTSKMIEDQQA
                     ATIADVVKNDASVQNVRGYGNPSQNYRIRGFNLDGDDISFGGLFGVLPRQIVSTSMVE
                     RVEVFKGANAFINGISPSGSGVGGMINLEPKRAGDTPLTRVTVDYGSAAQVGGGLDVG
                     RRYGDNDQYGVRVNVLHREGETAIKDEKNRLTAVSTGLDYRSDRARTSLDVGYQKQTI
                     HHMRTTVGVGAVTVIPEPPSTTLNYGQPWVYTDLETTFGMLRSEYDVSQNWTVYGSIG
                     ASHNEETGQYGSPILTDNSGNATISRLYVPYISESIAGLGGIRGHFDTGFITHKVNLG
                     YATNYRTTKSAFNMSESINTNIYNPGVIPFPPTSTNPNFYSPNQDPTLTSQVRASGFS
                     LSDTLSMMDDKVQLMLGVRRQDVTIRNFNNGVPNSAGSLDAMKVTPIYGVLVRPWEKV
                     SLYANHIEALGPGKSAPNEFNGKPVVNKGQIPGIVHSKQNEVGVKFDNQRYGGTLALF
                     EITRPTGTVDPATNTYGFYGEQRNRGVELNVFGEPVLGTRLLGSAVWLDPKLTKTQNG
                     TNNGNYAVGVARYQLVFGGEYDIPSVEGLTATGTLTRSGSQYANDANTLKIKPWTRLD
                     LGVRYTMPMKETNLIWRANLENVTNERYWESIEDSGVYLYQGDPRTLKLSVSMDF"
     gene            817548..818570
                     /locus_tag="CH60_792"
     CDS             817548..818570
                     /locus_tag="CH60_792"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13101.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKPPLHHPLSIYDS
                     FCRGVA"
     gene            818570..819349
                     /locus_tag="CH60_793"
     CDS             818570..819349
                     /locus_tag="CH60_793"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13557.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(819716..820021)
                     /locus_tag="CH60_794"
     CDS             complement(819716..820021)
                     /locus_tag="CH60_794"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10571.1"
                     /translation="MDHINNAKRVLDENAKVLYGIFGVISCSGYFPPLPFLNEFFMAG
                     SDPCDQDERMDSWCPFTLTSSEYEEVKAWWLVSRPGTVESALGSECWDDWIQEILEL"
     gene            complement(820118..820519)
                     /locus_tag="CH60_795"
     CDS             complement(820118..820519)
                     /locus_tag="CH60_795"
                     /note="putative predicted Zn-dependent hydrolases of the
                     beta-lactamase fold"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Zn-dependent hydrolases of the
                     beta-lactamase fold protein"
                     /protein_id="AJK13024.1"
                     /translation="MPDIALTNRIVKIHLSSWRYFALLTLPPLVLAFNLLYSFASLVL
                     LMLFLVTHYYCWRLWLDERLFTLLNKESSLAEFDEGMAQLWIAKSGATRTLTERWCGV
                     RGLFYRAMFSLIALWLTSLSSVLYLTLTLVD"
     gene            complement(820501..821820)
                     /locus_tag="CH60_796"
     CDS             complement(820501..821820)
                     /locus_tag="CH60_796"
                     /note="conserved hypothetical protein;
                     [I] COG0671 Membrane-associated phospholipid phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11164.1"
                     /translation="MVESALTQNKYSLWKQGVCWLLLLGPLFFLSYGQVNQFTATRYD
                     VGSRVFAWEHAIPFMPWTIVPYWSIDLLYGISLFICTSKQELTRHGCRLLASSLIACA
                     GFLLFPLKFTFVRPETQDMFGWLFHQLELFDLPYNQAPSLHIILTWLLWLRFRQHLNR
                     GARMVSGAWFLLIAASVLTTWQHHFVDVLSGFIVAVVISYAIPIEGQWRWKRPSPHAL
                     RLAAKYTLGGIIFLLAGVLIPGSYFLLWPAGALLMVSAGYVGLGTSLFQKNEHGHLSL
                     SARLLLWPYLTGARLSKMWFSRHIPKTSAILDGVSLGCFPDKSLQQTAVLDLTAEFHH
                     RTRVPGVWYAYPLMDLVVPDVQDIAQAVAKLTELRQGHLTVVVCCALGLSRSATVVAA
                     WLLAQGHVSCVQEAIDLIKSQRPQVVLTPAYIHALEQFQGTLCQISL"
     gene            complement(821813..823576)
                     /locus_tag="CH60_797"
     CDS             complement(821813..823576)
                     /locus_tag="CH60_797"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AJK11985.1"
                     /translation="MSQEVRLFQEGMFTASDETSLYFRHWSATEGNSKKVIVLFHRGH
                     EHSGRLQHIVDELMMPDTHFYAWDARGHGQSPGARGYSPSLARSVLDVDEFVRFVAQD
                     AQVNLDDIVVIAQSVGAVLVSTWVHDYAPKIRGMVLASPAFKVKLYVPFARLGLGLMQ
                     RIRGLFYVNSYVKGKFLSHDPERIASFEQDKLITRQIAVNILLDLYKTAERIVSDSTA
                     ITLPTQLLISGDDFVVHEKPQKQFYAGLRSAIKEQHILPGFYHDTLGEKDRSIAFDKM
                     KNFIDRLYATAPYAFDYSHEDRWSPSADAYRELQAPPKSRSLEGMFYAALSFGMKTIG
                     RQSKGMRLGYETGFDSGSTLDYVYRNQPEGNGILGRMIDHNYLNSVGWRGIRVRKVNI
                     QQMIEQAVAKIQLSHMPVRVVDIAAGHGRYVLDALEKQQGIESILLRDYSDLNVEKGQ
                     AMIEERGLSHVAQFRKGNAFDYDSLATLDPAPTLGIVSGLYELFPDNDLIKTSLAGLA
                     AAIPPGGMLVYTGQPWHPQLKTIAYTLTSHQNGIPWMMRVRSQKEMDTLVEQAGFEKC
                     HQVIDEFGIFTVSLAVRKQHG"
     gene            complement(823573..824205)
                     /locus_tag="CH60_798"
     CDS             complement(823573..824205)
                     /locus_tag="CH60_798"
                     /note="[I] COG0204 1-acyl-sn-glycerol-3-phosphate
                     acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="acyltransferase family protein"
                     /protein_id="AJK10547.1"
                     /translation="MNRMLRWIFTLCIAYPVVWIWLGVRVAGRKKLPRDGPAIIVANH
                     NSHLDVLTLFTLFPLSTLVKVQPVAAADYFLKNKVISWFALKVIGIIPVYRGAHQANP
                     LQACVDALAEKKIVIIFPEGTRGEPGKFSEIKSGIWHLSQRCPEVPIIPVYMHGLDRS
                     MGKGQKIPVPFFIDIFIDDPLFYDAEKVTFKQLLLNRFVALQQLATRKTS"
     gene            complement(824215..825144)
                     /locus_tag="CH60_799"
     CDS             complement(824215..825144)
                     /locus_tag="CH60_799"
                     /note="[R] COG4589 Predicted CDP-diglyceride
                     synthetase/phosphatidate cytidylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidylyltransferase family protein"
                     /protein_id="AJK11284.1"
                     /translation="MPDSLQTLYYCLGGIFSVLLLATIIIFVLKKCRPQRDWLELQQR
                     INSWWVIICLFSLAMLSPKWLALTFFGFISFLSLKEYLTLAPTRRSDSVPLLWMYAAI
                     PLQYVWIGMSWYGMFIIFIPIYVFLFLPARMVLVGDTKGFLHSASIMHWGMMATVFAL
                     SHVAYLLTLPGVDAKAGALLVIFLVVATELNDISQYLWGKSLGKIKVTPKVSPNKTLA
                     GLLGGVLTTMLLAAIFGPLLTPMDWLHSLGAGVIIGLSGFCGDVVMSAIKRDFGVKDS
                     GKLLPGHGGILDRLDSLIYTAPLFFHFYHYFYV"
     gene            complement(825137..825739)
                     /gene="ynbA"
                     /locus_tag="CH60_800"
     CDS             complement(825137..825739)
                     /gene="ynbA"
                     /locus_tag="CH60_800"
                     /note="[I] COG0558 Phosphatidylglycerophosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein ynbA"
                     /protein_id="AJK14388.1"
                     /translation="MTLYDIKPQFQNLLRPLVVRLHARGVTANQITLLAMLTSVLLGG
                     WLICFPQPVLFISLPVFLFFRMALNAIDGMLAREFNQQSTLGAILNEVGDIISDAALY
                     LAFAFLSGVSPWLVILVVLLSWLTEFCGVIAQTLTGIRNYRGPLGKSDRAFVLGALGL
                     FIALWPQYIGVTNIVFGVTALLLVWTCINRCRSAIEVKNA"
     gene            complement(825966..826142)
                     /locus_tag="CH60_801"
     CDS             complement(825966..826142)
                     /locus_tag="CH60_801"
                     /codon_start=1
                     /transl_table=11
                     /product="rhs element Vgr domain protein"
                     /protein_id="AJK11536.1"
                     /translation="MKPLRELHPEPKDKINTTTQFLFYPDEKPWEAVNPRILRGVITS
                     VQPCERSADMNHCN"
     gene            complement(826139..826384)
                     /locus_tag="CH60_802"
     CDS             complement(826139..826384)
                     /locus_tag="CH60_802"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10902.1"
                     /translation="MDTKPYFNHGYNGVASTNFETDLQTKSITSLFIDNIFQDTWLLA
                     LTSRNRPGVTVNNALYQHCENMIEQVQKKLRSLRILG"
     gene            826918..827256
                     /locus_tag="CH60_803"
     CDS             826918..827256
                     /locus_tag="CH60_803"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14087.1"
                     /translation="MITHSPHTIASRTECIGCFTVPGVLGGFEVRSMKNRKERPLLMV
                     VRTGWEKAAAYEQIRPVSEIVIEKNGQSRPVNQAFFWNDLQDTSIDFSQKAVDLFFSK
                     KGTLSACHPI"
     gene            827241..827888
                     /locus_tag="CH60_804"
     CDS             827241..827888
                     /locus_tag="CH60_804"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13787.1"
                     /translation="MSPNLIAEHDKILKWPEVNDLAYGHFLWLPEFKTPSGDLFRALL
                     EDDGSNMAHLHIKERLSGEHIASYVLTFDLTPPLDLGQRLPQVESAYVSQEYQGGGVS
                     TATYKAIIDHYGAVISDTYQTEGGMVLWLFGLSKDDSIQLTILNVDGHTLDYKINEHG
                     ERISFQADRKSLLEIADTVWGNPDNVELSNLETLGFTPSWRNHSNHVLAATKSII"
     gene            complement(828707..828783)
                     /locus_tag="CH60_805"
     tRNA            complement(828707..828783)
                     /locus_tag="CH60_805"
                     /product="tRNA-Arg"
     gene            828999..829865
                     /gene="folD"
                     /locus_tag="CH60_806"
     CDS             828999..829865
                     /gene="folD"
                     /locus_tag="CH60_806"
                     /EC_number="3.5.4.9"
                     /note="bifunctional protein FolD;
                     [H] COG0190 5,10-methylene-tetrahydrofolate
                     dehydrogenase/Methenyl tetrahydrofolate cyclohydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional protein FolD protein"
                     /protein_id="AJK12988.1"
                     /translation="MSAKIIDGKTIAQQVRNEVAAVVQQRLAAGKRAPGLAVVLVGEN
                     PASQIYVASKRKACEEVGFVSRSYDLPMATSEAELLALIDSLNEDTEIDGILIQLPLP
                     NGIDNVKVLERIHPDKDVDGFHPYNVGRLCQRAPKLRACTPRGIMTLLERYDIPTYGL
                     NAVVVGASNIVGRPMSLELLLAGCTTTVTHRFTKNLRHHIENADLLVVAVGKPGFIPG
                     EWIKPGAIVIDVGINRLESGKVVGDVAFDVAAERAGWITPVPGGVGPMTVATLIQNTL
                     QACEEYHDISQN"
     gene            829880..830092
                     /locus_tag="CH60_807"
     CDS             829880..830092
                     /locus_tag="CH60_807"
                     /note="conserved hypothetical protein;
                     [S] COG2501 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11764.1"
                     /translation="MDIFHLEKHPHVELCDLLKLQGWNDSGASAKAAIADGLVKVDGK
                     VETRKRCKILADQIVEFQGMKVQVKA"
     gene            complement(830239..830697)
                     /locus_tag="CH60_808"
     CDS             complement(830239..830697)
                     /locus_tag="CH60_808"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11449.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(830687..830917)
                     /locus_tag="CH60_809"
     CDS             complement(830687..830917)
                     /locus_tag="CH60_809"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12270.1"
                     /translation="MESTHYQWIVLKKLRFWCLPVTAIFLCPENPQLGWGFSKAFSFG
                     SVIKTPFDLLKQFAVWQLQMFNKKSKGGPNEG"
     gene            complement(831044..832429)
                     /gene="cysS"
                     /locus_tag="CH60_810"
     CDS             complement(831044..832429)
                     /gene="cysS"
                     /locus_tag="CH60_810"
                     /EC_number="6.1.1.16"
                     /note="cysS: cysteine--tRNA ligase;
                     [J] COG0215 Cysteinyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine--tRNA ligase"
                     /protein_id="AJK11683.1"
                     /translation="MLKIFNTLSRQKEEFKPIHAGKVGMYVCGITIYDLCHIGHGRTF
                     VAFDVVARYLRYLGYSLTYVRNVTDVDDKIIKRAIENNETCEQLTTRMLAEMHKDFDA
                     LNLERPDLEPRATHHIAEIIEMTERLIARGHAYVASNGDVMFAVDSDPDYGVLSRQDL
                     DQLQAGARVEVADVKRNPMDFVLWKMSKPGEPRWESPWGPGRPGWHIECSAMNGKQLG
                     AHFDIHGGGSDLMFPHHENEIAQSTCAHDGPYVNYWMHSGMVMIDKEKMSKSLNNFFT
                     IRDVLAYYDAETVRYFLMSGHYRSQLNYSEENLKQARASLERLYTALRGTDANATPAG
                     GAEFEARFRTAMDDDFNTPEAYSVLFDIAREVNRLKNEDMAAANGLAAELRKLAQVLG
                     LLEQDPELFLQGGAQADDDEVAKIEALIKQRNDARSSKNWALADAARDQLNELGIVLE
                     DGPQGTTWRRK"
     gene            832640..833134
                     /gene="ppiB"
                     /locus_tag="CH60_811"
     CDS             832640..833134
                     /gene="ppiB"
                     /locus_tag="CH60_811"
                     /EC_number="5.2.1.8"
                     /note="[O] COG0652 Peptidyl-prolyl cis-trans isomerase
                     (rotamase) - cyclophilin family"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase B"
                     /protein_id="AJK13280.1"
                     /translation="MVTFHTNHGDIVINTFADKAPATVENFLNYCRKGFYDNTIFHRV
                     IDGFMIQGGGFEPGMSQKTTDAPIKNEANNGLKNTRGTLAMARTNDPHSATAQFFINV
                     ADNDFLNFRSERPDGWGYCVFAEVTDGLDVVDKIKNVATGRSGMHQDVPKEDVIIKSV
                     TISE"
     gene            833145..833867
                     /gene="lpxH"
                     /locus_tag="CH60_812"
     CDS             833145..833867
                     /gene="lpxH"
                     /locus_tag="CH60_812"
                     /EC_number="3.6.1.54"
                     /note="lipid_A_lpxH: UDP-2,3-diacylglucosamine
                     diphosphatase;
                     [S] COG2908 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-2,3-diacylglucosamine diphosphatase"
                     /protein_id="AJK12928.1"
                     /translation="MSTLFIADLHLSVQEPAITAGFLHFIQREAIHADALYILGDLFE
                     SWIGDDDPEPLYRQVAAALKSLQQQGVPCYFIHGNRDFLLGKRFAEESGMVLLPEENV
                     VELYGRKILILHGDTLCTDDTDYQHFRKKVHNPLIQKLFLWIPLRLRLRIAAYMRNKS
                     QQNNSGKSERIMDVNSKAVIDAFLRHDVSWMIHGHTHRPAIHSVELPMVTAHRVVLGA
                     WHVEGSMVKVTADNVELITFPF"
     gene            834163..834687
                     /gene="purE"
                     /locus_tag="CH60_813"
     CDS             834163..834687
                     /gene="purE"
                     /locus_tag="CH60_813"
                     /EC_number="4.1.1.21"
                     /note="[F] COG0041 Phosphoribosylcarboxyaminoimidazole
                     (NCAIR) mutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazole carboxylase
                     catalytic subunit PurE"
                     /protein_id="AJK12338.1"
                     /translation="MGANLNSAYAAGVKIAIVMGSKSDWATMQFAADVLTTLNVPFHV
                     EVVSAHRTPDRLFSFAEQAEANGLHVIIAGAGGAAHLPGMLAAKTLVPVLGVPVQSAA
                     LSGVDSLYSIVQMPRGIPVGTLAIGKAGAANAALLAAQILALHDTELAGRLAHWRQSQ
                     TDDVLDNPDPREEA"
     gene            834684..835748
                     /gene="purK"
                     /locus_tag="CH60_814"
     CDS             834684..835748
                     /gene="purK"
                     /locus_tag="CH60_814"
                     /EC_number="4.1.1.21"
                     /note="purK: phosphoribosylaminoimidazole carboxylase,
                     ATPase subunit;
                     [F] COG0026 Phosphoribosylaminoimidazole carboxylase
                     (NCAIR synthetase)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazole carboxylase, ATPase
                     subunit"
                     /protein_id="AJK11251.1"
                     /translation="MKPVCVLGNGQLGRMLRQAGEPLGIAVYPVGLDAEPEAVPYQHS
                     VITAEIERWPETALTRELATHTAFVNRDIFPRLADRLPQKQLLDSLGLATAPWQLLSS
                     ASEWPEVFATLGELAIVKRRVGGYDGRGQWRLRPGEQGTLPPDAYGECIVEQGINFSG
                     EVSLIGARSHQGESVFYPLTHNLHEDGILRMSVALPQPNSKLQQQAEKMLSAIMDKLN
                     YVGVMAMECFIVGDRLLINELAPRVHNSGHWTQNGASISQFELHLRAILDLPLPQPVV
                     NTPSAMVNLIGTPVNIQWLSLPLVHLHWYDKEVREGRKVGHLNLNDPEGTALSASLAA
                     LAPLLPAEYQNALRWAQDKL"
     gene            complement(835792..838221)
                     /locus_tag="CH60_815"
     CDS             complement(835792..838221)
                     /locus_tag="CH60_815"
                     /note="[Q] COG3127 Predicted ABC-type transport system
                     involved in lysophospholipase L1 biosynthesis, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AJK10922.1"
                     /translation="MIWRWFWREWRAPSLLIVWLALTLAVACVLALGTISDRMEKGLS
                     QQSRDFLAGDRVLRAAHPVPEAWLQEAKQQGLAVSRQLSFLTMTFAGDRPQLAEVKAT
                     DLAYPLYGKLETLPKGAELQPGTVLVAPRLLALLGVKVGDMLDVGDTSLKIIGEIIQE
                     PDAGFNPFQTAPHILINLADVEKTGAVQPGSRLTYRYMFAGTPEAVTQFSDWLTPQLA
                     PEQRWYGLQESGGALGKSLQRAQQFLLLSALLTLLLSIAAVAVAMGHYCRSRYDLVAV
                     LKTLGAGRGALRRLIIGQWLSVLALAGLCGSVIGLLFERLLVWLLAPVLPAELPTAGL
                     WPWVWSMGSLVLISLLVGVRPYRQLLATQPLRVLRRDVAANVWPLRYFIPVMLLVVIG
                     LLALLMGGNSLLWAILGGMVVLALLLGGIGWGSLLLLRHLTVTRLSLRLAINRLLRQP
                     WMTLTQLAAFSLSFMLLALLLVLRGDLLERWQQQLPPDSPNYFLLNMTPQQVPQVTAF
                     LAQHHIQPSTFYPIVRVRLTEINQQLATERVSEDSPGGEAVNRELNLTWQQDLPAHNV
                     LTAGQWPPKADEVSMEQGIADRLGIKIGDKLTFSGDTQSFGATVSSIRQVDWDSLRPN
                     FYFIFPPGALDQQPQTWLTSFRYHGDGEALVQLNRQFPTLSLLDIGAMLKQVGQVLQQ
                     VSRALEVMVVLVILCGTLLLLAQVQVGMRQRRQELVVYRTLGASKRLLRGTLWWEFAL
                     LGLVAGLAAAIGAEAALWALQRLVFDFPWQPNWMMWWILPLAGASLLSVCGGWLGVRL
                     LRGQALFRRYE"
     gene            complement(838218..838904)
                     /locus_tag="CH60_816"
     CDS             complement(838218..838904)
                     /locus_tag="CH60_816"
                     /note="[Q] COG4181 Predicted ABC-type transport system
                     involved in lysophospholipase L1 biosynthesis, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10851.1"
                     /translation="MPAENVLEVHHLNKHVGQGEQQLSILTGVELVVKPAQTIALIGE
                     SGSGKSTLLGILAGLDDGSSGDVSLLGQSLTTMDEEGRALLRAKNVGFVFQSFMLVPT
                     LNTLENVQLPALLRGESDRQSKSQAIELLEQLGLGKRLYHLPAQLSGGEQQRVALARA
                     FSGRPKILFADEPTGNLDRQTGDRIADLLFSLNRDFATTLILVTHDEQLAGRCQRRLR
                     LRDGKLWEES"
     gene            838938..839510
                     /locus_tag="CH60_817"
     CDS             838938..839510
                     /locus_tag="CH60_817"
                     /note="[E] COG2755 Lysophospholipase L1 and related
                     esterases"
                     /codon_start=1
                     /transl_table=11
                     /product="GDSL-like Lipase/Acylhydrolase family protein"
                     /protein_id="AJK11247.1"
                     /translation="MRAAATDTLLILGDSLSAGYRLPIAQAWPSLLDKKWQATPSLPK
                     VVNASISGDTAAQGLARLPALLKQHQPRWVLIELGANDALRGFPTQDIQRDLSEIINQ
                     ITAAKAQPLLMQIRIPPNYGRRYTDAFTAIYPQLAQQFDIPLLPFFMEQVAVKPEWMQ
                     DDGLHPNGDAQPFIADWMAQQLKPLVVDPK"
     gene            839897..840673
                     /locus_tag="CH60_818"
     CDS             839897..840673
                     /locus_tag="CH60_818"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK11231.1"
                     /translation="MQKAVLITGCSSGIGLVAAQDLKNRGYRVLAACRKPDDVAKMVQ
                     LGLEGIELDLDDSASVERAAAQVIELTGGRLYGLFNNGGFGLYGSLHTISRQQLEKQF
                     STNLFGTHQLTQLLLPAMLPHGEGRIIQTSSVMGLVSTAGRGAYAASKYALEAWSDAL
                     RMELQSSGIHVSLIEPGPISTHFTQNVNQAEADKPVNNPGIAKRFTLPPEAILPKLRH
                     ALESPRPQLRYPVTMVAHALTLLRRLLPGRMLDRVLRGNS"
     gene            840750..841619
                     /locus_tag="CH60_819"
     CDS             840750..841619
                     /locus_tag="CH60_819"
                     /note="[O] COG3118 Thioredoxin domain-containing protein"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AJK12830.1"
                     /translation="MLTPTTIEITEANLHQAIEQSMSVPVLFYFWSERSQHCLQLTPT
                     LDKLAAEYAGQFILARVDCDAQPMVASQFGLRSIPAVYLFKDGQPVDGFQGPQPEEVI
                     RELLQRVLPKPEELKSAEAAQLMSEGKVPEALPLLKEAWQLAQQSNSPQTSEIALQLA
                     EAQILLNRSEDAESVLATLPLQDRDTRYQGLIAQIELLKQAANTPEIQQLQQQLAEQP
                     DNVELAVQLALQLHQVGRNEEALELLLGHLKKDLAAANGTARKTLMDILAALGTGDAL
                     AAKYRRQLYALLY"
     gene            841814..842728
                     /locus_tag="CH60_820"
     CDS             841814..842728
                     /locus_tag="CH60_820"
                     /note="[O] COG0330 Membrane protease subunits,
                     stomatin/prohibitin homologs"
                     /codon_start=1
                     /transl_table=11
                     /product="SPFH domain / Band 7 family protein"
                     /protein_id="AJK13151.1"
                     /translation="MFTVIPILIVVALIVVLSAIKIVPQGFQWTVERFGRYTKTLMPG
                     LNIVVPFMDRVGRKINVMEQVLDIPSQEIISRDNANVAIDAVCFIQVIDPVKAAYEVS
                     NLELAIVNLTMTNFRTVLGSMELDEMLSQRDNINSRLLHIVDEATNPWGIKITRIEIR
                     DVRPPTELISAMNAQMKAERTKRADILEAEGVRQAAILRAEGEKQSQILKAEGERQSA
                     FLQAEARERAAEAEAQATKMVSEAIAAGDIQAINYFVAQKYTDALQHIGSANNSKVIM
                     MPLEASSLMGAIGGIAELIGESKNSRGK"
     gene            842731..843180
                     /gene="ybbJ"
                     /locus_tag="CH60_821"
     CDS             842731..843180
                     /gene="ybbJ"
                     /locus_tag="CH60_821"
                     /note="[OU] COG1585 Membrane protein implicated in
                     regulation of membrane protease activity"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein ybbJ"
                     /protein_id="AJK11508.1"
                     /translation="MLEEIAVNPNWFWLSLGGLLLAAEMLGASGYLLWSGIAAVLVGV
                     LVWLFPFSWEMQGVLFSILTVVSAFLWWYWLSKRTKPQPAMLNQRNHQLLGIRATLTE
                     PTVDGYGRMKVGDSSWRIYCATELNPGTEVEVILVEGNTLHVRAVNR"
     gene            complement(843289..843708)
                     /gene="cueR"
                     /locus_tag="CH60_822"
     CDS             complement(843289..843708)
                     /gene="cueR"
                     /locus_tag="CH60_822"
                     /note="cueR: Cu(I)-responsive transcriptional regulator;
                     [K] COG0789 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="Cu(I)-responsive transcriptional regulator"
                     /protein_id="AJK12902.1"
                     /translation="MNISDVAKKTGLTSKAIRFYEEKKLVTPPVRTDNGYRSYTAKHI
                     EELTLLRQARQVGFTLDECRELLALFHNPARHSADVKAATLLKVAEIEQHINDLNQMR
                     MRLLALAEECPGDEGADCPIINSLAGCCHSSSSLPLK"
     gene            843915..846800
                     /locus_tag="CH60_823"
     CDS             843915..846800
                     /locus_tag="CH60_823"
                     /EC_number="3.6.3.4"
                     /note="ATPase-IB1_Cu: copper-translocating P-type ATPase;
                     [P] COG2217 Cation transport ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="copper-translocating P-type ATPase"
                     /protein_id="AJK11907.1"
                     /translation="MLQTTLLALQGLSCMNCAQRVKAALESREDVHHAEVNVHYAKVT
                     GEADTHALIETIKQTGYQATEAQTPDVELHLSGLSCGHCTETVRKALEAVSGVISADV
                     TLESANVYGKADIQTLIAAVEQAGYHATQQGIDSPKTEPLTHSAQSQPESLAAAPNTV
                     PATNVALATSTVSDTNTVLPTNTALPTNTTSTTSTADTASATSTAPVINPLPVTESVA
                     QPAASEGESVQLLLTGMSCASCVSKVQNALQRVDGVQVARVNLAERSALVTGTQNNEA
                     LIAAVKNAGYGAEIIEDEGERRERQQQMSQASMKRFQWQAALGLLLGIPLMAWGLFGG
                     SMTLTPETQTPWLIIGIITLLVMIFAGGHFYRNAWVSLKNGSATMDTLVALGTGAAWI
                     YSITVNIWPDVFPMEARHLYYEASAMIIGLINLGHAMEQRARQRSSNALERLLDLAPP
                     TAKLVTDDGEKVIPLADVQLGMILRLTTGDRVPVDGEIVQGEVWMDEAMLTGEPIPQQ
                     KSVGDIVHAGTQVQDGTVQFRASAIGSQTTLARIIKLVRQAQSSKPEIGKLADRISAV
                     FVPTVVVIAIVAGLIWYFFGPQPQLVYTLVVATTVLIIACPCALGLATPMSIISGVGR
                     AAEFGVLVRDADALQQASNLDTLVFDKTGTLTEGHPQVVAIHTFNGVSEQQALGWAAA
                     LETGSNHPLARAILQRAEGLTLATASQFRTLRGLGVSGEVDGIPLLLGNNRLLEEQQI
                     DTRELQSLIQQQAESGATPVILTANGKPAALLSIRDPLREDSIGALQRLHQLGYSLVM
                     LTGDNPITANAIAKEAGIDRVIAGVLPDGKADAIKQLQAAGHKVAMIGDGINDAPALA
                     QADVGIAMGGGSDIAIETAAITLMRHSLYGVVDAVELSKATLRNMKQNLLGAFFYNAL
                     GIPIAAGILYPFTGTLLSPVVAGAAMALSSITVVSNANRLLRFKPKQ"
     gene            847321..848130
                     /locus_tag="CH60_824"
     CDS             847321..848130
                     /locus_tag="CH60_824"
                     /note="[S] COG3735 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="traB family protein"
                     /protein_id="AJK11507.1"
                     /translation="MDKLLRRIAKFLGIITPTTYAYPALDITLPGERHLHLVGSIHMG
                     TAGMFPLPHTLLNKLNQADALIVEADITDATSSFGHSTVTEPLVDRLSEEYYPQLQRR
                     CEELGSDPLAMTYLPAWQVALMLQAHQAQRLGLRGEYGIDYQLLKAAGAQEKEIIELE
                     GAEMQLDLLKTLPDNGISLLHDTLLHWHTNARLLQTMIGWWLEHQPEKYQATLAPTFS
                     HDMYDVLMLQRNKRWQQQLEQLAPGRYVVAVGALHLYGEGNLPELLRADNQ"
     gene            848394..848873
                     /gene="ybaK"
                     /locus_tag="CH60_825"
     CDS             848394..848873
                     /gene="ybaK"
                     /locus_tag="CH60_825"
                     /note="[S] COG2606 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cys-tRNA(Pro)/Cys-tRNA(Cys) deacylase ybaK"
                     /protein_id="AJK13087.1"
                     /translation="MTPAVVLLEKQKVPFTLHPYHHDAAETHFGDEAVKKLGLNADQV
                     YKTLLVALNNDAKNLAVAVTPVATQLDLKKVARALGAKKAEMADPQLAQRTTGYLIGG
                     ISPLGQKKRLPTVIDSQAQEFVTIFVSGGKRGLDIELAAVDLCRLLQGVFADIAKRD"
     gene            848939..849196
                     /locus_tag="CH60_826"
     CDS             848939..849196
                     /locus_tag="CH60_826"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12952.1"
                     /translation="MSLKLIRLLTNPDDAILNGEDRQRSKASAPRMARLEPTWMYLRR
                     LYDLPVLSVAGTLSITSMSLKLMRYINDNRMIAMHTQRSQF"
     gene            849210..849449
                     /locus_tag="CH60_827"
     CDS             849210..849449
                     /locus_tag="CH60_827"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11962.1"
                     /translation="MGYDAHKNDLNIKADLIALKYVVQTLVAVANSAHDNRLNQALDI
                     LIHEFESNANKNNDNQSIANAIANYLPDEPVIELV"
     gene            complement(849553..850176)
                     /locus_tag="CH60_828"
     CDS             complement(849553..850176)
                     /locus_tag="CH60_828"
                     /note="5'-nucleotidase, C-terminal domain protein;
                     [F] COG0737 5'-nucleotidase/2',3'-cyclic phosphodiesterase
                     and related esterases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12935.1"
                     /translation="MLKLLTPFEERGKAQLGVRIGSVNGRLEGDRNKVRFEQTNMARL
                     LLASQIERSGADFAVMSGGGVRDSIGAGDITYKDVLKVQPFGNTLVYVDMKGSEVEKY
                     LAVVANKQPDSGAYAQFANVSLVADGQGVSNVKIQGEPLDPNKTYRMATLNFNALGGD
                     GYPRIDNSPSYVNTGFIDAEVLKQYIEKHSPLDAEQYQLKGEIVYNQ"
     gene            complement(850170..850961)
                     /locus_tag="CH60_829"
     CDS             complement(850170..850961)
                     /locus_tag="CH60_829"
                     /note="[F] COG0737 5'-nucleotidase/2',3'-cyclic
                     phosphodiesterase and related esterases"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AJK11947.1"
                     /translation="MIINTGVPESDLQDAEPDFRGMNLVGYDAMAIGNHEFDNPLSVL
                     RQQEKWAKFPLLSANIYQKGTQQRLFKPYALFDKQGIKIAVLGLTTDDTPKVSSPENV
                     VDIEFRVPAVEAKHVVEQLRKTEKPDIIIAATHMGHYDDGKHGSNAPGDVEMARSLPA
                     GYLDMIVGGHSQNPVCMASENHRQVDYVPGSPCVPDRQNGTWIVQAHEWGKYVGRADF
                     TFRNGELTLVNYQLIPINLKKKLRKLMALASTSFIPKRLLRTPQC"
     gene            complement(850951..851208)
                     /locus_tag="CH60_830"
     CDS             complement(850951..851208)
                     /locus_tag="CH60_830"
                     /note="[F] COG0737 5'-nucleotidase/2',3'-cyclic
                     phosphodiesterase and related esterases"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protein UshA: UDP-sugar hydrolase"
                     /protein_id="AJK11059.1"
                     /translation="MRFSLTTTLGALAVSLALAPGWASAWEKDKTYDITILHTNDHHG
                     HFWQNEQGEYGLAAQKTVVDEIRKQVAAKGGSLLLLSGGDY"
     gene            851490..852704
                     /locus_tag="CH60_831"
     CDS             851490..852704
                     /locus_tag="CH60_831"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK11417.1"
                     /translation="MTDRSDTGCQQPVNVSVKRTSFSILGAISVSHLLNDMIQSLILA
                     IYPLLQAEFSLSFAQIGLITLTYQLTASLLQPLIGLYTDKHPQPYSLPIGMGFTLSGI
                     LLLAVATTFPVVLLAAALVGTGSSVFHPESSRVARMASGGRHGLAQSVFQVGGNFGSA
                     LGPLLAAIIIAPYGKGNVGWFSLAALLAIVVLLQVSKWYKLQQRASYGKVLKISSAKT
                     LPKNKIISTLAILMVLIFSKYFYLTSISSYYTFYLIHKFGVSVQSAQIHLFVFLFAVA
                     AGTIIGGPLGDKIGRKYVIWGSILGVAPFTLALPYASLYWTGILTVFIGVILASAFSA
                     ILVYAQELIPGKVGMVSGLFFGFAFGMGGIGAAVLGYVADLTSIELVYQICAFLPLLG
                     IFTALLPNLDDK"
     gene            852939..854630
                     /locus_tag="CH60_832"
     CDS             852939..854630
                     /locus_tag="CH60_832"
                     /note="2a37: transporter, monovalent cation:proton
                     antiporter-2 family protein;
                     [P] COG4651 Kef-type K+ transport system, predicted
                     NAD-binding component"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, monovalent cation:proton
                     antiporter-2 family protein"
                     /protein_id="AJK13178.1"
                     /translation="MHHSTPLITTIVGGLVLAFLFGTLAHRLRISPLVGYLAAGVLAG
                     PFTPGFVADTSLAPELAEIGVILLMFGVGLHFSLKDLLAVKSIAIPGAIAQIAVATLL
                     GMGLSHFLGWDLITGLVFGLCLSTASTVVLLRALEERQLIDSQRGQIAIGWLIVEDLA
                     MVLTLVLLPAFAGVMGNETTNLNQLFTELAITIGKVIAFITLMIVVGRRLVPWILAKT
                     ASTGSRELFTLAVLVLALGIAYGAVELFDVSFALGAFFAGMVLNESELSHRAAQDTLP
                     LRDAFAVLFFVSVGMLFDPMILVNEPLAVIASLAIIIFGKSAIAFALVRLFGHSKRTA
                     LTISVSLAQIGEFAFILAGLGISLGLLSGHGRNLVLASAILSIMLNPLLFTLLDRYLA
                     KTETMEDLILEEAVEEEKQIPVDLCNHVLLVGYGRVGSLLGAKLHAEGIPLVVIENSR
                     PRVEALREQGINAVFGNAANADVMALGRLDCARWLLLTIPNGYEAGEIVASARIKRPD
                     LEIIARAHYDDEVVYISDRGANQVVMGEREIANSMLNMLKIETLTEEDKMPVCPI"
     gene            complement(854727..856031)
                     /locus_tag="CH60_833"
     CDS             complement(854727..856031)
                     /locus_tag="CH60_833"
                     /note="[G] COG0524 Sugar kinases, ribokinase family"
                     /codon_start=1
                     /transl_table=11
                     /product="pfkB carbohydrate kinase family protein"
                     /protein_id="AJK14356.1"
                     /translation="MKFPGKRKSKHYFPVNARDPLLQSVQAENEVSTSYIVGIDQTLV
                     DIEAKVDEDFITRYGLSQGHSLVIEDDVAERLYQELTHNDLITHEFAGGTIGNTLHNY
                     SVLADDRSVLLGTMCSNIKIGSYAYRYLCNTSSRTDLNYLQAVDGAIGRCFTLITENG
                     ERTFAISPGQMNQLRPESIPEEVIAGASALVLTAYLVRCKPGEPMPDATMQAIHYAKK
                     HDVPVVMTLGTKYVIADNPQWWREFLNEHVSILAMNEDEAYELTGLNDPLMASDMALE
                     WVDLVLCTAGPSGLYMAGYTEEAYKRQTQHPLLPGAIAEFNLYEFSRAMRKAHCVDPF
                     RIYSHIAPYMGGPEKIMNTNGAGDGALSAVLHDITANGYHRNNVPNSSKHVRSYLSYS
                     SLAQVCKYANRVSYQVLNQHSPRLTRGLPEREDSLEESYWER"
     gene            complement(856235..857386)
                     /locus_tag="CH60_834"
     CDS             complement(856235..857386)
                     /locus_tag="CH60_834"
                     /note="[M] COG3765 Chain length determinant protein"
                     /codon_start=1
                     /transl_table=11
                     /product="chain length determinant family protein"
                     /protein_id="AJK12538.1"
                     /translation="MSNKQARSNLDSPIPNNYDFSNVSSSRNEIDLFEIFSVVFKSKF
                     KIILITLFFLISGLVVSYILPQKWTSTAIIALPGDEQVQVLDELITNLTVLDIKVDVS
                     ANYLLSTFKQNFDSQDLREQYLVNTNYFKRLMKNNPEDGLDKRALIERIVNENISSVN
                     PLKDKTEGENEYRYYKLSYSASTPTDARDLLQGSINYVNTIVNADVFRKIQRAVDLAK
                     GIGTDKYSMELLKARNNQKVKIERLRYASSIADAAGVKKPVYSNGSAISDDPDFPITM
                     GSDALNRKLEIEKSVIDLASINTELLNRKLYLDKLNRLEIPNVNIVPFKYLQQPTEPT
                     KRDVPKRALIVILFALVGLMGSVGFVLVEHFVRERKREEEGLKLSQTKE"
     gene            complement(857434..858807)
                     /locus_tag="CH60_835"
     CDS             complement(857434..858807)
                     /locus_tag="CH60_835"
                     /note="[G] COG1109 Phosphomannomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucomutase/phosphomannomutase,
                     alpha/beta/alpha domain III family protein"
                     /protein_id="AJK10656.1"
                     /translation="MPKLTCFKAYDIRGRLGDELNEDIAYRIGRAYGEFAKPKKVVVG
                     GDVRLTSESLKLALSQGLQDAGTDVLDIGLSGTEEIYFSTFHLGVDGGIEVTASHNPI
                     DYNGMKLVREGSRPISGDTGLRDIQYLAEQNEFPPVDSEKRGGYKKISIINDYVEHLI
                     NYINPSLFKPLKLVVNTGNGAAGHVIDALEKRFSELKIPITLIKIHHEPDGTFPNGIP
                     NPLLPECRQDTTDAVLMHDADMGIAFDGDFDRCFFFNNKGEFIEGYYIVGLLAEAFLQ
                     KNAGAKIIHDPRLSWNTIDIVNSSGGTPIMSKTGHAFIKERMREEDAVYGGEMSAHHY
                     FRDFAYCDSGMIPWLLIAELLCVKEKSLEQLVEERMRIYPASGEINSKLTDPTSAIAR
                     VRAEYEVKAIAIDETDGISMEFDGWRFNLRSSNTEPVVRLNVESHYNKTLMHHKTAEI
                     LSLLRKE"
     gene            complement(858812..859555)
                     /locus_tag="CH60_836"
     CDS             complement(858812..859555)
                     /locus_tag="CH60_836"
                     /note="[M] COG0463 Glycosyltransferases involved in cell
                     wall biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase like 2 family protein"
                     /protein_id="AJK13907.1"
                     /translation="MKISIITATYNSERTISDTLSSLEKQTYLDVEYIIVDGASKDNT
                     LTVISQNSTRVTKIISESDQGIYDALNKGIDLATGDIIGFLHSDDLLAYPGALSDIVE
                     TFEKQQCDAVYGDLQYVAKNDLNKVIRCWKSGFFNHEKMKYGWMPPHPTFYMKRDLYI
                     RFGGFDLSYKISADYDSLTRYIINYKIKIAYLPKVIIKMRVGGISNRSLGSMLLKSKE
                     DIQIMKLRGLFWPMSFLCKNLSKLPQFLK"
     gene            complement(859558..860964)
                     /locus_tag="CH60_837"
     CDS             complement(859558..860964)
                     /locus_tag="CH60_837"
                     /EC_number="5.3.1.8"
                     /note="GMP_PMI: mannose-1-phosphate
                     guanylyltransferase/mannose-6-phosphate isomerase;
                     [M] COG0836 Mannose-1-phosphate guanylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="mannose-1-phosphate
                     guanylyltransferase/mannose-6-phosphate isomerase"
                     /protein_id="AJK11718.1"
                     /translation="MLLPVIMAGGAGSRLWPLSRALYPKQFLALTSDLTMLQETLLRL
                     DGLPHLAPLVICNEEHRFIIAEQLRQKNLVHSGIVLEPVGRNTAPAIALAALRATMSG
                     DDPLLLVLAADHVIQDKLAFIRAVQRAEPLAEAGKLVTFGIVPKSPETGYGYIRQGKQ
                     VVDGAYQVAAFVEKPDLITAERYLASGDYYWNSGMFVFKASRYLQELDLHRPDILAAC
                     KQAIAGQHTDLDFIRLNEEAFSSCPDESIDYAVMEKTSDAVVVPLDAQWNDVGCWSAL
                     WEINTKDDHGNVIRGDVLIEDTNNSYVYSQNRLIATVGINDLVIVETKDAILVAHKDK
                     VQNVKGIVGQLKLESRCEYLQHREVYRPWGSHDAIAEGVRYHVQHVTVKPGQRIATQI
                     HYHRAEHWIVVSGIAKVHYGKETYLVNENESTYIPVGIAHSIENPGQIPLEIIEVHTG
                     NYISEDDVERIDDLGVGY"
     gene            complement(861172..862137)
                     /gene="fcl"
                     /locus_tag="CH60_838"
     CDS             complement(861172..862137)
                     /gene="fcl"
                     /locus_tag="CH60_838"
                     /EC_number="1.1.1.271"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="GDP-L-fucose synthase"
                     /protein_id="AJK14427.1"
                     /translation="MDKKRVFIAGHRGMVGSAIVRQLENRNDIELIIRDRTELDLMSQ
                     SAVQKFFATEKIDEIYLAAAKVGGIQANNNYPAEFIYQNLMIECNIIHAAHLAGIQKL
                     LFLGSSCIYPKLAAQPMTEEALLTGVLEPTNEPYAIAKIAGIKLCESYNRQYGRDYRS
                     VMPTNLYGENDNFHPENSHVIPALLRRFHEAKIRNDKEMVVWGTGKPMREFLHVDDMA
                     AASVHVMELSDQIYQTNTQPMLSHINVGTGVDCTIRELAETMAKVVGCTGNLVFDSTK
                     PDGTPRKLMDVSRLAKLGWCYQISLEVGLTMTYQWFLAHQNNFRK"
     gene            complement(862143..862736)
                     /locus_tag="CH60_839"
     CDS             complement(862143..862736)
                     /locus_tag="CH60_839"
                     /note="[M] COG1089 GDP-D-mannose dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AJK13641.1"
                     /translation="MYACNGILFNHESPRRGETFVTRKITRAVANIALGLEKCLYLGN
                     IDSLRDWGHAKDYVRMQWMMLQQDKPEDFVIATGKQITVREFVRMSAREAGIELEFSG
                     EGVEEVATVVAVNGNHISSVNIGDVIVRVDPRYFRPAEVETLLGDPTKAKKVLGWVPE
                     ITVEEMCAEMVASDLEQAKQHALLKANGFDVSISLEN"
     gene            complement(862747..863265)
                     /locus_tag="CH60_840"
     CDS             complement(862747..863265)
                     /locus_tag="CH60_840"
                     /note="[M] COG1089 GDP-D-mannose dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="rmlD substrate binding domain protein"
                     /protein_id="AJK11320.1"
                     /translation="MTKIALITGITGQDGSYLAEFLLEKGYEVHGIKRRASSFNTSRI
                     DHIYQDRHETNPRFFLHYGDLTDTSNLIRLVQEIQPDEIYNLGAQSHVAVSFESPEYT
                     ADVDAMGTLRLLEAIRINGLEKKTRFYQASTSELYGLVQETPQRETTPFYPRSPLCCC
                     QNVCLLDYSKLP"
     gene            complement(863281..864294)
                     /locus_tag="CH60_841"
     CDS             complement(863281..864294)
                     /locus_tag="CH60_841"
                     /note="[M] COG0438 Glycosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AJK11363.1"
                     /translation="MKIIYDGIINSLQNMGGVTVYFSELVSRLPATDFYWYSYADEIS
                     GFGVGNVKIKSRLLERYRNFSLDTINYNSLSVFHSSYYRLPDFDIPIVTTVHDFTYEK
                     FVNGPAKWVHSWQKNRAVNNSDLIICVSENTAKDLQMYCSVPSNKIRVIYNGVSDKYH
                     YIKGVKITTNKVIFVGARGGYKNFDIAVKAISKTPHLELSVVGGGAFTSKELSLLNHY
                     LPGRYHGLGRLSDEALNEAYNSAYALLYPSSYEGFGIPILEAMSAGCPVISVNVSSIP
                     EVAGDAAILVQKPTIDELVDGLLAVESERSKLIGYGMKQAAKFSWDKCYQETLDVYKE
                     LNK"
     gene            complement(864543..865349)
                     /locus_tag="CH60_842"
     CDS             complement(864543..865349)
                     /locus_tag="CH60_842"
                     /codon_start=1
                     /transl_table=11
                     /product="putative o-antigen polymerase"
                     /protein_id="AJK12752.1"
                     /translation="MPERFFFINVLLFVLLELLKGWSGFLLTIFMFEIYFYIKRNSSS
                     RLLKIPFLFSITLPFILLLSGGFLYKHIYILKNDIRGISVVSDNLEYIDAVEMLSDRL
                     TNFSTAAGVYSRYDSVVDIAKLQNEYAEIKGFFRPLVPNFIMENKSFSALNNSAMLAF
                     FPDYRDDSSVDLGFVMYYYVLFESRVSDAFLSLFLSFFLCVVLSVIFKILSKNNQNIN
                     LLIFIMIFSLLYTSSNEMVFARGNIIILFYIPMLFLFGIARVKIKSVAIK"
     gene            complement(865324..865764)
                     /locus_tag="CH60_843"
     CDS             complement(865324..865764)
                     /locus_tag="CH60_843"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13870.1"
                     /translation="MNKTISLYISLYSIALWIGFFGCINTGFFSGDLKGVKVSLNNYE
                     LFVIAIIYQFIIFLSFLIFLIVTRYKFTLGKYCVEIVNFKFSILLFVVLIMHIAFVSY
                     TGVGKVFGGNTNIFSPIFSITAPSAIFFFYYLIVRENAGKIFFY"
     gene            complement(865761..866903)
                     /locus_tag="CH60_844"
     CDS             complement(865761..866903)
                     /locus_tag="CH60_844"
                     /note="[M] COG0438 Glycosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AJK13379.1"
                     /translation="MILRKFFIICDTVYPDDSGGRKLSLGRIFEAKESGFKVSVLHYN
                     YTNSDVSIARQFFLEHNIDYFYYIPAFSHKKSNLVRCANYISSVIKLTPEPYYYIMKD
                     YGFKKFVLDNFEMSKNSTLSIESILLSGLLPWFNTFEGSIELVFHNVESDFYRQLSIS
                     SRSIIYKIFFFIESMKLSAIEKYLFNIKDENIYFVFLSEKDLEKYRLIFPEFQADIFI
                     NKNNLFIKEKIKRSVNFNKPFFLFPGGLNFPPNRYSLNWFLAAMSKRVSSLGVDILVT
                     GSFNDDIKSQFSQYSCVKLVGYVSDIQLRELQSSCIAVISPIITGGGVKIKNIEAIKL
                     KIPLIATKFSCEGIDERGANIYITDDEPGSFYITMKSVLNKTMSYK"
     gene            complement(867075..867317)
                     /gene="wbyI"
                     /locus_tag="CH60_845"
     CDS             complement(867075..867317)
                     /gene="wbyI"
                     /locus_tag="CH60_845"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase-like domain protein"
                     /protein_id="AJK13581.1"
                     /translation="MRPDVISDFIIKNYNLRMRIINENPSLISQKANVSYLKKLDEYS
                     FNIAWRKGGSYNLGFLGTIQYIYIKIRCGILKRLSC"
     gene            complement(867283..867996)
                     /locus_tag="CH60_846"
     CDS             complement(867283..867996)
                     /locus_tag="CH60_846"
                     /note="[M] COG0463 Glycosyltransferases involved in cell
                     wall biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AJK13679.1"
                     /translation="MKSNIIIDNSNSDDVLLTIAIPTYKRFGLLKETLKSVFSLEFNI
                     PVEVIVVDNDPEHPELVLSEMAEFERYDFIYYKNIENYGMFGNWNQCLNLGRGKLITI
                     LHDDDLLCANFPRELERFLKEHGCHDDIPLIGFGHHLLDQRKSEDKVNKNILYKISKN
                     IFNIYRKYLIKPKVVSITLNEIFWGNIFSGTLGVVMDRNKALSISGFDERNYPVSDYD
                     FWIRWIQKYEARCYFRFYN"
     gene            complement(868007..869349)
                     /locus_tag="CH60_847"
                     /note="putative membrane protein"
                     /pseudo
     gene            complement(869423..870706)
                     /locus_tag="CH60_849"
     CDS             complement(869423..870706)
                     /locus_tag="CH60_849"
                     /note="[H] COG1232 Protoporphyrinogen oxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P)-binding Rossmann-like domain protein"
                     /protein_id="AJK12662.1"
                     /translation="MDMKFCKNRYINTVILGAGVAGLGAALKAREVNIEYEIFEAKAS
                     AGGLLDNFVIDGYRFDNAVHLSFATEEKVRDIFDRTPYFSHSPDAVNFETDKWLKHPV
                     QNNLYPLPAIEKVTLIESLIHRPESELADNYESWLIHQYGNEIAKRYPMRYTRKYWQC
                     NANELSVSWIGNRLRRAKLSEILYGAFTDDTPNDYYAKEMRYPKKGGFKSFIQPLIDE
                     SIINYNYEVTEIDLSGKTIKFSNGVIISYENLINTLPLPLFIEFCGANVPTSVKKSAS
                     KLEATSLDLISVGFNKSIIKDLWFYIYDEDIYASRAYSPSVKSSDNVPDGCSSLQFEI
                     YNPGRDSQYTVQELKDNVMYAMKKMGVANDEDIVFLHHKRLPWGNVVFKKDMEKYRDI
                     VREYIFDNQVKSVGRFGEWDYLWSNQSFLSGYSSI"
     gene            complement(870707..871564)
                     /locus_tag="CH60_850"
     CDS             complement(870707..871564)
                     /locus_tag="CH60_850"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="rmlD substrate binding domain protein"
                     /protein_id="AJK10691.1"
                     /translation="MKILITGVSGYLGSQLANALMLEHEVVGTVRAGSVCNRITDIGN
                     VNLINVTDSGWIDKVLSFSPDVVINTAALYGRKGELLSELVDANIQFPLRILEMLVST
                     GKGLFFQCGTSLPADVSQYALTKNQFTELAREYCNKFSGKFIELKLEHFFGPFDDSTK
                     FTTYVINSCRSHSDLKLTAGLQRRDFIYINDLINAFKIMISKSESLISGESISIGSGH
                     AVTIKEFVETVAKMTSYQGNLQFGAIPTRENELMYSCASLARIQELGWLCQYSLNSAI
                     KDTLNRMRV"
     gene            complement(871601..872914)
                     /gene="ddhC"
                     /locus_tag="CH60_851"
     CDS             complement(871601..872914)
                     /gene="ddhC"
                     /locus_tag="CH60_851"
                     /note="[M] COG0399 Predicted pyridoxal phosphate-dependent
                     enzyme apparently involved in regulation of cell wall
                     biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-4-keto-6-deoxy-D-glucose-3-dehydrase"
                     /protein_id="AJK13169.1"
                     /translation="MSQEELRQQIAELVAQYAETAMAPKPFEAGKSVVPPSGKVIGTK
                     ELQLMVEASLDGWLTTGRFNDAFEKKLGEYLGVPYVLTTTSGSSANLLALTALTSPKL
                     GVRALKPGDEVITVAAGFPTTVNPTIQNGLIPVFVDVDIPTYNVNASLIEAAVSDKTK
                     AIMIAHTLGNLFDLAEVRRVADKYNLWLIEDCCDALGSTYDGKMAGTFGDIGTVSFYP
                     AHHITMGEGGAVFTQSAELKSIIESFRDWGRDCYCAPGCDNTCKKRFGQQLGSLPFGY
                     DHKYTYSHLGYNLKITDMQAACGLAQLERIEEFVEKRKANFKYLKDALQSCADFIELP
                     EATENSDPSWFGFPITLKEDSGVSRIDLVKFLDEAKVGTRLLFAGNLTRQPYFHDVKY
                     RVVGELTNTDRIMNQTFWIGIYPGLTHDHLDYVVSKFEEFFGLNF"
     gene            complement(872932..874005)
                     /gene="rfbG"
                     /locus_tag="CH60_852"
     CDS             complement(872932..874005)
                     /gene="rfbG"
                     /locus_tag="CH60_852"
                     /EC_number="4.2.1.45"
                     /note="CDP_4_6_dhtase: CDP-glucose 4,6-dehydratase;
                     [MG] COG0451 Nucleoside-diphosphate-sugar epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-glucose 4,6-dehydratase"
                     /protein_id="AJK13329.1"
                     /translation="MINNSFWQGKRVFVTGHTGFKGGWLSLWLQTMGATVKGYSLPPP
                     TVPSLFETARVADGMQSEIGDIRDQNKLLESIREFQPEIVFHMAAQPLVRLSYSEPVE
                     TYSTNVMGTVYLLEAIRHVGGVKAVVNITSDKCYDNKEWIWGYRENEAMGGYDPYSNS
                     KGCAELVTSSYRNSFFNPANYGQHGTAVATVRAGNVIGGGDWALDRIVPDILRAFEQS
                     QPVIIRNPHAIRPWQHVLEPLSGYLLLAQKLYTDGAEYAEGWNFGPNDADATPVKNIV
                     EQMVKYWGEGASWQLDGNAHPHEAHYLKLDCSKAKMQLGWHPRWNLNTTLEYIVGWHK
                     NWLSGTDMHEYSITEINNYMNTK"
     gene            complement(874010..874783)
                     /gene="rfbF"
                     /locus_tag="CH60_853"
     CDS             complement(874010..874783)
                     /gene="rfbF"
                     /locus_tag="CH60_853"
                     /EC_number="2.7.7.33"
                     /note="G1P_cyt_trans: glucose-1-phosphate
                     cytidylyltransferase;
                     [MJ] COG1208 Nucleoside-diphosphate-sugar
                     pyrophosphorylase involved in lipopolysaccharide
                     biosynthesis/translation initiation factor 2B,
                     gamma/epsilon subunits (eIF-2Bgamma/eIF-2Bepsilon)"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-1-phosphate cytidylyltransferase"
                     /protein_id="AJK14017.1"
                     /translation="MKAVILAGGLGTRLSEETVVKPKPMVEIGGKPILWHIMKLYSSY
                     GINDFVICCGYKGYVIKEYFANYFMHMSDITFCMRDNEMIVHQKRVEPWNVTLVDTGE
                     DSMTGGRLRRVKDYVKDDEAFCFTYGDGVSDVNIAELIEFHKSHGKQATLTATYPPGR
                     FGALDIKDKQVRSFKEKPKGDGALINGGYFVLSPKVIDLIDGDKSTWEQEPLMTLAAQ
                     GELMAFEHAGFWQPMDTLRDKIYLHELWEEGRAPWKVWE"
     gene            complement(874821..875810)
                     /gene="ascD"
                     /locus_tag="CH60_854"
     CDS             complement(874821..875810)
                     /gene="ascD"
                     /locus_tag="CH60_854"
                     /note="[HC] COG0543 2-polyprenylphenol hydroxylase and
                     related flavodoxin oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-6-deoxy-L-threo-D-glycero-4-hexulose-3-
                     dehydrase reductase"
                     /protein_id="AJK10988.1"
                     /translation="MSLNVKLHPSGIIFTSDGTSTILDAALDSNIHIEYSCKDGTCGS
                     CKAILISGEVDSAENTFLTEEDVAKGAILTCCSKAKSDIELDVNYYPELSHIQKKTYP
                     CKLDSIEFIGEDIAILSLRLPPTAKIQYLAGQYIDLIINGQRRSYSIANAPGGNGNIE
                     LHVRKVVNGVFSNIIFNELKLQQLLRIEGPQGTFFVREDNLPIVFLAGGTGFAPVKSM
                     VEALINKNDQRQVHIYWGMPAGHNFYSDIANEWAIKHPNIHYVPVVSGDDSTWTGATG
                     FVHQAVLEDIPDLSLFNVYACGSLAMITAARNDFINHGLAENKFFSDAFVPSK"
     gene            complement(876408..877367)
                     /gene="hemH"
                     /locus_tag="CH60_855"
     CDS             complement(876408..877367)
                     /gene="hemH"
                     /locus_tag="CH60_855"
                     /EC_number="4.99.1.1"
                     /note="hemH: ferrochelatase;
                     [H] COG0276 Protoheme ferro-lyase (ferrochelatase)"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrochelatase"
                     /protein_id="AJK12343.1"
                     /translation="MQSKPGVLMVNLGTPDAPTSKAIKRYLAEFLSDRRVVDTSPLLW
                     WPLLHGVILPLRSPRVAKLYQSVWMEEGSPLLVYSRRQQKALAARMPDIPVELGMSYG
                     SPNLPEAIEKLLAQGVTNLVILPLYPQYSCSTSAAVWDAVARVLKGYRRLPSISFIRD
                     YAEHPAYISALKQSVERSFAEHGQPDRLVMSFHGIPKRYAQLGDDYPIRCEDTSRALR
                     AALPLPAEKIIMTYQSRFGREPWLTPYTDETLKSLPSQGVKHIQLICPGFSADCLETL
                     EEIKEQNREFFLHAGGEKFEYIPALNDDEGHIALLEQLIRHNI"
     gene            complement(877460..878104)
                     /locus_tag="CH60_856"
     CDS             complement(877460..878104)
                     /locus_tag="CH60_856"
                     /note="adk: adenylate kinase family protein;
                     [F] COG0563 Adenylate kinase and related kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylate kinase family protein"
                     /protein_id="AJK12989.1"
                     /translation="MRIILLGAPGAGKGTQAQFIMEKYGIPQISTGDMLRAAVKAGSE
                     LGLKAKEIMDAGKLVTDELVIALVKERITQEDCRDGFLLDGFPRTIPQADAMKEAGIK
                     VDYVLEFDVPDELIVERIVGRRVHAASGRVYHVKFNPPKVEDKDDVTGEELTIRKDDQ
                     EATVRKRLIEYHQQTAPLVSYYHKEADAGNTQYFKLDGTRNVAEVSAELATILG"
     gene            complement(878331..880199)
                     /locus_tag="CH60_857"
     CDS             complement(878331..880199)
                     /locus_tag="CH60_857"
                     /note="[O] COG0326 Molecular chaperone, HSP90 family"
                     /codon_start=1
                     /transl_table=11
                     /product="hsp90 family protein"
                     /protein_id="AJK11591.1"
                     /translation="MKGQETRGFQSEVKQLLHLMIHSLYSNKEIFLRELISNASDAAD
                     KLRFRALSNPELFEGDGELRVRLSFDKEKRTLTLSDNGIGMTRDEVIDNLGTIAKSGT
                     KAFLESIGSDQAKDSQLIGQFGVGFYSAFIVADKVTVRTRAAGAPADTGVFWESAGEG
                     DYTIADITKDERGTEITLHLREGEDEYLDDWRLRSVISKYSDHIALPVEIQVKNEEDG
                     TVTWEKINKAQALWTRGKAEISDDEYKAFYKHIAHDFTDPLSWSHNRVEGKQEYTSLL
                     YIPAQAPWDMWNRDHKHGLKLYVQRVFIMDEAEQFMPNYLRFVRGLIDSNDLPLNVSR
                     EILQDSRITQNLRSALTKRVLQMLEKLAKDDAEKYQQFWQQFGMALKEGPAEDGSNKE
                     TIAKLLRFASTHTDSSAQTVSLEDYVSRMAEGQEKIYYITADSYAAAKSSPHLELFRK
                     KGIEVLLLSDRIDEWMMSYLTEFEGKAFQSVSKADDSLNKLADEENPEQQEAEKALEP
                     FVERVKTLLGERVKDVRLTHRLTDTPAIVTTDADEMSTQMAKLFAAAGQQAPEVKYIF
                     ELNPDHGLVKRAAEVTDDTQFAQWVELLLDQALLAERGTLEDPNQFIRRMNQLLTA"
     gene            complement(880397..880972)
                     /gene="recR"
                     /locus_tag="CH60_858"
     CDS             complement(880397..880972)
                     /gene="recR"
                     /locus_tag="CH60_858"
                     /note="recR: recombination protein RecR;
                     [L] COG0353 Recombinational DNA repair protein (RecF
                     pathway)"
                     /codon_start=1
                     /transl_table=11
                     /product="recombination protein RecR"
                     /protein_id="AJK13957.1"
                     /translation="MEALRCLPGVGPKSAQRMAFQLLQRDRSGGMRLAQALTRAMSEI
                     GHCADCRTFTEQEHCTICLNPRRQQNGQICVVESPADIHAIEQTGQFGGRYFVLMGHL
                     SPMDGIGPGDIGLDLLEKRLSTEAISEVILATNPTVEGDATANYIGQMCGQYGILASR
                     IAHGVPVGGELEMVDGTTLSHSLAGRNPIKY"
     gene            complement(881002..881334)
                     /locus_tag="CH60_859"
     CDS             complement(881002..881334)
                     /locus_tag="CH60_859"
                     /note="DNA_YbaB_EbfC: DNA-binding protein, YbaB/EbfC
                     family;
                     [S] COG0718 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein, YbaB/EbfC family"
                     /protein_id="AJK12354.1"
                     /translation="MFGKGGIGNLMKQAQQMQEKMQQMQEEVAKLEVTGESGAGLVKV
                     TINGAHNCRRVEIDPSLLVEDDKEMLEDLIAAALNDAARRIDETQKEKMASVSNGMQL
                     PPGFKMPF"
     gene            complement(881390..883366)
                     /gene="dnaX"
                     /locus_tag="CH60_860"
     CDS             complement(881390..883366)
                     /gene="dnaX"
                     /locus_tag="CH60_860"
                     /EC_number="2.7.7.7"
                     /note="dnaX_nterm: DNA polymerase III, subunit gamma and
                     tau;
                     [L] COG2812 DNA polymerase III, gamma/tau subunits"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, subunit gamma and tau"
                     /protein_id="AJK12251.1"
                     /translation="MSYQVLARKWRPQTFADVVGQEHVLTALANGLSLGRIHHAYLFS
                     GTRGVGKTSIARLLAKGLNCETGITATPCGTCANCQEIEQGRFVDLIEIDAASRTKVE
                     DTRELLDNVQYAPARGRFKVYLIDEVHMLSRHSFNALLKTLEEPPAHVKFLLATTDPQ
                     KLPVTILSRCLQFHLKALDVEQIRAQLEKVLLAEQITSDARALQLLARAADGSMRDAL
                     SLTDQAVSMGQGQVTTVTVSQMLGTLDDEQPLAIIEALVSADGARVMAQIEQAASRGV
                     DWENLLVESLSLLHKIAMVQLLPSMLDNHYAAIEPRLRELARTLPPADIQLYYQTLLV
                     GRKELAYAPDRRMGVEMTLLRALAFHPKAIIAEPQIAHVAAPSAIADNAVPTSQGGQH
                     RQEPASVPPSSHQEAPPLGAVASSVQLPESTAQLLQARTQLLRQSGTTTTKKNEPAAP
                     GKARPANSALERLASVTERSQQRLAAKTTEEKKPAKKEAYRWTAKNQPEVAAEPIATP
                     KALRSALEHEKTPELSAKLAEEAIARDPWAAEVNKLQLPKLVQQLALNAFKQEIEPGN
                     ICLHLRSAQRHLNSASAQKALSDALSELHGNAVTLSVIEDDNPAERTPLEWRQAIYEE
                     KLAQARQSIIADNNIQTLRRFFDAELDEDSIRPI"
     gene            complement(884007..884570)
                     /gene="apt"
                     /locus_tag="CH60_861"
     CDS             complement(884007..884570)
                     /gene="apt"
                     /locus_tag="CH60_861"
                     /EC_number="2.4.2.7"
                     /note="apt: adenine phosphoribosyltransferase;
                     [F] COG0503 Adenine/guanine phosphoribosyltransferases and
                     related PRPP-binding proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="adenine phosphoribosyltransferase"
                     /protein_id="AJK12397.1"
                     /translation="MTVSASKTAQQLKYIKDSIKTIPDYPKAGILFRDVTSLLENPKA
                     YSASIKLLSEHYSESGVTKVVGTEARGFLFGAPVALALGVGFVPVRKPGKLPRETISE
                     SYELEYGTDTLEIHTDSIQPGDKVLVVDDLLATGGTIEATVKLIRRLGGEVVHAAFII
                     NLPELGGEARLTQQGIHCYSLVSFDGH"
     gene            complement(884809..885189)
                     /locus_tag="CH60_862"
     CDS             complement(884809..885189)
                     /locus_tag="CH60_862"
                     /note="conserved hypothetical protein;
                     [S] COG2832 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11917.1"
                     /translation="MSRWLLIALGWLAVVLGTLGVVLPLLPTTPFLLLAAWCFARSSP
                     RFHHWLLYRSWFGSYLRTWQQHRALPPGTKWKAVLVTVMTFAVSLWLVKIWWVKGMLL
                     LMLIVLLTFMLRMPVIDPSQQKRH"
     gene            885390..885926
                     /locus_tag="CH60_863"
     CDS             885390..885926
                     /locus_tag="CH60_863"
                     /note="[L] COG3923 Primosomal replication protein N''"
                     /codon_start=1
                     /transl_table=11
                     /product="primosomal replication priB and priC family
                     protein"
                     /protein_id="AJK10943.1"
                     /translation="MSTEKLLQVLESQIEALSAQIAPQANTPSQQARFDLNLFSNHGN
                     RFRDYLQEVRKNMTQLKQVVEENRLQQVAFLADKLVAQISALQRELATQKIRKSNPEP
                     REHQSDPYHKLAEHQDYERRILAMIQDRESQLGRQSLLVEQQKIQKELAALEGRLMRC
                     RQALIRIERSIEKKENGF"
     gene            complement(886643..890005)
                     /locus_tag="CH60_864"
     CDS             complement(886643..890005)
                     /locus_tag="CH60_864"
                     /note="[M] COG3264 Small-conductance mechanosensitive
                     channel"
                     /codon_start=1
                     /transl_table=11
                     /product="mechanosensitive ion channel family protein"
                     /protein_id="AJK14342.1"
                     /translation="MFTLVIIVLLLFSSTFVFGISAFASGINVDVPTRSEVQSQLDLL
                     SKQKILSPAEKLAQQDLTQTLEYLDTIERTKQEANQLKQQLAQAPAKLRQATEGLEAL
                     KSSSADTMTKESLANYSLRQLESRLNETLDNLQSAQEDLSAYNSQLIALQTQPERVQS
                     AMYSASMRLMQIRNQLNGLTPNQESLRPTQQQELLAEQVMLNGQLDLERKNLEANTTL
                     QDLLQKQRDYTTAHINQLERYVQLLQEVVSGKRLILSEKTVKEAQAQTDGSDIQNDPL
                     ISRELAINKELSERLINATKEGNTLVQQNIRVKNWLDRALQSERNLKEQITVLRGSLL
                     LSRILYQQQLNLPASGLITNMGPRIADLRLEQFEINQQRDKLFQGDDYIQTLMESSKE
                     KVDPNVEDALGQIVDIRRELLDQLNKQLGNQLTLAINLQINQQQLLSVNESLQHTLTQ
                     QIFWVSSNKPMDWSWLKALPGAIKTELSNFQVTLSLGDALAGLLKSLVFLIPMLVVAV
                     VIRSRYHMINTYLDQLAADIGQLKRDSQMHTPKAILLTVLKILPNVLLILGIGYWCLR
                     SDFNLSGLLWSFFQRLALFWLVFELTYRMLSPGGITERHFMISTDRCAHYRRQIVRLG
                     AALLPVIFWSVLGERSPLRLVDDVIGQIVIVIALALLALFIFPFCRDSWREKDSHAVR
                     LVIITAITATPIVLMGLMVAGYFYTTLQLAGRWIDSLYLLFLWNIVYLTAIRGLGVAA
                     RRLAYRRAIARRQSMGKEGAEGSEPIEEPPLALDQINQQSLRLTTMALFLIFATCFYW
                     IWADLITVISYLDSISLWHYTATVAGASVTQAVTLGNMLVALMALVVAYVLTRNLPGL
                     LEVVVLSRLQLRQGTSYAITTILTYLITAVGGITALSSLGVSWDKLQWLVAALSVGLG
                     FGLQEIFANFVSGLIILFERPVRIGDTITIGTYSGTVSRIRIRATTITDFDRKEVIVP
                     NKAFVTERLINWSLSDTITRIIIKVGVAYGSDLEKVKEVLLQAAHANSRVMTDPEPQV
                     FFLNFGSSTLDHELRLYVRELRDRSYTVDELNRAIDKLCRENDINIAFNQLDVYLHKP
                     DGTEVQEISRPIEATSLPATQSMLGKPKPDLP"
     gene            complement(890301..890654)
                     /gene="ychN"
                     /locus_tag="CH60_865"
     CDS             complement(890301..890654)
                     /gene="ychN"
                     /locus_tag="CH60_865"
                     /note="[P] COG1553 Uncharacterized conserved protein
                     involved in intracellular sulfur reduction"
                     /codon_start=1
                     /transl_table=11
                     /product="protein ychN"
                     /protein_id="AJK11140.1"
                     /translation="MHSLVIIANGAAYGHESLFNALRLSIALKEQQTDLDLRLFLMSD
                     AVIAGLNGQQPREGYNLQQMLEILTAQNVPIKLCKTCADARGIAGLTLVDGVEIGTLV
                     ELAQWTLAAEKVLTF"
     gene            complement(890667..891323)
                     /locus_tag="CH60_866"
     CDS             complement(890667..891323)
                     /locus_tag="CH60_866"
                     /note="[K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AJK10834.1"
                     /translation="MARKTKQKAEETRQQILDAAVREFSAHGVSRTSLTDIAIAAGVT
                     RGAIYWHFKNKVDLFNEVWELSESKIDQLEIEYQAKYPDNPLRILRELLIYILVSTRE
                     DRRRRALMEIVFHKCEFVGEMTSVHDARKVLDLASYERIESVLQGCIDANQLPVNLNT
                     HRAAIIMRAYITGLMENWLFMPESFDIKQEAPVLIDAYLEMLGQSFSLRNEMNSRVSD
                     "
     gene            891468..892655
                     /locus_tag="CH60_867"
     CDS             891468..892655
                     /locus_tag="CH60_867"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK13386.1"
                     /translation="MSKNRGVMPLAAILVLSGSLVLIGCNDKDAAQAGAQQAPEVGVV
                     TLKAEPLNITTDLPGRTSAFRVAEVRPQVSGIILKRNYIEGSDVTAGTSLYQIDPATY
                     QAAYDSAKGDLAKAQASAQIAHLTVNRYKPLLGTNYISKQEYDQALSDAQQADATVLA
                     AKAALESARINLAYTQVRSPISGRTGKSAVTEGALVTSGQASAMTTVQQLDPMYVDVT
                     QSSDEFLRLKKELADGILKQENGKAKVRLLLENGVEYTETGTLEFSGVTVDETTGSIT
                     LRAIFPNPNEALLPGMFVRARLDEGIRPDALLVPQQGVTRNPRGEATAMVVGAGNKVE
                     MRTLIANQAIGNKWLVTEGLKAGDRLIISGLQKIKPGVEVKVQEVTDTAPETAPADTA
                     KKS"
     gene            892672..895824
                     /locus_tag="CH60_868"
     CDS             892672..895824
                     /locus_tag="CH60_868"
                     /note="2A0602: RND transporter, hydrophobe/amphiphile
                     efflux-1 family protein;
                     [V] COG0841 Cation/multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="RND transporter, hydrophobe/amphiphile efflux-1
                     family protein"
                     /protein_id="AJK11468.1"
                     /translation="MAKFFIDRPIFAWVIAIIIMLAGALAIMKLPVAQYPTIAPPAIT
                     IAANYPGADATTVQNTVTQVIEQNMNGIDNLLYMSSSSDSSGNVQLTLTFNSGTDPDI
                     AQVQVQNKLQLAMPLLPQEVQQQGVSVEKSSSSFLMVAGFISEDGTMQQEDIADYVGS
                     NIKDPISRTPGVGDVQLFGSQYAMRIWMDPHKLNNYKLTPVDVINAIKIQNNQVAAGQ
                     LGGTPPVPGQELNSSIIAQTRLTNAEEFSQILLKVNTDGSQVRLKDVAIVKLGAESYN
                     IIARYNGKPAAGIGIKLATGANALNTSAAVKAELAKLQPFFPSGLTVVYPYDTTPFVK
                     ISINEVVKTLIEAIILVFLVMYLFLQNFRATLIPTIAVPVVLLGTFAILSAFGYSINT
                     LTMFGMVLAIGLLVDDAIVVVENVERVMQEEGLPPKEATKKSMEQIQGALVGIALVLS
                     AVFVPMAFFGGATGAIYRQFSITIVSAMVLSVLVALILTPALCATMLKPIKKGDHGPK
                     TGFFGWFNNMFEKSTHHYTDSVANILRSTGRYLVIYLAIVIGMAVLFMRLPSSFLPEE
                     DQGVFLTMVQLPAGATQERTQKVLNHVTDYYLDKEKNVVNSVFTVNGFGFSGQGQNTG
                     LAFVSLKNWDERKGEQNKVPAIVSRASAAFSKIKDGMVFAFNLPAIVELGTATGFDFQ
                     LIDQGNLGHQQLTDARNQLLGMAAQHPDMLVGVRPNGLEDTPQFKVEVDQEKAQALGV
                     AISDINTTLGSAMGGSYVNDFIDRGRVKKVYVQADAPFRMLPDDIDKWYVRNNMGQMV
                     SFATFSTAKWEYGSPRLERYNGLPSMEILGQAAPGKSTGEAMDLMQELAAKLPSGVGY
                     DWTGMSYQERLSGNQAPALYAISLIVVFLCLAALYESWSIPFSVMLVVPLGVVGALLA
                     ATLRGLENDVYFQVGLLTTIGLSAKNAILIVEFAKDLMDKEGKGLVESTLESVRMRLR
                     PILMTSLAFILGVMPLVISSGAGSGAQNAVGTGVMGGMITATVLAIFFVPLFFVVVRR
                     RFSRKTDDIEHSHPVNTPVK"
     gene            896010..896270
                     /gene="rpmE"
                     /locus_tag="CH60_869"
     CDS             896010..896270
                     /gene="rpmE"
                     /locus_tag="CH60_869"
                     /note="L31: ribosomal protein L31;
                     [J] COG0254 Ribosomal protein L31"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L31"
                     /protein_id="AJK10675.1"
                     /translation="MKPNIHPPYRTVVFHDTSADAYFTVGSTIATERTIERDGQTYPY
                     VTLDISSASHPYYTGKQKEFAKEGSTARFHQRFGSFLTKKTN"
     gene            896286..896429
                     /gene="rpmJ"
                     /locus_tag="CH60_870"
     CDS             896286..896429
                     /gene="rpmJ"
                     /locus_tag="CH60_870"
                     /note="rpmJ_bact: ribosomal protein L36;
                     [J] COG0257 Ribosomal protein L36"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L36"
                     /protein_id="AJK13837.1"
                     /translation="MQVLSSLRSAKNRHPDCKIVRRRGRVYVICKSNPRFKAVQGGTH
                     KKR"
     gene            897303..897656
                     /locus_tag="CH60_871"
     CDS             897303..897656
                     /locus_tag="CH60_871"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12726.1"
                     /translation="MNNEIVGDFVSGHYSVSLLKDVIRNNIHSIEESLVSGLMYYSED
                     ARYTLGSLEILEIKNLKENQYSMTYQYNWYIFNACLDINTEEFLTNTVTFIVHPEKIV
                     FDIISNDRPSPADEL"
     gene            897815..898183
                     /locus_tag="CH60_872"
     CDS             897815..898183
                     /locus_tag="CH60_872"
                     /codon_start=1
                     /transl_table=11
                     /product="biofilm formation regulator YbaJ family protein"
                     /protein_id="AJK13863.1"
                     /translation="MDEYSPKRHDIAQLKFLCESLYDEGIATLGDSHHGWINDPTSAI
                     NLQLNDLIEHIASFVMSFKIKYPDGSQLSELVEEYLDDTYTLFSSYGINDPELRRWQK
                     TKEHLFRLFSGEYVCTLMKT"
     gene            898232..898435
                     /gene="hha"
                     /locus_tag="CH60_873"
     CDS             898232..898435
                     /gene="hha"
                     /locus_tag="CH60_873"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin expression-modulating protein"
                     /protein_id="AJK14189.1"
                     /translation="MTKTDYLMRLRKCTTIDTLERVIEKNKYELSDDELELFYSAADH
                     RLAELTMNKLYDKIPPTVWQHVK"
     gene            899323..899712
                     /locus_tag="CH60_874"
     CDS             899323..899712
                     /locus_tag="CH60_874"
                     /EC_number="2.1.1.63"
                     /note="ogt: methylated-DNA--[]-cysteine
                     S-methyltransferase family protein;
                     [L] COG3695 Predicted methylated DNA-protein cysteine
                     methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylated-DNA--[]-cysteine S-methyltransferase
                     family protein"
                     /protein_id="AJK13439.1"
                     /translation="MSPPESRHSDQDEYQEPDYTAEQNTPPVADSFRQRVFHVVAAIP
                     YGQVATYGDIAQLIGSPRAARQVGGVLKRLPEGSALPWHRVINRYGEISLTGDDYLRQ
                     KKALVAEGICLDAAGRINLQQYRWRYS"
     gene            complement(899848..900369)
                     /locus_tag="CH60_875"
     CDS             complement(899848..900369)
                     /locus_tag="CH60_875"
                     /note="[S] COG3126 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion system lipochaperone family
                     protein"
                     /protein_id="AJK13880.1"
                     /translation="MKPWQPKALWQIVGGAALAVSLTGCAHQSAEAPVAAPISTATVA
                     ASVAQSTVHGTVNIRERVALPPDAVVTVTLSDISLADAPSRVIAQKAVRTEGKQAPFT
                     YSLPFNPSDIQPNARVIVSAAITRNGQLLFITDTIQEVINRGAGTQADLLLVPVPSVA
                     LEIVPAPAAATIQ"
     gene            900626..901486
                     /gene="tesB"
                     /locus_tag="CH60_876"
     CDS             900626..901486
                     /gene="tesB"
                     /locus_tag="CH60_876"
                     /note="tesB: acyl-CoA thioesterase II;
                     [I] COG1946 Acyl-CoA thioesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-CoA thioesterase II"
                     /protein_id="AJK11618.1"
                     /translation="MSQALEKLLDLLDLEKIEEGIFRGQSEDLGLRQVFGGQVVGQAI
                     YAAKQTVPAERTVHSFHSYFLRPGDSSKPIIYDVETLRDGNSFSARRVSAIQNGKPIF
                     YMTASFQSQEEGFEHQNTMPDVPPPEGLMSETDIARQFSHLIPEKVREKFIGPQPIEM
                     RPVKFHNPLQGSVEEPNRYVWFRANGKMPDDLRVHQYLLGYASDFNFLPTALQPHGIG
                     FLEPGMQIATIDHSMWFHRPFRLDDWLLYAVESTSASGARGFVRGQIYNREGVLVAST
                     VQEGVIRLHR"
     gene            complement(901746..903035)
                     /gene="amt"
                     /locus_tag="CH60_877"
     CDS             complement(901746..903035)
                     /gene="amt"
                     /locus_tag="CH60_877"
                     /note="amt: ammonium transporter family protein;
                     [P] COG0004 Ammonia permease"
                     /codon_start=1
                     /transl_table=11
                     /product="ammonium transporter family protein"
                     /protein_id="AJK12914.1"
                     /translation="MKKLLSVLGLGTVALLPSWAMAAAPAVADKADNAFMMICTALVL
                     FMTIPGIALFYGGLLRSKNVLSMMTQVMVSFALVCVLWILYGYSLAFSAGNAFFGSFD
                     MAMLKGIELTSLSGSFYQYIHVVFQASFACITVALIVGSFAERIRFSAVLIFAALWFT
                     FSYLPIAHMVWGGGFLAMDGALDFAGGTVVHINAAVAGLVGAYLLGKRAGFGKEAFKP
                     HNLPMVFTGTAILYIGWFGFNAGSASAANEIAALAFLNTVVATAGAILSWVFAEWALR
                     GKPSLLGACSGCIAGLVAITPAAGTVGVGGALIIGLVGGVAGLWGVVLLKKWLRVDDT
                     CDVFGVHGVCGIVGCILTGVFTSASLGGTGYAAGVTMGHQVGVQLFSVGVTVVWSGVV
                     AFVAFKIAGLIVGLRVPEEQEREGLDVNSHGENAYNQ"
     gene            complement(903123..903413)
                     /gene="glnK"
                     /locus_tag="CH60_878"
     CDS             complement(903123..903413)
                     /gene="glnK"
                     /locus_tag="CH60_878"
                     /note="[E] COG0347 Nitrogen regulatory protein PII"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrogen regulatory protein P-II 2"
                     /protein_id="AJK11958.1"
                     /translation="MKLVTVVIKPFKLEDVREALSSVGIQGLTVTEVKGFGRQKGHAE
                     LYRGAEYSVNFLPKVKIDIAIADDQLDEVIDVISKAAYTGKIGDGKIFVAEL"
     gene            complement(903827..905650)
                     /gene="mdlB"
                     /locus_tag="CH60_879"
     CDS             complement(903827..905650)
                     /gene="mdlB"
                     /locus_tag="CH60_879"
                     /EC_number="3.6.3.44"
                     /note="[V] COG1132 ABC-type multidrug transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance-like ATP-binding protein
                     MdlB"
                     /protein_id="AJK12995.1"
                     /translation="MNNVQQLWPTLKRLLSYGSPYRKPLGLAVLMLWVAAAAEVSGPL
                     LISYFIDHVVAKGTLPLGLVSGLALAYLLLQLLAATLHYFQALLFNRAAVGVVQRLRI
                     DVMDAALRQPLSAFDTQPVGQLISRVTNDTEVIKDLYVMVVSTVLKSAALISAMLVAM
                     FSLDWRMALISICIFPAVLVVMTIYQRYSTPIVRRVRSYLADINDGFNEVINGMGVIQ
                     QFRQQARFGERMASASRAHYVARMQTLRLEGFLLRPLLSLFSALVLCGLLLLFGFSPE
                     GSVGVGVLYAFINYLGRLNEPLIELTSQQSIMQQAVVAGERIFDLMDRAQQGYGSDNI
                     PLSSGRIQVENVSFAYRSDKMVLHNISLNVPSRGFVALVGHTGSGKSTLANLLMGYYP
                     VQQGEILLDGRPLSRLSHQVLRQGVALVQQDPVVLADSFFANITLGRDLSEQQVWEAL
                     ETVQLAPLVRTLPDGLYSLLGEQGNTLSVGQKQLLAMARVLVQAPQILILDEATANID
                     SGTEQAIQRALQVIRKNTTLVVIAHRLSTIVEADSILVLHRGVAVEQGNHQALLAARG
                     RYYQMYQLQLVSEDLAAIDQEAIDKGSIDQSTIDQAGMSVS"
     gene            complement(905643..907409)
                     /locus_tag="CH60_880"
     CDS             complement(905643..907409)
                     /locus_tag="CH60_880"
                     /note="[V] COG1132 ABC-type multidrug transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12401.1"
                     /translation="MRLFAQLGWYFRREWHRYVGAVLLLIIIAILQLIPPKLVGVIVD
                     DISTKQMSTNMLLVWIGVMLATAVVVYLLRYVWRVLLFGASYQLAVELRSDFYRQLSR
                     QTPGFYSRHRTGDLMARATNDVDRVVFAAGEGVLTLVDSLVMGCAVLIVMSTQISWQL
                     TLLSLLPMPIMAIVIKYYGDQLHQRFKSAQGAFSLLNNQAQESLTSIRMIKAFGLEDR
                     QSQQFAQVAAETGAKNMYVARIDARFDPTIYIAIGIANLLAIGGGSWMVVNNSITLGQ
                     LTSFVMYLGLMIWPMLALAWMFNIVERGSAAYSRIRSLLDEAPVVKDGHITLSDVRDT
                     LAVNIRHFCYPGSDQPALHNVVLTLVPGAMLGLCGPTGSGKSTLLALIQRQFDIDDGV
                     ICYQGHPLSDIRLNDWRGRLSVVSQTPFLFSDTVAGNIALGKPDATPAQIEQAARLAC
                     VHEDILRLPQGYDTEVGERGVMLSGGQKQRISIARALLLDAEILILDDALSAVDGQTE
                     HEILKNLREWGEQRTVIISAHRLSALTEASEILVMQHGGVMQRGPHSLLVNQTGWYRE
                     MYRYQQLEAALDDGEQEVEADE"
     gene            complement(907511..907972)
                     /locus_tag="CH60_881"
     CDS             complement(907511..907972)
                     /locus_tag="CH60_881"
                     /note="[K] COG1522 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="asnC-type helix-turn-helix domain protein"
                     /protein_id="AJK11847.1"
                     /translation="MLDKTDRKLLRMLQEDCTQSLHVLADAVNLTSTPCWKRLKRLED
                     EGFIRGRVALLDSEKLGLGLTAFVLIKTQQHNSDWYQEFVAFTKQMPEVLAFYRMAGE
                     YDYLMQVEVADMKSYDRFYKRMVNGVPGLIDVTSSFAMEKIKYTTVLPVPE"
     gene            908098..909138
                     /locus_tag="CH60_882"
     CDS             908098..909138
                     /locus_tag="CH60_882"
                     /note="[E] COG0031 Cysteine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal-phosphate dependent enzyme family
                     protein"
                     /protein_id="AJK10817.1"
                     /translation="MTNTWVKNAINEIEADFQRSADTHLIRLNLSAFPGIYLYLKDES
                     THPTGSLKHRLARSLFLYGLCNGWITEGTTIIEASSGSTAVSEAYFARLIGLPFIAVM
                     PSGTTRRKVEQITFYGGRCHFVDHAGQIYAASEQLARDLNGHYMDQFTYAERATDWRG
                     NNNIADSIFRQMAREPFPTPDYIVMSAGTGGTSATLGRYIRYQGHDTQLVVVDPENSV
                     FYDCFCTRDRTVTGRCGSRIEGIGRPRAEPSFIPEVIDSMLRVPDAASIATLHWLESI
                     LSRKVGASTGTNVWGALQLAKQMREQGKSGAIVTLLCDSGERYLDTYYNEEWVSNNIG
                     DLTPFTNELNNL"
     gene            complement(909350..910171)
                     /gene="cof"
                     /locus_tag="CH60_883"
     CDS             complement(909350..910171)
                     /gene="cof"
                     /locus_tag="CH60_883"
                     /note="[R] COG0561 Predicted hydrolases of the HAD
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="HMP-PP phosphatase"
                     /protein_id="AJK13844.1"
                     /translation="MYRLAAFDMDGTLLMRDHKIGSITLNALHQLADAGVTLTFATGR
                     HYLDMKGILSHSGLNGYLITGNGTRVCDAEGNPLYGMDLPAELVEFVLRTPWQTNASI
                     HLFRDDGWFTDRNDPDLLIAHTTSGFHFQLTEWDELPLTGNHKFCFIASHQELVELKA
                     QLEQQMGGEADFCFSATDCLEVLPRGCNKGVALEKLSHHLDLTLADCMAFGDAMNDKE
                     MLSRVGRGLVMGNALPQLKQELPQLQIIGRCEQQGVAHYLHHWLSSPHLTYSPEF"
     gene            910276..911979
                     /locus_tag="CH60_884"
     CDS             910276..911979
                     /locus_tag="CH60_884"
                     /note="[R] COG4533 ABC-type uncharacterized transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AJK12974.1"
                     /translation="MRIIHRLTQYERLYQKFGDHPVATTVADVASLLFCSERHARTLI
                     QQLQMKSWLSWHSQVGRGKRAQLQCLKKPDALRAIYLQQFLEQGDHQAAFSIAQLEPE
                     RLQTLLTPHMGGQWQADSPILRIPYYRELEPLNPMNASGRAEQHLIYTLHAGLTRFNT
                     GDPLPKPDLAHHWQISADGLTWQFFLRSQLRWHNGDHIHGKQLLQTLEILRANRRSHP
                     SFANIVTITLPHALCLQFTLSQPDYWLAHRLADLPCRLFHPDDPFLGAGPFKLATFDK
                     HLVRLKQHEFYHLQHPYLDIIEYWITPSLTVNSTNGSCQHPVRITIGQEEEFPLARPV
                     QRGMSLGFCYLAINRHRSNLTPQQIAKLLMLVQTSGILEALSISRDVITPCHEILPGW
                     PIPQFSTDENPSLPACLVLTYQPPMELESVAEQLKIVLAAHGCTLEIRACHDKQWQDV
                     DKIKESDLLLADHLVGESPEATMESWLRLDPLWRGILQNEQWNQQQKTLTFIQQIESA
                     PERFRQLQAHYDDLMLAGLILPLFNYEYQVNAPSRINGVTLTAYGWFDFCQAWLPPIT
                     N"
     gene            912244..912942
                     /gene="queC"
                     /locus_tag="CH60_885"
     CDS             912244..912942
                     /gene="queC"
                     /locus_tag="CH60_885"
                     /note="[R] COG0603 Predicted PP-loop superfamily ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="queuosine biosynthesis protein QueC"
                     /protein_id="AJK12231.1"
                     /translation="MKRAVVVFSGGQDSTTCLIQALQQYDEVHCITFDYGQRHRTEID
                     VARELALQLGATAHKVLDVGMLNELAVSSLTRDSIPVPSYDANADGALPSTFVPGRNI
                     LFLTLASIYAYQVQAQAVITGVCETDFSGYPDCRDEFIKALNHAIDLGIGRDIAFITP
                     LMWLDKAETWALADYYQQLDLIRHHTLTCYNGIKGDGCGQCAACHLRAKGLASYMANK
                     QQVILNLKQKVGLA"
     gene            complement(913028..913435)
                     /gene="tesC"
                     /locus_tag="CH60_886"
     CDS             complement(913028..913435)
                     /gene="tesC"
                     /locus_tag="CH60_886"
                     /note="[R] COG0824 Predicted thioesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="long-chain acyl-CoA thioesterase tesC"
                     /protein_id="AJK12142.1"
                     /translation="MHTHIKVRGFHIDVFQHVNNARYLEFLEEARWEWLDGQPVFQWM
                     VEHQIAFIVVNINISYRRPAVLGDLLRIDSQLLKLNGKSGVMKHTITLEPTAIPVVDA
                     ELTFVCIDQRSQKALPLEGELREKLEELVNRGA"
     gene            complement(913789..914235)
                     /locus_tag="CH60_887"
     CDS             complement(913789..914235)
                     /locus_tag="CH60_887"
                     /note="[L] COG1555 DNA uptake protein and related
                     DNA-binding proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="competence ComEA helix-hairpin-helix repeat
                     region domain protein"
                     /protein_id="AJK12997.1"
                     /translation="MKFLGKLFAITVLLTGLNIHSFAYAAPAASTDNTQDKVSKKSPN
                     SAADNGAKVKGTPAQSVEKISDNTKNVAADSSVNASDNQQHQININSANAEQLAQFLN
                     GIGRKKAEAIITYREQSGPFTHVDQLLEVPGLGPSFLERNNGKIKL"
     gene            complement(914375..916261)
                     /locus_tag="CH60_888"
     CDS             complement(914375..916261)
                     /locus_tag="CH60_888"
                     /note="[O] COG0760 Parvulin-like peptidyl-prolyl
                     isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="PPIC-type PPIASE domain protein"
                     /protein_id="AJK10782.1"
                     /translation="MMDNLRAAANNVVLKIILALIMLSFILTGVGSYLIGGSNDYAAK
                     VNDQDISRAQLEQAMQSERGRLQQKLGEQFSVLAANEGYMQQLRQQVLGQLINNVLLD
                     QYARKLGLTVSDEQVKESIRQIPDFQTGEHFDNNRYLALINQLGYTPEQFAQLQRQQL
                     INQQLLKAFSDTGFVLPIEVQAMSALVLQQRDVRLATLDLKALQAEQKVTDEELQAYY
                     DQNKHNFIAPEQMKVSFIAMDAAAMQSNITVTEEDIAAYYDQNRSSYTQPERRNYSVI
                     QFKTEVEAKAALDELKKGADFAVIAKEKSTDIISRNNGGELGWLEPETTPDEVKAANL
                     SEKGQLSDVIKSSVGYLIVRLNDIKPELVKPLSEVHDELAKKLKQEKALDAYYALQQK
                     VNDAATSDNESLASAEEVAGTKAQQTGWFTRDTVPAEINFKPVVQAIFDGRLVGENGS
                     AGSNSEVITVDGDRAFVIRIDGHKPEGIEPFDQVRDQISELVKRQKAEQQARVDGEKI
                     LTALKQGKGEEAMKSAGISFGEKKTLSYASVDDQLMQTIFALAHPQKDQPVYGLSQDR
                     QGNIVLIELLSVTPGKLQESETKIFIEKMQEESVSMIFDALMANLHKQATIKIGPAEQ
                     QQPQ"
     gene            complement(916562..916834)
                     /gene="hupB"
                     /locus_tag="CH60_889"
     CDS             complement(916562..916834)
                     /gene="hupB"
                     /locus_tag="CH60_889"
                     /note="[L] COG0776 Bacterial nucleoid DNA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein HU-beta"
                     /protein_id="AJK11949.1"
                     /translation="MNKSQLIDKIAAGADISKAAAGRALDAIITSVTESLKEGDDVAL
                     VGFGTFAVRERSARTGRNPQTGKEISIPAAKVPGFRAGKGLKDAVN"
     gene            complement(917052..919406)
                     /gene="lon"
                     /locus_tag="CH60_890"
     CDS             complement(917052..919406)
                     /gene="lon"
                     /locus_tag="CH60_890"
                     /EC_number="3.4.21.53"
                     /note="lon: endopeptidase La;
                     [O] COG0466 ATP-dependent Lon protease, bacterial type"
                     /codon_start=1
                     /transl_table=11
                     /product="endopeptidase La"
                     /protein_id="AJK12840.1"
                     /translation="MNPERSERIEIPVLPLRDVVVYPHMVIPLFVGREKSIRCLEAAM
                     DHDKRIMLVAQKEASTDEPGINDLFSVGTVASILQMLKLPDGTVKVLVEGLQRARITT
                     LSDSGEHFAAQAEYLESPVMDDREQEVLVRTAINQFEGYIKLNKKIPPEVLASLHSID
                     DAARLADTIAAHMPLKLNDKQAVLEMFDITERLEYLMAMMESEIDLLQVEKRIRNRVK
                     KQMEKSQREYYLNEQMKAIQKELGEMDDTPDEHEALKRKIEAAKMPKDAREKTEAELQ
                     KLKMMSPMSAEATVVRGYIDWMLQVPWNSRSKVKKDLVKAQEVLDTDHYGLERVKDRI
                     LEYLAVQSRVSKIKGPILCLVGPPGVGKTSLGQSIAKATGRQYVRMALGGVRDEAEIR
                     GHRRTYIGSMPGKLIQKMAKVGVKNPLFLLDEIDKMASDMRGDPASALLEVLDPEQNV
                     AFNDHYLEVDYDLSDVMFVATSNSMNIPAPLLDRMEVIRLSGYTEDEKLNIAKQHLLP
                     KQFERNAIKKGELTIDDSAIMSIIRYYTREAGVRSLEREISKLCRKAVKNLLMDKTVK
                     HIEINGDNLKDFLGVQKVDYGRADTENRVGQVTGLAWTEVGGDLLTIETACVPGKGKL
                     TYTGSLGEVMQESIQAALTVVRARADKLGINPDFYEKRDIHVHVPEGATPKDGPSAGI
                     AMCTALVSCLTGNPVRADVAMTGEITLRGLVLPIGGLKEKLLAAHRGGIKVVLIPDDN
                     KRDLEEIPDNVIADLEIHPVKRIDDVLAIALEHPAFGAQPVAPK"
     gene            complement(919601..920872)
                     /gene="clpX"
                     /locus_tag="CH60_891"
     CDS             complement(919601..920872)
                     /gene="clpX"
                     /locus_tag="CH60_891"
                     /note="clpX: ATP-dependent Clp protease, ATP-binding
                     subunit ClpX;
                     [O] COG1219 ATP-dependent protease Clp, ATPase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp protease, ATP-binding subunit
                     ClpX"
                     /protein_id="AJK10658.1"
                     /translation="MTDKRKDGSGKLLYCSFCGKSQHEVRKLIAGPSVYICDECVDLC
                     NDIIREEIKEVSPHRDRSSLPTPHEIRHHLDDYVIGQEPAKKVLAVAVYNHYKRLRNG
                     DTSNGIELGKSNILLIGPTGSGKTLLAETLARLLDVPFTMADATTLTEAGYVGEDVEN
                     IIQKLLQKCDYDVQKAQRGIVYIDEIDKISRKSDNPSITRDVSGEGVQQALLKLIEGT
                     IAAVPPQGGRKHPQQEFLQVDTSKILFICGGAFAGLDKVIGQRINTGSGIGFGAVVKG
                     QSEKATEGELLSQVEPEDLIKFGLIPEFIGRLPVVATLSELSEDALIQILKEPKNALT
                     KQYQALFSLEGVELEFRDEALTAIAKKAMARKTGARGLRSIVEGALLDTMYDLPSMDS
                     VEKVVVDESVIAGQSAPMLIYGQPEAQASGE"
     gene            complement(921078..921701)
                     /gene="clpP"
                     /locus_tag="CH60_892"
     CDS             complement(921078..921701)
                     /gene="clpP"
                     /locus_tag="CH60_892"
                     /EC_number="3.4.21.92"
                     /note="clpP: ATP-dependent Clp endopeptidase, proteolytic
                     subunit ClpP;
                     [OU] COG0740 Protease subunit of ATP-dependent Clp
                     proteases"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp endopeptidase, proteolytic
                     subunit ClpP"
                     /protein_id="AJK11398.1"
                     /translation="MSYSGERDQFAPNMALVPMVVEQTSRGERSYDIFSRLLKERIIF
                     LTGQVEDHMANLITAQMLFLEAENPEKDIFLYINSPGGVITAGMSIYDTMQFIKPDVS
                     TICMGQACSMGAFLLTAGAKGKRFCLPNSRVMIHQPLGGFQGQATDIEIHAKEILKVK
                     SRMNELMAYHTGKSLEEIERDTERDRFLSAEQSVEYGLVDSVFTRRD"
     gene            complement(922163..923467)
                     /gene="tig"
                     /locus_tag="CH60_893"
     CDS             complement(922163..923467)
                     /gene="tig"
                     /locus_tag="CH60_893"
                     /EC_number="5.2.1.8"
                     /note="tig: trigger factor;
                     [O] COG0544 FKBP-type peptidyl-prolyl cis-trans isomerase
                     (trigger factor)"
                     /codon_start=1
                     /transl_table=11
                     /product="trigger factor"
                     /protein_id="AJK14076.1"
                     /translation="MQVSVETTQGLGRRVTITVAADSIEKAVKSELVKAAKNVRIDGF
                     RKGHVPMNIVEQRYGASVRQDVLGDLMQRNFVDAIIKEKINPAGAPNYVPGEYKQGED
                     FTYSVEFEVYPEVELKDLESIEVEKPVVEVNDADVDTMLETLRKQQATWKETDAAATA
                     EDRATLDFTGSIDGEEFEGGKATDFVLAMGQGRMIPGFEEGVIGHKAGEEFTIDVNFP
                     EDYHAENLKGKSAKFAIVLKKVEVRELPELTEEFIKRFGVADGSLAGLRAEVRKNMER
                     ELKGAVRNRVKTQAIDGLVSANNIDVPTALVDGEIDVLRRQAAQRFGGNEKQAAELPR
                     ELFEEQAKRRVVVGLLLGEVISQHELKADEDRVKALIEEMASAYEDPQEVIEFYSKNK
                     ELMNNMRNVALEEQAVETLLAKAKVTEKPTTFSELMNQTTAA"
     gene            complement(923540..923725)
                     /locus_tag="CH60_894"
     CDS             complement(923540..923725)
                     /locus_tag="CH60_894"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10583.1"
                     /translation="MREFYRDNIRLLSSTHNLCAAIMSRLIFPEWFRDASDIWDTRFC
                     NAAVPVLGGCFQSSHHS"
     gene            complement(923884..924198)
                     /gene="bolA"
                     /locus_tag="CH60_895"
     CDS             complement(923884..924198)
                     /gene="bolA"
                     /locus_tag="CH60_895"
                     /note="[T] COG0271 Stress-induced morphogen (activity
                     unknown)"
                     /codon_start=1
                     /transl_table=11
                     /product="protein BolA"
                     /protein_id="AJK12531.1"
                     /translation="MIREQIEEKLKAAFVPDHLEVINESYRHNVPAGSESHFKIVIVS
                     DKFQDQRFLSRHRSIYSVLADELAGSVHALALHTYTRKEWAGLQDTVPASPSCRGANT
                     LA"
     gene            924553..925131
                     /locus_tag="CH60_896"
     CDS             924553..925131
                     /locus_tag="CH60_896"
                     /note="conserved hypothetical protein;
                     [M] COG3056 Uncharacterized lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10617.1"
                     /translation="MLKKILFPLLAIFILAGCATTSNTLNVTPKVVLPTQDPTLMGVT
                     ISINGADQRQDAALAKVNRDGQLVVLTPSRDLRFLLQEVLEKQMTARGYMIGADGAVD
                     LQIVVNQLYADVQEGNLRYNITTKADISITATAKNGNKQVKNYRATYNVQGAFTATNE
                     KITDAVNSVLSDVIADMAQDTSVSSFIKQNAR"
     gene            925249..926727
                     /locus_tag="CH60_897"
     CDS             925249..926727
                     /locus_tag="CH60_897"
                     /note="2A0125: AmpG-like permease family protein;
                     [GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="AmpG-like permease family protein"
                     /protein_id="AJK12577.1"
                     /translation="MPNRYSNLFTQRNSIILLLLGFASGLPLALTSGTLQAWMTVENV
                     NLKTIGIFSLVGQAYVFKFLWSPLMDRYTPSFLGRRRGWLLVSQLLLIIAIIAMGFME
                     PAKHLWWLAAVAVLVAFCSASQDIVFDAYKTDLLTTEERGTGAAVSVLGYRLAMLVSG
                     GLALWIADRYLGWQSTYWLMAGLMLIGVFATLLAPEPDIRIAPPKTLEQAIVAPLRDF
                     FGRNNAWLILLLIVFYKMGDAFAASLSTTFLIRGVGFDAGEVGLVNKTLGLIATIIGA
                     LYGGLLMQRLSLFRALMIFGILQAVSNMGYWLLAITDKNIFSMGSAIFLENLCGGMGT
                     AAFVALLMTLCNKSFSATQFALLSALSAVGRVYVGPIAGWFVEAHGWPLFYLFSIAAA
                     IPGLLLLYVCRQTLDHTQKTDEFMPRIAFKTAYRWALRLLIIGGLLLSVWLILLICNA
                     LDWTSAPQVADTLLLRGIQFSIVGMTLGGLLDYLALRRQKLA"
     gene            927019..927786
                     /locus_tag="CH60_898"
     CDS             927019..927786
                     /locus_tag="CH60_898"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside-specific channel-forming, Tsx family
                     protein"
                     /protein_id="AJK11394.1"
                     /translation="MRKILIGTAALATVTLAPSVQAEYQWGFGNVSLNYLDWTRSTTH
                     KSGDSSHKDDFAYIELEGGAGFSWGEVYGFFDLENPFNSKTAQPGDNQRYTFKTTGRY
                     YLGDSGFNLYGHVYGTYSLPGDNRNFHEVNTLYGIGYNAAFDALWLKPFVALHYVDQT
                     YYSGNNGYVVGWVAGYDFTAFDEKFSITNWNELEFNRAEAYAAGNGGKNGINGAIALW
                     WTPVKPLTTGIQYRYAYKKLGEDFLQDGIVYSIKYNF"
     gene            928156..929112
                     /gene="cyoA"
                     /locus_tag="CH60_899"
     CDS             928156..929112
                     /gene="cyoA"
                     /locus_tag="CH60_899"
                     /note="cyoA: ubiquinol oxidase, subunit II;
                     [C] COG1622 Heme/copper-type cytochrome/quinol oxidases,
                     subunit 2"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinol oxidase, subunit II"
                     /protein_id="AJK11912.1"
                     /translation="MRLKKYIKNMGILSLFAATVMLSGCNMVLMNPKGAIGVEQKTLI
                     LTAIGLMLIVVIPVIFMAFAFAWKFRASNKSATYTPNWSHSNKIELVVWAVPIIIIAI
                     LATITWKTTHELDPFKPIVVAGKDPITIEVVSLDWKWLFIYPEQGIATVNELAFPTGV
                     PVNFKITSNSVMNSFFIPQLGGQIYAMAGMQTKLHLIANEPGKYNGISGSFSGQGFSG
                     MKFTAIATPTQEDFNQWVEQVKKSPNTLNTTNDFEKLAKPSENNPVEYFSSIKPALFK
                     GIIGKFMGDMNMPKNGHDMPKGMDMSQGMEMGEHTAHAGAEE"
     gene            929117..931108
                     /gene="cyoB"
                     /locus_tag="CH60_900"
     CDS             929117..931108
                     /gene="cyoB"
                     /locus_tag="CH60_900"
                     /note="cyoB: cytochrome o ubiquinol oxidase, subunit I;
                     [C] COG0843 Heme/copper-type cytochrome/quinol oxidases,
                     subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome o ubiquinol oxidase, subunit I"
                     /protein_id="AJK13750.1"
                     /translation="MLGKLTLDAVPLGEPIIMVTVAAIIIGGAALVAALTYFGKWKWL
                     WSEWLTSVDHKKIGIMYILVAMVMLLRGFADAIMMRSQQALASAGEAGFLPPHHYDQI
                     FTAHGVIMIFFMAMPFVVGLMNIVVPLQIGARDVAFPFLNSLSFWLFAVGVVLINISL
                     GVGEFAQTGWLAYPPLSGIEYSPGVGVDYWIWSLQISGLGTLLTGVNFFATILKMRAP
                     GMSMMKMPVFTWAAFCTNILIIVSFPILTVTVALLTLDRYLGTHFFTNDMGGNMMMYI
                     NLIWAWGHPEVYILVLPVFGVFSEVTATFSRKRLFGYTSLVWATIAITVLSFIVWLHH
                     FFTMGSGANVNAFFGIATMIISIPTGVKIFNWLFTMYQGRIQINSAMLWTIGFIVTFS
                     IGGMTGVLLAVPGANFVLHNSLFLIAHFHNVIIGGVVFGCFAGLTYWWPKSFGFMLNE
                     KWGIRAFWFWIIGFFVAFMPLYVLGFMGMTRRLSQDINPEFHTMLMVAAGGAALIACG
                     ILCQVIQVFVSIRDREQNRDLTGDPWGARTLEWSTSSPPPFYNFAVVPNVVDRDEFWD
                     MKEKGEAYKRPAKYEEIHMPKNTGAGVIIAGFSLIFGFAMVWYIWWLAIIGFVGMIVT
                     WIVKSFDEDVDYYVPAAEVERIENLHHEQISKAGVNHVN"
     gene            931098..931712
                     /gene="cyoC"
                     /locus_tag="CH60_901"
     CDS             931098..931712
                     /gene="cyoC"
                     /locus_tag="CH60_901"
                     /note="cyoC: cytochrome o ubiquinol oxidase, subunit III;
                     [C] COG1845 Heme/copper-type cytochrome/quinol oxidase,
                     subunit 3"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome o ubiquinol oxidase, subunit III"
                     /protein_id="AJK12302.1"
                     /translation="MSTETLTNHNVAHAEHGHHDAGATKVFGFWVYLMSDCILFATLF
                     ATYAVLVNGTAGGPSGKELFDLNFVLVETFLLLFSSITYGVAMLGMSKGSVKQVNTWL
                     GFTFLFGLGFIAMELYEFHKLIEEGYGPARSGFLSAYFALVGTHGLHVTAGLAWIIIM
                     MIQVARRGLNSTNRTRLMCLSLFWHFLDVVWICVFTVVYLLGAI"
     gene            931712..932044
                     /gene="cyoD"
                     /locus_tag="CH60_902"
     CDS             931712..932044
                     /gene="cyoD"
                     /locus_tag="CH60_902"
                     /note="cyoD: cytochrome o ubiquinol oxidase subunit IV;
                     [C] COG3125 Heme/copper-type cytochrome/quinol oxidase,
                     subunit 4"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome o ubiquinol oxidase subunit IV"
                     /protein_id="AJK11136.1"
                     /translation="MSHSTTTHGGASHGSLKSYIIGFVLSVILTVIPFVMVMSGTASY
                     TTTLLTVVGLAVVQIVVHLVYFLHMNTSSEERWNLVALLFTAMIIAIVVVGSLWIMYN
                     LNINMMVD"
     gene            932058..932945
                     /gene="cyoE"
                     /locus_tag="CH60_903"
     CDS             932058..932945
                     /gene="cyoE"
                     /locus_tag="CH60_903"
                     /note="cyoE_ctaB: protoheme IX farnesyltransferase;
                     [O] COG0109 Polyprenyltransferase (cytochrome oxidase
                     assembly factor)"
                     /codon_start=1
                     /transl_table=11
                     /product="protoheme IX farnesyltransferase"
                     /protein_id="AJK14440.1"
                     /translation="MIKQYLQVTKPGIIFGNLISVIGGFLLASKGDIDYPLFLSTLLG
                     VSLVVASGCVFNNYIDRDIDKIMERTKNRVLVKGLIDPKVSLIYASVLGIAGMLLLYV
                     AANALAMMLAVIGFVIYVGVYSLYMKRKSVYGTLIGSLSGAAPPVIGYCAVTGQFDTG
                     ALILLLIFSLWQMPHSYAIAIFRFKDYQAANIPVLPVIKGISVTKNHITLYILAFMVA
                     TLMLTLSGYAGYKYLVVAAAVSVWWLGMALRGYKATNDSVWARKLFVFSIIAITSLSV
                     MMSVDFNVHSSAVLLTYAG"
     gene            933429..934793
                     /locus_tag="CH60_904"
     CDS             933429..934793
                     /locus_tag="CH60_904"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK14205.1"
                     /translation="MNDNKMTPLELRATWGLGTVFSLRMLGMFMVLPVLTTYGMALSG
                     ASEALIGIAIGIYGLSQAIFQIPFGLLSDRIGRKPMIIGGLLVFALGSIIAALSDSIW
                     GIILGRALQGSGAIAAAVMALLSDLTREQNRTKAMAFIGVSFGVTFAMAMVLGPIVTH
                     AFGLQALFWGIAILALLGIVITLTVVPSANSHVLNRESSMVKGSVSKVLHNSRLLKLN
                     FGIMCLHILLMSSFVALPQMMANAGLAPAQHWVVYLVTMLVSFAAVVPFIIYAEMKRR
                     MKQVFMGCVAVLFIAEVVLWFAGQDLWIIIAGVQLFFIAFNVMEAILPSLISKESPAG
                     YKGTAMGIYSTSQFIGVAIGGSLGGWIFGLEGADMVFAAGAIIALVWFAVSVTMQEPP
                     YVSSLRITLSESAVKNTTLEERLKAQPGVTEAVVVTAERSAYVKVDIKQTNRNQLEQL
                     INAA"
     gene            complement(934917..935408)
                     /locus_tag="CH60_905"
     CDS             complement(934917..935408)
                     /locus_tag="CH60_905"
                     /note="conserved hypothetical protein;
                     [S] COG1666 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11351.1"
                     /translation="MPSFDIVSEIDMQEVRNAVENATRDLANRWDFRNVPASFELNEK
                     NESIKVVSESDFQVEQLLDILRAQLSKRGIEGAALEIPEEMARSGKTYSVDAKLKQGI
                     ESVQAKKLVKLIKDSKLKVQAQIQGEQVRVTGKARDDLQAVMALVRAADLGQPFQFNN
                     FRD"
     gene            935640..936551
                     /locus_tag="CH60_906"
     CDS             935640..936551
                     /locus_tag="CH60_906"
                     /note="apbA_panE: 2-dehydropantoate 2-reductase family
                     protein;
                     [H] COG1893 Ketopantoate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-dehydropantoate 2-reductase family protein"
                     /protein_id="AJK10708.1"
                     /translation="MKITVLGCGALGQLWLSMLHQQDHDVQGWLRVPQPFCSVNVIML
                     NGESFNRNLTTNDPKHLLQSELLLVCLKAWQVSSAVTALLPKLNPECKILLLHNGMGT
                     QEELPLNEHVFLHGVTTHAARRDGNTIIHVASGMTHIGPTSSVIIDDNHLADTLHQAL
                     PDVAWHNDISAACWQKLAVNCVINPLTGLYNCRNGDVQRYPELIERLCAEVASVMEME
                     GYHTSTESLLSYVNNVIRSTADNTSSLLQDLRSQRHTEIDYITGYLLRRARSHGMALP
                     ENARLYELIKRKESDYERIGAGLPGSW"
     gene            936514..937104
                     /gene="yajL"
                     /locus_tag="CH60_907"
     CDS             936514..937104
                     /gene="yajL"
                     /locus_tag="CH60_907"
                     /note="[R] COG0693 Putative intracellular
                     protease/amidase"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein YajL"
                     /protein_id="AJK12740.1"
                     /translation="MSVSALVCLAPGSEETEAVTTIDILVRAGINVTTASVAGDGALE
                     IICSRGVRLLADTRLVDVADQKFDVIVLPGGIKGAECFRDSPLLVATVRQTHNEGRLV
                     AAICAAPALVLEHHQLFPVGNMTGFPSLKDKIAPNKWMDQRVVYDRRVNLVTSQGPGT
                     SIDFALKIVFLLLGREKAEEIAWQLVLPPGIYNYRE"
     gene            complement(937172..938623)
                     /gene="thiI"
                     /locus_tag="CH60_908"
     CDS             complement(937172..938623)
                     /gene="thiI"
                     /locus_tag="CH60_908"
                     /EC_number="2.8.1.4"
                     /note="[H] COG0301 Thiamine biosynthesis ATP
                     pyrophosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA sulfurtransferase ThiI"
                     /protein_id="AJK11221.1"
                     /translation="MKFIIKLFPEITIKSQSVRLRFIKILTTNIRNVLKHLEDDTLAI
                     VRHWDHIELRTKDDNLGPEICDALTRIPGIHHILEVEDRSYSDMHNIFEQTLEAYRET
                     LVGKTFCVRVKRRGKHEFSSGDVERYVGGGLNQHIESAKVNLTRPQVTVNLEVDQDKL
                     ILVKARHEGLGGFPIGTQEDVLSLISGGFDSGVSSYMLMRRGCRVHYCFFNLGGSAHE
                     IGVKQVAHYLWNRFGSSHRVRFIAIDFEPVVGEILEKVEDGQMGVVLKRMMVRAASQV
                     AERYGVQALVTGEALGQVSSQTLTNLRLIDNASDTLILRPLISHDKEHIINLARQIGT
                     EDFAKTMPEYCGVISKSPTVKAVKAKIEEEESHFDFSILDRVVSEAKNVDIREIAQQS
                     REQVVEVETVAELADTDVLLDIRAPDEQEEKPLKLDQVEVRSLPFYKLSSQFADLDQS
                     KTYLLYCDRGVMSRLQALYLREQGYTNVKVYRP"
     gene            938973..939227
                     /gene="xseB"
                     /locus_tag="CH60_909"
     CDS             938973..939227
                     /gene="xseB"
                     /locus_tag="CH60_909"
                     /EC_number="3.1.11.6"
                     /note="xseB: exodeoxyribonuclease VII, small subunit;
                     [L] COG1722 Exonuclease VII small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease VII, small subunit"
                     /protein_id="AJK12595.1"
                     /translation="MPKKAASPEIKAASFETSLSELEQIVTRLESGELPLEDALNEFE
                     RGVQLARQGQQTLLQAEQRVQILLSDDVDAPLKPFTPDTE"
     gene            939232..940152
                     /locus_tag="CH60_910"
     CDS             939232..940152
                     /locus_tag="CH60_910"
                     /note="[H] COG0142 Geranylgeranyl pyrophosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="polyprenyl synthetase family protein"
                     /protein_id="AJK11472.1"
                     /translation="MSDTHAPVDFKQQLAAHQQRVNQALLDFIAPLPFGNSNLIEAMR
                     YGAVIGGKRLRPYLVYATGQMFGLSLANLDAPAAAIECIHAYSLIHDDLPAMDDDDLR
                     RGQPTCHVKFGEAHAILAGDALQTLAFSILAEAPMPDVADKDRLSMIIELAQASGAAG
                     MCAGQALDLEAETRPVLLGDLEQIHRHKTGALIRAAVRLGAQAAGEAGRKTLLSLDRY
                     AEAIGLAFQVQDDILDVIGDTATIGKRQGSDQQLGKSTYPALLGLDCAQTKAMDLYQE
                     ALEALDELAKQSYNTDSLQALARFIIERNN"
     gene            940308..942167
                     /gene="dxs"
                     /locus_tag="CH60_911"
     CDS             940308..942167
                     /gene="dxs"
                     /locus_tag="CH60_911"
                     /EC_number="2.2.1.7"
                     /note="dxs: 1-deoxy-D-xylulose-5-phosphate synthase;
                     [HI] COG1154 Deoxyxylulose-5-phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-deoxy-D-xylulose-5-phosphate synthase"
                     /protein_id="AJK11063.1"
                     /translation="MSLDIAKYPTLALAENPEELRMLPKESLPKLCDELRQYLLTCVS
                     RSSGHFASGLGVVELTVALHYVYNTPFDHLIWDVGHQAYPHKILTGRRDRISTIRQKD
                     GLHPFPWRGESEYDVLSVGHSSTSISAGLGMAVAAEREGKGRRTVCVIGDGAITAGMA
                     FEAMSHAGDIHSDMLVILNDNGMSISENVGGLNNHLAQLLSGKLYASLREGGKKAFSA
                     LPPIKDLLKRTEEHLKGMVVPSTLFEELGFNYIGPVDGHDVHTLTQTLKNMRDLKSPQ
                     LLHIMTKKGKGYAPAEKDPIGWHAVPKFDPASGTLPKSQSSLPTYSKIFGEWLCETAA
                     KDSKLMAVTPAMREGSGMVRFSREYPQQYFDVAIAEQHAVTFAAGLAIGGYKPVVAIY
                     STFLQRAYDQLIHDVAIQNLPVLFAIDRGGLVGADGQTHQGAFDLSFMRCIPNMVIMA
                     PSDENECRQMLYTGYHHNGPAAVRYPRGNGTSAVLEPLEMLPIGKGVLRREGEKIAIL
                     CFGTLLAQAQLAAENLNATLVDMRFVKPLDEELVLEMAAKHQVLVTVEENAIMGGAGS
                     GVNELLMAKRRWVPVLNIGLPDLFVPQGEQDEMRSELGLDAAGIQRQIEAWLA"
     gene            complement(942346..942804)
                     /locus_tag="CH60_912"
     CDS             complement(942346..942804)
                     /locus_tag="CH60_912"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12910.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(943018..943503)
                     /gene="pgpA"
                     /locus_tag="CH60_913"
     CDS             complement(943018..943503)
                     /gene="pgpA"
                     /locus_tag="CH60_913"
                     /EC_number="3.1.3.27"
                     /note="[I] COG1267 Phosphatidylglycerophosphatase A and
                     related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylglycerophosphatase A"
                     /protein_id="AJK11765.1"
                     /translation="MDEAKRRLRLSNPWHLLATGFGSGLSPWAPGTMGSIAAIPFWLL
                     LIQLPWQLYVLLVMFSICIGIYICHRTAKDMQVHDHGSIVWDEFVGMWITLMALPVNS
                     WQWVVAGFIAFRIFDIWKPWPIRWFDRNIHGGTGIMVDDIIAGVVAAAVIFVIGHYWP
                     L"
     gene            complement(943496..944485)
                     /gene="thiL"
                     /locus_tag="CH60_914"
     CDS             complement(943496..944485)
                     /gene="thiL"
                     /locus_tag="CH60_914"
                     /EC_number="2.7.4.16"
                     /note="thiL: thiamine-phosphate kinase;
                     [H] COG0611 Thiamine monophosphate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine-phosphate kinase"
                     /protein_id="AJK11028.1"
                     /translation="MACGEFDLIARYFDRFRSNRRDVELGIGDDCALLTVAEKQLLAI
                     STDTLVSGVHFLPDIDPADLGYKSLAVNLSDLSAMGADPAWLSLALTLPSVNEDWLQA
                     FSDSLFDQLNYYGMQLIGGDTTRGPLSLTLTIHGFVPEGRALARAGARIGDWIYVTGT
                     LGDSAAGLAILQNELRVDNETDRAALIHRHLRPQPRVLQGQALRMLASAAIDISDGLI
                     SDLQHILKASHCGARIELDMLPYSDALKNQVDTEQALRWALSGGEDYELCFTVPEINR
                     GALEVALSNTGAGYTCIGQIGPQSEGVKFFREGKIVKLDFRGFDHFSTGKSHG"
     gene            complement(944726..945142)
                     /gene="nusB"
                     /locus_tag="CH60_915"
     CDS             complement(944726..945142)
                     /gene="nusB"
                     /locus_tag="CH60_915"
                     /note="nusB: transcription antitermination factor NusB;
                     [K] COG0781 Transcription termination factor"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription antitermination factor NusB"
                     /protein_id="AJK10841.1"
                     /translation="MKPAARRRARECAVQALYSWQLSKNDIADVELQFLSEQDVKDVD
                     IAYFRELLSGVAVNAASLDALMAPFLSRQLEELGQVERAVLRIALFELSKRDDVPYKV
                     AINEAIELAKTFGAEDSHKFVNGVLDKVAPTVRKRK"
     gene            complement(945163..945633)
                     /gene="ribH"
                     /locus_tag="CH60_916"
     CDS             complement(945163..945633)
                     /gene="ribH"
                     /locus_tag="CH60_916"
                     /EC_number="2.5.1.78"
                     /note="lumazine-synth: 6,7-dimethyl-8-ribityllumazine
                     synthase;
                     [H] COG0054 Riboflavin synthase beta-chain"
                     /codon_start=1
                     /transl_table=11
                     /product="6,7-dimethyl-8-ribityllumazine synthase"
                     /protein_id="AJK13816.1"
                     /translation="MNVIEGVVATPNARVAIAIARFNNFINDSLLDGAIDALKRIGQV
                     SDDNITVVWVPGAYELPLVANVLAKTNRYDAVIALGTVIRGGTAHFEYVAGEASSGLS
                     SVAMNSDIPVAFGVLTTESIEQAIERAGTKAGNKGAEAALTALEMINVIKAIKG"
     gene            complement(945769..946878)
                     /gene="ribD"
                     /locus_tag="CH60_917"
     CDS             complement(945769..946878)
                     /gene="ribD"
                     /locus_tag="CH60_917"
                     /EC_number="3.5.4.26"
                     /note="eubact_ribD: riboflavin biosynthesis protein RibD;
                     [H] COG1985 Pyrimidine reductase, riboflavin biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin biosynthesis protein RibD"
                     /protein_id="AJK12647.1"
                     /translation="MQPDEFYMARAFELARLGRFTTSPNPNVGCVLVRDGEIVGEGYH
                     LRAGEPHAEVHALRMAGEKARGATAYVTLEPCSHYGRTPPCADALVAAGVIRVVAAMQ
                     DPNPEVAGRGLYKLKQAGIAVDHGLMLAEAEAVNLGFLKRMRTGFPYVQLKMAASLDG
                     RTAMASGESQWITSPQARQDVQRFRAESSAILSTSATVLADDPSLTVRWQDLDAETQV
                     LYPHDSVRQPVKIILDSHNRVTPRHKVIQQDGPCWLARVDADDQPWPGNIEQLLLPRY
                     GNGVDLVVLMMQLGKRNINSVWVEAGPQLAGALLQAGVVDELILYIAPKLLGSDARGL
                     CELAGLTNLSQAPEFAFSDVRLVGPDLRLRLKPKY"
     gene            complement(947028..947477)
                     /gene="nrdR"
                     /locus_tag="CH60_918"
     CDS             complement(947028..947477)
                     /gene="nrdR"
                     /locus_tag="CH60_918"
                     /note="[K] COG1327 Predicted transcriptional regulator,
                     consists of a Zn-ribbon and ATP-cone domains"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator NrdR"
                     /protein_id="AJK10897.1"
                     /translation="MHCPFCAAVDTKVIDSRLVSDGSQVRRRRQCLDCNERFTTFEVA
                     ELVLPRVIKSDEVREPFNEEKLRRGMLKALEKRPVSSDDVETAISHIKSQLRATGERE
                     VPTKMVGNLVMEALKRLDKVAYIRFASVYRSFEDVREFGEEIARLQD"
     gene            complement(947548..948141)
                     /locus_tag="CH60_919"
     CDS             complement(947548..948141)
                     /locus_tag="CH60_919"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12701.1"
                     /translation="MEGIYIGFTQRTIESQTENQSVVFKSSKHEMVENKLIYLASLAN
                     ELSKLNDSISDENLKYSINKVVGEVLELKLKKIQKMAKSSKCNFSFSNLKKDLAMLSS
                     LAVTGIAAGVIPTFIATGAVAAIAPILAALGCAIYAFNPQLKETETSKLLDASIKDIG
                     ATLGSELKDEKLGRFEYLRHKYAAYKYRKAAKHTFDG"
     gene            complement(948174..948869)
                     /locus_tag="CH60_920"
     CDS             complement(948174..948869)
                     /locus_tag="CH60_920"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12844.1"
                     /translation="MTVSYVGRGESLSWVYGVDNVNIPNSDVVDSPFNDFTQFDNMDF
                     SANYNSILSRENKSLITSFISEYNDKVKRLSADENYILTQKYISSLDEMCEEINKKLL
                     YCHDSKVLKNVLDSTLQKQTEMSKYIVLLEGVPYRIEPRDIAADITNERINGAIELLN
                     FVAKAYPKIAKESAKLQRSRPHANCSVETLNDYLEQLKKYCQARNYSVIEDNALHQFI
                     LKTHGVAVISLDE"
     gene            complement(949167..949625)
                     /locus_tag="CH60_921"
     CDS             complement(949167..949625)
                     /locus_tag="CH60_921"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK10949.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(949832..950800)
                     /gene="secF"
                     /locus_tag="CH60_922"
     CDS             complement(949832..950800)
                     /gene="secF"
                     /locus_tag="CH60_922"
                     /note="-export membrane protein secF;
                     [U] COG0341 Preprotein translocase subunit SecF"
                     /codon_start=1
                     /transl_table=11
                     /product="export membrane protein secF"
                     /protein_id="AJK13209.1"
                     /translation="MAQDYTVEQLNYGRKVYDFMRWDYVAFGVSLLLLVASIVVMSTK
                     GFNWGLDFTGGTVIEINLENPADLDQLRDTLQNAGFESPILQNFGSSRDVMVRMPPAT
                     GTAGQELGNKIISVINESVDKNASVKRIEFVGPSVGSDLAQAGALALLVALLSILVYV
                     GFRFEWRLALGAVISLAHDVVITMGILSLFHIEIDLTIIASLMSVIGYSLNDSIVVSD
                     RIRENFRKIRRGTPYEIMNVSLTQTLSRTIMTSATTLMVVLMLFIFGGAMLQGFSLTM
                     LIGVTIGTVSSIYVASALALKLGMKREHMLQPKVEKEGADQPSILP"
     gene            complement(950811..952625)
                     /gene="secD"
                     /locus_tag="CH60_923"
     CDS             complement(950811..952625)
                     /gene="secD"
                     /locus_tag="CH60_923"
                     /note="secD: -export membrane protein SecD;
                     [U] COG0342 Preprotein translocase subunit SecD"
                     /codon_start=1
                     /transl_table=11
                     /product="export membrane protein SecD"
                     /protein_id="AJK12340.1"
                     /translation="MLIVVIFVGLLYALPNLYGEDPAVQITGARGIAASETTLVQVRD
                     VLEKDNIASKSIALENGAILARFRDPDVQLRAREALVEALGDKYVIALNLAPATPSWL
                     AKLGAEPMKLGLDLRGGVHFLMEVDMDTALGKLQEQTMDTLRTDLREKNIPYATVRKL
                     DNYGVEVRFRDDKARNDAISYLSSRHRDLVFSSNGSNTLKAVMSDERLREAREYAVQQ
                     NITILRNRVNQLGVAEPLVQRQGSDRIVVELPGIQDTARAKEILGATATLEFRLVNTN
                     VDASVAASGRVPGDSEVKNTREGRPVVLYKRVILTGDHITDSTSSTDEYNQAQVNISL
                     DSAGGSTMSNFTKDNIGKPMATLFVEYKDSGKKDANGRSILVKQEEVINVATIQSRLG
                     NSFRITGIDNPAEARQLSLLLRAGALIAPIQIVEERTIGPTLGSQNIAQGLEACLWGL
                     AVSILFMVVYYRKFGVIASTALMANLVLIVGVMSLLPGATLTMPGIAGIVLTLAVAVD
                     ANVLINERIKEEYRNGRTIQQAIHEGYKGAFSSIVDANITTLITAIILYAVGTGSIKG
                     FAITTAIGVVTSMFTAIVGTRAIVNLLYGGKRINKLSI"
     gene            complement(952686..953021)
                     /gene="yajC"
                     /locus_tag="CH60_924"
     CDS             complement(952686..953021)
                     /gene="yajC"
                     /locus_tag="CH60_924"
                     /note="yajC: preprotein translocase, YajC subunit;
                     [U] COG1862 Preprotein translocase subunit YajC"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, YajC subunit"
                     /protein_id="AJK14422.1"
                     /translation="MSFFISDAVASAGAPAQGNSMTSMLIMLVVFGLIFYFMILRPQQ
                     KRAKEHKKLMDSIGKGDEVLTSGGFIGRVTKVAETGYVVIALNDTTEVMIKRDFVAAV
                     LPKGTMKAL"
     gene            complement(953133..954257)
                     /gene="tgt"
                     /locus_tag="CH60_925"
     CDS             complement(953133..954257)
                     /gene="tgt"
                     /locus_tag="CH60_925"
                     /EC_number="2.4.2.29"
                     /note="Q_tRNA_tgt: tRNA-guanine transglycosylase;
                     [J] COG0343 Queuine/archaeosine tRNA-ribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-guanine transglycosylase"
                     /protein_id="AJK13128.1"
                     /translation="MKYELQKTDGRARRGRLVFERGVVETPAFMPVGTYGTVKGMTPE
                     EVKETGAQILLGNTFHLWLRPGQEIMKLHGDLHDFMQWHGPILTDSGGFQVFSLGAMR
                     KIKEEGVHFKNPINGDSVFLSPEKSMEIQYDLGSDIVMIFDECTPYPADWDYAKRSME
                     MSLRWAARSRQRFDELNNKNALFGIIQGGVYEDLRDVSVKGLVDIGFDGYAVGGLAVG
                     EPKEDMHRILEHVCPQIPEDKPRYLMGVGKPEDLVEGVRRGIDMFDCVMPTRNARNGH
                     LFVTDGVVKIRNAKHKDDTATLDEHCDCYTCRHYSRAYLHHLDRCNEILGARLNTIHN
                     LRYYQRLMAGLRQAIEEGKLEHFVEDFYGRIGKPVPPLNV"
     gene            complement(954350..955420)
                     /gene="queA"
                     /locus_tag="CH60_926"
     CDS             complement(954350..955420)
                     /gene="queA"
                     /locus_tag="CH60_926"
                     /EC_number="2.4.99.17"
                     /note="S-adenosylmethionine:tRNA
                     ribosyltransferase-isomerase;
                     queA: S-adenosylmethionine:tRNA
                     ribosyltransferase-isomerase;
                     [J] COG0809
                     S-adenosylmethionine:tRNA-ribosyltransferase-isomerase
                     (queuine synthetase)"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA ribosyltransferase-isomerase"
                     /protein_id="AJK13569.1"
                     /translation="MRVADFSFELPEALIAHYPQPQRSGCRLLSLDGPTGTLTHGIFT
                     DLLDKLAPGDLLVFNNTRVIPARLFGRKASGGKLEVLVERVLDDHRVLAHVKASKAPK
                     PGAELLLGDDESIRATMLARHDTLFELRFDDERDVFTILNAVGHMPLPPYIDRPDEDA
                     DRELYQTVYSQRPGAVAAPTAGLHFDEPMLAALQEKGIEMAFVTLHVGAGTFQPVRVD
                     TIEDHIMHSEYAEVPQEVVDAVLACKARGKRVVAVGTTSVRSLESAAKAAENGLIAPF
                     FGDTRIFIYPGYHYQVVDALVTNFHLPESTLIMLVSAFAGYKNTMNAYQQAVAEQYRF
                     FSYGDAMFISRNPRAPQEKVSP"
     gene            955623..956204
                     /locus_tag="CH60_927"
     CDS             955623..956204
                     /locus_tag="CH60_927"
                     /note="conserved hypothetical protein;
                     [S] COG3124 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12275.1"
                     /translation="MNFLAHLHLAALADSSLLGNLLADFVRGNPQGEYPPEIVAGIMM
                     HRRVDVMTDTLPLVKEARTYFSADYRRVSPITLDVLWDHFLARHWDQLVPNCTLPDFL
                     QHAQSQILPHLPHTPARFQSLNAYLWSERWLERYAELPFIADVLQGMANRRPKLAALA
                     GSFYAIEQHYQPLEDLFLTFYPTMMRQAQHKQI"
     gene            956543..957145
                     /locus_tag="CH60_928"
     CDS             956543..957145
                     /locus_tag="CH60_928"
                     /note="C-terminal domain of 1-Cys peroxiredoxin family
                     protein;
                     [O] COG0450 Peroxiredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12741.1"
                     /translation="MVLVTRQAPDFTAAAVLGNGEIVENFNLKKHLNGRPAVLFFWPM
                     DFTFVCPSELIAFDHRYEEFQKRGVEVVGVSFDSEFVHNAWRKTPVDKGGIGEVKYPM
                     VADIKREIQKAYGIEHPDAGVALRGSFLIDKNGIVRSQIVNDLPIGRNIDEMIRTVDA
                     LQFHEEHGEVCPAQWEKGKAGMGASPDGVAKYLSENASKL"
     gene            957534..957788
                     /locus_tag="CH60_929"
     CDS             957534..957788
                     /locus_tag="CH60_929"
                     /note="[E] COG0405 Gamma-glutamyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="gamma-glutamyltranspeptidase family protein"
                     /protein_id="AJK13292.1"
                     /translation="MFLTKWNKPLAVLALLVSGTLHAASTPAVEAKNGMVVTSQYLAS
                     QVGADILKMGGNAVDAAVAVGYAQAVVNPCCGNIGGGGVL"
     gene            957785..959299
                     /gene="ggt"
                     /locus_tag="CH60_930"
     CDS             957785..959299
                     /gene="ggt"
                     /locus_tag="CH60_930"
                     /EC_number="2.3.2.2"
                     /note="g_glut_trans: gamma-glutamyltransferase;
                     [E] COG0405 Gamma-glutamyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="gamma-glutamyltransferase"
                     /protein_id="AJK14441.1"
                     /translation="MTIHLADGTDTFINFRETAPSTANADMYLDKDGNVTKDASLYGY
                     LAVGVPGTVLGMDSAQKKYGKLTRQQVMAPAIRLARDGFILTCADTDILDTTVKRFRQ
                     DPESARIFLRKDGEALQPGDRLVQADLADTLSAISEKGPDAFYQGKIPQAVEAAAKKG
                     GGILTAADFADYKITETAPITCSYRGYKFVSAPPPSSGGVTLCETLNVLEGYNLKSMG
                     FNSADYIHTLTEAMRHAYMDRNTFLGDPEFVKNPLDRLLSKSYAADIRKQIVANKATP
                     SVEVQPGMQPHEKPETTHYSIVDHEGNAVSTTYTVNGRFGAVVIAPGTGFFLNNEMDD
                     FTVKVGEQNLYGLVQGATNAIAPGKRPLSSMSPTLVTKDGKTFMVLGSPGGSRIISIT
                     LQTALNVIDHGMAPQEAVDAPRIHHQWLPDEVYYEQRGVSADSLNILKSMGYKMVEQS
                     PWGAAELILVGLAGVEGVSPANSGNDSAVSGKVREGYLYGANDVRRPAGAAIGY"
     gene            complement(959507..960187)
                     /locus_tag="CH60_931"
     CDS             complement(959507..960187)
                     /locus_tag="CH60_931"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK12447.1"
                     /translation="MGTAKRTALVIGASRGLGLGLVDELSRRGWSVTATTRGAAQDTS
                     AHAAHWLKLDINQPESIKQFLPQVQGQRFDLIFVNAGISGPAHQSAIDATPDEIQELF
                     QTNAISPIRIAQHLLAQRNPTQSVLAFMSSQLGSIERNVSGHKPLYSASKAALNMMTR
                     NLVAEVADPTLTVLSIHPGWVKTDMGGDAAPLTITTSVKGVVDQIEQASGKGGHGFID
                     YQGHSLPW"
     gene            complement(960342..962171)
                     /locus_tag="CH60_932"
     CDS             complement(960342..962171)
                     /locus_tag="CH60_932"
                     /note="alpha amylase, N-terminal ig-like domain protein;
                     [G] COG0366 Glycosidases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12042.1"
                     /translation="MLSGWHLPVSPFVRLADDALHITLWLQGDSLPAQVFLRCEPDNE
                     EWLLTMEGHESHDRWRYSVSLPLYEGQPTRRYCFKLLWDDRQQWFGPLGFSVIPPAQL
                     AQFAVDVPDSGPDWVADQVFYQIFPDRFASSQADHGVQEGSYIHHAAGCPVSRREWQQ
                     PLDDVHAASTFYGGDLAGISQKIPYFQQLGVTALYLNPIFTAPSVHKYDTEDYYQVDP
                     YLGGERDFLQLRAATREVGIKLVLDGVFNHTGDSHRWFDRYQQGENGACHHEDSPYRG
                     WFTFLPDGRALDWKGNASLPKLNFANEEVAERIYRSDDSVVRYWLRPPYSIDGWRLDV
                     VHMLGEDGGAKGNLHHLHGIYQAAKEENPQAYILGEHFGDARNWLHAGVEDAAMNYMG
                     FALPVRSFLAELDVACHPIKLDAADCAYWMDEYRAGLPHSQQLRLFNQLDSHDTARFL
                     TLLKGDKTRMQMALIWLFSWIGVPCLFYGDEIGLDGGNDPFCRKPFPWDEAQWDHDLL
                     SLCQRMAALRHKSIALRRGGCQVIHASGDSLVFIRSYQTERVMVAIQRSDDADIFLPA
                     SPLLNVAEWQRLEGGGDLAVSETGVNMGLEGKSVTLWCGVGEC"
     gene            complement(962732..964123)
                     /locus_tag="CH60_933"
     CDS             complement(962732..964123)
                     /locus_tag="CH60_933"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK11732.1"
                     /translation="MELPVKNKLKRGLTTRHIRFIALGSAIGTGLFYGSADAIRMAGP
                     SVLLAYLIGGVVAFVIMRALGEMSVNNPQASSFSRYAQDYLGPMAGYITGWTYCFEIL
                     IVAIADVTAFGIYMGLWFPDVAHWVWVLSVVLIIGAVNMMSVKVFGELEFWFSFFKVA
                     TIIIMILAGIGIIVWGIGNGGQPTGIHNLWTNGGFFSNGFVGMLLSLQLVMFAYGGIE
                     IIGITAGEAEDPKKSIPKAINSVPWRILVFYVGTLFVIMSIYPWNQVGTNGSPFVLTF
                     QHMGITIAAGILNFVVITASVSAINSDVFGVGRMLNGMAEQGHAPKAFTAISKRGVPW
                     VTVLVMMCAMLIAVYLNYIMPENVFLVIASLATFATVWVWIMILFSQIAFRRSLSKDQ
                     VKALDFPLRGGTFTSVLAIIFLVFIIGLIGWFPTTRISLYVGLVWIVLLLVGYYFKVK
                     YQKKQATLIKNAD"
     gene            complement(964199..965518)
                     /gene="brnQ"
                     /locus_tag="CH60_934"
     CDS             complement(964199..965518)
                     /gene="brnQ"
                     /locus_tag="CH60_934"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein;
                     [E] COG1114 Branched-chain amino acid permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AJK13017.1"
                     /translation="MSHRLSSKDIMALGFMTFALFVGAGNIIFPPMVGLQSGEHVWWA
                     ALGFLITAVGLPVITVIALARVGGGIDALSTPIGRSAGLVLATVCYLAVGPLFAIPRT
                     ATVSFEVGIAPLTGNGPLPLFIYSVVYFALVIGISLYPGRLLDTVGHILAPLKILALA
                     ILGIAALIWPAGPLITATDAYQQAPFSSGFVNGYLTMDTLGALVFGIVIVNAARSRGV
                     VSAVLLTRYTIWAGLIAGIGLTLVYLSLFKLGSSSGSLVPDAQNGAVILHAYVQHTFG
                     GLGSMFLAALIFIACMVTAVGLTCACAEFFAQYLRLSYRTLVFILGIFSMLVSNLGLS
                     HLIQISIPVLTAIYPPCIVLVLMSFTLRWWQHASRIVAPVMLISLVFGILDAVKASTF
                     ANFLPAWAHHLPLAEQGLAWLPPSLLVFVVIGLYDRIFCRQKIVVKQ"
     gene            complement(965992..967056)
                     /gene="pstS"
                     /locus_tag="CH60_935"
     CDS             complement(965992..967056)
                     /gene="pstS"
                     /locus_tag="CH60_935"
                     /note="ptsS_2: phosphate binding family protein;
                     [P] COG0226 ABC-type phosphate transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, phosphate-binding
                     protein PstS"
                     /protein_id="AJK12807.1"
                     /translation="MKWGKLALLNVILWHSYTVFAQSIALVQPVALTRSVALTRSVAL
                     VLPVTLASPSITVSPSVPMPVANTLSGNLSSVGSDTLANLMSLWANDFNHHYPGVNLQ
                     IQAAGSSTAPAALAAGATQLGPMSRPMKAGEIAAFIQRYGYPPLAVPVAVDALVVFVH
                     QDNPLNRLTLSQLDAIFSQNRRCGEPQKIQRFGDLGLSGDWAARPLQRYGRNSASGTY
                     GYFKRRVLCDGDFINNINELPGSASVVQAVAGSLNGIGYSSIGFRNSGVKSLPLAASG
                     QDFVMPTAENVSNGLYPLSRYLYIYINKAPGQPLEALTAAFLERALSPEGQKLVSHDG
                     YLPLPPAMLNNTRKTLGFTD"
     gene            complement(967078..968394)
                     /gene="phoR"
                     /locus_tag="CH60_936"
     CDS             complement(967078..968394)
                     /gene="phoR"
                     /locus_tag="CH60_936"
                     /note="phoR_proteo: phosphate regulon sensor kinase PhoR;
                     [T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate regulon sensor kinase PhoR"
                     /protein_id="AJK11637.1"
                     /translation="MLERLSWKTLALELALFCLPALLLGAFIGYLPWLLLVSVVAALT
                     WNFYNQLKLSHWLWLDRSMTPPSGRWSWEPLFYGLYQMQLRNRRRRRELALLIKRFRS
                     GAESLPDAVVITTVDGNIFWCNGLAQQLLGFRWPEDNGQHILNLLRYPEFSQYLQQQT
                     FSRPLTLQLNNGYYVEFRVMPYSEGQLLMVARDVTQMRQLEGARRNFFANVSHELRTP
                     LTVLQGYLEMMHDQELAGPLRDKALGTMQEQTKRMDGLVKQLLTLSRIEAAPNVDLNE
                     RVDIPLMLKILQHEVQALSNGRHEITFRVNDQLKVFGNEDQLRSAVSNLVYNAVNHTP
                     EGTKIEVCWQQTPQGAQFQVSDNGPGIPPEHVPRLTERFYRVDKARSRQTGGSGLGLA
                     IVKHALSHHDARLEVMSEIGLGTRFIFTLPNRLIVPTVLVENAVKS"
     gene            complement(968419..969108)
                     /gene="phoB"
                     /locus_tag="CH60_937"
     CDS             complement(968419..969108)
                     /gene="phoB"
                     /locus_tag="CH60_937"
                     /note="phoB: phosphate regulon transcriptional regulatory
                     protein PhoB;
                     [TK] COG0745 Response regulators consisting of a CheY-like
                     receiver domain and a winged-helix DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate regulon transcriptional regulatory
                     protein PhoB"
                     /protein_id="AJK11541.1"
                     /translation="MARRILVVEDEAPIREMVCFVLEQNGYQPLEAEDYDSAVARLSE
                     PFPDLVLLDWMLPGGSGIQFIKHMKREALTRDIPVMMLTARGEEEDRVRGLEVGADDY
                     ITKPFSPKELVARIKAVMRRISPMAVEEVIEMQGLSLDPSSHRVMANDQALDMGPTEF
                     KLLHFFMTHPERVYSREQLLNYVWGTNVYVEDRTVDVHIRRLRKALETDGHDKMVQTV
                     RGTGYRFSTRY"
     gene            969376..970620
                     /gene="sbcD"
                     /locus_tag="CH60_938"
     CDS             969376..970620
                     /gene="sbcD"
                     /locus_tag="CH60_938"
                     /note="sbcd: exonuclease SbcCD, D subunit;
                     [L] COG0420 DNA repair exonuclease"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease SbcCD, D subunit"
                     /protein_id="AJK13769.1"
                     /translation="MRIIHTSDWHLGQYFFTKSRAAEHQAFLHWLIEQIKEHQVDALI
                     VAGDIFDTGAPPSYARELYNRFIVELQPTACQLVVLGGNHDSVATLNESRDLLSYLNT
                     SVISCASRDLKQQVIILKNRQQQPAAVLCAIPFLRPRDLVTSQAGESGDQKQLALQEA
                     IAGHYQTLYQRALELRSQLGLPLPIIATGHLTTVGVTTTDSVRDIYIGTLDAFPAQAF
                     PPADYIALGHIHRAQQVAKTEHIRYSGSPIALSFDELSKEKSVYLVEFDQQNLSSVTP
                     LFIPQFQPMQLIKGDLRQIEQQLAAFAGHEGLPVWLDIEVATQDYLTDIQRRIQALAA
                     NLPVEVVLLRRSKEQRNNSIHRQEKETLNELTVSDVFERRLALEADLPEPRQQRMRQM
                     FNYVVDEIAQDGSNGVAEEPAQ"
     gene            970617..974306
                     /locus_tag="CH60_939"
     CDS             970617..974306
                     /locus_tag="CH60_939"
                     /note="sbcc: exonuclease SbcC family protein;
                     [L] COG0419 ATPase involved in DNA repair"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease SbcC family protein"
                     /protein_id="AJK10576.1"
                     /translation="MKILSLRLKNINSLQGEWKIDFTAEPFASNGLFAITGPTGAGKT
                     TLLDAICLALYHQTPRLIVTPSQNELMTRHTAESLAEVEFDVKGIRYRAFWSQRRARN
                     SPDGNLQAPKVELALCENGKILADKVRDKLDMIAAITGLDFGRFTKSMMLSQGQFAAF
                     LNADANDRAELLEELTGTDIYGRLSERVFEKHKQAKIDLDALHQRASGIELLNEEQRL
                     ALAQQIDALSQQEQQLSKEQLVTQNQINWLTGWQQQQQHVQQYQQQQVLVEQEYQQAL
                     PGLQRLARSEPAEKLRPLQRERDRSQKDLQQTQQRITALAQQQQQYLAQLTPLTQAVE
                     QATAARQQQQLNQHEQETLIEQRIVPLDNLITQQQQTLSQLAGQIQQLRAKEQQNSQQ
                     LALNEQKLLQTHQRLQQLADYANLHAHHQHWEKHLPLWHEQFRQLQLQQQQSAQSEQQ
                     LHQQTTLLATLQQQATTLSAQEKQQQVALAEARAQASYLQQKLLVLEQQQPSAQLRQQ
                     LNEFNEQRQICQQLAALSPLAQQIQALYDKQQQQFTAQQQQLKQLEQQLTEKRQLYQQ
                     QKQHLVDLEALLEREKQIVTLEAERAKLQPGDACPLCGAVEHPAITAYQAVKPSETAV
                     RVAKLRLQVEQLYTEGTELRTQVASMQQHQQRIEQELQDHRQQLAAYQQRWQTLAQPL
                     SLAFTLNEPDALALWLEQHEQQEQACQLKLVEYERLTQQYQQAKDILTQLEQRQQEHQ
                     QQLALITERQKNAQQTYQQLQSQYQHQQEALIAQQQVLNHTLTELSLSVPDADQQQDW
                     LAQREEECQRWQQHQQEQQRLTIEQKTLETRIENERRHLQECIDQLSALSQQRQQAET
                     LLQQQIQQRQALFGEDIVAEVRQRLRLQQQQAELAQQNAEKALQQAQSQLNRLSGELT
                     GLEQQCQQYQQRATTTQAELQQALSTSEFADETALTAALLSEEERQHLQQLQQQLNER
                     RQQAQIRLQQAREILDQHLQLCPQGVDKSSELTLLQQQSEQLLAQLKTTTLRQGELRN
                     QLESDTTRRHNQRTLFEQIERSQQQYDDWSYLNQLIGSKEGDKFRKFAQGLTLDHLVY
                     LANNQLSRLHGRYLLQRKTTDALELQVVDTWQADAIRDTRTLSGGESFLVSLALALAL
                     SDLVSHKTSIDSLFLDEGFGTLDAETLDTALDALDSLNASGKTIGVISHVEAMKDRIP
                     VQIKVKKVNGLGVSRLDNAFRVNQD"
     gene            complement(974908..975822)
                     /locus_tag="CH60_940"
     CDS             complement(974908..975822)
                     /locus_tag="CH60_940"
                     /note="[KG] COG1940 Transcriptional regulator/sugar
                     kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucokinase family protein"
                     /protein_id="AJK11970.1"
                     /translation="MRIGIDLGGTKIEVIALANDGQVLFRKRVGTPRHDYQKTIQAIA
                     DLIADAEHATGEQGSIGVGIPGTLSPFTGKVKNSNSVWLNGRELDKDLSVFLNRPVRL
                     ANDANCLAVSEATDGAGAGKKWVFAAVIGTGCGSGIAIDGGSHAGGNGIAGEWGHNPL
                     PWQDEEEREYAQEVTCYCGKKGCIETFVSGTGFATDYFRLSGKPLKGHEIIELVEQGD
                     VIAEQAMNNYERRFAKSLAHVINLFDPDVVVLGGGMSNVDRLYDTLPALISPWVFGGE
                     CETPILKALHGDSSGVRGAAWLWNTLRP"
     gene            976155..977066
                     /locus_tag="CH60_941"
     CDS             976155..977066
                     /locus_tag="CH60_941"
                     /note="[L] COG2974 DNA recombination-dependent growth
                     factor C"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease, RdgC family protein"
                     /protein_id="AJK12716.1"
                     /translation="MLWFKNLMVYRLSREVSLSADEMEKQLSAFSFTPCGSQDMAKTG
                     WVSPMGSHSDALTHTVNGQIVICARKEEKILPSPVIKQELQDKIERLEGEQHRKLKKT
                     EKDSLKDEVLHSLLPRAFSRFNQTFLWIDTVNDLIMVDAASAKRAEDTLALLRKSLGS
                     LPVVPLTLENPIELTLTEWVRSKTLPAGFALMDEAELKAILEDGGVIRCKKQDLFSDE
                     IAVHIEAGKLVTKLALDWQERIQLVLSDDGSLKRLKFADTLRDQNEDIDREDFAQRFD
                     ADFILMTSELAALIKNLIEALGGEAQH"
     gene            complement(977302..977589)
                     /locus_tag="CH60_942"
     CDS             complement(977302..977589)
                     /locus_tag="CH60_942"
                     /note="conserved hypothetical protein;
                     [S] COG3123 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14079.1"
                     /translation="MLKFNEYFTGKVKSIGFDSDSIGPASVGVMEKGEYTFSTAKAEE
                     MTVITGSLKVLIPGSPDWQTFMPGETFYIPGESEFNLQVAEASSYLCKYLS"
     gene            complement(978079..978603)
                     /gene="aroL"
                     /locus_tag="CH60_943"
     CDS             complement(978079..978603)
                     /gene="aroL"
                     /locus_tag="CH60_943"
                     /EC_number="2.7.1.71"
                     /note="[E] COG0703 Shikimate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate kinase 2"
                     /protein_id="AJK11944.1"
                     /translation="MTQTIFMVGARGAGKTTIGKALAQALGYRFVDTDLFMQQTSQMT
                     VAEVVESEGWDGFRLRESMALQAVTAPKTVVATGGGAVLSSENRAFMRDHGRVIYLRA
                     SAAVLAKRLAEDPEEAQRPSLTGKPIVEEILDVLASREALYQDVAHHVLDGTQTPSLV
                     VEQILQMLTGEMVK"
     gene            complement(978850..979407)
                     /locus_tag="CH60_944"
     CDS             complement(978850..979407)
                     /locus_tag="CH60_944"
                     /note="[I] COG3963 Phospholipid N-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AJK11869.1"
                     /translation="MLNIVRRNFKSQFSYLQRFIASPRTVGSLVPSSPWLCQAMLNQI
                     DWTQNLNIAELGAADGVLTKRILSHMSANSSLQAYEIQPHFVHALHQLKDSRLQIADR
                     SAEQLDQEYDVVFCCLPLLSIPTKISIRILQQTQQRLRARNGVLVLFQYSHLSESLLS
                     RYFNWKKIRVVRNFPPALVYICHPN"
     gene            complement(980137..980658)
                     /locus_tag="CH60_945"
     CDS             complement(980137..980658)
                     /locus_tag="CH60_945"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AJK13042.1"
                     /translation="MQAAADKKLTNIEIQQGLAESLPFADQSFDIVISRYSAHHWHDV
                     GKALREVKRVLRPGGKVIFMDVVSPGHPVLDIYLQTVEVLRDTSHVRNYSPGEWLSLF
                     TEGGLVINEVTSDRLYLEFSSWVARMRTPAHFATAIREFQKLASDGVINHYAIQADGS
                     FTSDIMMIVAVRD"
     gene            complement(980904..981158)
                     /locus_tag="CH60_946"
     CDS             complement(980904..981158)
                     /locus_tag="CH60_946"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11360.1"
                     /translation="MGISEEESIRRLTNEKNAVGHSAKWVAIISAVYFIIMLFYKHEL
                     GVLTLAGGIFLVSFTTWMKKRQKVKSYKNQLQQIEEDKTV"
     gene            complement(981356..982105)
                     /gene="ycgR"
                     /locus_tag="CH60_947"
     CDS             complement(981356..982105)
                     /gene="ycgR"
                     /locus_tag="CH60_947"
                     /note="[M] COG5581 Predicted glycosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar brake protein YcgR"
                     /protein_id="AJK14380.1"
                     /translation="MSETSKEQFVKKNKLAICAILRDLQKNDTAVMVTHARGQFISRI
                     LDIQPETNQFIFDFGSVENENVLALGAEQLTIIVEPTGAKIEFTCNKLKHVEYLSLPA
                     FSSAIPEQLYFIQRREYFRVSIPQWPAYYCSGKFPDGTQYKYTLADISLGGMGLYAMK
                     GSEFPLQGCSVLRDAAVDLCGFGLFKLDLQFIRALDKQVVNNKGEMLTVQRLSFKFLR
                     LSPIQEKGLQRAIFELEKQQTAKARKFQEGL"
     gene            complement(982442..983701)
                     /gene="proA"
                     /locus_tag="CH60_948"
     CDS             complement(982442..983701)
                     /gene="proA"
                     /locus_tag="CH60_948"
                     /EC_number="1.2.1.41"
                     /note="proA: glutamate-5-semialdehyde dehydrogenase;
                     [E] COG0014 Gamma-glutamyl phosphate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-5-semialdehyde dehydrogenase"
                     /protein_id="AJK13186.1"
                     /translation="MNLLEHMGKAAKQASWQLAMLSTAKKNQALAVIANLLESESQTI
                     LQANERDMAAARESGMSEALLDRLLLTPARLAAIANDVRQVCRLNDPVGRVIDGSLLD
                     SGLKLERRRVPLGVIGVIYEARPNVTIDVASLCLKTGNAVILRGGKETHYTNQATVNV
                     IQRALEQCGLPAAAVQAIESPDRQLVNELLRLDRYVDMLIPRGGASLHKLCREQSTIP
                     VITGGIGVCHTFVDENADFEKALLVIENAKIQRPSACNSLETLLVHQAVAKTFLPLLS
                     ARMHAFGVTLHASPLAMPYLADGKAKVVAVEAADYDDEWLSLDLNVDIVTDIDAAIDH
                     IREHGTSHSDAILTRSLSHAEYFVRAVDSSAVYVNASTRFTDGGQFGLGAEVAVSTQK
                     LHARGPMGLDALTTYKWIGYGDDLVRS"
     gene            complement(983711..984814)
                     /gene="proB"
                     /locus_tag="CH60_949"
     CDS             complement(983711..984814)
                     /gene="proB"
                     /locus_tag="CH60_949"
                     /EC_number="2.7.2.11"
                     /note="proB: glutamate 5-kinase;
                     [E] COG0263 Glutamate 5-kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate 5-kinase"
                     /protein_id="AJK11571.1"
                     /translation="MSGSQTLVVKLGTSVLTGGSRRLNRAHIVELVRQCAQQHAKGHR
                     IVIVTSGAIAAGREHLGYPELPATIASKQLLAAVGQSRLIQLWEQLFSIYGIHIGQML
                     LTRADLEDRERFLNARDTMNALLDNRIVPVINENDAVATAEIKVGDNDNLSALAAILA
                     SADKLLLLTDQAGLYTADPRNNPEAELIREVHGIDDVLRGMAGDSVSGLGTGGMATKL
                     QAADVACRAGIDVVIAAGSQVGVIADVIDGTPVGTRFHSLETPLENRKRWIFGAPPAG
                     EITVDDGAVFAIMERGSSLLPKGIRSVKGDFSRGEVIRIRNLNGRDLAHGVSRYNSDA
                     LRMLAGHHSQQISEILGYEYGPVAVHRDDMIVS"
     gene            complement(984991..985392)
                     /gene="crl"
                     /locus_tag="CH60_950"
     CDS             complement(984991..985392)
                     /gene="crl"
                     /locus_tag="CH60_950"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma factor-binding protein crl"
                     /protein_id="AJK13285.1"
                     /translation="MTLTSAHPKSKLMKRFAALGPYLREGQCQNDHFFFDCLAVCINV
                     KLAPEKREFWGWWIELEPSAGRFTYVYQLGLFNKEGNWNAEKISDPEVQDKLESTLRS
                     FHLRLEEMLASIDMKLEPAADFNDQPVKLSA"
     gene            complement(985452..986699)
                     /locus_tag="CH60_951"
     CDS             complement(985452..986699)
                     /locus_tag="CH60_951"
                     /note="[R] COG1073 Hydrolases of the alpha/beta
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AJK13113.1"
                     /translation="MAQANLSEILFKPKFKHPETSTLVRRTHCNHVVNIHSALDGDTA
                     NHWYRMINRLMWTWRGIDPLEIEEVLSRIACSKAEHSNNELLDTVVGYRNGNWIYEWA
                     NQGMMWQQKAMEETDPGSAGQFWLNAANLYSIASYPHLKGDELSEQAEVLSNRAYEEA
                     AKYLPYTLKELTFPISDGGSLSGFLHMPTVGSAPFPTVLMCGGLDTLQSDYHRLFRDY
                     LEPKGIAMLTIDLPSVGASSRWKLTQDTSYLHQQVLQALADVPWVDHQRVSVFGFRFG
                     ANVAVRLGYLEPQRVRAVACLGPIVHHLLCNSDSLRKVPDMYMDVMASRLGMADSTDE
                     TLNTEMNRYSLKTQGLLGRRCQTPMLAGFWENDPFSPKEEAKLICSSSADGKLLAIPS
                     KPLYENFHRALLQTSEWLEDKMR"
     gene            complement(986826..987284)
                     /gene="gpt"
                     /locus_tag="CH60_952"
     CDS             complement(986826..987284)
                     /gene="gpt"
                     /locus_tag="CH60_952"
                     /EC_number="2.4.2.22"
                     /note="[F] COG0503 Adenine/guanine
                     phosphoribosyltransferases and related PRPP-binding
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="xanthine phosphoribosyltransferase"
                     /protein_id="AJK11866.1"
                     /translation="MNEKYVVTWDMLQIHARKLAQRLLPAEQWKGIIAVSRGGLVPAG
                     ILARELGIRYVDTVCISSYDHDNQRDLKVLKRAEGDGEGFIVIDDLVDTGGTATAIRE
                     MYPKAHFVTIFAKPAGRPLVDDYVVDIPQNTWIEQPWDMAVTFVAPLSGK"
     gene            987711..988016
                     /locus_tag="CH60_953"
     CDS             987711..988016
                     /locus_tag="CH60_953"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13745.1"
                     /translation="MQLKIPEPDSVVIWVVIGIFATWGGVVRLLLQDTKSKNLREKIS
                     AISTQVIVSGFTGMLGGLISFEYGSSPYISFAMAGIFGSLGDTGLMYIQSYFIKKRR"
     gene            988213..989817
                     /locus_tag="CH60_954"
     CDS             988213..989817
                     /locus_tag="CH60_954"
                     /note="[S] COG3397 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="chitin binding domain protein"
                     /protein_id="AJK11719.1"
                     /translation="MKLHFNAQLHRKPILWSMGGILASQLLVMLPVDKAEAHGAVGFP
                     IARQYQCQLEAGFWGDPANIPNSDCRQAIENPGDPSNPQLPFTQWNELSANPTNPSIQ
                     ATVELAVPNGLLCAGGDPRKAGLDNVPATKWRKTLITPDENGHMQLRWENTTAHNPAY
                     MKVYITKPSYDSTKALRWEDLELLYADKAPTPTAGTGLSPSTNSFYFLNVPLNGHTGD
                     AIIYSYWQREDAGNEGFFNCSDVNISEGSTPSFPWVNNSQFIVQGFTPAINDQIRFRV
                     MGGSAKGVEVVDVYLPITAQNQAQTVWSKQLADKLNNTYPQYVRIGVRSGNDIVYNTA
                     NIATNIVWLQTGFSSAMSLISGTPEPEQPQPPVAQITAPSSVQDNETITLSASASTGQ
                     IASYQWEFQHFEPKVATTQNVTVRAVATQQPLAGKVTLTVTNNQGVQSRAEKTINILP
                     SGGIEQEHPLWDRNKVTTYGEGTTVIGLDGQAWTCKPFPFTGWCAQTIPDYIQSNNWP
                     YAPGSAAAATLSEDSRPWLRTVRTHH"
     gene            complement(990277..991062)
                     /locus_tag="CH60_955"
     CDS             complement(990277..991062)
                     /locus_tag="CH60_955"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="lysR substrate binding domain protein"
                     /protein_id="AJK10925.1"
                     /translation="MKLGCELFTRTSKGILLTSSGHFLYDKIIPVYNEIIELEKELIS
                     NHKLNVISEEKRLELNIGTDIFHYAHLLPIAKARFFNEENVNFSLEVSTSQDISQMLR
                     ENIYQVFFSQRVLPKEHGIIHRKLSDEFMMIALQDDMYRDDMSQEDIISSYPLVQYPR
                     QNISSVVDELTNYLISRKLNPIRITLPNVNDHLSIINQGGAIGILPSSVKKLINMHNY
                     NIKLIPFVHKGEKLKVKSNAYYLCDNKDVFEENILPLLGDSHL"
     gene            993063..994523
                     /gene="pepD"
                     /locus_tag="CH60_956"
     CDS             993063..994523
                     /gene="pepD"
                     /locus_tag="CH60_956"
                     /EC_number="3.4.13.20"
                     /note="aa-his-dipept: Xaa-His dipeptidase family protein;
                     [E] COG2195 Di- and tripeptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="Xaa-His dipeptidase family protein"
                     /protein_id="AJK10786.1"
                     /translation="MSELSQLSPQPLWDIFAKICSIPHPSYHEEALAQYIVTWAKEKG
                     LHAERDQVGNILLRKPATKGMENHKPVALQAHLDMVPQKNNDTVHDFTKDPIQPYIDG
                     EWVKARGTTLGADNGIGMASALAVLSDDRVEHGPLEVLLTMTEEAGMDGAFGLQPNWL
                     KADILINTDSEQEGEIYMGCAGGIDFITTMPLQREAIPAGYQTLKLTIKGLKGGHSGA
                     DIHLGLGNANKLLARFLFEQAKDLDLRVLDLNGGTLRNAIPREGHVTLAVAADKVEQL
                     KKLSQNYLATLKDELIAVEKNLTLVLEPVSTETKALTKETQQRFVALLNATPNGVIRM
                     SDAVKGVVETSLNVGVVTMNEHEAEIVCLIRSLIDSGKDYVASMLTAIGELAGAKTSP
                     SGGYPGWQPDPTSPVMALVRETYQKLFNKTPNIMVIHAGLECGLFKKPYPNMDMVSIG
                     PTMTGPHSPDEQVHIESVGQYWQLLTALLKAIPERT"
     gene            complement(994637..995695)
                     /gene="dinB"
                     /locus_tag="CH60_957"
     CDS             complement(994637..995695)
                     /gene="dinB"
                     /locus_tag="CH60_957"
                     /EC_number="2.7.7.7"
                     /note="[L] COG0389 Nucleotidyltransferase/DNA polymerase
                     involved in DNA repair"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase IV"
                     /protein_id="AJK12584.1"
                     /translation="MRKIIHVDMDCFFAAVEMRDDPRLRDIPLAIGGSKERRGVISTA
                     NYPARRYGVRSAMPTAMAFKLCPQLTLLPGRMAAYKEASQHIREIFARYTPLIEPLSL
                     DEAYLDVSDSLACGGSATLIAQEIRQSIASELNLTASAGIAPIKFLAKIASELNKPNG
                     QYVITPNQIQPFLQDLPLSKIPGVGAVTAKRLQALGLVTCGDIQKYPLAELLKHFGKF
                     GRVLWERSHGIDEREISPDRLRKSVGVEKTLAEDIYDWESCEALIEELYLELETRLRK
                     VKPSLHIARQGVKLKFHDFQQTTQEHTWPVLNKVDLLEIAHAAWHERRAERGVRLVGL
                     HVTLLDPQLERQLLLDWG"
     gene            996066..996998
                     /locus_tag="CH60_958"
     CDS             996066..996998
                     /locus_tag="CH60_958"
                     /note="[C] COG0584 Glycerophosphoryl diester
                     phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AJK14288.1"
                     /translation="MTSLLLSSTFTAIAHSSPLPAPQIIAHRAGTADAPENTFPAISK
                     ALANGADAIWITLQLSKDNIPVLYRPSDLKELTNESGSVSAYTASQLAEIDASIAYNK
                     KHDIKPSAGSLFGIPTLDDVLKKYPDTIFYLDIKSPDADPIVLAKALQKTLLATSKGE
                     KNRLIRTRVYSTNDDYLNALDTVNKSSDPSHKVQRFESRDTTRTVLANITMDHQCELP
                     IDNKERWYGLELHRKVEVVEKYTLGEGRSSAILSWDKEAMDCFRKNANAHIILFGINT
                     QDDYKKAKELQANGVMVDSPAQFKEIISKSENVK"
     gene            complement(997242..997469)
                     /locus_tag="CH60_959"
     CDS             complement(997242..997469)
                     /locus_tag="CH60_959"
                     /note="conserved hypothetical protein;
                     [S] COG2991 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10870.1"
                     /translation="MLTVFIASFVFFLLAIAGMSLGYIVKNKTIQGSCGGIGALGMEK
                     VCDCPEPCDSRKKRLAKEAARKKKLDQFRIL"
     gene            complement(997482..998504)
                     /locus_tag="CH60_960"
     CDS             complement(997482..998504)
                     /locus_tag="CH60_960"
                     /note="[H] COG1477 Membrane-associated lipoprotein
                     involved in thiamine biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="apbE family protein"
                     /protein_id="AJK12481.1"
                     /translation="MRKYITRCLMLVIGGLLLSGCGPEQVSLEGKTMGTSYSIKYVSD
                     SSTAAPETLQQEIDLILEEVNDQMSTYRPHSELSRFNQSREVNQPFPVSAATAKVVQE
                     AIRINRLTDGALDVTVGPLVNLWGFGPEGRPDTVPTEDEITRRRAWVGIDKLAVDKNA
                     LIKRVPELYVDLSSIAKGYGVDVVAEYLEAQNIKDYMVDIGGEVRTRGNNGENKPWRI
                     AIEKPVAGSTQRAQEIIEPGRMAVATSGDYRNYFEQDGIRYSHTIDPDTGRPINHRLV
                     SITVLDPSCMTADGLSTGLGVLGPERGMALANLLGIPVLMIIKTDDGFEEQYSDAFKP
                     YLQVKH"
     gene            complement(998545..999768)
                     /gene="nqrF"
                     /locus_tag="CH60_961"
     CDS             complement(998545..999768)
                     /gene="nqrF"
                     /locus_tag="CH60_961"
                     /note="NADH:ubiquinone oxidoreductase,
                     Na(+)-translocating, F subunit;
                     nqrF: NADH:ubiquinone oxidoreductase, Na(+)-translocating,
                     F subunit;
                     [C] COG2871 Na+-transporting NADH:ubiquinone
                     oxidoreductase, subunit NqrF"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone oxidoreductase, Na(+)-translocating,
                     F subunit"
                     /protein_id="AJK14442.1"
                     /translation="MEIILGVVMFTLIVLALTVMILFAKSKLVNTGDITVEINEDEDK
                     SFTAPAGDKLLNMLSSHGIFVSSACGGGGSCGQCRVTIKEGGGDILPTELSHISKREA
                     KEGCRLACQVNVKQNLKIELPEEIFGVKKWTCEVISNDNKATFIKELKLKIPDGDVVP
                     FRAGGFIQIEAEPHTVKYADFDVPTEYRGDWDKFNLFRFESVVTEPTVRAYSMANYPE
                     EHGIILLNVRIATPPPSVPDAPPGIMSSYIWSLKPGDKVVISGPFGEFFAKDTDAEMV
                     FIGGGAGMAPMRSHIFDQLKRLHSKRKISFWYGARSRREMFYEEDFDQLQAENDNFRW
                     HVALSDPQPEDNWTGYTGFIHNVLLENYLKDHPAPEDCEFYMCGPPMMNAAVIKMLKD
                     LGVEDENIMLDDFGG"
     gene            complement(999784..1000380)
                     /gene="nqrE"
                     /locus_tag="CH60_962"
     CDS             complement(999784..1000380)
                     /gene="nqrE"
                     /locus_tag="CH60_962"
                     /note="NADH:ubiquinone oxidoreductase,
                     Na(+)-translocating, E subunit;
                     nqrE: NADH:ubiquinone oxidoreductase, Na(+)-translocating,
                     E subunit;
                     [C] COG2209 Na+-transporting NADH:ubiquinone
                     oxidoreductase, subunit NqrE"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone oxidoreductase, Na(+)-translocating,
                     E subunit"
                     /protein_id="AJK11435.1"
                     /translation="MEHYISLLVRAVFVENMALAFFLGMCTFLAVSKKVSTAFGLGIA
                     VTVVLGISVPANNLVYNLVLRDGALVEGVDLSFLNFITFIGVIAAIVQVLEMILDRYF
                     PALYNALGIFLPLITVNCAIFGGVSFMAQRDYNFPESIVYGFGSGMGWMLAIVALAGI
                     REKMKYANVPAGLQGLGITFISTGLMALGFMSFAGVNL"
     gene            complement(1000387..1001016)
                     /gene="nqrD"
                     /locus_tag="CH60_963"
     CDS             complement(1000387..1001016)
                     /gene="nqrD"
                     /locus_tag="CH60_963"
                     /note="NADH:ubiquinone oxidoreductase,
                     Na(+)-translocating, D subunit;
                     nqrD: NADH:ubiquinone oxidoreductase, Na(+)-translocating,
                     D subunit;
                     [C] COG1347 Na+-transporting NADH:ubiquinone
                     oxidoreductase, subunit NqrD"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone oxidoreductase, Na(+)-translocating,
                     D subunit"
                     /protein_id="AJK11129.1"
                     /translation="MADSKEIKRVLLSPLFDNNPIALQILGVCSALAVTTKLETALVM
                     TLAVTLVTAFSSFFISLIRNHIPNSVRIIVQMVIIASLVIVVDQVLRAYAYEISKQLS
                     VFVGLIITNCIVMGRAEAYAMKSPPIESFMDGIGNGLGYGVILVLVGFVRELVGSGKL
                     FGVTVLETVQNGGWYLPNGLFLLAPSAFFIIGLLIWGLRTLKPAQIEKE"
     gene            complement(1001009..1001809)
                     /gene="nqrC"
                     /locus_tag="CH60_964"
     CDS             complement(1001009..1001809)
                     /gene="nqrC"
                     /locus_tag="CH60_964"
                     /note="NADH:ubiquinone oxidoreductase,
                     Na(+)-translocating, C subunit;
                     nqrC: NADH:ubiquinone oxidoreductase, Na(+)-translocating,
                     C subunit;
                     [C] COG2869 Na+-transporting NADH:ubiquinone
                     oxidoreductase, subunit NqrC"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone oxidoreductase, Na(+)-translocating,
                     C subunit"
                     /protein_id="AJK10533.1"
                     /translation="MASDKPRNNDSIGKTLLVVVILCLVCSVVVAGAAVGLKAKQQEQ
                     RLLDKQRNILAVAGLLQPRMLAEEVQQAFATRIEPRLLDLQSGEFLKQDPATFDRSQA
                     LRDNQMSIALTPAQDIAGIRRRANVVEIYLVRGDGGQINKVILPIYGSGLWSMMYAFV
                     AIDTDGKTVRGITYYDHGETPGLGGEIENPIWRNQWIGKRLFDDQGQPAIRIVKGRAP
                     ANDPHAVDGLSGATLTSNGVQNSFNFWLGENGFGPFLKKVREGALKNG"
     gene            complement(1001799..1003040)
                     /gene="nqrB"
                     /locus_tag="CH60_965"
     CDS             complement(1001799..1003040)
                     /gene="nqrB"
                     /locus_tag="CH60_965"
                     /note="NADH:ubiquinone oxidoreductase,
                     Na(+)-translocating, B subunit;
                     nqrB: NADH:ubiquinone oxidoreductase, Na(+)-translocating,
                     B subunit;
                     [C] COG1805 Na+-transporting NADH:ubiquinone
                     oxidoreductase, subunit NqrB"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone oxidoreductase, Na(+)-translocating,
                     B subunit"
                     /protein_id="AJK13376.1"
                     /translation="MGLKNFLEKIEHHFEAGGKLEKYYPLYEAAATIFYTQGKVTPGA
                     SHVRDAIDLKRMMILVWFAVFPAMFWGMYNVGYQAIPALNQLYSGAELQQVIAGDWHY
                     RLAQMLGASLTPDAGWASKMLLGAAYFLPIYAVVFLVGGFWEVVFSIVRKHEINEGFF
                     VTSILFSLIVPPTLPLWQAALGISFGVVIGKEIFGGTGRNFLNPALAGRAFLFFAYPA
                     QISGDLVWTSADGFSGATPLSQWSVNGSHSLVNTVSGQPITWMDAFLGYIPGSIGEVS
                     TLMILIGGAIIIFGRVASWRIVAGVMIGMIATAYLFNWIGSTTNPLFAMPWYWHLVLG
                     GFAFGMIFMATDPVSASFTNKGKWWYGGLIGVMCILIRVANPAYPEGMMLAILFANLF
                     APLFDYVVVQANIKRRKARGE"
     gene            complement(1003044..1004387)
                     /gene="nqrA"
                     /locus_tag="CH60_966"
     CDS             complement(1003044..1004387)
                     /gene="nqrA"
                     /locus_tag="CH60_966"
                     /note="NADH:ubiquinone oxidoreductase,
                     Na(+)-translocating, A subunit;
                     nqrA: NADH:ubiquinone oxidoreductase, Na(+)-translocating,
                     A subunit;
                     [C] COG1726 Na+-transporting NADH:ubiquinone
                     oxidoreductase, subunit NqrA"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone oxidoreductase, Na(+)-translocating,
                     A subunit"
                     /protein_id="AJK11793.1"
                     /translation="MIKIKKGLDLPIAGAPVQTIQDGPAIHHVALLGEEYVGMRPSML
                     VQEGDQVKKGQALFEDKKNPGVLFTAPASGKISAINRGERRVLQSVVIEVEGDEQIPF
                     EHYAAEELNQLSDEQVQHHLLTSGLWTALRTRPFSKTPVPGSRPRAIFISAMDTQPLA
                     ADPQVIIATESEAFNHGLTVLTRLTDGKVHVCHAAGQAVTRHTNTQVTYNEFSGPHPA
                     GLVGTHIHFLEPVSQTKMVWHVGYQDVIAIGKLFTRGELCTDRIVALAGPQVNQPILL
                     RTRLGASLSELTAGKLKEGDNRIISGSVLSGTAFSATHGYLGRFHQQVSVIREGREKE
                     LFGWVMPGRDKYSITRTTLGHFFKRKLFAFSTDMHGGERAMVPIGNYERVMPLDILAT
                     HLLRDLLAGDTDSAQALGCLELDEEDLALCTFVCPGKYEYGPVLRDILTQIEQEG"
     gene            1004883..1005623
                     /locus_tag="CH60_968"
     CDS             1004883..1005623
                     /locus_tag="CH60_968"
                     /note="[S] COG3034 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="L,D-transpeptidase catalytic domain protein"
                     /protein_id="AJK12372.1"
                     /translation="MGKIALLFAMIICLPAASFTSSASEPVAVSKELKQQLLGSSVYI
                     QIFKEERVLELYAKLQGEYRLVQSYPICEFSGGLGPKRREGDFKSPEGFYRINTRHLK
                     PDSQFYRAINIGFPNDYDKSQGYSGKYLMIHGACKSIGCYAMTDAYMDEIFNYVRTAF
                     IFGQEKVDISIYPFRMTEQNIQRHRNSSYSNFWRQLQPGYTYFAKNRMPPPVSVSNGQ
                     YVLSPPPLTSTPTSQLALIKTDPLTKTE"
     gene            complement(1005588..1006361)
                     /locus_tag="CH60_967"
     CDS             complement(1005588..1006361)
                     /locus_tag="CH60_967"
                     /note="[R] COG0121 Predicted glutamine amidotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine amidotransferases class-II family
                     protein"
                     /protein_id="AJK12288.1"
                     /translation="MCELLGMSANVPTDICFSFTGLVQRGGGTGPHKDGWGITFYEGN
                     GCRTFKDPQPSFNSPIARLVQDYPIKSCAVVSHIRQANRGEVALENTHPFTREMWGRN
                     WTYAHNGQLKGYRQLDTGTFRPIGQTDSEYAFCWLLNQLAKRYPRTPGNWPAVFRFIA
                     SLSEQLRAKGVFNMLLSDGRFVMAYCSTNLYWITRRAPFGKATLLDQDVEIDFQQQTT
                     PKDVVTVIATQPLTGNETWHKIAPGEFALFCLGERVGFN"
     gene            complement(1006564..1007145)
                     /gene="gmhA"
                     /locus_tag="CH60_969"
     CDS             complement(1006564..1007145)
                     /gene="gmhA"
                     /locus_tag="CH60_969"
                     /EC_number="5.3.1.28"
                     /note="gmhA: phosphoheptose isomerase;
                     [G] COG0279 Phosphoheptose isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoheptose isomerase"
                     /protein_id="AJK13928.1"
                     /translation="MYHDLIRSELNEAADTLANFLKDDSNIDAIQRAAILLADSFKAG
                     GKVLSCGNGGSHCDAMHFAEELTGRYRENRPGYPAIAISDVSHLSCVSNDFGYDYVFS
                     RYVEAVGREGDVLLGISTSGNSGNIIKAIEAARAKGMKVITLTGKDGGKMAGSADIEI
                     RVPHFGYADRIQEIHIKVIHILIQLIEKEMVKA"
     gene            1007385..1009832
                     /locus_tag="CH60_970"
     CDS             1007385..1009832
                     /locus_tag="CH60_970"
                     /note="acyl-CoA dehydrogenase, C-terminal domain protein;
                     [I] COG1960 Acyl-CoA dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11181.1"
                     /translation="MIVLSIIALLVLISVLFYHRVNLYLSSLILLVYTAALSASQLWS
                     FWVLLPLVIMLLPLILTPLRKSLFSAPALRIFRSVMPAMSRTEKEAIDAGTTWWEGDL
                     FRGAPDWKKLHNYPKPQLTAEEQAFIDGPVEEACRMANDFQITHELADLPPELWDYLK
                     EKRFFAMIIKKEYGGLEFSAYAQARVLQKLAGVSGILAITVGVPNSLGPGELLQHYGT
                     EEQKNHYLPRLARGDEIPCFALTSPEAGSDAGAIPDVGIVCMGEWQGKQVLGMRLTWN
                     KRYITLAPIATVLGLAFKLSDPEHLLGDTVDLGITCALIPTHTPGVEIGHRHFPLNIP
                     FQNGPTRGNDIFVPIDYIIGGPQMAGQGWRMLVECLSVGRGITLPSNATGSLKSVAMG
                     IGAYAYIRRQFKISIGKMEGIEEPLARIAGNTYVMDAAATLITSGIMMGEKPAVLSAI
                     VKYHCTHRGQRAVMDAMDIAGGKGICLGPANFVARGYQGAPIGITVEGANILTRSMII
                     FGQGAIRCHPFVLDEMAAAQSNDVAAFDKALFGHLGHVGSSMVRSFWLGLTNGRTSAT
                     PVKDSTRRYYQQLNRLSANLALLSDVSMGVLGGSLKRRERISARLGDILSQLYLASAT
                     LKRYEDEGRQKEDLPLVHWGVQDALYQAEQALDDLLRNFPNSVIAGLMRVVVFPLGRV
                     HRAPSDHLDHQLAQLLQVPSATRSRIGRGQYLTPSEFNPVGLLEAALLDVIAAEPIHK
                     RLSKEAGKSLPFTRLDQLAKHALAEGKISAEEAALLTKAENSRLRSINVDEFDASALA
                     ANPVVKKPAKQQQTEAA"
     gene            complement(1010004..1010750)
                     /locus_tag="CH60_971"
     CDS             complement(1010004..1010750)
                     /locus_tag="CH60_971"
                     /codon_start=1
                     /transl_table=11
                     /product="adhesin biosynthesis transcription regulatory
                     family protein"
                     /protein_id="AJK11701.1"
                     /translation="MLKWQATTACEDPAEGEELHRLVADIPIGILQHITLRRQFWRTA
                     CAIYLLGCGFSLSDVSNRMLWDENLIDKNVRATLQRLLGAQGLRLLLMGRITQSEISQ
                     ILRQTALRLLYFSHYYESDAVASYLQQGQSLLSASAQCSPCELFQGRISPGEVDEVQL
                     TLLMDIAKVTKISLRAALHRHLVEGATEEWVCSVYKMNQEDFWQNMRKLHRLNERVVQ
                     LLPFYTRQTSSCMCVGCPRSPQPLTDVSSS"
     gene            complement(1010752..1012605)
                     /locus_tag="CH60_972"
     CDS             complement(1010752..1012605)
                     /locus_tag="CH60_972"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 41 family protein"
                     /protein_id="AJK10598.1"
                     /translation="MADKSVELTPVVEAPVVFSLPYFEFLVCTRRYEDAGRLLILMLE
                     KLDTQYGRWDVFSLNKQPIQQQEYYCNRLAAAIGCLFSDPGFVISETGFLQLINFHRW
                     IALIFAASTFGHADHVITNLNEAGNGCSHPLRFERNNFLKFCVMYLPESGIPLQPDIL
                     WQFNPQATAALFLALLSPRILPSAAGHEKRETLLAWLPEKLLTLISLEGLPERILHDV
                     YMHCSYADMAKKHTIKRSINFHLRKTMLKNGLSDMNELPPLRSKPLMLVILEWFNSGH
                     SIYRTHSSTLRAARDQFSTHGVAIAEATDDITRKVFDDFTEVSRTGAVETIMALAQQL
                     RPDVIYFPSVGMFPMTVALTNLRLAPLQVMALGHPATTHSDYIDAVLVEEDYLGDIAC
                     FSEKVVSLPKDCLPYVPPANITQPEPIQQFVQREAVHIAVCASAMKINPRFLAACAEI
                     ALRSPLPIIFHFLVGFCWGITHRVMEKAVNEMVTSAKVYEHLNYQNYLQVINQCDLFI
                     NPFPFGNTNGIVDTVRQGLPGVCLSGEEVHEHIDEGLFRRLGLAEELITHNVEQYITA
                     TVRLITDTNWRNGLRRQLLQTQPDNVLFTGKPEQFGQIVRALLDNGHQDVN"
     gene            complement(1012760..1018492)
                     /locus_tag="CH60_973"
     CDS             complement(1012760..1018492)
                     /locus_tag="CH60_973"
                     /note="adhes_NPXG: filamentous hemagglutinin family
                     N-terminal domain protein;
                     [U] COG3210 Large exoproteins involved in heme utilization
                     or adhesion"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11256.1"
                     /translation="MNSKLYKLIFCRRLGCLIAVGEFTRSYGRAFSSKGGQAGNNQRR
                     AVGILSRLAMMTGLALGIFPLLVLAHPVLPVNGHVVIGQGMLDQQSSTLTVTQQTDKL
                     AINWDSFDIAHGHSVIYAQPGSQSIALNQVQGQSASQIYGRLQANGQVFLLNPRGILF
                     GKEAQVNVGGLVASTKYMSNPEFLSGDYRLIGGESEGNIINQANLRSAPGGYIALVGN
                     RIDNQRSGSITTPQGNTVLAVGHSVTLNLDHGNLLGVQIQGETVAALIQNGGLIQADG
                     GVIQLTAKGKDMLMDTVIDNTGILQAKGLSAKNGAIYLDGGGEGVVSQMGTIDVNNQQ
                     GRGGRAVVEGKRIYLNKNSNIKAKGTAGGGTVLVGGGWQGKDNQIRNATAVVMDKGSD
                     IDVSASRNGPGGSAVLWSEDYTGFHGNIRARGGPQSGDGGQVETSSQRNLQAFGQVDA
                     SAVRGSAGYWLLDPAEVTIVSSGAESGVMTKVGNIPAEFFSSAHIFIPTANITQILNS
                     SINTQLNSGTNVTITTSNSSLTGCQWCNITVQADITKTAGADATLTLQADGNIVVNNN
                     ITADAGKLNLNLLAGNTTADSAITLNNSKVLLNGGDFLAKHANDNNTARIGLLGGRYD
                     VGNFTLDGNTALASQVGVNISNAANISVAGETVISGVSSNSRGQGWRGIDISNNSILT
                     GVGNMTFSIGSNSNVSWMGAFTNATITSDKNIIFQGTGSSSGGVDFVNSRILSKSGRV
                     LFDINGNIVVKNVYGLRVNNSQLSAKDVKFAVNVTGVDGFLLRDSHVTATSGDINANA
                     NTINKGIWISGKTNLNASGNVNLHGVTTNSAYAGADAIKISGNSSSNNVNITAGGHIS
                     LIAVNGGKEIGSTVSVDYANIIAKNGDFNLNITGMKGSPFNNATITANNISMNGNITA
                     NDAVLMTNTFLTAKGDIKTDLTSPTKGLWFRGNGGMTAANNILLVANSTSSGETVKIN
                     ASSSNKMNITAGKDISIIAGNSKTATGPNINIENVNIETNNGNFTTNGITSTWLSGVN
                     VSANGVDITSNSTGTGGIVLDNTNILTTVGDINTIVTNSSGKGIWIKSNSTLNSNKDI
                     TLVGVSAGQNEGVIIQGSSDASRNNISAQGNITLIGKMGNGSGQHSLINLGNVSLTSS
                     GRNIDINGSSAGTGDVYFTNVELNATAGNVSIYAETKTALSTSLNAVLSLGGNNSIKA
                     QNGWLIGKAFNTTQGAGIGFRANSSLSVDGNIILKGETEGVGATRKGIDFYGANTLNI
                     IKGSQLSLLGENKGAQDTAGGNGISYTSPAKLTVNNNGSLKMEGRSTSGTGINFPSSN
                     NTLVFNGDGDTLIKGSSVAGTGAAISGVVNNSTGPMTIEGISTDGAGVHLFSAEHRID
                     RINVTGSSTHAEGLRISGNAAIVDTTLTGKSINGSGVKIDSLPGSSVVTRSVLDNATL
                     NGSSSSGKGVEITSDINGIHHSSINGTTTGTGYGIDIGENSNVTGTSEADLLILQGVA
                     TTGTGTGIKLNGNNDLSNTSLNSSAVDGIALDITGPLANQGNVILNGTASGSGIGAQV
                     NGSLSDSVVNGTSTNGIGVQINGSLKNSRINGISANGSGVKIDGESTLDNATLNGNST
                     EGKGVDLAANLSGNHGSVVHGDTVHGTGIDVGKDVTLSGGGTDEPLTVSGNASGEKGT
                     GVQLGGNNTLDNTTLSGNATDGHGVEINSRLINNGNTTINGKTSDDGHGVHINGAISG
                     GEINGHSDNSHGVFLDESALLNDIVIGGGTGSYKLPVFIALPETIGERVTLNGKPIDK
                     TQPEGSKAREGDNLTRGKYTPLPPATDPELPPASTDEEKNTKQTSTLTPSQKREDPDM
                     LIMARNHILSTLEGRDLSSSVVTESEQSAAGVTGIMVCLPLSETSEHEPCDTYILDKG
                     QPHLPMMVKK"
     gene            complement(1018533..1020323)
                     /locus_tag="CH60_974"
     CDS             complement(1018533..1020323)
                     /locus_tag="CH60_974"
                     /note="[U] COG2831 Hemolysin activation/secretion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="POTRA domain, ShlB-type family protein"
                     /protein_id="AJK13396.1"
                     /translation="MRDCYCHGMLWFPLKFSLLALFSLSCSPLIATPQVLNVPNAGAI
                     SNEIRQTTIEPLNAPEETDIKLPQLNKPTPPEGGLATERITLHRVRFEGDVSLFQPGI
                     TADNKDLQALITPWLNRSLTFNDLQAMTFAVTRFYRKKGWVAAQAILPPQTIRDGIIV
                     VRVIAGRLDKPQINNQSSLNSHFITTVIESNSCSKKNGIFGDKDCAASPVELSRLERT
                     ALILNEIPGVEASLALKPGTQSGMTRIYADVTPGKKMMAYLAADNQGNDYSGHNRLLT
                     GGVLNNLTGWGDQLRADLILSSSADVFNGLLDYNFPINSYGTRAALNYSYLDYTLTGP
                     FSVLDARGHSTTWGINLRHPWIRTSAARIDVNAGYYQARMRDALILLPEQKRNLNAGE
                     FGISGTFTALPRGLSNFNLLGTAGDLALDDEYSQSINTLTHVSGNFSRFNYRVGHDQG
                     IGSHVSFFNQFTGQMASKNLDSSQKLLLGGPLAVRAYGIGDGSVDKGTIFTTELRTRW
                     QPDFPDWAGYGHQITVAAFFDQGWGAYYRQPIVGLSENNINISGFGSYITFARPADYF
                     LNLTWAHRTGQAVTRHQDNDQLWLSAYKMF"
     gene            complement(1021412..1022713)
                     /locus_tag="CH60_975"
     CDS             complement(1021412..1022713)
                     /locus_tag="CH60_975"
                     /note="hydantase: amidase, hydantoinase/carbamoylase
                     family protein;
                     [E] COG0624 Acetylornithine
                     deacetylase/Succinyl-diaminopimelate desuccinylase and
                     related deacylases"
                     /codon_start=1
                     /transl_table=11
                     /product="amidase, hydantoinase/carbamoylase family
                     protein"
                     /protein_id="AJK14009.1"
                     /translation="MSVTLPDIEAEQAALQVLARCDVLAAISESPEGLTRVYLSPEHL
                     RANRQVGEWMQAVGMQVWQDTVGNICGRYEGRQPDAPAILLGSHLDTVRNAGRYDGML
                     GVLTALEVVGYLHRHQQRLPVAIEVIGFADEEGTRFGITLLGSKGVTGRWPVEWLNTT
                     DADGISVAQAMVRAGLDPMDIGQSARAANAFCAYLELHIEQGPCLENAGLALGVVTDI
                     NGARRLQCQFTGLAGHAGTVPMGQRQDALAGAAEWMCVVEALTAAQGEHLVATVGTLT
                     CLPGAVNVIPGQVRLTLDIRGPNDRGVNDLLTRLLAEAEAIATRRGITFAAEGFYRIK
                     ATACDSALQQCISQSISQVQGRCLALPSGAGHDAIAMAECWPVGMLFVRCKGGVSHHP
                     DESVTSSDVAVAIQAYLEAVLTSPSSPSSPSSPSSLTPQRC"
     gene            complement(1022713..1023084)
                     /locus_tag="CH60_976"
     CDS             complement(1022713..1023084)
                     /locus_tag="CH60_976"
                     /note="[E] COG0075 Serine-pyruvate
                     aminotransferase/archaeal aspartate aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative purine catabolism protein PucG"
                     /protein_id="AJK13363.1"
                     /translation="MNNVLGVVIPKGIPGEQVRQLLLNDFGIEIGTSFGPLNGKIWRI
                     GTMGYNARKDCVMQTLVALEAVLNRLGFTTVQGAGLQATWDVYQVDSAHQVDSAHQVD
                     STHQADSAQRNSDHAQLNGAN"
     gene            1023241..1024167
                     /locus_tag="CH60_977"
     CDS             1023241..1024167
                     /locus_tag="CH60_977"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13485.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKRV"
     gene            1024260..1025039
                     /locus_tag="CH60_978"
     CDS             1024260..1025039
                     /locus_tag="CH60_978"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK12750.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            1025175..1025537
                     /locus_tag="CH60_979"
     CDS             1025175..1025537
                     /locus_tag="CH60_979"
                     /note="conserved hypothetical protein;
                     [L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12130.1"
                     /translation="MVSLGAYPALSLADAREVRAEKLAMLVRGVDPQARADEEAEKLQ
                     IAEESIFVNVARKWFELKESHVSAAHAKDIWRSIEKDILPSIESVPIQELKARTLIQV
                     LEPIKARGALETDLLPIE"
     gene            1025586..1025849
                     /locus_tag="CH60_980"
     CDS             1025586..1025849
                     /locus_tag="CH60_980"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK11731.1"
                     /translation="MKKRFSDEQIINILREAEAGVSARELCRKHAISEASYYNWKAKY
                     GGMEASDIKKIKDLEDENRRLKQMFANLSLECRALKDVIEKKL"
     gene            complement(1026280..1026531)
                     /locus_tag="CH60_981"
     CDS             complement(1026280..1026531)
                     /locus_tag="CH60_981"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK13347.1"
                     /translation="MSKNTKQTSGKVASIAAKTLNDPNSSAIQRSLAGSALSQRGTPN
                     QTSGEMEHKASAALDNPRSSALTKQLAASVLAQANKDRK"
     gene            1027242..1028009
                     /locus_tag="CH60_982"
     CDS             1027242..1028009
                     /locus_tag="CH60_982"
                     /note="[R] COG0596 Predicted hydrolases or
                     acyltransferases (alpha/beta hydrolase superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="PGAP1-like family protein"
                     /protein_id="AJK13251.1"
                     /translation="MKLNFRLQNAPSPTSALPIILIHGLFGNLDNLGVLARDLQQHHN
                     VIQVDLRNHGLSPRAPQMDYPVIAQDVLALMDELAITQAIIIGHSMGGKVAMAMTALA
                     PNRVEKLVAIDIAPVNYQVRRHDTIFAALNAVSAAGVTQRNEAAQLMRTLIKEEGVIQ
                     FLLKSFQGGEWRFNVPALWDQYENIIGWQPIPPWPHPILFIRGELSPYIQDSYRDDIA
                     RQFPQARAHVVAGTGHWVHAEKPDSVLRAIHRFLDAA"
     gene            1028059..1028166
                     /locus_tag="CH60_983"
     CDS             1028059..1028166
                     /locus_tag="CH60_983"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14274.1"
                     /translation="MYFLWKNCAKKNELAQSNHSKALSLLGWLGYYGAL"
     gene            1028341..1028628
                     /locus_tag="CH60_984"
     CDS             1028341..1028628
                     /locus_tag="CH60_984"
                     /codon_start=1
                     /transl_table=11
                     /product="ribbon-helix-helix, copG family protein"
                     /protein_id="AJK12694.1"
                     /translation="MAKEQTDRTTLDLFADERRPGRPKTNPLSRDEQLRINKRNQLRR
                     DKVRGLRRVELKINADAVDALNSLAEQRNISRSELIEQMLLAQLAHDQEGC"
     gene            1029045..1029572
                     /locus_tag="CH60_985"
     CDS             1029045..1029572
                     /locus_tag="CH60_985"
                     /note="flav_long: flavodoxin;
                     [C] COG0716 Flavodoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin"
                     /protein_id="AJK12120.1"
                     /translation="MATVGIFFGSDTGNTENIAKMIQKQLGKEVAEVHDIAKSSKEDL
                     ESFDILLFGIPTWYYGEAQCDWDDFFPTLEEIDFNGKLVALFGCGDQEDYAEYFCDAM
                     GTIRDIIEPRGAAIVGHWPTAGYHFEASKGLADDDHFIGLAIDEDRQPELTNERVEAW
                     VKQISEELNLSEIIG"
     gene            1029939..1030385
                     /gene="fur"
                     /locus_tag="CH60_986"
     CDS             1029939..1030385
                     /gene="fur"
                     /locus_tag="CH60_986"
                     /note="[P] COG0735 Fe2+/Zn2+ uptake regulation proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric uptake regulation protein"
                     /protein_id="AJK10683.1"
                     /translation="MTDNNKALKNAGLKVTLPRLKILEVLQNPACHHVSAEDLYKILI
                     DIGEEIGLATVYRVLNQFDDAGIVTRHNFEGGKSVFELTQQHHHDHLICLDCGKVIEF
                     SNESIESLQREIAKQHGIKLTNHSLYLYGHCETGNCREDESAHSKR"
     gene            complement(1030826..1032889)
                     /gene="chb"
                     /locus_tag="CH60_987"
     CDS             complement(1030826..1032889)
                     /gene="chb"
                     /locus_tag="CH60_987"
                     /EC_number="3.2.1.52"
                     /note="[G] COG3525 N-acetyl-beta-hexosaminidase"
                     /codon_start=1
                     /transl_table=11
                     /product="chitobiase"
                     /protein_id="AJK12284.1"
                     /translation="MKTLSAANLRGQIIPTPLDVKVYPQDADLSLGVALELSALPKPA
                     SDAIQQRFELLGLALSATGYPIKTVIQPTAFNGDHAVSGAYELKIGEKGAEVIGFDQV
                     GVFYGLQSILSLVPIEGSKTIATLDAKDAPRFDYRGVSLDVGRNFKTKAAVLRLLDQM
                     SAYKLNKFHFHLSDDEGWRIEIPGLPELTDVGSQRCHDLTETTCLLPQLGSGPESNNL
                     GSGYFTRADYIDILKYAKARQIDVIPEIDIPAHARAAVVSMEARYNNLMKQGKEKEAN
                     EFRLVDPTDDSNTTSVQFYERKSYLNPCMDSSKHFVDKVIGEMAKMHKEAGMPLTTWH
                     FGGDEAKNIRLGAGYQDKNGKIEPGKGIIDMRVEDKPWAKSQVCQDMVKQGKVQDIAH
                     LSSYFAIEVSKLVNAHGIEKMQAWQDGLRDAKDASAFATKRVGVNFWDTLYWGGADSV
                     NDWANKGYEVIASNPDYVYFDMPYEVNPSERGYYWATRFSDEAKVFSFAPDNMPQNAE
                     TSVDRDGNHFSAKSDKPWPGVQGISGQSWNETVRTDEQMEYMAFPRVLPLAERAWHRA
                     SWEQEYKAGREYKGGETQWVDTQALSTDWQRFANIMGQRELAKLDKAGVAYRLPVPGA
                     RVVAGQLEANISLPGLLIEYSTDGGKKWQQYDAKAQPTVSGEVMIRSTSPDGKRSSRA
                     EPVNI"
     gene            complement(1032867..1033490)
                     /locus_tag="CH60_988"
     CDS             complement(1032867..1033490)
                     /locus_tag="CH60_988"
                     /note="[G] COG3525 N-acetyl-beta-hexosaminidase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate binding domain protein"
                     /protein_id="AJK11726.1"
                     /translation="MNKFKLNALAAITATFGLIGYANGSATNQQVVDQLSTLKVNYKL
                     LDNRAADNGVDCAKLGADWASCNKVMITLTNTGDEIKGQDWAIYFHSIRMILAVDNDQ
                     FTVTHLTGDLHKIEPTAKFAGFPANQTIEIPITGEYWQLFATDFMPRWYATSGDAKPK
                     VLASTDTEDINAYLTPFTGDQWKRTKDDDDARITFRQKRGSENTLCG"
     gene            complement(1033818..1035239)
                     /locus_tag="CH60_989"
     CDS             complement(1033818..1035239)
                     /locus_tag="CH60_989"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane porin, OprD family protein"
                     /protein_id="AJK13218.1"
                     /translation="MVTHCQIAAHKAKRKTLALAIASVLFGTGFMAAPEARADGFIDD
                     SSLTGGIYYWQRQRDRKDMTPTSPEYGKYVANLHHSTFNANLAFSSGYVADMFGLDLA
                     AFGAVEISNSGPAAPNEIGFSDAKTRWDEKWTGDKSGVSVYRAAAKFKLGDFWARGGY
                     IQPTGQTLLAPHWSFMPGTYRGAEGGAKFDFDTAGALSMSYMWTDEYKAPWYQNMYHF
                     RQADGLTGVSYLHSFGAKYDFKNNLVMEAAFGQAKDYMDQYFAKASYAFPVAGNDLRT
                     TYQFYGAKDKVDGGASNANDVYDGLAWLQALTLGYTTGPFDLRLEGTWAKADGNQGYF
                     LQRMTPGYATSNGRLDVWWDSRSDFNANGEKALFGGVMYDLKNWNMAGWSVGTSYAYG
                     WDAKPSTNPKFDQNTRLKESAWNFDILYTLQEGRAKGTLFKLHYTLYDNHTNIPSYGD
                     GFGNVFQDEKDVKFIVIAPFTLF"
     gene            complement(1035945..1037612)
                     /gene="glnS"
                     /locus_tag="CH60_990"
     CDS             complement(1035945..1037612)
                     /gene="glnS"
                     /locus_tag="CH60_990"
                     /EC_number="6.1.1.18"
                     /note="glnS: glutamine--tRNA ligase;
                     [J] COG0008 Glutamyl- and glutaminyl-tRNA synthetases"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine--tRNA ligase"
                     /protein_id="AJK11680.1"
                     /translation="MSEAEARPSNFIRQIIDEDLASGKHTSVHTRFPPEPNGYLHIGH
                     AKSICLNFGIAEDYQGQCNLRFDDTNPVKEDVEFVESIKRDVEWLGFTWSGDVRYSSD
                     YFDQLYQYAVELINKGLAYVDELTPEQMREYRGTLTAPGKNSPYRDRSVEENLALFEK
                     MRAGGFAEGTACLRAKIDMASPFIVMRDPVLYRIKFAEHHQSGNKWCIYPMYDFTHCI
                     SDALEGITHSLCTLEFQDNRRLYDWVLDNISIDCHPRQYEFSRLNLEYTIMSKRKLNQ
                     LVTEKVVEGWDDPRMPTISGLRRRGYTAASIREFCRRIGVTKQDNNVEMMSLESCIRD
                     DLNEHAPRAMAVLDPIKVVIENRAAGEEWLTMPNHPNNPEMGSRQVPFDSEIYIDRAD
                     FREEANKQYKRLVLGKEVRLRNAYVIKAERVEKDAEGNVTTLYCSYDAETLNKDPADG
                     RKVKGVIHWVSVAHALPAEIRLYDRLFNVPNPAAAEDFLSTINPESLVIRQGFVEPSL
                     ADAVSDKTYQFEREGYFCADSRYSRPGALVFNRTVGLRDTWAAKATQ"
     gene            complement(1037827..1039860)
                     /gene="nagE"
                     /locus_tag="CH60_991"
     CDS             complement(1037827..1039860)
                     /gene="nagE"
                     /locus_tag="CH60_991"
                     /EC_number="2.7.1.69"
                     /note="PTS-II-BC-nag: PTS system,
                     N-acetylglucosamine-specific IIBC component;
                     [G] COG1263 Phosphotransferase system IIC components,
                     glucose/maltose/N-acetylglucosamine-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, N-acetylglucosamine-specific IIBC
                     component"
                     /protein_id="AJK11856.1"
                     /translation="MSILGYLQKVGRALMVPVATLPAAAILMGVGYWIDPVGWGADNA
                     LAALFIKSGAAIIENMSVLFAIGVAYGMSKDKDGAAALTGFVGFLVLTTLCSPAAVSM
                     IKQIPLDQVPAAFGKIENQFVGILVGIISAELYNRFSGVELPKALSFFSGRRLVPILT
                     SFLMIAVAFMLMYIWPLIYNALVTFGEYIKDLGSVGAGIYAFFNRLLIPVGLHHALNS
                     VFWFDVAGINDIPNFLGGQESINKGTGIVGITGRYQAGFFPIMMFGLPGAALAIYHCA
                     RPENKAKVAGIMMAGAFAAFFTGITEPLEFSFMFVAPVLYFLHAVLTGISVFIAASMH
                     WIAGFGFSAGLVDMVLSSRNPLATQWYMLIPQGLIFFVIYYLVFRFTIQKFNLLTPGR
                     ELAVEGSEEDGYDVNVDKTPAVNESEINSLARRYIGAIGGSDNLTAIDACITRLRLNV
                     KDSALVNDSVAKRLGASGVIRLNKQSVQIIVGTRAELIAAAMRTVLAGGPIPAASSNA
                     APTGARPQAVINTAKTASLVLVSPITGDVVPLAQVPDEAFASKAVGEGVAIRPTDKIV
                     VSPASGTIVKIFNTDHAFCLETETGAEIVVHIGIDTVKLNGQGFTRLVEEGTTVVAGQ
                     PVLELDLAYLNANAHSMISPVVVSNIDDYAGISLLASGSVVAGQSQLFEIRGK"
     gene            1040260..1041060
                     /gene="nagB"
                     /locus_tag="CH60_992"
     CDS             1040260..1041060
                     /gene="nagB"
                     /locus_tag="CH60_992"
                     /EC_number="3.5.99.6"
                     /note="nagB: glucosamine-6-phosphate deaminase;
                     [G] COG0363
                     6-phosphogluconolactonase/Glucosamine-6-phosphate
                     isomerase/deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucosamine-6-phosphate deaminase"
                     /protein_id="AJK10808.1"
                     /translation="MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGT
                     PMEAYKYLIAMHKAGEVSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAE
                     NINLLNGNAADIDAECRRYEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIK
                     TLTQETRIANSRFFGGDANLVPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEG
                     SINHMWTISCLQLHAKAIMVCDEPSTMELKVKTVKYFRELEAENVKDL"
     gene            1041080..1042225
                     /gene="nagA"
                     /locus_tag="CH60_993"
     CDS             1041080..1042225
                     /gene="nagA"
                     /locus_tag="CH60_993"
                     /EC_number="3.5.1.25"
                     /note="nagA: N-acetylglucosamine-6-phosphate deacetylase;
                     [G] COG1820 N-acetylglucosamine-6-phosphate deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglucosamine-6-phosphate deacetylase"
                     /protein_id="AJK12339.1"
                     /translation="MYALTHGRIYTSHEVLDNHAVVVADGLIERICPVDELPAGIEIC
                     DLGGAILAPGFIDVQLNGCGGVQFNDSLEAISAETLDIMQRANEKSGCTSFLPTLITC
                     SDEFMKHGVDVMRSYLQKNQHQALGLHLEGPYISPLKKGTHNPAFIRKPSAEMIDYLC
                     ANADVITKLTLAPEMVDPKYIQQLTEAGILVSAGHSNATYQQARQGFTAGIRFATHLY
                     NAMPYISGREPGLIGAIFDTPEVYTGVIADGLHVDWANIRNAKRLKGEKLVLVTDATA
                     PAGAKIEQFIFAGKTIYYRDGLCVDENGTLSGSALTMIEAVQNSVEHVGIALDEALRM
                     ATLYAARAIGVDKQLGSIEVGKVANLTAFTRDYKITKTIVNGNEVLS"
     gene            1042242..1043468
                     /locus_tag="CH60_994"
     CDS             1042242..1043468
                     /locus_tag="CH60_994"
                     /note="[KG] COG1940 Transcriptional regulator/sugar
                     kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AJK14164.1"
                     /translation="MSTGGQAQIGNVDLVKQLNGAVVYRLIDQQGPISRIQIADLSQL
                     APASVTKITRQLLERGLIKEVDQQASTGGRRAISIVTENRQFHTVAVRLGRNDATITL
                     FDMSGKSLGEEHYALPERTQETLEHALFNIISQFIDAYQRKLRELIAIAVILPGLVEQ
                     SKGIVRYMPHISVSNWPLVDNLQARFNVTSFVGHDIRSLALAEHYFGATRDCEDSILV
                     RLHRGTGAGIIVNSQIFLGSNGNVGEIGHIQIDPLGDRCYCGNFGCLETVASNAAIEN
                     RVKHLLTQGYPSKLSLDDCHIGAICKAANRGDLLACEVIEHVGRYLGKAIAITINLFN
                     PQKVVIAGEIIEAEKILLPAIQGCINTQVLKNFRQNLPIVTSQLNHQSAIGAFALAKR
                     AMLNGVLLQRLLETHP"
     gene            1043541..1044293
                     /locus_tag="CH60_995"
     CDS             1043541..1044293
                     /locus_tag="CH60_995"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein;
                     [G] COG0647 Predicted sugar phosphatases of the HAD
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AJK11246.1"
                     /translation="MTIKSVICDIDGVLLHDNTAIKGANDFLARIQDAGMPLVILTNY
                     PSQTAQDLTNRFITAGLDVPESAFYTSAMATADFLRRQDGKKAYVIGEGALVHELYKA
                     GFTITDINPDFVIVGETRSYNWDMMHKAAYFVANGARFIATNPDSHGHGFAPACGALC
                     APIEKISGRKPFYVGKPSPWIIRAALNKMQAHSESTVIVGDNLRTDILAGFQAGLETI
                     LVLSGVSTLTDIDAMPFRPSYVYPSVADIDII"
     gene            1044648..1046312
                     /gene="asnB"
                     /locus_tag="CH60_996"
     CDS             1044648..1046312
                     /gene="asnB"
                     /locus_tag="CH60_996"
                     /EC_number="6.3.5.4"
                     /note="asn_synth_AEB: asparagine synthase;
                     [E] COG0367 Asparagine synthase (glutamine-hydrolyzing)"
                     /codon_start=1
                     /transl_table=11
                     /product="asparagine synthase"
                     /protein_id="AJK10502.1"
                     /translation="MCSIFGVLELKTDPIELRKKALEMSRLMRHRGPDWSGVWANDKA
                     ILAHERLSIVDVNTGAQPLYNAAHTHILAVNGEIYNHQALRQQYSDRYAFQTGSDCEV
                     ILALYQEKGPAFLDDLQGMFAFVLYDTEKDAYLIGRDHLGIIPLYMGHDEHGNMFVAS
                     EMKALVPVCRTIKEFPAGSYLWSQDGEIREYYHRDWFDYDHVKDNVTDKIQLANALED
                     AVKSHLMSDVPYGVLLSGGLDSSVISAITKKFAARRVEDNERSEAWWPQLHSFAVGLI
                     GSPDLRAAQEVANHLGTVHHEIHFTVQEGLDAIRDVIYHIETYDVTTIRASTPMYLMS
                     RKIKAMGIKMVLSGEGSDEVFGGYLYFHKAPNAKELHEETVRKLLALHMYDCARANKA
                     MSAWGVEARVPFLDKNFLDVAMRINPQDKMCGNGKMEKHILRECFESYLPHSVAWRQK
                     EQFSDGVGYSWIDTLKEKAAEQVTDQQMETAHFRFPYNTPGSKEGYLYREIFEELFPL
                     PSAAECVPGGPSVACSSAKAIEWDESFKNMDDPSGRAVGVHQDAYK"
     gene            1046770..1046846
                     /locus_tag="CH60_997"
     tRNA            1046770..1046846
                     /locus_tag="CH60_997"
                     /product="tRNA-Met"
     gene            1046854..1046938
                     /locus_tag="CH60_998"
     tRNA            1046854..1046938
                     /locus_tag="CH60_998"
                     /product="tRNA-Leu"
     gene            1046968..1047042
                     /locus_tag="CH60_999"
     tRNA            1046968..1047042
                     /locus_tag="CH60_999"
                     /product="tRNA-Gln"
     gene            1047126..1047200
                     /locus_tag="CH60_1000"
     tRNA            1047126..1047200
                     /locus_tag="CH60_1000"
                     /product="tRNA-Gln"
     gene            1047233..1047309
                     /locus_tag="CH60_1001"
     tRNA            1047233..1047309
                     /locus_tag="CH60_1001"
                     /product="tRNA-Met"
     gene            1047315..1047389
                     /locus_tag="CH60_1002"
     tRNA            1047315..1047389
                     /locus_tag="CH60_1002"
                     /product="tRNA-Gln"
     gene            complement(1047783..1048964)
                     /locus_tag="CH60_1003"
     CDS             complement(1047783..1048964)
                     /locus_tag="CH60_1003"
                     /note="ubi-OHases: ubiquinone biosynthesis hydroxylase,
                     UbiH/UbiF/VisC/COQ6 family protein;
                     [HC] COG0654 2-polyprenyl-6-methoxyphenol hydroxylase and
                     related FAD-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone biosynthesis hydroxylase,
                     UbiH/UbiF/VisC/COQ6 family protein"
                     /protein_id="AJK14277.1"
                     /translation="MNKSQPNYDVVVVGGGMVGAAAALGLAQIGWSVALLEHDAPAPF
                     DKDSVPDLRVSALGCTSVALLKQLGAWPQVQQMRYAPYRRLETWEQPGSQVVFDAASL
                     SLPELGFMVENRILQLALWQQFAECPNLTLLCPSRLQSMVRIDDYWKVTLNEQEEIQG
                     RLVIGADGANSLVRRLAGIGTSGWQYRQSCMLITVETDVMQQDTTWQQFFPTGPRAFL
                     PLFDHWASLVWYDSPQRIRQLQAMSMAQLSQEIAAFFPSRLGAVKAIAAGAFPLVRRH
                     AQQYVKPGLVLLGDAAHTINPLAGQGVNLGYRDVDALLEVLSQARELAEPWHSEQVLL
                     RYQRRRRTDNLMMQSGMDLFYTAFSNDLPAVKFARNLALMVAQRAGKLKEHALRYALG
                     L"
     gene            1049206..1050630
                     /gene="miaB"
                     /locus_tag="CH60_1004"
     CDS             1049206..1050630
                     /gene="miaB"
                     /locus_tag="CH60_1004"
                     /note="miaB-methiolase: tRNA-i(6)A37 thiotransferase
                     enzyme MiaB;
                     [J] COG0621 2-methylthioadenine synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-i(6)A37 thiotransferase enzyme MiaB"
                     /protein_id="AJK11604.1"
                     /translation="MTKKLHIKTWGCQMNEYDSSKMADLLASTHGYQLTTIPEEADLL
                     LLNTCSIREKAQEKVFSLLGQWKLLKEKNPQLIIGVGGCVASQEGEQLRQRAPCVDVI
                     FGPQTLHRLPEMINHVQGTNSPVVDISFPEIEKFDRLPEPRAEGPTAFVSIMEGCNKY
                     CTFCVVPYTRGEEVSRPSDDILFEIAQLAAQGVREVNLLGQNVNAYRGATYDGDICSF
                     AELLRLVAAIDGIDRVRFTTSHPIEFTDDIIDVYRDTPELVSFLHLPVQSGSDRILTM
                     MKRAHTALEYKAIIRKLRQARPDIQISSDFIVGFPGETQQDFEQTMKLVADIHFDTSY
                     SFIYSPRPGTPAADLPDNVSEEEKKQRLHILQQRISQQAMEISRKMVGTVQRVLVEGT
                     SRKNVMELAGRTENNRVVNFEGSPDMIGKFVDVEIVNVYASSLRGILLRTEDQMDLRT
                     HESPQSVIARTRKENEIGVGIYQP"
     gene            1050975..1052030
                     /gene="ybeZ"
                     /locus_tag="CH60_1005"
     CDS             1050975..1052030
                     /gene="ybeZ"
                     /locus_tag="CH60_1005"
                     /note="[T] COG1702 Phosphate starvation-inducible protein
                     PhoH, predicted ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="phoH-like protein"
                     /protein_id="AJK10796.1"
                     /translation="MHVVTQEILLEPADNQRLLSLCGPFDDNIKQLERRLGIEINRRD
                     NRFKLIGKNICVVAAADILRHLYVDTAPIRGVIPDIDPEQIHLAVKESRVLEQSAESV
                     PDYGKAVNIQTKRGMVKPRTPNQAQYVANILDHDITFGIGPAGTGKTYLAVAAAVDAL
                     ERQNVRRILLTRPAVEAGEKLGFLPGDLSQKVDPYLRPLYDALFEMLGFERVEKLIER
                     NVIEVAPLAYMRGRTLNDAFIILDESQNTTIEQMKMFLTRIGFNSKAVITGDVTQIDL
                     PRHQKSGLRHAIEVLSDVEELSFNFFHSEDVVRHPVVARIVIAYEAWEAAEQQRKDAI
                     IEQRQRESHTPLEQEAP"
     gene            1052027..1052500
                     /locus_tag="CH60_1006"
     CDS             1052027..1052500
                     /locus_tag="CH60_1006"
                     /note="[R] COG0319 Predicted metal-dependent hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative rRNA maturation factor YbeY"
                     /protein_id="AJK11527.1"
                     /translation="MSQVILDLQIACADSQGLPTEGDFQRWLEAVLPLFQPVSEVTIR
                     LVDEAESHDLNLTYRGKDKSTNVLSFPFEAPPEIELPLLGDLIICRQVVEKEAIEQEK
                     ALLAHWAHMVVHGSLHLLGYDHIDDEEAEEMELIETEIMHGLGYPDPYISEKDPD"
     gene            1052618..1053496
                     /gene="corC"
                     /locus_tag="CH60_1007"
     CDS             1052618..1053496
                     /gene="corC"
                     /locus_tag="CH60_1007"
                     /note="[P] COG4535 Putative Mg2+ and Co2+ transporter
                     CorC"
                     /codon_start=1
                     /transl_table=11
                     /product="magnesium and cobalt efflux protein CorC"
                     /protein_id="AJK11876.1"
                     /translation="MSDDHSQNSDSPSPKKGFFTLILNQLFHGEPKNRGDLVELIRDS
                     EQNDLIDPDTRDMLEGVMDIAEQRVRDIMIPRSQMVTLKRNQTLDECLDVIIESAHSR
                     FPVISEDKDHIEGILMAKDLLPFMRTDSEPFSIDKVLRTAIVVPESKRVDRMLKEFRS
                     QRYHMAIVIDEFGGVSGLVTIEDILELIVGEIEDEYDDEEDRDVRQLSRHTYTIRALT
                     QIEDFNEVFNTHFSDDEVDTIGGLVMQAFGHLPARGETIEIEGYLFKVAMADSRRIIQ
                     VHVKIPDDAPQPKLEE"
     gene            1053504..1055051
                     /gene="lnt"
                     /locus_tag="CH60_1008"
     CDS             1053504..1055051
                     /gene="lnt"
                     /locus_tag="CH60_1008"
                     /note="lnt: apolipoprotein N-acyltransferase;
                     [M] COG0815 Apolipoprotein N-acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="apolipoprotein N-acyltransferase"
                     /protein_id="AJK12932.1"
                     /translation="MSIALFLQRQWVRALLALFFGACGTLAYSPFDHWPAAIVSLFGL
                     LSLTLNRTTKQATFIGFCWGMGLFGSGINWVYVSISEFGGMPTAINIVLVILLAAYLS
                     LYTMLFAGLLARLCPKATWWRLAIAAPVLWQLTEFLRGWVLTGFPWLQFGYSQINGPL
                     RGIAPLLGVDGITFILMAISGLLVYACYQRRIVAAIIALALLLLPWPLRQIQWFTPEP
                     ERAVNIAMVQGNIAQSMKWDPKALITTLQIYLDETRPFMGKAPIIIWPESAIPDIETD
                     QNTFLTMIDGLMRANHSSLITGIVDAKRQPEGQGYQFFNSIIVLGDKDTYQYPTRNRY
                     SKHHLVPFGEYVPLESLLRPLAPLFNLPMSSFNRGDYVQPPLTIAGFNLTAAICYEIV
                     LGQQVRDNFRPETDFLLTISNDAWFGHSIGPWQHFQMARMRALELGRPLLRSTNNGIT
                     AAIGPSGEILAQIPQFTQQVLEVKVTPTTGITPYARFGSWPMWIITLVLGAFTLYCAI
                     RGRSDKH"
     gene            1055816..1056733
                     /locus_tag="CH60_1009"
     CDS             1055816..1056733
                     /locus_tag="CH60_1009"
                     /note="[ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK12511.1"
                     /translation="MQMRKLALVLLLAGMTSSVAQAEDATAKADTAIDTLQKVKNNGV
                     IVVGHRESSVPFSYYDNQQKVVGYSQDYSNLIVDAIRKELNAPNLEVKLIPITSQNRI
                     PLLQNGTFDFECGSTTNNLERQQQAAFSNTIFVVGTRLLTKKDSEVKDFKDLAGKAVV
                     VTSGTTSEVLLNKLNEKDNMNMRIISAKDHGDSFRTLESGRAVAFMMDDALLAGERAK
                     AKKPDEWSIVGTPQSEEAYGCMMRKNDPAFKALLDKTIATAQTTGVAEKSFDRWFKNP
                     IPPKNLNMNFALSDEMKALFKAPNDKALN"
     gene            1056907..1057647
                     /locus_tag="CH60_1010"
     CDS             1056907..1057647
                     /locus_tag="CH60_1010"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK11150.1"
                     /translation="MAIDWNWGIFLQPAPFGNTTYLGWIWSGFQVTVALSLCAWVIAF
                     FVGSLFGILRTVPNRILSGIGACYVELFRNVPLIVQFFTWYLVVPELLPVNLGTWFKS
                     ELAPNIQFFLSSMICLGLFTAARVCEQVRAGIQSLPRGQKAAGLAMGLTLTQTYRYVL
                     LPNAYRVIIPPMTSEMLNLVKNSAIASTIGLVEMAAQAGKLLDYSAHAYESFTAITLG
                     YVLINAVIMLLMRLVEKKVQLPGNLGSK"
     gene            1057647..1058321
                     /locus_tag="CH60_1011"
     CDS             1057647..1058321
                     /locus_tag="CH60_1011"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK13756.1"
                     /translation="MYEFDWSSIAPSLPYLLQGLIVTVKITLIAIVFGILWGTILAVM
                     RLSPIKAISWFATAYVNVFRSIPLVMVLLWFYLVVPGFLQNVLGLSPKTDIRLISAMV
                     AFSLFEAAYYSEIIRAGIQSISRGQSSAALALGMTQGQSMRLVILPQAFRAMVPLLLT
                     QGIVLFQDTSLVYVLSLADFFRTATTIGERDGTQVEMVLFAGLVYFVISISASMLVNY
                     LKKRTV"
     gene            1058321..1059046
                     /locus_tag="CH60_1012"
     CDS             1058321..1059046
                     /locus_tag="CH60_1012"
                     /note="[E] COG1126 ABC-type polar amino acid transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13358.1"
                     /translation="MISLKNVSKWYGQFQVLADCTTEVKKGEVVVVCGPSGSGKSTLI
                     KVVNGLEPIQEGNITVNGIAVNDKGTNLAQLRSKVGMVFQHFELFPHLSIIENLTLAQ
                     IKVLKRDKAEALEKGLKLLERVGLSTHVDKYPSQLSGGQQQRVAIASALCMDPIAMLF
                     DEPTSALDPEMINEVLDVMVKLALEGMTMMVVTHEMGFARKVANRVIFMDEGKIVEDS
                     DKDDFFNNPKSDRAKDFLAKILH"
     gene            complement(1059180..1059662)
                     /locus_tag="CH60_1013"
     CDS             complement(1059180..1059662)
                     /locus_tag="CH60_1013"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12070.1"
                     /translation="MNKIAQYYRELVASLTERLKNGERDIDQLVESAERRLHTVEELT
                     RNDVEQIVQAVRRDLEEFARSYEESKEEFRDSVFMRVIKESLWQELADITDKTQLEWR
                     EVFKDVSHHGVYHSGEVVGLGNLVCEKCHYHLAFYTPEVLPVCPKCGHDQFTRRPFQP
                     "
     gene            1059923..1062505
                     /gene="leuS"
                     /locus_tag="CH60_1014"
     CDS             1059923..1062505
                     /gene="leuS"
                     /locus_tag="CH60_1014"
                     /EC_number="6.1.1.4"
                     /note="leuS_bact: leucine--tRNA ligase;
                     [J] COG0495 Leucyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="leucine--tRNA ligase"
                     /protein_id="AJK13001.1"
                     /translation="MQEQYRPEDIETQVQLHWQEKQTFKVTEDASKEKYYCLSMLPYP
                     SGRLHMGHVRNYTIGDVISRYQRMLGKNVLQPIGWDAFGLPAEGAAVKNNTAPAPWTY
                     DNIEYMKNQLKLLGFGYDWDREIATCKPDYYRWEQWFFTKLYEKGMVYKKTSAVNWCP
                     HDLTVLANEQVIDGCCWRCDTKVERKEIPQWFIKITDYAEQLLNDLDTLESWPEQVKT
                     MQRNWIGRSEGVDIVFDVVDSEEKLSVYTTRPDTFMGVTYVAVAAGHPLSLQAAATNP
                     ALADFVAECRNTKVAEAEMATMEKKGMATGLYAIHPLTGEKLPIWAANFVLMDYGTGA
                     VMAVPGHDARDWEFATKYNLPIKPVILAADGSEPDLSQEAMTEKGTLFNSGEFDGLNH
                     EDGFNAIADKLVALGVGQRKVNYRLRDWGVSRQRYWGAPIPMVTLEDGTVVPTPEDQL
                     PVILPEDVVMDGISSPIKADPEWAKTTVNGIPGLRETDTFDTFMESSWYYARYTCPQY
                     DDGMLDPAAANYWLPVDQYVGGIEHAIMHLMYFRFFHKLLRDAGLVDSDEPAKRLLCQ
                     GMVLADAFYYTGNNGERIWVSPVDAIVERDDKGRIVKAVDAEGHELVYAGMSKMSKSK
                     NNGIDPQVMVEKYGADTVRLFMMFASPAEMTLEWQESGVEGANRFLKRVWRLAFDHTA
                     KGAVKPLDIASLTEEQKSLRRDLHKTIAKVTDDVGRRQTFNTAIAAVMELMNKLGRAP
                     QETEQDRALMQEALLAVVRMLYPFTPHVCFSLWQALGGEGDIDTAPWPIADEQAMVED
                     SKLVVVQVNGKVRGRITVPADATEQQVRERAGQEHLVAKYLDGVTVRKVIYVPGKLLN
                     LVVG"
     gene            1062520..1063143
                     /locus_tag="CH60_1015"
     CDS             1062520..1063143
                     /locus_tag="CH60_1015"
                     /note="[M] COG2980 Rare lipoprotein B"
                     /codon_start=1
                     /transl_table=11
                     /product="lipopolysaccharide-assembly family protein"
                     /protein_id="AJK13621.1"
                     /translation="MRHRILTLLLGLAVLVTAGCGFNLRGTTQVPTELQKLLLESSDP
                     YGPLARSIRQQLRLNNVTIVDDAMRKDIPTLRIIGSSESQETVSIFRNGVAAENQLVL
                     HVQAQVLIPGHDIYPLQVNVFRTFFDNPLTALAKEAEAEVLRQEMREQAAQQLVRQLL
                     TVHAAEVKNTQKNGDKPVSDANAAQGSTPTAVNETTLGEPAVSTSAK"
     gene            1063140..1064174
                     /gene="holA"
                     /locus_tag="CH60_1016"
     CDS             1063140..1064174
                     /gene="holA"
                     /locus_tag="CH60_1016"
                     /EC_number="2.7.7.7"
                     /note="holA: DNA polymerase III, delta subunit;
                     [L] COG1466 DNA polymerase III, delta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, delta subunit"
                     /protein_id="AJK13301.1"
                     /translation="MIRIYPEQLVAQLHEGLRACYLLCGNEPLLLQESQDHIRRVASQ
                     HDFTEHFSFALDAHTEWEHIFSLCQALSLFASRQTLLLSFPDSGLTAPISEQLVKLSG
                     LLHPDILLILRANKLTKAQENSAWFKALSKNGVFVSCQTPEQAQLPRWVSARAKSLNL
                     NVDDAAIQLLCYCYEGNLLALSQALERLSLLYPDGKLTLPKVEQAVNDAAHFTPYHWL
                     DALLMGKSKRAWHILQQLQQEDSEPVILLRTVQRELLLLLALKRQMEQVPLRALFDQH
                     KIWQNRRPMMTQALQRLSLQQLQQAVHLLTQMEIRLKQDYGQSIWPELETLSMLMCGK
                     TLPESFFDAH"
     gene            1064164..1064826
                     /gene="nadD"
                     /locus_tag="CH60_1017"
     CDS             1064164..1064826
                     /gene="nadD"
                     /locus_tag="CH60_1017"
                     /EC_number="2.7.7.18"
                     /note="[H] COG1057 Nicotinic acid mononucleotide
                     adenylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate (nicotinamide) nucleotide
                     adenylyltransferase"
                     /protein_id="AJK13974.1"
                     /translation="MPIKSSDHSLYALFGGTFDPIHYGHLKPVEALAQQVGLQHIILL
                     PNHVPPHRPQPEANAQQRLKMVELAVAGNPLFSVDSRELLRDSPSFTIETLEALRKER
                     GAEQPLAFIIGQDSLLSLHKWHRWQALLDVCHLLVCARPGYSQSLETPELQQWLESHK
                     VMDPQALSQRPHGAIYLADTPLLDISATDIRRRRHNGESCDDLLPQAVQRYIELQGLY
                     RG"
     gene            1065050..1065367
                     /gene="rsfS"
                     /locus_tag="CH60_1018"
     CDS             1065050..1065367
                     /gene="rsfS"
                     /locus_tag="CH60_1018"
                     /note="rsfS_iojap_ybeB: ribosome silencing factor;
                     [S] COG0799 Uncharacterized homolog of plant Iojap
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome silencing factor"
                     /protein_id="AJK11544.1"
                     /translation="MQGKALQEFVIDKLDDLKGQDIIALDVQGKSSITDCMIICTGTS
                     TRHVMALADNVVQESRAAGMIPLGIEGQGVSDWIVVDLGEVIVHVMQEESRRMYELEK
                     LWS"
     gene            1065371..1065841
                     /gene="rlmH"
                     /locus_tag="CH60_1019"
     CDS             1065371..1065841
                     /gene="rlmH"
                     /locus_tag="CH60_1019"
                     /EC_number="2.1.1.177"
                     /note="tRNA_RlmH_YbeA: rRNA large subunit m3Psi
                     methyltransferase RlmH;
                     [S] COG1576 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="rRNA large subunit m3Psi methyltransferase RlmH"
                     /protein_id="AJK10959.1"
                     /translation="MKLQLVAVGTKMPDWVQTGFIEYLRRFPKDMPFELAEIPAGKRG
                     KNADIKRILEKEGELMLAAVGKNNRIVTLDIPGTPWETPQLAQQLERWKQDGRDVSLL
                     IGGPEGLAPACKAAAEQSWSLSPLTLPHPLVRVLVAESLYRAWSITTNHPYHRE"
     gene            1065923..1067818
                     /gene="mrdA"
                     /locus_tag="CH60_1020"
     CDS             1065923..1067818
                     /gene="mrdA"
                     /locus_tag="CH60_1020"
                     /note="pbp2_mrdA: penicillin-binding protein 2;
                     [M] COG0768 Cell division protein FtsI/penicillin-binding
                     protein 2"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding protein 2"
                     /protein_id="AJK11569.1"
                     /translation="MKKEPNPFRDYSAESALFVRRAVVAFLGILLLSGVLVANLYNLQ
                     IIRFDDYSTRSNDNRIKLVPIAPSRGMIFDRNGTPLALNRTIYQLELMPEKIENLSAT
                     LNALRPIVDLTDDDIANFEKERKRSRRFTSIAVKTPLTEVQVARFAVNQFRFPGIEVK
                     GYQRRFYPYGSALTHVIGYVSKINDKDVERLDKEGILPNYAATHDIGKLGIERYYEST
                     LHGKTGYEEVEVNNRGRVIRQLHEQPPQAGKDIYLTLDLSLQIYIEKLLSGSRAAVVV
                     TDPRTGGILALVSNPSYDPNLFVDGISNKDYQGLLNDTNRPLINRATQGVYPPASTVK
                     PYIAVSALSAGVITKNTSLFDPGWWQLPGSEKRYRDWKKWGHGRLNVTKALEESADTF
                     FYQVAYDMGIDRLSSWMSKFGYGEYTGIDLSEERAGLMPTREWKQKRHKKPWYQGDTI
                     PVGIGQGYWTATPIQMAKSLMTLINDGTVKTPHLLQSTRIDGVLVPYKQEDSTQIGSI
                     NSGYWEIAKDGMYGVANRPNGTGRKFFEGTPYKAAAKSGTAQVYSYETYNASKVAEHL
                     RDHKLMVAFAPYENPTVSVAIILENGGAGPAVGTITRQILDHILLGDNNTELPDAVPL
                     PPGVEAD"
     gene            1067989..1069101
                     /gene="mrdB"
                     /locus_tag="CH60_1021"
     CDS             1067989..1069101
                     /gene="mrdB"
                     /locus_tag="CH60_1021"
                     /note="rodA_shape: rod shape-determining protein RodA;
                     [D] COG0772 Bacterial cell division membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein RodA"
                     /protein_id="AJK14105.1"
                     /translation="MTDNQQKGSLWYKLHIDLPFLICILALLAYSAFVMWSASGQDIG
                     MMERKVGQIAMGLIVMLVMAQIPPRVYESWAPYLYFVCVILLILVDAFGQISKGAQRW
                     LDLGFIRFQPSEIAKIAVPLMVARFMNRDVCPPSLKNTGIALILIFIPTLLVAAQPDL
                     GTSILVAASGLFVLFLSGMSWRLIGVAVVLLAGFIPILWFFLMHGYQRDRVMMLLDPE
                     SDPLGAGYHIIQSKIAIGSGGLSGKGWLHGTQSQLEFLPERHTDFIFAVLAEELGLIG
                     VLVLLGLYLCLIMRGLVIAANAQTTFGRVMVGGLMLILFVYVFVNIGMVSGILPVVGV
                     PLPLVSYGGSALVVLMAGFGIVMSIHTHRKMLSKNL"
     gene            1069111..1070193
                     /gene="rlpA"
                     /locus_tag="CH60_1022"
     CDS             1069111..1070193
                     /gene="rlpA"
                     /locus_tag="CH60_1022"
                     /note="rlpA: rare lipoA family protein;
                     [M] COG0797 Lipoproteins"
                     /codon_start=1
                     /transl_table=11
                     /product="rare lipoA family protein"
                     /protein_id="AJK12906.1"
                     /translation="MRKEWLWVGIASVLLSACIDQPPAPQQQVQQTYSGPVEEIGGAE
                     PRYEPFNPNVNQDYKVNGQSYRIIKDPQNFSQIGLASSYGEEARGNTTATGEIFDPNA
                     LTAAHPTLPIPSYVRVTNVSNGRQIVVRVNDRGPYTPGRVIDLSRAAADRLNISNNTK
                     VKIDFINVAPDGSLSGPGMVGTTIAKQSYALPSRPDLTSSGMGTPMQQDAPATGAAVQ
                     AIDNSQLSGTDATQPVASQSSGFLRAPTPVPAGVLESSEPVIDSAPVTPPVVANPGPV
                     TTTPTSSAISGGYVVQVGALSDAQRAQSWQQSLSQRFGVPGKVSNSGSIYRVQLGPFS
                     HRQQAVDLQQRLSNEAQQQSFIVAAP"
     gene            1070596..1071798
                     /locus_tag="CH60_1023"
     CDS             1070596..1071798
                     /locus_tag="CH60_1023"
                     /note="[M] COG1686 D-alanyl-D-alanine carboxypeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AJK13281.1"
                     /translation="MKYVITSRIIKSLALGTVIVMSAANADDVNLKTMIPGVPQIDAE
                     AYILIDYNSGKVLAEMNADTRRNPASLTKMMTSYVIGQAIKSGKIGAEDMVTVGKDAW
                     ATGNPEFKGSSLMFLKPGDRVPVSKLTRGINLQSGNDACVAMADYVAGSQDSFVNLMN
                     NYVKALGLQNTHFKTVHGLDAEGQFSSARDMALIGQALIRDVPDEYAIYKEKEFTFNN
                     IRQTNRNGLLWDTSLNVDGIKTGHTEAAGYNLVASATDGQMRLISVVLGGHTFKGRET
                     ESKKLLTWGFRFFETVAPLKVGKEFASEPVWFGDSDRVQLGVDKDAYLTIPRGRMKDL
                     KASYVLNTPEIHAPLAKNQVVGTINFQLDGKTIDQRPLVVMNEVKEGGFFSRMVDYIK
                     LMFHRWFG"
     gene            1071996..1072259
                     /locus_tag="CH60_1024"
     CDS             1071996..1072259
                     /locus_tag="CH60_1024"
                     /note="conserved hypothetical protein;
                     [S] COG2921 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10953.1"
                     /translation="MKTKLNELLEFPCSFTYKVMGIAEPQLVDQVVEVVQRHAPGEYT
                     PQVKPSSKGNYHSVSITITATHIDQVETLYEELGNLELVKMVL"
     gene            1072474..1073172
                     /gene="lipB"
                     /locus_tag="CH60_1025"
     CDS             1072474..1073172
                     /gene="lipB"
                     /locus_tag="CH60_1025"
                     /EC_number="2.3.1.181"
                     /note="lipB: lipoyl(octanoyl) transferase;
                     [H] COG0321 Lipoate-protein ligase B"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoyl(octanoyl) transferase"
                     /protein_id="AJK13188.1"
                     /translation="MPRLQQHKIILRQLGLQPYAPVSQAMHNFTEFRTDTTPDEIWLV
                     EHQHVFTQGQAGKAEHVLMPGDIPVIQSDRGGQVTYHGPGQQVMYVMVDLKRAKIGVR
                     QLVTAIENTVIETLAHFNIDSHARPDAPGVYVEQQKICSLGLRIRRGCSFHGLALNIA
                     MDLEPFQRINPCGYAGMQMTQVSALQPGVTVADVQPVLVREFTRQLGYPTAKLQPWSL
                     SDYLLSSHSSSSVL"
     gene            1073365..1074330
                     /gene="lipA"
                     /locus_tag="CH60_1026"
     CDS             1073365..1074330
                     /gene="lipA"
                     /locus_tag="CH60_1026"
                     /EC_number="2.8.1.8"
                     /note="lipA: lipoyl synthase;
                     [H] COG0320 Lipoate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoyl synthase"
                     /protein_id="AJK12981.1"
                     /translation="MSKPIQMERGVKYRDADKMALIPVKNVVTERQELLRKPEWLKIK
                     LPTDSSRIQGIKAAMRKNGLHSVCEEASCPNLSECFNHGTATFMILGAICTRRCPFCD
                     VAHGRPVTPDANEPEKLAQTIQDMGLRYVVITSVDRDDLRDGGAQHFADCISAIRAKN
                     PTIKIETLVPDFRGRMDRALDILTATPPDVFNHNLENVPRVYRQVRPGANYDWSLKLL
                     ERFKEAHPDIPTKSGLMVGLGETNAEIVEVMHDLRRHGVTMLTLGQYLQPSRHHLPVQ
                     RYVSPAEFDEMKAEAMAMGFTHAACGPFVRSSYHADLQAKGMEVK"
     gene            complement(1074511..1074768)
                     /gene="tatA"
                     /locus_tag="CH60_1027"
     CDS             complement(1074511..1074768)
                     /gene="tatA"
                     /locus_tag="CH60_1027"
                     /note="tatAE: twin arginine-targeting translocase, TatA/E
                     family protein;
                     [U] COG1826 Sec-independent protein secretion pathway
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="twin arginine-targeting translocase, TatA/E
                     family protein"
                     /protein_id="AJK11760.1"
                     /translation="MEGLSITKLLVVGILIVLLFGTSKLRTLGADLGAALKGFKKAMR
                     NDDEVSTSVLGETKMSAETKTVAETKAASDSQAAASVERKD"
     gene            1075335..1075718
                     /gene="crcB"
                     /locus_tag="CH60_1028"
     CDS             1075335..1075718
                     /gene="crcB"
                     /locus_tag="CH60_1028"
                     /note="[D] COG0239 Integral membrane protein possibly
                     involved in chromosome condensation"
                     /codon_start=1
                     /transl_table=11
                     /product="protein CrcB"
                     /protein_id="AJK14236.1"
                     /translation="MFNTLLAVFIGGGVGSMARWLVSLKLNSASAHLPVGTLIVNLVG
                     AFIIGLTLAFFSRMTHIDPVWKLLITTGFCGGLTTFSTFSVEVVYLIQEGKLAWAAGT
                     ILLNVAGSLAMTMLAFILVNNFASQ"
     gene            complement(1076141..1076350)
                     /gene="cspE"
                     /locus_tag="CH60_1029"
     CDS             complement(1076141..1076350)
                     /gene="cspE"
                     /locus_tag="CH60_1029"
                     /note="[K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA chaperone, negative regulator of cspA
                     transcription"
                     /protein_id="AJK12627.1"
                     /translation="MSKIKGSVKWFNESKGFGFITPEDGSKDVFVHFSAIASNGFKTL
                     AEGQRVEFEITNGAKGPSAANVIAI"
     gene            1076629..1077108
                     /locus_tag="CH60_1030"
     CDS             1076629..1077108
                     /locus_tag="CH60_1030"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cold-shock protein"
                     /protein_id="AJK13092.1"
                     /translation="MNGRITTFFEDKGFGFITDENGDNRYFHVIKVANPEMIKKGAEV
                     TFEPTTNTKGLSAFAVKVAIESKYIFIANERIKLTSIKSFNTFTKEVPAQAEVDKANT
                     ILSVNLLMNKIRPQEEDISEKTIPLKMLSITTFQNVTYTFSEHEVDIDSTVAKLKSI"
     gene            complement(1077418..1078008)
                     /locus_tag="CH60_1031"
     CDS             complement(1077418..1078008)
                     /locus_tag="CH60_1031"
                     /note="[K] COG2771 DNA-binding HTH domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK11217.1"
                     /translation="MIVDNDKYQTLGMVSIVKKIFTSLGFKKEIKFYRKAFYSADVIF
                     IGVDEFSFFEALKRLDKTPAEADVFLICDARLNSFLQGIPRFSDVTMIFREDSLETVS
                     NKIATVFKRKFRGFKDNLIERKTAKVLHLVSSERQYLTPNENIVLKLFNEGFSGGDIA
                     RILKKSEKTVSGQKRSAMKKLGARTDVELIKMFMFK"
     gene            1078458..1079423
                     /locus_tag="CH60_1032"
     CDS             1078458..1079423
                     /locus_tag="CH60_1032"
                     /note="[S] COG3274 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12425.1"
                     /translation="MRNVGLHALKTLSCFSAVTFYSASKTCTEQCFLSGEVMGVLYFL
                     SIIATPLFFMIIGYIDSNDKIDQKDIFRKLKSIITIIIFWNVLFYFINEDGFKRGYFL
                     QSWLLFSIAIIYLINPIISKILKSNRTAIITLSCLVIFSVTIDLISAFSERPYLIDFP
                     QYFRLWTWIFYYMTGRFLCSRICQKMTKLPKVRLAAKLLLLPTSISMYYYESFMSIYV
                     YKTVNASYFLDNFHVLVLSLCLFVIFDNFDTQYEWIKKTLAYISPSMIGVYILHDGIF
                     YFIASAYNLSDVTLRFTLLLSVFAASVLLSRALLLNKYTSRFISF"
     gene            1079605..1079787
                     /locus_tag="CH60_1033"
     CDS             1079605..1079787
                     /locus_tag="CH60_1033"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11945.1"
                     /translation="MKTSHRAISTVREARKAIRSGYDKPIPKKGIKTGFKIDKPPDEM
                     TTIEVHITQVAYLISV"
     gene            complement(1079805..1079999)
                     /locus_tag="CH60_1034"
     CDS             complement(1079805..1079999)
                     /locus_tag="CH60_1034"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen synthesis family protein"
                     /protein_id="AJK12969.1"
                     /translation="MSTLEKLVSAYCHTSLDFVASTVAFMESQKKNIDVDKIEAKLSV
                     DERHFFRKRLTYYRDIYRPL"
     gene            1080442..1080729
                     /locus_tag="CH60_1035"
     CDS             1080442..1080729
                     /locus_tag="CH60_1035"
                     /note="[S] COG1359 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="antibiotic biosynthesis monooxygenase family
                     protein"
                     /protein_id="AJK13573.1"
                     /translation="MLKVIAQDFIKLEHINDVLPLYKELVAKTKLEALCLSYDLFIDH
                     NDPGHFIFIEEWPDQAALDTHCATEHFRRLVPQINHYQRQACAVTLMRPLE"
     gene            complement(1080745..1082535)
                     /locus_tag="CH60_1036"
     CDS             complement(1080745..1082535)
                     /locus_tag="CH60_1036"
                     /note="[O] COG5265 ABC-type transport system involved in
                     Fe-S cluster assembly, permease and ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11499.1"
                     /translation="MDRSRILKFLLPYLWPKDNPKLRYYLIIALFFMVIAKISTTLVP
                     LAYKSMVDTLSSENAKMLAIPISLIIAYGVARVSASLFEELRNVMFVHVSQNATRLLG
                     LRVFRQLHALSLRFHLERQTGGLSLSIERGTQAVSTVLSRLLFSILPILFEITLVSVI
                     MWRLLSGWFALAILVTVSCYILFTVMAVGWRTRFRRELNKANADANTKSIDSLLNYET
                     VKYFGNEDFEAERFNLSRQLYEYAAIKNQISFTVLSFGQTAIISVGLIVMMAMAAQGI
                     VQGQMTIGDFVLVNAYLLQLYQPLNFFGFIYSEIRQALIDMENMLDLLMVKQEITDRP
                     DALPLQLTKGEVRFDAVSFSYDPRRPILNNVSFTIPPGKTVAIVGASGAGKSTLARLL
                     FRFYDVTAGAVYLDDQDIRGVTQSSLREAIGIVPQDTVLFNDTLRYNIGYGKTDSTDE
                     EIERAAKLAHIHEFIISLPDGYETRVGERGLKLSGGEKQRVAIARTILKKPSILVFDE
                     ATSALDTHTEREIQSHLREVSRDHTTLVIAHRLSTIIDADEIIVLEAGSIVERGRHDE
                     LLLKNGRYAGMWQNQYHEEEAYHEAEQPVL"
     gene            complement(1082743..1082946)
                     /locus_tag="CH60_1037"
     CDS             complement(1082743..1082946)
                     /locus_tag="CH60_1037"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK14334.1"
                     /translation="MDFSFNPTELGSWIFYIIVFSMIYWPVVAAMCVGLIVAAVLRKR
                     WFIIIFAVPLALIALSFITLMLM"
     gene            complement(1083105..1083920)
                     /gene="iolB"
                     /locus_tag="CH60_1038"
     CDS             complement(1083105..1083920)
                     /gene="iolB"
                     /locus_tag="CH60_1038"
                     /note="myo_inos_iolB: 5-deoxy-glucuronate isomerase;
                     [G] COG3718 Uncharacterized enzyme involved in inositol
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="5-deoxy-glucuronate isomerase"
                     /protein_id="AJK13967.1"
                     /translation="MSRLLSRRQAPDERGLTQRITPAQAGWGYVGFEVYELNEGQPLT
                     LTAVPDERCLVLIAGRASISTPSAQFPNIGDRMSPFERHKPWAVYVTPGEAVQVQAIT
                     PLELAVCSAPGKGTYPTRLISPEDIGAEARGKGHNQRYVHNILPEDHPADSLLVVEVY
                     TNEGASSSYPSHKHDTDNPPHETYLEETYYHRLNPEQGFCMQRVYTDDRSLDECMAVY
                     NREVVMVPRGYHPVATMAGYDSYYLNVMAGPVRKWIFSWENDHVWINHNYPIT"
     gene            complement(1083930..1084982)
                     /gene="iolE"
                     /locus_tag="CH60_1039"
     CDS             complement(1083930..1084982)
                     /gene="iolE"
                     /locus_tag="CH60_1039"
                     /EC_number="4.2.1.44"
                     /note="myo_inos_iolE: myo-inosose-2 dehydratase;
                     [G] COG1082 Sugar phosphate isomerases/epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="myo-inosose-2 dehydratase"
                     /protein_id="AJK11325.1"
                     /translation="MVDQRTAVEPKTAVDQTTEVVRKAEVNQKIGIVRKIDIVRKTET
                     VRKTEADRHTTAVQLGINPLTWTNDDLPSLGAETSLETCLSEGKEAGFAGFELGNKFS
                     REAGVLGPILEHHQLKLVSGWYSGRLLERSVEEEIVAVRSHLALLRELGAKVMVFAEV
                     SGCIHGEQQTPVHLRPRFPPARWAEYGAKLTAFARYTQALGVQIAYHHHMGTVIESAQ
                     DIDNLMIHTGEEVGLLLDTGHLTFAGADPLAVAQRWIARINHVHCKDVRTSVLADVKN
                     RKTSFLDAVLSGVFTVPGDGGVDYPPIMALLKQHGYQGWLVVEAEQDPNVAHPMTYAR
                     MGYHNLSRLAHNAGLI"
     gene            complement(1085003..1086973)
                     /gene="iolC"
                     /locus_tag="CH60_1040"
     CDS             complement(1085003..1086973)
                     /gene="iolC"
                     /locus_tag="CH60_1040"
                     /EC_number="2.7.1.92"
                     /note="myo_inos_iolC_N: 5-dehydro-2-deoxygluconokinase;
                     [G] COG0524 Sugar kinases, ribokinase family"
                     /codon_start=1
                     /transl_table=11
                     /product="5-dehydro-2-deoxygluconokinase"
                     /protein_id="AJK12257.1"
                     /translation="MSVEKQFSVSAEKTCNTENKCNTEKKFDVICMGRIAVDLYGQQI
                     GARLEDVASFAKYLGGSSGNVAYGSARQGLRSSMLARVGDEHMGRFLREELHQVGCDT
                     SHLTTDKKRLTALVLLSIKDRDTFPLIFYRDNCADMAITAQDFSEQYIASARSLAITG
                     THLSHPNTREAVLTALRYARRNGVRTVLDIDYRPVLWGLTSLGDGETRFIESHQVTAE
                     LLAVFNLFDVIVGTEEEFHIAGGSTNTLDALRGVREVSDAALVCKRGALGCSVYTEAI
                     PQTLDEGLTVSGVRVKVLNVLGAGDAFMSGLLRGYLNDEGWPQACRYANACGALVVSR
                     HGCAPAMPSKIELDNYLARADAVVRPDLDVHLNHLHRVTTRRRQWPELCVMAFDHRSQ
                     LEEMALQCGADLCHISTLKTLILQASREAVHTAGLQGKAGLLCDGTFGQDALNAITGA
                     GWWIGRPIELPGSRPLAMEHGNIGSQLIGWPQEHIVKCLVFFHPEDAYSLRLEQEQKI
                     IEVYRACCQSGHELLLEVILPAGMPRSDELYLRAISRFYNLGVYPDWWKLPPLASEGW
                     AALNKLIERRDPHCRGVVILGLDASLEALRTGFNAAAGYPIVKGFAVGRTLFGDASLA
                     WLKRDIDDTQLIARIRDNYLQLITLWRERGQK"
     gene            complement(1087005..1088138)
                     /locus_tag="CH60_1041"
     CDS             complement(1087005..1088138)
                     /locus_tag="CH60_1041"
                     /note="oxidoreductase family, C-terminal alpha/beta domain
                     protein;
                     [R] COG0673 Predicted dehydrogenases and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13515.1"
                     /translation="MKEVRIGLIGTGYIGKAHAIAYAQAPTVFELRGKLVREMVAEVS
                     PALAAQRAQAFGFNRFTCDWRELVADPAIDVVDICSPNYLHKEMALAAIHHGKHVYAE
                     KPLALNARDASEMAAAATRAGVKTLVGFNYIKNPSAKLAKEIIERGEIGEVIHFYGTH
                     NEDYMADPNTPIHWHCLHATAGLGALGDLAAHIVSMAQYLVGEITQVCGDLKTVVVTR
                     PASVGSSARVAVENEDQAHAMVRFVNGAQGVIEASRVACGRKMGLSYMITGTQGAISF
                     TQERMAELKLYLHNDPVNRQGFRTLLVGPAHPEYAAFCMAAGHGIGFNDQKTVEVRDL
                     IDGIAMDTPLWPDFAEGWKVSRILDAIALSHQDSRWVNVTDIV"
     gene            complement(1088162..1089190)
                     /locus_tag="CH60_1042"
     CDS             complement(1088162..1089190)
                     /locus_tag="CH60_1042"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK13579.1"
                     /translation="MLQPLSKPQASVKSAMRFDPITFFERFGVLIFMFLLLIFFQLQN
                     SNFLSERNIFNILTEVSIYGIMAVGMTFVILTAGIDLSVGSILAVSAMTAAYVIKGDN
                     FTTIDPNAWGGMSWLIGLSICLAMGTLIGFLQGLGVTRLRLPPFIVTLGGMTIWRGLT
                     LVINDGAPIAGFDAGYRWWGRGDLLGISIPIWIFAIVAIAGYLALHKTRWGRFVYAIG
                     GNPEAARLAGVNVKRVLVSVYVVIGCLAGLAGFILSARLGSAEAVAGISFELRVIASV
                     VIGGTSLMGGYGRIGGTIIGSIIMGILINGLVLMNVSAYYQQIITGLIIVLAVAFDTY
                     AKNRRGAL"
     gene            complement(1089202..1090749)
                     /locus_tag="CH60_1043"
     CDS             complement(1089202..1090749)
                     /locus_tag="CH60_1043"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11937.1"
                     /translation="MSQPLLKITDMAKSFSGVWALSNVQLTLEQGEIHALLGENGAGK
                     STLLKALSGAQPQTHGEIWFNGEMLALDDSPVERQNKGIITIYQEVNLLPNMTVAENM
                     FLGREPRRRQVFVDEKAVNQEAQAILDYLQLNVSPTTAVARLSIAQQQMVEIARALTL
                     NAKLIVMDEPSAALSDSEVESLHRVVRELKGRGVSIIYVTHRLHEVFQLCDRFTVFQD
                     GRYTGSDEVAGTNVEKIIRLMVGRDVVFNRRPASETHHQDQPIRLSVQGLCREKPPLD
                     PHGVALKDISFHVHAGEVLGIAGLVGAGRTEVARCLFGAGAFTSGNFEIDGVPYQPRD
                     PMFALEQGIALVPEDRKKEGAVQGLSIRDNLTLSSLAGLLQWRFFVNTRKEDQLIETY
                     RLALQIKMVNSEQAVRKLSGGNQQKVILARCMALNPRILIVDEPTRGIDVGTKSEVHQ
                     VLFDMAKQGVAVIVISSDLPEVLAVSDRIITLSEGRVTGEIHGDDASEERLMTMMTIN
                     HNALNAA"
     gene            complement(1090798..1091727)
                     /locus_tag="CH60_1044"
     CDS             complement(1090798..1091727)
                     /locus_tag="CH60_1044"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK14215.1"
                     /translation="MKKLILAALIVFTSGVAFAENEQIVFSTPNLAMPFEVHMQRTAV
                     KTAKALGVKLQVLDGQGSSPKQVADLENAITRGAQGFIVSPNDINAISSAVEEIQQAK
                     LPVVTLDRSVESEKKVPHFGANNYKGGEAIANYVKSMFPNGAEIVLLTGQPGSSSNIE
                     RTKGIRDSLKTGGDKYRIVVDQTGNWMRSEGMRIIESVLPSLPKPPQVILSANDDMAL
                     GAIEALQSHGMKPGEIMVTGFDAVPEALARVREGWMAVTADQRPGYAVTTAMNQLVAN
                     IRDQKAITGADFLPTMITKENLDQAERVSEAGK"
     gene            complement(1091853..1092332)
                     /locus_tag="CH60_1045"
     CDS             complement(1091853..1092332)
                     /locus_tag="CH60_1045"
                     /note="oxidoreductase family, C-terminal alpha/beta domain
                     protein;
                     [R] COG0673 Predicted dehydrogenases and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11996.1"
                     /translation="MTIHDFDMARFIMGEEPVAVFAQGSNLVDPAIGAAGDIDTAFVV
                     LKYASGAMATIVNSRRSAYGYDQRLELHGSQGLLCVGNILENQVQHFGQKGGTRALPE
                     HFFLQRYQAAYAAEWEHFVAVLRGDVQPECGGEEGERALYLADKALESLHSQREISL"
     gene            complement(1092329..1092838)
                     /locus_tag="CH60_1046"
     CDS             complement(1092329..1092838)
                     /locus_tag="CH60_1046"
                     /note="[R] COG0673 Predicted dehydrogenases and related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase, NAD-binding Rossmann fold family
                     protein"
                     /protein_id="AJK11487.1"
                     /translation="MFNIALLGAGRIGQVHAANIAAHPETTLWSVVDPNQENAARLVS
                     QYRTRQQSVNEAMADLNVHAVLIASATDTHADLIELAAKHGKTIFCEKPVHLDLARVR
                     DCLKVVKEYGVPLFIGFNRRFDPQFRHLKNEVLAGRIGKPESLLIISRDPSPPRWSMC
                     AFPAVCSVI"
     gene            complement(1093132..1095057)
                     /gene="iolD"
                     /locus_tag="CH60_1047"
     CDS             complement(1093132..1095057)
                     /gene="iolD"
                     /locus_tag="CH60_1047"
                     /note="myo_inos_iolD: 3,5/4-trihydroxycyclohexa-1,2-dione
                     hydrolase;
                     [E] COG3962 Acetolactate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3,5/4-trihydroxycyclohexa-1,2-dione hydrolase"
                     /protein_id="AJK14254.1"
                     /translation="MKTVRMTMAQALVRFLNQQYVAIDGQEVAFVHGVMTIFGHGNVL
                     GIGQALEENPGHLQVHQGCNEQGMAHMAIGFAKQYRRQRIYAVSSSIGPGAANMVTAA
                     ATATANRIPLLLLPGDIYASRQPDPVLQQIEQYHDLSISTNDCFRPVSRYWDRINRPE
                     QLMSAMLSAMRVLTDPADTGAVTLCLPQDVQGEAWDYPASFFERRVHRIERRPPDTRR
                     LSDALSLIARKRRPLVVCGGGVRYSGAHEAFRAFVENAQLPFTETQAGKGALPSDHPL
                     NLGGIGVTGGLAANRLAPQADLVIGIGTRLTDFTTGSKALFSHPEVAFLLLNVAEFDA
                     LKLDATALIADARVGLEALTEGLAGYRTAWQGDIIEAKAAWCDECQRLWSRTWRPDEV
                     PEVAGHLDDSLQEYAEVLNTTLTQTRVLGLINQHIEDDAIVVGAAGSLPGDLQRLWQV
                     KTADTYHLEYGYSCMGYEIAAAIGAKIAMPHQPVYAMVGDGSYMMLHSELHTAVQEGL
                     KITVLLFDNAGFGCINNLQMGHGMGSFCTESRHRNHESGQLNGPLICVDFAQNAESYG
                     CRAWRVHDEPSLLAALAASRDHPGPVLLDIKVLPKSMTHDYASWWRTGDAQIARSPAV
                     QQAAERTQMKVKRARQY"
     gene            complement(1095092..1096618)
                     /gene="mmsA"
                     /locus_tag="CH60_1048"
     CDS             complement(1095092..1096618)
                     /gene="mmsA"
                     /locus_tag="CH60_1048"
                     /EC_number="1.2.1.27"
                     /note="MMSDH: methylmalonate-semialdehyde dehydrogenase;
                     [C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="methylmalonate-semialdehyde dehydrogenase"
                     /protein_id="AJK14067.1"
                     /translation="METVANFINGKCVFSCGNSVTSGSPRAQAIFNSATGEPIRQVMM
                     STAQETEQAITAAQQAFASWSRQAPLKRARVMFRFKSLLEQHLDALAQLISEEHGKVY
                     SDAVGELTRGLEVVEFACGIPHLQKGEHSANVGTGVDNHSLMQPLGVCVGITPFNFPA
                     MVPMWMFPIALATGNTFVLKPSEKDPSLAVRLAQLLTEAGLPDGVFNVVQGDKTAVDV
                     LLTDPRVQAVSFVGSTPIAEYIYQTASAHGKRCQALGGAKNHCILMPDADMDMAASAI
                     MGAAYGAAGERCMALSVVLAVGDETADNLCARLEQQISTLRVGPGLAQEPENDMGPLI
                     SAPHRAKVLGYIDSGVAQKATLRIDGRGLKVAGHEQGYFVGPTLFDHVTPAMTIYQEE
                     IFGPVLSVVRIADYRSAVDLINRHEYGNGTAIFTRDGGTARRFCEEVQVGMVGVNVPI
                     PVPVAFHSFGGWKRSIFGPLNVHGNDGVRFYTRMKTITARWPEAQHDQGAAFSMPTLG
                     "
     gene            1096824..1096961
                     /locus_tag="CH60_1049"
     CDS             1096824..1096961
                     /locus_tag="CH60_1049"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13365.1"
                     /translation="MTEVLKAVIVSILPERLFHFVGSLSDRRLKTAVERLHSNHVLRE
                     K"
     gene            1096961..1097815
                     /locus_tag="CH60_1050"
     CDS             1096961..1097815
                     /locus_tag="CH60_1050"
                     /note="[K] COG1737 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK12711.1"
                     /translation="MTTASNLSELQQQIRDRYDNLSKRLQQVSRYVLDNTNSVAFDTV
                     AVIAERADVPPSTLIRFANAFDFSGFNEMKQLFRMNLVEETASYTDRARLFRAMESEA
                     VPETPLGILQEFARSNAQALQQLAARTEPEMLQRAVELLAQADTIYVVGLRRSFSVAA
                     YLTYALSHLECRPVQLHGLGGMLREQVNSIKARDIVVSISFSPYAEETVMVSEIAASA
                     GARQIVITDSQISPLATFSDLCFVVKEAQVDAFRSQSATLCLVQSLVVALAYQQEAQA
                     GAALAHRQ"
     gene            1098448..1098996
                     /locus_tag="CH60_1051"
     CDS             1098448..1098996
                     /locus_tag="CH60_1051"
                     /note="conserved hypothetical protein;
                     [S] COG3477 Predicted periplasmic/secreted protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11361.1"
                     /translation="MSEKRVNLQVIAWATIIGGFVSSLVKSGTEVNMPPRVVGEISPP
                     AANIDAWLGWLGINSHSMDYVYQGVTISGAVVLYHWLFSFVFAFVYVLLSAYWPKVRL
                     WYSAAYGLSITVAIHGVLIPALGFRHPAYLAGETGWLWNLNGYELWSEIIGHLCWSAS
                     LEICLVAVLAFFSKPIKGIWAN"
     gene            complement(1099102..1099266)
                     /locus_tag="CH60_1052"
     CDS             complement(1099102..1099266)
                     /locus_tag="CH60_1052"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11317.1"
                     /translation="MVKSLLLIQYIIIQIKRASIRIFQTLVWEFSDIYHRNPIRVRQY
                     SFFNVPNNLI"
     gene            1099403..1105381
                     /locus_tag="CH60_1053"
     CDS             1099403..1105381
                     /locus_tag="CH60_1053"
                     /note="[R] COG2373 Large extracellular alpha-helical
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MG2 domain protein"
                     /protein_id="AJK14141.1"
                     /translation="MDLLRFLLISPFALIKGLYRLSAYLLRLVGRLLRPVVGNLNWRA
                     PQWMTKTANGLHCAFNRSEQWVAKHPKGISAAIVLLMAAASAAFYGYHWYLNRPQPIE
                     PAPMVYQETSIRVSAPRTVNYQAQKPEAQPLSLNFMHSAAPITAMGQVVDQGISLTPA
                     IEGEWKWATERTLVFTPKKAWPMGANYQITIDTEKLLAPQIKLNQTELNFTTPAFAYQ
                     LEKAEYYQDPQEAQKRSTIFHVQFNAPVDVASFEKQILLGLVEGKSKSEKKLNFSVVY
                     DEKKLNAWIHSQPLMPMDKGGSVHLSINKGVNASVAATPTTQAQNKWVSVPNLYSLAV
                     NSINATLVESDNNNGERALIIAISDAVKDKEIKNAVKAWLLPQHNFQAKESAKTSTDF
                     YPWDMDDIDDNLLQQSTPLALTLNEAEQEYQPIFSFKFDAPSYRTLLIEVNNSLTSVG
                     GYKMPEKIYQIVRVPDYPKTLRFMSQGSLLSMQGDKQISVAARNMTGMKLDIKRVIPS
                     QLQHIVSFKSSEYSSAHFNRLSDEYFTEHFQYQTALNNDNPGEINYQGVDLSRYLANN
                     PSARRGVFLLTLSAWDPEKRDNQQHSEEDYDEDQEWVGDSRFVVITDLGIITKQSQDR
                     SRDVFVQSIHSGLPAADAKVSVVAKNGVVLLSQITDSKGHVHFPALDAFKNERQPVMF
                     LVEKEGDVSFLPTRATYDRNLDFSRFDIDGEETPSDPRTLSSYLFSDRGVYRPGDRFN
                     IGLITRTANWATALDGVPLRAEIRDPRDTLMSTLPITLDSSGFNELSYTTGENSPTGE
                     WNVYLYLVGKNNETSMLLGHTTVNVKEFEPDRLKVQLQLTPERQQGWVKPQELQANIN
                     VQNLFGTPAQERRVTSRLILRPMYPSFAPFPDYLFYENRHNSDGFETELEEQTTDLQG
                     MATIPLDLKSYADATYQLQLLSEAFEAGGGRSVAATARVLVSPYDSLVGVKADGDLSY
                     INRDAVRKLNIIAVDPSLNKIALPDLSLSLIEQKYISVLTKQDSGVYKYQSRLKEQLV
                     SEQPLQISPTGTDFTLVTQQPGDFILVVKDSQGQVLNRISYTVAGNANLTRSLDRNTE
                     LKLKLNQAEYLQGEEIEIAINAPYAGSGLITIEKDKVYSWQWFHSDTTSSVQRIRIPP
                     AMEGNGYINVQFVRDVNSDEIFMSPLSYGVMPFKISTKARQAAIELASPSVIKPGEVL
                     PIKVTTDSPQRVVVFAVDEGILQVARYRLKDPLDYFFRKRELSVQSAQILDLILPEFS
                     KLMALTSAPGGDAGEGLDLHLNPFKRKQDKPVAYWSGITEVNGETTFNYPIPDYFNGK
                     IRVMAISATPDRIGKVQTSTTVRDNFILTPNVPAMVAPGDEFDVTVGVSNNLQGLKGK
                     AVDITVRLTPPPQLEVVGEAQHSLSLAEKRETLVSFRLRARSALGDAPLVFDASYGSQ
                     SSRRTVSTSVRPAMPFRTQSVMGRMEGNKHTVTNLRQMFDNYAQRQATASHSPLVLTQ
                     GLARYLADYPYYSSEQIVSRSIPLIMQSKHPEMDSALNQNEVRDQLKNMLRILSSRQN
                     STGAIGLWHASPTPDPFVTPYVVQFLLEAKSAGYSLPNDILEGANNALRLLAARPYDD
                     LYSLRLRAFAVYLLTLQGEITTNTLASVQSTLQQLYPDSWQTDLSAIYLASSYRLLKM
                     DDEANKLLQPTWKQLGKAYSKAWWTQNYFDPLVQDATRLYLITRHFPEKVSSIPPQAL
                     ENMVLALRDEHYTTYSSAMSILALESYTSQVAAQQDTPETLQIIEISKSKGIDPNVIS
                     TLNGLFVQGDFTGEAKAIQFNNYASAPAWYVVNQSGYDLQPPKDAISNGLEISRSYTD
                     EQGKPVTQVTLGQKVNVHLKIRANAKQGQNNLAIVDLLPGGFEVVQQTAPEPEFYDNQ
                     DDQDEETGSGWQSPLMVSGSSWYPDYSDIREDRVIIYGSASTDVKEFIYQIKSTNTGR
                     FVVPPAYGEAMYDRNVQALSVGKGHILVVPPEAK"
     gene            1105456..1107801
                     /gene="pbpC"
                     /locus_tag="CH60_1054"
     CDS             1105456..1107801
                     /gene="pbpC"
                     /locus_tag="CH60_1054"
                     /note="PBP_1c: penicillin-binding protein 1C;
                     [M] COG4953 Membrane carboxypeptidase/penicillin-binding
                     protein PbpC"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding protein 1C"
                     /protein_id="AJK12015.1"
                     /translation="MATKRLLQNILMALFLLALLVIGFRLWPHPPLSQGLPLSTAYYD
                     RHGTLLRLSLANDDRYRLWTPLEEISPLVIQGIQLHEDRGFYYHPGVNPISLLRGFWQ
                     SYVQGGRQQGGSTLTMQLARMHWHLNTRSPTGKLRQIARAIQLELSYSKHDILEAYLN
                     YAPYGRNIESIAAASLIYFDKKPQQLTLPEALTLAVLPQSPSYRIDPTTGVLGSALTQ
                     ARNRLFVRWQQTYPTDSSQMALFQLPLSLRQPEKMPYIAPHFIEQIRRQNQQLANTQS
                     QVDTTLDANLQQLVEKQVEAFIRRNNSRGIHNAAVLLLDTRDMGVRALVGSANYYDRE
                     IQGQVNGTNAKRSPGSTLKPFIYALGLEQGILHPMTILKDVPSSFGAYAPENFDHRFL
                     GPVTATDALNFSRNIPAVYVASRLRQPTLYQFLRLSGVTNMASENHYGLSLVLGGGEI
                     TLQELARLYAMLANRGTLHPIQMVQTDKTLPSIRLLSEAASFITLDMLRQHRRPGDTL
                     AQSPTSLPVYWKTGTSWGFRDAWSAGIFGPYVLIVWEGNFAGKGNSAFVGADAAAPLF
                     FNIIDSIQANYPALREPKHPWPPQLKRVAICLASGNLPTPWCQQQGKTWFIPGKSPIK
                     VDTVYRPVVIDINSGQAACLPYDRSQTRTEVFEFWPSDLANVFAQAGLPKRQPPDRSH
                     CKEGNTLASGNAPRITSPLRNTTYTLRQSQQGRDQIVFSATLDADSTTTYWFVDDIYL
                     GSSTSKKSIDWHPTRSGQYRIRAIDDHGRADSRLIRVEKVD"
     gene            complement(1108014..1108259)
                     /locus_tag="CH60_1055"
     CDS             complement(1108014..1108259)
                     /locus_tag="CH60_1055"
                     /note="[K] COG3423 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="winged helix-turn-helix DNA-binding family
                     protein"
                     /protein_id="AJK12346.1"
                     /translation="MDKQDWHPADILAGLKKRGTTMAALSRKSGLASSTLANTLLRPW
                     PKGERLIAEVLELHPAEIWPSRYLKPKKSPAESVNPG"
     gene            1108364..1108474
                     /locus_tag="CH60_1056"
     CDS             1108364..1108474
                     /locus_tag="CH60_1056"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13288.1"
                     /translation="MVSLLIGLALMAASVSIIVTPAIALSLFNCITQGLD"
     gene            1108932..1109513
                     /locus_tag="CH60_1057"
     CDS             1108932..1109513
                     /locus_tag="CH60_1057"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK10770.1"
                     /translation="MKYNSVLKTFVDDDYRLEDHLDFKKQHADIRYQKLHKQLNEMSD
                     ENMHALLTIEEGEYFLKTLCNPNPHQSWKDAIFSCTDPTSVFFGSLVESLSVSRIVFE
                     IRGFGVTATEYVGKNGSSYIKLSGYAGIRKYLDATRYLIDNPKILDIGIGTQGIENGI
                     VRGARFCIVFSAAYRSVELLLKDEYGLADFLLI"
     gene            1109781..1110182
                     /locus_tag="CH60_1058"
     CDS             1109781..1110182
                     /locus_tag="CH60_1058"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14216.1"
                     /translation="MVKINRPLVGAFAILLFFLSSWGCWFSLSGYLAFFKLSDVIIFS
                     WKVGFVIFAVPLLFYFSYLAFFSAIKNKPAIMNNKLANALAILAILGSIISLFSSAYI
                     SYSLTEYSYKSCPRSSWMSPNKYVKDIKLCP"
     gene            1110561..1110815
                     /locus_tag="CH60_1059"
     CDS             1110561..1110815
                     /locus_tag="CH60_1059"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10823.1"
                     /translation="MIFGAPVLFYFSYLAFYCAIKNKPAKVNNKLANTFAMLAMLGVV
                     ISFFSSVYIGYSLTEYGYKLCSRSSWMSPNEYVKDIKLCP"
     gene            complement(1110827..1111399)
                     /locus_tag="CH60_1060"
     CDS             complement(1110827..1111399)
                     /locus_tag="CH60_1060"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK11341.1"
                     /translation="MSNLIYASVNGKKQGLISAGCSSLNSIGNRCQAGHEDQIQVLSL
                     NHSISRQQNVAHHPVHFVKPIDKSSPLLGVAISENERINVVFYFYRVNSAGQLELYYE
                     VKLTDASIVDITSVYPHSIDNNEMIPYEKIQLKYKSIAWDHKSAGTSGYSVWEDRVYS
                     FLISSTLFQVCLNIFIFFNWLVYQNYFWEK"
     gene            complement(1111423..1111674)
                     /locus_tag="CH60_1061"
     CDS             complement(1111423..1111674)
                     /locus_tag="CH60_1061"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13790.1"
                     /translation="MMKNNKNINKDEFSDKLSQQIKEMINNSQLDSVEILSVVMESIF
                     SLFSETEGHLAEMKFIDSAGEDYRFILRLEVPPILERQH"
     gene            complement(1111713..1111952)
                     /locus_tag="CH60_1062"
     CDS             complement(1111713..1111952)
                     /locus_tag="CH60_1062"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12737.1"
                     /translation="MEKEKKTLFGHKTPAMMQLSEQLESSLHNSPLVPEEKLALIMKL
                     CVLLFRENKTDAAEMKVSDGRILKLTLEKTSSVLH"
     gene            1112761..1114677
                     /locus_tag="CH60_1063"
     CDS             1112761..1114677
                     /locus_tag="CH60_1063"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK10651.1"
                     /translation="MDKTLLAGAISLSLVILPVQVLAFTPNVVGITVNDEVVIHGIQN
                     VRDGGVINNGLVSDNAAITVTNGSSAGTANNTTVGDKGWLQITGALATGTIVNQGGLL
                     DTKTAGTVIDSQINDGGHMTLGLNSQSKGYLNIAAGAELFVTNNDPYISDVTTHNPAL
                     PANVMIENLNVAGLVEIGPSWKGTSIVPLPLSDVLGPVLVTRINNVTLQGGDINLMAY
                     SAGGQFNRLEIENLSGQGNFAMTTQLASNTGDFITVSQQATGQFGITVQDSGKEPQSA
                     DNLALVHINRGDAQFRLLNTGGVVDLGVYQYGLYSQESNGSTDWYLATSTEELPGTTP
                     NVTAPMLSSAAQGVLNMAAAPRHILNAELSTLRQRQGELKADAEGTVGVWARYLTDDS
                     RLSDNKNIAFKNTLSGMEIGADKQLGLNRGNMLIGAFTSYSSSDVKSTHDANGDIRSY
                     GGGLYLTYLDQSGFYVDTVLKANRFNNKMNTQETRGEYNQNALTTSVESGYQWPVYAN
                     LVLEPYGKVSYSRIGSADYTLSNGMVAEVAKADSVQGELGTVLAASYSINQMTIKPYI
                     KLAITREFTKSNAVAINNIGFDNDFSGNVGKYGVGINATVANNTAIFAEVDYLNGSKI
                     ETPVTANIGFRLRF"
     gene            1115027..1115608
                     /locus_tag="CH60_1064"
     CDS             1115027..1115608
                     /locus_tag="CH60_1064"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12335.1"
                     /translation="MLNTDARQQLRKLLPLEMVATKQWLLDQGLSLHFLDNAVRSSTL
                     LPLTAGVYCLLEARVSWQGVVASLQRMSEQPIHVGGLTALELAGLGHYLSKGAEQHIH
                     LWSEAALPTWLNRVPLNAKFKWHGTHRLWPKMTMDDPRFLNEETWREELPPVTFSCPE
                     KAIFETLVDVPKAISFEHADELMQGLHNLSPII"
     gene            complement(1115623..1115931)
                     /locus_tag="CH60_1065"
     CDS             complement(1115623..1115931)
                     /locus_tag="CH60_1065"
                     /note="[S] COG2850 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytoplasmic protein"
                     /protein_id="AJK12847.1"
                     /translation="MTTPRHELDIAPAQPPYDQDEIVDALMEGAVLTRLGGLRVLRVG
                     DNVFINSERLEMANAEAADALCRYTIIGKKELGEALQDSAFVTELTELINQGYWFFNE
                     "
     gene            complement(1116195..1116449)
                     /locus_tag="CH60_1066"
     CDS             complement(1116195..1116449)
                     /locus_tag="CH60_1066"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12078.1"
                     /translation="MVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAW
                     DDKYPQISKSWRTHWENLNTFFGYPPDIRKAITPRMPSNR"
     gene            complement(1116536..1117216)
                     /locus_tag="CH60_1067"
     CDS             complement(1116536..1117216)
                     /locus_tag="CH60_1067"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12688.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KIAVFRTF"
     gene            1117668..1119875
                     /locus_tag="CH60_1068"
     CDS             1117668..1119875
                     /locus_tag="CH60_1068"
                     /note="conserved hypothetical protein;
                     [S] COG4984 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12073.1"
                     /translation="MAEPKPASWMPSHAAAQLCRQLQSLLPMHLLAPAAFEQILRYCG
                     VRPGRQAWRLFLSRTLLLAGSLAAICGVIFFFAWNWAAMPAMAKFGIIELLIVALAIL
                     IWWRWYDAVSRTALLAAGFLFGALFAVFGQIYQTGADSWELFRAWALILLPLALLSRQ
                     GGLWFLTWLVTNIGLNLFFFSYSSPFTVSFSLFDNIFYLNTLFTYGYLLFQGLCLLAW
                     EVTQRFSKTQSPDKTVNRWFPRLMAAYFLLSLTTPIISELTYFHFQQPGYVLLLCWVA
                     VMAGGYWWYRYRQPDLCMLTLGVCSLLAVGTAAILTSAGWGWYRNVGSLFLIGILIAL
                     LLGAGGKLLLHWRRKMYPNQAVELSRSAYDELLVNLEQHSLLNADQKAVLLAEQGKLT
                     LPWYIRTAFAFGGWIAALILLALLILLGFVSGMFDNLNAGTIIVVSLIGGAFAAFLLT
                     RPGMGIQQIGLVWAIASSIGLYSGIILIQDSSSRLMLMQSLWFIPVLAVLIVVFHNDM
                     YRFLATGTLVFMSIVTTSYALIWHLAPDNQQLFFFIPILIVTVIVMLILWLICNEIKL
                     LATVNAPLIHPLMYGGIGGILVVCLHSIQMGNIHEFYWMSDRGLYLEQSLSYGIPAAF
                     LLFTLIQWVLHRSKLKPLWLIAAVVTSLAAYFAPGMGFGLALLLIARYQGNQWLLGVA
                     ASFLAVYTSGWYYFLGFSLLYKSLLLIGGGVLLLVLAGVLNRVLSAGEVNQHA"
     gene            1119868..1120398
                     /locus_tag="CH60_1069"
     CDS             1119868..1120398
                     /locus_tag="CH60_1069"
                     /note="[S] COG4929 Uncharacterized membrane-anchored
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="GDYXXLXY family protein"
                     /protein_id="AJK12978.1"
                     /translation="MLKRKWLSIAVIIVALIMVNISIYQKQHLLAKGDIIILELAPVD
                     PRSLMQGDYMALSYALVAPFNEQFNAEQEKCREEPLLLCPESKRRLIVELDDRQRATA
                     ARIDQGEPLADNQHYLQYRFKGRSIQIGTDAYFFQEGHAEDYVNARYGEFRVAKDGSA
                     LLTHLLDADLQRIENK"
     gene            1120557..1122938
                     /gene="bglB"
                     /locus_tag="CH60_1070"
     CDS             1120557..1122938
                     /gene="bglB"
                     /locus_tag="CH60_1070"
                     /EC_number="3.2.1.21"
                     /note="[G] COG1472 Beta-glucosidase-related glycosidases"
                     /codon_start=1
                     /transl_table=11
                     /product="thermostable beta-glucosidase B"
                     /protein_id="AJK13075.1"
                     /translation="MNLNKTGFFTAFTFLSAPVWATPQLKEAESIPSVIAAMTLEEKA
                     AFVSGTGMNNAEKVAGAAGSTLAIPRLGIPQIVFADGPVGVRLGAGPTGGEKRFATGF
                     PVSVAMAATWDPAIIKRVGGAIGDEAKQYGVDLILGPAINIQRHPLNGRNFEYFTEDP
                     LLNAIMTASYIDGMQTEGVGAVLKHFAANNQETRRQIVNEIISDRALHEIYFPGFEYA
                     MEKAQPWAVMSSYPSINGTPSSQNPWLLKDVLRQQWKFDGFVMSDWYGVADPVSALKG
                     GNDLNMPGGRTPDDSLFLTPNTDPKDVVLAALKSGELTQDQIDENIRNILNVVIKTHR
                     FKNGDAAMMPEPVDHSALARQIAADSMVLLKNDAHTLPIKAAFRVAAFGQNIDNFFVT
                     GGGSAEVNIDPKRLVTLPQGLKNAGIALIRQIGDQALDEPVNQPALTKAAQQSDIALI
                     SIGRSSTEGADRYSMAMHPDEVAMIKKVASAFHQQNKKVVVLLNIGSPIEMTSWEQYA
                     DAILLTWQPGEQAGNAVADILLGKVNPSGKLPLTFPKRLEDSPSFGNYPGNAKTVIYG
                     EGIYVGYRYFDTKRIAPMYPFGYGLSYSTVNYGKISPEKPVFNIDTENSIEVSIPVRN
                     TSGIDTKEVVQLYVHDNASRLDRPEQELKAFEKVSLSAGEEKRVAFKLDKRAFSYYDE
                     DKNNWVLEPGLFTLRIGRSSRDIHAETPLIVKSSTPAFSFDTPWIDIQTYEKAATIVA
                     RFIGDEQTNAWIYGNPTLGDKLEDALKLKPEFAKDEAKRQKLKQEILQEINSL"
     gene            complement(1123017..1124645)
                     /locus_tag="CH60_1071"
     CDS             complement(1123017..1124645)
                     /locus_tag="CH60_1071"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11200.1"
                     /translation="MKTWIARLLGKDISIDFPAPWAADSTAIYRWLATWPDSDGPLPA
                     EAETLPDEPSAIEGKIRWSAGALDGVFGHHVAEADDETPVEAIMAALRSVLHKPQQQD
                     IEQLYRLLCHASPLNYLDVLLPAVAQDPQLPANKLQALAEWLATESPDRNAVKVAIAL
                     LGFFPTQKSCQILSTLGAHDEFTLYAAVALRSILPEDEYERAWLAMAKRAGGWGRVQL
                     IERLPEFLSKQSRDWLLREGYRNAVMYEYTAWHCATHGQLLQAMQQLKTMQKQPDAPL
                     LLGAAEILQALINGGPAQNMHDYAEGALACEYYLRCLQAAPPAEIQHYLAASEIARFA
                     QEQNSEEEGVWDQAQCNNLVELANVVMALPEWSGIIANNLQGSDTYLFNLAVSASRLR
                     QQDPWESIFARQLADAADNNWYQLMQTAQPEHIARVISLAEQQLDLEAIASGPGMAMG
                     LGLEYQQHQALDFVLQDLKKFPGMGWSLLAVGLRSERIRDRSMALNALDVWPQDDWSP
                     DMSQALADSLCHEPDEQMRERLHKLCVNLGITTG"
     gene            1125118..1125969
                     /locus_tag="CH60_1072"
     CDS             1125118..1125969
                     /locus_tag="CH60_1072"
                     /note="[R] COG0656 Aldo/keto reductases, related to
                     diketogulonate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK11306.1"
                     /translation="MQTVKLNNGIAMPLLGFGVFQMTNTAECERAVIDAIETGYRLID
                     TAASYQNETQVGNALKLSGIARDELFITTKLWLQDTYYEGAKAQFERSLNRLQLDYVD
                     LYLIHQPYGDVHGAWRAMEELHQAGKIRAIGVSNFHPDRLADLMAFNKIIPAVNQIEV
                     NPFNQQLHAVPWMQSRGIQPEAWAPFAEGRNGLFQNPVLTAIGEKYGKSVGQVVLRWI
                     FQRGIVSLAKSVRKGRMEENINILDFELSAEDMLQIAALDTATSAFFSHRDPAMVEWL
                     TGRKLDV"
     gene            1125995..1126984
                     /locus_tag="CH60_1073"
     CDS             1125995..1126984
                     /locus_tag="CH60_1073"
                     /note="[C] COG0667 Predicted oxidoreductases (related to
                     aryl-alcohol dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK11301.1"
                     /translation="MQKRYLGKSGLEVSALGLGCMGLSYGYGPATDTRQAVELIRAAV
                     ERGVTFFDTAEVYGPYLNEEVVGEALKPFRDQVVIATKFGFTFGEDNKQQILNSRPEH
                     IREAVEGSLRRLKTDVIDLLYQHRVDPDVPIEDVAGTVKDLIAEGKVKHFGLSEAGAQ
                     TIRRAHAIQPVAALQSEYSMWWREPEQEILPLLEELGIGFVPFSPLGKGFLTGAIKAG
                     ATFGEDDFRSKVPRFAAEALEANERLVALLGILAAEKGVTSAQIALAWLLAQKPWIVP
                     IPGTTKLHRLEENLGAADITLSQDDIWNITQALATVKIVGERYPAAMQARVGR"
     gene            complement(1127039..1127932)
                     /locus_tag="CH60_1074"
     CDS             complement(1127039..1127932)
                     /locus_tag="CH60_1074"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK11980.1"
                     /translation="MLKENFNELQSFLVVARERSFTKAAGKLGVSQSALSHAIKGLEE
                     RLNLRLLTRTTRSVAPTEAGERIIACLEPRLADLEQELETLLQLNGTVSGNIRLSAGE
                     HAARSLLWPKLKPFLRKYPEINVELVVDNGFVNIVDGRFDAGVRLGESVDKDMIAVKI
                     GPEMRMAVVGSPEYFMANAIPVTPHELQHHRCINMRLPTAGGLYHWEFEKEGKPLRVK
                     VEGQLTLNILPERIDAAQSGFGLACVPEDSIQAFLRSGKLIQVLEAWCPSFPGYYLYY
                     PSRKQHPPVFALMIDALRYSD"
     gene            1128026..1129048
                     /locus_tag="CH60_1075"
     CDS             1128026..1129048
                     /locus_tag="CH60_1075"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13946.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1129048..1129827
                     /locus_tag="CH60_1076"
     CDS             1129048..1129827
                     /locus_tag="CH60_1076"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11321.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            1129843..1130871
                     /locus_tag="CH60_1077"
     CDS             1129843..1130871
                     /locus_tag="CH60_1077"
                     /note="thiolase, N-terminal domain protein;
                     [IQ] COG0304 3-oxoacyl-(acyl-carrier-protein) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12893.1"
                     /translation="MGRWWRYKWITFHPSLTHADNTEKQERTATIIGAGIGGFPAIAH
                     AVRTSDSRGPKRLSPFTVPSFLVNLAAGHVSIKHHFKGPIGAPVTACAAGVQAIGDAV
                     RMIRNNEADVALCGGAEAVIDTVSLAGFAAARALSTHFNSTPEKASRPFDTARDGFVM
                     GEGAGLLIIEELEHALARGAKPLAEIVGYGTSADAYHMTSGAEDGDGAYRAMKIALRQ
                     AGITPEQVQHLNAHATSTPVGDLGEINAIKHLFGESNALAITSTKSATGHLLGAAGGL
                     ETIFTVLALRDQIVPATLNLENPDPAAKGLNIIAGNAQPHDMTYALSNGFGFAGVNAS
                     ILLKRWVD"
     gene            complement(1130988..1131446)
                     /locus_tag="CH60_1078"
     CDS             complement(1130988..1131446)
                     /locus_tag="CH60_1078"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11139.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1132081..1132677)
                     /locus_tag="CH60_1079"
     CDS             complement(1132081..1132677)
                     /locus_tag="CH60_1079"
                     /note="conserved hypothetical protein;
                     [S] COG3009 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12416.1"
                     /translation="MMKWMAVIVALLLSACSSETSKTYYQLPALNQLPALNQLPALNA
                     PATVSSSVASRQLWVEHVSVADYLAAVGVVYQTNDVQYVIANNNLWASPLDQQLQQTL
                     VTNLSYSLPGWLVSAQPLDSDQDVLNVTVTGFHGRYDGRAVIRGVWILKHQGQLIKQP
                     FNLELKQSEDGYDALVRTLAEGWQQEAKTIAAQLQKIK"
     gene            complement(1132674..1134326)
                     /locus_tag="CH60_1080"
     CDS             complement(1132674..1134326)
                     /locus_tag="CH60_1080"
                     /note="[R] COG3008 Paraquat-inducible protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="mce related family protein"
                     /protein_id="AJK11837.1"
                     /translation="MTDNNPSQSVAEIEKIKRWSPVWIIPIVTALIGAWILFYHFSNQ
                     GPQVVLTTLNAEGIEAGKTKIKSRSVDVGMVEKVTLSEDLNHVIIQARLNSGMNTLLH
                     GDTVFWVVKPQIGREGISGLGTLLSGAYIELQPGSNGKALNEFRLLDSPPLASPDAKG
                     LRIMLDSDQAGQLNAGDPVLFRGYRVGSVETSTFDPQSRLMRYQLFIGAPYDSLVTSN
                     VRFWKDSGVAVDLSSQGMRVEMASLATLFSGGVSFDVPDGLEQGKPVTQDKAEFKLFD
                     DRSSIQNSLYIEHENFLLFFSDSVRGLQSGAPVEFRGIRVGTVGDVPFFAEGMKQQVD
                     NDFRIPVLIRIEPGRFRDDLGPDTNFEQVLKTAKERGLRASLKSGNLLTGALFVDLDF
                     YPDAKPWKGPQEIAGYPLLPTISGGLAQIQQKVMQTLDKINNLPLNPMVNEVTKALAE
                     SQKTMRETQKVLASLNTITSSQSMQELPKDLQKTLNELNRSMKGFQPGSPAYNKMVGD
                     MQRLDQVLRELQPVLRTLNEKSNALVFEAAGSQDPQPKKAKK"
     gene            complement(1134313..1135530)
                     /locus_tag="CH60_1081"
     CDS             complement(1134313..1135530)
                     /locus_tag="CH60_1081"
                     /note="pqiA_fam: integral membrane, PqiA family protein;
                     [S] COG2995 Uncharacterized paraquat-inducible protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, PqiA family protein"
                     /protein_id="AJK11151.1"
                     /translation="MSVALPPLPYGTKAVCPRCKTTLTARWEEPRKRPIGYALSALFM
                     LLLANLFPFVDMRVAGITSEISLIQIPQVMLSDNYVSIATLFMVLVQLIPAFCMVAII
                     LLCLRVRMPIRWKTAMAKALFQFKTWCMVEIFLAGVLVSFVKLMAYGEIGIGSSFIPY
                     CLFCLLQVRAFQCIDRHWMWQDIAPAPAVPYRLIPGRTGLRQGLRSCSCCTAILPQDQ
                     VECPRCYTHGYVRRRNSLQWTMALLVTSILLYIPANMMPIMITESLGNQMNSTIMAGV
                     IFLWSEGSYPVALVIFIASIMVPSLKMLAIAWLCWDAKGKGNTDTERMHFIYEIVEFV
                     GRWSMVDVFVIAVLSSLVRIGQLMSIYPAIGALLFAMVVILTMFSALTFDPRLTWDRI
                     NETTQKEPQGDGQ"
     gene            complement(1135728..1137641)
                     /gene="ccmA"
                     /locus_tag="CH60_1082"
     CDS             complement(1135728..1137641)
                     /gene="ccmA"
                     /locus_tag="CH60_1082"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [R] COG0488 ATPase components of ABC transporters with
                     duplicated ATPase domains"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK13534.1"
                     /translation="MSLISMSGAWLSFSDAPLLDNTELHIEANERVCLVGRNGAGKST
                     LLKILSKEVALDDGRIIYEQDLIVARLQQDPPRNVAGTVFDFVAEGVQEQAEHLKAYH
                     ATLHQVELDPSEKNLNRLAALQEILDHQGLWQLDSRIQEVLVQLGLSADAELSSLSGG
                     WLRKAALGRALVSSPKVLLLDEPTNHLDIETINWLEGFLKEFQGSIVFISHDRSFIRA
                     MATRIVDLDRGKLVSWPGNYELYLASKEEALRVEELQNAEFDRKLAQEEVWIRQGIKA
                     RRTRNEGRVRALKALRMERSQRREVMGTAKMQVEETVRSGKIVFDLENVNYQIDGKVL
                     VKDFTAQVQRGDKIALVGPNGCGKTTLLKLMLGQLNADSGKVHCGTKLEVAYFDQHRA
                     ELDPERTVMDNLAEGKQEVMVNGRSRHVLGYLQDFLFHPKRAMTPVKALSGGERNRLL
                     LAKLFLKPSNLLILDEPTNDLDVETLELLEEMVDSYQGTVLLVSHDRQFVDNSVTECW
                     IFEGNGQINSFVGGYYDAHQQRAEAKPIRQAALKIEETKASTSVKSPAPAAKKPGKLS
                     YNLQRELDQLPQQLEKLENDISKLQAEVSDTDFFSRPHEETQQVLKTLADTEQALEVA
                     FSRWEELEAQKNG"
     gene            complement(1137647..1139767)
                     /locus_tag="CH60_1083"
     CDS             complement(1137647..1139767)
                     /locus_tag="CH60_1083"
                     /note="[R] COG1092 Predicted SAM-dependent
                     methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="THUMP domain protein"
                     /protein_id="AJK11206.1"
                     /translation="MNSLFASTARGLEELLKSELEALGAHDCKIVQGGVHFQGDDRLM
                     YQSLLWSRLASRILLPLNEFKVYSDLDLYLGVQAIDWPSIFGVDKTFAVHFSGVNDEI
                     RNSQYGALKVKDAIVDSFTRKMDQRPTVAKQQPDIRVNVFLQRDMASVALDLSGEGLH
                     QRGYRDLTGQAPLKENLAAAIIQRSGWQPGTPMVDPMCGSGTLLIEAAMMASDRAPGL
                     HRGHWGFTAWNAFNEALWRELTTEAQVRARRGLLETSSRFFGSDIDRRVIEMARANAR
                     RAGVAELITFNANDISKLVNPLPEGPVGTVISNPPYGERLESEPALIALHNMFGRMMK
                     TAFGGWRLSLFSASPELLSCLQLRADREFKAKNGPLDCVQKNYQLTANPLGAGGALVA
                     EDYANRLRKNVKKLDKWAKQQGIECYRLYDADLPDYNVAVDRYGSKVVVQEYAPPKTI
                     DPQKARQRLFDVINATLAVLELPSNQLVLKTRERQKGKNQYEKLAQKGEFLLVSEYNA
                     KLWVNLTDYLDTGLFLDHRIARQMLGKMSQGKDFLNLFAYTGTASVHAGLGGARSTTT
                     VDMSRTYLEWAEKNLRVNGLTGQQHRLIQADCLSWLSNTDEQFDVIFIDPPTFSNSKR
                     METTFDVQRDHLVLMKELKRLLRRKGTIMFSNNKRGFQMDLAGIAALGLEAKEITALT
                     QSEDFARNRQIHNCWLVTHSQEEK"
     gene            1139870..1140979
                     /locus_tag="CH60_1084"
     CDS             1139870..1140979
                     /locus_tag="CH60_1084"
                     /note="[R] COG3217 Uncharacterized Fe-S protein"
                     /codon_start=1
                     /transl_table=11
                     /product="2Fe-2S iron-sulfur cluster binding domain
                     protein"
                     /protein_id="AJK13664.1"
                     /translation="MITLSRLYVHPVKSMRGLQLSHAQVSRSGLAFDRVFMITEPDGM
                     FITARQYPKMVMFTPALMADGLYLTAPDGESASIRFNDFLANPAPTEVWGNHFTALIA
                     PEAINSWLSGYFQRDVQLRWVGTELTRRVKPLPEVPLSFADGFPYLLINEASFKDLQQ
                     RCPASIKLEQFRPNLVITGTTAFAEDCWQVIRIGDITFDLVKPCSRCVLTTVSVERGQ
                     KHPAGEPLRTLQTFRTAENGDVDFGQNMVARNSGIIRVGDEVEVLITKPPRPYGAGAV
                     VESLSAPQDQSKTVSIEYNGIRFNGNNQQILLEQLEQQNIRIPYSCRAGICGSCRVTL
                     LTGDVAALKKSAVGNDGTILCCSCIPKGDISLSGK"
     gene            complement(1141005..1141556)
                     /locus_tag="CH60_1085"
     CDS             complement(1141005..1141556)
                     /locus_tag="CH60_1085"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10755.1"
                     /translation="MRIKPDDKWRWYFDTEHDRLMLDLANGMIFRSRFPSKMLTPDAF
                     DESAFCVDDAALYFEFEDQCRQIKLSNEQRSELVLNALVACRFLKPLMPKSWHFVQQP
                     KVLIPQNGELTLVTVLDNGENVRLLVVEPSCSASLCLLAQSQVVLAGRQLVLGDAIKI
                     MNNRLLPLMVEEVNTTTAYDRAV"
     gene            complement(1141739..1142749)
                     /gene="pyrD"
                     /locus_tag="CH60_1086"
     CDS             complement(1141739..1142749)
                     /gene="pyrD"
                     /locus_tag="CH60_1086"
                     /EC_number="1.3.98.1"
                     /note="pyrD_sub2: dihydroorotate dehydrogenase;
                     [F] COG0167 Dihydroorotate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotate dehydrogenase"
                     /protein_id="AJK12794.1"
                     /translation="MYYPLVRKALFQLDPERAHELTFRQLKRVSGTPLEFLVRQSVPT
                     KPVSCMGLSFKNPVGLAAGLDKDGECIDALGAMGFGFIEVGTVTPRPQVGNDKPRLFR
                     IVEAEGLINRMGFNNHGVDNLIENVKKSHFGGILGINIGKNKDTPVEQGKEDYLICMD
                     KIYPYAGYIAINISSPNTPGLRSLQYGEALDDLLAAIKDKQTELHQRHHKYVPVAVKI
                     APDLTEEELIQIADSLVRHNIDGVIATNTTLDRSLIQGLNYCEQAGGLSGRPLQLRST
                     EVIHRLSQELKGRLPIIGVGGIDSVTAAREKMAAGASLIQIYSGFIFRGPGLIKNIVT
                     HI"
     gene            complement(1143358..1145973)
                     /gene="pepN"
                     /locus_tag="CH60_1087"
     CDS             complement(1143358..1145973)
                     /gene="pepN"
                     /locus_tag="CH60_1087"
                     /EC_number="3.4.11.2"
                     /note="pepN_proteo: aminopeptidase N;
                     [E] COG0308 Aminopeptidase N"
                     /codon_start=1
                     /transl_table=11
                     /product="aminopeptidase N"
                     /protein_id="AJK11609.1"
                     /translation="MTQQPQAKYRHDYRAPDYTITDIDLDFALDAQKTTVTAVSKVKR
                     QGTDVTPLILNGEDLTLISVSVDGQAWPHYRQQDNTLVIEQLPADFTLTIVNDIHPAT
                     NSALEGLYLSGEALCTQCEAEGFRHITYYLDRPDVLARFTTRIVADKSRYPYLLSNGN
                     RVGQGELDDGRHWVKWEDPFPKPSYLFALVAGDFDVLQDKFITRSGREVALEIFVDRG
                     NLDRADWAMTSLKNSMKWDETRFGLEYDLDIYMIVAVDFFNMGAMENKGLNVFNSKYV
                     LAKAETATDKDYLNIEAVIGHEYFHNWTGNRVTCRDWFQLSLKEGLTVFRDQEFSSDL
                     GSRSVNRIENVRVMRAAQFAEDASPMAHAIRPDKVIEMNNFYTLTVYEKGSEVIRMMH
                     TLLGEQQFQAGMRLYFERHDGSAATCDDFVQAMEDVSNVDLSLFRRWYSQSGTPLLTV
                     HDDYDVEKQQYHLFVSQKTLPTADQPEKLPLHIPLDIELYDSKGNVIPLQHNGLPVHH
                     VLNVTEAEQTFTFDNVAQKPIPSLLREFSAPVKLDYPYSDQQLTFLMQHARNEFSRWD
                     AAQSLLATYIKLNVAKYQQQQPLSLPAHVADAFRAILLDEHLDPALAAQILTLPSENE
                     MAELFTTIDPQAISTVHEAITRCLAQELSDELLAVYVANMTPVYRIEHGDIAKRALRN
                     TCLNYLAFGDEEFANKLVSSQYHQADNMTDSLAALAAAVAAQLPCRDELLAAFDVRWN
                     HDGLVMDKWFALQATSPAANVLVQVRTLLKHPAFSLSNPNRTRSLIGSFASGNPAAFH
                     AADGSGYQFLVEILSDLNTRNPQVAARLIEPLIRLKRYDAGRQALMRKALEQLKTLDN
                     LSGDLYEKITKALAA"
     gene            1146707..1147912
                     /gene="pncB"
                     /locus_tag="CH60_1088"
     CDS             1146707..1147912
                     /gene="pncB"
                     /locus_tag="CH60_1088"
                     /EC_number="6.3.4.21"
                     /note="NAPRTase: nicotinate phosphoribosyltransferase;
                     [H] COG1488 Nicotinic acid phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate phosphoribosyltransferase"
                     /protein_id="AJK10543.1"
                     /translation="MTQDASPILTSLLDTDAYKLHMQQAVFHHYRHITVAAEFRCRSD
                     ELLGVYADEIRHQVTLMGQLALTSDEFIYLSSLPFFQDDYLHWLRDFRFKPEQVSVAV
                     HDGKLDIRIAGLWCEVIMWEVPLLAVISEIVHRRRSTQVTTDQAVQQLRTKLEQFNAL
                     SADIDITHFKLMDFGTRRRFSREIQHTVVSTLKDEFPYLVGTSNYDLARTLALAPVGT
                     QAHEWFQAHQQISPTLANSQRVALQVWLDEYPNQLGIALTDCITMDAFLRDFDLAFAN
                     RYQGLRHDSGDPIEWGEKAIAHYEKLGIDPMKKVLVFSDNLDLEKALFLYRHFYQRIK
                     LVFGIGTRLTCDIPDVKPLNIVIKLVECNDKPVAKLSDSPGKTICQDPAFVDQLRKAF
                     ALPLVKKAS"
     gene            1148426..1149826
                     /gene="asnS"
                     /locus_tag="CH60_1089"
     CDS             1148426..1149826
                     /gene="asnS"
                     /locus_tag="CH60_1089"
                     /EC_number="6.1.1.22"
                     /note="asnS: asparagine--tRNA ligase;
                     [J] COG0017 Aspartyl/asparaginyl-tRNA synthetases"
                     /codon_start=1
                     /transl_table=11
                     /product="asparagine--tRNA ligase"
                     /protein_id="AJK12973.1"
                     /translation="MSVVPVVDVLQGRAAVGSEVTVRGWVRTRRDSKAGISFVAVYDG
                     SCFDPLQAVVNNTLPNYQDEVLHLTTGCSVEVTGTVVASPGEGQSFEIQATAINVVGW
                     VDDPDTYPMAAKRHSIEYLREVAHLRPRTNLIGAVARVRHTLAQAIHRFFDENGYFWV
                     STPLITASDTEGAGEMFRVSTLDLENLPRTDTGAVDFSEDFFGKEAFLTVSGQLNGET
                     YACALSKVYTFGPTFRAENSNTSRHLAEFWMVEPEVAFASLDDVAGLAEKMLKYVFQA
                     VLNERADDMKFFAERVDKDAVDRLQRFVTSDFAQVDYTDAIEILLASGQKFENDVSWG
                     IDLSSEHERYLAEKHFKAPVVVKNYPKDIKAFYMRMNEDGKTVAAMDVLAPGIGEIIG
                     GSQREERLDVLDARLAEMGLNKEDYWWYRDLRRYGTVPHSGFGLGFERLISYVTGVQN
                     VRDVIPFPRTPRNASF"
     gene            1150127..1151212
                     /locus_tag="CH60_1090"
     CDS             1150127..1151212
                     /locus_tag="CH60_1090"
                     /note="[M] COG3203 Outer membrane protein (porin)"
                     /codon_start=1
                     /transl_table=11
                     /product="gram-negative porin family protein"
                     /protein_id="AJK13771.1"
                     /translation="MKRNILAVVIPALLAAGAANAAEIYNKDGNKLDLYGKVDARHSF
                     SDNNKQDGDKSYVRFGFKGETQITDQLTGYGQWEYNIQANNAEDTGAQDGNATRLGFA
                     GLKFAEFGSFDYGRNYGVIYDVNAWTDMLPVFGGDSISNSDNFMTGRSTGLATYRNNN
                     FFGLVDGLNFALQYQGKNDRSEVKEANGDGFGIGIGSTYDIGNGINFGAGFSSSNRTL
                     DQKYGSTAEGDKAQAWNVGAKYDANNVYLAVMYAETQNLTPYGSFSDTIANKTRDIEI
                     TAQYQFDFGLRPSLGYVQSKGKDLNDVDANHDLLKYVSVGTYYYFNKNMSTYVDYKIN
                     LLDEDEFTIANGLNTDNVVAVGLVYQF"
     gene            1151469..1152659
                     /gene="aspC"
                     /locus_tag="CH60_1091"
     CDS             1151469..1152659
                     /gene="aspC"
                     /locus_tag="CH60_1091"
                     /EC_number="2.6.1.1"
                     /note="[E] COG1448 Aspartate/tyrosine/aromatic
                     aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate aminotransferase"
                     /protein_id="AJK12901.1"
                     /translation="MFEKITAAPADPILGLTDIFRADDRAHKINLGIGVYKDETGKTP
                     VLTSVKKAEQYLLENEATKNYLGIDGLPVFASCTQELLFGANSAIIADKRARTAQTPG
                     GTGGLRIAADFIAHQTSAKRVWVSNPSWPNHKNVFEAAGLEVVEYAYYDAANHALDFD
                     GLLNSLSEAQAGDVVLFHGCCHNPTGIDPTETQWSQLAELSVAKGWLPLFDFAYQGFA
                     NGLEEDAQGLRIFAATHQELIVCSSYSKNFGLYNERVGACTLVAADSNVADTAFSQVK
                     AVIRANYSNPPAHGASVVATILSNAALRAIWEQELTDMRQRIQRMRQLFVNTLQEKGA
                     QQDFSFIINQNGMFSFSGLTKEQVLRLRDEFAVYAVNSGRVNVAGMTPDNMAPLCEAI
                     VAVL"
     gene            complement(1153083..1153730)
                     /locus_tag="CH60_1092"
     CDS             complement(1153083..1153730)
                     /locus_tag="CH60_1092"
                     /note="[R] COG0491 Zn-dependent hydrolases, including
                     glyoxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase superfamily domain protein"
                     /protein_id="AJK13991.1"
                     /translation="MKYQIIPVTAFSQNCTLIWCEATGQAALVDPGGEATKIIAEVER
                     QGVTISQVLLTHGHLDHVGAAAEVAAHFQVPIYGPEKEDTFWLEGLPAQSRMFGLSEC
                     EAFTPTRWLEEGDKITVGEIELSVLHCPGHTPGHIVFIDPQGRLALVGDVIFKGGVGR
                     SDFPRGDHQQLINSIRTKLLPLGDDITFIPGHGPMSTLGHERQTNPFIREEPAIW"
     gene            complement(1153791..1154339)
                     /locus_tag="CH60_1093"
     CDS             complement(1153791..1154339)
                     /locus_tag="CH60_1093"
                     /note="conserved hypothetical protein;
                     [S] COG3108 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13486.1"
                     /translation="MDKIDNNRRKWLTLGGVALGMSLLPGPVFATLSTPRPRILTLNN
                     LNTGESIKAEFFDGRNYNKDELSRLNHIFRDYRANKVKKIDPRLFDQLYRLQVLLETT
                     KPVQLISGYRSLGTNNELREHSRGVAKQSYHTKGQAMDFHIEGIQLSYIRKAALKMRA
                     GGVGYYPRSNFVHIDTGPTRAW"
     gene            complement(1154563..1156272)
                     /locus_tag="CH60_1094"
     CDS             complement(1154563..1156272)
                     /locus_tag="CH60_1094"
                     /note="[S] COG2989 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="L,D-transpeptidase catalytic domain protein"
                     /protein_id="AJK10795.1"
                     /translation="MSVAQSRSQLLAALPKDVVPLYAAELASLYAANQMQPMWQDRVA
                     VQRFQQQLAEVGLSGIQPQFMQWVKWLSEPEITGMARDIILSDAMLGYLHFISGVGAN
                     GSVWLYSNVPYKMAMPPAAVLNAWQKAVNEGSTASYLASLAPQHPQYDKMQQALKLML
                     ADRRPWPQMPTGPSLRPGQLSDDIPALREILDRTGMLHPTTPVKAPEVIPVENPTVAV
                     VNDDLSVDEEKNRTQTNSLVVSPSAVSVPESDDAAPAPMPPVSVVTLTDNIYTPELVE
                     AVKRFQQWQGLTDDGVIGPRTREWLNVSPQTRATLLALNIQRLRILPGHVDNGIMVNI
                     PNYSLNYYKDGAEVLSSRVIVGRPSRKTPLMSSALNNVVVNPPWNVPTSLVRQDIVPK
                     ARNDAGYFQRNGYTVLSGWSNDAEVINPSMIDWSIISPNNFPYRLRQAPGANNSLGRF
                     KFNMPSSDAIYLHDTPNHGLFQKDIRALSSGCVRVNKASDLANMLLQDAGWNDARVSS
                     KVKQGDTTYVNIRQRVPVQLYYLTAWVAEDGKPQFRTDIYNYDKMVRSGAQISQQAEF
                     LLQ"
     gene            complement(1156703..1157161)
                     /locus_tag="CH60_1095"
     CDS             complement(1156703..1157161)
                     /locus_tag="CH60_1095"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12041.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1157377..1161834)
                     /locus_tag="CH60_1096"
     CDS             complement(1157377..1161834)
                     /locus_tag="CH60_1096"
                     /note="mukB N-terminal family protein;
                     [D] COG3096 Uncharacterized protein involved in chromosome
                     partitioning"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13289.1"
                     /translation="MIERGKFRSLTLVNWNGFFARTFDLDELVTTLSGGNGAGKSTTM
                     AAFVTALIPDLTLLHFRNTTEAGATSGSRDKGLHGKLRAGVCYSTLDVVNSRHQRVVV
                     GVRLQQVAGRDRKVDIKPFTIQGLPTAIQPTEILTELVAERQARVLSLPELKERVEAM
                     EGVQFKQFNSITDYHSLMFDLGVIPKRLRSSADRSKFYRLIEASLYGGISSAITRSLR
                     DYLLPENSGVRKAFQDMEAALRENRMTLEAIRVTQSDRDLFKHLISEATSYVAADYMR
                     HANERRIHLDSALVLRRDLFSSRKQLVTEQYRHVEMSRELAEQSGAESDLETDYQAAS
                     DHLNLVQTAMRQQEKIERYQSDLEELTYRLEEQSEVVSEASEQQADNEARAEAAELEV
                     DELKSQLADYQQALDVQQTRAIQYQQALQALERARALCQLPELTADNAEEWLETFHAK
                     EQEATESLLQLEQKLSVADAAHSQFEQAYQLVVNIAGEVSRSEAWQTARELLRDWPSQ
                     QHLAERVQPLRMRLSELEQRLRAQQDAERLLQEFCKRQGNAYQPEELEALQRELESQV
                     EELSLSVSDAGERRMAMRQELEQLKLKIQELTARAPVWLAAQDALSQLSEQSGEALED
                     SRQVTEYMQQLLERERETTVERDEIAASKRAIEAQIERLSQPSGAEDARLIALAERFG
                     GVLLSEIYDDVTIDDAPYFSALYGPSRHGIVVPDLSLVREHLQGLDDCPEDLYLIEGD
                     PQSFDDSVFAVEEHEKAVVVKIADRQWRYSRYPEVPLFGRAARENRLETLYQERDRLA
                     ERYATLSFDVQKTQRTHQAFSRFIGSHLAVAFDADPEAEIRLLNTRRGEIERALNAHE
                     DQNQQQRQQFDQAKEGISALNRLIPLVSLLLDETLTDRVEEITEELAEAQEAARYIQQ
                     HGVSLTKLEPLLSVLQSDPQQHEQLQESYVLAQNSQRLAKQQAFALTEVVQRRAHFSY
                     TDSAGMLTENSDLNDKLRQRLEQAEAERTRAREQLRQYQSQFTQYSQVLASLKSSYDA
                     KRDMLKELSQELVDIGVPADANAEARARARRDELHAALSTNRSRRNQLEKQLTFCEAE
                     MDSLQKKLRKLERDYHQIREQVVNAKAGWCAVMRMVKDNGVERRLHRRELAYMDGDEL
                     RSMSDKALGALRLAVADNEHLRDVLRLSEDPKRPERKIQFYIAVYQHLRERIRQDIIR
                     TDDPVEAIEQMEIELGRLTEELTAREQKLAISSKSVSNIIRKTIHREQNRIRMLNQGL
                     QAVSFGQVKSVRLNVNVREAHATLLDVLSEQQEQHQDLFNSNRLTFSEALAKLYQRLN
                     PQMDMGQRLPQTIGEELLDYRNYLELEVEVYRGADGWLRAESGALSTGEAIGTGMSIL
                     VMVVQSWEEESRRLRGKDISPCRLLFLDEAARLDAKSIATLFELCERLEMQLIIAAPE
                     NISPEKGTTYKLVRKVFQNHEHVHVVGLRGFANEMPSLPPIAAELQQGG"
     gene            complement(1161831..1162559)
                     /gene="mukE"
                     /locus_tag="CH60_1097"
     CDS             complement(1161831..1162559)
                     /gene="mukE"
                     /locus_tag="CH60_1097"
                     /note="[D] COG3095 Uncharacterized protein involved in
                     chromosome partitioning"
                     /codon_start=1
                     /transl_table=11
                     /product="chromosome partition protein mukE"
                     /protein_id="AJK12820.1"
                     /translation="MSSTNIEVVMPVKLAQALANTLFPALDSQLRAGRHIGIDELDNH
                     AFLMDFQEQLEEFYARYNVELIRAPEGFFYLRPRSTTLIPRSVLSELDMMVGKILCYL
                     YLSPERLAHEGIFSQQELYEELLSLADESKLLKFVNQRSTGSDLDKQKLQEKVRTSLN
                     RLRRLGMIYFMGNDSTKFRITEAVFRFGADVRSGDDQREAQLRMIRDGEAMAVENSLS
                     LHDESDDADVTMGNAADSVEDEQE"
     gene            complement(1162540..1163862)
                     /locus_tag="CH60_1098"
     CDS             complement(1162540..1163862)
                     /locus_tag="CH60_1098"
                     /note="[D] COG3006 Uncharacterized protein involved in
                     chromosome partitioning"
                     /codon_start=1
                     /transl_table=11
                     /product="kicB killing factor family protein"
                     /protein_id="AJK12101.1"
                     /translation="MSEFSQTVPELVAWARKNDFSITLPTERLAFLMAIAALNGERLD
                     GEMSEGELVDAFRHVSKGFEQTTETVTVRANNAINDMVRQRLLNRFTSELADGNAIYR
                     LTPLGIGITDYYIRQREFSTLRLSMQLSIVAQELQRAAEAAEEGGDEFHWHRNVFAPL
                     KYSVAEIFDSIDMTQRLMDEQQHSVKEDIAALLNQDWRAAIASCEMLLSETSGTLREL
                     QDTLEAAGDKLQANLLRIQEATIGNAGLDLVDKLVFDLQSKLDRIISWGQQAIDLWIG
                     YDRHVHKFIRTAIDMDKNRVFAQRLRQSVQHYFDNPWTLTHANADRLLDMRDEELALR
                     SEEVTGELPPDLEFEEFNAIREQLTAMIEQALLVYQQQQIPLNLGEVMRDYLAQYPRA
                     RHFDVARILVDQAVRLGVAEADFSGLPAEWLAINDYGAKVQAHVINKY"
     gene            complement(1163859..1164644)
                     /locus_tag="CH60_1099"
     CDS             complement(1163859..1164644)
                     /locus_tag="CH60_1099"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AJK10751.1"
                     /translation="MQDRNFDDIAEKFSRNIYGTTKGMIRQAVVWQDITELLTQLPPR
                     PLRILDAGGGEGHMACQLAALGHQVLLCDLSAEMVQRAKAAAHEKGVSHNMQFIQSAA
                     QDIRQHLEQPVDLILFHAVLEWIAEPQQVLQILFDTLKPGGALSLMFFNANGLVMRNA
                     VLGNFQLAIPGVKRRRQRSLSPQYPLDPPTVYGWLEQMGLSIRGKTGVRVFHDYMKNK
                     QQQIDEFAELLALEQRYCRQEPFISLGRYVHVMAFKPNLKDPL"
     gene            complement(1165417..1166310)
                     /locus_tag="CH60_1100"
     CDS             complement(1165417..1166310)
                     /locus_tag="CH60_1100"
                     /codon_start=1
                     /transl_table=11
                     /product="fructosamine kinase family protein"
                     /protein_id="AJK12327.1"
                     /translation="MEQLKAELSVILGESITRLERISEQPYAHLYAMYNRQDQAMPLL
                     AKSYVCQGIAQQEAYKLSMLAREGDIRLPTVYGLVMIHQSPYKEILLIERLRGVSVEA
                     PTRTGDRWNALMDQIVEGILSWHRIDSHGCVGHVESTQENNWYCWYQQRVDVLWAALS
                     NMNAPLMTQADRAVLYRAKASLALLFADFDDSSVLVHGNLTLRSMLKDVRSDQLLAML
                     NPGPMLWAPREYDLFRLSEEGMPSQLLYRYLNKAPVSEAFVARRWLYMLWDLVARFIH
                     TGSLDRPLFDNAARQLLPWLD"
     gene            complement(1166673..1167425)
                     /gene="kdsB"
                     /locus_tag="CH60_1101"
     CDS             complement(1166673..1167425)
                     /gene="kdsB"
                     /locus_tag="CH60_1101"
                     /EC_number="2.7.7.38"
                     /note="kdsB: 3-deoxy-D-manno-octulosonate
                     cytidylyltransferase;
                     [M] COG1212 CMP-2-keto-3-deoxyoctulosonic acid synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-manno-octulosonate
                     cytidylyltransferase"
                     /protein_id="AJK13256.1"
                     /translation="MSFIAIIPARYASTRLPGKPLADIAGKPMVVHVMERALASGADR
                     VIVATDHPDVVKAVEAAGGEVCLTRADHQSGTERLAEVIEHYGFADDDIIVNVQGDEP
                     LVPPVIIRQVADNLAACSAGMATLAVPIASSEEAFNPNAVKVVMDAQGYALYFSRATI
                     PWERERFAQSKETIGDCFLRHIGIYAYRAGFIRRYVNWAPSQLEQIELLEQLRVLWYG
                     EKIHVAVAKAVPAVGVDTQSDLDRVRAIMLNQ"
     gene            complement(1167422..1167604)
                     /locus_tag="CH60_1102"
     CDS             complement(1167422..1167604)
                     /locus_tag="CH60_1102"
                     /note="[S] COG2835 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="trm112p-like family protein"
                     /protein_id="AJK10756.1"
                     /translation="MDHRLLEIVACPVCNGKLYFNKENLELVCKVDNLAYPVRDGIPV
                     LLENEARPLSIDEKHA"
     gene            complement(1168152..1168361)
                     /locus_tag="CH60_1103"
     CDS             complement(1168152..1168361)
                     /locus_tag="CH60_1103"
                     /note="[K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="'Cold-shock' DNA-binding domain protein"
                     /protein_id="AJK13123.1"
                     /translation="MTLKMGRVKWFNQSEGYGFISPHDGGSDVYVNKTAIANTKNKSL
                     NEGQDVEFSTYRSIHGPSAADVIAF"
     gene            1169080..1170507
                     /locus_tag="CH60_1104"
     CDS             1169080..1170507
                     /locus_tag="CH60_1104"
                     /note="conserved hypothetical protein;
                     [S] COG5383 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10855.1"
                     /translation="MPPQQFVHPDEIRAKFSSAMSDMYQTEVPLYSTLLRLVADTNTQ
                     EMVQDQKLTRHLQQTGEIERLTMERHGAIRVGTAEELKMLRRLFAVMGMVPVGYYDLA
                     PAGVPVHSTAFRAVHETSLQACPFRVFTSLLRLELIEQPTLRQLAADILAKRTIFTPQ
                     AIKLIVQHETSGGLNRHQADDFIAQSLETFRWHHQATVSTETYQQLHDQHRLIADVVA
                     FKGPHINHLTPRTLNIDVVQTAMAEHNMMPKAVIEGPPPRHCPILLRQTSFKALEEKI
                     AFVSNGGQIIPGHHTARFGEIEQRGAALTAKGRNLYDHLLQSAQDQLNVPVNENNAAQ
                     YSAILSEKFSQFPDDYPTMRAEKLAFFRYFPTEKGLITASIQEIQEIQEIQEMTLDEL
                     IDNGFIQYEPLVYEDFLPVSAAGIFQSNLGEKGQSHFTGHSNKADFQRDLGIAVIDEL
                     QLYEATQQRSVAECAAALKLTLLSQ"
     gene            complement(1170515..1171501)
                     /gene="lpxK"
                     /locus_tag="CH60_1105"
     CDS             complement(1170515..1171501)
                     /gene="lpxK"
                     /locus_tag="CH60_1105"
                     /EC_number="2.7.1.130"
                     /note="lpxK: tetraacyldisaccharide 4'-kinase;
                     [M] COG1663 Tetraacyldisaccharide-1-P 4'-kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="tetraacyldisaccharide 4'-kinase"
                     /protein_id="AJK12451.1"
                     /translation="MIERIWSGQSRLYLLLLPLSWLYGAVTWLIRASYRLGLRSAWRS
                     PVPVIIVGNLTAGGNGKTPVVIWLVEQLQQRGYRVGVVSRGYGGKSAVYPLLLSDNTT
                     TAQAGDEPVLIFQRTGAPVAVSPKRADAIKALLQSHAVDFIITDDGLQHYALQRDFEL
                     VVIDGVRRFGNGWWLPAGPMREREGRLRSVDAAITNGGLAAEGEIPMQLVAREAVNLV
                     TGQRQPAEQLQHVVAMAGIGHPPRFFATLNLLGIKPENEHAFADHQDYSLAQLSRLTS
                     GPQILLMTEKDAVKCRAFALPNWWYLPVDAQLPSDRADKLLLNIQALSPDTK"
     gene            complement(1171498..1173246)
                     /gene="msbA"
                     /locus_tag="CH60_1106"
     CDS             complement(1171498..1173246)
                     /gene="msbA"
                     /locus_tag="CH60_1106"
                     /note="msbA_lipidA: lipid A export permease/ATP-binding
                     protein MsbA;
                     [V] COG1132 ABC-type multidrug transport system, ATPase
                     and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid A export permease/ATP-binding protein
                     MsbA"
                     /protein_id="AJK14149.1"
                     /translation="MMNDKDLSTWQTFRRLWPTISPYKAGLIVAAIALILNAASDTFM
                     LSLLKPLLDDGFGNSNSSILKWMPLAVIGLMVVRGVTGFVSSYCISWVSGKVVMHIRR
                     RLFSHMMGMPVSFFDQQSTGTLLSRITYDSEQVAASSSSALVTVVREGASIIGLFIMM
                     FYYSWQLSLILIVIAPIVSISIRLVSKRFRNISKNMQNTMGEVTTSAEQMLKGHKEVL
                     IFGGQKVETERFDAVSNRMRQQGMKLVSASSISDPIIQLIASFALALVLYAASFPSVM
                     ETLTAGTITVVFSAMIALMRPLKSLTNVNTQFQRGMAACQTLFSILDMEQEKDEGKLE
                     VERAKGDIEFRHVTFYYPGKDTPALNDINIHLEAGKTVALVGRSGSGKSTIANLLTRF
                     YDVSEGSILLDGHDLRDYRLGALRNQVALVSQNVHLFNDTVANNIAYARNEQYSRAEI
                     EEAARMAYAMDFINKMEHGLDTVIGENGIMLSGGQRQRIAIARALLRNCPILILDEAT
                     SALDTESERAIQAALDELQKNRTSLVIAHRLSTIEKADEIVVIEDGRIVERGVHAELL
                     VQQGVYAQLNRMQFGQ"
     gene            complement(1173282..1175573)
                     /locus_tag="CH60_1107"
     CDS             complement(1173282..1175573)
                     /locus_tag="CH60_1107"
                     /note="comEC_Rec2: DNA internalization-related competence
                     protein ComEC/Rec2;
                     [R] COG0658 Predicted membrane metal-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA internalization-related competence protein
                     ComEC/Rec2"
                     /protein_id="AJK12599.1"
                     /translation="MVFIALSTDRVAAAVIVGILPLIFLHQLPGPTIIGSLLALSAFL
                     WLSRNRYCQFLALIVISFLWGVWHSNGILMQTEALTQGDQQIVATINSSSLSWDDGQK
                     VVISIQKINEKRVFPPIAVNVKWPERLDQYCAGQRWAFRLRMRAVHSVLNEGGFDSQR
                     WAIANRRPLQGRIIEAKLLDAECNFRQQIISSIEQQLVGYDQRRIMLALAFGERSQLN
                     KEEWSLLRYTGTAHLMAISGLHIALAALFGGMLARLVQLLFPVSWIGPLLPLLIGWLI
                     AMIYVWLAGANSPAIRAAIALTLWLLLRLFGILCSPWQVWRWALGLILVSDPLAVLSD
                     SFWLSCLAVFSLICWFHLAPVSSRFITGWYGLVIRWFHLQFGMMLLLMPLQIGLFHGI
                     SLFSIPANLWAVPIVSLFTVPCVLLALALALLPAVADIFWFLADISLTVVLFPLNQLK
                     EGWLHTGMASVAIGYGGWLALFIWRFQWWRSHPLGVIVLCMNMVLLTQRRDEYHWRVD
                     MLDIGHGLAVVIEREGKAIIYDTGNHWPTGNMAAIVVLPLLKWRGITVEQIILSHDHQ
                     DHTGGLAVLLDAFPQATVRAPFSVKNVANTLPCKQGERWQWQGLDFDVLWPKEQVVNA
                     QNNDSCVIRINDGKHSVLLTGDLESQGERQLVSDIRGELTSTVLQVPHHGSNTSSTAP
                     FLRAVSPELALASVARYNQWRLPAKKVINRYQKNGIIWRDTSVSGQLSVYFHCDTWFV
                     KGYREQLKPRWYHQRFGVRGHNE"
     gene            1175834..1176136
                     /locus_tag="CH60_1109"
     CDS             1175834..1176136
                     /locus_tag="CH60_1109"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11752.1"
                     /translation="MDACLWVDVYGWMFMDGCIQRSACGTTQRKETQRKESKSDDRED
                     NRRSIKLCDKHAIQGIHFYRYIIDFLRKKNDADKGTVSYQRLHNNAVSCEQLSRRY"
     gene            complement(1176120..1176404)
                     /gene="ihfB"
                     /locus_tag="CH60_1108"
     CDS             complement(1176120..1176404)
                     /gene="ihfB"
                     /locus_tag="CH60_1108"
                     /note="hip: integration host factor, beta subunit;
                     [L] COG0776 Bacterial nucleoid DNA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integration host factor, beta subunit"
                     /protein_id="AJK11147.1"
                     /translation="MTKSELIERLAGQQSHVPAKVVEDAVKEMLEHMAGTLAEGERIE
                     IRGFGSFSLHYRAPRVGRNPKTGDKVELEGKYVPHFKPGKELRDRANIYG"
     gene            complement(1176465..1178138)
                     /gene="rpsA"
                     /locus_tag="CH60_1110"
     CDS             complement(1176465..1178138)
                     /gene="rpsA"
                     /locus_tag="CH60_1110"
                     /note="rpsA: ribosomal protein S1;
                     [J] COG0539 Ribosomal protein S1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S1"
                     /protein_id="AJK11559.1"
                     /translation="MIESFAQLFEESLKTIETRPGSIVRGVVVSIDKDIVLVDAGLKS
                     ESAIPAEQFKNAQGELEIQVGDEVDVALDAVEDGFGETLLSREKAKRHEAWLMLEKAY
                     EEAATVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLD
                     QKRNNVVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLL
                     HITDMAWKRVKHPSEIVNVGDEITVKVLKFDRERTRVSLGLKQLGEDPWVAIAKRYPE
                     STKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVGDVVEVMVLD
                     IDEERRRISLGLKQCKSNPWQLFAETHNKNDRVEGKIKSITDFGIFIGLDGGIDGLVH
                     LSDISWNVAGEEAVREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNYLSVNKK
                     GAIVTGKVTAVDAKGATVELAGGVEGYLRAFEATRDRVEDATLVLNVGDEVEAKYTGV
                     DRKNRVISLSVRAKDEADEKDAIATVNTKPEESNFSSAMAEAFKAAKGE"
     gene            complement(1178312..1179004)
                     /gene="cmk"
                     /locus_tag="CH60_1111"
     CDS             complement(1178312..1179004)
                     /gene="cmk"
                     /locus_tag="CH60_1111"
                     /EC_number="2.7.4.14"
                     /note="cmk: cytidylate kinase;
                     [F] COG0283 Cytidylate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidylate kinase"
                     /protein_id="AJK11638.1"
                     /translation="MTAIAPVITVDGPSGAGKGTLCKALAESLNWRLLDSGAIYRVLA
                     LAALHHQVDISTEEALVPLAAHLDVRFVSQNGQLQVILEGEDVSNEIRTETVGNTASQ
                     AAAFPRVREALLRRQRAFREAPGLIADGRDMGTIVFPDAPVKIFLDASSQERAHRRML
                     QLQERGFNVNFERLLAEIQERDNRDRNRSVAPLVPAADALVLDSTSMSIEQVIEQALA
                     YAQRILALPLKK"
     gene            complement(1179317..1180603)
                     /gene="aroA"
                     /locus_tag="CH60_1112"
     CDS             complement(1179317..1180603)
                     /gene="aroA"
                     /locus_tag="CH60_1112"
                     /EC_number="2.5.1.19"
                     /note="aroA: 3-phosphoshikimate 1-carboxyvinyltransferase;
                     [E] COG0128 5-enolpyruvylshikimate-3-phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-phosphoshikimate 1-carboxyvinyltransferase"
                     /protein_id="AJK13047.1"
                     /translation="MLESLTLQPIALVNGTVNLPGSKSVSNRALLLAALAEGTTQLNN
                     VLDSDDIRHMLNALQALGVDFRLSADRTCCEVDGLGGKLVAEQPLSLFLGNAGTAMRP
                     LAAVLCLGNSDIVLTGEPRMKERPIGHLVDALRQGGAQIDYLEQENYPPLRLRGGFRG
                     GELTVDGRVSSQFLTALLMTAPLAEQDTTIRIMGDLVSKPYIDITLHLMKAFGIDVGH
                     ENYQIFHIKGGQTYRSPGTYLVEGDASSASYFLAAAAIKGGTVRVTGIGKKSVQGDTK
                     FADVLEKMGAKVTWGDDYIECSRGELQGIDMDMNHIPDAAMTIATTALFATGPTTIRN
                     IYNWRVKETDRLTAMATELRKVGAEVEEGEDYIRVVPPLQLTAADIGTYDDHRMAMCF
                     SLVALSDTPVTILDPKCTAKTFPDYFEQFARLSQLA"
     gene            complement(1180766..1181851)
                     /gene="serC"
                     /locus_tag="CH60_1113"
     CDS             complement(1180766..1181851)
                     /gene="serC"
                     /locus_tag="CH60_1113"
                     /EC_number="2.6.1.52"
                     /note="serC_1: phosphoserine transaminase;
                     [HE] COG1932 Phosphoserine aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoserine transaminase"
                     /protein_id="AJK11323.1"
                     /translation="MTQVYNFSAGPAMLPVEVLRRAEQELRNWHGLGTSVMEISHRSK
                     EFMQVAEESEKDLRDLLQIPANYKVLFCHGGARAQFAAVPLNLLGDRNSADYIDGGYW
                     AHSAIKEAQKYCTPNVIDVTTHDNGLTGIQPMKQWKLSDNAAYVHYCPNETIDGVAIN
                     EQPDFGNKVVVADYSSSILSRPIDISRYGVIYAGAQKNIGPAGLTLVIVREDLLGKAH
                     TALPSILDYKVLADNDSMFNTPPTFAWYLSGLVFKWLKEQGGLGEMEKRNQAKAELLY
                     GAIDRTGFYRNQVAITNRSWMNVPFQMADASLDKLFLSEAEAQGLQALKGHRVAGGMR
                     ASIYNAMPIEGVKALTDFMADFERRHG"
     gene            complement(1182218..1184065)
                     /locus_tag="CH60_1114"
     CDS             complement(1182218..1184065)
                     /locus_tag="CH60_1114"
                     /note="yadA-like C-terminal region family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12947.1"
                     /translation="MQRMQCIYIATWLIAVFTSPIVIANNTNINGSTNNNGNGTINIF
                     DASSNNDIHTLTGLGNEQLGGFSNHLIDSHNNTIDGGQSNNLVSSDGNMISAISLGDG
                     LFYGAQNNTLINSNNNLLIVTQGSTIIDSDSNTVSGISNNLIESNSNIIGNENSCYSD
                     PASPSGAWCVDNQNTLIGSDNNTITGALNGLHNSHNNDIIASSVNNLMDTHNNIIAGG
                     HYNTISGGGNNDIFGSENNVTDSTDANINGSNNYVIDGNGIGRDDLTEDNSILGGSGN
                     MGVGDSVTAITNSVVFGGNTSGNSTGSTLTDSVSVSGNGTSGNNVVNIGGAANGNNSA
                     SLGTGSVSSEGGIALGSGSIATRNDELNIGDRQITSVKKGVENTDTINVSQLNDSFDD
                     VLNLSNEYSDNSFSTVTENINNYTDASLDTVLNTTGEYTDNSILLVTNESNNYTDNGM
                     ESVSNYANIYADESLLAIYNEEANYMSNLIDVTLNNANNYTDLSVNTIIYTGKQYTDS
                     RINEYQRTFKNEFLTYSNGKFGGFDKDINQKQKQLNAGIAATMAAAVIPQKSGSKVSI
                     GVGLAGYSDQGAGSVGAIWHVNQRITMNTTMTYDTQRGVSLLTGLSIGI"
     gene            complement(1184086..1185180)
                     /locus_tag="CH60_1115"
     CDS             complement(1184086..1185180)
                     /locus_tag="CH60_1115"
                     /note="[UW] COG5295 Autotransporter adhesin"
                     /codon_start=1
                     /transl_table=11
                     /product="coiled stalk of trimeric autotransporter adhesin
                     family protein"
                     /protein_id="AJK11711.1"
                     /translation="MFTKSNFKKSVVIITAIFSGSVFADVNIGDFNTGVIGNGTAVGN
                     NNSLGGSTNGVVVGNGGSLSNSINGVVIGNGSVSDGDGVSVGGGTSTNGGIAIGSGSN
                     ATRSDEMNIGDRQITGVKAGVADTDAANVGQLVAKAGETLNSANIYVDNQATETLNNA
                     NIYTDNKATETINNANTYTDNKSSETLNSANSYTDNKSSETLNSANTYTDSKTAEIFN
                     TTKTYMDGKSKETLNNTYDYVDSKVSSIVYDVNSYTDKTVNTAFETSLSDAKSYVDDK
                     YNQLSDKVNKNFNKTNAGISGAMAMSGIPQKFGYEKSFGMAIGAYRGQSALAVGGDWN
                     INHKTITRVNVSADTEGGVGVAAGFAFGIN"
     gene            complement(1185449..1186486)
                     /locus_tag="CH60_1116"
     CDS             complement(1185449..1186486)
                     /locus_tag="CH60_1116"
                     /EC_number="3.5.1.1"
                     /note="asnASE_II: L-asparaginase, type II family protein;
                     [EJ] COG0252 L-asparaginase/archaeal Glu-tRNAGln
                     amidotransferase subunit D"
                     /codon_start=1
                     /transl_table=11
                     /product="L-asparaginase, type II family protein"
                     /protein_id="AJK13053.1"
                     /translation="MKYIKLTVLAGIFVGISSPVFALPNITLLATGGTIAGGGDSATK
                     SNYTAGKLGVDALVEAVPAIKDIANIQGEQVVNIGSQDMNDDVWLTLAKKINKDCTKT
                     DGFVITHGTDTLEETAYFLDLTVNCDKPVVIVGAMRPATALGADGPLNLYNAVVVASD
                     ADSAKRGVLVAMNDMVFTGRDVVKTNTTSVQTFQSPNTGPLGYIYDGKVNYLHQPAAR
                     QLAFDISKLNTLPKVGIIYNYANASDIPAKALIADGYQGIVSAGVGNGNLYHTVFDTL
                     ATAASHGVAVVRSSRVPSGSTTEGAEIDDAKYGFVAAGALNPQKARVLLQLALTQTQK
                     PQEIQKLFHTY"
     gene            1186635..1188401
                     /locus_tag="CH60_1117"
     CDS             1186635..1188401
                     /locus_tag="CH60_1117"
                     /note="[S] COG1944 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ycaO-type kinase domain protein"
                     /protein_id="AJK11816.1"
                     /translation="MTQTFIPGKDAALEDSISRFQQKLSDLGFNIEEASWLNPVPHVW
                     SVHIRDRDCPLCFTNGKGASKKAALASALGEYFERLSTNYFFADFYLGKAIAEGDFVH
                     YPNEKWFPIPADNLLPEGILDERLLAFYDPEQELVASDLVDLQSGNAKRGICSLPFTR
                     QSDLETVYIPMNIIGNLYVSNGMSAGNTANEARVQALSEVFERYVKNRIIAESISLPE
                     IPAEVLNRYPGVVEAITKLEEEGFPILSYDASLGGAYPVICVVLFNPSNGTCFASFGA
                     HPDFGVALERTVTELLQGRSLKDLDVFTAPTFDDEEVAEHTNLETHFIDSSGLISWDM
                     FKQDADYPFVDWSFKGTTEEEFATLMAIFQQEGAEVYIADYEHLGVYACRILVPGMSD
                     IYPAEDLLMANNTMGVHLRDTLLALPDTDWQPAQYLELIQQIDDEGLDDFARVRELLG
                     IASGKDNGWYTLRVGELKSMLALAGGDLEQALIWVEWTQDFNASVFTAKQANYYRCLQ
                     TLLLLNQEPDRDPMQYYNAFVKMYGQEAVDIASAALSGEIRFNGLFSVDEDLKALPAH
                     QALLGAYAKLQAAKRRHWAKSE"
     gene            1189097..1189954
                     /gene="focA"
                     /locus_tag="CH60_1118"
     CDS             1189097..1189954
                     /gene="focA"
                     /locus_tag="CH60_1118"
                     /note="formate_focA: formate transporter FocA;
                     [P] COG2116 Formate/nitrite family of transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="formate transporter FocA"
                     /protein_id="AJK12157.1"
                     /translation="MKADNPFDALLPSAMAKVAEDAGVYKATKHPMTTFYLAITAGVF
                     ISIAFVFYITATTGTAGVPFGFAKLVGGICFSLGLMLVVVCGGDLFTSTVLTTVAKAS
                     GRITWRQLATNWVNVYIGNLFGALFFVGLIWFAGQYTVANGQWGLNVLQTAEHKLHHT
                     FIEAVCLGILANLMVCLAVWMSYSGRTITDKMLAMILPVGMFVASGFEHSIANMFMIP
                     LGIVIKNFASPEFWQAIGSAPEQFAHLTVSNFIIDNLIPVTIGNIIGGGLLVGLTYWV
                     IYLRGDQQH"
     gene            1190010..1192292
                     /gene="pflB"
                     /locus_tag="CH60_1119"
     CDS             1190010..1192292
                     /gene="pflB"
                     /locus_tag="CH60_1119"
                     /EC_number="2.3.1.54"
                     /note="pyr_form_ly_1: formate acetyltransferase;
                     [C] COG1882 Pyruvate-formate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="formate acetyltransferase"
                     /protein_id="AJK12413.1"
                     /translation="MTELNEKLAKAWHGFTKGDWQNEVNVRDFIQKNYTPYEGDESFL
                     AGSTEATDKLWAQVMEGIKLENRTHAPVDFDTDVASTIISHDAGYINKDLETIVGLQT
                     EAPLKRALIPFGGIKMVEGSCKVYGRELDPQLKKVFTEYRKTHNQGVFDVYTKDILNC
                     RKSGVLTGLPDAYGRGRIIGDYRRVAVYGIDFLMKDKLAQFNSLQADLENGKDLEMTI
                     QLREEIAEQHRALAQIKEMAAKYGCDISGPATNAREAVQWTYFGYLAAVKSQNGAAMS
                     FGRVSTFLDVYIERDMKEGKLTEIEAQELIDHLVMKLRMVRFLRTPEYDELFSGDPIW
                     ATESLAGMGVDGRTLVTKTSFRFLNTLYTMGPSPEPNMTILWSEKLPLNFKKYAAKVS
                     IDTSSVQYENDDLMRPDFNNDDYAIACCVSPMIVGKQMQFFGARANLAKTMLYAINGG
                     VDEKMKIQVGPKEAPMMDEVLDYDKVMERMDHFMDWLAKQYITALNIIHYMHDKYSYE
                     AALMALHDRDVYRTMACGIAGLSVAADSLSAIKYAKVTTIRDADGLAVDFNIEGEYPQ
                     FGNNDSRVDDIACDLVERFMKKIQKLRTYRNAVPTQSVLTITSNVVYGKKTGNTPDGR
                     RAGAPFGPGANPMHGRDQKGAVASLTSVAKLPFAYAKDGISYTFSIVPNALGKDDEVR
                     KANLAGLMDGYFHHEASIEGGQHLNVNVMNREMLLDAMENPEKYPQLTIRVSGYAVRF
                     NALTKEQQQDVITRTFTQSI"
     gene            complement(1192410..1193084)
                     /locus_tag="CH60_1120"
     CDS             complement(1192410..1193084)
                     /locus_tag="CH60_1120"
                     /note="[M] COG3306 Glycosyltransferase involved in LPS
                     biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase 25 family protein"
                     /protein_id="AJK14128.1"
                     /translation="MNENWNWSLVDKVVYINLKERTDRNEHIKKELEKVCFPPEKIIR
                     FEAIRAGSGFIGCAKSHLAVLKMAQENNWRNILILEDDMVFEDDDETIIRTNNFLSKL
                     NNIHWDAAFLSASYYIVNAIDDNFFKVNFAYLANSYLVNNHYYEKLINNYTESVQRLT
                     NGESSSEYGLDSNWLKIMKIDNWYGIYPVIGYQRTDISDIEYKEIDRTHQFTRTFDKM
                     KAYGSK"
     gene            1194071..1194805
                     /gene="pflA"
                     /locus_tag="CH60_1121"
     CDS             1194071..1194805
                     /gene="pflA"
                     /locus_tag="CH60_1121"
                     /EC_number="1.97.1.4"
                     /note="PFLA: pyruvate formate-lyase 1-activating enzyme;
                     [O] COG1180 Pyruvate-formate lyase-activating enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate formate-lyase 1-activating enzyme"
                     /protein_id="AJK11767.1"
                     /translation="MLGRIHSFESCGTVDGPGIRFIVFFQGCLMRCLYCHNRDTWDTH
                     GGKEVTVEELVKEAVTYRHFMNASGGGVTASGGEAILQAEFVRDWFRACHKEGIHTCL
                     DTNGFVRRYDPVIDELLDATDLVMLDLKQMDDSIHQNLVGVSNHRTLEFARYLAKRNQ
                     KTWIRYVVVPGWSDDDKSAHMLGEFTQNMSNIEKIELLPYHELGKHKWIAMGEEYKLD
                     GVKPPTKEIMDRVKGILEGYGHKVIY"
     gene            complement(1194959..1196107)
                     /locus_tag="CH60_1122"
     CDS             complement(1194959..1196107)
                     /locus_tag="CH60_1122"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK11843.1"
                     /translation="MSAYSRPVLLLLCGLLLFTISIAVLNTLVPLWLSHQQLPTWQVG
                     MVSSSYFTGNLVGTLIAGRFIQQLGFNRSYHCSCILFALATCGLMLTVDFWSWLGWRF
                     LAGIACALIWVIVESALLRSGTLTNRGQLLAAYMMVYYLGTVIGQLLLGIVSTQLLSV
                     IPWVGALVITAMLPLLFAQFSHQSRHESPPIAVWPMLKRRSARLGINGCIISGVLLGS
                     LYGLLPLYLSHKGMSDASVGGWMALLVSSGIIGQWPMGRMADRYGRLLVLRIQVFVVI
                     LGSVAILGNYAMAPALFILGCAGFTLYPVAMAWACEKASADELVAMNQALLMSYTLGS
                     LAGPTMTSLLMQRYSDNLLFIMIAGVAFVYLMMLLRKPDHQQTPYAAV"
     gene            complement(1196338..1197630)
                     /gene="serS"
                     /locus_tag="CH60_1123"
     CDS             complement(1196338..1197630)
                     /gene="serS"
                     /locus_tag="CH60_1123"
                     /EC_number="6.1.1.11"
                     /note="serS: serine--tRNA ligase;
                     [J] COG0172 Seryl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="serine--tRNA ligase"
                     /protein_id="AJK13126.1"
                     /translation="MLDPNMLRNELDAVAEKLARRGFKLDVEVLRQQEERRKVLQVET
                     ESLQAERNSRSKQIGAAKARGEDIEPLRLEVNALGEKLDAAKAELDKLQNEIRDLALS
                     IPNLPDDSVPVGKNENDNIEVSRWGEPRKYDFDVKDHVSLGEMAGGLDFAAAVKLTGA
                     RFVVMKGQIARMHRALSQFMLDLHTEKHGYLEAYVPYLVNHATLYGTGQLPKFGEDLF
                     HTKPLAEESDNSNYALIPTAEVPLTNLVRDEILEEDSLPLKLTAHTPCFRSEAGSYGR
                     DTRGLIRMHQFDKVEMVQITRPEDSMAALEELTGHAEKVLQLLELPYRKVLLCTGDMG
                     FGSSKTYDLEVWLPAQDTYREISSCSNMWDFQARRMQARYRNKTDRKTRLVHTLNGSG
                     LAVGRTLVAVLENYQQADGRIQVPDVLRPYMGGLEYIG"
     gene            1197782..1197916
                     /locus_tag="CH60_1125"
     CDS             1197782..1197916
                     /locus_tag="CH60_1125"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10664.1"
                     /translation="MVIKEEFNDVSDINNHLPSSYNANLTATAKLAVAFYRAIFILFS
                     "
     gene            complement(1197872..1199206)
                     /locus_tag="CH60_1124"
     CDS             complement(1197872..1199206)
                     /locus_tag="CH60_1124"
                     /note="[L] COG2256 ATPase related to the helicase subunit
                     of the Holliday junction resolvase"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-54 interaction domain protein"
                     /protein_id="AJK12420.1"
                     /translation="MSLDFSQNEFQPLAARMRPLTLDQYIGQQHLLAPGKPLPRAIVA
                     GQLHSMILWGPPGTGKTTLAEIIGRYGQADVERISAVTSGIKEIREAIERARQNRDAG
                     RRTILFVDEVHRFNKSQQDAFLPHIEDGTITFIGATTENPSFELNSALLSRARVYLLK
                     ALTAADIEKVIDQAMSDSSRGYGGQNILLPDETRRMMSELVGGDARRALNSLEMMADM
                     AEIDASGVRVLTPELLKEVSGERSARFDNKGDRYYDLISAVHKSIRGSAPDAALYWYA
                     RIITAGGDPLYVARRLLAIASEDVGNADPRAMQVAISAWDCFTRVGPAEGERAIAQAI
                     VYLACAPKSNAVYAAFKAAMQDARDKPDFDVPEHLRNAPTKLMKEMGLGAEYRYAHDE
                     QHAYAAGENYFPPEMAATRYYLPTSRGLEGKIGEKLAWLAEQDKNSPIKRYR"
     gene            complement(1199226..1199834)
                     /gene="lolA"
                     /locus_tag="CH60_1126"
     CDS             complement(1199226..1199834)
                     /gene="lolA"
                     /locus_tag="CH60_1126"
                     /note="lolA: outer membrane lipocarrier protein LolA;
                     [M] COG2834 Outer membrane lipoprotein-sorting protein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipocarrier protein LolA"
                     /protein_id="AJK11509.1"
                     /translation="MKRLLVACCFLSGLISASALADASTDLQNRLSKVNSFHASFSQA
                     VTSSDGAVVQEGEGELWVKRPNLFNWHMTSPDESVLISDGETLWFYNPFVEQATATWL
                     KNATGNTPFMLITRNNPDDWKQYNVKQKGDDFELTPKSASGNLKQFAISVTPSGTIKS
                     FTAVEQDGQRSAYTLKSQQSSVVDASKFTFTPPKGVTLDDQR"
     gene            complement(1200027..1203944)
                     /locus_tag="CH60_1127"
     CDS             complement(1200027..1203944)
                     /locus_tag="CH60_1127"
                     /note="[D] COG1674 DNA segregation ATPase FtsK/SpoIIIE and
                     related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsK/SpoIIIE family protein"
                     /protein_id="AJK11046.1"
                     /translation="MSQEYTEDKEVTLKKLSNGRRLLEAVLIVVTILAAYLMVALVSF
                     NPSDPSWSQTAWHEPIHNLGGSIGAWMADTLFSTFGVLAYAIPPIMVIFCWTAFRQRD
                     ASEYLDYFALSLRLIGTLALILTSCGLAALNIDDLYYFASGGVIGSLFSNAMLPWFNG
                     VGATLTLLCIWAVGLTLFTGWSWLVIAEKIGAAVLGSLTFITNRSRREERYDDEDSYH
                     DDDHADGRDITGQEKGVVSNKGVVSNNAVVGAGVAASSALAHGDDDVLFSAPSVTDSI
                     VEHGSVVATGTEATDTKATDTNDEYDPLLSPLRATDYSVQDATSSPIADVAVEPVLNH
                     DAAAIYGTTPVMTNTATPPLYSFELPEESLPIQTHAAPTERPEPKLGAWDMSPTPVSH
                     SPFDFSAIQRPVGQLESRQPGSNQSGSHQIHSAQSSHISVGNTPYMNPGLDAQIDGLS
                     TTSLTNKPVLASGTVAAATAAAAFMPAFTATSDSSSQIKQGIGPELPRPNPVRIPTRR
                     ELASFGIKLPSQRMAEQELRERDGDETQNPQMAASSYGTEITSDEDAALQQAILRKAF
                     ADQQSERYALSTLAEQSSITERSPAAEMPTTPSQVSDLEDEQALQEAELRQAFAAQQQ
                     HRYGATGDTDNAVDNIRSVDTSTAFTFSPIADLVDDSPREPLFTLSPYVDETDVDEPV
                     QLEGKEESLLQDYPEQVPTYQPPVQQAHLGQSAPTQPSHTQSTYGQSTYGQSTYGQST
                     PAPVSQPVVTSASAISTSVTPASIASLNTAPVSAAPVAPSPQPPAFSQPTAAMDSLIH
                     PFLMRNDQPLQKPTTPLPTLDLLSSPPAEEEPVDMFALEQTARLVEARLGDYRVKAEV
                     VGISPGPVITRFELDLAPGVKASRISNLSRDLARSLSAIAVRVVEVIPGKPYVGLELP
                     NKHRQTVYLREVLDCAKFRENPSPLAIVLGKDIAGQPVVADLAKMPHLLVAGTTGSGK
                     SVGVNAMILSILYKATPDDVRFIMIDPKMLELSVYEGIPHLLTGVVTDMKDAANALRW
                     CVGEMERRYKLMSALGVRNLAGYNERVAQAEAMGRPIPDPFWKPSDSMDISPPMLVKL
                     PYIVVMVDEFADLMMTVGKKVEELIARLAQKARAAGIHLVLATQRPSVDVITGLIKAN
                     IPTRIAFTVSSKIDSRTILDQGGAESLLGMGDMLYMAPNSSIPVRVHGAFVRDQEVHA
                     VVNDWKARGRPQYIDSILSGGEEGEGGGLGLDSDEELDPLFDQAVNFVLEKRRASISG
                     VQRQFRIGYNRAARIIEQMEAQQIVSTPGHNGNREVLAPPPHE"
     gene            complement(1204067..1204561)
                     /gene="lrp"
                     /locus_tag="CH60_1128"
     CDS             complement(1204067..1204561)
                     /gene="lrp"
                     /locus_tag="CH60_1128"
                     /note="[K] COG1522 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="leucine-responsive regulatory protein"
                     /protein_id="AJK10544.1"
                     /translation="MIDNKKRPGKELDRIDRNILNELQKDGRISNVELSKRVGLSPTP
                     CLERVRRLERQGFIHGYTALLNPQYLDASLLVIVEITLNRGAPDVFEQFNAAVKNLEE
                     IQECHLVSGDFDYLLKTRVPDMSAYRTLLGETLLRLPGVNDTRTYVVMEEVKQSNRLV
                     IKTR"
     gene            1205328..1206290
                     /gene="trxB"
                     /locus_tag="CH60_1129"
     CDS             1205328..1206290
                     /gene="trxB"
                     /locus_tag="CH60_1129"
                     /EC_number="1.8.1.9"
                     /note="TRX_reduct: thioredoxin-disulfide reductase;
                     [O] COG0492 Thioredoxin reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin-disulfide reductase"
                     /protein_id="AJK11739.1"
                     /translation="MSTAKHSKLIILGSGPAGYTAAVYAARANLKPVLITGMEKGGQL
                     TTTTEVENWPGDPEGLTGPALMERMHEHAEKFQTEIIFDHISSVDLQNRPFRLFGDGA
                     EYTCDALIIATGASARYLGMASEEAFKGKGVSACATCDGFFYRNQKVAVVGGGNTAVE
                     EALYLANIAAEVHLIHRRDTFRSEKILIDRLMEKVKNGNIVLHTDRTLDEVLGDDMGV
                     TGVRLKSTHSDETEELAVAGVFIAIGHSPNTGIFSDQLALENGYIKVQSGLQGNATQT
                     SIPGVFAAGDVMDHIYRQAITSAGTGCMAALDAERYLDGLANDK"
     gene            1206749..1208515
                     /gene="cydD"
                     /locus_tag="CH60_1130"
     CDS             1206749..1208515
                     /gene="cydD"
                     /locus_tag="CH60_1130"
                     /note="cydD: thiol reductant ABC exporter, CydD subunit;
                     [CO] COG4988 ABC-type transport system involved in
                     cytochrome bd biosynthesis, ATPase and permease
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol reductant ABC exporter, CydD subunit"
                     /protein_id="AJK10923.1"
                     /translation="MNKTRQYELIRWLKKQSAPAQRWLRLSMLLGLLSGLLIIAQAWL
                     LATLLQSLIIDKLPRATLTTEFSLLAGAFALRAVISWLRERVGFICGMRVRQQIRKVV
                     LDRLEQLGPSWVKGKPAGSWATIILEQIEDMQEYYSRYLPQMYLAVFIPVLILIAVFP
                     INWAAGLILFVTAPLIPIFMILVGMGAADANRRNFVALARLSGNFLDRLRGLDTLRLF
                     NRAKAETDQIRDSSEDFRSRTMEVLRMAFLSSAVLEFFAAISIAVVAVYFGFSYLGEL
                     NFGSYGLGVTLFAGFLVLILAPEFFQPLRDLGTFYHAKAQAVGAAESLVTFLSSEGEA
                     IGQGEKQLDGKEAIALEANELEILAPNGTRLAGPLNFSLPAGKRVAIVGQSGAGKSSL
                     LNLLLGFLPYRGSLKVNGIELRELEPQVWRSQLSWVGQNPHLPEQTLATNILLRQPDA
                     SEHQLQQAVERAYINEFLKDLPQGLNTEIGDHSARLSVGQAQRIAVARALLNPCRLLL
                     LDEPTASLDAHSEQLVMKALEEASRAQSTLLVTHQLEDTLGYDQIWVMDNGRLIQQGD
                     YSTLSQSAGSFANLLSQRNEEL"
     gene            1208518..1210242
                     /gene="cydC"
                     /locus_tag="CH60_1131"
     CDS             1208518..1210242
                     /gene="cydC"
                     /locus_tag="CH60_1131"
                     /note="cydC: thiol reductant ABC exporter, CydC subunit;
                     [CO] COG4987 ABC-type transport system involved in
                     cytochrome bd biosynthesis, fused ATPase and permease
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol reductant ABC exporter, CydC subunit"
                     /protein_id="AJK13008.1"
                     /translation="MRVLLPFLALYRRHWFLISLGIVLAIVTLLASIGLLTLSGWFLA
                     GTAIAGPAGLYTFNYLLPAAGVRGSAIIRTAGRYAERVVSHDATFRVLTHLRIFAFQK
                     ILPLSPAGIARFRQSELLNRLVADVDTLDHLYLRVISPLVAALVIIAAVTFGLSYLDL
                     NLALTLGGILLGLLFLVPLIFYRAGKPIGSDLTDLRARYRSQLTSWLQGQAELLVFGA
                     LQRFRASLEEIEQHWMARQKQQASLAGLAQALMILASGLTVTLIMWLAAGGIGEDNQP
                     GAFLALFVFTSLASFEALLPVAGAFQHLGQVIASATRVGQLMEQKPEVTFPISGPAPT
                     SQVALEVTGLSFTYPQQPLPVLQNISLSLAAGEHIALLGRTGCGKSTLLQLLTRAWDV
                     NQGHIMLNGQPLACYDEAALRQMMTVVSQRVHIFSSTLRENLLLACPTASDEQLKKVL
                     EQVGLTNLLDNSEGLNAWMGDGGRPLSGGEQRRLGIARALLHSAPLWLLDEPTEGLDA
                     ETEQQILALLREHCQHKSLIMVTHRLYGLEYMDRICVMDGGKIVEQGDHHQLLQNKGR
                     YYQFHQRH"
     gene            1210461..1211171
                     /gene="aat"
                     /locus_tag="CH60_1132"
     CDS             1210461..1211171
                     /gene="aat"
                     /locus_tag="CH60_1132"
                     /EC_number="2.3.2.6"
                     /note="aat: leucyl/phenylalanyl-tRNA--protein transferase;
                     [O] COG2360 Leu/Phe-tRNA-protein transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="leucyl/phenylalanyl-tRNA--protein transferase"
                     /protein_id="AJK11182.1"
                     /translation="MRVTQLSSQSFIFPSPELALREPNGLLALGGDLTAPRLLAAYQR
                     GIFPWFNPGEMILWWSPDPRAVLFPEDLHISRSMRRFIRHCPYRFTLNHAFADVISAC
                     ATERDEGTWIGRDVQQAYCQLHALGHAHSLEVWLENELVGGLYGVAVGAVFCGESMFS
                     RADNASKSALMVFCHHFTQHGGELIDCQVLNAHTASLGAVEIPRNFFLQQLSQLQFSP
                     LPAECWLPQSLNFSSAMQ"
     gene            1211337..1211555
                     /gene="infA"
                     /locus_tag="CH60_1133"
     CDS             1211337..1211555
                     /gene="infA"
                     /locus_tag="CH60_1133"
                     /note="infA: translation initiation factor IF-1;
                     [J] COG0361 Translation initiation factor 1 (IF-1)"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor IF-1"
                     /protein_id="AJK10568.1"
                     /translation="MAKEDNIEMQGTVLDTLPNTMFRVELENGHVVTAHISGKMRKNY
                     IRILTGDKVTVELTPYDLSKGRIVFRSR"
     gene            complement(1211927..1212385)
                     /locus_tag="CH60_1134"
     CDS             complement(1211927..1212385)
                     /locus_tag="CH60_1134"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK10494.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1212678..1214954)
                     /gene="clpA"
                     /locus_tag="CH60_1135"
     CDS             complement(1212678..1214954)
                     /gene="clpA"
                     /locus_tag="CH60_1135"
                     /note="clpA: ATP-dependent Clp protease ATP-binding
                     subunit ClpA;
                     [O] COG0542 ATPases with chaperone activity, ATP-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp protease ATP-binding subunit
                     ClpA"
                     /protein_id="AJK14266.1"
                     /translation="MLNQELELSLNMAFARAREHRHEFMTVEHLLLALLSNPAAREAL
                     EACTVDLVALRQELEAFIEQTTPTLPVSEEERDTQPTLSFQRVLQRAVFHVQSSGRNE
                     VSGANVLVAIFSEQESQAAYLLRKHDVSRLDVVNFISHGARKDEPSQTPNVDNSPSEE
                     QASGEDRMENFTTNLNQLARVGGIDPLIGRDKELERTIQVLCRRRKNNPLLVGESGVG
                     KTAIAEGLAWRIVQGDVPDVISECTLYSLDIGSLLAGTKYRGDFEKRFKALLKQLEND
                     KDSILFIDEIHTIIGAGAASGGQVDAANLIKPLLSSGKIRVIGSTTYQEFSNIFEKDR
                     ALARRFQKIDIIEPTPEETVQIINGLKPKYEAHHDVRYTAKAIRAAVELSVKYINDRH
                     LPDKAIDVIDEAGARSRLMPVNKRKKTVNVSDIESVVARIARIPEKTVSASDRDVLRN
                     LSDRLNMLVFGQDKAIEALSEAIKMSRAGLGHERQPVGSFLFAGPTGVGKTEVTVQLA
                     KALDIELLRFDMSEYMERHTVSRLIGAPPGYVGYDQGGLLTDSVIKHPHAVLLLDEIE
                     KAHPDVFNLLLQVMDNGTLTDNNGRKADFRNVILVMTTNAGVRETQRTSIGFKQQDSS
                     TDALEEIKKIFTPEFRNRLDNIIWFNHLSPAVIQQVVDKFIVELQAQLDAKGVSLEVS
                     DEARDWLSEKGYDKAMGARPMTRVIQENLKKPLANELLFGSLVDGGSVTVNLDKEKQQ
                     LAYEFQSAQKRKTEGAVH"
     gene            complement(1214980..1215300)
                     /locus_tag="CH60_1136"
     CDS             complement(1214980..1215300)
                     /locus_tag="CH60_1136"
                     /note="[S] COG2127 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp protease adaptor ClpS family
                     protein"
                     /protein_id="AJK12158.1"
                     /translation="MGKNNDWLNFEHLVKDKQIEALQPPSMYKVILNNDDYTPMEFVI
                     DVLQKFFSYDIERATQLMLNVHYQGKAICGVFTAEVAETKVAHVNQYARENEHPLLCT
                     LEKA"
     gene            1215661..1215924
                     /gene="cspD"
                     /locus_tag="CH60_1137"
     CDS             1215661..1215924
                     /gene="cspD"
                     /locus_tag="CH60_1137"
                     /note="cspD: cold shock domain protein CspD;
                     [K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="cold shock domain protein CspD"
                     /protein_id="AJK12221.1"
                     /translation="METGTVKWFNNAKGFGFICPEGGGEDIFAHYSTIQMDGYRTLKA
                     GQIVNFDVHEGPKGNHASLIVPLELNSVPPLDGVSPPELAILA"
     gene            complement(1216205..1218154)
                     /locus_tag="CH60_1138"
     CDS             complement(1216205..1218154)
                     /locus_tag="CH60_1138"
                     /note="[V] COG0577 ABC-type antimicrobial peptide
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11075.1"
                     /translation="MAALLELEGIRRSYQSGEEIVDVLQDVSLTINAGELVAIIGASG
                     SGKSTLMNILGCLDKPSAGIYRVAGQNVDELDDDALAALRREHFGFIFQRYHLLPHLS
                     AAHNVEVPAVYAGLGKHERRERANMLLTRLGLGDRVSYQPNQLSGGQQQRVSIARALM
                     NGGQVILADEPTGALDSHSSVEVMAILKQLQQQGHTVIIVTHDPTVAAQAERVIEIKD
                     GRIMADSGSKNEPVVAAAELMSLTPAAPSWQQLVGRFREALLMAWRAMSANKMRTALT
                     MLGIIIGIASVVSILVVGDAAKQLVLADIRAIGTNTIDIYPGKDFGDDDPSTRQALVH
                     DDMAALKAQSYVSAVSPSIGGSMRLRFGNIDVAASVLGVSDEYFRVFGMAMEQGAPIT
                     REQVERQAQTVVIDLNTQRRLFPHMKDVVGQVILVGNMPATVVGVVAEKKSMFGSNKA
                     LRVWVPYSTMANRLMGRSYFDSITIRIKEGYSSKEAEQQLVRLLTLRHGKKDIFTYNM
                     DSLLQTAEKTTQTMQLFLTLVAVISLVVGGIGVMNIMLVSVTERTREIGIRMAVGARS
                     SDVMQQFLIEAVLVCLIGGALGISLSFAIGLIVEMFLPNWRIAFPPMALFSAFLCSTV
                     IGVVFGYLPARSAARLNPIDALARE"
     gene            complement(1218154..1219266)
                     /locus_tag="CH60_1139"
     CDS             complement(1218154..1219266)
                     /locus_tag="CH60_1139"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK11682.1"
                     /translation="MQLSRGQRRWLAAIAVLLIGGFFIARHLMAPVPVNYQTVKVVHR
                     DLQQNVLATGKLDAVRKVDVGAQVSGQLEKLYVEIGDHVKRGQLLAMIDPQQAQNQIK
                     EVEATLQDLNAQRIQAKAELHLATVTLGRQQNLAKLQVVSRQDLDQAVTDLAVKNAKV
                     GTIDAQINKAKASLDTAKINLDYTQISAPMDGDVVQITTLQGQTVIAAQQAPNILTLA
                     DMSTMLVQAQVSEADVINLKPGMKASFTVLGDPGKRFSGVLKDILPTPEKVNDAIFYS
                     ARFEVPNPDRLLRLQMTAQVSIQLANVDQAVVIPLAALGDELGSNRYQVTVLKEGKEE
                     KREVTIGIRNNVDAQVISGLSVGEDVIVSRGGTGDA"
     gene            1219503..1220450
                     /locus_tag="CH60_1140"
     CDS             1219503..1220450
                     /locus_tag="CH60_1140"
                     /note="conserved hypothetical protein;
                     [S] COG2990 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10546.1"
                     /translation="MRVISDRQLKSDNINHWGLIILLCKGSPIFSDSWQEWKFRLKFI
                     IRALISPRLTFNFLILLSKQPFLHSLLRAQPDLPCKLHRPYLSHTFNNRQKLDVLRDH
                     FQLITQCMPKALHYNYLHRTPYRLVTLTGKGGEKYSLYLGIIPKLNKEGEITLMLANE
                     QQQTLALLTFSLFYYQQQKTLFIGGLQGADNKTPHHEIQACTKACHGLFPKRLALEAT
                     CYLAELMGIEEIIAVGNATHIYQNWRYRAKKKNKLHADYDGFWLSLGGNPDTEGHFRL
                     PTKIVRKPLTEIASKKRAEYRRRYVLLEQLEAGLAAHFM"
     gene            complement(1220587..1222254)
                     /locus_tag="CH60_1141"
     CDS             complement(1220587..1222254)
                     /locus_tag="CH60_1141"
                     /note="[L] COG3593 Predicted ATP-dependent endonuclease of
                     the OLD family"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AJK14358.1"
                     /translation="MYLERVEIVGFRGINRISLNLDDNTLLIGENAWGKSSLLDALTL
                     LLSPEPQLYHFTVQDFYYPTGDESAKERHLQVILTFCEKDIGHWHAPRYRQLAPLWIK
                     NNDGLHRIYYRVEGELGDDGTVCTWRTFLNLDGQPLPLHDIEKLARGVIRIHPVLRLR
                     DARFIRRLRRTVSEDSKAPDKVALNRQLDQLSRELVRNPQKLTNAELRQGVEAMRQLL
                     EHYFAEQGSQLPGHHNNPPRPQPERAAWQALDNINRMAAEPNSRSMRLILLGMFSTLL
                     QAKGSLSLDPHARPLLLVEDPETRLHPIMLSVAWGLLSQLPLQRITTTNSGELVSLVP
                     LESICRLVRESSRVATYRIGPRGMSPEDSRRIAFHIRFNRPSALFARCWLLVEGETEI
                     WLLNELARQCGYHFEAEGVKVIEFAQSGLRPLLKFANRMGIQWHTLTDGDDAGKKYAA
                     TVRNMADQGRDSERDRLTILPAPDMEHFLYRAGFDEVYHRVSAIPANAKMQPRRVIDK
                     AIHRTSKPDLAIEVASQAGQWGVESIPPLLKKMFSRVVWLARGRADE"
     gene            1222607..1223503
                     /locus_tag="CH60_1142"
     CDS             1222607..1223503
                     /locus_tag="CH60_1142"
                     /note="conserved hypothetical protein;
                     [S] COG2431 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12821.1"
                     /translation="MYSGLLIILLPLIIGYLIPLSRKTLIQWINRSLSWMVYVILFFM
                     GISLAFLENLSANLLLIFQYTSLFFLCILCANLLALFLLERKIPWKHTHRQEILPSRL
                     HMALESLKLCGVVIVGFLLGLSQWEWLQFAAKGSELALIFLLFLVGIQLRNSGMTLRQ
                     IVLNRRGTLVAFVVALSALVGGIIAAALLGLPIKTGLAMASGFGWYSLSGILLTDAFG
                     PVIGSAAFFNDLARELVAIMLIPTLVRSSRSTALGLCGATSMDFTLPVLQRSGGLEMV
                     PAAIVHGFLLSLLAPILMAFFS"
     gene            1223705..1225357
                     /gene="hcp"
                     /locus_tag="CH60_1143"
     CDS             1223705..1225357
                     /gene="hcp"
                     /locus_tag="CH60_1143"
                     /note="hybrid_clust: hydroxylamine reductase;
                     [C] COG1151 6Fe-6S prismane cluster-containing protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxylamine reductase"
                     /protein_id="AJK11368.1"
                     /translation="MFCVQCEQTIRTPAGNGCSYAQGMCGKTAETSDLQDLLVAVLQG
                     LSAWALQARELGIIDSQIDSFAPRAFFSTLTNVNFDSDRIVEYAKDAILLRHSLAVRC
                     RLLDSTITVDHPLAELQLVADDIPSLLQQSQQFALNNDKADVGDDIHGLRMLCLYGLK
                     GAAAYMEHAHVLGQSDEQIYAEYHAYMAWLGTQPRDVDTLLNNAMGIGKMNFNVMAIL
                     DQGETQAYGDPQPTSVNVRPVAGKAILISGHDLKDLHMLLEQTQGTGINIYTHGEMLP
                     AHGYPELKRYPHLVGNYGSGWQNQQTEFAKFPGPILMTSNCIIDPNVGNYGDRIWTRS
                     IVGWPGVNHLDGDNFAPVIEQALGMAGFPYSELEHLITVGFGRQTLLNAADTVIDLVA
                     SKKLRHVFLVGGCDGSRTERSYFTDFARSVPQDCIIMTLACGKYRFNKLDFGTLEGLP
                     RLLDVGQCNDAYAAIMLAVKLSEKLGCTVNDLPLSLVLSWFEQKAIVILLTLLSLGVK
                     NIYTGPTAPGFLTDNLMAILYEKFGMQPITTVEQDMQAILGH"
     gene            1225471..1226493
                     /locus_tag="CH60_1144"
     CDS             1225471..1226493
                     /locus_tag="CH60_1144"
                     /note="[C] COG1018 Flavodoxin reductases (ferredoxin-NADPH
                     reductases) family 1"
                     /codon_start=1
                     /transl_table=11
                     /product="2Fe-2S iron-sulfur cluster binding domain
                     protein"
                     /protein_id="AJK11738.1"
                     /translation="MTDFIPTDSPTPFCPNRMQVHSIVQETPDVWSLRLINHDFYSYL
                     PGQYALVSIRNSDETLRAYTLSSTPGLSPFIQLTVRCLPDGEGSRWLTQQVNVGDYLW
                     LSDAQGEFTCANADDDHYLMLAAGCGVTPVISMCRALLAQRPQADIRVIFNVRTPADV
                     IFANEWHTLLQRYPQQLKLTLMAESAATAGFIEGRINARIMQQVAPDIAHRRVMTCGP
                     APYMAWVEQYCQQQQVPADHFQQEQFRTADEVIDTSNELTMTISRPLRSVNVPVGTSL
                     LFALEQHKIPVMAACRAGVCGSCKTHILHGKYTTTSTMTLTPEEIAQGYVLACSCQLQ
                     GDVQLA"
     gene            1226637..1228358
                     /locus_tag="CH60_1145"
     CDS             1226637..1228358
                     /locus_tag="CH60_1145"
                     /note="[EH] COG0028 Thiamine pyrophosphate-requiring
                     enzymes [acetolactate synthase, pyruvate dehydrogenase
                     (cytochrome), glyoxylate carboligase, phosphonopyruvate
                     decarboxylase]"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine pyrophosphate enzyme, central domain
                     protein"
                     /protein_id="AJK13879.1"
                     /translation="MKQTVATLIAKTLEQAGVKRIWGVTGDSLNGLSDSLHRMGTIEW
                     LGTRHEEVAAFAAGAEAQLTGQLAVCAGSCGPGNLHLINGLFDCHRNHVPVLAIAAHI
                     PSSEIGSGYFQETHPQELFRECSHYCELVSNPEQLPRVLEIAMRQAILNRGVSVIVLP
                     GDVALQPAPEDAAVIWQTPKLPLVQPPMSELTLLADTLNKAKNITLMCGSGCADAHDE
                     VVKLAERLQAPVVHALRGKEHIEWDNPYSVGMTGLIGFSSGYQAMLNADTLILLGTQF
                     PYRAFYPTHANIIQIDINPGSLGAHCPVNMALVGDIKTTLTALLPQLDAKSDRAFLDK
                     ALEHYRTTRQDLDALATANDNQPIHPQYLAQQISHYATEDAIFTCDVGTPTVWAARYL
                     QMNGKRRLLGSFNHGSMANAMPQAIGAQATAPDRQVVALCGDGGFTMLMGDFLSLTQL
                     KLPVKIVVFNNSVLGFVAMEMKAGGYLTDGTDLHNPDFAAIANAAGIKGIRVEKASEL
                     NAALESAFAHPGPVLVDVVTAKQELSMPPQIKFEQAKGFSLYMLRAIINGRGDEVIEL
                     AKTNWLR"
     gene            1228707..1229726
                     /locus_tag="CH60_1146"
     CDS             1228707..1229726
                     /locus_tag="CH60_1146"
                     /note="[E] COG2008 Threonine aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK13576.1"
                     /translation="MLIDLRSDTVTQPCAAMRAAMANAEVGDDVYGDDPTVNALEAKA
                     ASLSGKEAALFLPTGTQANLVALLTHCQRGEEYIVGQKAHNYLYEAGGAAVLGSIQPQ
                     PIDANDDGTLPLDNVLAAIKPDDIHFAPTRLLSLENTHNGKVLPLRYLQQAWALTREK
                     KLALHIDGARVFNAAVALNVPLNDISQYCDTLTICLSKGLGTPVGSLLCGSAEFIHRA
                     RRWRKMTGGGMRQAGILAAAGLYALQHNVARLKDDHDNAQWLEQQLRDLGIEIAAPGA
                     QTNVLYITQSAESALKLGPWMRERGVLISAGPLTRLITHLNVSRKDLEKVVALWREFI
                     AEQHS"
     gene            1229723..1231213
                     /locus_tag="CH60_1147"
     CDS             1229723..1231213
                     /locus_tag="CH60_1147"
                     /note="[MG] COG0702 Predicted nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK13866.1"
                     /translation="MTPQRILVLGASGYIGQHLVPLLSQQGHQVTAAGRRIEWLKEQA
                     WPNVNCCFVDLYQPATLNAALQDIDVLYYLVHGMGDGQDLIEQERLAASNMKNALQPL
                     GTAQTSSVKQIIYLGVLQPGDNSSSHLIARKLTGDILRQSGIPVTELRASIIVGPGSA
                     AFEVMRDMVYNLPILTPPRWVRSKSSPVALDNLLVYLTELLNHPTEENRIWDVAGPEY
                     ISYQTMFERFIAISGKRRWLIPIPLPTRFISVYFINMITSVPTSIASALIEGLNHDLP
                     ADGRALQALIPQKLIRFEDAVKETLRREDEVVDSADWGYDPEARARWRPGYGFYPKQA
                     GCQRSTTASSEALWHVVQQIGGKEGYFYGNPLWKIRARMDDMIGGGVVYGRPERETLE
                     LGDLIDGWKVITVKPLRQLALMFGMKAPGLGRLTFTIKDLGGCRSLDVRAWWHPAGFS
                     GLLYWFVMMPAHLFIFRGMARRITALAEHDDRERDARAKNSAGSKQ"
     gene            1231313..1232320
                     /locus_tag="CH60_1148"
     CDS             1231313..1232320
                     /locus_tag="CH60_1148"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK13309.1"
                     /translation="MKVLVTGATSGLGRNAVEYLRRQEISVIATGRNQAMGALLTKLG
                     AKFIHADLTDLVSSQAKAMLADVDTLWHCSSFTSPWGTEQAFALANVRATRRLGEWAA
                     AYGVENFIHISSPAIYFDYHHHRNIQEDFRPVRFANEFARSKAAGEEVIKLLALSNPQ
                     THFTILRPQGLFGPHDKVMLPRLLHMIKHYGTLLLPRGGDALVDMTYLENAVHAMWLA
                     TQSQKTLSGRAYNITNQQPRPLRTIVQQLLDALDMKCRIRSVPYPMMDIMARAMEKMS
                     NKAEKEPVLTHYAVAKLNFDLTLDTLRAEQELGYRPIISLDEGILRTARWLKEHGKFR
                     G"
     gene            1232417..1232992
                     /locus_tag="CH60_1149"
     CDS             1232417..1232992
                     /locus_tag="CH60_1149"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein YbjP"
                     /protein_id="AJK11053.1"
                     /translation="MKKKNIALILPLALLLSACASNVNPVFEATSSRSSPCIEGGPDT
                     VAQKFYDLRIQQIGGQQGLPDDNLSAQFRPYLSQSLYNDIQAARKQASNRTPAQVNKT
                     QMISGDIFTSLREGSTSASVASASTIPNTDARNIPLRVNLSHQMADGKAVMWQDEVLM
                     IREGTCWVVDDIRFMGVSAPASSLRQLLGNH"
     gene            1233162..1233722
                     /locus_tag="CH60_1150"
     CDS             1233162..1233722
                     /locus_tag="CH60_1150"
                     /EC_number="5.4.99.5"
                     /note="CM_mono2: putative chorismate mutase;
                     [E] COG1605 Chorismate mutase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chorismate mutase"
                     /protein_id="AJK11233.1"
                     /translation="MQPTHTLTRLTVIGKLIIASSFFLSLAVQAQQCGQTAPLINERL
                     SYMKDVAGYKAENHLPIEDRIQEEKVINSAMAQAESLGLNGESIKPLMVAQINAAKAI
                     QYRYRADWLSQPEPGWQPKPLDDVRANIGELSTKILEQIAEELKTCKPAEMGDKAHFI
                     NTIRQHNLTSADVEAIFSTFNQVKLK"
     gene            1234017..1234745
                     /gene="artP"
                     /locus_tag="CH60_1151"
     CDS             1234017..1234745
                     /gene="artP"
                     /locus_tag="CH60_1151"
                     /note="[E] COG4161 ABC-type arginine transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine transport ATP-binding protein ArtP"
                     /protein_id="AJK12482.1"
                     /translation="MSIQLNGINCYYGAHQALFDITLDCPAGETLVLLGPSGAGKSSL
                     LRVLNLLEMPRSGTLQIAGNHFDFSRVPGEKAIRELRTNVGMVFQQYNLWPHLSVVHN
                     LIEAPCRVLGLPKEEAMARAQKLLSRLRLTDFADRFPLHLSGGQQQRVAIARALMMEP
                     QVLLFDEPTAALDPEITAQIVSIIRELAGTGITQVIVTHEVEVARKTASRVVYMENGH
                     VVEQGDASHFTQPTTEAFASYLSH"
     gene            1234766..1235497
                     /locus_tag="CH60_1152"
     CDS             1234766..1235497
                     /locus_tag="CH60_1152"
                     /note="3A0103s03R: lysine-arginine-ornithine-binding
                     periplasmic family protein;
                     [ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="lysine-arginine-ornithine-binding periplasmic
                     family protein"
                     /protein_id="AJK11302.1"
                     /translation="MKKLIIATVLASISLSASAAETIRFAAEATYPPFEFIDANNKMQ
                     GFDIDLANALCKEMQADCTFTNQAFDSLIPSLKFKRFDAVISGMDITPERQKQVAFTQ
                     PYYDNSALFIAQKDKVADLAALKGKRVGMQNGSTHQKYLMEKHPEITAVPYDSYQNAI
                     LDLKNGRLDAVFGDTAVVNEWLKQNDQLAAVGDKVTDADYFGTGLGIAVRQSNTELQG
                     KLDAALTKVKADGTYQTIYKKWFQQ"
     gene            1235509..1236225
                     /locus_tag="CH60_1153"
     CDS             1235509..1236225
                     /locus_tag="CH60_1153"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG4215 ABC-type arginine transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK11812.1"
                     /translation="MNEFQPLASAAGMTVGLAVCALALGLVLAMLFAVGESSRLKVVS
                     YLTIGWVTLLRGLPEILVVLFIYFGSSQLLMMLSDGFTLNLYLFELPIKLNLDNFEVS
                     PFLCGVIALALLYSAYASQTLRGALKAVPIGQWESGQALGLSQTAIFFRLIMPQMWRH
                     ALPGLGNQWLVLLKDTALVSLISVNDLMLQTKSIATRTQEPFTWYVIAAAIYLVVTLL
                     SQYVLKWIELRTTRFERSAS"
     gene            1236225..1236893
                     /locus_tag="CH60_1154"
     CDS             1236225..1236893
                     /locus_tag="CH60_1154"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG4160 ABC-type arginine/histidine transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK14258.1"
                     /translation="MLEYIPEILKGLHTSLTLTIVSLLVALVLSVVFTIVLTLKTPIA
                     TPLVKIYITLFTGTPLLVQIFLIYYGPGQFPAIREYPWLWSLLSQPWLCAMIALALNS
                     AAYTTQLFYGAVRAIPSGQWQSCEALGMSKRQSLRILLPFAFKRALSSYSNEVVLVFK
                     GTSLAYTITLMEVMGYSQLMYGRTYDVMVFGAAGVVYLCVNGLLTLLMRLVERKALAF
                     ERRN"
     gene            complement(1237083..1237928)
                     /locus_tag="CH60_1155"
     CDS             complement(1237083..1237928)
                     /locus_tag="CH60_1155"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK12829.1"
                     /translation="MNQGALLAILASLIFSVMNVLVKTIADEIPTGEIVFFRSSIGCL
                     LIGLLMYQRGIAFSREDRPLLVLRGTMGALYLICYFYSIAHLTLADASMLAYLSPFFS
                     IVLSLLVLRERVNATMAFWLVMVIIGAIILIRPWNFSTYTLASLVGVMSAVFAAIAYL
                     SVNKLTKRHHNYEIVFYFLFIATLISIPLMWHNFVWPSGYQFGILIAIALVSLLGQVV
                     LTQAFSSDNLIVVSVVRYIGIVFNITWGWLFWDEVPLMLSLMGGGLVVVSCIQLGLRS
                     KKKAA"
     gene            complement(1237925..1239295)
                     /locus_tag="CH60_1156"
     CDS             complement(1237925..1239295)
                     /locus_tag="CH60_1156"
                     /note="conserved hypothetical protein;
                     [S] COG4408 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10760.1"
                     /translation="MHNTLPTLILGAGPAAIQLAVDISATGDARLGLYNRPSTKGERL
                     KQYLALTPTLYLQGTGKAQATQKESSVTIDCYIDQLAQAVGDWQRLILAVPADHYYAV
                     LQQIPWAALPQLKSVILLSSSMGSGLMVQNLLNAAGKRDVEVISLSSYYADTKYIRAE
                     TQDISANTQDINAGTQDIGAIQPYRAYTKAFKQRIYLANQWGNAGSAEMSWLTAVLAR
                     HHIDTLPCSNLLAAERFSITNYVHPPLALADTTLQALFYPEQRSQYLYKTQPEGPVCP
                     AVIADLAGLADDYKRLLNRLGVEEINLLRFLNDDNYPVPASMVSRRWIDEFPQLPPLE
                     QQYALFVRYTALLVDPYSTPDEQGRFYDFSAVKVATVYQDANALWHLPRVPLEDVHKL
                     RTLLLLAGALDVVMPTAQRLLQRFQQALKAFIDRVGEEHCHPSLLGDDCDRQAAIIEQ
                     QWRSQT"
     gene            complement(1239288..1240085)
                     /locus_tag="CH60_1157"
     CDS             complement(1239288..1240085)
                     /locus_tag="CH60_1157"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotianamine synthase family protein"
                     /protein_id="AJK12758.1"
                     /translation="MYTLMKADVLAQLAGLQQEISQLHDNAQQNQSHFVLLERRFSRL
                     QSFNDEPQLQDYRLQLEHDDAVVKQIAQLRQVANAALCDYEKHQVCALCSPSSKTDDY
                     LTSFNQSLQQEIKLAGMQMGEKVLLVGSGALPTTALVLVAKLGATVFCYDHDPAAQQL
                     ARQLVQSLGLEKQVQFIDNLKELTDRPVDHIIVASLVADKQALLAQLVPYVTRSSKLV
                     MRYGNGLKSIFNCPYCHEVNCSHWRTASKPVTTGLYDLIILEPNHHA"
     gene            complement(1240073..1240858)
                     /locus_tag="CH60_1158"
     CDS             complement(1240073..1240858)
                     /locus_tag="CH60_1158"
                     /note="[PH] COG1120 ABC-type cobalamin/Fe3+-siderophores
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10802.1"
                     /translation="MTQLTLKHVGVTLHKRPLLTDISLTWPAAQVSGIIGPNGAGKST
                     LLKAINHMVPITGQIEYQQCPLNTRVTRIAYVSQLNRSDSALTVFEMVLLGKVRQLSW
                     RVSPAQIDAVEQVLAECGISSLANQVFNSLSGGQRQLVMLAQAFIAQPQIILLDEPTS
                     ALDIHHQLRVLQKIVDYSKRHQCTTLMVIHDLGLALRFCQTLTLIHRGNVACHGAAHQ
                     VIADPMMSTVFGVGIESGTSPLGYRYLLPTQFLPTHGEKICIR"
     gene            complement(1240855..1241721)
                     /locus_tag="CH60_1159"
     CDS             complement(1240855..1241721)
                     /locus_tag="CH60_1159"
                     /note="[P] COG0609 ABC-type Fe3+-siderophore transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC 3 transport family protein"
                     /protein_id="AJK13652.1"
                     /translation="MMNYTRSFLVHSFADDVNRRGGGREFGFGWLVDANRTGESVSQS
                     LYLGDFSRGRIWCRIIDHHWLQRGGSLVIRHPIIGFTDGITGLPAHLLSGPTAGDDTA
                     NSGVERHCGAVLLPVVAITHVISASPEAMQQIVFWLFGSLLKANMQGVLMTGSVLACS
                     LVICLQQAWRLTALSAGEEQALGLGINVSALRKLAFLLATLLTAASVSFVGTIGFIGL
                     VAPHFARMLVGEDQRYLIGISALCGSLLLVLASIISKLILPNGVVPIGIIIALIGVPV
                     LFYFVTKQVKRA"
     gene            complement(1241675..1241911)
                     /locus_tag="CH60_1160"
     CDS             complement(1241675..1241911)
                     /locus_tag="CH60_1160"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron(III) dicitrate transport system
                     permease protein FecD"
                     /protein_id="AJK11497.1"
                     /translation="MATFLEPITQGRQSFQQLHLRRGLFTLALIGSLLAAMVIDLATG
                     AANLSPLDVLRLFLVDSSQHDELHQIIFGPFVCR"
     gene            complement(1241911..1243002)
                     /locus_tag="CH60_1161"
     CDS             complement(1241911..1243002)
                     /locus_tag="CH60_1161"
                     /note="[P] COG0614 ABC-type Fe3+-hydroxamate transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK13202.1"
                     /translation="MLLRIFWSLCLWWGISSSALAEIHLKDVDGREVTLAAPAQRVYI
                     GFYYEDFLAINGPDSYQHVVAFSKSDWSLRTSQWPRYQAALRRLSQLVDVGSLYNQSF
                     DFERLLATRPDLLILAKWQLEGFANYLPVLQQLSIPYVVVDFNQGEDAKLTSIRVMGQ
                     ALGHGERAERLAIAYQQGIADIRRRITQANLPSPKTYIELGDKGPGEYSSSYGSSIWG
                     PLLQQAGANNIATGVVTTPSPLRAEYVLSQKPEVIFLAGGDWPKMPNAVSMGFGAKPE
                     TLQQSMTQYAQRPGWSQFPAIKQTRFYALYHGGVRTLYDYIFVQFVAKALFPSAFEDV
                     NPQHNLETFYEEYLPIKADGVFMQQWQGE"
     gene            complement(1243414..1244340)
                     /locus_tag="CH60_1162"
     CDS             complement(1243414..1244340)
                     /locus_tag="CH60_1162"
                     /note="[O] COG0330 Membrane protease subunits,
                     stomatin/prohibitin homologs"
                     /codon_start=1
                     /transl_table=11
                     /product="SPFH domain / Band 7 family protein"
                     /protein_id="AJK10935.1"
                     /translation="MTMKKEMSMRFVTVCGFLAILTLIAVICLMGSWYTINESDRGII
                     TKWGKVVAVAEPGLGFKIPIITEVETISISNRSIKYDRLKAYSKDQQPAQMVVSIGFQ
                     VPPTSVEDLFVKYGSIQNMAERLVSRHVPTQVENVFGQYTAVSAVQNREDFVRRVTEE
                     LRRVLKDEPLIINSVNIENIDFTEGYEASIEERMKAEVNVEKTRKMLETEKINADIAI
                     EQARGQSESQLSIAKIGAEKIKLMGAAEAENIRLMGAAEAEAIKLRADALKQNPLLVE
                     LITAEKWNGELPQTMLPNSSVPFINARNKDGK"
     gene            complement(1244681..1244911)
                     /locus_tag="CH60_1163"
     CDS             complement(1244681..1244911)
                     /locus_tag="CH60_1163"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13672.1"
                     /translation="MTGNNPFHLYGLMAAFLPPESSIPPIANMVWLNEDECLNHGVNT
                     MLVVNIASMKISVIVLIVSGISMVIISLSFVK"
     gene            1245159..1245890
                     /locus_tag="CH60_1164"
     CDS             1245159..1245890
                     /locus_tag="CH60_1164"
                     /note="3A0103s03R: lysine-arginine-ornithine-binding
                     periplasmic family protein;
                     [ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="lysine-arginine-ornithine-binding periplasmic
                     family protein"
                     /protein_id="AJK10723.1"
                     /translation="MKKLLLATLLSGMAFSATAAETLRFAASATYPPFESMDANNEIV
                     GFDMDLAKALCKQMEANCTFTNQAFDSLIPALKFKRYDAVISGMDITPERSKQVAFTQ
                     PYYANSAIVIAPKGKFSTFADLKGKKIGMENGTTHQKYLQDKHPEIQTVSYDSYQNAI
                     IDLKNGRIDGVFGDTAVVNEWLKTNPNLASVGEHVTDPQYFGTGLGIAVRPDNIALLT
                     KLNKAIDAVKADGTYQAINDKWFPQ"
     gene            complement(1246017..1247147)
                     /gene="rumA"
                     /locus_tag="CH60_1165"
     CDS             complement(1246017..1247147)
                     /gene="rumA"
                     /locus_tag="CH60_1165"
                     /note="rumA: 23S rRNA (uracil-5-)-methyltransferase RumA;
                     [J] COG2265 SAM-dependent methyltransferases related to
                     tRNA (uracil-5-)-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="23S rRNA (uracil-5-)-methyltransferase RumA"
                     /protein_id="AJK11397.1"
                     /translation="MHCAQYTAGRCRSCQWLDKPYPQQLADKQHHLESLLAGHAVTQW
                     LAPVFGRESAFRNKAKMVVSGSVERPLLGMLHRDGTPVDLCACPLYPPSFEPVFTVLK
                     TFIARAGLTPYNVARKRGELKFLLLTESTYNGELMLRFVLRSETKLAQLIAALPWLQQ
                     QLPQLAVISANIQPVHMAILEGEREIPLTEQQALPERFNQVPLYIRPQSFFQTNPQVA
                     ASLYATARQWVQEHEVHSMWDLFCGVGGFGLHCAGPETQLTGIEINAEAIACARQSAE
                     QLGLKNVSFAALDSTRFATAEAQIPELVLVNPPRRGIGRELCDYLSQMAPKFILYSSC
                     NAETMAKDISLLAGYHIERVQLFDMFPHTSHYEVLTLLTLRR"
     gene            complement(1247231..1247695)
                     /gene="ybjO"
                     /locus_tag="CH60_1166"
     CDS             complement(1247231..1247695)
                     /gene="ybjO"
                     /locus_tag="CH60_1166"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein ybjO"
                     /protein_id="AJK14090.1"
                     /translation="MRPSFSSSAATPVPVVIGGTAIIATRIIGVLLLVAELGFSGVSD
                     FISDSLQRWDTGLIFFASIVLLLLDMMCGVAVCHRRNWARWYYLICQLIIMIYLLMAS
                     LNWLEPDIFRIEGDSGAEILHSLLLQKIPDVVIIGLLFFPWHRYFPQSKMSV"
     gene            complement(1247820..1248665)
                     /locus_tag="CH60_1167"
     CDS             complement(1247820..1248665)
                     /locus_tag="CH60_1167"
                     /note="[E] COG1177 ABC-type spermidine/putrescine
                     transport system, permease component II"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12144.1"
                     /translation="MNNLPEVRSVWRRVILTVGYTFLYAPMLMLVIYSFNSSKLVTVW
                     AGWSTRWYTQLFNDSAMISAVGLSLTIAAASATMAVVLGTIAAVVMVRFGRFRGSTGF
                     AFMLTAPLVMPDVITGLSLLLLFVAMGHAIGWPAERGMFTIWLAHVTFCTAYVTVVIS
                     SRLRELDRSIEEAAMDLGATPLKVFFVITVPMIAPALISGWLLAFTLSLDDLVIASFV
                     AGPGATTLPMLVFSSVRMGVNPEINALATLILLVVGVIGLFAWWIMSRAEKQRLRELR
                     KAARS"
     gene            complement(1248662..1249627)
                     /locus_tag="CH60_1168"
     CDS             complement(1248662..1249627)
                     /locus_tag="CH60_1168"
                     /note="[E] COG1176 ABC-type spermidine/putrescine
                     transport system, permease component I"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13761.1"
                     /translation="MIPESTSGAAESPIRSVGPVRALIQRFQMAHGRKLVIAMPYLWL
                     FLLFMLPFLIVFKISLAEMVRAVPPYTDLTTWLDGKLDISLNLGNYLLLLDDPLYIDA
                     YLQSLQVAAVSTLCCLLIGYPLAWAIAHSKPSTRNILLLLVILPSWTSFLIRVYAWMG
                     ILKNNGILNNFLIWTGIIDQPLVILHTNLAVYIGVVYSYLPFMVLPIYTALTRLDYSL
                     VEAALDLGARPFKTFISVIIPLTKGGIVAGSMLVFIPAVGEFVIPELLGGPDSIMIGR
                     ILWQEFFNNRDWPVASAVATVMLVLLIAPILWFHKHQNKDIGGAR"
     gene            complement(1249652..1250785)
                     /locus_tag="CH60_1169"
     CDS             complement(1249652..1250785)
                     /locus_tag="CH60_1169"
                     /EC_number="3.6.3.31"
                     /note="potA: polyamine ABC transporter, ATP-binding family
                     protein;
                     [E] COG3842 ABC-type spermidine/putrescine transport
                     systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="polyamine ABC transporter, ATP-binding family
                     protein"
                     /protein_id="AJK11201.1"
                     /translation="MNDVIPRPQPKSQKVFTPLLEIRNLTKSFDGQAAVDDVNLTIYK
                     GEIFALLGASGCGKSTLLRMLAGFEQPTQGQIVLDGQDLSHVPPYRRPINMMFQSYAL
                     FPHMTVEQNIAFGLKQDKLPSNEIKSRVAEMLTLVHMQEFAKRKPHQLSGGQRQRVAL
                     ARSLAKRPKLLLLDEPMGALDKKLRDRMQLEVLDILERVGATCVMVTHDQEEAMTMAG
                     RIAIMNRGKFVQIGEPEEIYEHPNSRFSAEFIGSVNVFEGVLKERLDDALVIDSPGLR
                     HPLKVDSDASVVDGVPVLVALRPEKVMLCDQVPKDGCNFAVGEVVHIAYLGDLSIYHV
                     KLHSGQMLSAQLQNGHRYRKGMPTWGDEVQLCWDADSCVVLGS"
     gene            complement(1250956..1252065)
                     /gene="potF"
                     /locus_tag="CH60_1170"
     CDS             complement(1250956..1252065)
                     /gene="potF"
                     /locus_tag="CH60_1170"
                     /note="[E] COG0687 Spermidine/putrescine-binding
                     periplasmic protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putrescine-binding periplasmic protein"
                     /protein_id="AJK13364.1"
                     /translation="MFTQRKKWLSGVAAGLLMAASVSASAEEKILHIYNWSDYIAPDT
                     LANFQKETGIKVVYDVFDSNEVLEGKLMAGSTGFDLVVPSASFLERQLSAGVFKPLDK
                     SKLPNEKNLDPELLALVSKHDPDNKYAIPYLWATTGIGYNVEKVKAVLGEDAPVNSWD
                     LVLKPENLEKLKSCGVSFLDAPSEIFATVLNYLGKDPNSTLTADYTGSATDLLLKLRP
                     NIRYFHSSQYINDLANGDICVAVGWAGDIMQASNRAKEAKNGVNVAYSIPKEGALAFF
                     DVFAMPTDAKNQDEAYQFLNYLMRPDVIANISNHVFYANANQAATPLVNAEVRDNPGI
                     YPPADVRAKMFTLKVQDPKIDRVITRAWTKVKSGK"
     gene            complement(1252583..1253068)
                     /locus_tag="CH60_1171"
     CDS             complement(1252583..1253068)
                     /locus_tag="CH60_1171"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial sensory transduction regulator family
                     protein"
                     /protein_id="AJK13687.1"
                     /translation="MDSLIVPDLALLRRWLDQLGISFFECDSCQALHLPHMQNFEGVF
                     DAKIDLVDNIILFSALAEVRPTALIPLVADLSQINASSLTVKAFIDIQDDNLPKLIVC
                     QSLVVEVGVTIEQFGYFMQQCEEQISMIIMEARANDLLFIGNNDEEEAPLTATSYPII
                     H"
     gene            complement(1253210..1253524)
                     /locus_tag="CH60_1172"
     CDS             complement(1253210..1253524)
                     /locus_tag="CH60_1172"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11953.1"
                     /translation="MRSLGNMPRIVIISEVLGLLLLVVAYLSINNYLSLPGEMGTPTA
                     AIMMIFVGVGLMIPAAVCIVWRVASGFGPLLGSADRISTPQKASEEKLAAKSKKSGQD
                     NH"
     gene            1253987..1254250
                     /gene="grxA"
                     /locus_tag="CH60_1173"
     CDS             1253987..1254250
                     /gene="grxA"
                     /locus_tag="CH60_1173"
                     /note="GRXA: glutaredoxin, GrxA family;
                     [O] COG0695 Glutaredoxin and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaredoxin, GrxA family"
                     /protein_id="AJK11675.1"
                     /translation="MFAVIFGRPECPYCVRAKELAEKLASERDDFKFRYVDIHAEGIS
                     KADLEKTVGKPVETVPQIFIDEKHIGGCTDFEAYAKEHLSLYK"
     gene            1254660..1256348
                     /locus_tag="CH60_1174"
     CDS             1254660..1256348
                     /locus_tag="CH60_1174"
                     /note="yidE_YbjL_dupl: AspT/YidE/YbjL antiporter
                     duplication domain protein;
                     [R] COG2985 Predicted permease"
                     /codon_start=1
                     /transl_table=11
                     /product="AspT/YidE/YbjL antiporter duplication domain
                     protein"
                     /protein_id="AJK14069.1"
                     /translation="MNINVANLLNGNYILLLFVVLALGLCLGKLRLGSIQLGNAIGVL
                     VVSLLLGQQHFAINTEALNLGFMLFIFCVGVEAGPNFFSIFFRDGKNYLMLALVMVGS
                     AMILALGLGKLFGWDIGLTAGMLAGSMTSTPVLVGAGDTLRHTMANGSSLQQAQDNLS
                     LGYALTYLIGLVSLILGARYLPKLQHQDLPTSAQQIARERGLDTDSQRKVYLPVIRAY
                     RVGPELVAWADGKNLRELGIYRQTGCYIERIRRNGILANPDGDAVLQVGDEISLVGYP
                     DAHSRLDPSFRNGKEVFDRDLLDMRIVTEEIVVKNSNAVGKRLSHLKLTDHGCFLNRV
                     IRSQIEMPIDDNVVLNKGDVLQVSGDARRVKSVAEKIGFISIHSQVTDLLAFCSFFIL
                     GLMIGLITFQFSNFSFGIGNAAGLLLAGIMLGFLRANHPTFGYIPQGALNMVKEFGLM
                     VFMAGVGLSAGGGINSSLGAVGGQMLISGLIVSLVPVVICFVFGAYVLRMNRALLFGA
                     IMGARTCAPAMDIISDTARSNIPALGYAGTYAIANVLLTLAGSLIVILWPGILG"
     gene            1256726..1257496
                     /locus_tag="CH60_1175"
     CDS             1256726..1257496
                     /locus_tag="CH60_1175"
                     /note="[R] COG3907 PAP2 (acid phosphatase) superfamily
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AJK11218.1"
                     /translation="MKISKTTRQASTGPSTLNNRSTVPTIKTISLYSLPLSFYFWQVF
                     GLLLVGLLFLALSRSEQLDWLISNYWFDPVGQNFPWEHNKWLDLLNHRLLKMALIATA
                     IAALLWGIYRRNGRLVTTALLFGLGPLVIGILKATSAHSCPWDLVEYGGKALNYVLMD
                     TAPPGAGPGHCFPGGHASSGFAVMALFFLFYPERPRLAMLCWFAGIGLGMLMGFGQIM
                     RGAHFLTHNLWAGWWVWLSQLAAFWIISGYYQRIKGTE"
     gene            1257496..1258101
                     /locus_tag="CH60_1176"
     CDS             1257496..1258101
                     /locus_tag="CH60_1176"
                     /note="[I] COG0671 Membrane-associated phospholipid
                     phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AJK12879.1"
                     /translation="MEQMNYFFFSMINATPASSPWMISFATFIARDLIMLIPILLIGL
                     WLWGPKDTMDMQRTVVTKAAIALAFSMLSATCIGMLIPHDRPFVDGFGYAFMSHAPDS
                     SFPSDHGTAIFTFALAFLFWHHLWSGVSLMFIAIAIAWSRIYLGVHWPFDMLGAFLLG
                     IVGCLFAQLVWNLFGEIIASTTKRFYHMSFALPISKGWVRG"
     gene            1258359..1259030
                     /gene="deoC"
                     /locus_tag="CH60_1177"
     CDS             1258359..1259030
                     /gene="deoC"
                     /locus_tag="CH60_1177"
                     /EC_number="4.1.2.4"
                     /note="deoC: deoxyribose-phosphate aldolase;
                     [F] COG0274 Deoxyribose-phosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyribose-phosphate aldolase"
                     /protein_id="AJK12429.1"
                     /translation="MTTNYAHYIDHTLLAMDATEAQIIKLCEEAKQHHFYAVCVNSGY
                     VPVAAQQLAGSSVKVCSVIGFPLGAGLTAAKAFEAQAAINAGAQEIDMVINVGWLKSG
                     KIADVKADIKAVRDNCAATPLKVILETCLLSDEQIVQVCEMCRELDVAFVKTSTGFST
                     GGAKEEHVKLMRATVGPVMGVKASGAVRDRATAETMIQAGATRIGTSSGVAIVSGQQA
                     AASGY"
     gene            1259260..1260024
                     /locus_tag="CH60_1178"
     CDS             1259260..1260024
                     /locus_tag="CH60_1178"
                     /note="[KG] COG1349 Transcriptional regulators of sugar
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-like helix-turn-helix domain protein"
                     /protein_id="AJK11558.1"
                     /translation="METRRAERINKLIQALKRSDKIHLKDAANLLRVSEMTIRRDLSA
                     EPTSVILLGGYVVMDPKSNNANNYFVSDQQAKQVEEKRRIGQLAAQLIIENDTVFFDC
                     GTTIPWIIDEIDEELAFTAICYSLNTFLALQDKPNCKVILCGGEFKPNNCIFTPLSQQ
                     SELDNICPNKAFISAAGVSIEYGATCFNFDEILLKHRAMAKSQYKILVADHSKFGKIK
                     PASIGTLAQFDALVTDRPPVAEFYLFFSQHSVKIYC"
     gene            1261123..1262424
                     /gene="stp"
                     /locus_tag="CH60_1179"
     CDS             1261123..1262424
                     /gene="stp"
                     /locus_tag="CH60_1179"
                     /note="stp: serine transporter family protein;
                     [E] COG0814 Amino acid permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="serine transporter family protein"
                     /protein_id="AJK13476.1"
                     /translation="MDTTQTSTLASARKISSSTWRKSDTMWMLGLYGTAIGAGVLFLP
                     INAGIGGLLPLIVMAIIAFPMTYYAHRGLCRFVLSGKNPGEDITEVVEEHFGVGAGKL
                     ITLLYFFAIYPILLVYSVAITNTVDSFITHQIHLPSPPRAILSLILIVGLMAIVRFGE
                     QTIVKAMSILVFPFVAVLMMLAIYLIPNWSGAIFENVSMDGNGTGSGLWMTMWLIIPV
                     MVFSFNHSPIISAFAVAKREEYGVDAEKKCSRILSFAHIMMVITVMFFVFSCVLSLSP
                     ADLMDAKNQNISILSYLANHFNTPVIAYMAPVIAFIAITKSFLGHYLGAREGFNGMVI
                     KSLRSRGKTIEQNKLNRITALFMLVTTWAVATLNPSILGMIETLGGPIIAMLLFLMPM
                     YAIHKVPAMRKYSGQISNVFVVLMGLIAISGILFNLSNLFN"
     gene            complement(1262865..1264070)
                     /locus_tag="CH60_1180"
     CDS             complement(1262865..1264070)
                     /locus_tag="CH60_1180"
                     /note="[M] COG1686 D-alanyl-D-alanine carboxypeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AJK11549.1"
                     /translation="MMKYILPFKIKNFTFSAGLLLLALPAAYAVDDPAAPQIDAKAYV
                     LMDFNSGKVLAEGNPDLRLDPASLTKIMSSYVIGQSIKAGKIQPDDLVTVGKDAWATG
                     NPALRGSSLMFLKPGDRVKVSDLNKGIVIQSGNDASIALADYVAGSQDSFVGLMNNYA
                     KALGLSNTHFMTVHGLDSPGQYSTARDMALLGQALIRDVPEEYALHKEKEFTFNKIRQ
                     TNRNRLLWNSSLNVDGMKTGYTNGAGYNLVASATDGPMRLISVVLGAPSDKVRFSESE
                     KLLTWGFRFYETVVPIKSTKPFVTEKVWLGDNSQVELGVAEDAAITIPKGQMKNLKAS
                     YTLNQTELRAPLAKHQVVGTIDFQLNGKTIEQRPLVVLNEVKEGGIFSRFWDYVMMKL
                     NQWFGGIFG"
     gene            complement(1264405..1265076)
                     /locus_tag="CH60_1181"
     CDS             complement(1264405..1265076)
                     /locus_tag="CH60_1181"
                     /note="[P] COG2011 ABC-type metal ion transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK14298.1"
                     /translation="MKNGMSWQELLVLVANASGETIYMVMIATFFTVLIGLPLGVLLF
                     VSRPAGVLPAPRLNTLIGALVNVGRSMPFVVLLIALIPITRWIIGTTLGSTAAIVPIT
                     LGAIPFFARVVEAALDEVDKGRVEAILSMGGSARHVIQKVLLPEALPALLAGITLTVV
                     MLVGFSSMAGVIGGGGLGDLAIRYGYQRFNNEVMVATLVILVILVQGIQSLGDRWVRS
                     LAHRR"
     gene            complement(1265073..1266059)
                     /locus_tag="CH60_1182"
     CDS             complement(1265073..1266059)
                     /locus_tag="CH60_1182"
                     /note="[P] COG1135 ABC-type metal ion transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13211.1"
                     /translation="MISIERLSKTYPQGGLPMVALEEVSLEIPTGSVFGIVGRSGAGK
                     STLIRCLNLLERPTSGRIQVDGRELTTLSDRELRLQRQNIGMIFQNFHLLHSRNVWDN
                     IAVGLEIIGMPKAQRQQRVAELLDLVGLSDKAYAFPSQLSGGQKQRVGIARALAAKPS
                     YLLSDEATSALDPETTASILALLSDINRQLGLTIVLITHELDVVKSICDNAALLETGR
                     VVETGAIADLLSDPLSRLGRSLLPTCGPLSVSATPRAELTFFDTLAASPVLSALAQQH
                     AVGVTLLGGGVEFIGGQRVGRLHVDFNRPEGGLNLAEVLQFLNDRGVRAELI"
     gene            complement(1266056..1266880)
                     /locus_tag="CH60_1183"
     CDS             complement(1266056..1266880)
                     /locus_tag="CH60_1183"
                     /note="[P] COG1464 ABC-type metal ion transport system,
                     periplasmic component/surface antigen"
                     /codon_start=1
                     /transl_table=11
                     /product="NLPA lipofamily protein"
                     /protein_id="AJK13195.1"
                     /translation="MTKTPVSGLVRTALFAALASAFSLSAQAAEALRVAADPVPHAEI
                     LQFVQKLDPSLNLTIIEIPNGVNSNELLAHGDVDANYFQHLPYLHSQEQALGQKFVVA
                     ATVHIEPLGIYSHKYKNVAEVPDKGSVAVPNNVTNLSRALYLLQEQGLITLKPGFTDP
                     AKQQATPKDIAENPKHLKILEIESPQIPRSLDDVDLAVINGNYALEAGLNPATDALGL
                     EKAEGNPYANILVTTPTLENDPRIKQLAKDLQLQEVAKFITEKYAGSVIPVAGTQP"
     gene            complement(1267108..1268175)
                     /locus_tag="CH60_1184"
     CDS             complement(1267108..1268175)
                     /locus_tag="CH60_1184"
                     /note="[R] COG3491 Isopenicillin N synthase and related
                     dioxygenases"
                     /codon_start=1
                     /transl_table=11
                     /product="2OG-Fe(II) oxygenase superfamily protein"
                     /protein_id="AJK11272.1"
                     /translation="MGQQLLSHQSVSSQWLANQSATSTLPLLDLSLLSGSDTERQAFL
                     TALRHAARDVGFFYLTGHGIDTSLLRQIQILSRQFFALSDEEKLSIAMIRSPHFRGYN
                     RAASEFTRGQPDWREQFDIGAERTPLPQIAGAPSWTRLQGPNQWPTALPELKPVLLQW
                     QEEMTRMSLRLLRAFALALDLDEQAFDALYGDKPNEHIKLIRYPGREATQSGQGVGAH
                     KDSGFLSFLLQDTQRGLQVEVEEGQWIDAVPREGTFVVNIGELLELASNGYLRATVHR
                     VETPPAGIDRLSIAFFLGARLDAVVPLYPLSAALAAEARGPASDPHNPLFRDVGLNYL
                     KGRLRSHPDVAERYYSDALCS"
     gene            1268662..1269312
                     /locus_tag="CH60_1185"
     CDS             1268662..1269312
                     /locus_tag="CH60_1185"
                     /note="HAD-SF-IB: HAD phosphoserine phosphatase-like
                     hydrolase, IB family protein;
                     [E] COG0560 Phosphoserine phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD phosphoserine phosphatase-like hydrolase, IB
                     family protein"
                     /protein_id="AJK11441.1"
                     /translation="MDLALFDLDETLISDDSTGLWIRWLVNEGLAPFELSEQEQTLMT
                     QYYQGQLSMAGYMAATLSPLVGKHTAEVAGWVEHFIAHDILPRIYPQALEKLAWHRDR
                     GDYIVIISASGEHLVTPIAKHFAADTALSIGVTVENDRYTGQTYGTLTYQKGKVDRLN
                     QWLSASPQLNFKRSYGYSDSINDQPLLEYVDHAAVINPGAELIDLAVLHQWDIHHW"
     gene            1269466..1270086
                     /locus_tag="CH60_1186"
     CDS             1269466..1270086
                     /locus_tag="CH60_1186"
                     /note="glutathione S-transferase, N-terminal domain
                     protein;
                     [O] COG0625 Glutathione S-transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11459.1"
                     /translation="MLTVWGRNNSTNVKKVLWCLEELGIPYQRIDVGGQYGKLNDPQY
                     RALNPNGLIPCLQDKDFILWESNTIVRYLAAQYGQNSLYLADHHQRASAEKWMDWATS
                     SVVEPFKAVFIGLVRTPPEQQDKVKIAQGMEKMNTLMSIANDALGEQAYLSGDAFGIG
                     DIPLGCLAYAWFNLPIERPELPHLQRWYQSLTQRIAFQKVIAIGLS"
     gene            complement(1270356..1272353)
                     /locus_tag="CH60_1187"
     CDS             complement(1270356..1272353)
                     /locus_tag="CH60_1187"
                     /note="[P] COG4771 Outer membrane receptor for
                     ferrienterochelin and colicins"
                     /codon_start=1
                     /transl_table=11
                     /product="tonB dependent receptor family protein"
                     /protein_id="AJK14436.1"
                     /translation="MAKVNQRFRKTHSAALVIAAVISSQGYAAEKTNTATPTDTMVVT
                     ASGFQQRIQDSAASISVVTREQIENKAYRDVTDALKDVPGVVITGGGSTSDISIRGMA
                     AKYTLILVNGKRVDTRSTRPNSDGSGIEQGWLPPLAAIDRIEVVRGPMSSLYGSDAMG
                     GVINIITRKVGKEWHGTVRADATLQEDSKSGDIFQTNAYASGPLIDGLLGLKVSGLLS
                     HRSEDKIIDGYNQQRMRNGTATFTLTPDDNNEFDFDIGHYVQDRNSTPGRTLALNGTN
                     SDTQYDRNNYAVTHNGYYDFGNSTSYIQRDETRNPSRQMKSVDNIFNTQTSFLLDNHT
                     LILGGQYRYEELYDKGNQLPSASDLKKLTRWSWALFAEDEWQMTNDFALTGGIRMDQD
                     QNYGTHWTPRLYGVWHLADQWTLKGGVSGGYRSPDLRQATDDWGQLSGGGKGGLPALI
                     LGNSNLKPERSISQEIGILWDDQEGMNASVTLFYTDFKDKITEVRNCDITTNTTGQCV
                     FNGINYKFISDRINVDKAMTRGAEATFAWDINQAWSLATNYTFTQSEQKSGAFAGQPL
                     NQMPKHMLNGTLNWKTTEDFATWIRANYRGKASEYLNRTSMGSRTPSYTFVDLGANYQ
                     LTKEVRLMGGVYNLLDKRVDIDVNDKVLDGRRYMVGASYDF"
     gene            complement(1272613..1273401)
                     /locus_tag="CH60_1188"
     CDS             complement(1272613..1273401)
                     /locus_tag="CH60_1188"
                     /note="[PH] COG1120 ABC-type cobalamin/Fe3+-siderophores
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10603.1"
                     /translation="MTAGLRIERFYAGYPKRPVIQNLNVPLIPRGKITVLLGPNGSGK
                     STLLRSLAGLNRAEGQLWLDGSDLMKMPFTQRAEKVVYLPQSLPAGVHLHVLESIIVA
                     QRASGGRSNTRSEAQVMALLERLGIAHLALSYLDQLSGGQKQLVGLAQSLIRQPSLLL
                     LDEPLSALDLNYQFHVMDLVRQETRQRNIVTVVVVHDINIALRHGDHVLMLQNGALIA
                     DGQPEEVITPQSLAKVYGVKGRIERCSQGTPQVLIDGLVTEPTM"
     gene            complement(1273398..1274480)
                     /locus_tag="CH60_1189"
     CDS             complement(1273398..1274480)
                     /locus_tag="CH60_1189"
                     /note="[P] COG0609 ABC-type Fe3+-siderophore transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AJK14173.1"
                     /translation="MSVTTEPMTKTHNPPDLSVMGRYQNIVRHRLLVMGVLVLAILGC
                     LLLDFTMGPSGLTLSSLWQTLIDPASADAGTRVIVWDIRLPYALMAVVIGLSLGLAGA
                     EMQTILNNPLASPFTLGVSSAAAFGAALAIVSGIGIPGVPDQWFISVNAFIFALFAAL
                     MLDGITRWTRVASSGVVLFGIALVFTFNALVSMMQFIASEDTLQGLVFWTMGSLARAS
                     WAKLGIMLAVFALMLPLSMMNSWKLTALRLGEDRAISFGIDVRRLRLGTLLRISMLSA
                     LAVAFVGPIGFIGLVAPHIARMIFGEDHRFYLPASALIGALVLSMASIASKNLIPGII
                     IPVGIVTSLVGVPFFLSIILRHRGNV"
     gene            complement(1274675..1275820)
                     /locus_tag="CH60_1190"
     CDS             complement(1274675..1275820)
                     /locus_tag="CH60_1190"
                     /note="[P] COG0614 ABC-type Fe3+-hydroxamate transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK11408.1"
                     /translation="MKCVSLKMAKGLTISLLFGWALMAGSSALAATVTDMAGRTVTIP
                     AKVERILLGEGRLFYAVSLLEGNKPLDRIVGWQGDFRKLDPQTYAIYKAKFPQIDQIP
                     LIGNTTADSISPEKVLTLNPDIAIFGLSGHGPGKGSELVKQLEKAGVPVVFVDFRNSP
                     LKNTLPSMRLLGKALHREQQAENYINFYQDNVDKVTDITNKIPEDKKPSVFIELRAGA
                     SEECCGTAGKGNMGDFIDQAGGNNIAKNLLPGSLGTVNLEKVLAAKPDIYIASGGKSP
                     GSDAPGVVLGAQVTPEQAQASLQKILGRKGINTLSAVNTGHSYAIWHNYYNSPYNVLA
                     IQSFAKWFYPEQFADLDPKKTMDSLYSQFLAVEPSGTYWIEAKRELD"
     gene            complement(1276106..1277617)
                     /locus_tag="CH60_1191"
     CDS             complement(1276106..1277617)
                     /locus_tag="CH60_1191"
                     /note="[E] COG0833 Amino acid transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK11452.1"
                     /translation="MTQQNTKIPAQQGAQRLRRELKSRHLAMIAIGGSIGTGLFVASG
                     ATVSQAGPGGALLSYALIGLMVYFLMTSLGELAAFMPVSGSFSTYGSKYVEEGFGFAL
                     GWNYWYNWAVTIAVDLVAAQLVMNYWFPDAPGWIWSALFLGLMFLLNYISVKGFGEAE
                     YWFSLIKVTTVVIFIIVGVMMITGIMKGGETAGWHNWTIGDAPFAGGFSAMIGVAMIV
                     GFSFQGTELIGIAAGESKDPGKNIPKAIRKVFWRILLFYIFAILIISLIIPYTDPSLL
                     RNDVKDISVSPFTLVFQNAGLLSAAAVMNAVILTAVLSAGNSGMYASTRMLFTLASEG
                     KAPRIFAKLSKGGVPRNALYATTVVAGLCFLSSMFGNQTVYLWLLNTSGMTGFIAWLG
                     IAISHYRFRRGYMMQGRDLNDLPYQSGFFPLGPIFAFVLCLIITLGQNYQAFLQDRID
                     WYGVTATYIGIPLFLVIWFGYKLSRGTRVVKYQEMEFPKWRDESEEHQKPTSR"
     gene            complement(1277727..1277873)
                     /locus_tag="CH60_1192"
     CDS             complement(1277727..1277873)
                     /locus_tag="CH60_1192"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11810.1"
                     /translation="MRHCSSVCDVFYADDRLYRGKVFYTSRVSFFGQNTHPISAFIYH
                     LGFY"
     gene            complement(1277875..1278747)
                     /locus_tag="CH60_1193"
     CDS             complement(1277875..1278747)
                     /locus_tag="CH60_1193"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK11891.1"
                     /translation="MHITLRQLEVFTEVLKSGSTTQASVVLALSQSAVSAALADLEGQ
                     LGVQLFDRVGKRLVTNEHGRLLYPKALALLDQAIEIEQLFLHDLGALRIAASSTIGNY
                     MLPGMIAKYRRDFPGTPLELNIGNSQDVIEAVADFRGDLGLIEGPCHMPELVTQNWLR
                     DELVVFAAPDSPLCHKALTLVDLADADWILRERGSGTREVLDHLLLAQLPHFKLVMEL
                     GNSEAIKRAVRYGMGVSCLSRRVIADQLASGELVELNIPLPPLIRTLYLIHHRQKHIS
                     NALLRFLSYCQEEE"
     gene            1279405..1280493
                     /locus_tag="CH60_1194"
     CDS             1279405..1280493
                     /locus_tag="CH60_1194"
                     /note="conserved hypothetical family protein;
                     [S] COG2855 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13070.1"
                     /translation="MATSQTKELPRPQLFTVMTRYIPGLVLTGVITGLALNVGDMPWF
                     INMGLGALTLAILFGIIVGNTLYPWLQPVCSDGVVYAKQYLLRLGIILYGFRLTFQQV
                     ADVGATGMVIDLLTLSSTFILACWLGKRVFGLDQQTVMLIGAGSSICGAAAIMATEPV
                     LKADASKVAVAVATVVIFGTLAIFVYPWLYQLNLHYQWLPFSQETFGIFAGSTIHEVA
                     QVVAAGHAIGPDAENAAVITKMIRVMMLAPFLLLLSAYLGRSRIKTSGEKREKSAITI
                     PWFAVIFILMAGFNSLNLLPAVWVNHLITLDTILLAMAMAALGLTTHIGSIRQAGVKP
                     LLLALLLFIWLLVGGTGINLFVQHIALV"
     gene            1280657..1280818
                     /locus_tag="CH60_1195"
     CDS             1280657..1280818
                     /locus_tag="CH60_1195"
                     /note="[L] COG0648 Endonuclease IV"
                     /codon_start=1
                     /transl_table=11
                     /product="putative endonuclease IV"
                     /protein_id="AJK14329.1"
                     /translation="MKFVGAHVSAAGGVDQAVIRAHELEATAFALFTKNQRQWRAAPL
                     AEDVIEKFM"
     gene            1280900..1281622
                     /locus_tag="CH60_1196"
     CDS             1280900..1281622
                     /locus_tag="CH60_1196"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11896.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDHIRPVSTVPSFAVAVRQGDGLLS
                     PTCVAPSGHRLKVRWNGWCSHP"
     gene            1281642..1281920
                     /locus_tag="CH60_1197"
     CDS             1281642..1281920
                     /locus_tag="CH60_1197"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK11922.1"
                     /translation="MTRLRPMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRW
                     LEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDSFCRGVA"
     gene            1281920..1282699
                     /locus_tag="CH60_1198"
     CDS             1281920..1282699
                     /locus_tag="CH60_1198"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13471.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1283044..1286157)
                     /locus_tag="CH60_1199"
     CDS             complement(1283044..1286157)
                     /locus_tag="CH60_1199"
                     /EC_number="4.2.2.20"
                     /codon_start=1
                     /transl_table=11
                     /product="chondroitin ABC endolyase 1"
                     /protein_id="AJK10702.1"
                     /translation="MYAPSRLKLIALTMTTLLGTAAYTPHLSANNTKSAKTEVSQKAL
                     MQSSIIDFDGNQLPDFVTASSGSTLSLSSTRYIMGQQSLKWEWQAGSTMTIEHPITLV
                     TDKVASKTWGRKATQVLSFWIYNETPVDDYMIVDLGRGLGPSGAPDAGIKVKMNFSGW
                     RTVGVSLQNDLEGREIEGIGFDDNAEGESGGRSTIAGGAKSDMDSIRFRAPLKAPAGI
                     FYIDRVMLSIDDARYQWSDDHVKTRYQIPEINFRLPAKLPAPTAGEIAAADDIRGALI
                     RVFTEGQGGENGLVVVDNREKLRAHFAALKIQRDADGQLSGRHIITDKQKVLYQPEFM
                     DDIDQQRFSDYVLLGDYTTLMFNISRAYQRSTSEEVRQELADMYILMTQHLLDQGYMD
                     GSGLVTTHHWGYSSRWWYISAMLMANELDKHQLRQPVSDALLWYSREFKANFDMVPGP
                     ESSDLDYFNTLSRQHLALLMLESDPAKRVALLKRFGEYINVALSQTPPGGYDGLRPDG
                     TAWRHEGNYPGYSFPAFKNAGQLVYMLHGTPFAVSDEGRAALKKAMLSAWVYSNPATS
                     LGLAGRHPFNSSSVTLFQDAFRWLALTGDPKTGDKVDKALAAAYLQITETPESESEAI
                     FGVRIAPAELPQGNWTFNGGAFGIHRFSDKMVTLKAYNSNVWSSEIYYRDNRYGRYQS
                     HGAIQVLPYGNQKEIGFVQDGWDWNRNPGTTTIHLPLAELDSPNTHTLMLRGNHPFSG
                     HSSLSGKYGMFAFKFDAPSMPKFDSSFTARKSALETENRLVLLGSNISNNTEKYATET
                     TLFQHGITDKASDLWVNGERITALPYQRALEEGDWLIDGHGNGYLLTKGAKGEVRRQH
                     QVSANDKSRDPTEGNFSLAWLDHGAKPQNAQYEYLMVLEATPEGMQQLATDYRAGKKV
                     YEVLRQDASAHIVRDNVTQTTGYAAFSSVTPDEGVVKNIAQPAIVMTQMQSHGQLKIS
                     GVTPDLNMTRTTKATPLAIAVTLNGQWQATENNPQVSVKLAGETTQLVFTSYFGMPQE
                     VTLKPMN"
     gene            complement(1286227..1288413)
                     /locus_tag="CH60_1200"
     CDS             complement(1286227..1288413)
                     /locus_tag="CH60_1200"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [S] COG4625 Uncharacterized protein with a C-terminal OMP
                     (outer membrane protein) domain"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK13282.1"
                     /translation="MHNKFKANTLAISIAAILLSVSFNTLAVVCPPEAPAGSSCDAFI
                     ANDGKAVSLANDLYITNGNALTYSGNTPFVAQYLRKNIIATGTDAHAIYADANTVFNN
                     NINLERGISIISENGTAIKIDGSFSHTAAAPNFGIAVKDGSIVRGNGAAIDFRDAQTA
                     IRMDINGSIYGDILGNGVTGNKINFAYQGAAANALFDGYTISGVEKLENWGNLSIIAK
                     DRTITWSGDFTNKNNASLDFKIGDEVDLASPILLVEGKTVFNTGSKALFSYVGSNIND
                     IVNKDIILIQSNGGMSGPIDVAQNEITVVSNLSPLLAQTDSWVTTTDPIVNGGISGNQ
                     LVVRYGVNYEGTDNFLDLALQGGANQYQLNAANYIVSYALSQYNKTQSEASGELLALL
                     TSAGNSSAGIASIADQITPNAEGGEVRAALRMVDKMRDQIDNRSLYLRNQSAATPWNF
                     WAQTLYAHSRQSSGTYTPGYQTNGYGINVGVDRRFNDESLFGVSLGYQNANINIHSYG
                     NEKDVDSYELMAYTGWFDDRYFFNGNVNMGYNSNSSTRNIGENTGYQGNTKATADYNS
                     LQMGYQVKAGMTFDLDVVKLQPSVAYNYQWLRVDDYAEFGSPASLEVDRQSYSVKHLG
                     AGLTAFNTYELGMGLLTPSLTLMGYRDLNDTEIIVKKAGLTTDQGKGKGRFIVEGDSV
                     GNNIFEAKMNSNLQLKNNLSLDGNINYYKRGDYNEGYIGLSVSKHF"
     gene            complement(1288528..1289478)
                     /locus_tag="CH60_1201"
     CDS             complement(1288528..1289478)
                     /locus_tag="CH60_1201"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10887.1"
                     /translation="MKAKLLITSGKLLVTSGTAACLGIMAALMPADVQAAQVNATLSW
                     VTGDYGTTYDYSGPRLDMTINPDGSNWYYDLGFRKQLHDTDQRYQRMEVSAGYRFRFA
                     EGWVQPSFRLREDLSTYASGNRTTINFYDAKVAGQYQLSERFAFVGNMIVGMEREEAN
                     TASNLVERNSDRLSWEIEPGIRFKSSANTQMTLNYFNAGKRSDKGETWGLSDDSKNQQ
                     VRFYFNWNTPIGLVLTPYARYSLDYGETSGWYESAAFSETKTMSKVDRLALQLAYPLS
                     DTFRLQAEYYIENVKYQEGYTMGKDDSRVKYMRVGVRATF"
     gene            complement(1290081..1290269)
                     /locus_tag="CH60_1202"
     CDS             complement(1290081..1290269)
                     /locus_tag="CH60_1202"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hyaluronate lyase"
                     /protein_id="AJK10964.1"
                     /translation="MYKTITVGCFVGLMVAWLPPAAVQQYVMQFELLAQRWKTSHTGV
                     PDQTFDDNQLKEIARYPE"
     gene            1290765..1291520
                     /locus_tag="CH60_1203"
     CDS             1290765..1291520
                     /locus_tag="CH60_1203"
                     /note="TAT_signal_seq: Tat (twin-arginine translocation)
                     pathway signal sequence domain protein;
                     [P] COG0288 Carbonic anhydrase"
                     /codon_start=1
                     /transl_table=11
                     /product="Tat (twin-arginine translocation) pathway signal
                     sequence domain protein"
                     /protein_id="AJK12201.1"
                     /translation="MSKITDCCSEENHPNSRRSVLKAALGMTAAGVIGGIGLGLPQIS
                     YAAALTQEERDKLTPDQIVESLKQGNKRFTSGKALQHDYLAQKRASAEGQFPAAVILS
                     CIDSRAPAEIILDTGIGETFNARVAGNIANDDLIGSLEFASAAAGAKVILVMGHTACG
                     AIKGAIDNVELGNLTGLLNRIKPAIEVTQFDGEKSSKNEKYVDAVAKTNVKNTMDEIR
                     KNSEIIRKLEQEGKVKIVGSMYNLNNGEVEFFM"
     gene            1292263..1292679
                     /locus_tag="CH60_1204"
     CDS             1292263..1292679
                     /locus_tag="CH60_1204"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13239.1"
                     /translation="MYVDTVSVVSGSKFIDINGKGVIDYEKEMSLDCCMNKIHFHTRK
                     VSIDINEKQKRLVMCLFNDVNRKQDIIKVVWYENHKSISDNNYHQLIHKFRVHLKSFG
                     IPEGIIKTINRYGIRLDPSLLITVMSTKMNERFSGY"
     gene            1292747..1293250
                     /locus_tag="CH60_1205"
     CDS             1292747..1293250
                     /locus_tag="CH60_1205"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV pilus biogenesis family protein"
                     /protein_id="AJK10694.1"
                     /translation="MLKIRLKNPFRTLNCNQFIFIELSIVFLVAFHTVMVFWSIIYND
                     SNDMFILYDGQSYDSQNSTEKAKVIDSSNLSKMFDRKINKPDKKIEMNDVLFYSPEYI
                     GEIKLVGVIEHSAPSESIAILEVKGKQTTHLTRENINYEDIVIVKIFTDRVIIKRNGK
                     YYSLIIN"
     gene            1293331..1295253
                     /gene="gspD"
                     /locus_tag="CH60_1206"
     CDS             1293331..1295253
                     /gene="gspD"
                     /locus_tag="CH60_1206"
                     /note="type_II_gspD: type II secretion system protein D;
                     [NU] COG1450 Type II secretory pathway, component PulD"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system protein D"
                     /protein_id="AJK13006.1"
                     /translation="MYISGKGIKSIHGMIFLFTLIMPLDIISANFSVSFKDVDIKEFI
                     NSVSKNINKTIIIDPTVQGLISIRSYENLDKDTYYQLFLNVLDVYGYAAIEMPHNVLK
                     VISSKRAKGVVAPLPKEGVTFDGDELINRVIPLRYISAKKITPLLRQLNDNTESGSII
                     NYDPSNILLITGRAAVVNRLHSIVTDLDQAGDNEIELYKLNYAIAADVVKIVNEAINP
                     INNLKQEVSIVGKVIADERTNSILISGDTYIRKKSILMIKKLDKRQSSDGNTKVVYMK
                     YAQASKLLDVLNGISEGFHNEKKTKQSNQWNQRPVAIKAYDQTNALVITADPDMMLAL
                     GEVIEKLDIRRAQVLVEAIIVETQNGEGINLGVKWENKRSDDINFIKNSDGLLNNNGW
                     GIATTITGLTAGFYKGNWDVLLSALSTNTNNNILATPSIVTLDNMEAEFNVGQEVPVL
                     ISTQTTTTDKVYNSISRQSIGVMLKVKPQINKGDSVLLEIRQEVSSIADSSTVNTHNL
                     GSVFNKRVVNNAVLVKSGETVVVGGLLDKKSSTIVNKVPFLGDLPLIGWLFRQTKEKV
                     EKSNLILFIKPTILRESDDYSVVTSKEYNKYKKDNMNGYTLADDIVLSDKKYLSVIPS
                     IRKDINNFYTLLDSEL"
     gene            1295250..1296761
                     /gene="gspE"
                     /locus_tag="CH60_1207"
     CDS             1295250..1296761
                     /gene="gspE"
                     /locus_tag="CH60_1207"
                     /note="type_II_gspE: type II secretion system protein E;
                     [NU] COG2804 Type II secretory pathway, ATPase PulE/Tfp
                     pilus assembly pathway, ATPase PilB"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system protein E"
                     /protein_id="AJK13077.1"
                     /translation="MTDIESEFHTLPLTFSWSKSHGVLILPMAQGSQLICRKSATLEA
                     ILEGNRVAHSPILFNLVTDEEFENNLTERYQNNSADPYQTMSVISNEIDIYSFANELS
                     DDDDLLDINDEAPVIKLINSILVEAIKELASDIHIESFDKKLTVRFRIDGVLRKILEL
                     QRHVALLLVSRIKVMAKLDIAEKRIPQDGRIALNLAGRALDVRVSVLPSSHGERVVMR
                     LLDKNSIKLDLPSLGMSKDNCISMNTQVHKPHGIILVVGPTGSGKSTTLYAALMGIDA
                     NEKNIMTVEDPIEFDIPGISQTQVNPKIEMTFARSLRAILRQDPDVILIGEIRDIETA
                     QIAVQASLTGHLVLSTLHANSAIGAVTRLKDMNVEAFMLSSSLLAIISQRLVRRLCIA
                     CRQESSVTEKVLQRLNIDDKCSLVGSVYRAKGCNKCNLTGYRGRIALHEFLVVDNLLR
                     GAIYKGLGEFELAKLASGAINSLLSDGISKVIAGLTTIEELVRICQEDDNGCI"
     gene            1296748..1297950
                     /locus_tag="CH60_1208"
     CDS             1296748..1297950
                     /locus_tag="CH60_1208"
                     /note="[NU] COG1459 Type II secretory pathway, component
                     PulF"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system (T2SS), F family
                     protein"
                     /protein_id="AJK12051.1"
                     /translation="MAVFKYVAISRSGTKITGDIDAENIRIARYLLYKKNMHVLSIKK
                     RILLFNKYVVKKNSNKTDLVLITRQIATLVNASMPLDEVLDIVGKQNSKSKMIEIIQR
                     IRVNIQEGHSFADALSPFPAVFSPLYKTMVTAGEVSGHLGLVLVRLADHIEQTQKIQR
                     KIIQALIYPCVLVLISLSVIIILLTAVVPNIVEQFSFSETALPLSTKVLMILSYSIKE
                     NVIFIMAIGVSAVIFLNRLLKINKINVFFHRHYLSLPMLGNMFVRINTSRYLRTLTTL
                     HSNGVTIVQAMSISNAVLTNVYIKNKLNISVKLVSEGCSLSSSLVDSGVFPPIILHMI
                     ISGERSGKLDHMLETVAGVQEEELMNQISIVMSLLEPTIIIVMAAFISFVILSILQPI
                     LEINSLVM"
     gene            1297970..1298407
                     /gene="gspG"
                     /locus_tag="CH60_1209"
     CDS             1297970..1298407
                     /gene="gspG"
                     /locus_tag="CH60_1209"
                     /note="typeII_sec_gspG: type II secretion system protein
                     G;
                     [NU] COG2165 Type II secretory pathway, pseudopilin PulG"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system protein G"
                     /protein_id="AJK11848.1"
                     /translation="MANKKTKGFTLLEIMVVIVILGLLASLTIPSLMSNKNRADQQKA
                     VSDISALENALDMYRLDNGDYPTEQQGIAALVTKPNVPPLPQRYPSDGYIRRLPTDPW
                     GNSYQMNNPGKHGQIDIFSIGPDRLPETEDDIGNWITLSISET"
     gene            1298412..1298954
                     /locus_tag="CH60_1210"
     CDS             1298412..1298954
                     /locus_tag="CH60_1210"
                     /note="IV_pilin_GFxxxE: prepilin-type N-terminal
                     cleavage/methylation domain protein;
                     [NU] COG2165 Type II secretory pathway, pseudopilin PulG"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13887.1"
                     /translation="MFHSQRAFTLLELLLAMIIISGLYYSVLITLPKGSGVVKSEAEN
                     LVQGLRYINQKIRHEGGVFGLKLSETHWRFYKFCCDDCHGIKDNFKINTKINCIWQDS
                     GNDKILSREYPDKLTSKLNVYGEDSIIDNVIGDNIKPQLVFSPEEEYSDFSLVLRNEE
                     NSECVEIKNNITGVSLFIHK"
     gene            1299046..1299336
                     /locus_tag="CH60_1211"
     CDS             1299046..1299336
                     /locus_tag="CH60_1211"
                     /note="[NU] COG2165 Type II secretory pathway, pseudopilin
                     PulG"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system (T2SS), I family
                     protein"
                     /protein_id="AJK14046.1"
                     /translation="MKIISERLRWINILEQRMISSWVAENVLTEIKILKIEQTNEWLM
                     GQESMAGQLWYWQSRSIKLQDDRMEIIAVEVRNNKESEHPDFSLEGYKTTND"
     gene            1299329..1299925
                     /gene="gspJ"
                     /locus_tag="CH60_1212"
     CDS             1299329..1299925
                     /gene="gspJ"
                     /locus_tag="CH60_1212"
                     /note="gspJ: type II secretion system protein J;
                     [U] COG4795 Type II secretory pathway, component PulJ"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system protein J"
                     /protein_id="AJK13199.1"
                     /translation="MIKRPDCGFTLLEMLLAVVIFSMISFIIYSSLRVTIKSNNIMGN
                     KVQELIRLHRVISLLERDISHSVMYIGSQNDYFSNEGRIIGIGVLDSDSFGIYMLRNN
                     KINTEIFIHYQHERLGYRLKKNCLERLSYLILKNTNKIETKFSCLIEGINDFRVRIFH
                     QGKWLNEWSRIDLSPQGIEIILDVKGVGVIRRFILLLH"
     gene            1299934..1300890
                     /locus_tag="CH60_1213"
     CDS             1299934..1300890
                     /locus_tag="CH60_1213"
                     /note="[U] COG3156 Type II secretory pathway, component
                     PulK"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system (T2SS), K family
                     protein"
                     /protein_id="AJK12254.1"
                     /translation="MNQNGIALLMVLCALFLMSTMVMASYNYWFDIYYLAKNSQQRQK
                     EKWILLGAEEKFVSKLIKNTSEDRFNDNEFRRLLSGGRVTVGTWNVNFKSIDNTNCFN
                     INALKTKISNPEEIIETYSWQVFKYLLLISGVGVKETQDTLERVVELYRSNLVIEQSI
                     NGLSTLKEIPYEADEINISSKMNRADFLKIAPVLCIRGDRKLLVNINMLDAGNSQYLQ
                     AALLNKVSARDIYDVISAKPNNGWDNIFIFYDLLSSHSPMSARNVNKNILDKLTVDEY
                     FINYIFRIDHEDSYYQLITFIHAVGKSIAILNRRYSFSEQHH"
     gene            1300874..1302064
                     /gene="gspL"
                     /locus_tag="CH60_1214"
     CDS             1300874..1302064
                     /gene="gspL"
                     /locus_tag="CH60_1214"
                     /note="typeII_sec_gspL: type II secretion system protein
                     L;
                     [U] COG3297 Type II secretory pathway, component PulL"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system protein L"
                     /protein_id="AJK14328.1"
                     /translation="MSNIIDDVKLTFTLLIRLGETEFEPIYWYVESQGKKLVRHGKIN
                     GVAELKNITLYANNVVKILVPANKIIFRSLSIKKNEVMNNIKSIAFSIEQSISSDIDN
                     FHIVILDQDKDFCHVAAIEHELMNRWLFWLNINGISACCIMPDAFALPFFNSEWSVIK
                     IESNWLVRNNEMSGFLVNSSVLENILMLAEPTIKVNTFSPTDIKWGNWQSLDYSDPVL
                     IMAKTVSGNHVNLLSGKYKYAERIIVNNSVFLRVASWFFLLFLVMSLNGWYQGYKIVR
                     DTGALSKVAQDFYADFLPPAYHGGDVNTSFNKYISDLDLKKNNVSFIKLLNAVSYYTA
                     DENVDVRSFNFNYSDGEISFDIEGDDDLINEMLNDKTNLFNARVEVIRSGEDKYNIKL
                     SSQP"
     gene            1302073..1302522
                     /locus_tag="CH60_1215"
     CDS             1302073..1302522
                     /locus_tag="CH60_1215"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK14366.1"
                     /translation="MFLQHLFSAKRRVLLLYLLVISIPIVYYITSRVIEVRNNKLLIK
                     YSELSYHLQQHSIMAKKSNIKSHKKSDPIDIEINKSFKNKNIIFTVSLLDGGKCFVEI
                     NSAKFSNLLDAIIDVSNKYDINVSSADIYLHQDDDDGYVAGKIIFFK"
     gene            1302551..1303390
                     /locus_tag="CH60_1217"
     CDS             1302551..1303390
                     /locus_tag="CH60_1217"
                     /note="[NOU] COG1989 Type II secretory pathway, prepilin
                     signal peptidase PulO and related peptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV leader peptidase family protein"
                     /protein_id="AJK12615.1"
                     /translation="MDIQVFFVSYLIFGAMVGSFLNVLIYRLPIMLANLSSRSESHGE
                     EIKMRSHLRNINLFQPGSFCHHCNESIPIKYNIPILGWIFLRGASRCCNKKISTRYLF
                     IEVLAVIQTLLVLMIFKEDLLICTSLVLIWSLTALAFIDFDTYLLPDCMTIPLLWLGL
                     LINIDTVFAPLTSAVLGAVSGYLFLWLSYWLFKIVRGVDGMGYGDFKLMAALGAWFGV
                     SAVPFLILFSSFFGLVAYAIFYFFDKKDNGKEINYIAFGPYISLAGVLYLFLGSHVTN
                     LFS"
     gene            complement(1303374..1303739)
                     /locus_tag="CH60_1216"
     CDS             complement(1303374..1303739)
                     /locus_tag="CH60_1216"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial chaperone lipo family protein"
                     /protein_id="AJK10589.1"
                     /translation="MPNSNIKLMVFFAPILFGCQINSEEKKPNEEIINQLTALTAGLR
                     FLKEDCNLKKIPNEQEIINSAIKIANLKGEIMTSKHNNKIIKKSESLYQDIKSDLTAK
                     NTKCLELEELLTPFIKKIN"
     gene            1304023..1304739
                     /locus_tag="CH60_1218"
     CDS             1304023..1304739
                     /locus_tag="CH60_1218"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [K] COG3710 DNA-binding winged-HTH domains"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13719.1"
                     /translation="MNTIVINDVFFTPQKRTIDRNGKVTKIRNKESELLSLLCEYYPE
                     PISREDIEKRLWEGSYVTDNTLTQTISNLRHALDDKKHELVVTIPKKGYRIGIKPEIF
                     IEGEVQCQPYEKLGIIGSSVDKMAMSFLKGKMSFYRVCLFVLGVIFFFIFFNVALYRY
                     QVKLVDVNSLPILINLDKEQDKTFLSVYQQHPYVLLKKKKMAAMLFVNARETSWYAKK
                     IIYSILFSILLGGGGGQLLV"
     gene            1304736..1305137
                     /locus_tag="CH60_1219"
     CDS             1304736..1305137
                     /locus_tag="CH60_1219"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14229.1"
                     /translation="MIYAYIHPMKNLEGYWEGNYLLRTDSGNYHIFSRVNIINRSIQS
                     SMDVYDDRDQVKARCNTLFNIRSANNVFCVKMLSISFVDNEEKMLSDFLNTPYDVSYP
                     IFYRLDANTILIEQSQGHPVNSTRLLVRANI"
     gene            1305304..1306983
                     /locus_tag="CH60_1221"
     CDS             1305304..1306983
                     /locus_tag="CH60_1221"
                     /note="conserved hypothetical protein;
                     [NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12547.1"
                     /translation="MNYVVKKYFGYIMSKLSLSESRLGILFGFTLVISLFSLLQIFSI
                     GYLSHILKSTKANVEITHRNHQQEALMDRARMELLIASDKLNRAGIYYMEDKETGSEG
                     SWQSLLNEALQSLQQSQDSYLQLQAVSAQDSRQELNELKESYHQLYQGLAEIAQGLAQ
                     KHNIDTFFDVPIQGFQSDFTEKYYRYLQESEKGSTAMDEQLLSSLSSAKQIIIGALAI
                     LLVLAFSAWLGVTRWMIAPLNHLISRINKIAAGDLSHRIEDTSFACREIRQLTYSVRH
                     MQEGLVALVSQVRGGAEVILTGVNQITADNHRLSEQTHSQTQSLAVTAQSMQQLTVRV
                     KQNSMSAEQANHLVNEARDTASQGGEMMSNVVSSMADISTGSREISEIITLIESVAFQ
                     TNILALNAAIEAAHAGEHGRGFSVVAREVGTLAHQSGHSAQNIKRLIQHSANSVSTGA
                     SLVNRSGENLQAIIDVVKKVTDLMAEITTASHYQSKGIEEMAAQVEMINGATKQNAAL
                     VEQSAHASEVLQQQTLQLNQSVARFHLPVEKYSPLRLAKESTIAAIDSRVS"
     gene            complement(1306969..1307604)
                     /locus_tag="CH60_1220"
     CDS             complement(1306969..1307604)
                     /locus_tag="CH60_1220"
                     /note="[O] COG3531 Predicted protein-disulfide isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="DSBA-like thioredoxin domain protein"
                     /protein_id="AJK12323.1"
                     /translation="MPGTTLHYIFDPLCGWCYGAAPLVQTAQNIPGLTLVLHGGGMMS
                     GANRRQIDTQWRSYVMPHDKRIAELTGQTFGDNYFNQLLNDTSAIMDSTPPIAAILAA
                     EALAGDGAKMLHRIQLAHYVEGRRIADTPVLTVLAADIGLNTEAFINAFNIAQKHAAQ
                     HIAESRTMLAKVQGHGFPTFILQDAAGKMTVVPAGDYFGNQPGWINRLTNA"
     gene            complement(1307717..1308604)
                     /locus_tag="CH60_1222"
     CDS             complement(1307717..1308604)
                     /locus_tag="CH60_1222"
                     /note="[R] COG0491 Zn-dependent hydrolases, including
                     glyoxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AJK12183.1"
                     /translation="MLNKMLLQITFASLVTASAIATAATTEPLKMEVYNPGEKSIFPV
                     SSEIISGKNEVVLIDAQFQRNDAEALVKKIQQSGKKLTTIYISQADPDFYFGLDVIAK
                     AFPQAKVIATPQTIEEIKATKDGKMAYWGPILKENAPTAVIIPQPLQGKSFTVDGQQI
                     EVEGLDGPSPEKTFVWIPSLKAVVGGVAVSGNIHLWVADTQTPESRENWLTTLEKIKA
                     LKPAIVVPGHFLDNAPQTLESVTFTQNYLTTLNAEIPKAKDSAELIAVMKKHYPELKD
                     ESSLELSAKVLKNEMKWPQ"
     gene            1308711..1309619
                     /locus_tag="CH60_1223"
     CDS             1308711..1309619
                     /locus_tag="CH60_1223"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK10711.1"
                     /translation="MDRITAAEVFVAIVDRGSMIAAAESLEMSRAMATRYLAQMEQWA
                     GARLLHRTTRKLSLTHAGEATLERCRRMLEFAQDMDLAEGQESEELRGLLRISCSQSL
                     GQSALAIAVADYLRRYPQVAVDLQMNNRAINLVEERIDLALRITNELDPNLIARPLST
                     CYSVVCASPAYLSVSGIPESPQDLTVHNCLTYSYFGESLWHFDQSGVKSSVAVSGNLS
                     ANESVVLLSGALEGAGITLQPIYSVAPYIARGELIKLLPDYQPQAMGIYGVYASRRQM
                     PTTLRTMLDFLVEWFATHPQWLSTMK"
     gene            1309988..1311148
                     /locus_tag="CH60_1225"
     CDS             1309988..1311148
                     /locus_tag="CH60_1225"
                     /note="[G] COG2814 Arabinose efflux permease"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK10690.1"
                     /translation="MPVALLALALCAFAIGTTEFVIMGLLPQVAGDLHISIPTAGWLI
                     SGYALGVAIGAPIMAVLTAKLPRKKTLLLLMVIFIIGNLMCALAYSYDFLMFARVITA
                     LCHGAFFGIGAVVAANLVAPNRRASAVALMFTGLTLANVLGVPLGTALGQAFGWRSTF
                     WVVSVIGLFSLAALYSKLPSSSEEAPTELRKEIAALRGGGIWLSLLMTVFFAAAMFAL
                     FTYIAPILTEVTQVSEHGVSWTLLLMGVGLTLGNIVGGRLADWRLSVSLTMTFLLIAV
                     FSALFSWTSYSLLAAEVTLFLWSAAAFSAVPALQINVVAYGKKAPNLVSTLNIAAFNV
                     GNALGAWVGGVVIAKGLGLTAVPLAAAALAVMGLLLCLFTFSRARTIGNKMA"
     gene            complement(1311145..1312086)
                     /locus_tag="CH60_1224"
     CDS             complement(1311145..1312086)
                     /locus_tag="CH60_1224"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13763.1"
                     /translation="MPAISLRQIEIFHGVMTTGNLTEAALLLQTSQPTVSRELARFEQ
                     LVQLTLFERVRGRLYPTVQGLRLFEEVQRSYYGLDRIKQAAEGIRQFQHAQLSIACLP
                     VFSQSLLPAVCKPFIDRYPEVSLNVIPQESPLLEEWLSAQRHDLGLTENIQTPAGTQR
                     HTLMTVNEVCVLPADHPLREKSVLTPQDFNGENFVSLSVTDSYRQLLDNLFAEEKVTR
                     RLVMETHSAASVCAMVREGVGVSIVNPLTALDYLSKGRGSGVCVRPFSVDIPFTVSLI
                     QPLHRPSSTLVDTFVGHLKQQTTLFQQRLATVIAPAC"
     gene            1312301..1313563
                     /gene="lysA"
                     /locus_tag="CH60_1227"
     CDS             1312301..1313563
                     /gene="lysA"
                     /locus_tag="CH60_1227"
                     /EC_number="4.1.1.20"
                     /note="lysA: diaminopimelate decarboxylase;
                     [E] COG0019 Diaminopimelate decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminopimelate decarboxylase"
                     /protein_id="AJK10752.1"
                     /translation="MPRALNDRSSALTAQNLIALPERFGCPVWAYDGDIIAERINQLR
                     HFDVIRFAQKACSNIHILRLMREQGVKVDSVSLGEIERALHAGYQPGQEPAEIVFTAD
                     LLDQATLLRVTELNIPVNAGSIDMLDQLGQQAPGHPVWLRVNPGFGHGHSQKTNTGGE
                     NSKHGIWHEELPRALKKIEHYGLTLVGIHMHIGSGVDYQHLEQVCDAMVQQVITLGHD
                     ISAISAGGGLSIPYQFGDDVIDTEHYYGLWNSARERIAAHLGHPVSLEIEPGRFLVAE
                     SGVLIAQVRAVKDMGRRHYVLVDAGFNDLMRPAMYGSYHHISLLPADGRDLTSAPLID
                     TVVAGPLCESGDVFTQQEGGGVETLALPAAVIGDYLVFHDTGAYGASMSSNYNSRPLL
                     PEVLFEKGQPRLIRRRQTIEELIDLERV"
     gene            complement(1313560..1314582)
                     /locus_tag="CH60_1226"
     CDS             complement(1313560..1314582)
                     /locus_tag="CH60_1226"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK10761.1"
                     /translation="MATIKDVAKLAGVSVATVSRVINHSPKASEASRVAVCKAMEQLQ
                     YHPNANARALAQQSTETVGMIVSDVSDPFFGAMVKAVEQVAYATGNFLLIGNGYHDAE
                     KERQAIEQLIRHRCAALVVHAKKLPDDELTSLMEQIPGMVLINRTLPGFEPRCIALDD
                     RYGAWLATRHLIQQGHKRVAFICSNHQISDALDRMQGYLDALKEFDIPVDERLITYGT
                     PDELGGEQAMTDLLGRGKHFTAVSCYNDSMAAGALSVLSDNSIDVPQEISLIGFDDVL
                     ISRYLRPRLTTIRYPVVAMSTQAAELALALANNTPLPEITNMFSPTLVRRHSVASPPS
                     LRDDTD"
     gene            1314892..1317153
                     /locus_tag="CH60_1228"
     CDS             1314892..1317153
                     /locus_tag="CH60_1228"
                     /note="[C] COG0243 Anaerobic dehydrogenases, typically
                     selenocysteine-containing"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin oxidoreductase family protein"
                     /protein_id="AJK14368.1"
                     /translation="MSIIRYPQLAHWGAYTAVVEDGKLIRCEPFADDPDPSPLLNSIV
                     PMVYSDKRIRKPAIRRSWLKRREKSDRTLRGQEDFVEVDWDVALDLVAEENRRVRDQY
                     GPAGLFTGSYGWSSAGRLHHARSLVRRFYFSGGGGVDQLGNYSWGAAQFFLPYVIGTF
                     SPLTGRVTSWPSVVEHCELFIAFGGLALKNAQVSSGGSAEHSLKLWLEKLAQKGTPVI
                     NISPMRDDCPAFVNAEWIPIRPNTDVALMLALAYEIQRLDGHDEAFLATHCVGYGQLA
                     DYIRGANDGIAKTPDWASSITGIPAARIAQLAQQLIGVRSFMTCSYSVQRAHRGEQPY
                     WMVIALSAMLGQVGLPGGGFSFGHGSMNGVGNPRIDTPGPAMPVGKNPAGLAIPVARI
                     CDMLLQPGQPYQFQGETHTYPDIHLVHWAGGNPFHHHQQLNRLVEGWQKPDTVIVQDI
                     WWTPVAKMADIVLPVTSSLERNDIGGSSRDRYVLAMHQAIAPQHQARHDFDIFADLAD
                     RLGYRETFTEGRDEMAWIRHIYQECGAAQRSHDVEWPDFETFWQQGYVGLPAPSKAFV
                     FFDSFREDPQANPLQTPSGKIELFSEKIASYQYNDFAPHAEWKPPVEWLGAPLAEQWP
                     LHLISIQPGDRLHSQLDPAPLAQSNKTAGRETLYMHPLDAASRDITEGSQVQVSNLRG
                     HCLAGVSITDGVTRGVVLMATGAWFDPGFGGTQHKIEQSGNPNVLTLDIGTSRLTQGP
                     NAMSCLVEVALYE"
     gene            1317602..1319758
                     /locus_tag="CH60_1229"
     CDS             1317602..1319758
                     /locus_tag="CH60_1229"
                     /note="[IQ] COG0318 Acyl-CoA synthetases
                     (AMP-forming)/AMP-acid ligases II"
                     /codon_start=1
                     /transl_table=11
                     /product="acyltransferase family protein"
                     /protein_id="AJK14171.1"
                     /translation="MAYRLLRALFRGLFRVTIDGVTDQFKHEKLIITPNHVSFLDGAL
                     LALFLPIKPVFAVYTSITDTWYMRWLKPYVDFVALDPTNPMAIKHLVRMVEQGRPVVI
                     FPEGRITVTGSLMKIYDGAAFVAAKSGAAVVPIRLDGPEFTHFGRLQGVLKTRWFPKI
                     SIHVLPATTIPMPQAPRSRERRVLAGEHLHTIMMAARMATVPRETLFEALLSAQTRYG
                     RFKPCIEDVSFKEDSYQTLLKKTLGVSRILQRFTVPGEHVGMLLPNATITAAAIFGAS
                     LRGRIPALLNYTSGAKGLQSAIIAASLKTIVTSRQFLEKGKLTHLPEQVNEVNWVYLE
                     DLKDTVTLTDKLWILFHLCFPRRAMLPQQADDSALILFTSGSEGNPKGVVHSHASLLA
                     NVEQIRTIADFTPRDRFMSSLPLFHAFGLTVGLFTPLMTGSRVFLYPSPLHYRVVPEL
                     VYDRNCTVLFGTSTFLGNYARFAHPYDFARVRYVVAGAEKLAESTKQIWQDKFGIRIL
                     EGYGVTECAPVVAINVPMAAKVNTVGRILPGMEARLINVPGIAQGGRLQLRGPNIMRG
                     YLRVENPGVLEQPSAENAQGELDANWYDTGDIVTLDEQGFCAIRGRVKRFAKLAGEMV
                     SLESVEQLAISLSPEGQHAAAAKTDSAKGEALVLFTTDSEITRERLIKVARENGVPEL
                     AVPRDIRVVKALPLLGSGKPDFVTLGKMAQDPEMSV"
     gene            1319755..1320975
                     /locus_tag="CH60_1230"
     CDS             1319755..1320975
                     /locus_tag="CH60_1230"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13635.1"
                     /translation="MSQDVLADKPLLSRSMVAVLCAQFFSAFGDNALLFATLALIKQQ
                     LYPDWSQPILQMAFVATYIVLAPFVGQIADGFAKGRVMMVANGLKLAGALVICFGLNP
                     FLGYSLVGVGAAAYSPAKYGILGEITSGEQLVKANGMMEASTIAAILLGSVAGGILAD
                     WHLMAALGVCALVYAIAVIANLFIPRLAAARSGASWRPRAMTGSFFTACRLLWQDSET
                     RFSLAGTSLFWGAGVTLRFLLVLWVPVALGIADNATPTLLNAMVAIGIVVGAGAAARF
                     VTLKTVKRCLPAGVLIGVMVTIFSLQNSMPMAYLLLIIIGILGGFFVVPLNALLQERG
                     KHSVGAGNAIAVQNLGENTAMLFMLGLYSLVVKLGAPVVAVGVGFGVVFALAIALLWG
                     WQWRQQRQKTRQPE"
     gene            complement(1321004..1321168)
                     /locus_tag="CH60_1231"
     CDS             complement(1321004..1321168)
                     /locus_tag="CH60_1231"
                     /note="conserved hypothetical protein;
                     [S] COG3122 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12501.1"
                     /translation="MPVFKFHKQTFLIFNQQKQAALSKEYKSQVKQLIEVNIIDISKG
                     DICQQSEGSP"
     gene            1321316..1321567
                     /locus_tag="CH60_1232"
     CDS             1321316..1321567
                     /locus_tag="CH60_1232"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11999.1"
                     /translation="MLEGLPDQFYEAFIECIQCQTEDGKQRLDISHKFKIAADSEYQN
                     FQPADDLYPAQCIEQALEGKQWSKARLTFSPDNASFSWQ"
     gene            complement(1321944..1322984)
                     /locus_tag="CH60_1233"
     CDS             complement(1321944..1322984)
                     /locus_tag="CH60_1233"
                     /note="[C] COG0667 Predicted oxidoreductases (related to
                     aryl-alcohol dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK12871.1"
                     /translation="MQYHRIPHSSLEVSLLGLGTMTFGEQNSEADAHAQLDYAVAAGI
                     NLIDTAEMYPVPPRPETQGLTEQYIGRWIKARGCREKIILASKVSGPSRGDDQPIRPN
                     MALDRKNIRIALEESLKRLNTDYLDIYQLHWPQRETNCFGKLNYRYSEQTAVVTLLET
                     LEALNEQVRAGKIRYIGVSNETPWGVMRYLQLAEKHDLPRIVSIQNPYSLLNRSFEVG
                     LAEISQHEGVELLAYSSLAFGTLSGKYLNGAKPAGARNTLFSRFTRYSGPQTQLAVAE
                     YVSLAKHHGLDPAQMALAFVRQQPFVASTLLGATSLEQLKSNIDSQNIVLSQEVLDAL
                     EAIHTRYTFPAP"
     gene            complement(1323355..1324041)
                     /gene="mutH"
                     /locus_tag="CH60_1234"
     CDS             complement(1323355..1324041)
                     /gene="mutH"
                     /locus_tag="CH60_1234"
                     /note="mutH_TIGR: DNA mismatch repair endonuclease MutH;
                     [L] COG3066 DNA mismatch repair protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair endonuclease MutH"
                     /protein_id="AJK14206.1"
                     /translation="MSVYSLPPAPPSDEHQLFQRAQALSGFTLGELATRAQWVIPADL
                     KRVKGWVGMLLEFYLGASAGSKPEQDFADIGIELKTIPISAQGKPLETTFVCVAPLTG
                     NSGVTWESSHVRHKLARVLWVPVEGERHIPLAERRVGAPLLWSPNVEEEELLRRDWEE
                     LMDLIVLGKVESITARHGQVLQLRPKAANSRALTEAIGEFGQPIMTLPRGFYLKKTLT
                     APMLARHFLL"
     gene            1324731..1325258
                     /gene="rppH"
                     /locus_tag="CH60_1235"
     CDS             1324731..1325258
                     /gene="rppH"
                     /locus_tag="CH60_1235"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA pyrophosphohydrolase"
                     /protein_id="AJK12762.1"
                     /translation="MIDDDGYRPNVGIVICNRQGEVLWARRYGQHSWQFPQGGINPGE
                     TPEQAMYRELFEEVGLNKKDVRILASTRNWLRYKLPKRLVRWDTKPVCIGQKQRWFLL
                     QLMCNEAEINMQRSSTPEFDGWRWVSYWYPVRQVVSFKRDVYRRVMKEFAATVMPVQE
                     VAPPRVPPAYRRKRG"
     gene            1325277..1327517
                     /gene="ptsP"
                     /locus_tag="CH60_1236"
     CDS             1325277..1327517
                     /gene="ptsP"
                     /locus_tag="CH60_1236"
                     /EC_number="2.7.3.9"
                     /note="PTS_I_fam: phosphoenolpyruvate-protein
                     phosphotransferase;
                     [T] COG3605 Signal transduction protein containing GAF and
                     PtsI domains"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate-protein phosphotransferase"
                     /protein_id="AJK13930.1"
                     /translation="MRLREVVEKVAMATGLTEALELLVNETCLAMDTEVCSIYLADND
                     RRCYYLMATRGLKKPRGRTITLAFDEGIVGLVGRLAEPINLADAQSHPSFKYVPQVKE
                     ERYRAFLGVPIIYRRQLLGVLVVQQREHRQFDESEESFMVTLATQLAGILSQSQLNAI
                     FGQYRQTRIRALAAAPGVAVAEGWQDISQPSLDLVYEASTLDSTLERERLTQALEEAA
                     AEFRRFSKRFAASSQKESAAIFDLYSHLLNDARLKRELFAQIDAGAVAEWAVKQVVEA
                     FAAQFASLQDTYMRERASDLRALGQRLLFHLDDSTSGASQWPERFILVADELTATLLA
                     EVPQDRLAGVVVRDGAANSHAAILVRAMGIPTVMGADIQPALLSQRLLIVDGYRGEVL
                     VDPEPVLVKEYQRLVTEEIELSKLAEDDVEQPAALKSGERIQVMLNAGLSPEHEQLLG
                     GRVDGVGLYRTEIPFMLQSGFPSEEEQVAQYQGMLQLYPQKPVTLRTLDIGADKQLPY
                     MPISEENPCLGWRGIRITLDQPEIFLIQVRAMLRANAGTGNLGILLPMITSIEEVDEA
                     KRLIDRAGREVEEMLGYVLPQPRLGVMIEVPSMIFMLPYLTSRVDFISVGTNDLTQYL
                     LAVDRNNTRVASLYDSLHPAMLQVLRQILMQATESGLQVSLCGEMAGDPMGALLLVGL
                     GYRNLSMNGRSVARIKYLLRNIELADAQVLAARVLTAQMTTDVRHLTAAFMERRGLGG
                     LIRGGK"
     gene            1327768..1328640
                     /gene="lgt"
                     /locus_tag="CH60_1237"
     CDS             1327768..1328640
                     /gene="lgt"
                     /locus_tag="CH60_1237"
                     /note="lgt: prolipoprotein diacylglyceryl transferase;
                     [M] COG0682 Prolipoprotein diacylglyceryltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="prolipoprotein diacylglyceryl transferase"
                     /protein_id="AJK12134.1"
                     /translation="MSNSYLAFPKFDPVIFSIGPVSLHWYGLMYLVGFVFAMWLAVRR
                     ANKPGSGWTKEEVENLLYAGFLGVFIGGRVGYVLFYNLPMFLDNPLYLFKVWDGGMSF
                     HGGLIGVICVMLWFARRTKRNFFQVADFIAPLIPFGLGAGRLGNFINAELWGRVTTDT
                     PWAMLFPTSRNTDIAIVAADPAKWQAIFNQYGVLPRHPSQLYEMILEGVVLFIILNVF
                     IRKPRPMGSVSGLFLIGYGTFRIIVECFRQPDEQLGLFEGMISMGQILSVPMILAGII
                     MMIWAYRRPTQKLS"
     gene            1328647..1329441
                     /gene="thyA"
                     /locus_tag="CH60_1238"
     CDS             1328647..1329441
                     /gene="thyA"
                     /locus_tag="CH60_1238"
                     /EC_number="2.1.1.45"
                     /note="thym_sym: thymidylate synthase;
                     [F] COG0207 Thymidylate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidylate synthase"
                     /protein_id="AJK13899.1"
                     /translation="MKQYLDLMKKVLEEGTPKADRTGTGTLSIFGHQMRFNLQDGFPL
                     VTTKRCHLRSIIHELLWFLNGDTNIAYLKENNVSIWDEWADENGDLGPIYGKQWRAWG
                     AADGRKIDQLSNVVNQLKQDPDSRRIIVSAWNVGELDQMALAPCHAFFQFYVADGKLS
                     CQLYQRSCDVFLGLPFNIASYALLVHMMAQQCDLAVGDFVWTGGDTHLYSNHIDQAHL
                     QLSREPRVLPKLVIKRKPDSLFDYHFDDFDIEGYDPHPGIKAPIAI"
     gene            1329461..1329601
                     /locus_tag="CH60_1239"
     CDS             1329461..1329601
                     /locus_tag="CH60_1239"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13971.1"
                     /translation="MAPFCVFYLFTSLPLLRFFTPILSIFSSLPIKMRVVSQTSLYFC
                     IH"
     gene            1329677..1330246
                     /locus_tag="CH60_1240"
     CDS             1329677..1330246
                     /locus_tag="CH60_1240"
                     /note="IV_pilin_GFxxxE: prepilin-type N-terminal
                     cleavage/methylation domain protein;
                     [NU] COG2165 Type II secretory pathway, pseudopilin PulG"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10665.1"
                     /translation="MKIYSIKTGKLLPKAPLLRKQKVFIKQRSLIKQRGISLIELLVV
                     ITLVSVMTLWGGQSWHHYRQRAKLADSARQLLAFLTHLQAEANRNNRTAILWAQPDGQ
                     GCLGSGHKPTPPCTGLAGSLFIPPYRDIAITLPLQKEMGFYGVRNTAQAGNIILSSPA
                     GRIRLVISSRGRIRLCSEQQSMAGIHLCL"
     gene            1330237..1330845
                     /locus_tag="CH60_1241"
     CDS             1330237..1330845
                     /locus_tag="CH60_1241"
                     /note="IV_pilin_GFxxxE: prepilin-type N-terminal
                     cleavage/methylation domain protein;
                     [U] COG4795 Type II secretory pathway, component PulJ"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12216.1"
                     /translation="MPLVVNVLSTPLNAQPTRTAGFTLPEMMLALSFGSLIALSTAQV
                     LPKLSQQISVLQQHYRLELVMNQAMGAMEKDLRRAGFCHGKCQGEAITIEHYLGETAH
                     SCLIVAYDLNCNGRWEGAKHQESEYFGYRLRNKALESQRGELNCHGRGWEKLFDPRDV
                     TVTHFSVTPLSGQLFKLRLVGHKTGNPAIHHQVTYLIRGNNV"
     gene            1330842..1331312
                     /locus_tag="CH60_1242"
     CDS             1330842..1331312
                     /locus_tag="CH60_1242"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13052.1"
                     /translation="MTQVFQRGSSTLAAVMTLFSLGLFWLSAIHRQLDNIQQITGEEQ
                     RYLRAYNQAESSLNWGVSQRWALRIPWRVGSAWHCMAHQELGLKACVKRSSLAGFFIL
                     KGESLPLGSLPPLMLYQRVKLKAVTGSSGNYQLIDTPHGWLDFCPDKDAQFCLD"
     gene            1331300..1331710
                     /locus_tag="CH60_1243"
     CDS             1331300..1331710
                     /locus_tag="CH60_1243"
                     /note="conserved hypothetical protein;
                     [NU] COG4967 Tfp pilus assembly protein PilV"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11367.1"
                     /translation="MPRLITKHAYGQTISVETGGFNLRHLRGFSLLEVLIAALFFSIS
                     LLGLLQYHQALLQGFASSWQQRQAWSWLHQYMESQSGTDPEERWAPEVKPGWHYRQFI
                     DRIEGDCREFSVKLITRQDSPVELSRWFCSTEMI"
     gene            1331845..1335216
                     /gene="recC"
                     /locus_tag="CH60_1244"
     CDS             1331845..1335216
                     /gene="recC"
                     /locus_tag="CH60_1244"
                     /EC_number="3.1.11.5"
                     /note="recC: exodeoxyribonuclease V, gamma subunit;
                     [L] COG1330 Exonuclease V gamma subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease V, gamma subunit"
                     /protein_id="AJK14221.1"
                     /translation="MFTVYHSNQLDLLKALTTALIEREPLDNPFQQEVVLVQSPGMAQ
                     WLQMQLAQQFSIAANIVFPLPATFIWDMFTRVLPDIPKESAFSKEAMTWKLMWLLPDL
                     LENPLFSPMKRYLSDDGDRRKIHQLAARVADLFDQYLVYRPEWLESWERGQLIEGLDD
                     AQQWQALLWVELTRYTRQLEQPEWHRANLYQRFIHQLLKSDVCPQGLPKRVFICGISA
                     LPPIYLQALQALGKHIDIHLMFTNPCRYFWGDIQDYTFLAKLQSRKRRHYRESIELSL
                     FRHPQQAEQLFNTDGEQNLSNPLLASWGRLGRDHMYLLSQIDEIQEVHAFVDIEPDNL
                     LHGIQHDMLELEDHAVIGTTPETLARSDQKRRLDLDDRSLSFHVCHSPQREVEVLQDH
                     LLGLLAADPELTPRDIIVMVVDIDSYTPYIQAAFGNAPSERYLPFAISDRKASQAHPA
                     LHAFITLLDLPQSRFTAEQVLALLEVPALATKFGITEDGLRRLRQWVGESGIRWGLDD
                     DNVRELSLPATGQHTWRFGLTRMLLGYAMDSTAGDWQGILPYDESSGLAAELAGQLAD
                     MLMHLSQWRQQLGQPRELSEWLPICRQLLDTFFDQDNDTEAALVLIEQQWQKVIGYGI
                     AAQYPDVVPLNLLRDELAARLDNERISQRFLAGPINFCTLMPMRSIPFKVVCLLGMND
                     GVYPRTLPPQGFDLMAKKVRRGDRSRRDDDRYLFLEALLSAQQQLYISYIGRSIQDNS
                     KRYPSVLVSELIEYVAQSYHLPGDEKLSADDSAQRVTQHLLCWHARMPFSAENFIKNS
                     ELQSYAAEWLPSAESKGHAHPNFNQPLQAEPLAEITLDELVRFYRHPVRAFFQLRLGV
                     NFVIEETELPDEEPFTLDNLSRYQFNTQLLNALINEDDINSVFARARAAGVLPYGSFG
                     ELYWESQQDEMVPLAEQIRSERKENHSIELNIEFADITVTGWIHQVQDDGLVRWRPSI
                     LTAVDGLLLWLEHLVYCSAGGEGESRIYGRKGTAWRYAPMAADEARPYLQQLIKGYQQ
                     GLCEPLMLLSKSGWAWLSQCFDRESGQILWDEETQGKARMKLLQVWQGDQRVTGEGED
                     HYIQRVCRRMDNQHLDIILHETERYLLPIARHNKA"
     gene            1335298..1338186
                     /locus_tag="CH60_1245"
     CDS             1335298..1338186
                     /locus_tag="CH60_1245"
                     /note="[O] COG1025 Secreted/periplasmic Zn-dependent
                     peptidases, insulinase-like"
                     /codon_start=1
                     /transl_table=11
                     /product="insulinase family protein"
                     /protein_id="AJK11142.1"
                     /translation="MHKQLARIVGIVFFLGLLAPSSWAAIPAWQPLAETIYKSEHDLR
                     KYQAIKLSNGMTVLLVSDTQAPKSLAALALPVGSLEDPDNQLGLAHYLEHMVLMGSKH
                     FPEPGSFSEFLKKHGGSHNASTASYRTAFYLEIENDALAPAVERLADAIAEPLLDPIN
                     ADRERNAVNAELTMARSRDGMRMAQVNAETLNPAHPSARFSGGNLETLRDKPDGKLHD
                     ELVSFYHRYYSANLMVGVLYSNQSLEQLAQLAADTFGRIPNRDAKVPTITVPVVTPDQ
                     TGIIIHYVPAQPRKQIKVDFRIANNSADFRSKTDTYISYLISNRSKNTLSDWLQKQGL
                     ADAINAGADPMLDRNGGVFSITVSLTDKGLAQRDVVVAAIFDYINMLHKEGIKKSYFD
                     EIAHVLNLDFRYPSITRDMDYIEWLVDMMLRVPVAHTLDAPYLADQYDPKAIASRLAE
                     MTPENARIWFVSPEEPHNKVAYFVDAPYQVDKIGVQRMKEWQQLGQKIALSLPALNPY
                     IPDNFTLIKADKNITRPQNVADQPGLRVFYMPSQYFADEPKADITVAFRNPHALNSAR
                     HQVLFALTDYLAGLSLDQLSYQASIGGISFSTAPNNGLYVNAGGFTQRMPQLLTSLVS
                     GYASFTPTEEQLVQAKSWYREQLDVAEKGKAYELAIQPAKLLSNVPYSERSERRKLLD
                     SISVQDVLTYRDDLLKQSAIEVLAVGNMTAEQVTELTESLKKQLNLIGTTWWVGEDVI
                     IEKTQLANMERVGSSSDAALAAVYVPTGYTEIAGMARSALLGQIIQPWFYDQLRTEEQ
                     LGYAVFSFPMSVGHQWGIGFLLQSNSKEPNYLYQRYLAFYPQAEKRLREMKPDDFEQY
                     KQGLVNQLLQRPQTLDEEAERYRKDFNLNNFAFDSREKMIAQVKQLTANELADFFQQA
                     VIKPQGLALLSQVKGQGQAGGFAVPEGWTTYPTTSALQATLPQKVLAP"
     gene            1338183..1341845
                     /gene="recB"
                     /locus_tag="CH60_1246"
     CDS             1338183..1341845
                     /gene="recB"
                     /locus_tag="CH60_1246"
                     /EC_number="3.1.11.5"
                     /note="recB: exodeoxyribonuclease V, beta subunit;
                     [L] COG1074 ATP-dependent exoDNAse (exonuclease V) beta
                     subunit (contains helicase and exonuclease domains)"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease V, beta subunit"
                     /protein_id="AJK13247.1"
                     /translation="MTPTTPQRLEPLALPLYGERLIEASAGTGKTFTIGVLYLRLLLG
                     LGGDAAFRRPLMVEEILVVTFTEAATEELRGRIRDNIHGLRIACVRGVSDDPMYQALL
                     AEITDWAVAAAQLLAAERQMDEAAIYTIHGFCQRMLANNAFESGILFEQTLVQDELPL
                     WRQACADFWRRHCYPLPLVIARAVSQEWSGPEALLSDLSAYLQGETPKFRQAPGDDET
                     ILSRHQHVVTQIDALKAEWRLAAPELEALISRSGVDKRSYSSKHLPNWLEKVGLWAEQ
                     ETEDYQLPKELEKFRQSVLLEKTKKGAAPQHTLFSAIDSIFEQPLTLRDLILARAISE
                     IRFSVQQEKRQRAELGFDDLLSKLDAALQQSGGELLAQSIRTRYPVAMIDEFQDTDPQ
                     QYRIFHTVYGGQEACALLLIGDPKQAIYAFRGADIFTYIRARSEVSAHYTLETNWRSS
                     FPMVQSVNRLFSLVNTPFLFEQIPFINVAAAKKNHDLSFEIKGEKQPALHFWLQPGDG
                     VGVSEYQQVMARQCAAQIRDWLTAGQQGQAELLTTKGPKPVQASDITILVRSRAEAAL
                     IRDALSALAIPSVYLSNRDSVFETTEAKDLLWLLQAVLAPEQERALRSAMATGILGLD
                     ARMLDALNHDERAWDALVDEFDHYRQHWQRRGVLPMLREMMARRHLAENLLATPGGER
                     RLTDLLHLGELLQEAASQLDSEHALIRWLAQQIAQPNPQSDSQQLRLESDRHLVRVVT
                     IHKSKGLEYPLVWLPFIGNFRQQQNVLYHDRHSFEALLDLNADEESQALAEEERLAED
                     LRLLYVALTRSVYHCSVGIAPLIKGGRKKQGESDMHRSALGYLVQHGQPGDAHVLSEK
                     LTELARSSNGDICVSPVEPPDDKPWQPQPEALPELTARHFTRKMQDYWRVTSYSGLQQ
                     SGSTKKLYGSATGDVSQALGAPLQVLLPRLDIDAVGEQAVVTEDDHLTPHTFPRGAAP
                     GTFLHDLLEPLDFSQPIELAWLSERLQQQGFSEQWAPVLHQWLNDIVQTPLTDTGATL
                     AGLSPERKQAELQFYLPIDSLLRAEVLDRLIKQYDPLSRQCPVLDFQQVRGMLKGFID
                     LVFCWQGQYYLLDYKSNWLGEDSRAYTVEAMTQAMAEHRYDLQYQLYTLALHRYLRHR
                     LADYDYQRHFGGVIYLFLRGVDQQHSGHGIFNCRPEQKLIEEMDRLFSGTIGSNATAS
                     DKSGSNVIHSGERASR"
     gene            1341842..1343800
                     /gene="recD"
                     /locus_tag="CH60_1247"
     CDS             1341842..1343800
                     /gene="recD"
                     /locus_tag="CH60_1247"
                     /EC_number="3.1.11.5"
                     /note="recD: exodeoxyribonuclease V, alpha subunit;
                     [L] COG0507 ATP-dependent exoDNAse (exonuclease V), alpha
                     subunit - helicase superfamily I member"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease V, alpha subunit"
                     /protein_id="AJK11779.1"
                     /translation="MMTLLAQAARDRLLRPLDVQFSRMIAGDDDPRLQLAAAILSAEV
                     GAGHVCLPLRYLQPELLFGGRQPDLSLALWQAAGSPDKAQWLQALQNAPVVSDGSQPT
                     PLVLQQERLYLQRMWQYEGDVVQFIASDSVFINRDSDFMTSKGIATSVDESLLRETLD
                     ALFGCAGSEVDWQKVAAAVAATRRISVISGGPGTGKTTTVAKLLTALIRLSQGQRLRI
                     KLAAPTGKAAARLTESLGKAIRQFFLTDDERKLFPDQASTLHRLLGVQPNSQRLRYHR
                     GNPLNLDVLVVDEASMVDLPMMARLIAALPAKAKVIFLGDRDQLASVEAGAVLGDICR
                     FAELGYSEQRAQQLTQLTGYLLTNNALTSNVLTNKALANKAQPDETYSDSANVRDSLC
                     LLRKSYRFDEKSGIGQLALAVNAGEYRQALSVLNSAYSDVERFPLADEEDYQVLLEAC
                     AVGYQHYLERVAALAPAAEVLAAFGRYQLLCALRSGPFGVSGLNERIEQVLHRKGFII
                     RPSGPSGRWYVGRPVMIELNDSALGLFNGDIGIALHDNEGELRVYFQLPDGNIKSVQP
                     SRLPSHETAYAMTVHKSQGSEFEHTALVLPNTFMPVLTRELVYTAITRARQHLTLYCS
                     DAVLSHAIRTPTLRLSGLVDRLNTLNRQ"
     gene            complement(1343942..1345267)
                     /gene="argA"
                     /locus_tag="CH60_1248"
     CDS             complement(1343942..1345267)
                     /gene="argA"
                     /locus_tag="CH60_1248"
                     /EC_number="2.3.1.1"
                     /note="N-Ac-Glu-synth: amino-acid N-acetyltransferase;
                     [E] COG0548 Acetylglutamate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="amino-acid N-acetyltransferase"
                     /protein_id="AJK11966.1"
                     /translation="MKERSTELVQGFRHSVPYINAHRGKTFVVMLGGEAIEHENFSSI
                     VNDIGLLHSLGIRLVVVYGARPQIDSNLADHNYEPIYHKHTRVTDARTLEMVKQAAGL
                     LQLDITARLSMSLNNTPLQGAHINVVSGNFIIAQPLGVDDGVDYCHSGRIRRIDEEAI
                     HRQLDNGAIVLLGPVAVSVTGESFNLTSEEVATQLAIKLKAEKMIGFCSSQGVTDSEG
                     NIISELFPNDAQKRIEDLEQDGDYNSGTVRFLRGAVKACRSGVRRSHLLSYQEDGALI
                     QELFSRDGIGTQIVMESAEQVRRATINDIGGILELIRPLEQQGILVRRSREQLEMEID
                     KFTIIERDNLTIACAALYPFPDEHIGEMACVAVHPDYRSSSRGEMLLNRITNQARQMG
                     LKKLFVLTTRSIHWFQERGFTPAEVDVLPIQKQELYNYQRRSKILLADL"
     gene            1345503..1346753
                     /locus_tag="CH60_1249"
     CDS             1345503..1346753
                     /locus_tag="CH60_1249"
                     /note="[M] COG0860 N-acetylmuramoyl-L-alanine amidase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AJK11381.1"
                     /translation="MADSNHNSGRRRLLQGAAAAWMLSISRVGFAASSHIVAVRVWPS
                     STYTRVTLESNTPLKYRQFALTHPDRIVVDIEGVQLNSVLKEISRQVQSADPYLKQAR
                     VGQFDKNTVRLVLELKQSISPQLFTLKPFAEFRNRLVVDLYPAEGGTSAEDDPLLALL
                     EDYNKGNVDRTLPPETPKAGKAGRDRPIIIMLDPGHGGEDPGAIGKNKTKEKDIVLQI
                     ARRLRALIQKEANMRVFMTRNEDVFIPLKVRVAKARKLRADLFISIHADAFTNRAASG
                     SSVFALSTKGATSTAARFLAQTQNEADQIGGVSKSGDPYLDHTIIDLLQTATINDSLK
                     FGKEVLSRMSKINKLHKNRVDQAGFAVLKAPDIPSILVETAFISNLEEERKLRTSRFQ
                     QQIAESIFAGIKAYFANGGAMARL"
     gene            complement(1346983..1347059)
                     /locus_tag="CH60_1250"
     tRNA            complement(1346983..1347059)
                     /locus_tag="CH60_1250"
                     /product="tRNA-Met"
     gene            complement(1347183..1347259)
                     /locus_tag="CH60_1251"
     tRNA            complement(1347183..1347259)
                     /locus_tag="CH60_1251"
                     /product="tRNA-Met"
     gene            1347475..1348647
                     /locus_tag="CH60_1252"
     CDS             1347475..1348647
                     /locus_tag="CH60_1252"
                     /note="[M] COG2821 Membrane-bound lytic murein
                     transglycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="mltA specific insert domain protein"
                     /protein_id="AJK12398.1"
                     /translation="MTSRWGKYLLSGIMIAVLAGCQSRPTDRGQQYKDGRLEQSLELV
                     NEPNAAGKPVNAKDYSDQVKVINQSSPGLYNRNSDTFNAVQNWMLAGADTSKLSLFGL
                     NAYQMEGVDNFGNVQFTGYYTPVLQARYTPQGEFRHPLYRMPAKGKRRLPDRAAIYAG
                     ALDNRNLIIAYTNSLVDNFMMEVQGSGYVDYGDGRPLTFFGYAGKNGHAYRSIGKVLI
                     DRGEVARADMSMQAIRQWAENHSEAEVRELLEQNPSFVFFKPVMYAPVKGASAVPLIA
                     KASVASDKSLIPPGTTLLAEVPLLDDQGKFTGKYQMRLMVALDVGGAIKGQHFDIYQG
                     IGHEAGQAAGFYNHYGRVWVLKNAQSSGPLFTAYKGGTQSEPTSNDSSLLVNNQDR"
     gene            1348790..1349617
                     /locus_tag="CH60_1253"
     CDS             1348790..1349617
                     /locus_tag="CH60_1253"
                     /note="[H] COG1179 Dinucleotide-utilizing enzymes involved
                     in molybdopterin and thiamine biosynthesis family 1"
                     /codon_start=1
                     /transl_table=11
                     /product="thiF family protein"
                     /protein_id="AJK13086.1"
                     /translation="MSTAYSEAYQQRFGGIARLYGQQALALFSQAHVCVIGIGGVGSW
                     AAEALARTGIGAITLIDMDDVCVTNTNRQIHALRHNIGQAKTEVMAERILAINPECHV
                     TCIDDFITADNVAELLNKNFSYVIDAIDSVRPKAALLSYCRRYKIPVVTTGGAGGQID
                     PTRIAVVDLAKTIQDPLAAKLRERLKSDFNVVKNSKGKLGIDCVFSSEPLVYPQADGS
                     VCASRSTAEGPKKMDCTSGFGSATMVTATFGFVAVSHVLKKMMAKAARQHESAATAS"
     gene            complement(1349653..1350093)
                     /gene="csdE"
                     /locus_tag="CH60_1254"
     CDS             complement(1349653..1350093)
                     /gene="csdE"
                     /locus_tag="CH60_1254"
                     /EC_number="2.8.1.7"
                     /note="feS_syn_CsdE: cysteine desulfurase, sulfur acceptor
                     subunit CsdE;
                     [R] COG2166 SufE protein probably involved in Fe-S center
                     assembly"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfurase, sulfur acceptor subunit
                     CsdE"
                     /protein_id="AJK11120.1"
                     /translation="MIAPHPFGHDITATDLIEKFSAHKQWEDRYRQLILLAKQLPPLQ
                     EAWKKNELELTGCENRVWLGHQHLPDGTLHFYGDSEGRIVRGLLAVILTAVEGKTPQQ
                     VLAADPLALFEQLGLRQQLSTSRANGLQALAQGVQTIAAKYAER"
     gene            complement(1350231..1351436)
                     /gene="csdA"
                     /locus_tag="CH60_1255"
     CDS             complement(1350231..1351436)
                     /gene="csdA"
                     /locus_tag="CH60_1255"
                     /EC_number="2.8.1.7"
                     /note="feS_syn_CsdA: cysteine desulfurase, catalytic
                     subunit CsdA;
                     [E] COG0520 Selenocysteine lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfurase, catalytic subunit CsdA"
                     /protein_id="AJK12608.1"
                     /translation="MKVFNPMDFRREFPALSDKLTYLDSAATALKPRAMIDATQQFYQ
                     QDSATVHRSQHQSALSLTVRFENTRQQVADFINSSTAENIIWTRGTTEAINLIAQSYA
                     RPRLQPEDEIIVSEAEHHANLIPWLMVAEQTGAKIVKLPLGLDHLPDLQQLPQLLNEK
                     TRILALGQMSNVTGGSPDLAQAIRLAHQYDCVVVVDGAQGIVHYPADVQALDIDFYAF
                     SSHKLYGPTGIGVLYGKTELLEEMPAWQGGGKMLTHASFGGFTPHEVPYRFEAGTPNI
                     AGVIGLSAVLKWLEHIDLEEAEVYSQGLATMAENKLAQLPGFHSYRCQQSSLLAFTFD
                     GVHHSDLVALLAEQGIALRAGQHCAQPLMAALGVNGSLRASFAPYNTPQDVEMLCSAL
                     GKALELLRD"
     gene            1351513..1351632
                     /locus_tag="CH60_1256"
     CDS             1351513..1351632
                     /locus_tag="CH60_1256"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13082.1"
                     /translation="MHIDVIHISDGRTIVTDGKPKVDDEIEMISHPCVNGGRE"
     gene            1352096..1353013
                     /gene="gcvA"
                     /locus_tag="CH60_1257"
     CDS             1352096..1353013
                     /gene="gcvA"
                     /locus_tag="CH60_1257"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system transcriptional
                     activator"
                     /protein_id="AJK11385.1"
                     /translation="MSKRLPPLNALRAFDAAARHLSFTKAAEELFVTQAAVSHQIKSL
                     EDFLGLKLFRRRNRSLLLTEEGQSYYLDIKEIFTSINEATRKLQARSAKGALTVSLPP
                     SFAIQWLVPRLSGFNAAYPGIDVRIQAVDREEDKLADDVDVAIFYGRGNWSGLRTERL
                     YAEFLLPVCAPSLLTGENGLKVPSDLANHTLLHDTSRRDWLAYTRQLGVPQINVQQGP
                     IFSHSAMVVQAAVHGQGIALVNNVMAQSEIEAGRLVCPFNDVLVSKNAFYLVCHDSQA
                     ELGKIAAFRQWILARAASEQEKLRFRYEN"
     gene            1353179..1353574
                     /locus_tag="CH60_1258"
     CDS             1353179..1353574
                     /locus_tag="CH60_1258"
                     /note="conserved hypothetical protein;
                     [S] COG2363 Uncharacterized small membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11599.1"
                     /translation="MNSRLMLIFSALSGFFYVAFGAFGAHVLSTSLGLNEMAWIRTGL
                     EYQGFHTLVILILAVAMQRQVSLWFYWSGALLALGTLLFSGSLYCLALSHLRLWIYIT
                     PVGGVCFLAGWILMLIGALRLRKRAERHE"
     gene            1353567..1354673
                     /locus_tag="CH60_1259"
     CDS             1353567..1354673
                     /locus_tag="CH60_1259"
                     /note="[R] COG2933 Predicted SAM-dependent
                     methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsJ-like methyltransferase family protein"
                     /protein_id="AJK12783.1"
                     /translation="MNNKIALYCRSGFEKECAAEITEKAAQLEIFGFARVKENSGYVL
                     FECYQLEDADRLIREIPFREFIFARQMMVVGELLKDLPPEDRVSPIVGMLVGVIEKAG
                     ELRVEVADTNESKELLKFCRKLTVPLRSALREQKILSARENAHRPVVHVFFIAPGCCY
                     VGYSYSNNNSPFYMGIPRLKFPSDAPSRSTLKLEEAFHVFIPADEWEERLASGMHAVD
                     LGACPGGWTYQLVQRSMMIQAVDNGLMAQSLMDTGQVTHHRADGFKYEPTRSNIYWLV
                     CDMVEKPTKVTQLITKWLVNGWCREAIFNLKLPMKKRYEEVVQNLAMMDEQLKENGIN
                     ADIHAKQLYHDREEVTVHVRRIWSGAPGRRDERY"
     gene            complement(1354924..1355679)
                     /locus_tag="CH60_1260"
     CDS             complement(1354924..1355679)
                     /locus_tag="CH60_1260"
                     /note="5'-3' exonuclease, C-terminal SAM fold family
                     protein;
                     [L] COG0258 5'-3' exonuclease (including N-terminal domain
                     of PolI)"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14324.1"
                     /translation="MQIHLLIVDALNLIRRIHAVQGSPCVKACQHALQQLIQHSQPSH
                     AVAVFDEDDRSDSWRHQCLPDYKAGRSPMPDNLQQEMPLIRQAFNELGVACWHSPGNE
                     ADDLAATLVVKVAGAGHQVTIVSTDKGYCQLLAPNIQIRDYFQKRWLDMPFVKQEFGV
                     LPRQLPDYWGLAGISSSKIPGVAGVGAKTATLLLQQADTLEVLYQNLESIPEKWRKKL
                     QQHQQMAFTCKQIATLKTDLLLSGNLQQLRLKK"
     gene            complement(1355939..1357303)
                     /locus_tag="CH60_1261"
     CDS             complement(1355939..1357303)
                     /locus_tag="CH60_1261"
                     /note="conserved hypothetical protein;
                     [R] COG1611 Predicted Rossmann fold nucleotide-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10706.1"
                     /translation="MITHVSPLGSMDLLSQLEVDMLKRTASSDLYRLFRNCSLAVLNS
                     GSLTDNSKELLSRNETFDINVLRRERGVKLELVNPPEHAFVDGKIIRSLQANLFAVLR
                     DILFVNGQIVSASNFQHLNMESSSHLTNLVFSILRNARALHIDEEPNMVVCWGGHSIN
                     ETEYLYARKVGSQLGLRELNICTGCGPGAMEAPMKGAAVGHAQQHYKKGRFIGMTEPS
                     IIAAEPPNPLVNELVIMPDIEKRLEAFVRIAHGIIIFPGGVGTAEELLYLLGILMNPE
                     NSEQVLPLILTGPKESADYFKVVDEFIMNTLGDGARKYYQIIIDDPDEVARQMKKAMP
                     LVKEYRRNTGDAYSFNWSIRIEPDLQHPFEPNHENMANLDLSHNQPPEKLAAALRRAF
                     SGIVAGNVKEVGIQAIEAHGPFKLHGDPQLMKQMDRLLQDFIAQHRMKLPGSVYTPCY
                     EICS"
     gene            complement(1357456..1358301)
                     /gene="queF"
                     /locus_tag="CH60_1262"
     CDS             complement(1357456..1358301)
                     /gene="queF"
                     /locus_tag="CH60_1262"
                     /EC_number="1.7.1.13"
                     /note="queF: queuine synthase;
                     [R] COG0780 Enzyme related to GTP cyclohydrolase I"
                     /codon_start=1
                     /transl_table=11
                     /product="queuine synthase"
                     /protein_id="AJK12669.1"
                     /translation="MSSYQNHKALAELTLGKPTAYCDYYDATLLQAVPRSMNREPLGL
                     YPDNLPFHGADIWTLYELSWLNSNGLPQVAVGEISLNADSINLIESKSFKLYLNSFNQ
                     TIFADKESVRMTLQRDLAACAQGNVSVALYDLDEITGQPISNFNGECLDKQDIRIDSY
                     EFNADYLQGAAGKDHVEESLVSHLLKSNCLITHQPDWGSVQIHYRGPQIDHEALLRYL
                     VSFRHHNEFHEQCVERIFNDIMRFCQPETLTVYARYTRRGGLDINPWRSNTDFVPLTG
                     RLARQ"
     gene            1358433..1358984
                     /locus_tag="CH60_1263"
     CDS             1358433..1358984
                     /locus_tag="CH60_1263"
                     /codon_start=1
                     /transl_table=11
                     /product="syd family protein"
                     /protein_id="AJK13540.1"
                     /translation="MDLNISTALRSFTQRYIDLWQQQTGHLPASKELYGVPSPCIVET
                     GEDQVFWQPQAFLPEATLTNIERALEIQLHPDIHDFYTQQYAGDMMADLGNHRFTLLQ
                     VWSEDDFIRLQENLIGHLVTQKRLKLSPTLFLATTSSEMTMASLCNVSGNVVLEQFGS
                     DKRTLLASTLSHFLDALRPVLPE"
     gene            1359674..1360132
                     /locus_tag="CH60_1264"
     CDS             1359674..1360132
                     /locus_tag="CH60_1264"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13236.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1360386..1360718
                     /locus_tag="CH60_1265"
     CDS             1360386..1360718
                     /locus_tag="CH60_1265"
                     /note="[S] COG3098 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine synthase C family protein"
                     /protein_id="AJK12747.1"
                     /translation="MSTENKVRQSLQDIEFAMRETDLWQTVPPEAEAFESNEPFSIDT
                     MAAEQWLQWVFLPRMYALLELNGPFPTRFAITPYFEEALSGDGRPDYSALLAQLRCLD
                     DLLNKESE"
     gene            1360718..1361491
                     /locus_tag="CH60_1266"
     CDS             1360718..1361491
                     /locus_tag="CH60_1266"
                     /note="[J] COG0564 Pseudouridylate synthases, 23S
                     RNA-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA pseudouridylate synthase family protein"
                     /protein_id="AJK11742.1"
                     /translation="MLEIIYQDEHIVAVNKPAGWLVHRSWLDRNETVFVMQTVRDQIG
                     QHVYTVHRLDRPTSGVLLMALSSDVARMLSLQFEQHQIQKTYHAVVRGYVLEGGTVDY
                     AMAEELDKIADKFAKSDKAPQPSVSHYEALAQVEVPLAIGRYETARYSLVALKPETGR
                     KHQLRRHMAHIRHPIIGDSTHGDLRQNRGVAQHFGCSRLMLHASHLHLNHPVTGEALT
                     LTARWDEPWQGLMSQFGWSGIAPHLERVEFPLTASQDNE"
     gene            1361519..1361968
                     /locus_tag="CH60_1267"
     CDS             1361519..1361968
                     /locus_tag="CH60_1267"
                     /note="[C] COG0716 Flavodoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin family protein"
                     /protein_id="AJK14423.1"
                     /translation="MAQVGIFVGTVYGNALLVAEEAENILKDQGHEVKLFDEGTLEDW
                     QHYRQHYVLVITSTTGQGDFPDSIASLFVAVRDQVGFQPELRYGVIALGDSSYDNFCG
                     AGRTFDELLQEQGATRIGERLEIDAIEHSEPEAISAPWVEQWGRLLQ"
     gene            complement(1362058..1362447)
                     /locus_tag="CH60_1268"
     CDS             complement(1362058..1362447)
                     /locus_tag="CH60_1268"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11749.1"
                     /translation="MYDNLKSLGITQPEDVDRYSLRQEANNDILKIYFRKDKGEFFAK
                     SVKFKYPRQRKTVVSDNASHGYKEINEINPNLRYVIDELDQLCKRDQIEVDLKRKILD
                     DLRHLESVVTNKIAEIEADLEKLTNGR"
     gene            complement(1362571..1363395)
                     /gene="dapD"
                     /locus_tag="CH60_1269"
     CDS             complement(1362571..1363395)
                     /gene="dapD"
                     /locus_tag="CH60_1269"
                     /EC_number="2.3.1.117"
                     /note="dapD: 2,3,4,5-tetrahydropyridine-2,6-dicarboxylate
                     N-succinyltransferase;
                     [E] COG2171 Tetrahydrodipicolinate N-succinyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="2,3,4,5-tetrahydropyridine-2,6-dicarboxylate
                     N-succinyltransferase"
                     /protein_id="AJK11100.1"
                     /translation="MQQLQNVIETAFERRADITPANVDTVTREAITHVIDLLDTGALR
                     VAEKIDGQWVTHQWLKKAVLLSFRINDNQVMEGAETRYYDKVPMKFAGYDEARFQREG
                     FRVVPPATVRKGAFIARNTVLMPSYVNIGAFVDEGTMVDTWATVGSCAQIGKNVHLSG
                     GVGIGGVLEPLQANPTIIEDNCFVGARSEVVEGVIVEEGSVISMGVFIGQSTRIYDRE
                     TGEVHYGRVPAGSVVVSGNLPSKDGSYSLYCAVIVKKVDAKTRSKVGINELLRTID"
     gene            complement(1363570..1366251)
                     /gene="glnD"
                     /locus_tag="CH60_1270"
     CDS             complement(1363570..1366251)
                     /gene="glnD"
                     /locus_tag="CH60_1270"
                     /EC_number="2.7.7.59"
                     /note="UTase_glnD: protein-P-II uridylyltransferase;
                     [O] COG2844 UTP:GlnB (protein PII) uridylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-P-II uridylyltransferase"
                     /protein_id="AJK12771.1"
                     /translation="MSDNHTEHSLSLTLTPTISEQPALPSTYLDSDIHCPILKQRLDA
                     FQRWQAEAFNSGTSAEVLIAARSDYIDHLLQRLWTFYGFDKVPETALVAVGGYGRGEL
                     HPLSDIDVLVLSKQRLNDEQAQRVGQLITLLWDLKLEVGHSVRTLEECLLEGLADLTI
                     ATNMIESRLICGDVALFLQMQKHIFSDSFWPSPQFFHAKVVEQQERHKRYHGTSYNLE
                     PDIKSSPGGLRDIHTLLWVARRHFGATSLSEMVDFGFLTNAERNELNESQSFLWRIRF
                     ALHLVLTRYDNRLLFDRQLSVAQLLRYEGEGNEPVEHMMKDFYRMTRRVSELNNMLLQ
                     LFDEAILALDANEKPRPLDEEFQLRGDLIDLRDENLFVRQPEAIMRMFYLMVRNQDIK
                     GIYSTTVRRLRHARRHLKAPLCHIPEARKLFMAILRHPGAVSRALLPMHRHSVLWAYM
                     PQWGSIVGQMQFDLFHAYTVDEHTIRVLLKIESFADEDTRPRHPLCVELYPRLPQPEL
                     LLLAALFHDIAKGRGGDHSILGAHDAVEFAEQHGLNSRESQLVAWLVRCHLLMSVTAQ
                     RRDIQDPAVIQQFSAEVQSETRLRYLVSLTVADICATNENLWNSWKQSLLRELYFATE
                     KQLRRGMQNSPDLRERVRHHRLQALALLRMDNIDEEALHRIWSRCRADYFLRHSPNQL
                     AWHARHLLEHDSTKPLVLVSRQATRGGTEIFIWSPDRPSLFAAVVGELDRRNLSVHDA
                     QIFTNRDGMAMDTFIVLEPDGSPLAQDRHPIISHALQQAINRSDYQHPPRVRRLSPKL
                     RHFSVPTEANFLPTHNERRTYLELIALDQPGLLARVGKIFADLGLSLHSARITTIGER
                     VEDLFVLADKDRRALSLETRRELAQRLADTLNPNDKL"
     gene            complement(1366311..1367102)
                     /gene="map"
                     /locus_tag="CH60_1271"
     CDS             complement(1366311..1367102)
                     /gene="map"
                     /locus_tag="CH60_1271"
                     /EC_number="3.4.11.18"
                     /note="met_pdase_I: methionine aminopeptidase, type I;
                     [J] COG0024 Methionine aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine aminopeptidase, type I"
                     /protein_id="AJK10733.1"
                     /translation="MAISIKTPEDIQKMRVAGRLAAEVLEIIEPYVKPGVTTGELDRI
                     CHDHITNHQQAISACLGYHGFPKSVCISVNEVICHGIPSDEKVLKEGDIVNIDVTVIK
                     DGFHGDTSKMFIVGKPTILGERLCRVTQESLYLAIKMVKPGIRLRTLGKAIQKFVEAE
                     NFSVVREYCGHGIGEGFHEEPQVLHYDADDGGVVLQAGMAFTIEPMVNAGDYRIRTMK
                     DGWTVKTKDRNLSAQYEHTIVVTDNGCEIMTLRKDDTIPNIITHE"
     gene            1367537..1368262
                     /gene="rpsB"
                     /locus_tag="CH60_1272"
     CDS             1367537..1368262
                     /gene="rpsB"
                     /locus_tag="CH60_1272"
                     /note="rpsB_bact: ribosomal protein S2;
                     [J] COG0052 Ribosomal protein S2"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S2"
                     /protein_id="AJK13795.1"
                     /translation="MATVSMRDMLQAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLE
                     KTVPMFNEALAELTKISSRKGKILFVGTKRAASEAVKEAANNCDQFFVNHRWLGGMLT
                     NWKTVRQSIKRLKDLEIQSQDGTFDKLTKKEALMRTRELNKLENSLGGIKDMGGLPDA
                     LFVVDADHEHIAIKEANNLGIPVFSIVDTNSDPDGVDFIIPGNDDAIRAVKLYLGAVA
                     TAVREGRSQDLAVQAEESFVEAE"
     gene            1368390..1369247
                     /gene="tsf"
                     /locus_tag="CH60_1273"
     CDS             1368390..1369247
                     /gene="tsf"
                     /locus_tag="CH60_1273"
                     /note="tsf: translation elongation factor Ts;
                     [J] COG0264 Translation elongation factor Ts"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor Ts"
                     /protein_id="AJK13482.1"
                     /translation="MVAITAALVKELRERTAAGMMECKKALVEANGDIELAIDNMRKS
                     GQAKAAKKAGRIAAEGIILAKVSADGKYGVILELNCETDFVAKDAGFKAFGEEVINAA
                     LAEKIADIDVLKAKFEEQRANLVAKIGENINIRRVAVLEGDILGTYLHGARIGVMVAA
                     TGADEELVKHIAMHIAASKPEYVKPDDVPAEVVAREHQIQLDIAIESGKPREIAEKMV
                     EGRMRKFTGEVSLTGQNFVMDPSKTVGDLLKENNADVVNFIRFEVGEGIEKVETDFAA
                     EVAAMSKQS"
     gene            1369456..1370181
                     /gene="pyrH"
                     /locus_tag="CH60_1274"
     CDS             1369456..1370181
                     /gene="pyrH"
                     /locus_tag="CH60_1274"
                     /EC_number="2.7.4.22"
                     /note="pyrH_bact: UMP kinase;
                     [F] COG0528 Uridylate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="UMP kinase"
                     /protein_id="AJK10679.1"
                     /translation="MATNAKPVYQRILLKLSGEALQGAEGFGIDASVLDRMAQEVKEL
                     VELGIQVGVVIGGGNLFRGAGLAQAGMNRVVGDHMGMLATVMNGLAMRDALHRAYVNA
                     RLMSAIPLNGVCDNYSWAEAISLLRHNRVVIFAAGTGNPFFTTDSAACLRGIEIEADV
                     VLKATKVDGVYSADPVKNPDATLYEQLTYQDVLEQELKVMDLAAFTLARDHNLPIRVF
                     NMNKPGALRRVVMGENEGTLIAK"
     gene            1370317..1370874
                     /gene="frr"
                     /locus_tag="CH60_1275"
     CDS             1370317..1370874
                     /gene="frr"
                     /locus_tag="CH60_1275"
                     /note="frr: ribosome recycling factor;
                     [J] COG0233 Ribosome recycling factor"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome recycling factor"
                     /protein_id="AJK13194.1"
                     /translation="MINEIRKDAEVRMEKCLEAFQNHISKIRTGRASPSILDGIQVEY
                     YGTATPLRQLANIVVEDSRTLALTVFDRSLSAAVEKAIMTSDLGLNPSSAGTVIRVPL
                     PALTEERRKDLIKVVRAEAEQGRVSIRNVRRDANDKVKALLKDKEISEDEDRRSQDDV
                     QKLTDAYIKKVDAALAVKEAELMDF"
     gene            1371088..1372284
                     /gene="dxr"
                     /locus_tag="CH60_1276"
     CDS             1371088..1372284
                     /gene="dxr"
                     /locus_tag="CH60_1276"
                     /EC_number="1.1.1.267"
                     /note="dxr: 1-deoxy-D-xylulose 5-phosphate
                     reductoisomerase;
                     [I] COG0743 1-deoxy-D-xylulose 5-phosphate
                     reductoisomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-deoxy-D-xylulose 5-phosphate reductoisomerase"
                     /protein_id="AJK13141.1"
                     /translation="MKQLTILGSTGSIGNSTLSVVRANPELFKVTALVAGRNVREMAQ
                     QCLEFSPRYAAMSDEHSAKSLRLLLAEQGSDTEVYSGETAACELAALDDVDQVMAAIV
                     GIAGLPSTLAAIRAGKQVLLANKESLITCGKLFMDEVKRSRAQLLPIDSEHNAIFQSL
                     PERIQRQLGYSSLNENGVSRIILTGSGGPFRETPLSQFSDVTPDQACAHPNWSMGRKI
                     SVDSATMMNKGLEYIEARWLFNASAEQIEVVLHPQSVIHSMVRYHDGSILAQMGTPDM
                     RTPIAHAMAYPMRVSSGVAPLDFCKVGALTFTTPDYQRYPCLKLAIDACNAGQAATTA
                     LNAANEISVMAFLDSKIRFTDIEVINRTVVEGLLLSEPTSVEEVLVIDRKARDVAAQV
                     IAKLNN"
     gene            1372508..1373266
                     /gene="uppS"
                     /locus_tag="CH60_1277"
     CDS             1372508..1373266
                     /gene="uppS"
                     /locus_tag="CH60_1277"
                     /EC_number="2.5.1.31"
                     /note="uppS: di-trans,poly-cis-decaprenylcistransferase;
                     [I] COG0020 Undecaprenyl pyrophosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="di-trans,poly-cis-decaprenylcistransferase"
                     /protein_id="AJK13559.1"
                     /translation="MSPVKEDRANLSPRSPRHVAIIMDGNGRWAKNKGKLRVFGHKAG
                     VKSVRRAVSFAAKHNLDALTLYAFSSENWNRPDQEVTALMELFVRALDSEVKSLHKHN
                     VRLSIIGDISRFSGRLQERIRRSEKLTANNDGLKLNIAANYGGRWDIIQGVRHLAEQV
                     QKGELQPTDISEESLNSYICLHEQSQVDLVIRTGGEHRISNFLLWQIAYAELYFTDVL
                     WPDFDENVFEGALNAFAQRERRFGGTTPIDATAS"
     gene            1373276..1374124
                     /locus_tag="CH60_1278"
     CDS             1373276..1374124
                     /locus_tag="CH60_1278"
                     /note="[I] COG0575 CDP-diglyceride synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidylyltransferase family protein"
                     /protein_id="AJK13718.1"
                     /translation="MLKYRLITALILIPVVIGALFLLPPVGFAIVTLVVCMLAAWEWG
                     QLAGFASRTQRIWLAILCGFLLVAMLLSLPEYQHSPHHLLVSTPLWLSMGWWVAALML
                     VLTYPRSAVSWRNSRLLRIIFGILTIIPFFWGMFALRQYGYEQNHNTGAWWLLYVMLL
                     VWGADSGAYMFGKLFGKHKLAPKVSPGKTWEGLIGGLLTSALISLLFGRYAPLDIVPE
                     KLLICSVVAALASVLGDLTESMFKREAGIKDSGHLIPGHGGILDRIDSLTAAVPVFAC
                     LMLLVF"
     gene            1374153..1375508
                     /gene="rseP"
                     /locus_tag="CH60_1279"
     CDS             1374153..1375508
                     /gene="rseP"
                     /locus_tag="CH60_1279"
                     /note="[M] COG0750 Predicted membrane-associated
                     Zn-dependent proteases 1"
                     /codon_start=1
                     /transl_table=11
                     /product="RIP metalloprotease RseP"
                     /protein_id="AJK13492.1"
                     /translation="MMSILWSLAAFIVALGILITVHEFGHFWVARRCGVRVERFSIGF
                     GKALWRRTDRQGTEYVIALIPLGGYVKMLDERVEAVAPELRHQSFNNKTVLQRAAIVS
                     AGPIANFLFAIVAYWLVFIIGVPSVRPVIGDISPQSIAAQANISSGMELKSVDGIETP
                     DWDSVRLALISRIGDKQMQVGVAPFGSDNVVEKTLDLRQWQFEPDKQDPVVALGIIPR
                     GPQIESVLAEVQPGSAAQKAGLQAGDRIVKVNGQLLDRWQTFVLQVRDNPGQPLVLDI
                     ERESTPLSLTLIPDTKSVGENRSEGFAGVVPKVIPLPDEYKTIRQYGPFTAVYQAGDK
                     TWQLMRLTVSMLGKLITGDVKLNNLSGPISIAQGAGLSAEYGLVYYLMFLALISVNLG
                     IINLFPLPVLDGGHLLFLAIEKLKGGPVSERVQDFSYRIGSILLVLLMGLALFNDFSR
                     L"
     gene            1375545..1377932
                     /gene="yaeT"
                     /locus_tag="CH60_1280"
     CDS             1375545..1377932
                     /gene="yaeT"
                     /locus_tag="CH60_1280"
                     /note="OM_YaeT: outer membrane assembly complex, YaeT
                     protein;
                     [M] COG4775 Outer membrane protein/protective antigen
                     OMA87"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane assembly complex, YaeT protein"
                     /protein_id="AJK11031.1"
                     /translation="MAMKKLLIASLLFGSATVYGADGFVVNDIHFEGLQRVAVGAALL
                     NMPVRVGDTVSDDDIGKTIRALFATGNFEDVRVLRDGNTLIVQVKERPTIASITFSGN
                     KAVKEDMLKQNLEASGVRVGEALDRTTISNIEKGLEDFYYSVGKYSASVKAVVTPLPR
                     NRVDLKLVFTEGVSAKIQQINIVGNHSFTTDELISRFQLRDEVPWWNVVGDRKYQKQK
                     LAGDLETLRSFYLDRGYARFNIDSTQVSLTPDKKGIYVTINITEGPQFKLNSVIVSGN
                     LAGHQSEAEKLTKIEPGELFNGSKVTRMEDDIKKMLGRYGYAYPRVVTQPEINDDDKT
                     VKLHINVDAGNRFYVRHIRFEGNDTSKDSVLRREMRQMEGAWLGNDQVEAGKERLNRL
                     GYFETVDVETQRVPGAADLVDVTYKVKERNTGSLNFGIGYGTESGVSFQVGVQQDNWL
                     GTGNTVGINGTKNDYQTYAEFTLMDPYFTVDGVSLGGRIFYNDFKADNADLSGYTNSS
                     YGADGTLGFPINENNSLRVGVGYVHNDLSDMLPQVAMWRYLESVGERPGYDGREGFTT
                     DDFTLNLGWTYNNLDRGFFPTSGVKSSVNTKITVPGSDNEFYKVTFDTSAYQPLNEDR
                     SWVLLGRGRLGYGDGIGSKEMPFYENFYAGGSSTVRGFRSNNIGPKAAYYANGGATVT
                     NSTDAVGGNAMAVASIELITPTPFISEKYSNSVRTSIFIDSGTVWDTNWENTAKTRAA
                     GIPDYGKASNIRVSAGVALQWMSPLGPLVFSYAKPVKDYEGDKSEQFQFNIGKTW"
     gene            1378090..1378587
                     /locus_tag="CH60_1281"
     CDS             1378090..1378587
                     /locus_tag="CH60_1281"
                     /note="[M] COG2825 Outer membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane family protein"
                     /protein_id="AJK12660.1"
                     /translation="MKKWLCAASLGLALAASASVQAADKIAIVNVSSIFQQLPAREAV
                     AKQLENEFKGRATELQGMERDLQTKMQKLQRDGSTMKASDRTKLENEVMKQRETFSTK
                     AQAFEQDNRRRQAEERNKILSRIQDAVKSVATKGGYDVVIDANAVAYADSSKDITADV
                     LKQVK"
     gene            1378591..1379613
                     /gene="lpxD"
                     /locus_tag="CH60_1282"
     CDS             1378591..1379613
                     /gene="lpxD"
                     /locus_tag="CH60_1282"
                     /EC_number="2.3.1.191"
                     /note="lipid_A_lpxD: UDP-3-O-[3-hydroxymyristoyl]
                     glucosamine N-acyltransferase LpxD;
                     [M] COG1044 UDP-3-O-[3-hydroxymyristoyl] glucosamine
                     N-acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-3-O-[3-hydroxymyristoyl] glucosamine
                     N-acyltransferase LpxD"
                     /protein_id="AJK14410.1"
                     /translation="MPSIRLADLAQQLDAQVHGDGDLVITGIASMHSAQPEQITFLSN
                     SRYREQLASCNAGAVVLTEADLPFCKVVALVVENPYFTYARMAQIMDTTPQPAQDIAP
                     SAVISPQATLGEGVSVGANAVIESGVVLGDNVVIGAGCFIGKNTHIGAGSRLWANVSI
                     YHEVVIGQNCLIQSGTVIGADGFGYANDRGNWVKIPQLGSVHIGDRVEIGACTTIDRG
                     ALDNTIIGNGVIIDNQCQIAHNVVIGDNTAVAGGVIMAGSLKVGRYCMIGGASVINGH
                     MEICDKVTITGMGMVMRPITEPGLYSSGIPLQPNKMWRKTAALVMNIDGINKRLKAVE
                     RKIDKE"
     gene            1379771..1380301
                     /gene="fabZ"
                     /locus_tag="CH60_1283"
     CDS             1379771..1380301
                     /gene="fabZ"
                     /locus_tag="CH60_1283"
                     /note="fabZ: beta-hydroxyacyl-(acyl-carrier-protein)
                     dehydratase FabZ;
                     [I] COG0764 3-hydroxymyristoyl/3-hydroxydecanoyl-(acyl
                     carrier protein) dehydratases"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-hydroxyacyl-(acyl-carrier-protein)
                     dehydratase FabZ"
                     /protein_id="AJK13543.1"
                     /translation="MTTDTHTLHIEEILDLLPHRFPFLLVDRVLDFEEGKFLRAVKNV
                     SFNEPFFQGHFPGKPIFPGVLILEAMAQATGILAFKSRGKLEPGELYYFAGIDEARFK
                     RPVVPGDQMIMEVEFVKERRGLTRFTGVAKVDGEIVCTATMMCARSKPAAPAESVVVK
                     PDVVKPDVVNPVVKES"
     gene            1380305..1381093
                     /gene="lpxA"
                     /locus_tag="CH60_1284"
     CDS             1380305..1381093
                     /gene="lpxA"
                     /locus_tag="CH60_1284"
                     /EC_number="2.3.1.129"
                     /note="lipid_A_lpxA:
                     acyl-[acyl-carrier-protein]-UDP-N-acetylglucosamine
                     O-acyltransferase;
                     [M] COG1043 Acyl-[acyl carrier
                     protein]--UDP-N-acetylglucosamine O-acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-[acyl-carrier-protein]-UDP-N-
                     acetylglucosamine O-acyltransferase"
                     /protein_id="AJK11448.1"
                     /translation="MIDKTAFIHPSSIVEEGAIIGAGVYIGPFCIVGSQVEIGAGTEL
                     KSHVVVNGITKIGCDNQIYQFASIGEANQDLKYAGEPTRVEVGDRNRIRESVTIHRGT
                     TQGGGVTKVGCDNLLMVNTHVAHDCVIGNRCILANNAALGGHVEIDDYAIIGGMTAIH
                     QFCVIGAHVMVGGCSGITQDVPPFVIAQGNHATPFGINIEGLKRRGFDKESLHAIRSA
                     YKLLYRSGRTLDEVKPEIAELAEQYPVVKAFNDFFARSTRGIIR"
     gene            1381097..1382281
                     /gene="lpxB"
                     /locus_tag="CH60_1285"
     CDS             1381097..1382281
                     /gene="lpxB"
                     /locus_tag="CH60_1285"
                     /EC_number="2.4.1.182"
                     /note="lpxB: lipid-A-disaccharide synthase;
                     [M] COG0763 Lipid A disaccharide synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid-A-disaccharide synthase"
                     /protein_id="AJK14012.1"
                     /translation="MQNSPLTADCSLNAGRPLTIGLVAGETSGDILGAGLIRALKVQV
                     PNARFVGVAGPLMQAEGCEAWYEMEELAVMGVVEVLERLPRLLKIRKDLTQRFSELSP
                     DVFVGIDAPDFNITLEGRLKQRGIRTIHYVSPSVWAWRQKRVFKIGKATDMVLAFLPF
                     EKAFYDRFNVPCRFIGHTMADAMPLVPDQQAARAELGIAPNATCLALLPGSRHSEVEM
                     LSADFLRTAVILRDKLPNLEVVVPLVNSKRREQFERIKAEIAPDLSVHLLDGKARVAM
                     IASDAALLASGTAALECMLAKCPMVVGYRMKPFTFWLAERLVKTPYVSLPNLLAGEEL
                     VTELLQQECQPQKLAGALLPLLQGGSEIAALKERFLVLHQSIRCGADEQAAQAVLELA
                     DR"
     gene            1382278..1382874
                     /gene="rnhB"
                     /locus_tag="CH60_1286"
     CDS             1382278..1382874
                     /gene="rnhB"
                     /locus_tag="CH60_1286"
                     /EC_number="3.1.26.4"
                     /note="[L] COG0164 Ribonuclease HII"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease HII"
                     /protein_id="AJK13201.1"
                     /translation="MSETFIYPQANLIAGVDEVGRGPLVGAVVTAAVILDPNRPIVGL
                     ADSKKLSEKRRLSLYDEITEKALSWSLGRAEPEEIDQLNILHATMLAMQRAVSGLHIV
                     PDYVLIDGNRCPKLQMPSLAVVKGDSRVAEISAASILAKVTRDREMTELDLLFPEYGF
                     AQHKGYPTAFHLEKLAALGATVHHRRSFGPVKRVLGLV"
     gene            1383037..1386519
                     /gene="dnaE"
                     /locus_tag="CH60_1287"
     CDS             1383037..1386519
                     /gene="dnaE"
                     /locus_tag="CH60_1287"
                     /EC_number="2.7.7.7"
                     /note="polc: DNA polymerase III, alpha subunit;
                     [L] COG0587 DNA polymerase III, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, alpha subunit"
                     /protein_id="AJK13044.1"
                     /translation="MAEPRFVHLRVHSDYSMIDGLAKIGPLVKRAAALGMPALAITDF
                     TNLCGLVKFYGSAHGAGIKPIIGADFYVQSEILGDELAHLTVLARNNEGYQNLTLLIS
                     EAYQRGYGAAGPIIDRDWLIKHKEGLILLSGGRMGDVGKFLLRGNQVQVDQCLAFYQE
                     HFPDCYYLELIRTGRPDEENYLHAAVALATERGLPVVATNDVRFIDESDFDAHEIRVA
                     IHDGFTLVDPKRPKNYSPQQFMRDEEQMCELFADIPEALINSVEIAKRCNVTIRLGEY
                     FLPQFPTGEMSTEDFLVEKAKQGLEERLEFLFPDPEVRLQKRPEYDERLDIELKVINQ
                     MGFPGYFLIVMEFIQWSKDNGVPVGPGRGSGAGSLVAYALKITDIDPLEFDLLFERFL
                     NPERVSMPDFDVDFCMEKRDLVIEHVAEMYGRDAVSQIITFGTMAAKAVIRDVGRVLG
                     HPYGFVDRISKLIPLDPGMTLEKAFAAEPQLAEIYEADEEVRALIDMARKLEGVTRNA
                     GKHAGGVVIAPTKITDFAPLYCDAEGNNPVTQFDKNDVEYAGLVKFDFLGLRTLTIIN
                     WALEMINARRAKTGLEPIDIASIPLEDKKSFDMLQRSETTAVFQLESRGMKDLIKRLK
                     PDCFEDMIALVALFRPGPLQSGMVDNFIDRKHGREAISYPDIEWQHESLKPVLEPTYG
                     IILYQEQVMQIAQVLSGYSLGGADMLRRAMGKKNPAEMAKQRSVFEDGAKNQGIDGEL
                     AIKIFDLVEKFAGYGFNKSHSAAYALVSYQTLWLKAHYPAEFMAAVMTADMDNTDKVV
                     GLVDECWRMGLKILPPDINSGLYHFHVNDDGEIVYGIGAIKGVGEGPIEAILEARKEG
                     GYFKELFDLCARVDTKKLNKRILEKLIMSGAFDRLGPHRAALMSSLGDALKAADQHAK
                     AEAIGQVDMFGVLADAPEQVEQSYANVPPWQEQVVLDGERETLGLYLTGHPITQYLKE
                     IERYAGGMRLKDMHPTDRGKMTTAVGLVIAARVMVTKRGNRIGICTLDDRSGRLEVML
                     FTDALEKYQHLLEKDRILIATGQVSFDDFSGGLKMTARELMDISEAREKYASGLAISL
                     TDRQIDDQLLNRLRQSLEPHRAGTIPVHLYYQREDARARLRFGATWRVTPTDRLLIDL
                     RTLVGNEQVELEFD"
     gene            1386532..1387491
                     /gene="accA"
                     /locus_tag="CH60_1288"
     CDS             1386532..1387491
                     /gene="accA"
                     /locus_tag="CH60_1288"
                     /EC_number="6.4.1.2"
                     /note="accA: acetyl-CoA carboxylase, carboxyl transferase,
                     alpha subunit;
                     [I] COG0825 Acetyl-CoA carboxylase alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, carboxyl transferase,
                     alpha subunit"
                     /protein_id="AJK13824.1"
                     /translation="MSLNFLDFEQPIAELEAKIDSLTAVSRQDEKLDINLDEEVQRLR
                     EKSVELTRKIFSDLGAWQIAQLARHPRRPYTLDYIANIFTDFEELAGDRAYADDKAIV
                     GGIARLDGRPVMIIGHQKGRETKEKIRRNFGMPAPEGYRKALRLMEMAERFKLPIITF
                     IDTPGAYPGVGAEERGQSEAIARNLREMSRLNVPIVCTVIGEGGSGGALAIGVGDKVN
                     MLQYSTYSVISPEGCASILWKSADKAPLAAEAMGITAHRLKELKMIDSVIPEPLGGAH
                     RDYAAIAISLKAQLLADLNDLDVLNDEELLNRRYQRLMNYGYC"
     gene            1387675..1388073
                     /locus_tag="CH60_1289"
     CDS             1387675..1388073
                     /locus_tag="CH60_1289"
                     /note="[E] COG0346 Lactoylglutathione lyase and related
                     lyases"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AJK12839.1"
                     /translation="MLAINKIHHIAIICSDYQASKRFYCEVLGFNLISEVYREERDSW
                     KADLALHDQYTIELFSFPSPVPRPSRPEACGLRHLAFQVDDIDLALKELVVAGVVCEA
                     VRIDPYTQSRFTFFNDPDGLPLELYELKAE"
     gene            1388075..1389457
                     /gene="tilS"
                     /locus_tag="CH60_1290"
     CDS             1388075..1389457
                     /gene="tilS"
                     /locus_tag="CH60_1290"
                     /note="lysidine_TilS_N: tRNA(Ile)-lysidine synthetase;
                     [D] COG0037 Predicted ATPase of the PP-loop superfamily
                     implicated in cell cycle control"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA(Ile)-lysidine synthetase"
                     /protein_id="AJK11249.1"
                     /translation="MNLVTSKPNVLLNPLFAQLGENRHVLVGFSGGLDSTVLLHLLVC
                     LRQQLIPELNIRAIHIHHGLNPQADSWVKHCMQQCDQWKIELKVVRVNIDPRQNGIEA
                     AARTARYQAFSANLAAKEVLLTAQHLDDQCETFLLALKRGSGPAGLSAMAAKMPFAHS
                     QLLRPLLAFSREILENYAQAQQLQWIEDDSNQDDRFDRNFLRLNVLPILNQRWPHFAQ
                     ATARSAGLCAEQEQLLDELLAENLQQLQGPDRSLSIDGLLQASMAKRAAILRRWLASL
                     GAPMPSQSQLQRLWLEVAMARQDAEPQLMIGTRQVRRFRQHLYLLMPLAEITTNYLPW
                     ATVKAAPNSSIIPLLPEPLWLPADLGVLRFVSAGGQAVRPAAVGEEISVRFGLQGDIK
                     IVGRHHSRQSKKVWQELGIPPWQRERIPLLYFGEQLIAAAGVFVTQAGQANENEPCWH
                     LDWDKPLRLG"
     gene            1389694..1390011
                     /locus_tag="CH60_1291"
     CDS             1389694..1390011
                     /locus_tag="CH60_1291"
                     /note="[C] COG2863 Cytochrome c553"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c family protein"
                     /protein_id="AJK12831.1"
                     /translation="MMKLVVSMAVLLSLCSFQVWAKNDIEAGRAKSSSCVACHGMNGK
                     VSVPMYPNLAGQNALYLQQSLEAYKKGSRSGGQAEVMRAYVSGLSDEDFSDLAAYYAS
                     LKP"
     gene            complement(1390276..1390536)
                     /gene="rof"
                     /locus_tag="CH60_1292"
     CDS             complement(1390276..1390536)
                     /gene="rof"
                     /locus_tag="CH60_1292"
                     /note="[K] COG4568 Transcriptional antiterminator"
                     /codon_start=1
                     /transl_table=11
                     /product="protein rof"
                     /protein_id="AJK11728.1"
                     /translation="MSMSEEYQPINCDDYDNLELACQHHLILTLKLRGGEIVEGKASD
                     LLLRKKVEYLIVEQEGTMRELRLDHIASFSHPEIGTVVVSAS"
     gene            complement(1390523..1390723)
                     /locus_tag="CH60_1293"
     CDS             complement(1390523..1390723)
                     /locus_tag="CH60_1293"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14244.1"
                     /translation="MQQYCELVRRFYAEIGSGDLGYVPDALRCVLKALDEVAANDALP
                     SSVREQAAYAAANLLVSDYVDE"
     gene            1390965..1391513
                     /locus_tag="CH60_1294"
     CDS             1390965..1391513
                     /locus_tag="CH60_1294"
                     /note="[S] COG4681 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="yaeQ family protein"
                     /protein_id="AJK14227.1"
                     /translation="MALKATIHKAAINIADMDRNFFQDINLTIAQHPSETDQRMMLRL
                     LAWICHADERLLFTKGLSADDEPEVWRHNDHNGIELWIELGLPEEKRLRKACNQSKQV
                     VLYAYSERAAKVWWPQVQEKLAGHRNLRVRFLDDEQMAKLAALSNRNMSLQATLQEGT
                     IWLSDVQNNLEISFAEWQNYGQ"
     gene            1391516..1391932
                     /locus_tag="CH60_1295"
     CDS             1391516..1391932
                     /locus_tag="CH60_1295"
                     /note="[J] COG1186 Protein chain release factor B"
                     /codon_start=1
                     /transl_table=11
                     /product="RF-1 domain protein"
                     /protein_id="AJK10821.1"
                     /translation="MLIISNSVTLASGEIELTAIRAQGAGGQHVNKTSTAIHLRFDIK
                     ASSLPEYYKERLLLLNSHLVTAEGVVIIKAQEYRSQDMNREAALARLVALIRQAMVVE
                     KARRATKPTKGSKIRRVEGKVRKGATKALRGKIHQE"
     gene            1392017..1392700
                     /locus_tag="CH60_1296"
     CDS             1392017..1392700
                     /locus_tag="CH60_1296"
                     /note="nlpE N-terminal domain protein;
                     [MP] COG3015 Uncharacterized lipoprotein NlpE involved in
                     copper resistance"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11402.1"
                     /translation="MSKLTITLLLAVGALSLLGCNNRSQPAEQVLQPMQQSYQGVLPC
                     ADCSGLDTSLFLDSDGTFILKEVYLGTKDGDQTFAEYGKWARTADKLVLTNGQGEKRY
                     FHPVDKSLVMLDQQGLPIKSTLNYQLEPSDQPLSKTPMPLSGMYKYFADAAIFTDCVT
                     GKAFPVENNIELETGYLNARRNPGEPVFLTLNGYFDSRPSMEEGRTNKTLIPEGDIQF
                     NANKSCEKK"
     gene            complement(1392834..1394552)
                     /gene="proS"
                     /locus_tag="CH60_1297"
     CDS             complement(1392834..1394552)
                     /gene="proS"
                     /locus_tag="CH60_1297"
                     /EC_number="6.1.1.15"
                     /note="proS_fam_II: proline--tRNA ligase;
                     [J] COG0442 Prolyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="proline--tRNA ligase"
                     /protein_id="AJK12812.1"
                     /translation="MRTSQYLLSTQKETPADAEVISHQLMLRAGMIRKLASGLYTWLP
                     TGVRVLKKVENIVREEMNNAGAIEVSMPVVQPADLWQESGRWEQYGPELLRFVDRGER
                     PFVLGPTHEEVITDLIRGEINSYKQLPLNFFQIQTKFRDEVRPRFGVMRAREFLMKDA
                     YSFHTTQESLQETYDAMYTAYSKIFSRMDLNFRAVLADTGSIGGSASHEFQVLAESGE
                     DDIVFSTGSDYAANIEFAEALAPTEPRAPATEELRIVDTPNAKTIAELVEQFKLPIEK
                     TVKTLLVHAHEESGHKLVALLVRGDHDLNEIKAEKLPQVAKPLTFASEEEIRAAIGAG
                     PGSLGPVNLSLPVIADHSVAVMSDFGAGANIDGKHYFGINWERDLALPLVADLRNVVE
                     GDISPDGKGTLQIKRGIEVGHIFQLGTKYSEVMKATVQGEDGRNQVMTMGCYGIGVSR
                     VVAAAIEQNHDDRGIIWPDAIAPFQVAILPMNMHKSFRVKELAEELYTTLRSHGIDVI
                     LDDRKERPGVMFADMELIGVPHNIVIGDRNLDSEEVEYKNRRVGEKQMIKTSEIVEFL
                     LSQIKR"
     gene            complement(1394656..1395363)
                     /gene="tsaA"
                     /locus_tag="CH60_1298"
     CDS             complement(1394656..1395363)
                     /gene="tsaA"
                     /locus_tag="CH60_1298"
                     /note="tRNA_TsaA: tRNA-Thr(GGU) m(6)t(6)A37
                     methyltransferase TsaA;
                     [S] COG1720 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-Thr(GGU) m(6)t(6)A37 methyltransferase
                     TsaA"
                     /protein_id="AJK10724.1"
                     /translation="MSTFSFNQIGVIRSPYKEKFAVPRQPGLVEDGGGELQLLAPYNQ
                     PESVRGLSDFSHLWVIFVFHQTMEGGWRPTVRPPRLGGNTRMGVFATRSTFRPNPIGM
                     SLIELKGVRCQNGEVILALGSLDLVDGTPVIDIKPYLPFAESQPQARAGFAQSAPDTE
                     MQVCFSPAAEQQLAHHQQRYPHLRRFISQVLAQDPRPAYRKDDNESREYAVLLLEFNV
                     RWRVIGQQTEVLSLDPR"
     gene            complement(1395360..1395767)
                     /locus_tag="CH60_1299"
     CDS             complement(1395360..1395767)
                     /locus_tag="CH60_1299"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protein rcsF"
                     /protein_id="AJK14165.1"
                     /translation="MRALPLCLLALSLTGCTLLPSKPSTTDNPIKQPPPVIERSPTAA
                     PRPAPVKLYKSAEELVGKPFRDLGEVSGESCQSTVQDSPPSISTARKRMQIRASYMKA
                     NAVLLHECEIQSGVPGCYQQAVCQGSALNVSSK"
     gene            complement(1395885..1396700)
                     /gene="metQ"
                     /locus_tag="CH60_1300"
     CDS             complement(1395885..1396700)
                     /gene="metQ"
                     /locus_tag="CH60_1300"
                     /note="[P] COG1464 ABC-type metal ion transport system,
                     periplasmic component/surface antigen"
                     /codon_start=1
                     /transl_table=11
                     /product="D-methionine-binding lipoprotein metQ"
                     /protein_id="AJK12318.1"
                     /translation="MSLKFKSIAAISALIGTLTLVGCGPTEKAPNHIKVGVIVGAEQQ
                     VAEVAQKVAKEKYGLDVELVTFNDYVLPNEALSKGDIDLNAFQHKPYLDQQIKDRGYK
                     LVSVGNSFVYPIAGYSKKIKSLDELQPGSQVALPNDPTNLGRSLLLLQSVGLIKLKDG
                     VGLLPTVLDVVENPKNLKLVELEAPQLPRSLDDQQIALAIINTTYASQIGLTPAKDGL
                     FVEDKESPYVNLIVAREDNKDAENVKKFVQAYQSDEVYDAANKAFNGGAVKGW"
     gene            complement(1396764..1397417)
                     /gene="metI"
                     /locus_tag="CH60_1301"
     CDS             complement(1396764..1397417)
                     /gene="metI"
                     /locus_tag="CH60_1301"
                     /note="[P] COG2011 ABC-type metal ion transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="D-methionine transport system permease protein
                     metI"
                     /protein_id="AJK11734.1"
                     /translation="MSEAMMWLMARGVWETLMMTFVSGFFGFVLGLPVGVLLYVTRPG
                     QIIANNKIYRTLSGVVNIFRSIPFIILLVWMIPFTRMIVGTSIGLQAAIVPLTVGAAP
                     FIARMVENALLEIPSGLVEAARAMGATPMQIIKKVLLPEALPGLVNAATITLITLVGY
                     SAMGGAVGAGGLGQIGYQYGYIGYNATVMNTVLVLLVILVYLIQLSGDRIVKAVTHK"
     gene            complement(1397410..1398441)
                     /gene="metN"
                     /locus_tag="CH60_1302"
     CDS             complement(1397410..1398441)
                     /gene="metN"
                     /locus_tag="CH60_1302"
                     /note="ABC_MetN: D-methionine ABC transporter, ATP-binding
                     protein;
                     [P] COG1135 ABC-type metal ion transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="D-methionine ABC transporter, ATP-binding
                     protein"
                     /protein_id="AJK13734.1"
                     /translation="MIKLTHISKVFQQGSRTITALSDVSLHVPAGQIYGVIGASGAGK
                     STLIRCANMLERPTSGQVLVDDQDLTTLSEGQLTRARRQIGMIFQHFNLLSSRTVYGN
                     IALPLELDNTSRADIKKRVNELLDLVGLTDKQDAYPANLSGGQKQRVAIARALASNPK
                     VLLCDEATSALDPATTRSILELLKDINRRLGLTILLITHEMDVVKRICDQVAVISEGK
                     LIEKDSVSEVFSHPKTPLAQQFIQSTLHLDIPEDYAKRMSPEPTVDHVPLLKLEFTGK
                     SVDAPLISQAVRRFNIDIGILSSQMDYAGGVKFGVMLAELHGDVQDGLAAIKFLQDHH
                     VKVEVLGYV"
     gene            1398628..1399194
                     /gene="gmhB"
                     /locus_tag="CH60_1303"
     CDS             1398628..1399194
                     /gene="gmhB"
                     /locus_tag="CH60_1303"
                     /note="[E] COG0241 Histidinol phosphatase and related
                     phosphatases"
                     /codon_start=1
                     /transl_table=11
                     /product="D,D-heptose 1,7-bisphosphate phosphatase"
                     /protein_id="AJK12718.1"
                     /translation="MTQSVPAIFLDRDGTVNVDHGYVHEIDNFQFIDGVIDACRELKE
                     MGFALVLVTNQSGIARGMFTEEQFLSLTEWMDWSLADRGVDLDGIYFCPHHPDGSVAE
                     FSETCECRKPLPGMLLQAQNELNIDMAASYMVGDKIEDMQAALAANIGTKVLVRTGKP
                     VTAEGEAAADWVLNSLADLPKAIKARYK"
     gene            1399643..1401170
                     /locus_tag="CH60_1304"
     rRNA            1399643..1401170
                     /locus_tag="CH60_1304"
                     /product="16S ribosomal RNA"
     gene            1401278..1401354
                     /locus_tag="CH60_1305"
     tRNA            1401278..1401354
                     /locus_tag="CH60_1305"
                     /product="tRNA-Ile"
     gene            1401406..1401481
                     /locus_tag="CH60_1306"
     tRNA            1401406..1401481
                     /locus_tag="CH60_1306"
                     /product="tRNA-Ala"
     gene            1401702..1404600
                     /locus_tag="CH60_1307"
     rRNA            1401702..1404600
                     /locus_tag="CH60_1307"
                     /product="23S ribosomal RNA"
     gene            1404712..1404826
                     /locus_tag="CH60_1308"
     rRNA            1404712..1404826
                     /locus_tag="CH60_1308"
                     /product="5S ribosomal RNA"
     gene            1404951..1405027
                     /locus_tag="CH60_1309"
     tRNA            1404951..1405027
                     /locus_tag="CH60_1309"
                     /product="tRNA-Asp"
     gene            1405386..1406189
                     /locus_tag="CH60_1310"
     CDS             1405386..1406189
                     /locus_tag="CH60_1310"
                     /note="[R] COG0656 Aldo/keto reductases, related to
                     diketogulonate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK12673.1"
                     /translation="MSIPVFGLGTFRLQDQIVIDSVSQALTLGYRAIDTAQIYENEAP
                     VGQAIQESGINRDELFITTKIWIANLSKDKLIPSLRESIQKLKTDYVDLTLIHWPSPN
                     DEVSVAEFMSELLKAKGLGLTRQIGISNFTIDLMKQAIAAVGAEEIATNQIELSPLLQ
                     NRNVVDFAKQNGIAVTSYMTLAYGKALAEPVIKTIAEQHGATPAQVILSWAMQLGYGV
                     IPSSTKAANLASNLLAQKLCLNAADMALIATLDRNERLVSPDGLAPKWD"
     gene            1406314..1406688
                     /locus_tag="CH60_1311"
     CDS             1406314..1406688
                     /locus_tag="CH60_1311"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10994.1"
                     /translation="MCAVIVGTNLMRAYQRVGEQRVDNSIVKKHGNEAMDLQLSGLRP
                     DNGSQVESAGQGNCEASIGTERMDTLLPFNRGGRGDWNSWIGGDKENCVACYGGSGKG
                     RIYEQRCLLEEVFYRKGLIYQQ"
     gene            1407049..1407831
                     /locus_tag="CH60_1312"
     CDS             1407049..1407831
                     /locus_tag="CH60_1312"
                     /note="[S] COG3021 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease/Exonuclease/phosphatase family
                     protein"
                     /protein_id="AJK14374.1"
                     /translation="MPKRTYAMRYVAGQPVEQIFPGAAKQLDKGLPLGEPLPTAELLR
                     VVVWNIFKQQRAGWLPVLKELGRDTQLMLLQEAQTTPELVRFATASYQAADQVPAFSL
                     PQHPSGVMTLAAAHPVYCCPLREREPLLRLSKSALVTVYPIHDGRLLMVVNIHAVNFS
                     LGVDVYSKQLDPIGDQIASHRGPVILAGDFNAWSRQRINALQHFAQDAGLQEVEFRVD
                     HRSRAFGRPLDFIFYRGLTVIDASVLVTRASDHNPLIVEFQP"
     gene            complement(1407874..1409262)
                     /locus_tag="CH60_1313"
     CDS             complement(1407874..1409262)
                     /locus_tag="CH60_1313"
                     /note="[M] COG0741 Soluble lytic murein transglycosylase
                     and related regulatory proteins (some contain LysM/invasin
                     domains)"
                     /codon_start=1
                     /transl_table=11
                     /product="lysM domain protein"
                     /protein_id="AJK13682.1"
                     /translation="MKTKAILLASVLLVGCQTSKQDAQAPEQHAQSLSSAGQASEAGE
                     YTNSTREGSARWLESESSYAQQDLWNFIKDELKMKVPENSRIREQKQKYLKNKSYLHD
                     VTLRAEPYMYLIVEQIKKRKMPMELVLLPIVESAFDPHATSSANAAGLWQIVPSTGRN
                     YGLKQNQWYDGRRDVVASTKAALDILERLNKMFNGDWLLTVAAYNSGEGRVMQAIKAN
                     KAKGKPTDFWALSLPRETSIYVPKMLALGDLLKNSKKYGITLPETDKDRALARVDVDQ
                     QIELTQAAEMAGMSLTKLKSFNSGYKRNVTAPDGHGPRYIMLPKAHAEQLKDSLADTD
                     ITAVQPTKLATNSTKSASSSQYKVRPGDTLSTIAKRLNIKTSDLQSWNNLRAKSTLKV
                     GQTLQLASNTTSKSITYQVRKGDSFASIAKRHGVNTDDVMRWNSVVSKANNLQPGLKL
                     TLFVNDKSTPEA"
     gene            complement(1409334..1410089)
                     /gene="gloB"
                     /locus_tag="CH60_1314"
     CDS             complement(1409334..1410089)
                     /gene="gloB"
                     /locus_tag="CH60_1314"
                     /EC_number="3.1.2.6"
                     /note="GSH_gloB: hydroxyacylglutathione hydrolase;
                     [R] COG0491 Zn-dependent hydrolases, including
                     glyoxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxyacylglutathione hydrolase"
                     /protein_id="AJK12795.1"
                     /translation="MNLISIPAFQDNYIWLLANRQKHCVIVDPGESAPVLATLAQGQY
                     VPQAILLTHHHNDHVGGVADLRHHFPDIPVYGPQETAKKGATVIVNDGDSLTIAGQNY
                     TIIAVPGHTLGHIAYYSSPYLFCGDTLFSAGCGRLLEGTPEQMYASIQRLAQLPDETL
                     ICCAHEYTLSNLKFAHAILPADQDIATYQQQIEQLRSKNLPSLPVKLQFERKINVFLR
                     CNDIDLQRKIGTTSPPDSLVSVFCELRSRKDSF"
     gene            1410134..1410853
                     /locus_tag="CH60_1315"
     CDS             1410134..1410853
                     /locus_tag="CH60_1315"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AJK11635.1"
                     /translation="MKPAQIRQNIETPASWAELPWGEYYRAALEQQLQPWWPKFFGFH
                     LLKVGHLSAEIASDKCAIAHQVNVGEWGKNMQVLASPYQLPFAEKSVDACLLSHTLAY
                     AANPHRILREVDRVLIDDGWLVISGFNPFSLLGLGKLVPVLRQRQPYISRMFTQMRLL
                     DWLSLLNYEVVHLSCFHVLPFNKNGGHFISTHLPALGCVNLIIARKRTVPLTFNPMKF
                     GVRKPWFSRAVGATKSYRDQP"
     gene            complement(1410908..1411372)
                     /locus_tag="CH60_1316"
     CDS             complement(1410908..1411372)
                     /locus_tag="CH60_1316"
                     /note="[L] COG0328 Ribonuclease HI"
                     /codon_start=1
                     /transl_table=11
                     /product="RNase H family protein"
                     /protein_id="AJK12038.1"
                     /translation="MTKQVEIFTDGSCLGNPGPGGYGAILRYKQHEKTFSAGYYLTTN
                     NRMELMAAIVALEALTSPCEVTLSTDSQYVRQGITQWIHNWKKRGWKTADRKPVRNVD
                     LWQRLDLAIQSHTIQWEWVKGHAGHPENERCDELARQGANSPTLDDTGYNPD"
     gene            1411442..1412206
                     /gene="dnaQ"
                     /locus_tag="CH60_1317"
     CDS             1411442..1412206
                     /gene="dnaQ"
                     /locus_tag="CH60_1317"
                     /EC_number="2.7.7.7"
                     /note="dnaQ_proteo: DNA polymerase III, epsilon subunit;
                     [L] COG0847 DNA polymerase III, epsilon subunit and
                     related 3'-5' exonucleases"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, epsilon subunit"
                     /protein_id="AJK11583.1"
                     /translation="MIITPTRQIVLDTETTGMNKLGVHYEGHRIIEIGAVEVINRRLT
                     GRNFHVYVKPDRLVDPEAYGVHGISDEFLADKPTFADITPEFLDFIRGAELVIHNAAF
                     DIGFMDYEFRMLQQDIPKTETFCTITDSLLMARRLFPGKRNNLDALCDRYQIDNTKRT
                     LHGALLDAEILAEVYLAMTGGQTSLTFSMEGEVSQNNASEDIQRITRPASALKIIYAT
                     EDELANHESRLDFVMKKGGSCLWRMPLEAEEETKAE"
     gene            1412319..1412395
                     /locus_tag="CH60_1318"
     tRNA            1412319..1412395
                     /locus_tag="CH60_1318"
                     /product="tRNA-Asp"
     gene            complement(1412452..1413936)
                     /locus_tag="CH60_1319"
     CDS             complement(1412452..1413936)
                     /locus_tag="CH60_1319"
                     /note="[FH] COG1953 Cytosine/uracil/thiamine/allantoin
                     permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="permease for cytosine/purine, uracil, thiamine,
                     allantoin family protein"
                     /protein_id="AJK11957.1"
                     /translation="MPNNEKISASSINPHYSPKLTNEDLAPTRKQNWGWYNIFSFWMT
                     DVHSMGGYVVAASFFALGLSSWQVLLSLLVGICIVQICANLVAKPSQIAGVPYAVICR
                     QSFGVFGANIPAVIRGLIAVAWYGIQTYLAGNAFMLVMLKFFPSLIPLAQSQWLGLST
                     LGWICFSIMWVLQAMVFWHGMNAIKRFIDFAGPAVYVVMLSLALWIVYQTGWSNISFT
                     LASKILSPSEQVWQMLTATALVVSYFAGPLLNFGDFSRYGKSMQEIRRGNRWGLPFNF
                     LLFSLVTVVIVSGSQSLFGEMITDPIETVTRVGNGVAIALGLLTMIIATIGINIVANF
                     VSPAFDFSNCSPQRINFRTGGMIAAVGSVLLTPWNLFQSPIIIHYTLDVLGAFMGPLF
                     GILIADFYLIKRGQLYVDDLFNASSSGRYWYRGGFNPKAIMALLPAVAIGLMIIFIPN
                     LQQISSFSWFIGAFLGGSIYRFIARNDPLPNNAALFIRPEIGKD"
     gene            1414275..1414508
                     /locus_tag="CH60_1320"
     CDS             1414275..1414508
                     /locus_tag="CH60_1320"
                     /EC_number="3.5.1.41"
                     /note="[G] COG0726 Predicted xylanase/chitin deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="urate catabolism domain protein"
                     /protein_id="AJK13883.1"
                     /translation="MHETELNHDYPRDLAGYGGQPPVANWPGQARIAVQFVLNIEEGA
                     ENNVLHGDAGSEQFLSDIIGADSYPDRHIVNDG"
     gene            complement(1414559..1414975)
                     /locus_tag="CH60_1321"
     CDS             complement(1414559..1414975)
                     /locus_tag="CH60_1321"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK12464.1"
                     /translation="MGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAP
                     RLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSA
                     MLDRILHHSHVVQIKGESYRLGQKRKAGVIAEANPE"
     gene            complement(1414978..1415337)
                     /locus_tag="CH60_1322"
     CDS             complement(1414978..1415337)
                     /locus_tag="CH60_1322"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14487.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKPIWQ"
     gene            complement(1415405..1416359)
                     /locus_tag="CH60_1323"
                     /note="putative transposase Orf A, insertion element
                     IS100;helix-turn-helix family protein"
                     /pseudo
     gene            1416416..1417183
                     /locus_tag="CH60_1325"
     CDS             1416416..1417183
                     /locus_tag="CH60_1325"
                     /note="[G] COG0726 Predicted xylanase/chitin deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AJK12377.1"
                     /translation="MWITIAPFVTHMSMESLYEYGTRAGFWRIHQEFVSRGLPMTVFG
                     VAMALERNPLIVEAIKCAGYDVVCHGWRWLHYQHVDEQTEREHMQRAIKILHDLFGQP
                     PAGWYTGRDSPNTRRLVVENGHLLYDSDYYGDDLPFWSQVRGVDGSTTPHLVVPYTLD
                     ANDMRFASAQGFNSSEQFYTYLKDSFDVLYAEGETAPKMMSVGMHCRLLGRPGRFRAL
                     QRFLDYIQQHERVWVCRRQEIAEHWVKHHPFEGINGR"
     gene            complement(1417413..1418417)
                     /locus_tag="CH60_1326"
     CDS             complement(1417413..1418417)
                     /locus_tag="CH60_1326"
                     /note="[E] COG2113 ABC-type proline/glycine betaine
                     transport systems, periplasmic components"
                     /codon_start=1
                     /transl_table=11
                     /product="substrate binding domain of ABC-type glycine
                     betaine transport system family protein"
                     /protein_id="AJK11465.1"
                     /translation="MRTTGIWALALTTLISSQLSAAELPGKGITVQPLQSTISEETFQ
                     TSLVNKALEKLGYDVQPTKEVDYNVAYSSIAAGDATYLAVNWVPLHNDQYNAAGGDAK
                     FYRQGNYIEGLAQGYLIDKKTADQYNITNVAQLKDPKIAKLFDANNDGKADLTGCNPG
                     WGCEAPINHQIKAYGLSDTVTHNQGNYAAMIADTITRYKEGKPILYYTWTPYWVSDVL
                     VPGRDVVWLQVPFSSLPDKTIDTQLSNGANYGFPPSVMHIVANKKWAEANPAAAKLFS
                     IMKLSINDVNAQNMRMHSGESSDADIERHVNGWINAHQATFDGWVKTAAEAANSQTAQ
                     "
     gene            complement(1418465..1419631)
                     /locus_tag="CH60_1327"
     CDS             complement(1418465..1419631)
                     /locus_tag="CH60_1327"
                     /note="[E] COG4176 ABC-type proline/glycine betaine
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11762.1"
                     /translation="MSDQIQVNEQTVNNPWATDTATSVAPTVTDSAPQSLSAAADPWG
                     ASMAEGSNSVGSATHEAASQAAQNTDWLNSAPTPAPEHFSLMDPFQNTWIPLDSWVTQ
                     GIDWVVLHFRPLFQGIRVPVDFILSGFQTLLLGMPAPVAILVFALIAWQFSTLSMGAA
                     TLISLIAIGAIGAWSQAMVTLALVLTSLFFCILIGLPLGIWLARSNNAARIIRPLLDA
                     MQTTPAFVYLVPIVMLFGIGNVPGVVVTIIFALPPIVRLTILGIKQVPEDLIEAAESF
                     GANPRQLLFKVQLPLAMPTIMAGVNQTLMLALSMVVIASMIAVGGLGQMVLRGIGRLD
                     MGLAAVGGVGIVILAIILDRLTQSLGRDRRSKGTGRWYTTGPVGLLTKPFCNSK"
     gene            complement(1419624..1420823)
                     /gene="proV"
                     /locus_tag="CH60_1328"
     CDS             complement(1419624..1420823)
                     /gene="proV"
                     /locus_tag="CH60_1328"
                     /note="proV: glycine betaine/L-proline transport ATP
                     binding subunit;
                     [E] COG4175 ABC-type proline/glycine betaine transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine betaine/L-proline transport ATP binding
                     subunit"
                     /protein_id="AJK13136.1"
                     /translation="MAIKLEVKNLYKVFGEHPERAFKLLESGKNKEQIFAKTGLSVGV
                     KDANLAIEEGEIFVIMGLSGSGKSTLVRLLNRLIEPTRGEVLIDGEDIAKISDSALRT
                     VRRNKISMVFQSFALMPHLNVLDNTAFGMELAGIPLLERNEKALEALRQVSLDSYANS
                     YPDELSGGMRQRVGLARAMANNPDILLMDEAFSALDPLIRTEMQDELVKLQAKHQRTI
                     VFISHDLDEAMRIGDRIAIMQGGEVVQVGTPDEILNNPANDYVRTFFRGVDITHVFSA
                     KDIARRRPASLIRKTPGFGPRSALKLLQDENRDYGYVLERGQKFIGVVSIESLKKALA
                     EHQPLDSALLAEPAPVPADMPLSELISLVAQAPCAVPVIGEDSSYIGIISKAMLLQAL
                     DKETPNE"
     gene            complement(1421499..1422470)
                     /locus_tag="CH60_1329"
     CDS             complement(1421499..1422470)
                     /locus_tag="CH60_1329"
                     /note="[F] COG0208 Ribonucleotide reductase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleotide reductase, small chain family
                     protein"
                     /protein_id="AJK13748.1"
                     /translation="MNVVKPITRISAINWNKIEDDKDLEVWNRLTSNFWLPEKVPLSN
                     DIPSWATLTPHEQQLTIRVFTGLTLLDTIQNTLGAPALIKDAITPHEEAIFSNISFME
                     AVHARSYSSIFSTLCLTSDVDDAYRWSEDNGPLQKKADIISQHYHNDDPLKKKIASVF
                     LESFLFYSGFYLPMYWSSRAKLTNTADLIRLIIRDEAVHGYYIGYKFQKGLGKIDSAH
                     RQEIKNFAFDLLQDLYDNEVRYTEDLYDHVGWTEDVKKFLHYNANKALMNLGYEALFP
                     ASQAAVSPAILAALSPNADENHDFFSGSGSSYVIGKAVNTEDEDWDF"
     gene            complement(1422595..1424676)
                     /locus_tag="CH60_1330"
     CDS             complement(1422595..1424676)
                     /locus_tag="CH60_1330"
                     /EC_number="1.17.4.1"
                     /note="nrdE_NrdA: ribonucleoside-diphosphate reductase,
                     alpha subunit;
                     [F] COG0209 Ribonucleotide reductase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-diphosphate reductase, alpha
                     subunit"
                     /protein_id="AJK13731.1"
                     /translation="MLNLYDADGRIQFDKDRLAARQYFLQHVNQNTVFFHNLQEKIDY
                     LIEEGYYEKEVLDQYDFSFIKSLFQQAYSKKFRFPTFLGAFKYYTSYTLKTFDGKRYL
                     ERYEDRVCMVALTLATGNQTLARELVEEIISGRFQPATPTFLNCGKKQRGELVSCFLL
                     RIEDNMESIGRSINSALQLSKRGGGVAFLLSNIREVGAPIKRIENQSSGVIPIMKMLE
                     DAFSYANQLGARQGAGAVYLHAHHPDILRFLDTKRENADEKVRIKTLSLGVVIPDITF
                     ELAKNNEEMYLFSPYDIEQVYGVPMSEISISEKYREMVDNKRIRKSKIKAREFFQILA
                     EIQFESGYPYMMFEDTVNRANPIKGRINMSNLCSEILQVNAPTEYHEDLSYRRIGKDI
                     SCNLGSLNIAQVMDSPDFGKSIEIAIRGLTAVSEMSNIRSVPSIEKGNQESHAIGLGQ
                     MNLHGYLARERLFYGSEEALDFTNIYFYTVAYHAIRASNQLAIERASHFKGFDESDYA
                     SGAFFSKYIEQSWQPKTARVQALFADAGIAIPNQQDWIALRQSVMEHGIYNQNLQAVP
                     PTGSISYINHSTSSIHPIVSPIEIRKEGKIGRVYYPAPYMTNDNLEYYQDAYQIGPEK
                     IIDTYAAATQHVDQGLSLTLFFRDTATTRDINKAQIYAWKKGIKTIYYIRLRQMALEG
                     TEVEGCVSCSL"
     gene            complement(1424727..1425131)
                     /gene="nrdI"
                     /locus_tag="CH60_1331"
     CDS             complement(1424727..1425131)
                     /gene="nrdI"
                     /locus_tag="CH60_1331"
                     /note="nrdI: nrdI protein;
                     [F] COG1780 Protein involved in ribonucleotide reduction"
                     /codon_start=1
                     /transl_table=11
                     /product="nrdI protein"
                     /protein_id="AJK11489.1"
                     /translation="MNPLVYFSSSSENSHRFVEKLQLPAIRIPIAGAREKLRVEQPYI
                     LLVPSYGGGSPVGAVPIQVIRFLNDVHNRSLIRGVIAAGNTNFGDAYCLAGDIISHKC
                     QVPYLYRFELLGTAEDVANVRKGVTEFWQRQN"
     gene            complement(1425145..1425381)
                     /gene="nrdH"
                     /locus_tag="CH60_1332"
     CDS             complement(1425145..1425381)
                     /gene="nrdH"
                     /locus_tag="CH60_1332"
                     /note="glrX_NrdH: glutaredoxin-like NrdH family protein;
                     [O] COG0695 Glutaredoxin and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaredoxin-like NrdH family protein"
                     /protein_id="AJK11756.1"
                     /translation="MSIIIYSKPDCVQCNATYRAFDRQGISYQIIDLTEDEQALNHVK
                     SLGYQQVPVIVAGDEHWSGFHPDKINALVQAVSV"
     gene            1425902..1426267
                     /locus_tag="CH60_1333"
     CDS             1425902..1426267
                     /locus_tag="CH60_1333"
                     /codon_start=1
                     /transl_table=11
                     /product="acid shock repeat family protein"
                     /protein_id="AJK11681.1"
                     /translation="MKKVLALMVAATLGLSSVAFAADTTATATPAATSTTATVAAQTK
                     ATQHQKHKVTKKTTEQKAQAAKKHEKKASVQKTPVQKAQAAKKHVKKASVQKAPVQKA
                     QAAKKHHKTAKKPVAAPAA"
     gene            1426745..1427080
                     /locus_tag="CH60_1334"
     CDS             1426745..1427080
                     /locus_tag="CH60_1334"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12100.1"
                     /translation="MYLRPDEVAKVLENAGFERVYTVNEAYGYQKGRHYVYVNRESYM
                     GRTALIIHPSQKDKSIGLSMPTALIKTSNKYIEFPLYLVGAIGEYYGIAHGFSSRELL
                     LNFLGRMFE"
     gene            complement(1427315..1428523)
                     /locus_tag="CH60_1335"
     CDS             complement(1427315..1428523)
                     /locus_tag="CH60_1335"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK11651.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            1428581..1429738
                     /locus_tag="CH60_1336"
     CDS             1428581..1429738
                     /locus_tag="CH60_1336"
                     /note="[NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane usher family protein"
                     /protein_id="AJK12786.1"
                     /translation="MFTVSLDRYGNSNGIDEIDFRTRNRLSLSVSQRVADNMSVNLNS
                     SLYSYWGNQDASQQYSVGFNHSLRSFSYTVSAIRTSNSGNSSNGDNDREYENSYMLAV
                     SIPIGGSGKNKPLFSSLSTMVSHSEAGDTQLQLTTSGSRGDQNELTYGIGTSYGNRND
                     ASSEQSVIGNMGYQSSVGQLGMTASANNNASRQLSVSASGSLVAHQGGVIAGPRLGDA
                     PFAIINAQGAGGAKVFNGRGAKIDSNGYALVPSLTPYRENTIAIDYNDLPETVDILEN
                     HKVVVPRMGAMIPVKMKTMTGNPMMLIVRDENKEFLPIGTDLLDADGVSQSIVGQGGM
                     AFIRGWDPVSQLLTATLNGGKDKCVIKPDAKIDTATKTAQIIQLEVICLRR"
     gene            1429723..1430331
                     /locus_tag="CH60_1337"
     CDS             1429723..1430331
                     /locus_tag="CH60_1337"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK11835.1"
                     /translation="MSSSLKNKVAQKPIALLLLLTTVFIAQSQPAQAASSCAGTADCH
                     IQVSFGGEYVEDTCEVSINGASSAESVSLPTLSTSKLNIDGAEAGNQAFQIALKLCPA
                     NRSVDLRFTAADSSRNPDVITGNLQNELADDYSRNVQVRLSKATGQQMFVGRENSVQE
                     YVIPATGEDITHYFLAGYYAKGTNAVTPGQVKATAGIELVYK"
     gene            1430436..1430960
                     /locus_tag="CH60_1338"
     CDS             1430436..1430960
                     /locus_tag="CH60_1338"
                     /note="conserved hypothetical protein;
                     [S] COG3516 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12875.1"
                     /translation="MVSKSNSQKFIARNRAPRVQIEYDVEIYGSEKKVELPFVMGVLA
                     DLSGKPLEPLPSVADRKLLDIDIDNFDERMKAMKPRVAFAVLNTLTGEGQLMVDITFE
                     SMDDFSPDAIAKKVDSLSQLLDARTQLANLQTYMDGKAGAEELVMKLLKDKSLLTTLA
                     SAPKAKQSAVDTPQ"
     gene            1430984..1432486
                     /locus_tag="CH60_1339"
     CDS             1430984..1432486
                     /locus_tag="CH60_1339"
                     /note="conserved hypothetical protein;
                     [S] COG3517 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12714.1"
                     /translation="MSTQDAKTKQATVASATEYSDFNTLLTKEFKAKSEQTIAAVEGA
                     VKTLAEQALANSVTVSDDAYKSIASIIAEIDRKLSDQINLILHHQEFQSLESAWRGLH
                     YLVNNTETDEKLRLRFLDISKDELRRNMKRYKGVAWDQSPLFKKIYEEEYGQLGGEPY
                     GCLVADYYFDHTAPDVDLLASIGKVAASAHVPFITGAAPSVLQMESWQELSNPRDLTK
                     IFTQNLEYAAWNSLRQSEDSRYIGLAMPRFLSRLPYGINTNPVDAFHFEETTDGADHS
                     KYVWSNAAYAMAVNINRSFKEYGWCTLIRGVESGGVVEGLPCHTFPTDDGGIDMKCPT
                     EIAISDRREAELAKNGFIPLVHRKNTDYAAFIGAQSLQKPAEYYDSDATANANLSARL
                     PYLFACSRFAHYLKCIVRDKIGSFKERDEMQRWLNDWVMNYVDGDPANSSLETKARRP
                     LAAAEVIVEEVEGNPGYYQAKFFLRPHFQLEGLTVSLRMVAKLPSLKDVA"
     gene            1432812..1433297
                     /locus_tag="CH60_1340"
     CDS             1432812..1433297
                     /locus_tag="CH60_1340"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK12713.1"
                     /translation="MAQDMFIKIDGIEGESLDANHKNEIQVLAWNWDVAQHSNMHSGS
                     GGGSGKASVSDFCFAHYIDKASPNLLSYCLLGKHIKNVQFVLRKAGGDPLEYLTIKFT
                     DVIITRVDMAGSLEDETRPREEIRFSFTKMTQDYVMQNAEGHKSGVISANYDVKANMH
                     S"
     gene            1433571..1434110
                     /locus_tag="CH60_1341"
     CDS             1433571..1434110
                     /locus_tag="CH60_1341"
                     /note="[S] COG3521 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion lipofamily protein"
                     /protein_id="AJK12112.1"
                     /translation="MNKSIRGVYRATQYLFLVLVTLLTIACSSKVQPEKAEKLTVEIA
                     TAADINPNDKGVANPLRIALYTLKSTDEFQSSDFFTITEENTPSLKEQMDNVFDRIML
                     PSETKKIELTLDAGVTAIGIVAAYREIEQAEWKAVIYPLPKKRVDPWYKKMWPGQDQQ
                     DPIMKVRVERLSISIKEMD"
     gene            1434114..1435463
                     /locus_tag="CH60_1342"
     CDS             1434114..1435463
                     /locus_tag="CH60_1342"
                     /note="conserved hypothetical protein;
                     [S] COG3522 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14052.1"
                     /translation="MRTNKVVWSEGLFLRPQLFQQQERYLEYYAHKRAATITPFFWGF
                     AQYEIDREALSYGKLVLRSGKGVLPDGTPFDIPGHAELPEPLTITPEHLGKLIYLAVP
                     LRLDNSDETIFDEHDMSSLARFYAYEAALNDTNAIRQGPKPVQLSRLRLRLVSEGEMT
                     ESWIGLPLTKVRAIQPDGSVLLHTEDYIPPVTGYAASSLLSEWLTHLNGLVKMRAEML
                     ANRLSNSDGKASASAEIVDYLLLQIFNKYEPILDHLRHIPELPPITLYQELAKFSGEL
                     STFIRTKTRRPRPAPGYDHAKLYASIRPLVDEVHELLNQILVRAGQMIPLETKGNGVW
                     SASVLPNELRSFSNLVLAVHAQLPMDVLQHQFSVQTKISAPQQLHELVRSHLPGLELQ
                     RLPVPPRQIPYSAGYVYFELIKNGPFWDKVSNAGAIALHVAGDFPALKMELWGIRDS"
     gene            1435496..1436128
                     /locus_tag="CH60_1343"
     CDS             1435496..1436128
                     /locus_tag="CH60_1343"
                     /note="IV_VI_DotU: type IV/VI secretion system, DotU
                     family domain protein;
                     [S] COG3455 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV/VI secretion system, DotU family domain
                     protein"
                     /protein_id="AJK11613.1"
                     /translation="MPPFDRSRNVDESPQALGRFLLDEPMTSPDSTQDNTAFTREAPH
                     SGAAQQYDTTLLRGESVQQRVAKVLASSTPLLEAAQPLLRALSEMPAHIGDVSQVHIL
                     KQSLKNEITLFSVVCDEADISWKKMAIVRYCLCTALDEAAHTMSWGMMAGWSQSNLLN
                     HFEGDNDGGNKFFLLVGRLSMSPHEYAVTNGAIVIHTQRLKSDPGGNLLS"
     gene            1436142..1437164
                     /locus_tag="CH60_1344"
     CDS             1436142..1437164
                     /locus_tag="CH60_1344"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK10551.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAALGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1437164..1437943
                     /locus_tag="CH60_1345"
     CDS             1437164..1437943
                     /locus_tag="CH60_1345"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK10769.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            1437959..1438795
                     /locus_tag="CH60_1346"
     CDS             1437959..1438795
                     /locus_tag="CH60_1346"
                     /note="type_VI_ompA: type VI secretion system
                     peptidoglycan-associated domain;
                     [N] COG1360 Flagellar motor protein"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system
                     peptidoglycan-associated domain protein"
                     /protein_id="AJK13304.1"
                     /translation="MGRWWRYKWITFHPSLTYADGLEVLLRILGLGFEGRYSIIEDGD
                     RQLTKIRQGLLTLLQSTRDTIPPALSPHGLIAHQNRRRRGIFVPVRVSMLLCGFLIVA
                     TFIGCKYFLSVPESDLLKRMGALQRVVVTPPVAAPKLRLSILLKDEIAKQLVSVDETS
                     NNSKVIFKGDSMFMVGSDNVRPEMIDVIKRVAQEVHRVKGAILIVGHTDSMPINKPGF
                     PNNQVLSEKRAANVARYMEQAGIPTDKIRFEGKGETQPVSSNDDATGRSQNRRVEIFV
                     NY"
     gene            1438804..1442631
                     /locus_tag="CH60_1347"
     CDS             1438804..1442631
                     /locus_tag="CH60_1347"
                     /note="[S] COG3523 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="intracellular multiplication and
                     macrophage-killing family protein"
                     /protein_id="AJK12735.1"
                     /translation="MSYLNRLFSGWAMKRILLVGCFILLAAAIWFLGPFLGFGEARPL
                     ESYEARIICILLALLLILGFWYGAPRFVIAAVVACAAVWVIGPFILVGDDHPLTDGIR
                     RGIIIAIIAFITLIYGTWCLVKALAKNPALLDNFIKHKKAAKPEAEAELSEVNAMIRN
                     GMNYVRRIHSGIPAWRRFFISNRWRTELPWFMVVGMKGAGKTALILSSGQDFPLPEQL
                     NRIGKENPPTQHCECLFSNDALFLDTSGKYIDDSKDNQTEWTGILKALKKYRPVKAIN
                     GVIVAISASDILGKSKADLLNVSATLRTRLDEVRAVLGVRFPVYVTITKLDQISGFDE
                     YFRNLTAEDREQIWGVTFPYNEAKEQSDMPLQQRISHELALLEDRISNNMHVRQQEEY
                     AVADRKGMYALPQDFRMLSQRVTEVLQNVFFASRFDETKFHTTLRGIYFVSSCQPADV
                     ELLNNNTLIQKWRNVINHKKPLSPADLSQKSDNEDRFISDVAYGKQYFLKQLFSDVIT
                     KDADLVSYNLKVQSKYRFQNLLGHAACIGLAVWLVWAFLVSFQHNEGYLQATGAKLSQ
                     LESTVMSYAKTSNEQILPALLNATQQLPEYGTLDVANPELDWRYGLYTGSAISQGANT
                     LYQFFLQKYLFPMVENQSEVTLRKTMHSGQSEEVYAALKLYLMLTGEGKFDRQYMIEH
                     VTQDWQKSGKIEPYEEKSIFVGHLNTLFTLKDWRQYGQPADSELIKQARAILAEKTVT
                     ARLWGRIQSRLLADAPANMTLRKMVGEHATQVFTLSDDELLHEGIPGLYTYAGYHEVV
                     KKKLTPLLMLLQEEDRWVMAQSLSSSLDPLTLRQDVLVMYLQGYAAYWKRFLSSVRLI
                     SVDADSAEYAQGLSLDIALLRTLVSENSPLLNLARQAVKETTLAEKEKAITDEINIRT
                     QGQLLSQAKKLQETIAFRENKLIKEWVDNRFESLRVFVNGEQSADVTGGNNLSVLQGT
                     QMSRIIGTLNDQYTRFVVYNSAFEYGDIPPLSQDGERIAVESQTWPDPFRNIIAPLLT
                     GSSQKFENKVITHTSKAIDMGVGEICRNTLQGRYPFAESEQIVSLNDFERFFGTDGTV
                     DSYFKKNLESKVDTSSIPWRYKGSVSSEGLAFFEQAAMIRNVLFNTNDGKKMALDFSV
                     SVRYLAPTITQLIMNFDGNTVRYSHGPVTPAFFKWPGLRQGTIVSLTAQRQKASAMPD
                     ILFRGPWALLQWADQADEIRDEANGKQTLTYLMGKDRVELEVSGLTHGGETISDLLRD
                     FKCPSVNDMNGIW"
     gene            1442958..1445276
                     /locus_tag="CH60_1348"
     CDS             1442958..1445276
                     /locus_tag="CH60_1348"
                     /note="vgr_GE: Rhs element Vgr family protein;
                     [S] COG3501 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="Rhs element Vgr family protein"
                     /protein_id="AJK12834.1"
                     /translation="MPYLLGEPALVLSKLEGEEAFSTLYSYTITAKTPANPLIPWQAA
                     SNVDLKSLIGKEMTIEMELDGNGLGDVRSVGKGTREITGLVERARYIGRDANQAIFEI
                     TIKPWFYLANLTSDFKIYQNKNVVDIIEEVFSDYNFPFEKRLATTYPILDFQVQYGET
                     DFNFLQRLMEEWGIYWFFEHQDHKQKLILVDHVGAHKRSFSTAYHAIEYLSDEPKAGE
                     EYITQFQTQETLTSGTWVTNDYDFTKSRADILAMDSKPRKTSFNDLEIYHWPGDYDQP
                     DIGEHLSRVRIEERGALGSRAVGSGQLRGIVCGANFELKGFPVDKANREYMIISSRLT
                     VAEVDQLSGGEDAFSCESSFTVQPTTKIYRHPQVTPKPKTNGPQNAIIVGPPGEEIWT
                     DEYGRVKVRFVWDRYGTNSESDSCWLRVSQAWAGNSFGGIYIPRIGQEVIVDCINGDP
                     DRPMVMGSLYNNVTRPPWDLPANATQSGMVSRTVGGGLTNYNGVRFEDKSGLEQYWEQ
                     AERDMSRLTKNNETQIIGADSVLNVGANRSEVVGANYNQDVLGTSMLAIGAASMLQVG
                     LARSVVVGGAHSLNVVLANATNVGGANMTNVGGFNGLAVGGAHQTAVGGAATLAAGGP
                     IAIGAGGELILSGDIVKIVGKSKVIIQGGEVHINSDDCCGRKTGNGGGAFGAFASLAG
                     LLPLAGAIALPLPLPLLPIVVPPVTSPPDPTVPPDPTLPPDPTLPPDPTLPPDPTLPP
                     ETTAPPETTAPPETTAPPEPTRTPPGTQTPPP"
     gene            1445375..1445635
                     /locus_tag="CH60_1349"
     CDS             1445375..1445635
                     /locus_tag="CH60_1349"
                     /note="[M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="PAAR motif family protein"
                     /protein_id="AJK11941.1"
                     /translation="MFSAAKMGDVTSDGGAICTGSCDVFINNIPASKLGSGATSTLVG
                     LTALVTGSGTVFINNCPATRCSDKTGCGSVIVTGSPNVFIGN"
     gene            1445641..1446462
                     /locus_tag="CH60_1350"
     CDS             1445641..1446462
                     /locus_tag="CH60_1350"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12376.1"
                     /translation="MLLVLTSPNTTQQYRLDKSVTAANAVCFNLEKGVFSPHPVGNGH
                     NEVQFYWHFHEPLIVNHSSNFICQVNGKQLNVGEHHSLSFGTEIQFGHVSITAERATA
                     QQVEDNFADNLFMLTGSEEPGKTDLPEIEDILSHGGHYISYFDAVDETQSYDQQEPDI
                     LKRLEVEYKRFLLWGEQSREFLEKDGQQVTKLSARDEYLDNIRERVKDKTLTECILDS
                     GGLIDKVTKELSAINYLDTPDYDEKIDLLKALAPEHFITKEKTVCLRSCFRSSTS"
     gene            1446502..1447308
                     /locus_tag="CH60_1351"
     CDS             1446502..1447308
                     /locus_tag="CH60_1351"
                     /note="[R] COG4455 Protein of avirulence locus involved in
                     temperature-dependent protein secretion"
                     /codon_start=1
                     /transl_table=11
                     /product="impE family protein"
                     /protein_id="AJK11427.1"
                     /translation="MNTTNLTELLKSASLTEMLADVIATIKAKPTDTDTRELLFKLYC
                     IDGSWQKALLQLETLTQLLPEFTKQAELYKNLILSEKMRDEVLAGKRSPGTLGNDLPE
                     WVALLQQANQLHHDGDHQQSEALREQALQQAPESIGESAATGCFAWIADSDGRMGPVC
                     EFISAGGYRWIPFAEIQSLTVSKPKNITDLIWAPAQVKVKDKVWYGYIPARYPLTPET
                     DNETKLGLKTEWHQPTDSLYIGAGRKMFITDQGEHALFDIEEIVFEIDCI"
     gene            1447421..1447900
                     /locus_tag="CH60_1353"
     CDS             1447421..1447900
                     /locus_tag="CH60_1353"
                     /note="gene 25-like; [S] COG3518 Uncharacterized protein
                     conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="lysozyme family protein"
                     /protein_id="AJK13976.1"
                     /translation="MEKKKQFLPALLERLLDDEPKKHIEPHDKFFYDSRTMRKLVQRN
                     ISEILNNANIEDRLDPQRHKWVATSVLNYGISPLVGLYAVPHNWATIERIIREAIIRF
                     EPRIMAESLVVSQQLQARNGIIQFEIRGLIKWNPHPIDLCIEGAYDVETDNAELRAR"
     gene            complement(1447858..1447998)
                     /locus_tag="CH60_1352"
     CDS             complement(1447858..1447998)
                     /locus_tag="CH60_1352"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10766.1"
                     /translation="MLSIRLSCSRILWSCALAAFLLNDMNNSLLTVAQRARSSALSVS
                     TS"
     gene            1448088..1448900
                     /locus_tag="CH60_1354"
     CDS             1448088..1448900
                     /locus_tag="CH60_1354"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13904.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KKSRSSGHSDCLRGWPEGVPGCDKQCLSADSHPAVHHPYGTQQPEICVMEGL"
     gene            1448857..1449297
                     /locus_tag="CH60_1355"
     CDS             1448857..1449297
                     /locus_tag="CH60_1355"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK14340.1"
                     /translation="MVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAW
                     DDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTD
                     DSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            complement(1449309..1449587)
                     /locus_tag="CH60_1356"
     CDS             complement(1449309..1449587)
                     /locus_tag="CH60_1356"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14144.1"
                     /translation="MTYKKYNSSWEGYMGDVLNGNVGINQLKPQHEYFDAIGLGKVLS
                     ENTQYHAVLTLAEAKSIIEDINPPRTQSPSNGEALARGFEIEPVHNSV"
     gene            complement(1449646..1450113)
                     /locus_tag="CH60_1357"
     CDS             complement(1449646..1450113)
                     /locus_tag="CH60_1357"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13847.1"
                     /translation="MAVMILRNKKFSLLSLLLISALIYFLWMEFKPVKIIAVHQRNNY
                     SDILVENFPITDSGKIAWWIKNKSMLAEKYKIPKPASYGSFTIIFWDFGDGYQEEGKY
                     DRLCFDDMKTAENCIDKNSFLTVRNTPDNRVFFIVDNGKYLLKESNKVTKVRE"
     gene            1450635..1451435
                     /gene="thiD"
                     /locus_tag="CH60_1358"
     CDS             1450635..1451435
                     /gene="thiD"
                     /locus_tag="CH60_1358"
                     /EC_number="2.7.1.49"
                     /note="HMP-P_kinase: hydroxymethylpyrimidine
                     kinase/phosphomethylpyrimidine kinase;
                     [H] COG0351
                     Hydroxymethylpyrimidine/phosphomethylpyrimidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxymethylpyrimidine
                     kinase/phosphomethylpyrimidine kinase"
                     /protein_id="AJK10525.1"
                     /translation="MKRINTLTIAGTDPSGGAGIQADLKTFSALRAYGTSVITALVAQ
                     NTRGVQSVYPIDPHFVAAQLDSVLSDVRIDSAKIGMLANTAVVEMVAEQLRRYPIPFV
                     VLDTVMVAKSGDPLLTPDAVEAVRQWLLPQVALITPNLPEAAALLGCPPASDEQQMRE
                     QGRALLALGCQGVLMKGGHLTGEDSPDWLFTAEGEQRFVAQRVATRNTHGTGCTLSAA
                     LAALRPRYGHWGETVAVAKNYLQRALEQADTLEVGQGIGPVHHFHQWW"
     gene            complement(1451497..1452384)
                     /locus_tag="CH60_1359"
     CDS             complement(1451497..1452384)
                     /locus_tag="CH60_1359"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14275.1"
                     /translation="MLPIELPEEPEKLYYSAGEAHPLAKLETDKIRQMVIDLDVANSD
                     SEHYVTGWMGLNSIVVVRNYQNKRGTANGFVINKGDRYRLSIQSIEFRIPKMVLWMSF
                     RRKPRTMELITYEELGEKPSGMQQYRNILDEELLGQLDQDWHELNDYLGAACWQLENG
                     TPLWQQLHQQITPDAIRQLATAPIFRTKHLQADGEYSGFWAGEYFFAVRQPGTKQAAD
                     NPFPAVQISWRENDKDIGSYQFDLIEGESGKSRFSLCIRPRKGANSYLLNRFDAHHLQ
                     RAIAMFTLAQQYLSGPVAG"
     gene            1452615..1453124
                     /gene="ivy"
                     /locus_tag="CH60_1360"
     CDS             1452615..1453124
                     /gene="ivy"
                     /locus_tag="CH60_1360"
                     /codon_start=1
                     /transl_table=11
                     /product="inhibitor of vertebrate lysozyme domain protein"
                     /protein_id="AJK12408.1"
                     /translation="MKGQKNLHCLLAGILLSISSGSFAQPAAVVSSPGVTVPEPVAST
                     PTMAELLQQPVYKARWQKMVKGQKNLPAWARKGAGTSGPYENITWGAQQYKVGSLCKP
                     HDCSNNFMWVAFSNDKKHVWGLRVTVADKPEALDNPSKFATYQWLGRPNENIQAMLTA
                     QLEKDPNWR"
     gene            complement(1453411..1454301)
                     /gene="yegS"
                     /locus_tag="CH60_1361"
     CDS             complement(1453411..1454301)
                     /gene="yegS"
                     /locus_tag="CH60_1361"
                     /note="lip_kinase_YegS: lipid kinase YegS;
                     [IR] COG1597 Sphingosine kinase and enzymes related to
                     eukaryotic diacylglycerol kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid kinase YegS"
                     /protein_id="AJK12347.1"
                     /translation="MPHTLLILNGKESGNPEVREAVKNVRDEGLTLHVRITWEHGDAK
                     RYVEEAATLAVSTVIAGGGDGTINEVATALMSLPADKRPCLGILPLGTANDFATGCNI
                     PLQIENALQLAVKGRAVAIDLAQVNGEHYFINMATGGFGTRITTETPDKLKAALGGVS
                     YFIHGLMRLDALKADSCKIHGPDFHWSGDALVIGIGNGKQAGGGQLLCPDALINDGLM
                     QLRLLTAKELLPAVLSTLFNGEKNKNVIDATVPWLDITAPNDITFNLDGEPLSGRHFH
                     IEILPHAIQCRLPPNCPLLG"
     gene            complement(1454937..1456331)
                     /locus_tag="CH60_1362"
     CDS             complement(1454937..1456331)
                     /locus_tag="CH60_1362"
                     /note="[O] COG0826 Collagenase and related proteases"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase U32 family protein"
                     /protein_id="AJK11244.1"
                     /translation="MSSSSFTTERPFTPELLSPAGTLKNMRYAFAYGADAVYAGQPRY
                     SLRVRNNEFNHENLALGIQEAHALGKRFYVVVNIAPHNSKLKTFLRDLKPVIEMGPDA
                     LIMSDPGLIMMVRDAFPQMDIHLSVQANAVNWATVKFWQQMGLTRVILSRELSLEEIA
                     EIRAQVPEMELEVFVHGALCMAYSGRCLLSGYINKRDPNQGTCTNACRWEYNVQEGKE
                     DDVGNIVHIHQPIAVKNVEPTLGIGAPTDKVFVIEEAQRPGEYMTASEDEHGTYIMNS
                     KDLRAIQHVERLTQLGVHSLKIEGRTKSFYYCARTAQVYRRAIDDAVAGKPFDPSLLT
                     TLEGLAHRGYTEGFLRRHVHEEQQTYEYGYSVSERQQFVGEFTGVRREGLAEVLVKNK
                     FSRGDSVELMTPKGNIQFTLESMQDKKGQPADIAPGNGHIMYLPIPEEIDVEYGLLIR
                     NLNGTNSRNPHEKA"
     gene            complement(1456606..1456944)
                     /locus_tag="CH60_1363"
     CDS             complement(1456606..1456944)
                     /locus_tag="CH60_1363"
                     /note="conserved hypothetical protein;
                     [S] COG3422 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11036.1"
                     /translation="MALGHYEIKKAKNGQYHFNLKASNGEIILSSEMYASKASAENGI
                     ASVQSNSPQESQYELKHNTKNEPYFVLKAKNHQVIGVSESYSSPTAAKNGIASVMKNG
                     LSTVIKDLTL"
     gene            complement(1457081..1457800)
                     /locus_tag="CH60_1364"
     CDS             complement(1457081..1457800)
                     /locus_tag="CH60_1364"
                     /note="[TK] COG0745 Response regulators consisting of a
                     CheY-like receiver domain and a winged-helix DNA-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AJK14115.1"
                     /translation="MHESPLSASQSGSVLIVEDEPKLGQLLVDYLQAAGYRTQWLTNG
                     AEVVATVRQTPPAIILLDLMLPGSDGITLCREIRRFSDIPIVMVTAKTEEIDRLLGLE
                     IGADDYICKPYSPREVVARVKTILRRCSQQRHQPTDDAPLLINESRFQASYQGHMLEL
                     TPAEFRLLKILASQPGHVFSREQLLNNLYDDYRVVTDRTIDSHIKNLRRKLELLDGEK
                     PFIRAVYGMGYRWEAEMCRLL"
     gene            complement(1457810..1459195)
                     /locus_tag="CH60_1365"
     CDS             complement(1457810..1459195)
                     /locus_tag="CH60_1365"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK14020.1"
                     /translation="MIRIGITGKLFMAIFATCMLVLITMHWGVRTSFERGFIDYIKQS
                     NEQRIAMLSHALEGEYQHYGNWDFLRNNDQVIYQIMRSFEQNQNSESRPSMPPRGWRA
                     QFWVVDQDNNLLVGHSGHLPTEASRSAIKVNDQVVGWVISTPSEKLTRNADITFDQQQ
                     RRTSWFIVGLSTLLAAAVTWVLSRGMLAPVKRLVEGTHRLAAGDFSTRVAVSSRDELG
                     HLAQDFNQLASSLEKNEQMRRDFMADVSHELRTPLAVLRGELEALQDGLRQPTPESLS
                     SLQAEVAILTKLVNDLHQLSQSDRGALAYRKTQLDVVRLLQVAIASFHGRFQNKKMTI
                     TAHLPEHAVIFGDPDRLNQLFHNLLENSLRYTNEGGALEIIALIQEETLTLHWQDSKP
                     GVSDEQLERLFERFYRTESSRNRASGGSGLGLAICHNIVDAHSGKISAKHSPLGGLRI
                     TVVFPLFHSIG"
     gene            complement(1459226..1460623)
                     /locus_tag="CH60_1366"
     CDS             complement(1459226..1460623)
                     /locus_tag="CH60_1366"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein;
                     [GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AJK12999.1"
                     /translation="MVTQATSVRWQLWIVAFGFFMQTLDTTIVNTALPSIAASLGENP
                     LRMQSVIVSYVLTVAVMLPASGWLADRIGVKWVFFSAIILFTFGSLMCAQSATLNELI
                     LSRVLQGVGGAMMVPVGRLTVMKIVPREQYMAAMAFVTLPGQIGPLVGPALGGFLVEF
                     ASWHWIFLINLPVGVIGALATLLLMPNHKMSTRRFDISGFIMLAIGMATLTLALDGHT
                     GLGLSPLAIAGLILCGVIALGSYWWHALGNRFALFSLHLFKNKIYTLGLVGSMSARIG
                     SGMLPFMTPIFLQIGLGFSPFHAGLMMIPMIIGSMGMKRIIVQVVNRFGYRRVLVNAT
                     LLLAVVSLSLPLVAIMGWTLLMPVVLFFQGMLNALRFSTMNTLTLKTLPDRLASSGNS
                     LLSMAMQLSMSIGVSTAGILLGTFAHHQVATNTPATHSAFLYSYLCMAIIIALPALIF
                     NRVPPDTGANRHLAR"
     gene            complement(1460657..1463731)
                     /locus_tag="CH60_1367"
     CDS             complement(1460657..1463731)
                     /locus_tag="CH60_1367"
                     /note="[V] COG0841 Cation/multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="acrB/AcrD/AcrF family protein"
                     /protein_id="AJK12692.1"
                     /translation="MKFFALFIQRPVATTLLTLAITLSGIIGFSLLPVSPLPQVDYPV
                     IMVSASMPGADPETMASSVATPLERALGRIAGVNEMTSTSSLGSTRIILQFDLNRDIN
                     GAARDVQAALNAAQSLLPSGMPSRPTYRKMNPSDAPIMIMTLTSDTFSQGQLYDYAST
                     KLAQKIAQTEGVSDVTVGGSSLPAVRVELNPSALFNQGVSLDAVRQAISAANVRRPQG
                     SVDAAETHWQVQANDEIKTAEGYRPLIVHYNNGSPVRLQDVANVIDSVQDVRNAGMSA
                     GQPAVLLVISREPGANIIATVDRIRAELPALRASIPASIQLNIAQDRSPTIRASLDEV
                     ERSLVIAVALVILVVFIFLRSGRATLIPAVAVPVSLIGTFAAMYLCGFSLNNLSLMAL
                     TIATGFVVDDAIVVLENISRHLEAGVKPKVAALRGVREVGFTVLSMSISLVAVFIPLL
                     LMAGLPGRLFREFAVTLSVAIGISLVISLTLTPMMCAWLLRSHPKGQQQRIRGFGKVL
                     LAIQQGYGRSLNWALSHTRWVMVVLLSTIALNVWLYISIPKTFFPEQDTGRMMGFIQA
                     DQSISFQSMQQKLKDFMQIVGADPAVDSVTGFTGGSRTNSGSMFISLKPLSERQETAQ
                     QVITRLRGKLAKEPGANLFLSSVQDIRVGGRHSNAAYQFTLLADDLAALREWEPKVRA
                     ALAKLPQLADVNSDQQDKGAEMALTYDRETMARLGIDVSEANALLNNAFGQRQISTIY
                     QPLNQYKVVMEVAPEYTQDVSSLDKMFVINSNGQSIPLSYFAKWQPANAPLAVNHQGL
                     SAASTISFNLPDGGSLSEATAAVERAMTELGVPSTVRGAFAGTAQVFQETLKSQLWLI
                     MAAIATVYIVLGILYESYVHPLTILSTLPSAGVGALLALELFDAPFSLIALIGIMLLI
                     GIVKKNAIMMVDFALDAQRNGNISAREAIFQASLLRFRPIIMTTLAALFGALPLVLSS
                     GDGAELRQPLGITIVGGLVVSQLLTLYTTPVIYLYFDRLRNRFSKQPLMKLE"
     gene            complement(1463728..1466886)
                     /locus_tag="CH60_1368"
     CDS             complement(1463728..1466886)
                     /locus_tag="CH60_1368"
                     /note="[V] COG0841 Cation/multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="acrB/AcrD/AcrF family protein"
                     /protein_id="AJK11620.1"
                     /translation="MQVMPPTPGGGPSRLFILRPVATTLFMIAILLAGIIGYRALPVS
                     ALPEVDYPTIQVVTLYPGASPDVVTSSITAPLERQFGQMSGLKQMASQSSGGASVITL
                     QFQLTLPLDVAEQEVQAAINAATNLLPSDLPYPPIYNKVNPADPPILTLAVTATAIPM
                     TQVEDMVETRIAQKISQVTGVGLVTLSGGQRPAVRVKLNAPAVAALGLDSETIRTAIS
                     NANVNSAKGSLDGPTRSVTLSANDQMKSAEEYRDLIIAYQNGAPIRLQDVATIEQGAE
                     NNKLAAWANTQSAIVLNIQRQPGVNVIATADSIREMLPELIKSLPKSVDVKVLTDRTS
                     TIRASVNDVQFELLLAIALVVMVIYLFLRNAAATIIPSIAVPLSLVGTFAAMYFLGFS
                     INNLTLMALTIATGFVVDDAIVVIENISRYIEKGEKPLDAALKGAGEIGFTIISLTFS
                     LIAVLIPLLFMEDIVGRLFREFAVTLAVAILISAVVSLTLTPMMCARMLSYESLRKQN
                     RLSRASEKFFDWVIAHYAVALKKVLNHPWLTLSVAFSTLVLTVILYLLIPKGFFPLQD
                     NGLIQGTLEAPQSVSFSNMAERQQQVAAIILKDPAVESLTSFVGVDGTNATLNNGRLQ
                     INLKPLSERDDRIPQIITRLQESVSGVPGIKLYLQPVQDLTIDTQLSRTQYQFTLQAT
                     SLEELSTWVPKLVNELQQKAPFQDVTSDWQDQGLVAFVNVDRDSASRLGITMAAIDNA
                     LYNAFGQRLISTIYTQSNQYRVVLEHDVQATPGLAAFNDIRLTGIDGKGVPLSSIATI
                     EERFGPLSINHLNQFPSATVSFNLAQGYSLGEAVAAVTLAEKEIQLPADITTRFQGST
                     LAFQAALGSTLWLIIAAIVAMYIVLGVLYESFIHPITILSTLPTAGVGALLALMLTGN
                     ELDVIAIIGIILLIGIVKKNAIMMIDFALAAERDQGMTPYDAIYQACLLRFRPILMTT
                     LAALFGALPLMLSTGVGAELRQPLGVCMVGGLIVSQVLTLFTTPVIYLLFDKLARNTR
                     GKNRHRDEDIDSSELLNGQEPQ"
     gene            complement(1466886..1468220)
                     /locus_tag="CH60_1369"
     CDS             complement(1466886..1468220)
                     /locus_tag="CH60_1369"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK11235.1"
                     /translation="MKSQSKRTSRLFVFVGVVVAIIIAVLSWRYFGTGSDNNTSGAQQ
                     SARGQDTSHGGRRNTPLAPVQAATATEQEVPRYLTGLGTVIAANTVTVTSRVDGELMA
                     LHFTEGQQVKAGDLLAEIDPRPYEVQLTQAQGQLAKDQATLDNARRDLARYQKLSKTG
                     LISQQELDTQSSLVRQSEGSVKADQGAIDSAKLQLTYSRITAPISGRVGLKQVDVGNY
                     ITSGTATPIVVITQTHPVDVVFTLPESDIPAIIQAQKNAEKTHAIVPVEAWDRTNKQM
                     LAQGYLLSIDNQIDTTTGTIKLKARFNNEDDVLFPNQFVNARIKVDLLQNAVVVPTAA
                     VQMGSEGNFVWTLDDANKVSKHLVTTGIQNSQQVVIDAGLNAGQRVVTDGIDRLTEGV
                     QVEVVTPRSANTDANPASAEKAAAEAEGSTPHQGRGRPANAPARSTTAAEKS"
     gene            complement(1468584..1469669)
                     /locus_tag="CH60_1370"
     CDS             complement(1468584..1469669)
                     /locus_tag="CH60_1370"
                     /EC_number="3.6.3.31"
                     /note="potA: polyamine ABC transporter, ATP-binding family
                     protein;
                     [E] COG3842 ABC-type spermidine/putrescine transport
                     systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="polyamine ABC transporter, ATP-binding family
                     protein"
                     /protein_id="AJK14122.1"
                     /translation="MRTYVSFKNIKKSYDGDKLVVKNLNLDIHEGDFLTLLGPSGSGK
                     TTSLMMLAGFETPTQGEITLRDKPLHNLPPHQRGIGMVFQNYALFPHMTVTENLAFPL
                     TIRLLNKADIKEKIDRILDMVKLKNLADRYPAQMSGGQQQRVALARALVFEPKLVLMD
                     EPLGALDKQLREHMQLEIKQLHKMLELTIVYVTHDQSEAMTLSNRVVVFNDGIIQQMD
                     SPSVIYEQPSNTFVAQFIGENNCLLAVNQGSDGEYYRAMLDDGTRLQALKVCPSSPGK
                     KIMLCIRPERVSVNHPAAGSQQIKARIQQFIYLGDHVRMMTEVAGQGNFMVKLSAAHI
                     EPHWQPGSEVLLSWMPAHLRALEGVTH"
     gene            complement(1470052..1471557)
                     /locus_tag="CH60_1371"
     CDS             complement(1470052..1471557)
                     /locus_tag="CH60_1371"
                     /note="[KE] COG1167 Transcriptional regulators containing
                     a DNA-binding HTH domain and an aminotransferase domain
                     (MocR family) and their eukaryotic orthologs"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AJK12849.1"
                     /translation="MRSLLSDLLLQRLTPATLSTVPVAKNKRLYRALRLSILDGSIRA
                     GSRLPASRDLAQELEISRNTVLAAYDQLQAEGYIQTRTGGGTFVTTDLPEDGLNKMDT
                     LPQHSGPEPDVALSTRATHLLNHCGVASYQWGTFMPGVPDVRLFPHEVWRKLQTRLSR
                     HLNPENLTYSVHGGCPQLQQALADYLRIARSVSCTPDQILITAGTHQALDLLAKMLCD
                     PGDHAWIEEPSYWGIRNVLTINGIEVIPVSVDENGMDPLDLPFESRSPRLICVTPSHQ
                     YPLGSVMSLTRRQRILALAQQHNCWVVEDDYDSEFRFSGSPIPALQGLIPDAPVIYLG
                     TFSKTLYPGMRISYMVLPRPLAQQFKVAHSELYRGGNGMMQLTLAEFIREGHYASHIR
                     RMRLIYGKRRAALVGMIKQQLGGSFLAEYGNAGLHLILALPESIDDVALSAELEQKGV
                     LVRALSGYYLKSPPRRGLLLGYGCVPEEAMEAVFAPIVSYLRRRINPDDAI"
     gene            1471739..1473028
                     /gene="gabT"
                     /locus_tag="CH60_1372"
     CDS             1471739..1473028
                     /gene="gabT"
                     /locus_tag="CH60_1372"
                     /EC_number="2.6.1.19"
                     /note="GABAtrnsam: 4-aminobutyrate transaminase;
                     [E] COG0160 4-aminobutyrate aminotransferase and related
                     aminotransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="4-aminobutyrate transaminase"
                     /protein_id="AJK12020.1"
                     /translation="MSHRELEQRRKEATPRGIGVLCDFYAVRAENATLWDEQGREYID
                     FTAGIATLNIGHRHPKVMAAVRQQLDQFTHTAYQVVPYASYVTLAEKINSLAPISDSN
                     MTAAGNSKTAFFTTGVEAIENAVKIARAATGRPGVIAFSGAFHGRTLLAMALTGRAVP
                     YKVGFGPFPASIFHALYPNELYGVSVEEAISSVERLFRCDISPTQVAAILFEPIQGEG
                     GFNIAPPEFVSALRTLCDEHGILLIADEVQTGFARTGKLFAMEYYPDTKVDVITMAKS
                     LGGGMPISAVTGRADIMDAPLPGSLGGTYAGNPLAVAASLAVLDIIAEEKLCERALIL
                     GAKLVDVLEKAQMSNAAIVGIRARGSMVAVEFNDPVSGKPSPELTRAYQRQALEEGLL
                     LLSCGVHSNVIRFLYPLTIPDKQFKQAMNILTRLLAS"
     gene            1473081..1474109
                     /locus_tag="CH60_1373"
     CDS             1473081..1474109
                     /locus_tag="CH60_1373"
                     /note="[E] COG0687 Spermidine/putrescine-binding
                     periplasmic protein"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK14262.1"
                     /translation="MFKIMTLTTLLAGWVFQTHAETLTVVSFGGLNKDAQVKAFYKPF
                     MAAGKGTIEAGEYNGEMARIRAMVETGQIGWDIVEVEGPELLRGCNEGLFETLDWSKL
                     GDERQFIKGTVSQCGSGLFLWSMLLIYDASKFKTPVTSWADFWNVTTFPGKRSLRKTA
                     KFTMEIALLADGVKREDVYRVLATPEGVERVFNKLDQLKPNIQWWESGAQPLQWLVSG
                     DVVMGSVYNGRVGSALKEGHDFRMVWTDSIYDMDSWTIVKGSKKKVLAEQFIAFANLA
                     ENQKVFAENIAYGPTNINATLMIDPEIAANLPTAPANLAEAFPMNNQFWVEHSEDLEQ
                     RFNSWAAK"
     gene            1474156..1475421
                     /locus_tag="CH60_1374"
     CDS             1474156..1475421
                     /locus_tag="CH60_1374"
                     /note="[E] COG1176 ABC-type spermidine/putrescine
                     transport system, permease component I"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11336.1"
                     /translation="MSQTEMVTKPVADERQQSGPILRQQLRKVKAAYTRRSLLLITPL
                     LLFIVVSFIFPIATILGKSIDNPELRVAMPVTVAVLANWPGDALPDEAMFEALITDLR
                     NARSNGLMLSIAKRMSYEDNRYRSLIMSTLRKVPAEGPVREALISALPLWGELSTWQS
                     LQRATQPLTRYYLLSAFDRKVDVESGQIKALPADQALYVNVLLRTLWMAAVVTLLCVT
                     LGYPLAYWLAKQPTGRANLLLMLVLLPFWTSLIVRTASWIVLLQSSGLINQSLLGSRL
                     IEQPLALVFNRAGVYISMTHILLPFIVLPLYAVMKGISPNYVRAAISLGAHPFAAFWR
                     VYVPQTYNGVTAGALLVFMMAIGYYITPALLGGPGDQMVSYFVAFFTNTTMNWGMAAA
                     LGSQLLIIVLLLYVVYIRVTRTQAETAIH"
     gene            1475483..1476331
                     /locus_tag="CH60_1375"
     CDS             1475483..1476331
                     /locus_tag="CH60_1375"
                     /note="[E] COG1177 ABC-type spermidine/putrescine
                     transport system, permease component II"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK10975.1"
                     /translation="MPKPQKALKQKGAWLLRGWKWVFNFYSAAILLFLIVPVLVIVPL
                     SFNAGSFLSYPMAGFSLRWYQTFFNSDEWLGALGNSLLIAPLATLLATGLGVLAAIGL
                     VRGEFRGKALVMAMLISPMVAPVVIIAVGMFFFFARLSLLNSYLGLVLAHALLGVPFV
                     VITVTAVLKSYDQNLSRAAASLGASQWRVFRKVTLPLIAPGVFSGALFAFAVSFDEVV
                     VTLFLASPRQRTLPIKMFAGIRENLDPTIAAAASLMVGASLLLLIVMELLRRRSERLR
                     HHPVSP"
     gene            complement(1476603..1477955)
                     /locus_tag="CH60_1376"
     CDS             complement(1476603..1477955)
                     /locus_tag="CH60_1376"
                     /note="[O] COG0443 Molecular chaperone"
                     /codon_start=1
                     /transl_table=11
                     /product="hsp70 family protein"
                     /protein_id="AJK13102.1"
                     /translation="MFIGFDYGTANCSVAVMRDDAPTLLALENNDVYLPSMLCAPTRE
                     AVSECLHRHWQVPTGSDENQQLLRRAIAFNREEDIPVTADSLLFGLSALAQYIEDPEE
                     VYFVKSPKSFLGANGLKPQQLALFEDLVCAMMFHIKRQAESVLAAEIRQTVIGRPVNF
                     QGSGGEDANRQAEGILLRAAQRAGFRDIAFQFEPVAAGLDFEATLTEEKTVLVVDIGG
                     GTTDCSVLLMGPKWQGLADRQQSLLGHSGCRVGGNDLDIMLAFKQLMPLFGMGGETEK
                     GIAMPSLPYWNAVATNDVPAQSDFYSTVNGRFLRDLIRDAANPQHVERLLKVYQQRLS
                     YRLVRAAEESKIALSDQEQVATTLDFVEAELGQIISQQQLAEAISPPLQRIQEQVSLA
                     LTTSNVKPDVIYLTGGSARSPLLRAALQQQLPGIPLVGGNDFGSVTAGLARWAQTLYR
                     "
     gene            complement(1478095..1479570)
                     /gene="mgtE"
                     /locus_tag="CH60_1377"
     CDS             complement(1478095..1479570)
                     /gene="mgtE"
                     /locus_tag="CH60_1377"
                     /note="mgtE: magnesium transporter;
                     [P] COG2239 Mg/Co/Ni transporter MgtE (contains CBS
                     domain)"
                     /codon_start=1
                     /transl_table=11
                     /product="magnesium transporter"
                     /protein_id="AJK12484.1"
                     /translation="MPVPIIPVSLSAAAQKNAKINTKKLAEIRERILSLLLNNRALVD
                     GILGRQEERENLSDEQLQDQTAEIKTLLDDLHAADLADLLEALPNDERLALWRLVKNE
                     KRGQTLVEVSETVWDTLIKEMSDKDLLKAMRTLHVDEQAYLAEYLPRNLMGRLLTSLD
                     PDQRARVREVIQYGRDSVGQMMDFELVTVRKDVTLATVQRYLRYRKRIPDATDKLFVI
                     DRKNTLLGELPLTSILLNAPNTLVSEVMDQNPTTFQPEQKAEDAAGAFERYDLISAAV
                     IDAKGKLMGRLTIEEIVDVVNEESDTTLRRMGGLSPEEDVFSPVGRAVRTRWSWLAIN
                     LCTAFIASRVIGLFEDTISQLVALAALMPIVAGIGGNTGNQTITMIVRALALHHIQQG
                     SVSFLMLRELGVALINGLVWGGIMGLVTYLLYGDPAMGAVMTLAMMLNLLMAAVMGVT
                     IPMTMARLGRDPAIGSSVMITAITDTGGFFIFLGLATLFLV"
     gene            complement(1479946..1481505)
                     /locus_tag="CH60_1378"
     CDS             complement(1479946..1481505)
                     /locus_tag="CH60_1378"
                     /note="[FP] COG0248 Exopolyphosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="ppx/GppA phosphatase family protein"
                     /protein_id="AJK11109.1"
                     /translation="MPLTNNSTTKPQEIAAIDLGSNSFHMVIARVVNGALQVLGRLKQ
                     RVHLADGLDSNNMLSEEAIERGLACLALFAERLQGFSPDNVCIVGTHTLRQAANAETF
                     LKRAAEVIPYPIEIISGQEEARLIFMGVEHTQPEKGRKLVIDIGGGSTEMVIGEDFEP
                     LLVESRRMGCVSFAQQFFPGGEISKNNFRRARLAAAQKLENLAWQYRIQGWQYALGAS
                     GTIKATYEVLVEMGEKDGLITPERLEMLVENVLQFKQFSALSLPGLSEDRQSVFVPGL
                     AILCGVFDALAIKTLRLSDGALREGVLYEMEGRFRHQDIRQRTAKSLADHYNIDREQA
                     RRVLETTEQLYTQWLAQNTKLVQPQLEALLKWAAMLHEVGLSINHSGMHRHSAYILQN
                     TNLPGFNQEQQTLLATLVRMHRKAIKLDELPRLNLFKKKYYLPLIQLLRLSTLLNNQR
                     QSTTTPESLRLITDDSHWTLRFPHGYLTQNSLVQLDFEREQAYWDDVVGWKLVIEEEE
                     PDEAAKVAPEE"
     gene            complement(1481516..1483579)
                     /gene="ppk1"
                     /locus_tag="CH60_1379"
     CDS             complement(1481516..1483579)
                     /gene="ppk1"
                     /locus_tag="CH60_1379"
                     /EC_number="2.7.4.1"
                     /note="poly_P_kin: polyphosphate kinase 1;
                     [P] COG0855 Polyphosphate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="polyphosphate kinase 1"
                     /protein_id="AJK12601.1"
                     /translation="MGQEKLYTEKELSWLSFNERVLQEAADKSNPLIERMRFLGIYSN
                     NLDEFYKVRFADLKRRILINEEQGSAVTSRHLLKKIQSKVVKADQEFDGLYNDLLLEM
                     ARNQIFLVNERQISENQQTWLKQYFKQHLRQHITPILINHDTNLVQFLKDDYTYLAVE
                     IIRGQDIAYALLEIPSDKIPRFVNLPPEAPRRRKPMILLDNILRFCLDEIFKGFFDYD
                     ALNAYSMKMTRDAEYDLVTEMESSLLELMSSSLKQRLTAEPVRFVYQRDMPDEMVELL
                     RNKLGISNDDSVIAGGRYHNFKDFINFPNVGKSNLVNRPMPRLRHVWFDKFRNGFDAI
                     REQDVLLYYPYHTFEHVLELLRQASFDPSVLAIKINIYRVAKDSRIIDSMIHAAHNGK
                     KVTVVVELQARFDEEANIHWAKSLTAAGVHVIFSAPGLKIHAKLFLISRLENDEIVRY
                     AHIGTGNFNEKTARIYTDYSLLTADARITNEVRRVFNFIENPYRPVTFDNLMVSPQNS
                     RLILYQLIDQEIIHAQAGESAGITLKINNLVDKGLVDRLYSASSAGVKIRLLVRGMCS
                     LIPNMPGISDNIQVTSIVDRFLEHDRVYVFENKGDKLVYLSSADWMTRNIDYRIEVAV
                     SLLDPKLKQRVLDILEILFNDTVKARYIDKELSNRYVPRGNRRKVRAQIAIYDYLKAL
                     EQPEQ"
     gene            1483850..1486081
                     /locus_tag="CH60_1380"
     CDS             1483850..1486081
                     /locus_tag="CH60_1380"
                     /note="[R] COG4590 ABC-type uncharacterized transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13487.1"
                     /translation="MRQTSIASPSGRDKRRAFIDRWVRMTVTSGGLLVLLTLMLIFVY
                     LLYAVLPLFKPVSIRLDNQFVVKRNAPALALGMDIQGKIAYRIDNQGKGVFIRLGGQG
                     SAPAGSVINEQALSAPPVSWSRAIGGQPLYGAGLSNGRFTLLQPDFSATPPGWQFPLG
                     DQPRALDIQGKRLLHLALAEPQPQQFSVAAITDDSRLLVGQFTPQGQQITTLGAVPAT
                     VDQLLLAPDGRLLYVLSGNQVHIYQLVNRPLESEKLASDAPGSGWQLREVVSLVGEKE
                     ALSGPLTLSLLAGGKSLLVQSPDGVVTQWFDVRKGPSPSFHLTRIRSFTPASQGILTA
                     ENTRRVFALLSPHGELSLFSSIQSPPLLQSTLVEGISHADFSPWGDSLLVENASGWSV
                     YRLDNRYPDITWRGLWQPLWYENYPEPAYVWQSSSAEESYQAKFSLIPIIFGTLKAAV
                     YAMLFAVPLALAGAIYTAYFMSAGLRRVVKPTIEMMGAFPTVVIGLIAGIWLAPVIER
                     YLAGILLLPLLLALAILLCGWGSARLSAKTQWPLPAGWDVMVLLPVILLTGWLALWLG
                     PSLAVWALGQPLHEWLGDDYDQRNALVVGVAMGFALIPIIFSLAEDALFSVPPSLSQG
                     SLALGATPWQTLLHVVLPSAYAGIFSAVMIGFGRAVGETMIVLMATGNSPIIGGSIFQ
                     GLRAMAANIAIEMPEAVVGSGHYRVLFLTALVLFCFTFLVNTLAEAVRLRLRERYQME
                     RTA"
     gene            1486207..1487793
                     /gene="pstA"
                     /locus_tag="CH60_1381"
     CDS             1486207..1487793
                     /gene="pstA"
                     /locus_tag="CH60_1381"
                     /note="3a0107s02c: phosphate ABC transporter, permease
                     protein PstA;
                     [P] COG4985 ABC-type phosphate transport system, auxiliary
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, permease protein
                     PstA"
                     /protein_id="AJK11492.1"
                     /translation="MLALIGVILLLAGQGMRYFWPSPVYQFELKQTAAGPVRLVGEIY
                     RQQSLPRQQLEQAGMTLPPNTGDSVTRLLIKSGNREVQGQDFYTLLESDIQQRSLPKG
                     LLALDRHNNGMAYGLLAGMLDNGQPLVGDNLRQELQKRIPIVQALVRQANDIQFRQMS
                     MLNQQFEALRLQKKRLQIAGDLDSKSQDRIDAELGELQRRHQTLIDKLRSLQTEKHRY
                     TLLWQDMNGQIHPLPLSEINRAWYPNDMSFGQKLRHWAAQTKKFLTDNPYNASSEGGV
                     FPAIFGTVLMVILMSIVVMPLGVIAAVYLHEYAGKNWLTRLIRISVVNLAGVPSIVYG
                     VFGLGFFVYLIGGSLDKLFYAESLPNPTFGTPGVLWAALTLALLTLPVVIVATEEGLA
                     RIPTSLRQGSQALGASKAETLWHIVLPMAAPAMLTGLILAVARAAGETAPLMLVGVVK
                     SAPVLPVDGIFPFLHLERKFMHLSFQIYDMAFQSPNVEAARPLVFATALLLVIIVVGL
                     NLAAMGIRHHLREKYRGLML"
     gene            1487821..1488633
                     /gene="pstB"
                     /locus_tag="CH60_1382"
     CDS             1487821..1488633
                     /gene="pstB"
                     /locus_tag="CH60_1382"
                     /EC_number="3.6.3.27"
                     /note="3a0107s01c2: phosphate ABC transporter, ATP-binding
                     protein;
                     [P] COG1117 ABC-type phosphate transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, ATP-binding protein"
                     /protein_id="AJK10912.1"
                     /translation="MGLLTPNSLPLLDVQHLTDEQTALAVERLNLFYGDKQVLHDISF
                     CVPKHRVTALIGPSGCGKSTLLRCFNRMNDLLDNCHFDGEIRLGDEIITDKTTDVAAL
                     RRRVGMVFQRPNPFPKSIYENVVYGLRLQGVRDRRVLDEAVERSLRAAALWHEVKDRL
                     RENAFRLSSGQQQRLVIARAIAIEPEVLLLDEPTSALDPISTLTIEELITTLKQQYTV
                     VLVTHNMQQAARVSDYTAFIHQGRLVEYNNTDALFTSPYQRQTEDYITGRYG"
     gene            1488847..1489227
                     /gene="fliU"
                     /locus_tag="CH60_1383"
     CDS             1488847..1489227
                     /gene="fliU"
                     /locus_tag="CH60_1383"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein fliU"
                     /protein_id="AJK13333.1"
                     /translation="MKELLITQPDFMETFSCVGAACREHCCQGVSITLDKNRYQRYIK
                     SPYSDIKRIAISHISVTQDSLASWANINPDNQGNCPFLDEQRLCQIYKHTGINALSTS
                     CATYPRVEHIYIKKLKVCRSPAQK"
     gene            1489314..1490036
                     /locus_tag="CH60_1384"
     CDS             1489314..1490036
                     /locus_tag="CH60_1384"
                     /codon_start=1
                     /transl_table=11
                     /product="putative n-methylation of lysine residues in
                     flagellin"
                     /protein_id="AJK11913.1"
                     /translation="MTEERLANRACAALAMNQQENIEENLWAINQFLQSYQAGNDVNK
                     IKMAEIDGLRDALISAMAAGGAVNELQAVDPDTALVKVLLACLGHFMTQLPDIRGKKT
                     LANYAHTALAYFTEADPEPQWRNTWSQQAWPFFLQHTSVLRNYLLYRIHHDQLAMGNE
                     LPVAAAFNLVVIDYFYLKLLISTYANKNGQLTEDDIIDIIYSYHACRESTERSSQQFK
                     QELTALAMSDDFPLLSLLALSQ"
     gene            complement(1490130..1490675)
                     /gene="speG"
                     /locus_tag="CH60_1385"
     CDS             complement(1490130..1490675)
                     /gene="speG"
                     /locus_tag="CH60_1385"
                     /EC_number="2.3.1.57"
                     /note="[J] COG1670 Acetyltransferases, including
                     N-acetylases of ribosomal proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="spermidine N(1)-acetyltransferase"
                     /protein_id="AJK11884.1"
                     /translation="MSTTSSVRLRPLEREDLPFVHQLDNNASIMRYWFEEPYEAFVEL
                     CDLYDKHIHDQSERRFIIESQGTKIGLVELVEINHIHRRAEFQIIIDPTHQGKGYAGA
                     AAKLAMEYGFSVLNLYKLYLIVDKENEKAIHIYSKLGFEIEGELKQEFFINGEYRTVI
                     RMCIFQPQYLAKYKTPSIKNA"
     gene            complement(1490904..1491542)
                     /gene="purN"
                     /locus_tag="CH60_1386"
     CDS             complement(1490904..1491542)
                     /gene="purN"
                     /locus_tag="CH60_1386"
                     /EC_number="2.1.2.2"
                     /note="purN: phosphoribosylglycinamide formyltransferase;
                     [F] COG0299 Folate-dependent phosphoribosylglycinamide
                     formyltransferase PurN"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylglycinamide formyltransferase"
                     /protein_id="AJK13319.1"
                     /translation="MKKIVVLISGQGSNLQALIDAQQQGRISGKISAVFSNNPAAYGL
                     ERAESAGIPHHALDAKAFTDRVSFDLALAQAIDQYQPDLLVLAGYMRILSPEFVKHYA
                     GRMLNIHPSLLPKYPGLHTHRQALENGDQEHGTSVHFVTEELDGGPVILQAKVPIFSD
                     DSEEDVAERVQTQEHSIYPLVVSWFTDGRLAMRDNAAWLDGVRLPLQGYAAE"
     gene            complement(1491657..1492700)
                     /gene="purM"
                     /locus_tag="CH60_1387"
     CDS             complement(1491657..1492700)
                     /gene="purM"
                     /locus_tag="CH60_1387"
                     /EC_number="6.3.3.1"
                     /note="purM: phosphoribosylformylglycinamidine
                     cyclo-ligase;
                     [F] COG0150 Phosphoribosylaminoimidazole (AIR) synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine cyclo-ligase"
                     /protein_id="AJK13491.1"
                     /translation="MTNKTSLSYKDAGVDIDAGNDLVDRIKGVVKQTRRPEVMGGLGG
                     FGALCALPQKYREPILVSGTDGVGTKLRLAMDLKRHDTIGIDLVAMCVNDLVVQGAEP
                     LFFLDYFATGKLDVDTAASVITGIAEGCKQSGCALVGGETAEMPGMYHGDDYDVAGFC
                     VGVVEKSEIIDGSKVTPGDVLVALGASGPHSNGYSLVRKILDVSNTNPEQTSLEGKSL
                     ADHLLEPTKIYVKSILSLIEQLDIHAIAHLTGGGFWENIPRVLPQGMQAVIDEASWQW
                     PAVFSWLQQAGNVSRHEMYRTFNCGVGMVVALPAELADKAVELLTASGEKAWKIGVIA
                     AATEGAEQVIINP"
     gene            1493097..1493723
                     /gene="upp"
                     /locus_tag="CH60_1388"
     CDS             1493097..1493723
                     /gene="upp"
                     /locus_tag="CH60_1388"
                     /EC_number="2.4.2.9"
                     /note="upp: uracil phosphoribosyltransferase;
                     [F] COG0035 Uracil phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="uracil phosphoribosyltransferase"
                     /protein_id="AJK10516.1"
                     /translation="MKIVEVKHPLVKHKLGLMRENDISTKRFRELASEVGSLLTYVAT
                     ADLETETVTIEGWNGPVEIEQIKGKKITVVPILRAGLGMMEGVLENVPSARISVVGVY
                     RDEETLKPVPYFQKLVSNINERMALVVDPMLATGGSMIATIDLLKKAGCQSIKVLVLV
                     AAPEGIKALEEAHPDVELYTASIDQGLNEHGYIIPGLGDAGDKIFGTK"
     gene            1493899..1494357
                     /locus_tag="CH60_1389"
     CDS             1493899..1494357
                     /locus_tag="CH60_1389"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13741.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1494545..1495252
                     /gene="hda"
                     /locus_tag="CH60_1390"
     CDS             1494545..1495252
                     /gene="hda"
                     /locus_tag="CH60_1390"
                     /note="dnaA_homol_Hda: DnaA regulatory inactivator Hda;
                     [L] COG0593 ATPase involved in DNA replication initiation"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaA regulatory inactivator Hda"
                     /protein_id="AJK14376.1"
                     /translation="MLLNTPAQLSLPLYLPDDETFASFYPGENPSLLAAIQSAVHQPH
                     GSYIYFWSREGGGRSHLLHAACAELSQQGEAVGYVPLDKRAYFIPEVLEGMEQLALVC
                     IDNIECIAGDEQWEMAMFNLYNRIVETGRTRLLITGDRPPRQLNLGLPDLASRLDWGQ
                     IYKLQPLSDDEKLQALQLRAKLRGFELPEDVGRFLLKRLDREMRTLFMTLDQLDRASI
                     TAQRKLTIPFVKEILSL"
     gene            complement(1495464..1495820)
                     /gene="arsC"
                     /locus_tag="CH60_1391"
     CDS             complement(1495464..1495820)
                     /gene="arsC"
                     /locus_tag="CH60_1391"
                     /EC_number="1.20.4.1"
                     /note="arsC: arsenate reductase;
                     [P] COG1393 Arsenate reductase and related proteins,
                     glutaredoxin family"
                     /codon_start=1
                     /transl_table=11
                     /product="arsenate reductase"
                     /protein_id="AJK11974.1"
                     /translation="MKDVTIYHNPRCSKSRETLALVEQQGITPQVVLYLETPPSVDKL
                     KELLQQLGFSDARQLMRTKEDLYKTLNLDDRGLTQDQLLQAMADNPKLIERPIVVTQG
                     KARIGRPPEQVLEILK"
     gene            complement(1495927..1497411)
                     /locus_tag="CH60_1392"
     CDS             complement(1495927..1497411)
                     /locus_tag="CH60_1392"
                     /note="[R] COG4783 Putative Zn-dependent protease,
                     contains TPR repeats"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M48 family protein"
                     /protein_id="AJK13267.1"
                     /translation="MTSRLSKTVIATLLSSLLLTGPISAGAETQGLLPAQDLLPDIGT
                     SAGATLSIDQEMAMGDFYVRQMRASAPLIYDPLLTQYINTLGNRLVANANSVRTPFHF
                     YLVNNDQINAFAFFGGNVVLHSALFRYTDNESELASVLAHEISHVTQRHLARAMEEQQ
                     RLAPLTWVGVLGSILLTMASPQAGMAGLSGTLAGAQQGIISFTQGNEQEADRIGIQVL
                     QRSGFDPQAMPNFLQKLADQSRYVSKPPEMLLTHPLPDSRLSDARNRANQMKPHPTAS
                     SQDYLFAKMRILGMYGADENSLTPELLDKLSKGTVREQLAAKYGQAVQLYQAKKYDEA
                     RNLLQPLLAQQPGNIWFLDLMTDIDLGQNKSAAAIARLQNAMVKQNDEPVLQLNLANA
                     YVQGRQPAAAIKLLHRYTFAYPNDPNGWDLLAQATATQGLRDQELAARAESLALSGKL
                     TQAIGLLSDASARVKLGSLEQARYDARIDQLRRLNERFRKYQKS"
     gene            1497742..1498806
                     /locus_tag="CH60_1393"
     CDS             1497742..1498806
                     /locus_tag="CH60_1393"
                     /note="conserved hypothetical protein;
                     [R] COG0628 Predicted permease"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12966.1"
                     /translation="MLELLLQWYRRRFTDPQVITLLVILLAGFCILYFFSGILAPLLA
                     ALVLAYLLEWPTARLQRIGCSRSWAASIVFVLFVSIMLLAVFVVAPTAWQQGINLASD
                     MPKMINKFNDFAHTLPARYPALVDAGIVDMMAENLRSKMSGLGDSVVKFSLASLIGLL
                     TLAIYLILVPLMLFFLLKDKEQMLNAVRRVLPRNRGLAGQVWVEMNQQITNYIRGKVL
                     EMVIVGIATYLVFFIMGMNYALLLAVLVGFSVLIPYIGAVIVTIPVVLVALFQWGIGA
                     DFWTLFVAYLVVQGLDGNLLVPVLFSEAVNLHPLVIILSVIIFGGMWGFWGVFFAIPL
                     ATLVKAVIHAWPEEFIPDAD"
     gene            1499406..1500101
                     /locus_tag="CH60_1394"
     CDS             1499406..1500101
                     /locus_tag="CH60_1394"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13720.1"
                     /translation="MSKREDILDTSRFGSENGIRKGLIYSEILGWIDMGHARGDDIRA
                     LMTRFSIGESSGKAYYQVRYEQTMGLSRFATGRFNVWQVKKGRTLTERRGIALAMMMS
                     TAVAFENWQSMSFFSWYTDSGFSGEDLISDLFGFYRANFPRTYWGELKIVSKASALRR
                     WDHYGSIGRYKNTGFLPLLFPDPAEKFICPKPYKGQLPRFMMQVTPYKFHPNDDTVIR
                     TSKKAGIITQLSS"
     gene            1500105..1500524
                     /locus_tag="CH60_1395"
     CDS             1500105..1500524
                     /locus_tag="CH60_1395"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK14396.1"
                     /translation="MKILKRLIFICLVIIIIFFLIDCSMQKVAEGRDGYTRSNIWAYY
                     LYTDKDIRSAPRAAESYYFIFTAQDGSQPRESSIVYRDDVCLSDVKNHLTTLGYRVSD
                     HDGLSEKWIKKDEVIPYFYISIDKYTHTVTLSKVSLR"
     gene            complement(1500768..1501238)
                     /locus_tag="CH60_1396"
     CDS             complement(1500768..1501238)
                     /locus_tag="CH60_1396"
                     /note="[O] COG1225 Peroxiredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="putative peroxiredoxin bcp"
                     /protein_id="AJK14116.1"
                     /translation="MSPLKAGDIAPKFSLPDQDGEQISLADFQGQRVLVYFYPKAMTP
                     GCTVQACGLRDNMDELKSAGVEVLGISTDKPEKLSRFAEKELLNFTLLSDEHHEVAEQ
                     FGVWGEKSFMGKTYNGIHRISFLIDADGKVEHVFDNFKTNNHHDIVMDYLRQNA"
     gene            complement(1501241..1501810)
                     /locus_tag="CH60_1397"
     CDS             complement(1501241..1501810)
                     /locus_tag="CH60_1397"
                     /note="[E] COG2716 Glycine cleavage system regulatory
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AJK13059.1"
                     /translation="MPQLDEHYLVITALGADRPGIVNTITRHVSSCGCNIEDSRLAMF
                     GEEFTFIMLLSGSWNAVTLLESTLPQKGAELDLLIVMKRTNAQGQKAMPTTVWVKVEV
                     NDSPHIIERFTNLFHCHNMNIAELVSKTQPADGETPPLLHIQMSAHSPASQNSSIIEH
                     DFYQLCTELNAQGSISVVSYPQHDDRMES"
     gene            1501975..1502856
                     /gene="dapA"
                     /locus_tag="CH60_1398"
     CDS             1501975..1502856
                     /gene="dapA"
                     /locus_tag="CH60_1398"
                     /EC_number="4.3.3.7"
                     /note="dapA: 4-hydroxy-tetrahydrodipicolinate synthase;
                     [EM] COG0329 Dihydrodipicolinate
                     synthase/N-acetylneuraminate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-tetrahydrodipicolinate synthase"
                     /protein_id="AJK11076.1"
                     /translation="MFTGSIVALITPMDDNGDVDRASLKSLIDYHVASGTAAIVSVGT
                     TGESATLNHDEHVDVVMQTLELADGRIPVIAGTGANSTSEAISLTQRFNDTGVVGCLT
                     VTPYYNRPMQEGLYQHFKAIAESTDLPQILYNVPSRTGCDMLPPTIARLAKIKNIVAV
                     KEATGNLSRVSQIQVLVDDEDFILLSGDDASGLDFMQLGGKGVISVTANIAAREMVEL
                     CALAAQGNFAEGRRLNQRLMPLHQHLFVEANPIPVKWAAKRLGLMANDTMRLPMTPLT
                     DPAKRIVEDALKSAGLL"
     gene            1502874..1503932
                     /locus_tag="CH60_1399"
     CDS             1502874..1503932
                     /locus_tag="CH60_1399"
                     /note="[M] COG3317 Uncharacterized lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="nlpB/DapX lipofamily protein"
                     /protein_id="AJK13733.1"
                     /translation="MAISLQKSTVVKVVGVSLVMLLAACSTDQRYKRQVSGDESYLTA
                     PGLKPLNAPSGMILPVQNGEFDVRTVNSQGAVGKQLDIRPPVQPLTLLSGSRAENATD
                     TSKLLLENSPQNRDLWAQVTRVLQDHNWPIASRQDASQTLTTDWIKWNRADEDVQFEG
                     RYQISVQEQGYQLALVVKSLELQQGGKTITQYSEIQRYNSAMLNAIIEGLDKVRADSE
                     SSQASRKVGTLDVQSGSDDTGLPLLIVRAPYAVVWERLPAALEKVGMKVTDRSRPQGT
                     VSVTSKSLSSSSWDALGAKDPELPEGDYKLQVGDLDNRSSLQFIGPKGHTLTQAQNDA
                     LVAVFQAAFSQTSATAIK"
     gene            1504107..1504565
                     /locus_tag="CH60_1400"
     CDS             1504107..1504565
                     /locus_tag="CH60_1400"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11009.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1504713..1505426
                     /gene="purC"
                     /locus_tag="CH60_1401"
     CDS             1504713..1505426
                     /gene="purC"
                     /locus_tag="CH60_1401"
                     /EC_number="6.3.2.6"
                     /note="purC:
                     phosphoribosylaminoimidazolesuccinocarboxamide synthase;
                     [F] COG0152 Phosphoribosylaminoimidazolesuccinocarboxamide
                     (SAICAR) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazolesuccinocarboxamide
                     synthase"
                     /protein_id="AJK11696.1"
                     /translation="MQKLAELYRGKAKTVYTTENPDLLVLEFRNDTSALDGQRIEQFD
                     RKGMVNNKFNHFIMTKLEEAGIPTQMERLLSDTEVLVKKLEMIPVECVIRNRAAGSLV
                     KRLGIEEGLSLNPPLFDLFLKNDAMHDPMVNESYCKTFGWATEAQLARMKELSYLAND
                     VLSKLFDDAGLILVDFKLEFGLFNGEVVLGDEFSPDGSRLWDKKTLNKMDKDRYRQSL
                     GGLIEAYEEVAHRIGVKLD"
     gene            1505645..1506511
                     /locus_tag="CH60_1402"
     CDS             1505645..1506511
                     /locus_tag="CH60_1402"
                     /note="[R] COG2321 Predicted metalloprotease"
                     /codon_start=1
                     /transl_table=11
                     /product="neutral zinc metallopeptidase family protein"
                     /protein_id="AJK12575.1"
                     /translation="MRWQGRRESNNVEDRRGNASGGGGFRPPIRGKGGVAILIIVLVA
                     GYYGVDLTPLLNGGDPLSQTQTPPRSPKAVSTQDDQYAKFTSVILADTEDTWKPIFQK
                     MGRTYQDPKLVMYRGATQTGCGTGQSVMGPFYCPADSTIYIDLSFYEDMKNKLGAGGD
                     FAQAYVIAHEVGHHVQHLMGIDAKVRQQQQGVSQAEGNRLSVKMELQADCFAGVWGKA
                     MEEQQVLEAGDLQEALNAAQAIGDDRLQQQSQGRVVPDSFTHGTSQQRYTWFKRGFDS
                     GDPNSCNTFASH"
     gene            1506605..1507057
                     /locus_tag="CH60_1403"
     CDS             1506605..1507057
                     /locus_tag="CH60_1403"
                     /note="conserved hypothetical protein;
                     [S] COG2707 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13244.1"
                     /translation="MAALDPTLLILLALAALGILSHNMTVTLAILILIAIRITPLNSF
                     FPWVEKYGLTIGVLILTIGVMAPIASGKISASEVLHSFVQWKSILAIVVGVAVSWLGG
                     RGVSLMTHQPSVVAGLLVGTVLGVALFKGVPVGPLIAAGLLSLVIGKS"
     gene            1507059..1509110
                     /locus_tag="CH60_1404"
     CDS             1507059..1509110
                     /locus_tag="CH60_1404"
                     /note="[R] COG1444 Predicted P-loop ATPase fused to an
                     acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AJK13331.1"
                     /translation="MTNPIVASQPQMAQQGIRRLLILSGQADWSRQQAIMLRQHLAGD
                     WLWLSEQPPEGVNSISPTAARTLLGQENLHGVFDATDGLNIEALAIVAGTLRAGSWLL
                     LLVPEWDDWPQRPDKDSLRWSEQPAPIVTANFIRHLQRQFLADPDVVLWQQDRPLILP
                     AVGSRPCWQQPDGSPTAQQQHILQRLMQADSGIWVLTAARGRGKSTLAGMLVTHWQGA
                     CWVTGPGKAATQVLNQQAGERARFWAPDALLDYCQRHDVSDIDWLLIDEAAAIPTPLL
                     SALLAYFPRALLTTTVQGYEGTGRGFLLKFCATLGDWHHLTLTDPIRWATDDPLERVM
                     DNAMLFHDELLGNHPLPKRPPVAQIEIPLYEQRDWRDNPELLRRFYGLLSTAHYRTTP
                     LDLRRLMDAPGMHFSAARVADAVIGALWLVDEGGLSEALALDVWAGRRRPRGNLVAQS
                     LAAHSGQWQAPTLLSRRISRVAVTAAWRQQGIARRMIAAEQAHARQQQCDFLSVSFGY
                     TAELAHFWHRCGFRLVRIGSHKEASSGCYTAMALLPLSPAGEALCQAAQQQLKRDWYW
                     LQQWIGIPTPVFLRLPEPPEVTLTDDDWRELAGFAFAFRPLEASLPALQRLLLHTELP
                     LSALRHYLQLRTPQSEIINTLGLIGRKALVALWRQEAAEGMAMIDVDKMDHVCQTIGA
                     V"
     gene            complement(1509364..1509558)
                     /locus_tag="CH60_1405"
     CDS             complement(1509364..1509558)
                     /locus_tag="CH60_1405"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13757.1"
                     /translation="MQWLADYWWIILILLVGMILNGIKELRRLDHKRFLDNKPELPPH
                     RDNNAQWDDEDDWPDQNKKK"
     gene            complement(1509626..1510276)
                     /locus_tag="CH60_1406"
     CDS             complement(1509626..1510276)
                     /locus_tag="CH60_1406"
                     /note="[M] COG1876 D-alanyl-D-alanine carboxypeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AJK14207.1"
                     /translation="MLTGLSTDHLVVLSGAHRLQPQAAEAFQAMQQAAKVAGFDLQPA
                     STFRDFGRQLAIWNGKFRGERPVLDQDSQPIDIFSLDTAARCEAILRWSALPGTSRHH
                     WGSDLDIYDPSRLPTGEKLQLEPWEYDAGGYFYPLTQWLSAHMAEFGFYRPFATDNGG
                     VAVEPWHLSYRPLAEQAEHLLTPKILLAAWQSQDVAGSEWLASHLPMIFSRFIYLK"
     gene            complement(1510300..1511427)
                     /gene="dapE"
                     /locus_tag="CH60_1407"
     CDS             complement(1510300..1511427)
                     /gene="dapE"
                     /locus_tag="CH60_1407"
                     /EC_number="3.5.1.18"
                     /note="dapE_proteo: succinyl-diaminopimelate
                     desuccinylase;
                     [E] COG0624 Acetylornithine
                     deacetylase/Succinyl-diaminopimelate desuccinylase and
                     related deacylases"
                     /codon_start=1
                     /transl_table=11
                     /product="succinyl-diaminopimelate desuccinylase"
                     /protein_id="AJK11064.1"
                     /translation="MICPVIELAQQLIKRPSLSPSDAGCQEIMIQRLAAIGFTIEPMN
                     FGDTLNFWAWRGEGETLAFAGHTDVVPTGDESHWHSPPFEPTIRDGMLYGRGAADMKG
                     SLAAMIVAAERFVAAHPDHKGRLAFMITSDEEAKATNGTVKVVEALMARHERLDYCLV
                     GEPSSTDRVGDIVKNGRRGSITANLRIHGVQGHVAYPHLADNPVHRAMPALNELVATQ
                     WDEGNAFFPATSMQIANLQAGTGSNNVIPGEFYVQFNFRFSTELTDSLIKQRVAALLD
                     RHQLDYTLEWVLSGQPFLTAKGALVDAVVNAVKHYTEITPQLLTTGGTSDGRFIALMG
                     AQVVELGPVNATIHKVNECVSAADLQLLSRMYQKIMEQLIA"
     gene            complement(1511429..1511827)
                     /locus_tag="CH60_1408"
     CDS             complement(1511429..1511827)
                     /locus_tag="CH60_1408"
                     /note="arsC_related: transcriptional regulator, Spx/MgsR
                     family protein;
                     [P] COG1393 Arsenate reductase and related proteins,
                     glutaredoxin family"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, Spx/MgsR family
                     protein"
                     /protein_id="AJK10790.1"
                     /translation="MSDRPVTPALRLYGIKNCDTIKKARRWLEEQGIAYQFHDYRADG
                     LSDECLQGFIDTLGWEPLLNTRGTTWRKLPPEQRDAITDAQSAKALMLAQPAIIKRPL
                     LEGPNGEMLLGFKIESYQEFIHNQPATEVQ"
     gene            complement(1511987..1512460)
                     /locus_tag="CH60_1409"
     CDS             complement(1511987..1512460)
                     /locus_tag="CH60_1409"
                     /note="[R] COG0457 FOG: TPR repeat"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AJK13336.1"
                     /translation="MKHSIDSLKELGRYGDALAMAQDLLSRSPDNASLLYKIASLYDV
                     QGLELQAVPFYRAAIEHNLVGTELQAAYLGLGSTYRTLGLYQAALETFDHALVRFPQA
                     KEITLFRVMTLYNLSETKEAISTLLILLADTSHHQNTSLYQKAIRQYAADLDRIG"
     gene            1512771..1513859
                     /locus_tag="CH60_1410"
     CDS             1512771..1513859
                     /locus_tag="CH60_1410"
                     /note="[P] COG1840 ABC-type Fe3+ transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK11213.1"
                     /translation="MLMKIKVFMFAMAALTTLPAFAQLPSYYPADYQKIVDGAKKEGK
                     VVVYSATDIKAAAPLIKGFEAAYPGIKVEYNDMNSTELYNRYISEQASGSTSGDVVWS
                     SSMDTALKLATDYALEYLSPEQAELPKWAIWKNKAYGSTYEPVVFIYNKRLIPQADMP
                     DTHIALAKLIVSQPDKFKRKVTTYDIEKSGLGFMLSVQDFKADPNYFTTLANIAKGGL
                     TVQSSTGTMMERVSSGENLIGFNILGSYAETRAKTDPSLGIAYPKDYTLVLSRVTFIS
                     QKAPHQNAAKLWVDYLLSEKGQNILANQSDIPSIRKDIDGNNDIDGLTKKLGSALRPI
                     PVDESLLEYMEQAKRLDYIKQWRTAAAK"
     gene            1513954..1515723
                     /locus_tag="CH60_1411"
     CDS             1513954..1515723
                     /locus_tag="CH60_1411"
                     /note="[P] COG1178 ABC-type Fe3+ transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13402.1"
                     /translation="MKALRRKWQSLPRGLVVLITALVIYIPISFIIIQSFLSAPFFSP
                     SKVLSLDAFRFIFSDPDFYKALKSGFILATGLVVIAIPLGGILAFLMIRTDLPGRRII
                     EPLILVPIFVSPMVLGFGYVVAAGPVGFFSLWAESLLGFVPWNIYAMSSIVVIAGLTH
                     VPHAYLYISSALRSVGSDVEEAARTAGASPLQVMSAVSLPMVRPSILYATVLLFFLGL
                     EVFGLMLVLGDPEGNLVLATYLYQLTNKLGTPSYHLMAAVAVVLICITIPLVMLQRML
                     MRTAHRFVTVKGKASQARALPLGKWRWVAGAVVAFWLTVTIGVPLVGVVLRAFVSNWG
                     VGVSLWDELSLSTFYTIWQQPNLLRAIVNSMAIGVFGGALAVICYLFIGIAMHRKPDG
                     VTRFLDYSVLVPRAVPGLLAGLAFLWVFLFLPMWLDNSLKEGWLAALPMTEWLQDHLV
                     VWLRSLRSTIFSVWLAYTVVWMAYGLRLISSTLLQVGPELEEAARSTGARRGQVTRHV
                     TIPLSRYGLIGSWLLMFLIFEREYSTGVYLLSPGTETIGSMLVSLWAAGAIDIVAALS
                     FINILLVVLGLGIALRFGVKLHD"
     gene            1515716..1516786
                     /locus_tag="CH60_1412"
     CDS             1515716..1516786
                     /locus_tag="CH60_1412"
                     /note="[E] COG3842 ABC-type spermidine/putrescine
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10971.1"
                     /translation="MIELSVDNLHLTYGDNPVLKGVSMELKRGEVVSLLGPSGSGKTT
                     LLRAVAGLEKPSQGHIIIGEKTVYDGSSHSEIPAEERNLGLVFQSYALWPHKTVSENV
                     AYPLKLRKISTSEISQRVQAVLEQLGLGALGNRHPHQLSGGQQQRVAIGRALVYNPPV
                     ILLDEPLSNLDAKLREEARVFLRELIMNLGLSALMVTHDQNEAMAISDRILLLNNGKI
                     EQQGTPQEMYGSPSTLFTAEFMGSNNRLHGKIIDVRDGKARIEGKDWGLWGWAGEGVT
                     AGQEGTAVIRVERVRLGDNLDGNQLELPLLTSMYLGDRWEYLFRTVADDFVIRAYGPE
                     VRGKESCHLSLPTEHLWIFPKL"
     gene            1517267..1518937
                     /locus_tag="CH60_1413"
     CDS             1517267..1518937
                     /locus_tag="CH60_1413"
                     /note="[P] COG3119 Arylsulfatase A and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AJK13481.1"
                     /translation="MNLKVNRSIISASISVILAAGVMGGPAYADDVKLKATNTNVAFA
                     DFTPKEYSTKNKPNIIVLTMDDLGYGQLPFDKTSFDPKSMEDRDVVDTYKIGIDKAIE
                     AAKKSTPTLLSLMDEGVRLTNGYVAHGVSGPSRAAIMTGRSPARFGVYSNTDAQNGIS
                     LEETFLPELLQNNGYYTAAIGKWHLSKISNVPVPEAEQTRDYHDNFTTYSADEWQPQN
                     RGFQYFMGYHAAGTAYYNSPSLFHNKERVKAKGYISDQLTDEAIGVANRAKSLDEPFM
                     MYLAYSAPHLPNDNPAPDEYQKHFNTGSQTADNFYASVYSVDQGVKRLLEQLKKNGQY
                     DNTIIMFTSDNGAVIDGPLPLNGNQKGYKSQTFPGGTHTPMFIWWKGKLQTGNYDKLI
                     SAMDFMPTALEAAEIDAPNNLDGVSLLPYLTGKSKAEPHKYLTWVTSYTHWFDEENIP
                     FWDGYHKFVRNESNEYPKNPNTEDLSQFSYTIRSNDYSLTYTYEGNKLNLYKLSDLNQ
                     KQDLASTHPDVVKVMQAEMRNFINQSQSPVSEVNQDKFNKIKQSLGMN"
     gene            1518995..1520170
                     /locus_tag="CH60_1414"
     CDS             1518995..1520170
                     /locus_tag="CH60_1414"
                     /note="sulfatase_rSAM: anaerobic sulfatase maturase;
                     [R] COG0641 Arylsulfatase regulator (Fe-S oxidoreductase)"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic sulfatase maturase"
                     /protein_id="AJK11991.1"
                     /translation="MHITAKPTSYQCNLKCDYCFYLSKENIFQHKGWMTEETLETFIE
                     RYISASGHDVYFTWQGGEPTMAGLDFFEKAIQYQNRYKGTKKIHNALQTNGILLDDAW
                     CLFLRENHFLVGVSIDGPKELHDRYRVTRSGKGSFDKVMAGIEQLKKHQVEFNTLTVI
                     NRINVKYPLEVYRTLKSIGAKHIQFIELLETTEPNIDFSNQKSTFELIEFTVPAVDYG
                     HFMAEVFKEWVRHDVGTLFIRQFESFVSRFIGNGHTSCVFQKSCKNNFVMESNGDIYE
                     CDHFVYPEYKIGNIYHDKLDSLASDKLSAQKEVLSESCRKCMYKAICYGGCPKHRIDQ
                     DSDGMKSYFCAGYKILFSVMVPYMNALAELEKNGIPLDKIMGIVDDIECGIKSQQQH"
     gene            complement(1520924..1521472)
                     /locus_tag="CH60_1415"
     CDS             complement(1520924..1521472)
                     /locus_tag="CH60_1415"
                     /note="conserved hypothetical protein;
                     [R] COG1988 Predicted membrane-bound metal-dependent
                     hydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11019.1"
                     /translation="MPTIITHAAIPLTLGLGLGTKIIPPRLLLAGIAISMLPDADVLA
                     FKFGVAYGHAFGHRGFTHSLLFAFALPTLLLAFYRFFNTSLTRIWLFLFVSLLSHSVL
                     DSLTTGGKGVGWLWPWSSERFFLPWQVIKVAPFQLAKYATPAGHAVIISELLWVWLPA
                     TLLMLLLILLRKSFGAKTSMRN"
     gene            complement(1521761..1522345)
                     /locus_tag="CH60_1416"
     CDS             complement(1521761..1522345)
                     /locus_tag="CH60_1416"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13626.1"
                     /translation="MANIYERNIPERIATFIQFAEKNPDFSTIFIVTSSDDEGLTYWI
                     DSYDENGADHHIAKRDLIQFCEADMGGSHFCFWDDGQGKSLDEMPVVVAGNEGDFPIV
                     ARNFDELLSLMSLGEELYLHGDEASCCNFDGSTQEPEFFEFLTFLEKTLNITPLKTAD
                     EGNAIITQARLAFLDEFNLWVNKALKGVDSENQK"
     gene            complement(1522576..1525707)
                     /locus_tag="CH60_1417"
     CDS             complement(1522576..1525707)
                     /locus_tag="CH60_1417"
                     /note="2A0602: RND transporter, hydrophobe/amphiphile
                     efflux-1 family protein;
                     [V] COG0841 Cation/multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="RND transporter, hydrophobe/amphiphile efflux-1
                     family protein"
                     /protein_id="AJK14237.1"
                     /translation="MANFFIDRPIFAWVLAIILCLTGALAISTLPVEQYPNLAPPNVR
                     ISASYPGASAQTLENTVTQVIEQSMTGLDNLLYMSSQSSNSGSASVTLTFQAGTNPNE
                     AMQQVQNQLQSAIKRLPQDVQQQGVSVSKSGDNTLMMVAFVSTDGSMDKQDISDYVAS
                     NLQDPLSRIEGVGSVDAFGSQYAMRIWLDPNKLTNYQLTTSDIVSAIQSQNTQVAVGQ
                     LGGTPAVDNQALNATINAQSQLQTPEEFREITLRVNQDGSLVTLGDVAKIELGSEKYD
                     YLSRFNGQAASGMGIKLASGANELQTDKRVKARLAELAPFFPHGLEAKIAYETTPFVQ
                     ASIKDVVKTLLEAILLVFLVMYLFLQNFRATLIPTVAVPVVLLGTFAVLSAFGFSINT
                     LTMFAIVLAIGLLVDDAIVVVENVERVMSEEGLDPREATRKSMGQIQGALIGIALVLS
                     AVFIPMAFFGGTTGAIYRQFSITIVSAMVLSVLVALILTPAMCATLLKPIAPGHHHAK
                     RGFFGWFNRMFDRNSHRYERGVARVLHHSLRYMLLYLLLLGGLALLFLKLPTSFLPLE
                     DRGVFMAQVQLPVGSTQQQTLKVVEKVENYFLTEEKNNVLSVFATVGSGPGGNGQNVA
                     RLFIRLADWDQRTASTDSSFAIIERATKELSKIVEAKVSVSSPPAISGLGGSSGFDME
                     LQDHGGHGHDKLMVARNQLLQMASQEPALTRVRHNGLDDSPQLQIDIDQRKAQALGVS
                     LNDINSTLKTAWGSTYVNDFVDRGRVKKVYVQSEATARMLPEDVNKWYVRNKNGGMVP
                     FSAFSTTRWEYGSPRLERYNGYSALEIVGEAASGVSTGTAMDVMEKLVSQLPNGFGLE
                     WTGMSYQERLSGSQAPALYAISLLVVFLCLAALYESWSIPFSVMLVVPLGVIGAVAAT
                     WMRGLENDVYFQVGLLTIIGLSAKNAILIVEFANELNNRGKDLVEATLEASRQRLRPI
                     LMTSLAFIFGVLPMAISQGAGSGSQHAVGTGVMGGMISATVLAIFFVPLFFVLVRRRF
                     PGRIIPNKEINPK"
     gene            1526122..1526400
                     /locus_tag="CH60_1418"
     CDS             1526122..1526400
                     /locus_tag="CH60_1418"
                     /note="[S] COG4519 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="winged helix-turn helix family protein"
                     /protein_id="AJK12046.1"
                     /translation="MELNPVFARRLYLCWLISSAEALNVPRLMTLTGWPRRTLQDVLK
                     ALPGLGVTLTFVQHGVRNNAGYYQLESWGPLNKRWIQENHDFILAAIK"
     gene            complement(1526413..1527042)
                     /locus_tag="CH60_1419"
     CDS             complement(1526413..1527042)
                     /locus_tag="CH60_1419"
                     /note="[TK] COG2197 Response regulator containing a
                     CheY-like receiver domain and an HTH DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK11795.1"
                     /translation="MTKSHTILIVDDHPLMRRGIKQLLGLDSRFDVVAEANNGSDAIT
                     EAAKFQPDVILLDLNMKGMSGLDTLKALRHNGSDARIIILTVSDARSDVYAMIDAGAD
                     GYLLKDCEPEILLENIRQAARGENVFSDEVIQYLSSRHEQVNPFSELTERELDVLQEV
                     ARGMSNKQVAFELHISEETVKVHIRNLLRKLNVRSRVAATIMYLENKKY"
     gene            1527875..1528378
                     /gene="napF"
                     /locus_tag="CH60_1420"
     CDS             1527875..1528378
                     /gene="napF"
                     /locus_tag="CH60_1420"
                     /note="napF: ferredoxin-type protein NapF;
                     [C] COG1145 Ferredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="ferredoxin-type protein NapF"
                     /protein_id="AJK11928.1"
                     /translation="MTDLSRRKLLTGFWQTGKQANIIIRPPWSVSEVDFIAGCTRCHA
                     CVSACETGVLIAGSGGFPEIDFQRAECSFCQACVQACEAAIFTSVEQTAWQIKASISD
                     RCLPYHQVECRSCQDSCETRAIKFRPRLSGIAQPELDLPACTGCGACVPGCPVQAVTL
                     TRSEDGR"
     gene            1528368..1528634
                     /locus_tag="CH60_1421"
     CDS             1528368..1528634
                     /locus_tag="CH60_1421"
                     /note="[P] COG3062 Uncharacterized protein involved in
                     formation of periplasmic nitrate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="napD family protein"
                     /protein_id="AJK11903.1"
                     /translation="MDDNEWHVCGLVLQAKPARFVQLMDHLLAIPGTEIPTSDPALGK
                     LVVVMQAARSDTLLNHIESARNLDGVLAVSLVYHQQDLQGEEMP"
     gene            1528631..1531120
                     /gene="napA"
                     /locus_tag="CH60_1422"
     CDS             1528631..1531120
                     /gene="napA"
                     /locus_tag="CH60_1422"
                     /EC_number="1.7.99.4"
                     /note="NAPA: periplasmic nitrate reductase, large subunit;
                     [C] COG0243 Anaerobic dehydrogenases, typically
                     selenocysteine-containing"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic nitrate reductase, large subunit"
                     /protein_id="AJK14066.1"
                     /translation="MKLSRRDFMKANAAVAAAAAAGMTIPTVAKAVGETTNAIKWDKA
                     PCRFCGTGCGVLVGTQNGRIVASQGDPDSPVNRGLNCIKGYFLPKIMYGKDRLTQPLL
                     RMKDGQYDKEGDFTPISWEKAFDIMELKFKNALKEKGPTAVGMFGSGQWTVWEGYAAL
                     KLLKGGFRSNNLDPNARHCMASSVVGFMRTFGMDEPMGCYDDIEEADAFVLWGSNMAE
                     MHPVLWSRMTSRRLTNAHVRIAVLSTYEHRSFELADNPIVFTPQTDLVIMNYIANYII
                     QNNAVDKDFLAQHVNFRRGATDIGYGLRPTHPLEKAAKNPGSDASEPMSFEDFKTFVA
                     EYTLEKTAKMSGVPEDQLESLAQLYADPKVKLVSYWTMGFNQHTRGVWANNMCYNLHL
                     LTGKISTPGSGPFSLTGQPSACGTAREVGTFSHRLPADMVVTNEKHRQIAETTWQLPA
                     GTIPEKVGLHAVAQDRALKDGTLNAYWVMCNNMQAGPNINEERMPGWRDPRNFIVVSD
                     PYPTISALSADLILPTSMWVEKEGAYGNAERRTQFWRQQVPSPGEAKSDLWQIVEFAK
                     RFNVEEVWPAELVNQKPEYRGKNLYEVLFANDVVSKYPLSEIPDDQLNDEARDFGFYI
                     QKGLFEEYASFGRGHAHDLAPFDVYHQVRGLRWPVVDGKETLWRYREGFDPFVPKGEE
                     VRFYGKPDGKAVIFALPYEPAAESPDQEYDLWLSTGRVLEHWHTGSMTRRVPELHRAF
                     PEAVLFIHPLDAKARGLHRGDKVKVISRRGEVISLVETRGRNRPPRGLVYMPFFDAAQ
                     LVNNLTLDATDPLSKETDFKKCAVKLERVVA"
     gene            1531269..1531670
                     /locus_tag="CH60_1423"
     CDS             1531269..1531670
                     /locus_tag="CH60_1423"
                     /note="[C] COG3043 Nitrate reductase cytochrome c-type
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate reductase cytochrome c-type subunit
                     family protein"
                     /protein_id="AJK13954.1"
                     /translation="MMVMGGVNAASNVEMDLTQSPEVSGTAEGKVKMPKQQKRMALNY
                     VNQPPMIPHSVDGYQVSKNTNRCLQCHGVEHYITTGAPRVSSSHFYDRDGKVSSEVSP
                     RRYFCLQCHVPQTDAAPIVGNSFQPAPGFGQ"
     gene            1531698..1532297
                     /locus_tag="CH60_1424"
     CDS             1531698..1532297
                     /locus_tag="CH60_1424"
                     /note="napC_nirT: periplasmic nitrate (or nitrite)
                     reductase c-type cytochrome, NapC/NirT family protein;
                     [C] COG3005 Nitrate/TMAO reductases, membrane-bound
                     tetraheme cytochrome c subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic nitrate (or nitrite) reductase
                     c-type cytochrome, NapC/NirT family protein"
                     /protein_id="AJK12512.1"
                     /translation="MSETKKPGFIRRLWQWWRRPSRLALGTLLLIGFVSGIIFWGGFN
                     TGMEMANTEKFCISCHEMKDNVYEEYMSTIHYSNRSGVKATCPDCHVPHEWGPKMVRK
                     IKASKELYAKAFGLIDTPQKFDAHRLTMAESEWARMKANDSQECRNCHNFDNMDFSAQ
                     KTVAAKMHSQAITEGKTCIDCHKGIAHKLPDMKDVPIGF"
     gene            1532481..1533077
                     /locus_tag="CH60_1425"
     CDS             1532481..1533077
                     /locus_tag="CH60_1425"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="nudix-type nucleoside diphosphatase, YffH/AdpP
                     family protein"
                     /protein_id="AJK13562.1"
                     /translation="MSVKIENIQCELLSKNWFKLHKYTFDLKTDEGTSVQQIREVYDR
                     GNGATILLYNRQQGTVVLIEQFRMPTYVNGNASGMLLEACAGLLDNDSPEACIRREAM
                     EETGYQVDKVQKLFEAYMSPGGVTELVYFFAAEYHPDQKITDEVGVEDEVIEVVELPF
                     HDALAMVADGRIKDGKTIMLLQYAQIHFFPSSLTPQRC"
     gene            1533273..1535552
                     /locus_tag="CH60_1426"
     CDS             1533273..1535552
                     /locus_tag="CH60_1426"
                     /note="[C] COG0281 Malic enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="malic enzyme, NAD binding domain protein"
                     /protein_id="AJK14491.1"
                     /translation="MDEQLKQSALDFHQFPVPGKIQVSPTKPLATQRDLALAYSPGVA
                     APCLEIAADPLAAYKYTARGNLVAVISNGTAVLGLGNIGALAGKPVMEGKGVLFKKFS
                     GIDVFDIEVDELDPDKLIDIIASLEPTFGGINLEDIKAPECFYIEKKLRERMKIPVFH
                     DDQHGTAIICTAAVLNGLRVVKKDISDVKLVVSGAGAASIACLNLLVALGLKQHNIIA
                     CDSKGVIYKGREANMAETKAAYAIDDNGQRTLGDVMPGSDIFLGCSGSGVLTPEMVKT
                     MAPNPLILALANPEPEILPPLAKAVRPDAIICTGRSDYPNQVNNVLCFPFIFRGALDV
                     GATTINEEMKLACVHAIADLALAEQSDVVASAYGEQDLSFGPEYIIPKPFDPRLIVKI
                     APAVAKAAMASGVATRPITDFNAYVEKLSEFVYKTNLFMKPIFSQAKKEMKRVVLAEG
                     EEERVLHATQELISQGLAYPILIGRPSVIETRLKKLGLQISAGKDFEVVNNESDPRFN
                     EYWHEYYQIMKRRGVSQEQARRAVIGNPTLIGSIMVHRGEADAMICGTIGTYHEHYDV
                     VEKVFGFREGAHVAGAMNALLLPSGNTFIADTYVNNDPTAEQLAEITLMAAETVRRFG
                     IEPKVALLSHSSFGTSDCPAARKMRQTLALVNQMAPELEIDGEMHGDAALVESIRHNL
                     MPDSPLKGSANILIMPNMEAARISYNLLRVTSSEGVTVGPVLMGITKPVHILTPIASV
                     RRIVNMVALAVVEAITLRP"
     gene            complement(1535703..1536161)
                     /locus_tag="CH60_1427"
     CDS             complement(1535703..1536161)
                     /locus_tag="CH60_1427"
                     /note="conserved hypothetical protein;
                     [S] COG1671 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10563.1"
                     /translation="MQIWVDADACPNVIKEVLFRAADRTGMMVTLVANQPLKTPPSKF
                     IRTVQVASGFDVADNEIVQRVEKNDLVITADIPLAAEVIEKGGIALNPRGERYTPDTI
                     RERLNMRDFMDTMRASGIQTGGPNTLNQRDRQQFANELDKWLQQARNQAK"
     gene            complement(1536161..1537090)
                     /locus_tag="CH60_1428"
     CDS             complement(1536161..1537090)
                     /locus_tag="CH60_1428"
                     /note="[H] COG0408 Coproporphyrinogen III oxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="coproporphyrinogen III oxidase family protein"
                     /protein_id="AJK13381.1"
                     /translation="MNSPDIALIKTYLLTLQDNICAALAQADGHAEFTEECWVREEGG
                     GGRSRVLVNGAVFEQAGVNFSHVSGAMLPASATAHRPELAGRSFQALGVSLVIHPLNP
                     YLPTSHANVRFFIAEKPGEDAVWWFGGGFDLTPYYGFEEDAIHWHQVAHSLCQPFGEQ
                     IYPRYKKWCDDYFYIKHRQEARGIGGLFFDDLNSPDFMTCFNFTQAVGDGFLAAYMPI
                     VARRKALGWGDRERQFQLYRRGRYVEFNLVWDRGTLFGLQTGGRTESILMSLPPLVRW
                     EYNYQPEADSAEAALYRDFLPVKDWLAIKGETH"
     gene            1537373..1537798
                     /locus_tag="CH60_1429"
     CDS             1537373..1537798
                     /locus_tag="CH60_1429"
                     /note="[R] COG0456 Acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AJK12804.1"
                     /translation="MEIRIFQQDDFEEVILLWEHCDLLRPWNDPEMDIERKLNHDPEL
                     FLVAEVNGTIVGSVMGGYDGHRGSAYYLGVHPDYRGRGFANALISRLEKKLIARGCPK
                     LNIMVREDNDAVIGMYEKLDYETQDTIMLGKRLIVDQEY"
     gene            complement(1537980..1538165)
                     /locus_tag="CH60_1430"
     CDS             complement(1537980..1538165)
                     /locus_tag="CH60_1430"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13465.1"
                     /translation="MSGADNFLYRLIYPKGLIQKIGVDIVLKCTNYRYLILTLHSFIS
                     NCGKSVAKKILLIYAHG"
     gene            1538271..1538687
                     /locus_tag="CH60_1431"
     CDS             1538271..1538687
                     /locus_tag="CH60_1431"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK10537.1"
                     /translation="MNLKSKIFIFWGMMDLYYIVRYIWVSLSVGKIPFVSDINNFLPM
                     DFSVLLIYRVIVIGSMLTTISVLFTAFFFLKNKKIAIMAAFIQEPFRLIFGVYSISLI
                     PTVINALGMTILVTNLFFLFISEGLKIYTLLIARKM"
     gene            complement(1538779..1541058)
                     /locus_tag="CH60_1432"
     CDS             complement(1538779..1541058)
                     /locus_tag="CH60_1432"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK10503.1"
                     /translation="MNTNSKKTYLNIAISFILYASTAMNANADSCIDYTVTDICEQSK
                     YAAGEFHNIKLGDGVTAGSEDHHFVFNGEGYELYNSNANFSAQIASGTIRYTEVNNSY
                     FTVNAHHFPDDTIYAGRAENTTLNDSLMWVATSADQTLAKGNSMVVVSTQMAMVDQIF
                     VTTLNDGSLPFDPVITNSRYEDTSYEMLWGMKNEAKGWDTKATSHDSVFVDASKQSIE
                     ANGHSIGATFYGRATQVVKAGGESQDTHLFDHSYSWVYAEAKLTGLTEVNDAATVYLN
                     AAATQGAYAENVVLNGEDTTLMVRASLDNNAYATVDNLILNGGEVVFQQSSGDQYASL
                     NIGTLSGSGSFLFNTSIAEGKGNFVTIANASGEHKVIVNDSGHEITSPDMTTLDLIHD
                     LSGDATFTLASISGANIIEVDGGTYVYSLNTWDNSARAGGNLWYLGSGLNTGTELEPE
                     PEEKTTPSTDAVLSMASSNQFIFDGEMQNLRFRKGDLNNNKGDGASVWGRYLTNNTRV
                     NAAHDAAYRLQQDGFEIGADKVLEMSSGQLVLGGFTSYSNNRVKHARGGNSTVDSYSL
                     GAYGTYFDNSGYYVDAVVKANRFKNSLNAHMTNGGSVQSDYNQNAIGGSLEAGYHYSL
                     SNNWFVEPYVRTSYYTAQDKDIALNNGMTANIDNNRSAKGEIGTHLGTKIDLNNGAII
                     RPYAKVAIEREFIKSNTVTINQVNDFNNDLSGHTAKYGLGMDINLMKQTSVYAEANYR
                     NGTHVESPIMANIGFRINF"
     gene            complement(1541545..1541958)
                     /locus_tag="CH60_1433"
     CDS             complement(1541545..1541958)
                     /locus_tag="CH60_1433"
                     /note="[S] COG3111 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="OB-fold nucleic acid binding domain protein"
                     /protein_id="AJK13212.1"
                     /translation="MKKLTLAATLIMLCGTPVLAQSASNTTQGGFDGPATTQTQPATQ
                     GGFTGPSASSTTVDKVKTMRDDARVTLQGYIEARLGHDTYTFRDSTGTITVEIDDKRW
                     RGQTITPQDKVQIEGKVDKDWNSVEIDVKNITKIK"
     gene            1542317..1542928
                     /locus_tag="CH60_1434"
     CDS             1542317..1542928
                     /locus_tag="CH60_1434"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12147.1"
                     /translation="MNIRPRLSGVRLLLLSAPLLLAGCSTVSGFSWSSLSPLNWFSGS
                     RSMQVTEQGVGGITASTLLTESDINAGLQGDYRLRSGMATNDGKLVSFYQALKEDQIK
                     LVISGQPKGQVERIDVMDKGIPSQWGVTIGTPFSDLYKKAFGACHKGRGDDVNQVECV
                     APESKHVSYLFNGNWHGPEELMPSDDALQSWTVSKIIWRAKSE"
     gene            1543106..1544005
                     /locus_tag="CH60_1435"
     CDS             1543106..1544005
                     /locus_tag="CH60_1435"
                     /note="dyp_perox_fam: Dyp-type peroxidase family protein;
                     [P] COG2837 Predicted iron-dependent peroxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="Dyp-type peroxidase family protein"
                     /protein_id="AJK12441.1"
                     /translation="MTQVQSGILLEHCRFAIFMEAKVQGELDAIRLGCKKFCQSLQEL
                     QQQFPDEHLGAVIAFGSNVWHDLSNGQGAKELKPFVPLGKGLAPATQRDLLIHIQSLR
                     QDINFTLAQAAVAAFGSAIAVEEETHGFRWVEERDFTGFIDGTENPQGDKRPEVAVIA
                     DGEEDAGGSYVLVQRYEHNLNKWQRIPENEQEKIIGRTKLDSQELPSDQRPDTSHVSR
                     VDLKENGKGLKILRQSLPYGLASGKHGLYFIAYCARLHNIEQQLLSMFGDIDGKHDQL
                     LRFSKPVTGSYYFAPSLTALLSL"
     gene            complement(1544103..1544996)
                     /locus_tag="CH60_1436"
     CDS             complement(1544103..1544996)
                     /locus_tag="CH60_1436"
                     /note="[EM] COG0329 Dihydrodipicolinate
                     synthase/N-acetylneuraminate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrodipicolinate synthetase family protein"
                     /protein_id="AJK12469.1"
                     /translation="MKKLTGLIAAPHTPFDEQGEVNYPVIDQIAEHLINDGVKGVYVC
                     GTTGEGIHCSVDERKKIAERWVNAAQGKLSITLHTGALSIKDAVDLSRHAETLDIFAT
                     SAIGPCFFKPGNLDDLIAYCQAIAAAAPSKGFYYYHSGMSGVNLDMEQFLIKAESKIP
                     NLSGIKFNNADLYEFQRCLRVSGGKFDIPFGVDEHLPGGLAVGAIGAVGSTYNYAAPL
                     FHKIIADFNAGDQVAVQRGMDHVIALIRVLVEFGGVAAGKAAMQLHGIDAGNPRLPLR
                     ALTKEQKQTVVNRMRDAITLQ"
     gene            complement(1545059..1545760)
                     /locus_tag="CH60_1437"
     CDS             complement(1545059..1545760)
                     /locus_tag="CH60_1437"
                     /note="[G] COG3010 Putative
                     N-acetylmannosamine-6-phosphate epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmannosamine-6-phosphate epimerase family
                     protein"
                     /protein_id="AJK12962.1"
                     /translation="MSNLSNLRHKLQNGLIASCQPVPGSAMDTPEIVAAMACAALAGG
                     AVGLRIEGISNIQAVRRATDAPIIGIIKRDLPDSEVRITPWLEDIDALSAAGADIIAF
                     DVTCRERPVSVADLYQRARATGCLTMADASNIDDGLLAHHLGIDFIGTTLSGYTQATV
                     PTEPDLALVTQLAQAGCRVIAEGRYHSPALAAAAISAGAYAVTVGSAITRIEHICGWF
                     CDAIKQCETEKLTEY"
     gene            complement(1545966..1547093)
                     /gene="yopM"
                     /locus_tag="CH60_1438"
     CDS             complement(1545966..1547093)
                     /gene="yopM"
                     /locus_tag="CH60_1438"
                     /note="[S] COG4886 Leucine-rich repeat (LRR) protein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane protein yopM"
                     /protein_id="AJK13014.1"
                     /translation="MGLNCFGISFSSPNITLDSDPTHQKLSKSGYHAIWKEWKENAVP
                     GEGEQRGIAVERMKYCLKKNLTELNLNNLGLRSLPDILPPCTTLNVSNNYLTELPPLP
                     ANLTHLNLANNQLTKLSSHFPLPDNLTHLNLANNQLTELSGHFPLPDNLTHLDLANNQ
                     LTELSRYFPLPGNLTHLNLANNQLVAPPELPNTLESLNADNNQLKYLPDILPTSLRLI
                     TASNNQITQLPEAIFNLFNDSEIVLNNNPLTEKTYYFPYGSNVPNILMSPSCLTKFKY
                     SSYEPLSEIVKHWLTPEQQQLLEKKWLEIEKDPSSEGLTKYLNQLINIPKSIQKPRPN
                     PQLYVRDLSDFSKQQMTKLLFNIVDSNSLRQAIFLKNNPNW"
     gene            1547362..1548234
                     /gene="nanK"
                     /locus_tag="CH60_1439"
     CDS             1547362..1548234
                     /gene="nanK"
                     /locus_tag="CH60_1439"
                     /EC_number="2.7.1.60"
                     /note="[KG] COG1940 Transcriptional regulator/sugar
                     kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmannosamine kinase"
                     /protein_id="AJK13701.1"
                     /translation="MGKGLALDIGGTKIAAAVVTESGMLIGRQQIATPRGGAGQLAAA
                     LETLIAPYRHQVDFIAVASTGIISGGRLTALNPANLGGLADFPLYDCIRSISDLPCVL
                     LNDGQAAAWAEYQALGDKNDNMMFVTVSTGVGGGIILNKKLLVGQRGLAGHIGHTLSD
                     PHGVLCGCGRRGCVESVASGTAIGAETLGWKQPVSAATVFDMAQQGDAQAGKVINRSA
                     AAIAQMLADMKMALDLEVVILGGSVGLAVGYLERVVAAQKTLPGIYRVPVQEAHHRQD
                     SGLLGAALWARTSL"
     gene            1548316..1548786
                     /locus_tag="CH60_1440"
     CDS             1548316..1548786
                     /locus_tag="CH60_1440"
                     /note="[G] COG2731 Beta-galactosidase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="yhcH/YjgK/YiaL family protein"
                     /protein_id="AJK10969.1"
                     /translation="MISGSLAQPAFFSGLPERLQWVLAYLADMPLAQLSCGRHEIDGE
                     LMFMNVMAFDTQPAESKKAELHRTYADVQLLISGIEGIEYSTLTPTEHLEPYHPDDDY
                     QLIADIPDKSQLRMLPGMFAVFLPGEPHKPGCQIAGSGAIKKVVVKVHYSLLNS"
     gene            1548975..1549853
                     /locus_tag="CH60_1441"
     CDS             1548975..1549853
                     /locus_tag="CH60_1441"
                     /note="[K] COG1737 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK10863.1"
                     /translation="MKTGAPRFKPGKILDALGAMQNSLTRSAQRIAAYILAQPAQVTQ
                     LSIADLSALTQAGEATIIRFCRTLGYKGFQDFKMDLAIEVATRHNSENSLLDADVQEG
                     DDTLAIGSKLQSAINNVLSETLNLLSIESVEQVVKVLRPADRICIFGVGSSGITAEDA
                     KGKLMRIGLRVDAATNNHFMYMQASLMNPGDVAIGISHSGTSAETVQALKLAKEAGAT
                     TVALTHNMGSRITELADYVLINGNRQGQLQGDSIGTKIAQLFVLDLIYALLVKADPAQ
                     AESIKRKTTQAVSQNG"
     gene            1550458..1551990
                     /locus_tag="CH60_1442"
     CDS             1550458..1551990
                     /locus_tag="CH60_1442"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sialic acid transporter"
                     /protein_id="AJK12986.1"
                     /translation="MSISVGPSREDKPLSGGAKPPRWYKQLTPAQWKAFVAAWIGYAL
                     DGFDFVLITLVLTDIKQEFGLTLIQATSLISAAFISRWFGGLVLGAMGDRYGRKLAMI
                     TSIVLFSFGTLACGLAPGYTTLFIARLIIGIGMAGEYGSSSTYVMESWPKNMRNKASG
                     FLISGFSIGAVLAAQAYSYVVPAFGWRMLFYIGLLPIIFALWLRKNLPEAEDWEKAQS
                     KQKKGKQVTDRNMVDILYRSHLSYLNIGLTIFAAVSLYLCFTGMVSTLLVVVLGILCA
                     AIFIYFMVQTSGDRWPTGVMLMVVVFCAFLYSWPIQALLPTYLKMDLGYDPHTVGNIL
                     FFSGFGAAVGCCVGGFLGDWLGTRKAYVTSLLISQLLIIPLFAIQGSSILFLGGLLFL
                     QQMLGQGIAGLLPKLLGGYFDTEQRAAGLGFTYNVGALGGALAPILGASIAQHLSLGT
                     ALGSLSFSLTFVVILLIGFDMPSRVQRWVRPSGLRMVDAIDGKPFSGAITAQHARVVT
                     QK"
     gene            1552305..1553342
                     /locus_tag="CH60_1443"
     CDS             1552305..1553342
                     /locus_tag="CH60_1443"
                     /note="3a0106s03: sulfate ABC transporter, sulfate-binding
                     family protein;
                     [P] COG4150 ABC-type sulfate transport system, periplasmic
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate ABC transporter, sulfate-binding family
                     protein"
                     /protein_id="AJK11887.1"
                     /translation="MKQNSVKKNARNGLTHIALFSALILSGVTASATELLNSSYDVSR
                     ELFTALNPGFQAQWEQQNPGDKLTIKQSHAGSSKQALAILQGLKADVVTYNQITDVQI
                     LHDRGNLIPADWQARLPNNSSPFYSTMAFLVRKGNPKNIRNWDDLVREDVKLVFPNPK
                     TSGNGRYTYLAAWGATQLADGGDEAKTRDWMKRFLKNVEVFDTGGRGATTTFVERGLG
                     DVLISFESEVNNIRKEYGSDQYEVIVPPVDILAEFPVAWVDKNVEKNGTEKAAKAYLN
                     YLYSPPAQQVITRFNYRVYDKAAMEAAKSQFPDTKLFRVEDQFGSWPQVMSTHFTTGG
                     VLDKLLAEGHQ"
     gene            1553342..1554175
                     /gene="cysT"
                     /locus_tag="CH60_1444"
     CDS             1553342..1554175
                     /gene="cysT"
                     /locus_tag="CH60_1444"
                     /note="permease_CysT: sulfate ABC transporter, permease
                     protein CysT;
                     [O] COG0555 ABC-type sulfate transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate ABC transporter, permease protein CysT"
                     /protein_id="AJK10582.1"
                     /translation="MLSASSKRVLPGFTLSLGSSLLYTCLILLLPLSALVMQVAQMSW
                     AQYWEVITNPQVVAAYKVTLLAAGVASVFNAVFGMLMAWILTRYQFPGRSILDGLMDL
                     PFALPTAVAGLTLATLFSTTGWYGAWLNEFGIKVSFTWLGIAVAMAFTSIPFVVRTVQ
                     PVLEELGPEYEEAAETLGASRWQSFRLVVMPELAPALLAGTALSFTRSLGEFGAVIFI
                     AGNIAWKTEVTSLMIFIRLQEFDYPAASAIASVILAVSLALLFSINTLQSRFGRRIGG
                     H"
     gene            1554175..1555050
                     /gene="cysW"
                     /locus_tag="CH60_1445"
     CDS             1554175..1555050
                     /gene="cysW"
                     /locus_tag="CH60_1445"
                     /note="permease_CysW: sulfate ABC transporter, permease
                     protein CysW;
                     [P] COG4208 ABC-type sulfate transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate ABC transporter, permease protein CysW"
                     /protein_id="AJK13893.1"
                     /translation="MVDVSEFNGVARPPINWGKWTLIVIGAAFSFLLLVIPMVWIFIT
                     AFSKGIAVVGQNLLNPDMLHAIWLTVLVALITVPVNLVFGVVLAWLVTRFVFPGRQLL
                     MTLIDIPFAVSPVVAGLMYLLFYGSNGVVGGWLDAHDIQLMFSWPGMVLVTIFVTCPF
                     VVRELVPVMMSQGSQEDEAAVLLGASGWQMFRRVTLPNIRWALLYGVVLTNARAIDEF
                     GAVSVVSGSIRGETYTLPLQVELLHQDYNTAGAFTAAALLTLMAIVTLFLKSGLQWRL
                     ARQVVRLEQEQKHEH"
     gene            1555040..1556131
                     /gene="cysA"
                     /locus_tag="CH60_1446"
     CDS             1555040..1556131
                     /gene="cysA"
                     /locus_tag="CH60_1446"
                     /EC_number="3.6.3.25"
                     /note="3a0106s01: sulfate ABC transporter, ATP-binding
                     family protein;
                     [P] COG1118 ABC-type sulfate/molybdate transport systems,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate ABC transporter, ATP-binding family
                     protein"
                     /protein_id="AJK13184.1"
                     /translation="MSIEINNISKYFGRTKVLNDITLDIPSGQMVALLGPSGSGKTTL
                     LRIIAGLENQNAGRLSFHGTDVSRLHARDRRVGFVFQHYALFRHMTVFDNIAFGLTVL
                     PRRERPNAAAIKQKVGQLLEMVQLGHLAERFPSQLSGGQKQRVALARALAVEPQILLL
                     DEPFGALDAQVRKELRRWLRQLHEELKFTSVFVTHDQEEAMEVADRVVVVSQGNIEQV
                     GTPDEVWREPATRFVLEFLGEVNRLSGEIRGSQLFIGAHHWPLDLAPMHQGSVDLFLR
                     PWEMEVSTQSSDRCPLPVQVLEVSPRGHFWQLTVQPIGWHQDPISVVLPEGNIDAPVR
                     GNRYYVGGLNARLYSGNQLLQPIALAQSA"
     gene            1556302..1557180
                     /gene="cysM"
                     /locus_tag="CH60_1447"
     CDS             1556302..1557180
                     /gene="cysM"
                     /locus_tag="CH60_1447"
                     /EC_number="2.5.1.47"
                     /note="cysM: cysteine synthase B;
                     [E] COG0031 Cysteine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine synthase B"
                     /protein_id="AJK12135.1"
                     /translation="MTTLEHCIGHTPLVKLQRLSQGLNAEIWVKLEGNNPAGSVKDRA
                     ALAMIQQAELRGDIAPGDVLIEATSGNTGIALAMIAAMKGYHLKLLMPENMSQERQAA
                     MRAYGAELILVSREQGMEGARDLALTMQENGEGNVLDQFNNADNPYAHFTGTGPEIWQ
                     QTAGKVSHFVSSMGTTGTITGVSQYLKSQNPQVKVIGLQPAEGSSIPGIRRWSAEYIP
                     GIFRPELVDQVLDITQSVAEQTMRRLAKEEGIFCGVSSGGAVAGALRIAADNPDAVIV
                     AIICDRGDRYLSTGVF"
     gene            1557425..1558657
                     /locus_tag="CH60_1448"
     CDS             1557425..1558657
                     /locus_tag="CH60_1448"
                     /note="conserved hypothetical protein;
                     [S] COG4886 Leucine-rich repeat (LRR) protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14078.1"
                     /translation="MEIVNFISAQDIVEIEFLSTENEKNKEALNSVNKWENDAPFGEN
                     RTNAANEIRDVIERNAPILRLSRLNISSLPDVLPHSLIEIEIYYCDELSTLPDSFPSE
                     LTKLKISHCPEISSLYKNAPKRLTKLEIISCPKISNAIIPLPESLQYIKLDIDSKERL
                     SLSFDKFPKNLRGINLSDSFLIEKSKFKDREIRLNGLVPSVALEFKLGDILYGIAQCQ
                     HEVMQQLINFNDFSNKDICSQTTITDAVWEHRNYFSRDKYRDDATIKEMLNDADRGIK
                     FKDFLEKHEKYNILSRSGIKSYRPHKNEEDICLSRTSKAGLEFQIMERQERVFFCIDN
                     LNNCIPEIAQKKPDYGTYITASELRWLYRRKDHPNVKNNVQFCLEGAFISQEEVFSLP
                     GWETYFPKRKSNFIPSYV"
     gene            complement(1559038..1559745)
                     /gene="phoP"
                     /locus_tag="CH60_1449"
     CDS             complement(1559038..1559745)
                     /gene="phoP"
                     /locus_tag="CH60_1449"
                     /note="[TK] COG0745 Response regulators consisting of a
                     CheY-like receiver domain and a winged-helix DNA-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase synthesis transcriptional
                     regulatory protein phoP"
                     /protein_id="AJK11080.1"
                     /translation="MKILIAEDNAHIRNGLMEVLAHEGYRPIAAENGVQALALYRQQQ
                     PDFIILDIMMPELDGYKVCREIRKHDWQTPIIFLSAKDEEIDRVIGLELGADDYISKP
                     FGIHEMRARIKTIVRRCLRKVPESAEDAGFPFGDLMVFPNELCAIRGETRLELSLREV
                     NILRYLYQHKGRVVTRDMLFDAVWGYDHLPQSRTLDQHISKLRKTIELDPVHPVLIRT
                     VHGAGYRYQGTAQSLEK"
     gene            complement(1559742..1561286)
                     /locus_tag="CH60_1450"
     CDS             complement(1559742..1561286)
                     /locus_tag="CH60_1450"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AJK13902.1"
                     /translation="MKPSKSLFLFTSITFLICAAIAYFGYRSLTHETLLRHYQNQRLA
                     QSHTTQVSTFILDLLNQNAVRLGSLVSYIQLDNASLNALIAQESSIDALFVLKKNQLL
                     YPNTQAALTEKEKAWIQAITPIIQDPSLLYSHHYTDEQTRPTSGWYLSRELSDPLLIY
                     WQARDNQLIGFKVPYVKLLSDVINTMTFDSAPNTLQVLDDGRLLYQSGSEELLTQQVP
                     LNSQRLPYPLGAWQIDYYAKAVNGAPLYLWGGLLLLLLMVTVGLVMLYLYREYNRQLR
                     LAQQQVSFVGQVSHELKTPLTNITLYAEMLQELQPEQSVPPTAEQRYLEVILNESQRL
                     SRLIQNILSFTKAPKLHLQTVALRPLLNKIYHTFIPAFSAKNMELVLIINTDIHLTTD
                     VDRLTQIISNFLSNAEKYASQGKRVELIGEQADDRVLIHVRDYGNGIAAKELKAIFQP
                     FYRVKSHITEGVSGTGIGLTIASQLAASLQGEISVTSNPAGSCFTLKLPMTIKQDAAT
                     DKEQFT"
     gene            complement(1561519..1562937)
                     /locus_tag="CH60_1451"
     CDS             complement(1561519..1562937)
                     /locus_tag="CH60_1451"
                     /note="[R] COG2304 Uncharacterized protein containing a
                     von Willebrand factor type A (vWA) domain"
                     /codon_start=1
                     /transl_table=11
                     /product="von Willebrand factor type A domain protein"
                     /protein_id="AJK13495.1"
                     /translation="MLLKPAILIKTDMLIKPDILIKPATLIKQAARIKQMTLLLLLFL
                     FSLFGVAKAATQVVNVKSELAAPVMLANSEDKNYLKISLTGFNLDSTRRSPINLALVI
                     DRSTSMSGERIEKAREAAILAVNMLNITDTLSVVAYDNHAEVIIPATKVTDKPALIAS
                     IQQHIHPRGMTALFAGVSMGIGQVDKHLNREQVNRIILISDGQANTGPTSISELSDLA
                     RMAAKKGIAITTIGLGQDYNEDLMTAIAGYSDGNHTFVANSADLEKAFTKEFQDVMSV
                     VAQDIVVQIKTGDKVKPVRLLGRDGDILGNTVNVKLNQLYSNQEKYILLEVIPEKGTD
                     KQQKDLADVSISYLNLSSKKQDQINERVTVSYSQSVEKVNDAVQEEVLAESEIQKTAL
                     ANDEAIKLIDAGRKDEAKKVLESNASKLDSMSFSSPVAEKKVRESTNKQRKLADDIDS
                     KDAATYRKELKEQNYNVKQQQK"
     gene            1563637..1564818
                     /locus_tag="CH60_1452"
     CDS             1563637..1564818
                     /locus_tag="CH60_1452"
                     /note="C_S_lyase_PatB: C-S lyase family protein;
                     [E] COG1168 Bifunctional PLP-dependent enzyme with
                     beta-cystathionase and maltose regulon repressor
                     activities"
                     /codon_start=1
                     /transl_table=11
                     /product="C-S lyase family protein"
                     /protein_id="AJK11715.1"
                     /translation="MDYNFDEVIDRSNTACEKWDAHYLNARFGMTDLTPMWVADMDFR
                     SPDSVISALSERVNHGIYGYTFRPDSFLDAITQWVKKRHQWLIKPEWISHSPGVVPGL
                     AMAIRGLTKPGDKILIQSPVYHHFANVIARNDREVVASELLYDNEKYDIDFAHFEACI
                     ATGVKLFILCNPHNPVGRVWTRDELTTMGNICLRHNVIVIADEIHCDIVFKGSKFTPF
                     ASISPDFENNSITCMAPSKTFNLLGTQTSAIIIPNQELRNKYETELNSLALGNPNPFG
                     VIALETAYKEGEEWLESLLGYLQHNLDFAVDFFKKYIPKITLVKPEGTYLLWLDCRGL
                     GLTPYELEQFILTKAKLALNEGHIFGESGENFMRMNIGCPKSVLTSALIQLKYAVDDL
                     N"
     gene            1564852..1565043
                     /locus_tag="CH60_1453"
     CDS             1564852..1565043
                     /locus_tag="CH60_1453"
                     /note="creatinase/Prolidase N-terminal domain protein;
                     [E] COG0006 Xaa-Pro aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13310.1"
                     /translation="MNSEKKEHLNTVSRKLRTIMERDNIDAVIVTTCDNFYHVTGILS
                     FFMYTFRIRARLSPLSSVM"
     gene            1565040..1566071
                     /locus_tag="CH60_1454"
     CDS             1565040..1566071
                     /locus_tag="CH60_1454"
                     /note="creatinase/Prolidase N-terminal domain protein;
                     [E] COG0006 Xaa-Pro aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10715.1"
                     /translation="MKIPSLIIMNEFEAASLTLDMPNAELKTFPVWVDVDDPFNMRDS
                     ANNNKERPIGPPIESVCNILKDALNDARVLNKKIAIDLNIMSNGGKRVIDAVMPNVDF
                     VDSSSIFNELRVIKSPWEIKRLRKSAEITEYGITEASKLIRVGCTSAELTAAYKAAVM
                     SKSETHFSRFHLISVGADFSPKLIPSNTKACSGDLIKFDCGVDVDGYGADIARTFVVG
                     EPPEITRKIYQTIRTGHEHMLSMVAPGVKMKDVFDSTMEVIKKSGLPNYNRGHLGHGN
                     GVFLGLEESPFVSTHATESFTSGMVLSLETPYYGYNLGSIMIEDMILINKEGIEFLSK
                     LPRDLVSFN"
     gene            1566214..1566411
                     /locus_tag="CH60_1455"
     CDS             1566214..1566411
                     /locus_tag="CH60_1455"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12767.1"
                     /translation="MKWYHSLVLLPVLSLTVGIFFVNKVEPFILGMPFLMFWIVIWLI
                     LTALIMAIISKLDSNISKEEV"
     gene            1566408..1567868
                     /locus_tag="CH60_1456"
     CDS             1566408..1567868
                     /locus_tag="CH60_1456"
                     /note="[ER] COG0591 Na+/proline symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12061.1"
                     /translation="MNAPLIIICTFFLFSIYLAIRSKKGKKMDHEGWTTGGRSYGALL
                     VFLLSAGEIYTTFTFLGGSGWAYGKGPAILYTLTVNAFMGISLYWLHPIIWKYAKDNN
                     VRSISDFFALKYKSSSLGMLISIFSIAAMVPIFILQLKGLGIIVSQASYGSISSNMAI
                     WIGVISVSVFVMISGIHCSAWTSVLKDFMILFVVVFIGIYIPIHYYGSIGNMFQSIET
                     VNPGYLVFPKEGLNIPWYISTVFLSVAAYFCWPHYMTAVFTAKNETSLKRNSILIPAY
                     SLVMLFAFFVGFAAILNVPDLTGPDVDLALFEISKSTFSSYIVGFIGAAGMLTALVPG
                     SMLLLATANMLAGVVQKIFRLDVEKNKSGNLSRYMVPVVALVSLYFIFNGNDTLVAIM
                     LLGVNIIAQFFPALIFSFCKKNPITTAGAFSGIMVGVIILAVTYVYHISIADIFPFIT
                     NGFEYMNIGVVAFAMNFIVTFFISYLTRSYYKEVTV"
     gene            1567928..1569574
                     /locus_tag="CH60_1457"
     CDS             1567928..1569574
                     /locus_tag="CH60_1457"
                     /note="[R] COG0446 Uncharacterized NAD(FAD)-dependent
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD dependent oxidoreductase family protein"
                     /protein_id="AJK13538.1"
                     /translation="MGKTIVIVGGVAGGASAAARLRRLNEYDNIIILERGEYISFANC
                     GLPYYIGGVITERDKLLIQTPEKMKDRFNIDVRTENEVVDIDSASKTITVINHKVGKE
                     EFIQYDTLILSPGARPFIPDIAGLSVNGPVFTLRNMSDTDNIKAYLISATPEAVTVIG
                     GGFIGLEMAENLVSSGLKVTIIELSNQILSPLDYEMAAIVEKHLKDNGIDVIKNDAVV
                     QFDESAHQIHLKSGKIITTDMVILAIGVEPENDLAKKAHLDLGIRGSILVNEKLQTSV
                     ADIYAIGDAIQVVDYINGQATYIPLAWPANRQGRLLADIINGRDVRYHGTLGTAIAKV
                     LDLSAACTGNNERLLKRLAIPYQVVHIHGMSHASYYPGAHQISLKLLFSPENGRILGA
                     QAVGQGGTDKRIDVLATAIKGRLTIYDLPDLELAYAPPYSSAKDPVNMLGYVAENISN
                     GDVMTKQWHEVDAFMADGGIIIDVRDEAEFISGSIKTAVNIPLSELRQKLALIPQDKK
                     ILVTCQVGLRGYIAARILSQYGYTVANLDGGYLTFNYANA"
     gene            complement(1569829..1571838)
                     /locus_tag="CH60_1458"
     CDS             complement(1569829..1571838)
                     /locus_tag="CH60_1458"
                     /note="[V] COG1136 ABC-type antimicrobial peptide
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12770.1"
                     /translation="MLRLENVSREFITGEQTVRVLNNINLTLHSGEMVAIVGTSGSGK
                     STLMNILGCLDKPSAGEYWVAGRIPQYLGSDALAELRREHFGFIFQRYHLLNDLSARE
                     NVEIPAIYAGIDREERRKRAVNLLSRIGLAERLDYRPSQLSGGQQQRVSIARALMNGG
                     DVILADEPTGALDTHSGNEVLNILKDLHQQGHTVVIVTHDMSIAEHAQRIIELKDGEI
                     IADRPRDHAQEKPKMVDIPSVIDIPSMDEKISTGAQQETEIARKPLLTRWKVQYDRLH
                     EAFKMAILAMAAQRLRTALTMLGIIIGIASVVSVVALGKGSQQQVLANINAMGTSTLE
                     IFPGKDFGDMRSAAIHTLRDTDADVLAQQGYIHSVTPTVSTSVTLRYGNKSVSGTVNG
                     VGEQYFLVRGYTIAQGMAFTRTSVNDLMQDAVIDENTRDKLFPNGETPLGKVILLGSL
                     PCRVIGVAAKKQSGFGSDENLNVWIPYTTAMKRMLGQSYLKSITVRVNDDIDLANAEQ
                     GVIKLLSQRHGTQDFFVMNTDSIRQTIQATTSTMTLLVSMIAVISLIVGGIGVMNIML
                     VSVTERTKEIGVRMAVGARASDIMQQFLIEAVLVCLLGGSLGVALSLGIGLLFSLFSS
                     NFSMVYSAASIITAFVCSSLIGVIFGFFPAKRAAEMDPIRALERE"
     gene            complement(1571869..1573074)
                     /locus_tag="CH60_1459"
     CDS             complement(1571869..1573074)
                     /locus_tag="CH60_1459"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK14026.1"
                     /translation="MQHVTGSKRRLIGWVVLLLIIGGLLFFRWISPPDKPSYITAVAE
                     IRDLEQTVLADGTIKAQKQVTVGAQVSGQIKALHVTLGQQVEKNQLVAEIDDLAQQNA
                     LKDAEEALKNVQAQRAAKIATQKNNQLTYQRQQQILAKGVGVRADFDSIKATLEATQA
                     EISALDAQIAQAEIAVSTAKLNLGYTKISSPIAGTVVAIPVEEGQTVNAVQSAPTIIK
                     VAQLDTMTVEAQISEADVVKVKTGMPVYFTILGEPEKRFSATLRAIEPAPDSINDETT
                     TTSSSTSSSSSSSTAIYYNGLFDVANPTGALRISMTAQVYILLNQAKNAVVIPATALE
                     NDQGQYRVQVVDNSGKVSQRTVTVGLNNNVDAQILTGLQAGEHVIVSQGSTTSTNSKA
                     PRMGPPMGM"
     gene            1573262..1573945
                     /locus_tag="CH60_1460"
     CDS             1573262..1573945
                     /locus_tag="CH60_1460"
                     /note="[TK] COG0745 Response regulators consisting of a
                     CheY-like receiver domain and a winged-helix DNA-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AJK14351.1"
                     /translation="MKILLVDDDLELGTMLKEYLGGEGFTAKHVLTGKAGIDGALSGD
                     YTALILDIMLPDMSGIDVLRQVRKKSRLPIIMLTAKGDNIDRVIGLEMGADDYMPKPC
                     YPRELVARLRAVLRRFEEQPTLSSIDSGIITQGGLTLNPSTRSSEWQGKPFDLTASEF
                     NLLELLLRSPERVVTKDELSDKGLGRPREAYDRSVDVHISNIRQKLAALPGNHLNIET
                     VRSIGYRIR"
     gene            1573971..1575320
                     /locus_tag="CH60_1461"
     CDS             1573971..1575320
                     /locus_tag="CH60_1461"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK11653.1"
                     /translation="MRGRLFWKILLGFWLTFILMTQMLWVIFSFYGHRHEPPENDLVR
                     QIARLQVVSAASVLHTGGQPALNAMMADWPEADKKYFSVLPAEMADTAEKDISALSGE
                     EPKLYSSEIVTWVTAPDKENYRVSYDIEGLRAANLANAPDKHRREILNVPIPMIWMGV
                     LGGLFFSTLLAWNLTRPMRQLRVGFERVAQGDLSVRLLPVMRRRHDELTEVARDFDSM
                     AERLQALVSAREQLLHDVSHELRSPLARLQLAIGLAHQNPDNVDNALQRIEHESERLD
                     KMIGELLALSRAENHSLADDDEYFDLQELVKVVVNDARYEAQLPGVEIQLEVAAQSEY
                     TVKGNAELMRRAIENIVRNALRFSASGQQVKVTLSALDKRYQIQVADQGPGVEENKLS
                     SIFDPFVRVKSAMSGKGYGLGLAITHKVILAHGGQVEARNGEQGGLVITLRVPRWQA"
     gene            1575406..1575600
                     /locus_tag="CH60_1462"
     CDS             1575406..1575600
                     /locus_tag="CH60_1462"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12754.1"
                     /translation="MAGSKTAPLSAVFLCPENPQLGWGFSKAFSFGSVIKTPFDLLKQ
                     FAVWQLQMFNKKSKGGPNEG"
     gene            1575590..1576048
                     /locus_tag="CH60_1463"
     CDS             1575590..1576048
                     /locus_tag="CH60_1463"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12855.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYMKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1576191..1576700)
                     /gene="crr"
                     /locus_tag="CH60_1464"
     CDS             complement(1576191..1576700)
                     /gene="crr"
                     /locus_tag="CH60_1464"
                     /note="[G] COG2190 Phosphotransferase system IIA
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-specific phosphotransferase enzyme IIA
                     component"
                     /protein_id="AJK13427.1"
                     /translation="MGLFDKLKSLVSDDKKDSSVIEIVAPLSGEIVNIEDVPDVVFAE
                     KIVGDGIAIKPSGNKMVAPVDGTIGKIFETNHAFSIESDSGIELFVHFGIDTVELKGE
                     GFTRIAEEGQRVKKGDVVIEFNLALLEEKAKSTLTPVVISNMDEIKELIKLSGSVTVG
                     ETPIIRIKK"
     gene            complement(1576749..1578476)
                     /gene="ptsP"
                     /locus_tag="CH60_1465"
     CDS             complement(1576749..1578476)
                     /gene="ptsP"
                     /locus_tag="CH60_1465"
                     /EC_number="2.7.3.9"
                     /note="PTS_I_fam: phosphoenolpyruvate-protein
                     phosphotransferase;
                     [G] COG1080 Phosphoenolpyruvate-protein kinase (PTS system
                     EI component in bacteria)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate-protein phosphotransferase"
                     /protein_id="AJK13109.1"
                     /translation="MISGILVSPGIAFGKALLLKEDEIVINRKKISADQVEQEVERFK
                     AGRAKAAEQLEAIKTKAGVSLGEEKAAIFEGHIMLLEDEELEQEIIALIKDEHASADA
                     AAYSVIEGQAKALEELDDEYLKERAADVRDIGKRLLKNILGLNIVDLSAIQDEVILVA
                     TDLTPSETAQLNLDKVLGFITDIGGRTSHTSIMARSLELPAIVGTSNVTKQVKNDDYL
                     ILDAVNNKVYLNPTADVIEQLKAVKNQYITEKNELAKLKDLPAITLDGHQVEVVANIG
                     TVRDIAGAERNGAEGVGLYRTEFLFMDRDSLPTEEEQFQAYKAVAEAMGSQAVIVRTM
                     DIGGDKDLPYMNLPKEENPFLGWRAIRIAMDRKEILHAQLRAILRASAFGKLRIMFPM
                     IISVEEVRELKAELELLKSQLREENKAFDETIEVGVMVETPAAAVIARHLAKEVDFFS
                     IGTNDLTQYTLAVDRGNELISHLYNPMSPSVLGLIKQVIDASHAEGKWTGMCGELAGD
                     ERATLLLLGMGLDEFSMSAISIPRIKKIIRNTNFEDVKVLAEQALAQPTAKELMDLVT
                     TFIEEKTLC"
     gene            complement(1578525..1578782)
                     /gene="ptsH"
                     /locus_tag="CH60_1466"
     CDS             complement(1578525..1578782)
                     /gene="ptsH"
                     /locus_tag="CH60_1466"
                     /note="[G] COG1925 Phosphotransferase system, HPr-related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphocarrier protein HPr"
                     /protein_id="AJK11143.1"
                     /translation="MFQQEVTITAPNGLHTRPAAQFVKEAKGFTSEITVTSNGKSASA
                     KSLFKLQTLGLTQGTVVSISAEGEDEKKAVEHLVKLMAELE"
     gene            complement(1579281..1580249)
                     /gene="cysK"
                     /locus_tag="CH60_1467"
     CDS             complement(1579281..1580249)
                     /gene="cysK"
                     /locus_tag="CH60_1467"
                     /EC_number="2.5.1.47"
                     /note="cysK: cysteine synthase A;
                     [E] COG0031 Cysteine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine synthase A"
                     /protein_id="AJK14038.1"
                     /translation="MSKIYEDNSLTIGHTPLVRLNRIGNGRILAKVESRNPSFSVKCR
                     IGANMIWDAEKRGILTAGKELVEPTSGNTGVALAFVAAARGYKLTLTMPETMSIERRK
                     LLKALGANLVLTEGAKGMKGAIAKAEEIQATDPERYLILQQFSNPANPEIHEKTTGPE
                     IWEDTDGDVDVFVSGVGTGGTLTGVSRYIKNTQGKAITTVAVEPTDSPVITQALAGQE
                     IKPGPHKIQGIGAGFIPGNLDLSLVDRVALVTNEEAISMARRLMDEEGILAGISSGAA
                     VAAAVKLSEEEGFTDKTIVVILPSSGERYLSTALFADLFTEQELQQ"
     gene            complement(1580406..1581140)
                     /gene="cysZ"
                     /locus_tag="CH60_1468"
     CDS             complement(1580406..1581140)
                     /gene="cysZ"
                     /locus_tag="CH60_1468"
                     /note="[E] COG2981 Uncharacterized protein involved in
                     cysteine biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="protein CysZ"
                     /protein_id="AJK11372.1"
                     /translation="MSGFSYFAQGWRLISRPGIRRFVILPLLVNILLMGGAFWWLFNR
                     IGDWVPQLMSYIPSWLQWLSYLLWPLMVISLLLVFSYLFSTLANIIAAPFNGLLAEQL
                     EASLTGKPLPDTGIWGIVKDLPRIMAREWRKLAYYLPRALVLLLLYFVPGVGQTVAPV
                     LWFLFSAWMLSIQYCDYPFDNHKVSFQQMRTALRQNKVDNLQFGALVSLFTMIPFLNL
                     VIMPVAVCGATAMWVDRYRSQFIQLP"
     gene            1581389..1582375
                     /gene="zipA"
                     /locus_tag="CH60_1469"
     CDS             1581389..1582375
                     /gene="zipA"
                     /locus_tag="CH60_1469"
                     /note="septum_zipA: cell division protein ZipA;
                     [D] COG3115 Cell division protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein ZipA"
                     /protein_id="AJK12504.1"
                     /translation="MMQDLRLILIVVGAIAIIALLLHGLWTSRKERSSLFRDRPVKRT
                     KQERVETPIESLDEGVGEVRVRTSHPQEKPSFNHLDDDDDEVPVIQHAETKSAQVKTA
                     SRQAPFASVQTDYDDPLLGGLSAEQPPHDLSRDPLLGKADESYSQPQHAEPPHVEKPA
                     HQVAPQQHVESQQEPVAPAPEAKPQKLKETVLVLHVAAHHGGVIGGEVLLQSVLQSGF
                     QFGEMGIFHRHLSPAGSGPVLFSLANMVKPGSFDPDTMSDFSTPGVSMFMMVPSYGDA
                     NQNFKLMLQSAQRIADDVGGVVLDDERRMMTPQKLESYKARIREVLDANTIA"
     gene            1582466..1584478
                     /gene="ligA"
                     /locus_tag="CH60_1470"
     CDS             1582466..1584478
                     /gene="ligA"
                     /locus_tag="CH60_1470"
                     /EC_number="6.5.1.2"
                     /note="dnlj: DNA ligase, NAD-dependent;
                     [L] COG0272 NAD-dependent DNA ligase (contains BRCT domain
                     type II)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA ligase, NAD-dependent"
                     /protein_id="AJK14270.1"
                     /translation="MESIIQQINQLRTSLRHHEHQYHVLDAPEIPDAEYDRMMQQLRD
                     LEAQHPELVTNDSPTQRVGAAPLDAFEQVKHEVPMLSLDNVFDEESYLAFDKRVHDRL
                     KTAEPLTFCCELKLDGLAVSLLYENGELVRAATRGDGTTGENITANVRTIRAIPLRLH
                     GDNVPRRVEVRGEVFMPQAGFEQLNEEARRKGGKVFANPRNAAAGSLRQLDPRITAKR
                     PLTFFCYGVGLLDGGELPRSHIQCLMQFKAWGLPVSERVKLCTGSDQVIAFYRQIEQD
                     RAGLGFDIDGVVIKVDDLALQEQLGFVARAPRWATAFKFPAQEQITQVREVEFQVGRT
                     GAITPVARLEPVQVAGVIVSNATLHNADEIERLGLRIGDTVIVRRAGDVIPQVVGVVM
                     EQRPDDTKEITFPSQCPVCGSDIERVEGEAVARCTGGLFCAAQRKEALKHFVSRRALD
                     VDGMGDKIIEQLVEKQYVENPADLFQLTAGKLTGLDRMGPKSAQNLIAALEKAKQTTF
                     ARFLYALGIREVGEATAANLAAHFRTLDNLRAADIETLKSVPDVGEVVAKHVMNFLSE
                     EHNQKVIEELEKVVSWPEPQQIVVEESDSPFAGKTVVLTGSLTILSRDEAKDRLTALG
                     AKVSGSVSKKTHLVIAGEAAGSKLAKAQELGIKVIDEAEMIRLLGE"
     gene            1584498..1584713
                     /locus_tag="CH60_1471"
     CDS             1584498..1584713
                     /locus_tag="CH60_1471"
                     /note="conserved hypothetical protein;
                     [S] COG3530 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12421.1"
                     /translation="MEKENLIEIANTRMPFGKYQGRVLIDLPEEYLLWFARKGEFPQG
                     KLGMLMEMTLAIKIEGLDGLVKPLKTG"
     gene            complement(1584814..1585161)
                     /locus_tag="CH60_1472"
     CDS             complement(1584814..1585161)
                     /locus_tag="CH60_1472"
                     /codon_start=1
                     /transl_table=11
                     /product="flxA-like family protein"
                     /protein_id="AJK11553.1"
                     /translation="MSNTISTSSVSVTSSSTSDSASESSTAAKIKSLNQQIQKLTEQL
                     SALKDTDLSAEELQKQQQLIETQIAVLRAEIAKIQADDADKTKESDNNAVSAPTGDGV
                     NRPSAQNQINVYI"
     gene            complement(1585293..1585898)
                     /locus_tag="CH60_1473"
     CDS             complement(1585293..1585898)
                     /locus_tag="CH60_1473"
                     /note="conserved hypothetical protein;
                     [S] COG3575 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12389.1"
                     /translation="MVPHQQIIQWLRTDPYRMQALYTARELGLNQWCLAAGFVRNLVW
                     DQLHGYLSPTPLNDIDLVYFDKKDISEQHDLQLEALLLNKHMPHKQTVHKQMVHKQTA
                     QKNRFPWSVKNQARMHLHSGRLPYTSTEDAISYWVEIETAIGARLTDEGEIELIAPLG
                     LAALFALTVTLNPKNGELATFDQRVNSKSWLQHWPNLHVVA"
     gene            complement(1586093..1586168)
                     /locus_tag="CH60_1474"
     tRNA            complement(1586093..1586168)
                     /locus_tag="CH60_1474"
                     /product="tRNA-Ala"
     gene            complement(1586400..1587815)
                     /gene="gltX"
                     /locus_tag="CH60_1475"
     CDS             complement(1586400..1587815)
                     /gene="gltX"
                     /locus_tag="CH60_1475"
                     /EC_number="6.1.1.17"
                     /note="gltX_bact: glutamate--tRNA ligase;
                     [J] COG0008 Glutamyl- and glutaminyl-tRNA synthetases"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate--tRNA ligase"
                     /protein_id="AJK13083.1"
                     /translation="MKIKTRFAPSPTGYLHVGGARTALYSWLFSRHLGGEFVLRIEDT
                     DLGRSTQEAIDAIMDGMNWLNLDWDEGPYFQTKRFDRYNAVIDQMLDAGTAYRCYCSK
                     ERLEALREAQMANGEKPRYDGHCRDSQCTHGADEPSVVRFRNPQEGSVIFDDKIRGPI
                     EFSNQELDDLIIRRTDGSPTYNFCVVIDDWDMEITHVIRGEDHINNTPRQINILKALG
                     APVPEYAHVSMILGDDGKKLSKRHGAVGVMQYRDDGYLPEALLNYLVRLGWSHGDQEI
                     FSIEEMTQLFTLDAVSKSASAFNTEKLQWLNHHYINSLPPEQVAVHLSWHVEQLGIDT
                     RNGPELVEIVKLLGERCKTLKEMAESCRYFYEEFDAFDVDAAKKHLRPIARQPLEAVK
                     VKLAAITEWTTENVHNAIQGTADELGVGMGKVGMPLRVAVTGVGQSPGMDVTVHAIGQ
                     ARTLARIDKALAFISEREAQQ"
     gene            1588090..1588165
                     /locus_tag="CH60_1476"
     tRNA            1588090..1588165
                     /locus_tag="CH60_1476"
                     /product="tRNA-Val"
     gene            1588202..1588277
                     /locus_tag="CH60_1477"
     tRNA            1588202..1588277
                     /locus_tag="CH60_1477"
                     /product="tRNA-Val"
     gene            1588322..1588397
                     /locus_tag="CH60_1478"
     tRNA            1588322..1588397
                     /locus_tag="CH60_1478"
                     /product="tRNA-Val"
     gene            1588597..1588672
                     /locus_tag="CH60_1479"
     tRNA            1588597..1588672
                     /locus_tag="CH60_1479"
                     /product="tRNA-Lys"
     gene            complement(1589049..1590233)
                     /locus_tag="CH60_1480"
     CDS             complement(1589049..1590233)
                     /locus_tag="CH60_1480"
                     /note="[F] COG1972 Nucleoside permease"
                     /codon_start=1
                     /transl_table=11
                     /product="na+ dependent nucleoside transporter family
                     protein"
                     /protein_id="AJK11733.1"
                     /translation="MSHILQFALALVVVAILALAICKDRKSIRIRFVIQLLVIEVLLA
                     YFFLHSEAGLGFVKGFAGFFDTLLGFAAAGTDFVFNDMGDKGLAFFFLRVLCPIVFIS
                     ALIGILQYIKVLPIVIRLIGTLLSKVNGMGKLESFNAVSSLILGQSENFIAYKDILGK
                     MSEKRMYTMAATAMSTVSMSIVGAYMSMLDAKFVVAALVLNMFSTFIVLSLINPYKVG
                     EEQDLQLSNLHEGQSFFEMLGEYILAGFKVAIIVAAMLIGFIALIAAVNALFTLLFGI
                     SFQGILGYVFFPFAWVMGIPAHEALQVGSIMATKLVSNEFVAMMDLQKVASQLSPRSV
                     GILSVFLVSFANFSSIGIVAGAIKGLNEHQGNVVSRFGLKLLYGSTLVSVLSASIAGL
                     VL"
     gene            1590684..1591913
                     /locus_tag="CH60_1481"
     CDS             1590684..1591913
                     /locus_tag="CH60_1481"
                     /note="nramp: metal ion transporter, metal ion family
                     protein;
                     [P] COG1914 Mn2+ and Fe2+ transporters of the NRAMP
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="metal ion transporter, metal ion family protein"
                     /protein_id="AJK11016.1"
                     /translation="MLNGRAVDTSRRPLRKIKLSLMGPAFIAAIAYIDPGNFATNIQA
                     GATFGYTLLWVVVWANVMAMLVQLLSAKLGIATGKNLAEHIRDRFPRPVVWAYWVQAE
                     IIVMATDLAEFIGAAIGFKLLFGVTLLQGAVLTGIATFLILMLQNRGQKPPELVIGGL
                     LLFVAAAYIVELIFSQPDIAALGRGMLIPNLPDGNAVFLAAGVLGATIMPHVIYLHSA
                     LTQTGGEESKTERYASTKFDVAIAMTIAGFVNLAMMATAAAAFHFNGYENIAEIEEAY
                     ITLQPLLGNAAATVFGLSLIAAGLSSTVVGTLAGQVVMQGFVRFYIPMWVRRIVTMLP
                     SFIVILAGMDATQILVMSQVLLSFGIALALVPLLVFTGNKELMGELVDTKTTQILGKL
                     VVLIVVGLNAYLLISLL"
     gene            complement(1592006..1592419)
                     /locus_tag="CH60_1482"
     CDS             complement(1592006..1592419)
                     /locus_tag="CH60_1482"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14394.1"
                     /translation="MLNTGVFKPTILKPMMLKPLLLVTILAWLPLTPMANAESIELLP
                     SISLQIGEQDRRGNYWDGYDWRDRQWWLNHQGRNLGERNRNGHYWDGRRWQDRGWWKK
                     NYYYREGRYWKYDKHGNKHGQKHHNKKGRGHRHDD"
     gene            complement(1592590..1593579)
                     /locus_tag="CH60_1483"
     CDS             complement(1592590..1593579)
                     /locus_tag="CH60_1483"
                     /note="[C] COG0667 Predicted oxidoreductases (related to
                     aryl-alcohol dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK12743.1"
                     /translation="MVYQASSSRYQEMEYHRCGHSGLKLPAISLGLWHNFGDSTWYEN
                     SRSLIHRAFDHGITHFDLANNYGPPPGSAELNFGRILQQDLRPYRDELIIASKAGYTM
                     WPGPYGDWGSKKYLVASINQSLQRMGLDYVDIFYHHRPDPNTPLEETMAALDLLVRQG
                     KALYIGLSNYPADQAQLACEILRALGTPCLIHQPKYSMFERGIEAGLQDTLDEYGVGS
                     IAFSPLAGGLLTDRYLAGIPEDSRAASDSKFLSPEQLTPEKLVKIRQLNELALDRGQK
                     LSQMSLAWVLRGGRVTSALIGASKVSQIDDAIGMLANTNFSDKEINAIEHILA"
     gene            complement(1593715..1594593)
                     /locus_tag="CH60_1484"
     CDS             complement(1593715..1594593)
                     /locus_tag="CH60_1484"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12256.1"
                     /translation="MHYSPEALIAFVEAAALGSFSAAARKLRKSQSTISTAIANLEAD
                     LGLTLFDRQARQPVLTDHGRRVLAHVQEILAASERLTDLSIRLAGQVETRLTFVLSDT
                     YYQPAHHENLLRRFEQRYPDVEFECLVAEDEDVIDLLQLKRAHIGVVEMQERYPPDIA
                     ATRLAAQTEMAVFVLRGHPLTRLPHLQNEQLATTRQLCLNTYNRTDHNQSQGLTWSAP
                     SYLMLLEMAEQGFGWAILPRWLVEQFGREKLVTLPVQGWPKMISIDAVWSKKSPPGPA
                     GYWLLDQLTEGTNSPH"
     gene            1594696..1595172
                     /locus_tag="CH60_1485"
     CDS             1594696..1595172
                     /locus_tag="CH60_1485"
                     /note="[S] COG4125 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Transmembrane Pair family protein"
                     /protein_id="AJK10985.1"
                     /translation="MQVHHRSLVERVIHAIGFEVIAVAICAPVGAWLLDRSILQMGTL
                     AVLLSSIAMLWNIVYNSLFDYFWPVSRVIRTLKIRVFHALGFEGGFILMGLPVAAFAL
                     GISIWQALVLEIGFFLFFLPYTMFYNWLYDSLRMRIIRSRQATELKPASENRRGSR"
     gene            1595353..1596324
                     /gene="glk"
                     /locus_tag="CH60_1486"
     CDS             1595353..1596324
                     /gene="glk"
                     /locus_tag="CH60_1486"
                     /EC_number="2.7.1.2"
                     /note="glk: glucokinase;
                     [G] COG0837 Glucokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucokinase"
                     /protein_id="AJK10788.1"
                     /translation="MTTYALVGDVGGTNARLALCAVATGEILQAKTYSGLEYESLEDV
                     IKQYLSEHQAKVTDACIAIACPITGDWVAMTNHTWAFSIAAMQQNLGLDHLEVINDFT
                     AVSMAIPVLPAQDVLQFGGTQPQPGKPVAVYGAGTGLGVAHLVNVDRRWISLAGEGGH
                     VDFAPNSEEEDQILAVLRQELGHVSAERVLSGPGLVNLYRAIVISDARLPEKLAPKDI
                     TARALADSCTDCRRALSLFCVIMGRFGGNLALNLSTFGGVYIAGGIVPRFMEFFKASG
                     FRAAFEDKGRFKDFLQDIPVYMITHPQPGLLGAGAYLRQKLGYELSS"
     gene            complement(1596402..1597649)
                     /locus_tag="CH60_1487"
     CDS             complement(1596402..1597649)
                     /locus_tag="CH60_1487"
                     /codon_start=1
                     /transl_table=11
                     /product="phytanoyl-CoA dioxygenase family protein"
                     /protein_id="AJK11177.1"
                     /translation="MASLHIDDIPAAIKAVKQQLRQALPDYQQVFQAVEENIRQQVME
                     IRRNLAEGKNPVPQLHADDIINGKVTEEQKAQIKQRGCCAILGVFPQEKATAWNREIG
                     DYLDRNNFVERLKNAAEDNYFGTLAASKPQIYGIYWSTPQVEARQDKRMQAVQIFLNN
                     LWQTESNGKQHFDANRVVTYADRTRRRPPKSSSLGLSPHVDGGSIERWLDENFRHVYR
                     HVFSGQWQKYDPFAAEGRPEVREFPSPAVCSMFRTFQGWTALTPQRTHAGTLNVIPIA
                     NAMAYILLRALQDDVADDDLCGAAPGRALSASEQWHPLLMEAISPIPDLEAGDTVFWH
                     CDVIHSVENEHNGEFDSNVMYIAAAPWCEKNAAYLPRQLASFIDGRSPPDFAADDFEV
                     DFIGRATIKNLTEIGKQQLGITD"
     gene            1597915..1599150
                     /locus_tag="CH60_1488"
     CDS             1597915..1599150
                     /locus_tag="CH60_1488"
                     /note="[E] COG0436 Aspartate/tyrosine/aromatic
                     aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AJK13839.1"
                     /translation="MAELPAKRRFTRIDRLPPYVFNITSELKMAARRRGEDIIDFSMG
                     NPDGPTPPHIVEKMCSVAQREDTHGYSTSRGIPRLRRAISRWYADRYQVDIDPENEAI
                     VTIGSKEGLAHLMLATLDHGDTVLVPNPSYPIHIYGAVIAGAQVRSVPLTEGIDFFGE
                     LERAIRETIPKPKMMILGFPSNPTAQCVELDFFERVVALAKQYDVLVVHDLAYADIVY
                     DGWKAPSIMQVPGAKDIAVEFFTLSKSYNMAGWRIGFMVGNPELVSALARIKSYHDYG
                     TFTPLQVAAIAALEGDQQCVRDIAEQYRQRRNALVRGLHEAGWMVDNPKASMYVWAKI
                     PEPYAHLGSLEFAKRLLAEAKVCVSPGIGFGDYGDTHVRFALIENQDRIRQAVRGIKS
                     MFRADGLLKPGKSSPNEMA"
     gene            1599395..1599919
                     /locus_tag="CH60_1489"
     CDS             1599395..1599919
                     /locus_tag="CH60_1489"
                     /note="conserved hypothetical protein;
                     [C] COG3038 Cytochrome B561"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12152.1"
                     /translation="MKNRYSLPQIVLHWLTLLMIILTYLAMLLSDTVPDEERTFVRNL
                     HFNFGISVWLLMLVRLWLRQRNPTPAISPPLPHWQLLGVRISHWGLYLMFLSLPILGF
                     LTQAYGGRTWLLLGWQVPQWLTPNTDVRDYLKQTHVFIANLGYFVIGIHGVAALYHHY
                     IRRDDTLRRMMPGK"
     gene            complement(1600014..1600445)
                     /locus_tag="CH60_1490"
     CDS             complement(1600014..1600445)
                     /locus_tag="CH60_1490"
                     /note="conserved hypothetical protein;
                     [S] COG1598 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14299.1"
                     /translation="MFSYPASYTVDEASGEYHIHYRDFPELNSVTYSLEDVELEAQEG
                     IKNGVAAEMEERRLIPAPSALQPGDIAVHVPILVRLKAELHNAMLASDTRKADMARKL
                     SLNAAQMDRLLDVYYASKVEALEQALYLLGFEADVTVRKIV"
     gene            1601035..1601706
                     /locus_tag="CH60_1491"
     CDS             1601035..1601706
                     /locus_tag="CH60_1491"
                     /note="[M] COG1462 Uncharacterized protein involved in
                     formation of curli polymers"
                     /codon_start=1
                     /transl_table=11
                     /product="tolB amino-terminal domain protein"
                     /protein_id="AJK11455.1"
                     /translation="MKRKIFLSTMFITAFLLSGCATESSRSLEVAKVASYGTQYNGPR
                     SPISVGKFDNRSSYMSGLFSDGVDRLGNQSKTILVTHLQQTGRFNVLERTNMEELKNE
                     AAISGKSQRLKGATYVVTGDVTEFGRKETGDRQLWGILGRGKSQVAYAKVNLNIVNVN
                     TSEVVFSSQGAGEYELSNREVIGFGGTASYDSTLNGKVLDLAIREAVNNLVAGIESGA
                     WQPAQ"
     gene            1601733..1602089
                     /locus_tag="CH60_1492"
     CDS             1601733..1602089
                     /locus_tag="CH60_1492"
                     /note="[S] COG4259 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AJK13722.1"
                     /translation="MKLLKKISLLLAVAVLAGCVTAPKPIYNWDNYQSTIYEYYKSNE
                     TPEQQIAALKENIEKSQAKGLPVPPGLHAHLGMLYANTGHPELAMAEFNTEKATFPES
                     APFMDFLMSKDKGAFK"
     gene            1602086..1602742
                     /locus_tag="CH60_1493"
     CDS             1602086..1602742
                     /locus_tag="CH60_1493"
                     /note="conserved hypothetical protein;
                     [S] COG4380 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11579.1"
                     /translation="MKSIFAVCAVMMALLLTGCATPVATDYTDFKQSKPKSILVLLPQ
                     NQSPEVDASHGVLSQVTYPLAEAGYYVLPVAVVEETFKQNGMTNAGDISAASPAKLRQ
                     IFGADAVLYITIVQYGTSYQVITSDTRVTANAKLVDLKTGKLLWSGSATASSNEGNNS
                     SGGVIGLLVQAAVSQIANTITDKSHDVAGITSARMLSAGTPNGLLYGPRSPQYGKDGK
                     "
     gene            complement(1602988..1603557)
                     /locus_tag="CH60_1494"
     CDS             complement(1602988..1603557)
                     /locus_tag="CH60_1494"
                     /note="[C] COG1145 Ferredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="4Fe-4S binding domain protein"
                     /protein_id="AJK13780.1"
                     /translation="MTKNKSVARDERYYKAYLESRTISRRGLFRGLLKGVQPSTTTAP
                     SDITAPPPLRPPYAIDEPHFQQSCTGCGVCVAACEENLIVMVNQRPALNFSTPYFSTP
                     YCSRCQACSTACQTGALSSAEFHIAARPSVKNICQNTYIYCDSCADYCEKQALIWQAN
                     QPPTLVTELCDGCGECVFRCPARILEMQI"
     gene            complement(1603554..1604150)
                     /locus_tag="CH60_1495"
     CDS             complement(1603554..1604150)
                     /locus_tag="CH60_1495"
                     /note="[R] COG3381 Uncharacterized component of anaerobic
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate reductase delta subunit"
                     /protein_id="AJK13972.1"
                     /translation="MLLNTTLPRILGACFYYPPQSDTVQRLFPLLPHIAELFPWPDHA
                     SMVQYCQQIPDISPERLEYDFSILFEGQGVMPAPPWGSVYLDKENILMGASTLQYREF
                     LAEQGWVSQSPLREPEDQFGLMLLAWVNLIEQHNKDAASVLLTAHLLPWAYRYLEQVN
                     AAQVEYPVYPLLAKIAACYLKTLQTELVLSPLPRELYR"
     gene            complement(1604508..1605284)
                     /locus_tag="CH60_1496"
     CDS             complement(1604508..1605284)
                     /locus_tag="CH60_1496"
                     /note="[R] COG3302 DMSO reductase anchor subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DMSO reductase anchor subunit family protein"
                     /protein_id="AJK12498.1"
                     /translation="MHELPLVFFTVLGQTAVGLFTLAWLSNKLGMTTPLQLKQANIVG
                     LILVMAGLLIGTLHVGQPLRAINMLLGVGRSPMSNEILLSGLFVAMACGTVFFSTLVK
                     NSLLAALCNFATVLVGLTFAWSITQVYQLTTVPNWDTSYTSLQLWMTVLVGGGAFAML
                     TGARQLGAIALLAGAIVTLVNKPGYLTFLGQGSAELSSQQTLFWGIQILLLVLGVFVA
                     AAALLKDKIPRATLAVCASALIIGELAGRIAFYNLWQIPM"
     gene            complement(1605286..1605903)
                     /gene="dmsB"
                     /locus_tag="CH60_1497"
     CDS             complement(1605286..1605903)
                     /gene="dmsB"
                     /locus_tag="CH60_1497"
                     /note="DMSO_dmsB: dimethylsulfoxide reductase, chain B;
                     [C] COG0437 Fe-S-cluster-containing hydrogenase components
                     1"
                     /codon_start=1
                     /transl_table=11
                     /product="dimethylsulfoxide reductase, chain B"
                     /protein_id="AJK13940.1"
                     /translation="MKQYGFFVDSTKCTGCKTCQVSCKDEKNLDLGPKLRRVYEYGGG
                     SWTQQDNIWVQNVFSYYLSIACNHCSSPTCVTGCPTGAMHKREEDGLVVVNQDLCVGC
                     RYCEMRCPYGAPQFDAKKQLMTKCDGCYERVAQGDKPVCVDSCPQRALDFDEISVLRD
                     KYGDENAIAPLPHAHLTQPNLVIRGHRDAKPSGDTSGRIQNPAEV"
     gene            complement(1605915..1608341)
                     /locus_tag="CH60_1498"
     CDS             complement(1605915..1608341)
                     /locus_tag="CH60_1498"
                     /note="dmsA_ynfE: anaerobic dimethyl sulfoxide reductase,
                     A subunit, DmsA/YnfE family protein;
                     [C] COG0243 Anaerobic dehydrogenases, typically
                     selenocysteine-containing"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic dimethyl sulfoxide reductase, A
                     subunit, DmsA/YnfE family protein"
                     /protein_id="AJK13164.1"
                     /translation="MNNNKTPLTGSLSRREFIQTSAVVTGAAAIAGSIALPFSVHAAA
                     SEHAPTAAEESIKYSACLVNCGSRCPLKVHVKNGEIIKIANEAIYDDSTFGLHQIRPC
                     LRGRSVRWKTYNPDRVKYPMLRVGKRGEGKFKRISWDEATTIVADNLKKTIVQYGNEA
                     IYYQYGTGSTGANLQGRNACKRMLSLIGGYLDQHGTYSTAQINTVMPYVYGNLDETLL
                     DEIKNSDLVVMFGHNLAETRMSGGGQYIETVQALGQSRAKVIIIDPRMTDSVTTLNAE
                     WIPIFPGTDAALVAALGHVLIKENLTDERFLQQYCVGWDATTLPSSAPANGSYKDYIL
                     GLGADETEKTPEWASEITGISPTRIIQLARELGNARAAWISQGWGIQRTANGEQASRS
                     IMMLPLMTGNIGRAGTNTGAWGGNVKYPVPGFSIPNPVKTAIPCFMWTDAIFRGTEMT
                     AKNAHVKNKEKLDTNIKFLWNYASNVIANQHSDLNKTNTILQDESLCEFILVWENHMT
                     NSAKYADLLLPDVTSVESNDLIDNSYASGAYHYVTRMQNTIEPLWECRPSYDVLAEIA
                     TKLGVGDAFTEGHTQQEWIEISYNKMRDNNPALPPFSDTHNKGIIDRIFADSSQYIAL
                     KDFRDDPLNNPLKTPSGKIEIYSEALATLAHEWQLTPGDRITAVAEYCPTPEGVSDQE
                     TLKSYPLQMTGFHVKGHTHSTYYNVAMLREAVPHQFWMNPIDAQARGIQQGERVEIFN
                     SRGRIHIAVKITERVLPGVIAVPQGAWRNLNKDGIDVGGCINTLTTQRPSPLAKGNPQ
                     HTNLVEVKRA"
     gene            1609172..1610020
                     /locus_tag="CH60_1499"
     CDS             1609172..1610020
                     /locus_tag="CH60_1499"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12805.1"
                     /translation="MGHSLQEVLDAVERNPYSNSEDKTRQRNNVMRSIMYNKQNELDQ
                     VKNSIASKFIKWSLIKDQFISEVTRYSSDITAKVNTGEITTETAIKLLDKELSDLRNQ
                     DEEMTRERVKQAVIIKASVKENNNVERNEVINLVFAGVGFVTAGLQIVAGVGMVGSVV
                     GSIPGTLLILHGANNIVESGYYILYRESYTGPVKFVYEGVGAQFGLSKSDSAIMYTAV
                     DVALSINGIMSYKLAEDATRLYRYVNADLLWGLKSMDIKNMSSMGLLAEFFGGYTAIN
                     VQARSY"
     gene            complement(1610250..1610729)
                     /locus_tag="CH60_1500"
     CDS             complement(1610250..1610729)
                     /locus_tag="CH60_1500"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK10853.1"
                     /translation="MANMIYLTLKGKKQGLISSGCSSIDSIGNKSQGSHIDQIFVLSL
                     NHAMTREQNVSHHPISFIKPIDKSSPLLGVAISENELLDAVFDFYRTNSAGALELYYT
                     ISITGATISDISTSHSHSITHNGSQPQETISLKYKSITWNHNVAGTSGYSIWDDRVY"
     gene            1611196..1611720
                     /locus_tag="CH60_1501"
     CDS             1611196..1611720
                     /locus_tag="CH60_1501"
                     /note="conserved hypothetical protein;
                     [S] COG4331 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13668.1"
                     /translation="MLKMKNRFSSKNLFGEKNVHAVFELSLLLKASLAMMEIIAGVLT
                     YFVTPQFLLNTLHRITQVSFIESRGDIIANYLLHAAQHLSISSLHFAASYLFIHGAIK
                     LWIIIGLWRKKLGYYPVAVAVFSLFIVYQLYRYTFTHSLLLILITILDVFVIALTLLE
                     YRRLRHGEKTCSES"
     gene            complement(1611793..1612842)
                     /locus_tag="CH60_1502"
     CDS             complement(1611793..1612842)
                     /locus_tag="CH60_1502"
                     /note="[E] COG3842 ABC-type spermidine/putrescine
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10876.1"
                     /translation="MSTLELHHIGKSYQSVMVLDRIDLHVPPGSRTAIVGPSGSGKTT
                     LLRIIAGFETPDAGKVILQGKAMFDGTTYVPAHKRGIGFVPQDGALFPHFTVAGNIGY
                     GLKGSQRDKERRINELMDMVALDRRLSALWPHEISGGQQQRVALARALAQRPVLMLLD
                     EPFSALDTALRASTRKAVAELLSEANIASILVTHDQTEALSFADQVAVMRAGKLAHVG
                     PPQELYLRPVDEPTATFLGETLMLTAQLGTGLAHCALGQVKVDNPHRRGEARIMLRPE
                     QITLTPLRPEQYNAASCLAKVIAIDFAGFISTLTLQIISSGETIEIKTISREDLHVGL
                     TVGLDIMGQAHIFAE"
     gene            complement(1612839..1614425)
                     /locus_tag="CH60_1503"
     CDS             complement(1612839..1614425)
                     /locus_tag="CH60_1503"
                     /note="[P] COG1178 ABC-type Fe3+ transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK10893.1"
                     /translation="MSNISTDVAQAALSKTTARQYSHRPGTGVVVVAIILSLLSLLPL
                     GFVIGIAIDTGWSTVKALVFRPRVGELLINTVLLVVFTLPLCATIGVALAWLTERTAL
                     PGRRLWSLLAIAPLAVPAFVQSYAWISLIPSMNGLAAGVFISVIAYFPFIYLPVAAVL
                     RRLDPGLEDAAASLGNKPITVFFRVTLPQLKLALWGGSLLIALHLLAEYGLYAMIRFD
                     TFTTAIFDQFQSTFNGPAANMLAGVLALCCLGLLLVEATSRGYHRYARVGSGTPRRQT
                     VYSMGTSLTLLCLLLPLLITTLSLGVPFITLMRWLSIGGIDIWLNPELLPALKQTLGL
                     ALSGAVIITLCAIPMAWLSVRYPGRLHRAMEGCYYVTSSLPGIVVALALVTITIRIAR
                     PLYQTEFTVLLAYLLMFTPRALISLRAGIAQAPVELENVARSLGRTPTQAMLSTTLRL
                     AAPGAAAGAALVFLAISNELTATLLLAPNGTRTLATGFWALTSEIDYVAAAPYAFLMV
                     ALSLPLTWLLYSQSQRTAGL"
     gene            complement(1614481..1615500)
                     /gene="yfuA"
                     /locus_tag="CH60_1504"
     CDS             complement(1614481..1615500)
                     /gene="yfuA"
                     /locus_tag="CH60_1504"
                     /note="[P] COG1840 ABC-type Fe3+ transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="yfuA"
                     /protein_id="AJK12679.1"
                     /translation="MKIPIPSIGHVALLASAILFASSANAASDEDGIIIYNAQHESFA
                     KSWAEGFTKDTGIKVTLRNGKDSELGNQLIQEGSSSPADVFLTENSPAMVLVDNAKLF
                     APLDAATQAQVAKEYRPEDGRWTGIAARSTVFVYNPAKISEAELPKSLMDLAKPEWKG
                     RWAASPSGADFQAIVSAMLALKGEQATLEWLKAMKTNATAYKGNSTVMKAVNAGQIDG
                     GVIYHYYPFVDQAKTGENSGNIKLHYFKNKDPGAFVSISGAGVLASSKHPQQAQKFVQ
                     WVTGKAGQDFLRESNSAFEYAVGVNAASNPKLVPLKDLDPPKVEVSKLNSKKVVELMT
                     EAGLL"
     gene            1615829..1616923
                     /gene="mltB"
                     /locus_tag="CH60_1505"
     CDS             1615829..1616923
                     /gene="mltB"
                     /locus_tag="CH60_1505"
                     /note="mltB: lytic murein transglycosylase B;
                     [M] COG2951 Membrane-bound lytic murein transglycosylase
                     B"
                     /codon_start=1
                     /transl_table=11
                     /product="lytic murein transglycosylase B"
                     /protein_id="AJK11780.1"
                     /translation="MRYLAVILPLLTLLSACSSQPTPPVAATPSDSPVQGGFLLEPEH
                     TGQLQNGDFAFNPDTTRFVDKMVREHGFDRQQLHDVLAQTQRLDWVIRLMDKQAPTSR
                     PPSEPNGAWNRYRNKFITPDNVQNGVVFWNQYEGALQRAWEVYGVPPEIIVGIIGVET
                     RWGRVMGKTRIIDALATLSFAYPRRATFFTGELETFLLMARAEGKDPLSLRGSYAGAM
                     GYGQFMPSSFKRYAVDFDGNGHINLWDPVDAIGSVANYFKSHGWTKGAPVAVPANGQA
                     PNLENGFKTRYPISTLAAAGLSPKGSLGDYQEASLLRFDVGTGYQYWYGLPNFYTITR
                     YNHSTYYAMAVWQLGEAVGRARKGESMITQ"
     gene            1618192..1618794
                     /locus_tag="CH60_1506"
     CDS             1618192..1618794
                     /locus_tag="CH60_1506"
                     /note="[K] COG2771 DNA-binding HTH domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK12818.1"
                     /translation="MFSVAIKTRNAFYEFGLLSLLKKVLIKEDDMDYSIVPSHEKRDS
                     NNANVIFKDLMVIVNIYQENSFIQKNNSNNNKPMMTVNIPFNSSQLGLYDVISKIKKI
                     LNIARLNYNMMMKSDLQRRIGLKNYIQLSMTESKVVQLTGKGHSTTDISKILDRSEKT
                     ILTHRRNAIRKLGMFNRLEFYKYASLMRNYSNKDAVFICL"
     gene            complement(1619152..1619634)
                     /locus_tag="CH60_1507"
     CDS             complement(1619152..1619634)
                     /locus_tag="CH60_1507"
                     /note="conserved hypothetical protein;
                     [S] COG5435 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12176.1"
                     /translation="MNAIPSTYSIFEGTFLTPAPVLDRSVNILMFRDPDNHEYNIIIN
                     RTLLEEEDTSETFCEKEMDALRNKLPGFQVEGKLLKHEIGPAKLPVVQVANHYLQDGK
                     KFRQVQSIMQLPYHSLTNTDGRSVLIFTLNTDGEFTEYQRKHYVQIINSFNPHVAVAN
                     "
     gene            complement(1619631..1621313)
                     /locus_tag="CH60_1508"
     CDS             complement(1619631..1621313)
                     /locus_tag="CH60_1508"
                     /note="[M] COG2885 Outer membrane protein and related
                     peptidoglycan-associated (lipo)proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="ompA family protein"
                     /protein_id="AJK12763.1"
                     /translation="MFKVKLNKTLSLLWLAAVGALLVSVNFKGNALWNNVIFITFLAL
                     MVLAIWKHYALKPKHPQVSTPIPQETAEPVEQESTVILILGPYAEKWFSNPESPDSTR
                     FSSHAVWILITNPAALQKRLTYIAEHHPSARVLTFFPFLPDVYENAAVMMSKLTVWQN
                     TFSTLSLRSPLPCVFAIYAQLSNERLSHNSDNAYWTGNINLANQQPIEITQALQSLSQ
                     RLELQDINHSRFATQRNVMAHNLFTWLNESGVTNLLQSIFSRTPLRLTDVILSDNGKG
                     FIRHGAWSAWLEKKFGIIPSLASTLSLPPFPAGINDQKPAMKPRVKTPVIKPTPASRG
                     WLWSVCFAAVLLASHMLNTLWQEKNRHEQFNQQMVPLDNISDFSAQYLARSITQLTDE
                     GKILTTCVNTFDVTRWGLSQCKTLLSQINRRIESYENIPVFSFAQKLPLFDSNSTKLK
                     LNSQTNEMMMELLSLVERNKEKKILIVGHSDNTGSSSMNMALSEQRALALRDWLIKRS
                     DITVDNFITKGMGASEPVATNHTEAGREQNRRVEVLILPTQDRTRMTEPKPL"
     gene            complement(1621314..1622015)
                     /locus_tag="CH60_1509"
     CDS             complement(1621314..1622015)
                     /locus_tag="CH60_1509"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12628.1"
                     /translation="MSSADIFKKILSIDTLLSFDGVIPSLSEFQLKLVTLIEQFGHAL
                     QSEGHNETEVDRLCHQICHSLDKRAGSAIKENGLSWEGYSLVHYFYGYIAPVPSESEN
                     LEALLNSDDATVSQFALKILALSQNLPIHDEKSLQLLARYSHRSLRQNIIATDDDIDP
                     EEWLGSALKREETIEAEQVPEANIVSEANIVLEANIVSEQRRSSRPFYLQLVALTLLL
                     STLWFWCSRYLGDLS"
     gene            complement(1622012..1623349)
                     /locus_tag="CH60_1510"
     CDS             complement(1622012..1623349)
                     /locus_tag="CH60_1510"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase family protein"
                     /protein_id="AJK13324.1"
                     /translation="MQSVPSIFVSIASYRDPELIPTFHDMINTAERPENLNIAIFWQN
                     DNDINTFLNQGMQLIERTTHQGYPLYQLEYNRARVSVLSVHYYESRGACWARHMAETL
                     FQDEAFFLQIDSHCRFIPHWDHEMIAMLDSLRAESPKPILSSYPPAYEPGENEIRKDY
                     VSRMIFNLFTQEGIVQMLSTTITETAPVRCGYLAGGFIFSDGSFAREVPNDPNIFFIG
                     EEIAMAARAFTHGYDIYAPHKILLWHFYTRSEHSKVWSDHNNEAKETGAVDMAWWERD
                     KIAKDRICILLDGDKDHRVLVPYTLGTQRSLSEFEYRLGINIKNRAVHPDAAGEKKVS
                     FFTDLPTSHEDWLSSLISVNKKTLKVEKKEVDFTREDVEWWHIGVYNPQNVAVMVEKV
                     DPQNMSKTVTPVDEATFELKLAFNTQTHPNAQTIRICPYMRTQGWGDVVEKPW"
     gene            complement(1623389..1624420)
                     /locus_tag="CH60_1511"
     CDS             complement(1623389..1624420)
                     /locus_tag="CH60_1511"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK11287.1"
                     /translation="MTRKLFILVFGAAISGQVNASCTLHLVSNSESVAGVMPLTFPIS
                     SFTFTIDADAPNDSTVPILEKVAQPQGLAVIYYCTSVDRYGKNVGPVLGQDLGNGLFA
                     TNIDGIAIKPAWNNGAAYGYFNSSGIMPAFEREGVPTEEGFWTYPATSHFRFELYKIK
                     DTLNLTDTNGERVLPGGTIAYTWATNNSLANYAQRLEIGEIKVISTPSCTFDGPQKVD
                     FGIVTSSNLNNGGIERDLDFNITCKTDYGHYSATAAIFTQTSSADNNYIKVKDSQNQE
                     DRLLIKISDTNGQQMKVNGSTTEQQVNIASGVPAEFKWKAKLEAAPAANKPAIGNFSA
                     MAEIILQIK"
     gene            complement(1624427..1625608)
                     /locus_tag="CH60_1512"
     CDS             complement(1624427..1625608)
                     /locus_tag="CH60_1512"
                     /note="impA-related N-terminal family protein;
                     [S] COG3515 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12530.1"
                     /translation="MSEQSIAERAGYYQSMMQPIPGDFPCGKNLEYDPAFIMLQTKLQ
                     PKQAAEYGNFVEVAEPNNWTDIERKCLELLNNSRDIRLFIILMRCRMRQVGVGALQEG
                     LEAILWCLDTWPDQLHPQLFDEGEFEPLMRGNAFAELEDIDGFIADFRNQQLPKAAGV
                     QLSIKEFEKAHSVPREEGALDEGTLEAVKQEWQNRSDHTILSLQHAYALLQGLATRLN
                     NSLGEDTPDFVRMTSVLRHFDAAITPIAPIVVPIPEVVELYPVATAMLASTEMPVTAE
                     VQTVAETQMAIPIEAPQQRQAVVTPSPQLQPLQLQSAQLQPVPIQSQPVPVQQQGIQN
                     RADALARLIEVREWFTAMEPSSPVIALLAFSEKTIGKSFGELLQFIPQELISKLNEGQ
                     E"
     gene            complement(1625707..1626732)
                     /locus_tag="CH60_1513"
     CDS             complement(1625707..1626732)
                     /locus_tag="CH60_1513"
                     /note="conserved hypothetical protein;
                     [S] COG3520 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12018.1"
                     /translation="MLPDESVHQEKHANLDAWYQESQPWNAGFISMMRANAARNPTLP
                     APGKAPLPEQEAFRIGQSAHMTFSPREISHAVMRDGKMDLQLFGLGIWGPNGAMPLQM
                     TELAYTRAELHDHTMTDFVDLFHHRALSQLYRAWFVSQDTASLDRQSDEKFSFYVGSL
                     AGLDPQELNDTELPVHARLASSAHLIREARNPEGLVGALQYYFDVPVRMVEYAEQWIF
                     LEESDQTQLGDGAGAMLLGDGAILGNTVLDRQHKFQLILGPLSLQQYLRFSLWGQDLP
                     VLREWVRNFVGFEYAWEVQLLLSADEVPMATLDGGHQLGYTSWLARSDTTLDVGGMSF
                     EPEMHHD"
     gene            complement(1626732..1628567)
                     /locus_tag="CH60_1514"
     CDS             complement(1626732..1628567)
                     /locus_tag="CH60_1514"
                     /note="conserved hypothetical protein;
                     [S] COG3519 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12811.1"
                     /translation="MREMAQEFAEKHPKIAGRLGMHGIEVADPYVERLIESFCFLSAR
                     TQIKLDAEFPKFTQRLLDIVYPNYNSPTPSMGVIQLKPNLKEGDLTQGYCVPRGSSFF
                     THIAPGETTRCEFRSGQDVELWPLEIAEARLSSVPPDMPNLEKHRIAYHRLKGALRIK
                     LKLVGDLTFSQLEGLDRLPIYIDGDERIVSHIFELLHASHVATIIRAGHGETAKDTVI
                     SDQPLSFEGLSPDQSLLPLSWNIFHGHNLVQEYFTCRQRFYFFTLTQLSQSLRDNHTG
                     EAEIIILLDRLPQDLVSHVAPSRFLLACTPVINLFPKRMDKIEINRALNDFHVVPDRS
                     RPLDYEVFAINKVFGQQAETSNEVVFNPLYQTRHCDNGNFGRYFSITRKARTGDSNKR
                     KYDTRTPYASTEVFVSLVDQQEAPYGDSLRYLSIEAQVTNRDLPRLISASGNFELTMS
                     DSAPVHGARFVFQPSAPRAPFAMDESAWRLIRQLSFNYLPLSDMSHSNGGESLRNMLR
                     LFVNASDHESNTQIDALVGCKSEPVIRRLPGNGLLVYGRGICCTLTVDEEGFSGISPY
                     LFGMIMENYVARHAAINVFTETELNSMQRGRVGHWKARPGRRGVL"
     gene            1629395..1632070
                     /gene="clpV"
                     /locus_tag="CH60_1515"
     CDS             1629395..1632070
                     /gene="clpV"
                     /locus_tag="CH60_1515"
                     /note="VI_ClpV1: type VI secretion ATPase, ClpV1 family;
                     [O] COG0542 ATPases with chaperone activity, ATP-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion ATPase, ClpV1 family"
                     /protein_id="AJK12652.1"
                     /translation="MAITRKHLFGKLDATLFKGIESATTICKLRGNPYVELVHWLNQL
                     WHQEDNDLKQIIRYFAVDVDAFERELAQALAKLPVGATSISDFSYHIELATERAWIYA
                     SLECLDTRIRSGHLLLALLTTMELRRAFFAIAPSMEKIPLEHLSKDLNFITQASPEAN
                     EAASDGSPLYDGALPGEASNAIGAAKSGGALAQYTTDLTALAREGKIDPVLGRNHEIN
                     TMVDILLRRRQNNPLLTGDAGVGKTAIVEGLALAIAAGSMPPALSQVSLLSLDIVALS
                     AGASMKGEFEARLKSVLDEAIAAEKPVILFIDEVHTLIGAGGNAGTGDAANLLKPALA
                     RGQLRTIGATTWSEFKRHIEKDPALTRRFQVLQVDEPDENTAISMLRGLIPALEKHHG
                     VWIMDEALQAAVRLSHRYIPARQLPDKAISLLDTACARIAVAQFSQPIELQHLTFQSE
                     TAQTELVSLEKARHFGKAQDARTEQLKTSIAEHGEAADKLDQRWQAERELVSAITTIR
                     TALYDLVSQPEPDEEKRRAYQAQLVQLEAQLSQVRTSLPLVQTEVNAEVIASIVADWT
                     GIPVGQMLKDDIRAVMELPQRLEARVIGQPHALMQLGENIMTARAGLSDPRKPLGVFM
                     LVGPSGVGKTETALAIAESMYGGEQNMITINMSEYQESHTVSSLKGSPPGYVGYGEGG
                     VLTEAVRRKPYSVVLLDEIEKAHSDVHELFFQVFDKGQMEDGEGRFIDFKNTILLLTS
                     NVGSELLSNLLADPDTAPDQDGILSALQPELLKVFPAAFLGRVTVIPYLPLQQDALQH
                     IVRLHLDRIGARLYSQHQLTLKYSDEVVEDVVSRCAVSETGARMLIRYIEQNITPKIG
                     KYILGDSDVKPEQIIFVHKNENGFVIALQCKDDEN"
     gene            1632271..1632816
                     /locus_tag="CH60_1516"
     CDS             1632271..1632816
                     /locus_tag="CH60_1516"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK12285.1"
                     /translation="MRKLNLAVCAVALSVISSTSYAAAGGTVTFNGKLIADTCQVDTA
                     SENITVTLPTLSIQSLAVAEAQDGSKDFEIKVLDCPATLTQVGAHFNAIDSSGVNPAT
                     GNLVNKAPTDAAGNVEVRLYNVDDSSQIRVGSTGNMVNIVKVGATPGTANLTYAGGYY
                     ATDATTPGEVNAKVEYVLAYN"
     gene            1632973..1633734
                     /locus_tag="CH60_1517"
     CDS             1632973..1633734
                     /locus_tag="CH60_1517"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10833.1"
                     /translation="MFSKIIILVLSLTISSIPAFAAMTISGTRVIFPAAEKEVSIRTN
                     NKGVQPALVQVWVDDGKTNANINSMKLPFMVTPPVFRVEPGKGQTVRMIYNGMALPQN
                     KESVFWFNMLEIPAVKKEGNTQNKLELAFRTRIKVFYRPTSLESNSAAQSAQLKWTLV
                     DDNQKGRGVKVVNPTPYYISFDSGSITVGAKSVEIITDMVPPFSEKMFFPKLKLLGST
                     SISKMNYKILNDYGAAIDEELSFSQGQGVLVSKKK"
     gene            1633862..1635412
                     /locus_tag="CH60_1518"
     CDS             1633862..1635412
                     /locus_tag="CH60_1518"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14166.1"
                     /translation="MNRTDIACYIENNIGKLNYLPYKASLSVAVIFIGSVLLVTKSIS
                     AVPMSQDTNESAAVIPVEFNADFIHGGGVDVMRFMHENPVAPGVYDVTVIINGKNRGK
                     HRIRFELSEGESTAEPCFTLEQLDSIGLKIETSDTDLLVNGKAAPKDQCYNLRALIKD
                     SHVNYNSGDLELSLTVPQFNLVHHPRGYIDSSLWDAGGTVGFLDYNSNVYSIFNGRSN
                     SDVGSDNSNSYNSNIGLSAGINLGEWRFRKRLNTTWSNSSGMHTQNLYGYAATDITAL
                     KSQLTIGDTNTQGSLFDSYALRGVLLASDTRMLPEGIRNYSPIVRGIAETNARVTVTQ
                     RGQIIYETVVTPGAFELTDIGTMSYGGDLQMTITESDGRTRIQRIPFSAPPMLLYQGV
                     SRFDFSAGQLNDSSINHNPAIVQGAYHYGLGNTYTLYGGAQVAENYRSVAIGNAFNTP
                     LGGVSMDITHAKSELAGDRRSSGNSYKIDYSKYVGETDTNLTLAAYRYSSGGYYSFRE
                     ASLDRACP"
     gene            complement(1635434..1636642)
                     /locus_tag="CH60_1519"
     CDS             complement(1635434..1636642)
                     /locus_tag="CH60_1519"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK14208.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDNGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(1636704..1637069)
                     /locus_tag="CH60_1520"
     CDS             complement(1636704..1637069)
                     /locus_tag="CH60_1520"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12245.1"
                     /translation="MTWIIIAVLIVVFIVGYRVLTSDTRKAIDTISNLLKIKPIYIES
                     MLQEMGPRQTQMFIRSTSNGSAEEVRKAAYLVFIYHTFIKNPSDENVELWRNTLIRAQ
                     ISPILAAEHTDAALFYLRL"
     gene            complement(1637234..1637572)
                     /locus_tag="CH60_1521"
     CDS             complement(1637234..1637572)
                     /locus_tag="CH60_1521"
                     /codon_start=1
                     /transl_table=11
                     /product="mbeD/MobD like family protein"
                     /protein_id="AJK13071.1"
                     /translation="MTMRELEVQFLKAMSELQSTFEKQHKTWQSSYNALQYELEQSKA
                     RESALRVKNEMLLRKLNTANTLPEQHSLVRQMKMLGAHLDALAKDAAAFNLHLNSQHK
                     NTDNFSGDNT"
     gene            1638080..1638292
                     /gene="cspG"
                     /locus_tag="CH60_1522"
     CDS             1638080..1638292
                     /gene="cspG"
                     /locus_tag="CH60_1522"
                     /note="[K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="cold shock-like protein CspG"
                     /protein_id="AJK12918.1"
                     /translation="MSNKMTGLVKWFDAGKGFGFISPADGSKDVFVHFSAIQGNDYKT
                     LDEGQNVEFSIEQGQKGPSAVNVVAL"
     gene            1639085..1640662
                     /locus_tag="CH60_1523"
     CDS             1639085..1640662
                     /locus_tag="CH60_1523"
                     /note="[E] COG0747 ABC-type dipeptide transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AJK13268.1"
                     /translation="MSRRLWLRNTLVATALLSVFSVPVSAATHTLQLAIGDEPTEGFD
                     PMLGWSHGSYLLLHSPLLKQNEDFSWDSLLLSQYQPSDDGKTWLLTLKPDLKFSDGSP
                     LTAKDVAFTYNNAAASGGKVDMGNFLSAEVIDPLNVRIHLKAPQSTFVNVLGSLGIVS
                     ADKYNAKTYAQKPIGAGPYRLVSFQPGQQMIVEANPYYAGNKNDFDKLIFVFLDEDSA
                     FAAAQSGQLGVVRIPPSMAVGSVNNMKLWVRPSVENRGIVFPTTPAGKKDAHGYPIGN
                     DVTADVAIRRAINYAINRQLLADQIMEGHAIPAYTGVQGLPWNNPDSAIKDGDIDKAK
                     QILEQAGWQLNSQGTREKNGLPAKITLWYTSGDTTRRDLAQALRSMLKPIGIDVDLKS
                     GSWETVERNMHANPTLFGWGSLDPMELYHHYSSNAAGVEYYNPGYYKNPMVDKHLQQA
                     LDAPTWQQAVPFWQQVDWDGTTGAGIRGDAAWAWLLNIQHTYLANNCVDLGKGTPEIH
                     GSWSLLNSIDSWKWTCQ"
     gene            1640662..1641630
                     /locus_tag="CH60_1524"
     CDS             1640662..1641630
                     /locus_tag="CH60_1524"
                     /note="[EP] COG0601 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13031.1"
                     /translation="MKGISLFTLRLICLLLVTAAGTFTLLSFSPVDPIRAYIGSDLLH
                     VPPEQYPLIAARWGLDLPLWQRFLHWFTQVLQGDFGYSMLYNAPVSQVIGERFATSFA
                     LLVSAWLFSGIVGLLLGLTAGRYLNRWPDRLISTLSYLLASLPTFWIGLLLLSLFAVK
                     LNWAPICCAWTPGSQAETASWGDKLHHLILPMLALGLLGVGNIALHTRARVAEVMNSE
                     FIRYAQAQGDKGWPLVNFHILRHAITPALCLQFASVGELLGGSLLAEKVFAYPGLGQA
                     TIDAGLHGDIPLLMGIVMFCAILVFCGNSIANALLHRLNRGAARQL"
     gene            1641627..1642433
                     /locus_tag="CH60_1525"
     CDS             1641627..1642433
                     /locus_tag="CH60_1525"
                     /note="[EP] COG1173 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13314.1"
                     /translation="MTYNPNRALFRLFVSLVLLSILIVYGWLIYGAEVPMDLMARRQP
                     PSTTYWFGTDSLGRDLWLRCFQGMTTSLQIGLIAAFASGLLAMLTASLCAVNKTLDYL
                     IRGLIDSMLALPHLLLLVLICFTLGGGKQGVILAVALTHWPKLALILRAEILRIRETD
                     YVMLSHRLGNSNFYCWRHHLLPLLLPQWIVGTLLMFPHAVLHSAALSFLGFGLAPHEP
                     SLGILLADALRYLSSGSWWLAFFPGLILVGLVLIFDQFARSLQQLWVRLA"
     gene            1642433..1643239
                     /locus_tag="CH60_1526"
     CDS             1642433..1643239
                     /locus_tag="CH60_1526"
                     /note="[R] COG1123 ATPase components of various ABC-type
                     transport systems, contain duplicated ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11505.1"
                     /translation="MLRFDQFAIDVAHYRWLGRKTWHPLLSHISLDVNPGELVALVGG
                     SGEGKSLLLQSVLGLLPENMRCHGEIILDGEVLCARDKIEQRGKTLCYVPQGVSALNP
                     LIKVGSQITRAAQLSGVKLRLEDVAMQLKTYNLAPGLVNDFPRQLSGGMAKRVLTSCA
                     TLTHARYILADEVTSWLDEDHACQLLTHLRAFCQQGRGILWVTHDLALAARFADKIAV
                     LHKGELHETLSADELKNSGGSPWLQSLWAALPEQQFVSKPIPLAEVADYA"
     gene            1643232..1643897
                     /locus_tag="CH60_1527"
     CDS             1643232..1643897
                     /locus_tag="CH60_1527"
                     /note="[EP] COG1124 ABC-type dipeptide/oligopeptide/nickel
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13307.1"
                     /translation="MLSVENLTIVQSGKRLWESVSFTLAPGERLGISAPSGFGKTTLG
                     RVLAQWQSATAGHILLEGKPLAKKGYCPVQLVPQHPEQSFNPYRTTGESLHDAWRPDA
                     DWLARMAVNPDWLQRRPDELSGGELARIALLRALDPRTRYLIADEVTAQLDARIQAQI
                     WQVLLEEAEHRRLGLIVFSHNKALLEKVCSRIWIPERESKTTIYPTPLVKPHLGLAMV
                     KTG"
     gene            1644016..1644141
                     /locus_tag="CH60_1528"
     CDS             1644016..1644141
                     /locus_tag="CH60_1528"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14397.1"
                     /translation="MTLVFIKILIEIMFVINDWSYKLDRGRYCGEINLHIRMCGF"
     gene            1645096..1645398
                     /gene="ureA"
                     /locus_tag="CH60_1529"
     CDS             1645096..1645398
                     /gene="ureA"
                     /locus_tag="CH60_1529"
                     /EC_number="3.5.1.5"
                     /note="[E] COG0831 Urea amidohydrolase (urease) gamma
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="urease subunit gamma"
                     /protein_id="AJK10950.1"
                     /translation="MQLTPREVEKLMIYTLSDVAFKRKARGLKLNYPEAVSIITVTAM
                     EGARDGKSVEDVMKEASKVLTKDDVMDGVADLIPNVQVEAIFTDGSRLVTVHDPIK"
     gene            1645451..1645885
                     /gene="ureB"
                     /locus_tag="CH60_1530"
     CDS             1645451..1645885
                     /gene="ureB"
                     /locus_tag="CH60_1530"
                     /EC_number="3.5.1.5"
                     /note="[E] COG0832 Urea amidohydrolase (urease) beta
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="urease subunit beta"
                     /protein_id="AJK11961.1"
                     /translation="MSAKKSTKDSKEQNTPLGGLVLAETPITFNENKPVTKVKVRNTG
                     DRPIQVGSHFHFFEVNRALEFDRAAAYGKRLNISSTTAIRFEPGDETEVPLIPFGGKQ
                     TLYGFNNLVDGWTGEGVVPNSERPDKLAAIRLAAERGFKSSK"
     gene            1645975..1647693
                     /gene="ureC"
                     /locus_tag="CH60_1531"
     CDS             1645975..1647693
                     /gene="ureC"
                     /locus_tag="CH60_1531"
                     /EC_number="3.5.1.5"
                     /note="urease_alph: urease, alpha subunit;
                     [E] COG0804 Urea amidohydrolase (urease) alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="urease, alpha subunit"
                     /protein_id="AJK10909.1"
                     /translation="MPQISRQEYAGLFGPTTGDKIRLGDTNLFIEIEKDLRGYGEESV
                     YGGGKSLRDGMGANNNLTRDNGVLDLVITNVTIVDARLGVIKADVGIRDGKIAGIGKS
                     GNPGVMDGVTQGMVVGVSTDAISGEHLILTAAGIDSHIHLISPQQAYHALSNGVATFF
                     GGGIGPTDGTNGTTVTPGPWNIRQMLRSIEGLPVNVGILGKGNSYGRGPLLEQAIAGV
                     VGYKVHEDWGATANALRHALRMADEVDIQVSVHTDSLNECGYVEDTIDAFEGRTIHTF
                     HTEGAGGGHAPDIIRVASQTNVLPSSTNPTLPYGVNSQAELFDMIMVCHNLNPNVPAD
                     VSFAESRVRPETIAAENVLHDMGVISMFSSDSQAMGRVGENWLRILQTADAMKAARGK
                     LPEDAAGNDNFRVLRYVAKITINPAITQGVSHVIGSVEVGKMADLVLWDPRFFGAKPK
                     MVIKGGMINWAAMGDPNASLPTPQPVFYRPMFGAMGKTLQDTCVTFVSQAALDDGVKE
                     KAGLDRQVIAVKNCRTISKRDLVRNDQTPNIEVDPETFAVKVDGVHATCEPIATASMN
                     QRYFFG"
     gene            1647989..1648684
                     /locus_tag="CH60_1532"
     CDS             1647989..1648684
                     /locus_tag="CH60_1532"
                     /note="ureE urease accessory, C-terminal domain protein;
                     [O] COG2371 Urease accessory protein UreE"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13234.1"
                     /translation="MILIEHILGNVKKDPVWREKLKDATFDLLILDQREAQKSRCRKS
                     STQGLDLGISLDRNVVLADGDVLAWDEETNVAVVVQINLRDVMVIDLSELKSRSPDEL
                     IKTCFELGHALGNQHWKAVTKHNEVYVPLTVATTMMDSVMRTHGFQHLPFRFVKGAEI
                     LPLLTNSEARLLFGGAEDTDTHVHVASPLDEPHGSGLHIHGIHSHEEGHSHGDHDHDH
                     SHSHGDHDHDHKH"
     gene            1648706..1649392
                     /locus_tag="CH60_1533"
     CDS             1648706..1649392
                     /locus_tag="CH60_1533"
                     /note="[O] COG0830 Urease accessory protein UreF"
                     /codon_start=1
                     /transl_table=11
                     /product="ureF family protein"
                     /protein_id="AJK13841.1"
                     /translation="MNASDLIRIMQFGDSVLPVGAFTFSNGVESAIQTGIVHDVATLK
                     GFVLTALKQAASCDGMGVVVAHRAVVADDRDGIIRADWAVNNRKLNEESRLMATRMGK
                     KLAEMSIHVVEHPLISWWLEQIKNGNTAGTYPVTQAVVMAAQGIGQREVVVMHQYGVA
                     MTILSAAMRLMRVTHFDTQHILFELNHDIEKFCDIAEIGDINQMSSYVPIVDVLAAVH
                     VKAHVRLFSN"
     gene            1649519..1650181
                     /gene="ureG"
                     /locus_tag="CH60_1534"
     CDS             1649519..1650181
                     /gene="ureG"
                     /locus_tag="CH60_1534"
                     /note="ureG: urease accessory protein UreG;
                     [OK] COG0378 Ni2+-binding GTPase involved in regulation of
                     expression and maturation of urease and hydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="urease accessory protein UreG"
                     /protein_id="AJK12492.1"
                     /translation="MTDKSTARKKITRIGIGGPVGSGKTAIIEVITPILIKRGIKPLI
                     ITNDIVTTEDAKQVKRTLKGILDEEKILGVETGACPHTAVREDPSMNIAAVEEMEERF
                     PESDLIMIESGGDNLTLTFSPALADFYIYVIDVAEGEKIPRKNGPGLVQADILVINKI
                     DLAPYVGASLDVMESDTKVVRGNRPYILTNCKTGQGIEELVDMIMRDFLFTHVQPEGE
                     QA"
     gene            1650178..1651011
                     /locus_tag="CH60_1535"
     CDS             1650178..1651011
                     /locus_tag="CH60_1535"
                     /note="[O] COG0829 Urease accessory protein UreH"
                     /codon_start=1
                     /transl_table=11
                     /product="ureD urease accessory family protein"
                     /protein_id="AJK12534.1"
                     /translation="MTAQSQNIVETPSRVRAHALGVNAPELAKYQDEPAQMRSGAVGK
                     SGYLKLRFAKREHCSILAEMERRVPSLVQKALYWDEEIPELPCVTMISTSGCILQGDR
                     LATDVHVEAGACAHVTTQSATKVHMMNANYASQIQNFIVEEGGYLEFMPDPLIPHRNS
                     RFITDTTISIHPTATAIYSEVLMSGRKYHHADERFGFDVYSSRVAAQNLAGKELFVEK
                     YVLEPKVESLDAVGVMQTFDAFGNVILLTPKEHHDRILARVPAHFDIKGGDCQRRDAS
                     T"
     gene            1651336..1652328
                     /gene="yut"
                     /locus_tag="CH60_1536"
     CDS             1651336..1652328
                     /gene="yut"
                     /locus_tag="CH60_1536"
                     /note="urea_trans_yut: urea transporter;
                     [E] COG4413 Urea transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="urea transporter"
                     /protein_id="AJK10861.1"
                     /translation="MNAKTVNKSGWGQLANSNVFIEFIDTALRGCAQVMFQNNPLTGL
                     FFFIAIFIGAYGEGNPAVAYGCVLGTLVATLTGLSIRDRKSWRSGLYGYNGCLVGAAL
                     PTFLIATPVLWACIVLGSIVSVIVTACIADILKTWKVAALTAPFVLTTWVVLLASYAF
                     AGLHSSGLPAPALPQQLVLEAGNTFAGTNIFVSMFHGVSQVFLFSSLIAGILFVIGLA
                     IESLWAAVFALCGAILAILTATLLEADHHSINAGLYAFSAVLTAIALGSTFNKPSWRV
                     LAYTVIGVIFTVFVQGALNTLLLPIGIPTLTMPFVLASWLFLVPNKDVMPEHRQ"
     gene            1652477..1653535
                     /locus_tag="CH60_1537"
     CDS             1652477..1653535
                     /locus_tag="CH60_1537"
                     /note="nico: transition metal uptake transporter,
                     Ni2+-Co2+ transporter family protein;
                     [P] COG3376 High-affinity nickel permease"
                     /codon_start=1
                     /transl_table=11
                     /product="transition metal uptake transporter, Ni2+-Co2+
                     transporter family protein"
                     /protein_id="AJK14407.1"
                     /translation="MTTIIASSSAFGNQQTKRRAIYLLIGLLVVNGLAWVWAFAEFND
                     NAVLMGMAFLAYSFGLRHAVDADHIAAIDNVTRKLMQQGKTPIAVGTFFSLGHSTIVI
                     LASLAIAATAMAFKNNMAWFHETGGLIGTLVSSVFLLLFAFLNLTILISVYKKFKQVK
                     AGYIYKDEELDLLVVNNGGLLSRMFKRVFNMVNKSWHMYPVGFLFGLGFDTATEIGVL
                     GISAASATHGMNLWSIMVFPILFAAGMALIDSLDNFVMIGAYGWAFSKPVRKLYYNIT
                     ITAASVIIAFFIGGIEALGLIADKLNLTGGIWTPINNISENLGQIGYWIIGMFICCWL
                     VSIINYYVRGYDKLNISR"
     gene            complement(1653704..1654033)
                     /gene="hdeB"
                     /locus_tag="CH60_1538"
     CDS             complement(1653704..1654033)
                     /gene="hdeB"
                     /locus_tag="CH60_1538"
                     /codon_start=1
                     /transl_table=11
                     /product="protein hdeB"
                     /protein_id="AJK10947.1"
                     /translation="MSYKSLRNIALTGLLLSTAATTFAATPTGTTPSDMTCKEFLDLN
                     PKSFTPVVYWVLNDDTQYKQGDYVDLHETDTLVTPKVVEVCKKAPESKLSEIKQDILN
                     FAKKHNM"
     gene            1654646..1655821
                     /locus_tag="CH60_1539"
     CDS             1654646..1655821
                     /locus_tag="CH60_1539"
                     /note="[P] COG1226 Kef-type K+ transport systems,
                     predicted NAD-binding component"
                     /codon_start=1
                     /transl_table=11
                     /product="trkA-N domain protein"
                     /protein_id="AJK13156.1"
                     /translation="MKTLREFRAKVSVPIFLAILVAINGYLILSPLLYRAIAHSSDAI
                     NNFNTWKEALSFLELFEIPQFMIGLVLMLMAYALSMKTRTAWFLSVLLLFTLVAINIF
                     IAKKYDSLTIYSIVIILALLFYWRRFDYYSLGSGTFFAVVSIASLIVYSMLGTLYMGD
                     EFAPVVTDLSTAFYFAIVCMSTVGFGDIIPHTTVARMFTLTVIIAGITVFATSVASIA
                     GPMISNNIKRIVKGRISHVERKNHFIIVGTNSLALNVYKGLRDRGDDVTVVCAVGSQH
                     DFPSDADIIEGDPSSVATLKLAGAAKAKYIIVLCNNDADNTFTILAAKEISGEGTKIL
                     ALVNETQNIEKVKRVNPDMVFSLPLLGSELLVRTLNGDTINNTLITEMFFGHCQKLD"
     gene            complement(1655919..1656323)
                     /locus_tag="CH60_1540"
     CDS             complement(1655919..1656323)
                     /locus_tag="CH60_1540"
                     /note="[D] COG0239 Integral membrane protein possibly
                     involved in chromosome condensation"
                     /codon_start=1
                     /transl_table=11
                     /product="crcB-like family protein"
                     /protein_id="AJK10606.1"
                     /translation="MPNLIILVFVGGAFGAMCREFIMLSVPRLADGFPMDIFVANIIA
                     AFLLGLTTSFFKKDKINQYVHLMVGTGIMGGLSTFSSFVFGAVEMMKNPTEVLVSICY
                     LVASLIVGFIAVELGLMIGPKEKPKDPQVASE"
     gene            complement(1656339..1656719)
                     /locus_tag="CH60_1541"
     CDS             complement(1656339..1656719)
                     /locus_tag="CH60_1541"
                     /note="[D] COG0239 Integral membrane protein possibly
                     involved in chromosome condensation"
                     /codon_start=1
                     /transl_table=11
                     /product="crcB-like family protein"
                     /protein_id="AJK11542.1"
                     /translation="MTAIDVMWVGLGGGIGSLLRWWIGLSIGKVYKGNFPLGTFLINI
                     SGAFVIGYLSILFSVDWRDRYGDLMNTAVLTGILGGYTTFSSMQLDAAKLATARGRAI
                     AAGYLIISVLVGLAAAAFGAWLAY"
     gene            1657760..1658077
                     /gene="chbB"
                     /locus_tag="CH60_1542"
     CDS             1657760..1658077
                     /gene="chbB"
                     /locus_tag="CH60_1542"
                     /EC_number="2.7.1.69"
                     /note="[G] COG1440 Phosphotransferase system
                     cellobiose-specific component IIB"
                     /codon_start=1
                     /transl_table=11
                     /product="N,N'-diacetylchitobiose-specific
                     phosphotransferase enzyme IIB component"
                     /protein_id="AJK10669.1"
                     /translation="MEKKKIYLFCSAGMSTSLLVSKMKVQAEKYDVPVIINAYPEALA
                     SAQGAHADVILLGPQIAYMLPEIAKMFPNKPVEVIDTLLYGKVDGLGVLKAAVAAIKK
                     AKQ"
     gene            1658088..1659449
                     /gene="celB"
                     /locus_tag="CH60_1543"
     CDS             1658088..1659449
                     /gene="celB"
                     /locus_tag="CH60_1543"
                     /EC_number="2.7.1.69"
                     /note="cello_pts_IIC: PTS system, cellobiose-specific IIC
                     component;
                     [G] COG1455 Phosphotransferase system cellobiose-specific
                     component IIC"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, cellobiose-specific IIC component"
                     /protein_id="AJK13387.1"
                     /translation="MSTFITSLEKVILPFAIRIGRQQHVNAIKNGFIRLMPLTLTGAM
                     FVLINNVFLSFGEGSFFFSMGVRLDGDTITMLNGWKAIGGNVYNGTLGIMSLMTPFFI
                     SMALAEEKKVDPLSAALLAIAAFMTVTPFSVGEAYAVGANWLGGANIISGIIIGLVVA
                     EVFTFIVRRNWIIRLPDSVPTSVSRSFSALIPGFIILSIMGLISYTLALYGTNFHQII
                     IDSISAPLSKMGSVVGWVYVMFSSLLWFFGVHGAMALSALESGIMMPFALENVATYTQ
                     YGSVEAALAAGKEFHMWAKPFVDSYIFLGGTGATLGLIIAIFIASRREDYRQVAKLAA
                     PASIFQINEPILFGLPVIMNPLMFIPFIMVQPILAIITSVAYYSGLIPPITNIAPWTM
                     PAGLGAFFNTNGSIAALLLSLFNLGVATLVYLPFVIIANKAQGEIDRTVESEDDIANS
                     LKF"
     gene            1659616..1659963
                     /gene="chbA"
                     /locus_tag="CH60_1544"
     CDS             1659616..1659963
                     /gene="chbA"
                     /locus_tag="CH60_1544"
                     /note="[G] COG1447 Phosphotransferase system
                     cellobiose-specific component IIA"
                     /codon_start=1
                     /transl_table=11
                     /product="N,N'-diacetylchitobiose-specific
                     phosphotransferase enzyme IIA component"
                     /protein_id="AJK12731.1"
                     /translation="MFDLSSIVDNEQTSDALEDVVMGLIINAGQARSLAYNALKQAKA
                     GDFAQADELMAQSRSALNDAHLVQTQLIEADQGEGKTKVTLVLVHAQDHLMNAMLARE
                     LITELIELHQKIQ"
     gene            1660012..1660842
                     /gene="chbR"
                     /locus_tag="CH60_1545"
     CDS             1660012..1660842
                     /gene="chbR"
                     /locus_tag="CH60_1545"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator ChbR"
                     /protein_id="AJK12880.1"
                     /translation="MDVRLVRERDFFNGKEFHLFIYNKTESATGLHQHDYYEYTLILT
                     GMCYQEINGKRVFLERGDFIFIPLGSHHQSFYEFGATRILNVGISKAFFEEHYFHLLS
                     RPIVASQAYRLRGDFLSYIESAISAPHYRENEQTELLELLTFYVTNRISHYKESEVND
                     DIPSWLKATIDKMHDNAMFSEKALVNMVELSGKTQEYLTRATRRYYQKTPMQIINEIR
                     INFAKTQLEVTNYLVSDIAFEAGYSDTTLFIKNFKKLTSFTPGNYRKNFYSARESLSH
                     "
     gene            1660894..1661655
                     /locus_tag="CH60_1546"
     CDS             1660894..1661655
                     /locus_tag="CH60_1546"
                     /note="[S] COG3394 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="ydjC-like family protein"
                     /protein_id="AJK12963.1"
                     /translation="MEKLLIVNADDFGLCKGQNYGIIDAFRNGVVSSTTAMMNSVDIN
                     HAAELSAQYPALPVGMHFVLTFGRPLTAMPSLTDANGELGKWLWQRAGAGTLDLNEIA
                     QELECQFERFSAVFGRPPTHIDSHHHVHMLPQIYPLVAAFAREKSLPLRIDRHEVQQH
                     GLTLDNPRSSEWFNAGFYGENLSEPSFLQLLEHADQQGVNSLEIMCHPAFIDQTLMTS
                     GYCYPRLTELAILTSPTLKPAIAQRGYRLGSFLDC"
     gene            complement(1661662..1661838)
                     /locus_tag="CH60_1547"
     CDS             complement(1661662..1661838)
                     /locus_tag="CH60_1547"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11324.1"
                     /translation="MLSASDIRFLLFLISTGILVILLFIYGVVKIETDKGKLAILLSF
                     LFVVFYIVTTHAPE"
     gene            complement(1661950..1662318)
                     /locus_tag="CH60_1548"
     CDS             complement(1661950..1662318)
                     /locus_tag="CH60_1548"
                     /note="conserved hypothetical protein;
                     [S] COG4461 Uncharacterized protein conserved in bacteria,
                     putative lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13984.1"
                     /translation="MVKQFTSGLIISTFFLAVPGYAASFDCDNAKGYVETSICTNPVL
                     SKLDDTLLSVYAKAQAAAPDQEINIRNEQREWLKNSRNTLTSEDALILSYEARIAQLS
                     KANVSIPASAASETPVSTPD"
     gene            1662813..1663340
                     /gene="seqA"
                     /locus_tag="CH60_1549"
     CDS             1662813..1663340
                     /gene="seqA"
                     /locus_tag="CH60_1549"
                     /note="[L] COG3057 Negative regulator of replication
                     initiationR"
                     /codon_start=1
                     /transl_table=11
                     /product="protein seqA"
                     /protein_id="AJK14432.1"
                     /translation="MKTIELDEELYRYIASHTQHIGESASDILRRMLKFTAGQPVTDL
                     SVSGAAVKVTAQPAPRDRVRAVRELLLSDEYAEQSRAVNRFMLVLSTLYTLDAQAFTE
                     ATESLHGRTRVYFAGDQQTLLQHGTHTKPKHVPGTPFWVITNTNTERKRSMVQHIMLA
                     MQFPPELTDKVCGTI"
     gene            1663413..1665056
                     /gene="pgm"
                     /locus_tag="CH60_1550"
     CDS             1663413..1665056
                     /gene="pgm"
                     /locus_tag="CH60_1550"
                     /EC_number="5.4.2.2"
                     /note="pgm: phosphoglucomutase, alpha-D-glucose
                     phosphate-specific;
                     [G] COG0033 Phosphoglucomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucomutase, alpha-D-glucose
                     phosphate-specific"
                     /protein_id="AJK13536.1"
                     /translation="MANHPRAGQPAQQSDLINVAQLTSQYYVLQPDAEDPAHAVKFGT
                     SGHRGSSVRHSFNEAHILAIAQAIAEVRHQHGISGPCYVGKDTHALSEPAFISVLEVL
                     TANGVDVVVQQDNGFTPTPAISHVILCHNAQGKALADGIVITPSHNPPEDGGIKYNPP
                     NGGPADTNLTSVIEKRANQLLSQNLKGVKRQTLDKAWQSNHLREQDLLQPYVEGLVDV
                     VDIPAIQQAGLKLGVDPLGGSGIAYWQRIAEYYKLDLTLVNNAIDQTFRFMHLDHDGV
                     IRMDCSSESAMAGLLALRDKFDLAFANDPDYDRHGIVTPAGLMNPNHYLAVSINYLFQ
                     HRPQWGAGVAVGKTLVSSAMIDRVVADLGRKLVEVPVGFKWFVDGLHDGSFGFGGEES
                     AGASFLRFNGTPWSTDKDGIIMCLLAAEITAVTGKDPQRHYDDLAQRFGAPSYNRIQA
                     PATQAQKNALSRLSPEMVKANTLAGDPITARLTNAPGNGASIGGLKVMTENGWFAARP
                     SGTEEAYKIYCESFLGAEHREKIEQEAVKIVSEVLAEAK"
     gene            1665274..1665387
                     /locus_tag="CH60_1551"
     CDS             1665274..1665387
                     /locus_tag="CH60_1551"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12197.1"
                     /translation="MSLSLPGNDLYWLSKDNLAPEEYERIISANAAWSRIT"
     gene            1665430..1665672
                     /locus_tag="CH60_1552"
     CDS             1665430..1665672
                     /locus_tag="CH60_1552"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10670.1"
                     /translation="MINTKLTAQIASVQDRENVVYEIYCGTDQVAEISNEPGIGPRIE
                     IFSCPNGGIWDFELQEFLSLVEQSKKNIIKELSEEA"
     gene            complement(1665800..1666228)
                     /locus_tag="CH60_1553"
     CDS             complement(1665800..1666228)
                     /locus_tag="CH60_1553"
                     /note="[S] COG2510 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK12056.1"
                     /translation="MSTWLIYALLSALSASLVAIFGKIGLQHLDANTATAVRAVVMAL
                     FLVGVVVVQGKFNLVGTVLADKKALLFIVLSGVAGALSWLFYFMAIKNGTVSQVAPID
                     KLSVVFAVLLAFILFGEKISLVAGLGVALITAGALMVALG"
     gene            complement(1666323..1666952)
                     /locus_tag="CH60_1554"
     CDS             complement(1666323..1666952)
                     /locus_tag="CH60_1554"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [TK] COG0745 Response regulators consisting of a CheY-like
                     receiver domain and a winged-helix DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13838.1"
                     /translation="MRIALESEGWRVFESETLQRGLIEAGTRKPDLIILDLGLPDGDG
                     LNYIQDLRQWSAIPIIVLSARNNEEDKVAALDAGADDYLSKPFGISELLARVRVALRR
                     HSGASQESPLVNFADISVDLINRQVTRAGENLHLTPIEFRLLTALLANAGKVITQRQL
                     LNQVWGPNYVEHSHYLRIYMGHLRQKLEADPTRPKHLLTETGVGYRFIP"
     gene            complement(1667245..1669971)
                     /locus_tag="CH60_1555"
     CDS             complement(1667245..1669971)
                     /locus_tag="CH60_1555"
                     /note="[T] COG2205 Osmosensitive K+ channel histidine
                     kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress family protein"
                     /protein_id="AJK14278.1"
                     /translation="MVDAEPTRPNPDSLLAVANEKPRGRLKVFFGACAGVGKTYAMLQ
                     EAQRLRAQGLDVLVGVVETHGRSETAALLEGLTALPLKRIHHRNRQIREFDLDAALAR
                     RPALILMDELAHSNANGSRHPKRWQDVEELLDAGIDVLTTVNVQHLESLNDVVGGVTG
                     IRVRETVPDHMFDEASEVVLVDLPPDDLRQRLNEGKVYIPGQAERAIEHFFRKGNLIA
                     LRELALRRTADRVDDQMRAFRDTQGRERVWHTRDAILLCIGHHAGNEKLVRTAARLAA
                     RLGCIWHAVYVETPRLHGLPEAKRRAILRTLKLAQELGAETATLSDPSEEQAVLRYAR
                     EHNLGKIIIGRRTEQHWKLRGSFADRLGKLGPDLDLVIIALDADPPTNVAKEPDSRPF
                     TEKWRMQLRGCVAAIALCALITVLSLWLIPRFDQANLVMVYLLGVVIIALFYGRWPSV
                     LAAVINVASFDLFFVQPHWSLAVTDVQYLLTFGVMLIVGIVVGNLTAGVRYQAKIARY
                     REQRARHLYEMSRSLSRALTPEDIAKTSRHFLSSSFQAKTSLLLPQEEGHLQPIMPDD
                     GGILSVDDAIAHWSFNQGAPAGAGTDTLPGVPYQLLPLTAAQQTYGVLAIEPANLRQL
                     MVPEQQRLLQTFTSLIANALERLHLARSAELAKLDAEREQLRNSLLAALSHDLRTPLT
                     VLFGQAEILTLDLAAEGSRHAPQANQIRQQVLSTTRLVNNLLDMARIQSGGFNLRKEW
                     QSLEEIIGSALYMLETTLSQHQIRVELPDEMVLINCDASLLERVFINLLENAHKYAGH
                     AALLGIRAEVQGEWLNVDVWDNGPGVTIGQENLIFDKFSRGNKESAIPGVGLGLAICR
                     AIIDVHGGRIWVEKRQEGGASFRFVLPLEKVPEIDADNIDTNNIDTENNDIS"
     gene            complement(1669981..1670583)
                     /gene="kdpC"
                     /locus_tag="CH60_1556"
     CDS             complement(1669981..1670583)
                     /gene="kdpC"
                     /locus_tag="CH60_1556"
                     /EC_number="3.6.3.12"
                     /note="kdpC: K+-transporting ATPase, C subunit;
                     [P] COG2156 K+-transporting ATPase, c chain"
                     /codon_start=1
                     /transl_table=11
                     /product="K+-transporting ATPase, C subunit"
                     /protein_id="AJK11581.1"
                     /translation="MSYLRPALVLLILLTLITGIAYPLLTTGLAHLMFSQQASGSLAR
                     LGDNVVGSTLIGQNFTQPGYFTGRPSATADRPYNPMASGGSNLASSNPALGQAIGERV
                     KLQRQANPTQLGPVPVDLVTASGSGLDPHISLAAAYYQAPRIASIRQMPLSDVQQLID
                     NSMQKAIPSFFGEPVVNVLNLNMALDSHSHVKVPANPAKP"
     gene            complement(1670795..1672861)
                     /gene="kdpB"
                     /locus_tag="CH60_1557"
     CDS             complement(1670795..1672861)
                     /gene="kdpB"
                     /locus_tag="CH60_1557"
                     /EC_number="3.6.3.12"
                     /note="kdpB: K+-transporting ATPase, B subunit;
                     [P] COG2216 High-affinity K+ transport system, ATPase
                     chain B"
                     /codon_start=1
                     /transl_table=11
                     /product="K+-transporting ATPase, B subunit"
                     /protein_id="AJK14493.1"
                     /translation="MTHKQRAIFEPALVRTALLDAVKKLDPRVQWRNPVMFVVYLGSW
                     LTTLIWLDILSGHTTGSAMFTGSIALWLWFTVLFANMAEALAEGRSKAQAASLRGVKK
                     TSWAKKLSEARVDAPQEKVSADSLRKGDLVLIEAGDTVPCDGEVLEGGASVDESAITG
                     ESAPVIRESGGDFSSVTGGTRVLSDWLVVECRVNPGETFLDRMIAMVEGAKRRKTPNE
                     VALTILLVALTIVFLLATATLYPFSVFSVEASQAGSPVTITVLVALLVCLIPTTIGGL
                     LSAIGVAGMSRMLGANVIATSGRAVEAAGDVDVLLLDKTGTITLGNRQASEFLPAPGV
                     TEQQLADAAQLSSLADETPEGRSIVVLAKQRFNLRERDLHSLNATFIPFSAQTRMSGV
                     NVQERMIRKGAVDAIRRHVESNQGHFPPAVDDLVASVARTGGTPLVVAEGSRVLGVVA
                     LKDIVKGGIKERFAELRKMGIKTVMITGDNRLTAAAIAAEAGVDDFLAEATPEAKLAL
                     IRQYQAEGRLVAMTGDGTNDAPALAQADVAVAMNSGTQAAKEAGNMVDLDSNPTKLIE
                     VVHIGKQMLMTRGSLTTFSIANDVAKYFAIIPAAFAATYPQLNALNIMQLHSPSSAIL
                     SAVIFNALVIVFLIPLALKGVSYKAMSAAALLRRNLWIYGLGGLLVPFVGIKLIDLLL
                     TALNMG"
     gene            complement(1672955..1674643)
                     /gene="kdpA"
                     /locus_tag="CH60_1558"
     CDS             complement(1672955..1674643)
                     /gene="kdpA"
                     /locus_tag="CH60_1558"
                     /EC_number="3.6.3.12"
                     /note="kdpA: K+-transporting ATPase, A subunit;
                     [P] COG2060 K+-transporting ATPase, A chain"
                     /codon_start=1
                     /transl_table=11
                     /product="K+-transporting ATPase, A subunit"
                     /protein_id="AJK12620.1"
                     /translation="MVASGFLLIASFMLVLFVLSRPLGGFLARLIEGEPFSALQKVEA
                     GLWRCSGVKNAEMNGWQYALAILCFNLLGIVLLFVLLMTQGSLPLNPEHLPGMSWHLA
                     LNTAVSFVTNTNWQAYSGENTLSYLSQMAGLTVQNFLSAATGIAVAFALIRAFARHSA
                     TTLGNAWVDLVRITLYVLLPIALIIALIFVSQGVLQNLDDYLHITTLEGVQQTLPMGP
                     VASQEAIKVLGTNGGGFFGANSAHPFENPTAFSNFVQMLAIFLIPCALCFAFGQVVGD
                     NRQGHALIWAMSLIFIVAVVVVMYAELAGNPHLSPLGADSNSNMEGKESRFGILATSL
                     YAVVTTAASCGAVNAMHDSFTALGGMIPLWLMQIGEVVFGGVGSGLYGMLLFVLLTVF
                     IAGLMIGRTPEYLGKKIDVFDMKMTALAILVTPTIVLLGTALALCTEAGRAGILNPGA
                     HGFSEVLYALSSAANNNGSAFAGLSVNTPFYNLLLAAAMFIGRFGVILPVLAIASSLV
                     AKKRQPAGNGTLPTGGLLFIGLLIGTVLLVGALTFIPALALGPVAEHLQVWLAH"
     gene            1675138..1675344
                     /locus_tag="CH60_1559"
     CDS             1675138..1675344
                     /locus_tag="CH60_1559"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13161.1"
                     /translation="MSMYNAYPLHLVLLRRIAVVLVGVLALPVMFFRRDRARLYSYLH
                     RIWIKTSDKPVWLTQSEKAGRDFY"
     gene            1675683..1676165
                     /locus_tag="CH60_1560"
     CDS             1675683..1676165
                     /locus_tag="CH60_1560"
                     /note="conserved hypothetical protein;
                     [S] COG3272 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12856.1"
                     /translation="MPGTDRAVHSKEYRYACEELDVLCRAGVTRGGLMDFHRRYKLVL
                     LAHSQPEYREIGPFIAAISNWSSLSEFTAEYRRRLLHLLSHLPTVANHTNVLMHVQGY
                     FRPYLSSAQRQALAQLIEQYRLGNQPLQAPIAQITEYLAEFPNDYLAQQRYFSFYLQD
                     "
     gene            1676271..1677734
                     /locus_tag="CH60_1561"
     CDS             1676271..1677734
                     /locus_tag="CH60_1561"
                     /note="[L] COG0415 Deoxyribodipyrimidine photolyase"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain of DNA photolyase family
                     protein"
                     /protein_id="AJK12109.1"
                     /translation="MSTHLVWFRNDLRVTDNLALHAACQDPQASVIAVFIATPVQWAA
                     HGMAPRQAAFLRQNLQHLQAALAARGIPLHYHQCDDFQASNTWLVDFCQQQQVDSLFY
                     SQQYELNERLRDDALAVQLSERAITCQSFHDSVLLAPGTVLTGNNEMYKVFTPFRRAF
                     IQRLLMSDNHCVPAPKARHAPPVLLSPLPFDYPQQSVDSQLFPAGEDAALQRLRRFCR
                     EQVQDYRQYRDLPAVPGTSCLSPYLVLGVLSPRQCFNRLWAESPEMLENADSGAFTWL
                     NELIWREFYRHLLVAYPRLCQHHPFIGWTDGLVWNRSESQLKAWQQGQTGYPIVDAAM
                     RQMNETGWMHNRLRMISASFLVKDLLIDWRQGERYFMSQLVDGDLAANNGGWQWAAST
                     GTDAAPYFRIFNPTTQGERFDKDGVFIRRWLPELAAVPDSDIHQPWRWAERQQQHLDY
                     PVPLVDHKQARLATLAAFEAAKRDSTRIPNRKEPSCY"
     gene            1677725..1678762
                     /locus_tag="CH60_1562"
     CDS             1677725..1678762
                     /locus_tag="CH60_1562"
                     /note="[T] COG5212 Low-affinity cAMP phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="cAMP phosphodiesterases class-II family protein"
                     /protein_id="AJK10659.1"
                     /translation="MLLKYLSIKSASDKIKSGLLKTGVILSFSLFSSLSTAAFEVVAL
                     GVDGGVSDGNLTSYLIRNDSQPLYLGLDAGSVLPGIARALEKGHFAAITDAMAAPLTR
                     QGYIFRQSINSYFISHAHLDHVSGLIIGSPDDSKKTIYASADTIDVLRNYYFNWRVWP
                     NFTDSGSGARLGTYRMQVVRPAQSLSLGLTRLTGEMYPLSHDKSPSSMLLISSNNEFF
                     AYFGDTGPDDVEKSKNLDTVWRKLAEKVTQQQLKGMIIEVSYPNDVADNKLFGHMTPT
                     WLLKELKKLEQYSGEGQPLKGLPVVISHIKPSFQQGQDVRKLILSELQQGNDMGIEFI
                     LMEQGDSQKFQ"
     gene            1678905..1679648
                     /locus_tag="CH60_1563"
     CDS             1678905..1679648
                     /locus_tag="CH60_1563"
                     /note="[S] COG0327 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="NIF3 family protein"
                     /protein_id="AJK11935.1"
                     /translation="MRNVELETVLNNQLNIGAFQDYAPNGLQVEGRRDIQRVVTGVTA
                     SQALLDAAVAHQADAILVHHGYFWKNEPVVVRGMKRNRLKTLLTHDINLYGYHLPLDA
                     HPELGNNAQLAKLLEIQVLGEIESLLPYGEFTTPLNAVALRERLEKQLGRSVLHCGDR
                     APAEVRRIAWCTGGGQGYIQQAAEFGVDAFITGEVSEQTIHIAREMKVNFYAAGHHAT
                     ERYGIKALGEWLAEQHQLDVTFIDIPNPA"
     gene            complement(1679733..1679888)
                     /locus_tag="CH60_1564"
     CDS             complement(1679733..1679888)
                     /locus_tag="CH60_1564"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11407.1"
                     /translation="MKNVYLSSKNNQMTVLSSINRTKACLFYGYKARSGKKLGVTRQR
                     MTDQPGT"
     gene            1680306..1680812
                     /locus_tag="CH60_1565"
     CDS             1680306..1680812
                     /locus_tag="CH60_1565"
                     /note="[E] COG2049 Allophanate hydrolase subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="allophanate hydrolase subunit 1 family protein"
                     /protein_id="AJK13821.1"
                     /translation="MVLELEPPVTLASQQRIWGLADRLIHHADILEVIPGMNNLTLLL
                     ADPHNTALDAIERLQRWWEESESLIPESRDITIPVMYGGEVGPDLADVARHTGMSERQ
                     VVECHAGARYIVYFLGFQPGFSYLGGMPEQLATPRRADPRLVVAPGSVGIGGSQTGIY
                     PLATPGGW"
     gene            1680917..1681867
                     /locus_tag="CH60_1566"
     CDS             1680917..1681867
                     /locus_tag="CH60_1566"
                     /note="conserved hypothetical protein;
                     [E] COG1984 Allophanate hydrolase subunit 2"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14145.1"
                     /translation="MLNIIRAGIYTTVQDAGRGGFRRLGISQGGALDLPALSMANMLV
                     GNASDAAGLEITLGQFTAEFTQSGWIALTGAGCDARLDEQRLWTGWCYPVKAGQQLKL
                     SVPHRGMRSYLALSGGIIVPEILGSRSTDLKAGFGGHQGRLIKEGDRLPLGKPTRLPS
                     ESVGVKQLLFGNRVRAVPGPEYHEFDEVARNAFWREAWQLSPQSNRMGYRLSGRELTR
                     NTTREMLSHGLLPGVVQVPHNGQPIVLMADAQTTGGYPRIACVIEADLYHLAQIRLGE
                     PIHFVPCTVEEALRAKREQQHFLQQIEWGLEKGFVTPEAQ"
     gene            1681864..1682601
                     /locus_tag="CH60_1567"
     CDS             1681864..1682601
                     /locus_tag="CH60_1567"
                     /note="[R] COG1540 Uncharacterized proteins, homologs of
                     lactam utilization protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="lamB/YcsF family protein"
                     /protein_id="AJK11406.1"
                     /translation="MKIDLNADLGEGCANDQALLQLVSSANIACGFHAGDAQTMRQSV
                     RWALEYGVAIGAHPSFPDRENFGRTAMQLPPETVYAQVVYQLGALAAIVQVEGGVMQH
                     VKPHGMLYNQAAVDPLLADAIAQAVKAVDPSLRLVGLAGSELIRAGTRVGLVTRQEVF
                     ADRHYQPDGTLVPRSQPDALIESDELALSQTLAMVQQHQVQACDGSWVQVQADTVCVH
                     GDGVQALAFARCLRDRFQQEGISVIAQ"
     gene            1682813..1683418
                     /locus_tag="CH60_1568"
     CDS             1682813..1683418
                     /locus_tag="CH60_1568"
                     /note="conserved hypothetical protein;
                     [S] COG3819 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12703.1"
                     /translation="MPIATILENLGQGFLNTRNLPLILLLPLAVIGLLERHGLKERAQ
                     AWIMQIKSATSGRLLIVYLFVREVTAAMGLTSLGGHPQMVRPLLAPMAEGAAENRYGE
                     LPEKVRYRLRAMSAATDNVGLFFGEDIFVAFGAIIFMHNFMLESGGIQTEPLHIALWG
                     IPTAICAFLIHAYRLQRLDKQLAAELTALNQSALAAQGEAK"
     gene            1683415..1684434
                     /locus_tag="CH60_1569"
     CDS             1683415..1684434
                     /locus_tag="CH60_1569"
                     /note="conserved hypothetical protein;
                     [S] COG3817 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13459.1"
                     /translation="MIFQQQYLYWLAGVVLLIVAVMSFRDKANPRRLTTGLFWGLYGL
                     IFLVGDWTYRLANALAGEGPDEKRVLNIIVGLVVVVMALIAGFGGVKLGSYHQRTPQE
                     REVSAKRLGNRLFIPALAIPLVTVIGVLLFNNIPALQQGMFGPGNHSTLVTLFSMTVG
                     CVLGLVLAVAMTRETAAQPVQEARRLLDSIGWAFILPQILATLGLLFTGAGVGTAIAH
                     LTQEYLAVDQRFIAVAVYAIGMALLTMIMGNAFAAFPIVTAGIGIPILVLQHGGNPAV
                     MAAIGMFSGYCGTLMTPMAANYNIVPAALLELPDKNAVIKAQIPTGVALLIVNVFLLY
                     FLMFL"
     gene            1684444..1685091
                     /gene="pcp"
                     /locus_tag="CH60_1570"
     CDS             1684444..1685091
                     /gene="pcp"
                     /locus_tag="CH60_1570"
                     /EC_number="3.4.19.3"
                     /note="pyro_pdase: pyroglutamyl-peptidase I;
                     [O] COG2039 Pyrrolidone-carboxylate peptidase (N-terminal
                     pyroglutamyl peptidase)"
                     /codon_start=1
                     /transl_table=11
                     /product="pyroglutamyl-peptidase I"
                     /protein_id="AJK11215.1"
                     /translation="MRRVLITGFEPFGGERINPSWEVVKQMNDLMMGGVRIVARQLPC
                     AFGEALTALNTAIDDVQPVLVLAIGQAGGRADITIERVAINVDDARIPDNLGNQPVDQ
                     PIIQEGPAAYFTRLPIKAMVQGIREAGIPASVSQTAGTYVCNHVMYGLLHRLNQFNNE
                     VKGGFIHIPYLPEQAVDHPGAPSMSAQSVLVALELAISIALQIEHDLHITGGAVH"
     gene            complement(1685182..1685868)
                     /gene="ung"
                     /locus_tag="CH60_1571"
     CDS             complement(1685182..1685868)
                     /gene="ung"
                     /locus_tag="CH60_1571"
                     /EC_number="3.2.2.27"
                     /note="ung: uracil-DNA glycosylase;
                     [L] COG0692 Uracil DNA glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="uracil-DNA glycosylase"
                     /protein_id="AJK10499.1"
                     /translation="MSPSLTWHDVIGQEKEQPYFKDTLAYVAAERRAGKTIYPPQKDI
                     FNAFRLTELDQVKVVILGQDPYHGPNQAHGLSFSVLPGVPAPPSLGNIYKELVTDIPG
                     FQRPNHGFLQSWAEQGVLLLNTVLTVEAGKAHSHANLGWETFTDKVIAALNEHREGVI
                     FMLWGSHAQKKGRIINTERHYILKAPHPSPLSAHRGFLGCKHFSQANQLLQQQNQQPI
                     DWQPKLPAVE"
     gene            1686221..1686604
                     /gene="grcA"
                     /locus_tag="CH60_1572"
     CDS             1686221..1686604
                     /gene="grcA"
                     /locus_tag="CH60_1572"
                     /note="spare_glycyl: autonomous glycyl radical cofactor
                     GrcA;
                     [R] COG3445 Acid-induced glycyl radical enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="autonomous glycyl radical cofactor GrcA"
                     /protein_id="AJK10791.1"
                     /translation="MITGIQITKANNEALLNSFWLLDDEKAELRCVCAKSGYAEDQIV
                     PTSELGEIEYREVPLEVQPTVRVEGGQHLNVNVLSRDTLEDAVKNPEKYPQLTIRVSG
                     YAVRFNSLTPEQQRDVITRTFTESL"
     gene            1686783..1687745
                     /gene="phlA"
                     /locus_tag="CH60_1573"
     CDS             1686783..1687745
                     /gene="phlA"
                     /locus_tag="CH60_1573"
                     /EC_number="3.1.1.32"
                     /codon_start=1
                     /transl_table=11
                     /product="extracellular phospholipase A1"
                     /protein_id="AJK13375.1"
                     /translation="MSASVSLTTPVSVSCLINDVNPSVKAKKEDATAVTTTQAPKIAE
                     AIHRSTPTLADNVLYDSTSYTHGVTTGSTNVPISSGQRPQQADYSLALLAKDVYAPTS
                     GNLNGFVRLSDERLLAAGIDPTALSDSASGFLAGIYSDNQQYVLSFAGTNDRHDWLSN
                     IRQAVGYEDVQYNEAVALGKTAKMAFGDALVITGHSLGGGLAATAALATGTFAVTFNA
                     AGVAKNTLKRLGMDSAKARRSAENGGIRSYSEKYDLLTGIQELTSLIPNAVGHKIVLA
                     NSDKLTGVDDWLPHKHLERRISAHSIEKVLSSMSEQQPWERRYV"
     gene            1687738..1687836
                     /locus_tag="CH60_1574"
     CDS             1687738..1687836
                     /locus_tag="CH60_1574"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12206.1"
                     /translation="MFEHKGEMSTALCQLPYFDVAIGFRGMSNDKN"
     gene            1687823..1688479
                     /locus_tag="CH60_1575"
     CDS             1687823..1688479
                     /locus_tag="CH60_1575"
                     /note="[R] COG0666 FOG: Ankyrin repeat"
                     /codon_start=1
                     /transl_table=11
                     /product="ankyrin repeat family protein"
                     /protein_id="AJK13663.1"
                     /translation="MTKISTAFTDPLVMPIADAIAHGERQQIHHLANKALLQQRGDRL
                     ITLMQWAIFNQQPTSLVALIQEHADPSQSGIQGDTAWHTAASVQDACYMRILLEGHQP
                     PNTRNSVTLAVPLALAVMAGREIQVGLLLAAGVDPNLADRMGDTPLHIAGKTNAPGLA
                     LQLLTAGADPKLRNKQGATFQQYLAMTPLDIQHIDIQQEYQELNDWLRGNDFAEVDEQ
                     "
     gene            1688433..1688582
                     /locus_tag="CH60_1576"
     CDS             1688433..1688582
                     /locus_tag="CH60_1576"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11389.1"
                     /translation="MIGCAVTILQKLMSNRVKKSVLGNAIFAMSFQSENGIGNEQISD
                     NKTAM"
     gene            complement(1688610..1689935)
                     /locus_tag="CH60_1577"
                     /note="DEAD/DEAH box helicase family protein"
                     /pseudo
     gene            1690178..1690933
                     /locus_tag="CH60_1579"
     CDS             1690178..1690933
                     /locus_tag="CH60_1579"
                     /note="[R] COG4123 Predicted O-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AJK11327.1"
                     /translation="MTNVGEQLKKQPVLRGGGFTFKQFFVAHDRCAMKVGTDGVLLGA
                     WVPVLHARRVLDIGCGSGLIALMIAQRSLPQVQIDGVELEPAAAQQASSNVELSPWAE
                     RIHIHQQDIHQFAENHPHQYDLIVSNPPYFAPAIACRDEARDTARYTGSLTHDALLNC
                     AEKLITEDGMFCVVLPHELGIEFARLAGQQGWFVRCQVDIRDRPGKPLHRMLLTLSRQ
                     AGETVYQHLALRQSEGVYSPEFCQLISDFYLNY"
     gene            complement(1691216..1692817)
                     /gene="nadB"
                     /locus_tag="CH60_1580"
     CDS             complement(1691216..1692817)
                     /gene="nadB"
                     /locus_tag="CH60_1580"
                     /EC_number="1.4.3.16"
                     /note="nadB: L-aspartate oxidase;
                     [H] COG0029 Aspartate oxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-aspartate oxidase"
                     /protein_id="AJK11673.1"
                     /translation="MQSSSEHISDVLIIGSGAAGLSLALRLAPHCKVTVLSKGPLNEG
                     ATFYAQGGIAAVFDETDSISSHVDDTLIAGAGLCDKEAVEFIASNARSCVQWLIDQGV
                     LFDTETSANGEERYHLTREGGHSHRRILHTADATGKEVETTLVGKASNHPNISVKERC
                     NAVDLITSNKIGLAGTKRVVGAYVWNRELEKVETFRAKAVVLATGGAAKVYQYTTNPD
                     ISSGDGIAMAWRAGCRVANLEFNQFHPTCLFHPQARNFLLTEALRGEGAYLKRPDGSR
                     FMLDFDPRGELAPRDIVARAIDHEMKRLGADCMYLDISHKPTDFVMQHFPMIYEKLLS
                     LGIDLTKEAIPIVPAAHYTCGGVMVDQHGRTDLDGLYAIGEVSYTGLHGANRMASNSL
                     LECLVYGWSAAEDILTRLPTAKLAKHLPDWDESRVDNSDERVVIQHNWHELRLFMWDY
                     VGIVRTTKRLERALRRINTLQQEIDEYYANFRISNNLLELRNLVQVAELIVRCAMERK
                     ESRGLHYTLDYPDQIENPQPTILHP"
     gene            1693041..1693616
                     /gene="rpoE"
                     /locus_tag="CH60_1581"
     CDS             1693041..1693616
                     /gene="rpoE"
                     /locus_tag="CH60_1581"
                     /note="rpoE_Sigma70: RNA polymerase sigma factor RpoE;
                     [K] COG1595 DNA-directed RNA polymerase specialized sigma
                     subunit, sigma24 homolog"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor RpoE"
                     /protein_id="AJK12074.1"
                     /translation="MSEQLTDQMLVERVQKGDQQSFNLLVIRYQHKVASLVSRYVPQG
                     DVPDVVQESFIKAYRALESFRGDSAFYTWLYRIAVNTAKNYLVAQGRRPPSSDVDAND
                     AENYENAGALKEISNPENLMLSEELRQIVFKTIESLPEDLRMAITLRELDGLSYEEIA
                     AIMDCPVGTVRSRIFRAREAIDNKVQPLIQR"
     gene            1693642..1694298
                     /locus_tag="CH60_1582"
     CDS             1693642..1694298
                     /locus_tag="CH60_1582"
                     /note="anti sigma-E RseA, N-terminal domain protein;
                     [T] COG3073 Negative regulator of sigma E activity"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12564.1"
                     /translation="MQKEKLSALMDGETLDSELLGILSKDKALQQSWQSYHLIRDTLR
                     GDVGNVLHLDIASRVAEALKNEPARLIPIAIPESQPQPHLWQKMPFWQKVRPWASQIT
                     QVGMAACVSLAVIVGVQQYNQPAQNYLQPESPAFNTLPMMGKASPVSFGVPADGSFGT
                     NQQNQVQEQRRRVNMMTQLQDFELQRRLPQTDVLQQPSDSTQAAIQVPGTQSLGMQQQ
                     "
     gene            1694298..1695254
                     /locus_tag="CH60_1583"
     CDS             1694298..1695254
                     /locus_tag="CH60_1583"
                     /note="[T] COG3026 Negative regulator of sigma E activity"
                     /codon_start=1
                     /transl_table=11
                     /product="mucB/RseB family protein"
                     /protein_id="AJK12541.1"
                     /translation="MKQLWFSVCLMTGSLFMANIASAESTPIAMLQEMGSASKSLNYE
                     LSYINVNKQGIDSLRYRHAILDKKSLAQLLRMDGPRTEILQRGNEISYFEPGFESFTL
                     SGEHIVDALPSIVFSNFEKLSKTYNYIALGRARVADRPCQVIRVVANDSTRYSYIIWL
                     DEATKLPMRIDLLDRDGETLEQFRVISFVVGEPIQQVLQGMLKLALPPLLSLPAKTKV
                     DFTWAPRWLPQGVAEVSRSRRTLPNMDAPTESRLYTDGLFSFSVNVNPAGKEGTSEQS
                     LRQGRRTVQTEVRNNVEITVVGELPPSTAKRIADSVVLESTK"
     gene            1695251..1695706
                     /locus_tag="CH60_1584"
     CDS             1695251..1695706
                     /locus_tag="CH60_1584"
                     /note="[T] COG3086 Positive regulator of sigma E activity"
                     /codon_start=1
                     /transl_table=11
                     /product="positive regulator of sigma(E), RseC/MucC family
                     protein"
                     /protein_id="AJK14313.1"
                     /translation="MMKEWATVISWQNGIALLRCEPHSGCGNCHSRRGCGSHLLNELG
                     PETDHQLQVEISQPLEPGQKVEVGISEGSLLRSASLVYLTPLVGLIAGGALFQSLFLT
                     DAFTALGAILGAGLGFLLARKLATRIEGLSAYQPVILQIGLPPTAMRIQ"
     gene            complement(1695727..1696581)
                     /locus_tag="CH60_1585"
     CDS             complement(1695727..1696581)
                     /locus_tag="CH60_1585"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11260.1"
                     /translation="MIDEGKILSRHEMRNENAWVTLATIIAILVFSTVIITLALTTSI
                     FLTPSILSILCVAIAAVSLSALLYLRLYDNPLFTYFLYENGVRVFNHNNLEIYFIPFD
                     KIQYIYKYHTGINPNGKINAMAFRTSKSQPWNVIINNINNAYLLINTIIHQQIMRIGV
                     KSLNSLSHGETLTFDIIKKEECWLKRLIYHGEIKMGIGRINTHQMDTYSLSLSAHTLI
                     TINGIINIENIFRIETLQKDFHDKIRLLDTQGDIIFSIDSSDLINADLFIVLIEHMIQ
                     NRIPAYHA"
     gene            1697081..1698880
                     /gene="lepA"
                     /locus_tag="CH60_1586"
     CDS             1697081..1698880
                     /gene="lepA"
                     /locus_tag="CH60_1586"
                     /note="lepA: elongation factor 4;
                     [M] COG0481 Membrane GTPase LepA"
                     /codon_start=1
                     /transl_table=11
                     /product="elongation factor 4"
                     /protein_id="AJK10738.1"
                     /translation="MKHIRNFSIIAHIDHGKSTLSDRIIQICGGLSEREMAAQVLDSM
                     DLERERGITIKAQSVTLDYHSKDGQTYQLNFIDTPGHVDFSYEVSRSLAACEGALLVV
                     DAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAIR
                     CSAKTGVGVPDVLERLVRDIPAPEGDPNGPLQALIIDSWFDNYLGVVSLIRIKNGSLR
                     KGDKVKVMSTGQSYNADRLGIFTPKRVDRDVLNCGEVGWLVCAIKDILGAPVGDTLTL
                     TRNPAEKSLPGFKKVKPQVYAGLFPISSDDYESFRDALGKLSLNDASLFYEPESSTAL
                     GFGFRCGFLGLLHMEIIQERLEREYDLELITTAPTVVYEVITTNQETVYVDSPSKLPA
                     LNNIEELREPIAECHMLLPQEYLGNVITLCIEKRGTQTNMVYHGKQVALTYEIPMAEV
                     VLDFFDRLKSTSRGYASLDYNFKRFQTSDMVRVDVLINNERVDALALITHRDNAQYRG
                     RDLVEKMKELIPRQQFDIAIQAAIGNHIIARSTVKQLRKNVLAKCYGGDVSRKKKLLQ
                     KQKDGKKRMKQVGNVELPQEAFLAILHVGKDSK"
     gene            1698890..1699888
                     /gene="lepB"
                     /locus_tag="CH60_1587"
     CDS             1698890..1699888
                     /gene="lepB"
                     /locus_tag="CH60_1587"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_bact: signal peptidase I;
                     [U] COG0681 Signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AJK12192.1"
                     /translation="MANMFALILAIATLLTGIIWCFERFKWGPARQAKIAAVNAQTAE
                     IKAQTGCAVDNKTLAQAAKQPGWIETCASIFPVLALVFIVRSFIYEPFQIPSGSMMPT
                     LLIGDFILVEKFAYGIKDPITQTTLIPTGKPNRGDIAVFKYPLDPRLDYIKRVVGLPG
                     DRVIYNPISKEVTVQPSCNTGTSCDSALAITYSTSEPSEFVQTFRYSGNGESSAGFFP
                     IPLNQAVPDGGVRLRERTESLGPVAHHILTVPGRQDPLGSYYQQPDQPLGVWVVPEGH
                     YFMMGDNRDNSADSRFWGFVPERNLVGKATAIWMSFEKQEGEWPTGVRLSRIGGIH"
     gene            1700240..1700920
                     /gene="rnc"
                     /locus_tag="CH60_1588"
     CDS             1700240..1700920
                     /gene="rnc"
                     /locus_tag="CH60_1588"
                     /EC_number="3.1.26.3"
                     /note="RNaseIII: ribonuclease III;
                     [K] COG0571 dsRNA-specific ribonuclease"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease III"
                     /protein_id="AJK11946.1"
                     /translation="MNPIVINRLQRKLGYTFQQQELLLQALTHRSASSKHNERLEFLG
                     DSILSFVIANELYRRFPRVDEGDMSRMRATLVRGNTLAEMAREFDLGECLRLGPGELK
                     SGGFRRESILADTVEALIGGVFLDSDIHTIERLILEWYHSRLEEISPGDKQKDPKTRL
                     QEYLQGRHLPLPSYLVVQVRGEAHDQEFTIHCQVSGLNEPVIGTGSSRRKAEQAAAEQ
                     ALKQLELE"
     gene            1700917..1701828
                     /gene="era"
                     /locus_tag="CH60_1589"
     CDS             1700917..1701828
                     /gene="era"
                     /locus_tag="CH60_1589"
                     /note="era: GTP-binding protein Era;
                     [R] COG1159 GTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein Era"
                     /protein_id="AJK10930.1"
                     /translation="MSEVEKTYCGFIAIVGRPNVGKSTLLNELLGQKISITSRKPQTT
                     RHRIMGIHTEGPYQAIYVDTPGLHIEEKRAINRLMNRAASSSLGDVELVIFVVEGTHW
                     TADDEMVVNKLRSLQCPVLLAINKVDNVTDKTKLLPHMQFLSQQMNFLDVVPISAEKG
                     MNVDTIASIVRKHMPEAEHHFPEDYITDRSQRFMASEIIREKLMRFLGEELPYSVTVE
                     IEQFVPNERGGYNIHGLILVEREGQKKMVIGNKGSKIKVIGTEARQDMERMFEAKVHL
                     ELWVKVKSGWADDERALRSLGYTDDLK"
     gene            1701838..1702563
                     /gene="recO"
                     /locus_tag="CH60_1590"
     CDS             1701838..1702563
                     /gene="recO"
                     /locus_tag="CH60_1590"
                     /note="reco: DNA repair protein RecO;
                     [L] COG1381 Recombinational DNA repair protein (RecF
                     pathway)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RecO"
                     /protein_id="AJK11979.1"
                     /translation="MDGWQRAFVLHGRPYSETSLMLDLFTEGEGRMRVLAKGARGRRS
                     NLKGCLQPFTPLLVRWSGRGEVKTLRSAEPVSLALPLSGSMLYSGLYVNELLSRVLEH
                     QTSYSALFFDYLHCLQALAGSDGSPEHALRQFELAMLANLGYGVDFLHCAGSGQPVSD
                     TMTYRYREEKGFIASLVVDHYSFTGRQLLALANREFPDADTLRAAKRFTRIALKPYLG
                     GKPLKSRELFRQFVIKPPADPSP"
     gene            1702722..1703453
                     /gene="pdxJ"
                     /locus_tag="CH60_1591"
     CDS             1702722..1703453
                     /gene="pdxJ"
                     /locus_tag="CH60_1591"
                     /EC_number="2.6.99.2"
                     /note="pdxJ: pyridoxine 5'-phosphate synthase;
                     [H] COG0854 Pyridoxal phosphate biosynthesis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxine 5'-phosphate synthase"
                     /protein_id="AJK11860.1"
                     /translation="MADLLLGVNIDHIATLRNARGTIYPDPVQAAFIAEQAGADGITV
                     HLREDRRHITDRDVRILRQTIQTRMNLEMAVTDEMVDIACDIKPHFCCLVPEKRQEVT
                     TEGGLDVAGQVDKMTLAVGRLADVGILVSLFIDADFRQIDAAVAAGAPYIEIHTGAYA
                     DASTVLERQAELMRIAKAATYAAGKGLKVNAGHGLTYHNVQPIAALPEMHELNIGHAI
                     IGQAVMTGLAAAVTDMKVLMREARR"
     gene            1703453..1703833
                     /gene="acpS"
                     /locus_tag="CH60_1592"
     CDS             1703453..1703833
                     /gene="acpS"
                     /locus_tag="CH60_1592"
                     /EC_number="2.7.8.7"
                     /note="acpS: holo-[acyl-carrier-protein] synthase;
                     [I] COG0736 Phosphopantetheinyl transferase (holo-ACP
                     synthase)"
                     /codon_start=1
                     /transl_table=11
                     /product="holo-[acyl-carrier-protein] synthase"
                     /protein_id="AJK12613.1"
                     /translation="MAILGLGTDIVEISRIQAVVERTGERLARRILSPSEWQHYQQHQ
                     QPVRFLAKRFAVKEAAAKAFGTGIRNGLAFNQFEVVNDALGKPTLRLHSRAAELAVEL
                     GVKSLHVTLADERRYACATVIIES"
     gene            1704035..1704493
                     /locus_tag="CH60_1593"
     CDS             1704035..1704493
                     /locus_tag="CH60_1593"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13266.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1704649..1704909)
                     /locus_tag="CH60_1594"
     CDS             complement(1704649..1704909)
                     /locus_tag="CH60_1594"
                     /note="conserved hypothetical protein;
                     [C] COG1145 Ferredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12639.1"
                     /translation="MALLITKRCINCDMCEPECPNEAISMGAEIYQIDPMRCTECVGH
                     YETPTCQLVCPIDNTISADPAWVETNEQLWDKFVQLHHADRL"
     gene            complement(1705071..1705307)
                     /locus_tag="CH60_1595"
     CDS             complement(1705071..1705307)
                     /locus_tag="CH60_1595"
                     /note="[K] COG1737 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK13742.1"
                     /translation="MDHYCTVRYSFSPNSLQQRADHCLYTISEEPVIRSAAISSSTAQ
                     YALTDLLFMAMIQQDIENAQDHIKHSAALIKKLI"
     gene            1705366..1706088
                     /locus_tag="CH60_1596"
     CDS             1705366..1706088
                     /locus_tag="CH60_1596"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11551.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVLRSRSLPVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDHIRPVSTVPSFAVAVRQGDGLLS
                     PTCVAPSGHRLKVRWNGWCSHP"
     gene            1706108..1706386
                     /locus_tag="CH60_1597"
     CDS             1706108..1706386
                     /locus_tag="CH60_1597"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK10567.1"
                     /translation="MTRLRPMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRW
                     LEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDSFCRGVA"
     gene            1706386..1706691
                     /locus_tag="CH60_1598"
     CDS             1706386..1706691
                     /locus_tag="CH60_1598"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase/IS protein"
                     /protein_id="AJK10545.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARRQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPAEATPVVTLTQLHRT"
     gene            1706723..1707166
                     /locus_tag="CH60_1599"
     CDS             1706723..1707166
                     /locus_tag="CH60_1599"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13918.1"
                     /translation="MGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKT
                     TLQRGVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKRAMILTSNLPFGQWDQTF
                     AGDAALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1707210..1707869)
                     /locus_tag="CH60_1600"
     CDS             complement(1707210..1707869)
                     /locus_tag="CH60_1600"
                     /note="[K] COG1737 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK14055.1"
                     /translation="MSSLLRIRQIYSTLAQNDRKLADFLLINPEQARHLSSQKLAQQT
                     GVSQSAVVKFAQKLGYKGFPALKLALSEVVAMPKAVTLHNQILSTDSLKTIGEKLLNE
                     KTAALRATLDINSEQRLIQGLGMLRAAQKVLLIGIGASGLVAKDLAYKLLKIGIVAIS
                     ETDMHVQLAAAQALGEQGLLLAISFSGERREINLAAEEAQYCGTKVLALTRFLSTTDE
                     K"
     gene            1708077..1708964
                     /gene="murQ"
                     /locus_tag="CH60_1601"
     CDS             1708077..1708964
                     /gene="murQ"
                     /locus_tag="CH60_1601"
                     /EC_number="4.2.1.126"
                     /note="[R] COG2103 Predicted sugar phosphate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramic acid 6-phosphate etherase"
                     /protein_id="AJK14425.1"
                     /translation="MSLGALISESRNPATMELDKLSTLAMLTCINDEDRKVPDAIRLV
                     LPAVAQAVDLAADALKQGGRLIYLGAGTSGRLGVLDASECPPTFGVPHGMVIGLIAGG
                     PGALLKAVEGAEDDIALGMRDLQDLQLTATDMVVGLAASGRTPYVIGALRYARELGCP
                     TAAISCNPDSPIAQEAQVAISPVVGPEALTGSTRMKSGTAQKLVLNMLSTGAMVKLGK
                     VYQNLMVDVKATNVKLVDRACRIVVEATGVSRAEAEHALRQTDFEVKPAILMLLKGVS
                     AEQARQDLRQHHGYLRAAL"
     gene            1709191..1709886
                     /locus_tag="CH60_1602"
     CDS             1709191..1709886
                     /locus_tag="CH60_1602"
                     /note="[E] COG0560 Phosphoserine phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="haloacid dehalogenase-like hydrolase family
                     protein"
                     /protein_id="AJK14000.1"
                     /translation="MSVKQADVSDRNRADGVVEPQSAGAKRIIFFDLDGTLHQQDMFG
                     SFLRFLLRHLPLNLLLVIPLLPLIGVGLLVGGRCARWPMSLLLWAMTFGRREAHLRDL
                     EWRFVAAFRQKVTEFPVVAMRLRQYLESSDAEVWLITGSPQRLVEQVYHDSNFIHRLR
                     LIGSRMERRNGGWVLPLRCLGPEKVVQLEQRLGSPLKLYSGYSDSKQDNPLLAFCEHR
                     WRVSKTGELQQLE"
     gene            1710014..1710559
                     /locus_tag="CH60_1603"
     CDS             1710014..1710559
                     /locus_tag="CH60_1603"
                     /note="[FJ] COG0590 Cytosine/adenosine deaminases"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidine and deoxycytidylate deaminase
                     zinc-binding region family protein"
                     /protein_id="AJK13426.1"
                     /translation="MPADNGLSSECDSPAEYSDEYWMRHALTLALRAQEEGEVPVGAV
                     LVLGNKVIGEGWNRPIRDNDPTAHAEIMALRQGGQAVQNYRLLDATLYVTLEPCVMCA
                     GAMVHSRIRRLVYGANDVKTGAAGSLVDILRHPGMNHQIEVSAGILAIACSHQLSAFF
                     RQRREQQKALKQAQRAAEGKF"
     gene            complement(1710668..1712128)
                     /locus_tag="CH60_1604"
     CDS             complement(1710668..1712128)
                     /locus_tag="CH60_1604"
                     /note="[M] COG4623 Predicted soluble lytic
                     transglycosylase fused to an ABC-type amino acid-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK10588.1"
                     /translation="MTRIKLSYFTIGLVALLLALALWPNIPWRNGQEGQLDQIKARGE
                     LRVSTISSPLIYSTEKDTPSGFDYELAKRFADYLGVKLVIIPHHNIDDLFDALDNDDT
                     DLLAAGLIYNRERLNRARTGPAYYSVSQQLVYRLGSPRPKSFSDLKGQVVVASGSAHM
                     TTLKRLKQTKYPELNWSSSVDKSGKELLEQVAEGKLDYTLGDSATIALLQRIHPQLAV
                     AFDVTDEEPVTWYFKQSDDDSLYAAMLDFYSEMVEDGSLARLEEKYLGHVGSFDYVDT
                     KTFLSAIDNVLPSYQHLFEKHAGDIDWKLLAVIAYQESHWNPQATSPTGVRGLMMLTR
                     ATADGLGVKDRVDPEESIRGGAIYLQRLMKKLPETIPEDERIWFALAAYNLGYGHMLD
                     ARRLTKNQNGNPDSWVDVKMRLPMLSQKRYYPSTTYGYARGHEAYNYVENIRRYQVSL
                     VGYLQEKEKKAAQHAAIEAELGKSNPVVGPGWSIGD"
     gene            1712444..1716334
                     /gene="purL"
                     /locus_tag="CH60_1605"
     CDS             1712444..1716334
                     /gene="purL"
                     /locus_tag="CH60_1605"
                     /EC_number="6.3.5.3"
                     /note="FGAM_synt: phosphoribosylformylglycinamidine
                     synthase;
                     [F] COG0046 Phosphoribosylformylglycinamidine (FGAM)
                     synthase, synthetase domain"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine synthase"
                     /protein_id="AJK12093.1"
                     /translation="MEILRGSPALSAFRITKLLSRCQDAHLPVSDIYAEYVHFADVSA
                     PLSADEHARLQRLLQYGPSLPEHPPAGRLLLVTPRPGTISPWSSKATDIAHNCGLSQI
                     LRLERGLAFSIQGPDLNESQWKQLAALLHDRMMEAVFTDLQQAEQLFSHHQPAPVQRV
                     DILGQGRSALEQANIKLGLALAQDEIDYLLTAFTGLGRNPTDIELYMFAQANSEHCRH
                     KIFNADWVIDGVVQPKTLFKMIKNTFEHTPDYVLSAYKDNAAVMEGSQVGRFYATAEK
                     GIYDYHQEEAHILMKVETHNHPTAISPWPGAATGSGGEIRDEGATGRGAKPKAGLVGF
                     SVSNLRIPGFEQPWEENFGKPDRIVTALDIMTEGPLGGAAFNNEFGRPALLGYFRTYE
                     ERVNSHNGIELRGYHKPIMLAGGLGNIRADHVQKGEITVGAKLVVLGGPSMNIGLGGG
                     AASSMASGQSDADLDFASVQRDNPEMERRCQEVIDRCWQLGEYNPILFIHDVGAGGLS
                     NAMPELVNDGGRGGRFELRDILNDEPGMSPLEVWCNESQERYVLAVAPAQMALFDEIC
                     RRERAPYAVIGEATEEKHLLLNDRHFGNQPIDMPLDVLLGKTPKMLRDVTRLQAKGDA
                     LQRADISLAEAVKRIMHLPAVAEKTFLITIGDRTVTGMVTRDQMVGPWQIPVADCAVT
                     SASLDSYYGEAMSLGERAPVALLDFAASARLAVGEALTNIAATQIGELKRIKLSANWM
                     SAAGHPGEDAGLYDAVRAVGEELCPALEITIPVGKDSMSMKTRWQEGHEQREMTSPLS
                     LVITAFARIEDVRRTVTPQLRTDKGDNALLLIDLGAGHNALGATALTQVYRQLGDKPA
                     DVRNVQQLAGFFNAMQRLVADQHLLAYHDRSDGGLLVTLAEMAFAGHCGVTVDIQSLG
                     NDALAALFNEELGAVIQVRAEQRADVEKLLADHGLANCVHYLGRAVAGDTFDIRSGTD
                     VVYSEKRSTLRLWWAETSWQMQRLRDNPDCADQEHQAKQDESDPGLNVKLTFDPAEDI
                     AAPFILKQARPKVAVLREQGVNSHVEMAAAFHRAGFDAVDVHMSDLLAGRTDLQSFQT
                     LVACGGFSYGDVLGAGEGWAKSILFNDRVRDEFEAFFHRPTTLALGVCNGCQMMSNLR
                     ELIPGAEHWPRFVRNLSDSFEARFSLVEVASSPSLFMQDMVGSRMPIAVSHGEGQVEV
                     RDAAHLAALEQSHLVALRFVNNHGVVTEQYPANPNGSANGITAVTSVSGRATVMMPHP
                     ERVFRTVSNSWHPEEWGEDSPWMRMFRNARKQLG"
     gene            complement(1716746..1717195)
                     /locus_tag="CH60_1606"
     CDS             complement(1716746..1717195)
                     /locus_tag="CH60_1606"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12493.1"
                     /translation="MNKYNSVFLLVTLSAAIISFNTRAAEHGMITLNQNSGNLQPISP
                     LVLLAAENGVLPSFEVQHLANSYNRYGNKVKIEFTMSSEQLINYYIYITNSTGVNYYE
                     TSGFINNSQKNINLEIEDIPLGNYNLVINAYNNDQNSMIKRYQIDIK"
     gene            complement(1717647..1718207)
                     /locus_tag="CH60_1607"
     CDS             complement(1717647..1718207)
                     /locus_tag="CH60_1607"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK11283.1"
                     /translation="MKIIYITFASAVLFNSPSLAYNPLFSSFPPIYWVYNSPTATTWL
                     KLENQFNPLYLMTSSFWFTQHGNSAQQLTNLALITSNGAVSGNFSIEGVQTNYWLDRG
                     QGQIEITATTHEHLLITAYLFDVNGQEKAQTATLINNRTKNLILLLDNIVAGNYRLVI
                     KALATDHQTAIKTFHITLADIVPQTR"
     gene            1719220..1719444
                     /locus_tag="CH60_1608"
     CDS             1719220..1719444
                     /locus_tag="CH60_1608"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14231.1"
                     /translation="MMMLTVWDQQPLKKALCSQQVLFLCPENPQLGWGFSKAFSFGSV
                     IKTPFDLLKQFAVWQLQMFNKKSKGGPNEG"
     gene            1719434..1719892
                     /locus_tag="CH60_1609"
     CDS             1719434..1719892
                     /locus_tag="CH60_1609"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12987.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1720113..1721549
                     /locus_tag="CH60_1610"
     CDS             1720113..1721549
                     /locus_tag="CH60_1610"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK13947.1"
                     /translation="MISLKRWRLFPRSLRQLVLMAFLLVLLPLLVLAYQAYQSLDHLS
                     TQAADINRTTLADARRSEAMTSVALEMERSYRQYCVLDDATLATLYQHQRKQYTQMLV
                     AHAPILPDARYYQTLQGLLNQLTDIKCKNSGPDKEASILLEQFSRSNAEMVQATRDVI
                     FSRGQQLQKDIAERGQFFGWQSLLLFLVSVLLVVLFTRMIIGPVKGIERMINRLGEGR
                     SLGNTALFKGPRELRSLAQRIIWLSERLAWLESQRHEFLRHISHELKTPLASMREGTE
                     LLADEVAGPLTQDQQEVVAILDHSSRHLQQLIEQLLDYNRKLADGPGEPEHVDLAEMV
                     GNVISAHSLPARAKMIRTETELDARICWAEPTLLMRVLDNLYSNAVHYGEESGTIWIC
                     SRQVNDRVQIDVANTGAPIPTSEEIMIFEPFFQGSHQRKGAVKGSGLGLSIAQDCIRR
                     MQGDLQLVTVDYAAVCFRIELPLTAENE"
     gene            1721553..1722620
                     /locus_tag="CH60_1611"
     CDS             1721553..1722620
                     /locus_tag="CH60_1611"
                     /codon_start=1
                     /transl_table=11
                     /product="yfhG lipofamily protein"
                     /protein_id="AJK13127.1"
                     /translation="MYKWSIRCVIKKTVSLSYPISSGVVKQTGLSGRGIFWGALLLTP
                     LLLTGCTDNRAANRFSQAVQLVIPETKIVDYRTLSCDVLWGLDDKETLENSLYWLRSM
                     DCAERLGSPQARAMAKTLPVTTWSSAFKQGILIGSAEPSMAERRQVVERLNSYSQTFP
                     VAVRPLIQLWREQQVLRIALAEERIRYQRLQDESDAQIDRLRENQVRLQYNLLDTTRK
                     LENLTDIERQLSSRKQLQNEIPETDAEAKSAAEAKSAENQPAAAKPAESKPAETKPAE
                     TKPTDTKPTEAQPVAPKSTGVKPAETKPEAVQPGSKSAPPVVEKPAEPHTPPVVWPAD
                     VPPASNKESHDTTQTGQSTAG"
     gene            1722583..1723920
                     /locus_tag="CH60_1612"
     CDS             1722583..1723920
                     /locus_tag="CH60_1612"
                     /note="[T] COG2204 Response regulator containing CheY-like
                     receiver, AAA-type ATPase, and DNA-binding domains"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AJK14302.1"
                     /translation="MTPRKPANLLLVDDDPSLLKLLGMRLTSEGFNVTTAESGHEALR
                     LLMREKIDIVISDLRMDEMDGMALFAEIQKYQPGMPVIILTAHGSIPDAVAATQQGVF
                     SFLTKPVDRDALYKAIDAALELSIPAGDDTWREEIVTRSPVMLRLLEQAKMVAQSDVS
                     VLINGQSGTGKEVLAQAIHAASPRAKKAFIAINCGALPEQLLESELFGHAKGAFTGAV
                     SSREGLFQAAEGGTLFLDEIGDMPLSLQVKLLRVLQERKVRPLGSNRDLSINVRVISA
                     THRDLPKAMAKNEFREDLYYRLNVVNLKIPALHERAEDIPLLANHLLRESAKRHKPFV
                     RSFSNDAMKRLMTASWPGNVRQLVNVIEQCVALTSAPVISEALVEQALEGENTVLPTF
                     VEARNQFELNYLRKLLQIAKGNVTQAARMAGRNRTEFYKLLSRHELDANDFKE"
     gene            1724080..1725702
                     /gene="nadE"
                     /locus_tag="CH60_1613"
     CDS             1724080..1725702
                     /gene="nadE"
                     /locus_tag="CH60_1613"
                     /EC_number="6.3.1.5"
                     /note="nadE: NAD+ synthetase;
                     [H] COG0171 NAD synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD+ synthetase"
                     /protein_id="AJK11098.1"
                     /translation="MSRSLSIALAQLNWLVGDIEGNTERMLQTLNEQQKAGADLVMFS
                     ELALSGYPPEDLLYRDDFYQRCEVQLERLQAATPHIAVLVGHPWREGDKLYNALSLFA
                     QGKLLGRYFKQQLPNYGVFDEKRYFSAGHQSCVVELKGYRLGLLICEDLWLDGPIDAV
                     KAAGAEVVLSINASPYNREKPYIRKTLMAAHCQRTGLPLVYLNQIGGQDELIFDGCSK
                     VFDAAGNMTHRLAAFAEQTTLLQLNECNVIPMTAPVAELPPLAQVYEALVLAVRDYVT
                     KNGFNGAVLGLSGGIDSALTLAIAVDALGKDKVQALMMPFRYTADISIADAKEEAEIL
                     GVKFDVMSIEPMFDAFMGQLAPMFADTGRDTTEENLQARCRGVVLMALSNKRRSIVLT
                     TGNKSEMAVGYATLYGDMAGGFDVLKDVPKTLVFKLAEYRNTVSYVIPQRVITRPPSA
                     ELAPDQKDEDSLPPYDILDAILEGYVEQDKSVAELVADGFDEAIVRKVIRLVDINEYK
                     RRQSAVGPRITARSFGKDRRYPITSGFGRKNW"
     gene            1725717..1726055
                     /gene="glnB"
                     /locus_tag="CH60_1614"
     CDS             1725717..1726055
                     /gene="glnB"
                     /locus_tag="CH60_1614"
                     /note="[E] COG0347 Nitrogen regulatory protein PII"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrogen regulatory protein P-II"
                     /protein_id="AJK14197.1"
                     /translation="MKKIDAIIKPFKLDDVREALAEVGITGMTVTEVKGFGRQKGHTE
                     LYRGAEYMVDFLPKVKIEIVVADDIVDTCVEAIMQTAQTGKIGDGKIFVFDVSRVVRI
                     RTGEQDEEAI"
     gene            complement(1726224..1727124)
                     /locus_tag="CH60_1615"
                     /note="hypothetical protein"
                     /pseudo
     gene            complement(1727588..1728778)
                     /locus_tag="CH60_1617"
     CDS             complement(1727588..1728778)
                     /locus_tag="CH60_1617"
                     /note="[C] COG1018 Flavodoxin reductases (ferredoxin-NADPH
                     reductases) family 1"
                     /codon_start=1
                     /transl_table=11
                     /product="globin family protein"
                     /protein_id="AJK13941.1"
                     /translation="MLDTQTIAIVKSTIPLLAATGPKLTAHFYERMFKHHPELKNIFN
                     MSNQSSGDQREALFNAICAYATNIENLAALLPTVERIAQKHTSLNIQPEHYPIVGEHL
                     IATLDELFSPGQAVLDAWAKAYGVLADVFIQRESQIYQQSETETGGWRTLRRFRIIKK
                     EQQSEVICSFVLAPEDGGQVLHYKPGQYLGIYIEHESLEFQEIRQYSLTTAPNGKTYR
                     IAVKREEQGTVSNLLHRELNEGDIVRIAPPRGDFFLDVSPDTPVALISAGVGQTPMLS
                     MLNTLYSQQHAAPVHWLHAAENGRVHAFADEVSAIAAKMPNLSRHVWYREPDLQDKHG
                     EDYHSQGLMDLSSYQWLADDPKRHYYFCGPLPFMQFIGRQLLAQGIAPEQIHYECFGP
                     HKVI"
     gene            1729319..1730572
                     /locus_tag="CH60_1618"
     CDS             1729319..1730572
                     /locus_tag="CH60_1618"
                     /note="[E] COG0112 Glycine/serine
                     hydroxymethyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK14344.1"
                     /translation="MLKREMNIADYDADLWRAMEQEVVRQEEHIELIASENYTSPRVM
                     QAQGSQLTNKYAEGYPGKRYYGGCEYVDVVEQLAIDRAKALFGADYANVQPHSGSQAN
                     VAVYSALLKPGDTVLGMNLAHGGHLTHGSPVNFSGKLYNIVPYGIDESGQIDYEDLAR
                     QAEIHKPKMIIGGFSAYSGIVDWAKMREIADSIDAWFFVDMAHVAGLVAAGVYPNPVP
                     HAHIVTTTTHKTLAGPRGGLILAKGGDEDLYKKLNSSVFPGNQGGPLMHVIAGKAVAL
                     KEAMEPEFKIYQQQVAKNAKAMVAVFLERGYKVVSGGTDNHLFLLDLVDKDITGKDAD
                     AALGRANITVNKNSVPNDPKSPFVTSGVRIGSPAITRRGFKEAESRELAGWMCDVLDN
                     INDEATIERVKQKVLAICARLPVYA"
     gene            1731025..1731564
                     /gene="ail"
                     /locus_tag="CH60_1619"
     CDS             1731025..1731564
                     /gene="ail"
                     /locus_tag="CH60_1619"
                     /note="[M] COG3637 Opacity protein and related surface
                     antigens"
                     /codon_start=1
                     /transl_table=11
                     /product="attachment invasion locus protein"
                     /protein_id="AJK10783.1"
                     /translation="MNKTLLVSSLIACLSIASVNVYAEGESSISIGYAQSRVKEDGYK
                     LDKNPRGFNLKYRYEFNNDWGVIGSFAQTRRGVEESVDGFKLIDGDFKYYSVTAGPVF
                     RINEYVSLYGLLGAGHGKAKVSSIFGQSESRSKTSLAYGAGLQFNPHPNFVIDASYEY
                     SKLDDVKVGTWMLGAGYRF"
     gene            1731934..1733091
                     /locus_tag="CH60_1621"
     CDS             1731934..1733091
                     /locus_tag="CH60_1621"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="lacY proton/sugar symporter family protein"
                     /protein_id="AJK12003.1"
                     /translation="MVLQSTRWLSLSYFTYFFSYGIFLPFWGLWLEGEGIPPETIGIL
                     LGAGLLSRFLGSLIIAPRVKDPSHLVTAIRILALLTLAFAVGFWFGNGWAWLMVVIAG
                     FNLFFGPLVPLTDALAATWQKQITMDYGKVRLWGSLAFVIGSALTGKLVSVWGHPAIL
                     YSLLFGVTAMLLGALLRPGVMPRGEVKHRNVAATPWKVLLSEPQVWRFLLCVTLLQGA
                     HAAYYSFSSIYWKDAGYSPATIGYLWSLGVVAEILVFAFSHILFRRWTARSLLLLSAV
                     SGIIRWSLMASTTELPWLIFIQILHCGSFTVCHLAAMRFISARSGADVIRLQSVYSAL
                     AMGGGIAVMTVISGFLFENYQSGVFWVMALIVIPALFIRPRVAANPNELAS"
     gene            complement(1733088..1734449)
                     /locus_tag="CH60_1620"
     CDS             complement(1733088..1734449)
                     /locus_tag="CH60_1620"
                     /note="[K] COG3711 Transcriptional antiterminator"
                     /codon_start=1
                     /transl_table=11
                     /product="PRD domain protein"
                     /protein_id="AJK11619.1"
                     /translation="MRLNTPFKPRLSDDQPLSGQQRRCHMLLMLFMPARKVQLDTISQ
                     FNGVDLATTRQDIAEVASEIQRFYHLELNASADDYYQINGSRLDKRLCLIHWLRRGLR
                     YCPHFIEHYFSPDLYQALAWNNGLLSSALRRSTLRQSTLRQSTLRQSILRQSTLRQIV
                     YQCEPHLNRQLSEKDRQFLQLYLAYCVWENQQHTVPQLSMTQQQWLEQKPARVAADHL
                     FNALNRLLIPPLGLIERDMLILMLTMIKAHHYHSTQSPEDARLIAAIKQLIHRFKRLS
                     GMHFSCDDSLVSQLFAHLAPAIERCYFNIGIDHSLPKDISKMYPRLLRTTQQALIKFE
                     QEYQIRFSIEEVILIAISFGAWLIQGNALQEKQILLLTHDNPILEAQVEQQIRELTLL
                     PLHIKYLSHDVYLQSGAPAGTAVVLTPYVLQSTESAPPLIQISFPLTEPQSIQLCRIL
                     ELP"
     gene            1734600..1735265
                     /locus_tag="CH60_1622"
     CDS             1734600..1735265
                     /locus_tag="CH60_1622"
                     /note="conserved hypothetical protein;
                     [R] COG3683 ABC-type uncharacterized transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12704.1"
                     /translation="MLHYNGFITVSRLITLLLTGAAMIYSQLAQAHPHSFIDMKTTFI
                     NEKQMLVGMKMVWTMDEITSSDLLYDAENAKSDSEIWKKLAAEVMANVLGQHYFTDIY
                     RDGQPVKYKNLPTEYHLSRQGHQAVLSFVLPLAEPQPLVGKPFIISTYDPTYFVDMAY
                     ADQKALSLSAEMEKNCKLTLMTPNPDASLQAYALSLDKSDSPGDDMELGKQFAQQVTL
                     QCQ"
     gene            1735256..1736278
                     /locus_tag="CH60_1623"
     CDS             1735256..1736278
                     /locus_tag="CH60_1623"
                     /note="[R] COG2215 ABC-type uncharacterized transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity nickel-transport family protein"
                     /protein_id="AJK12322.1"
                     /translation="MSVVIAPIPRPKQRHWLINLWPLLLFLLILASAGYVSWLYWPEL
                     LFKTVAWQKSVHQQMAQLLQQVKAEPHQAGWVLMLFSLIYGVLHAVGPGHGKVVIVTY
                     LATHPARLKSSLKLTFAASILQGSVAILLVTLLLGVWQLSSRYLHQSSFWLEKGSFLL
                     VIGLGMLLCFRAVKRIYRQINALKPQKMTFQQIQPLPANHVHSDNCGCGHRHLPSDKE
                     LQAGGDWRTRLTIVLAMGMRPCSGAIMVLLFSKVIGVYWWGILSAMAMALGTSLTISL
                     LALFVHYARRLAVYLSRKRAPAAWGEIAWATLALTGGIILLFAGVLFYLSSQPEMVGA
                     VRPFGR"
     gene            complement(1736377..1737180)
                     /gene="suhB"
                     /locus_tag="CH60_1624"
     CDS             complement(1736377..1737180)
                     /gene="suhB"
                     /locus_tag="CH60_1624"
                     /EC_number="3.1.3.25"
                     /note="[G] COG0483 Archaeal fructose-1,6-bisphosphatase
                     and related enzymes of inositol monophosphatase family"
                     /codon_start=1
                     /transl_table=11
                     /product="inositol-1-monophosphatase"
                     /protein_id="AJK12036.1"
                     /translation="MHPMLTIAIRAARKAGNLIAKNYETPDAVEASQKGSNDFVTNVD
                     RDAEHLIIDVIRKSYPKHTIISEECGELVGEDDDVQWVIDPLDGTTNFIKRLPHFAVS
                     IAVRIKGRTEVAVVYDPMRNELFTASRGQGAQLNGYRLRGTNAKDLDGTILATGFPFK
                     VKQHAPAYIRVVGKLFEQCADFRRTGSAALDLAYVAAGRVDGFFEIGLKPWDFAGGEL
                     LVRESGGIVTDFAGGHNHFSSGNIVAGNPRIVKSIVQAMSNEISDALKR"
     gene            1737299..1738072
                     /locus_tag="CH60_1625"
     CDS             1737299..1738072
                     /locus_tag="CH60_1625"
                     /note="rRNA_methyl_1: RNA methyltransferase, TrmH, group 1
                     family protein;
                     [J] COG0565 rRNA methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA methyltransferase, TrmH, group 1 family
                     protein"
                     /protein_id="AJK13339.1"
                     /translation="MLHNIRIVLVETSHTGNMGSTARAMKTMGLTNLYLVNPLVKPDS
                     QAIALSAGASDVIGKATIVDTLDEALAGCSLVVGTSARSRTLPWPMLEPRECGVRSAR
                     EAEHAPVALVFGRERVGLTNDELQKCHYHVAIPANPEYSSLNLAMAVQILAYEVRVAY
                     LDRQQANAPVEEEEEAPYPLVDDLERFYQHLEQVLSHSGFIRQAHPGQIMSKLRRLFT
                     RARPEAQELNILRGMLTSIEKQDKYPQRGTGDTAGKSKD"
     gene            1738228..1738722
                     /gene="iscR"
                     /locus_tag="CH60_1626"
     CDS             1738228..1738722
                     /gene="iscR"
                     /locus_tag="CH60_1626"
                     /note="iscR: iron-sulfur cluster assembly transcription
                     factor IscR;
                     [K] COG1959 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster assembly transcription
                     factor IscR"
                     /protein_id="AJK12268.1"
                     /translation="MRLTSKGRYAVTAMLDVALHSQDGPVPLADISERQGISLSYLEQ
                     LFSRLRKNGLVASVRGPGGGYLLGKDASAIAVGAVITAVDESVDATRCQGKEGCQGGN
                     RCLTHTLWRDLSERISSFLNNITLAELVNNQDILEVADRQNNDTRRTANGRPQETINV
                     NLRA"
     gene            1738776..1740005
                     /gene="iscS"
                     /locus_tag="CH60_1627"
     CDS             1738776..1740005
                     /gene="iscS"
                     /locus_tag="CH60_1627"
                     /EC_number="2.8.1.7"
                     /note="iscS: cysteine desulfurase IscS;
                     [E] COG1104 Cysteine sulfinate desulfinase/cysteine
                     desulfurase and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfurase IscS"
                     /protein_id="AJK10754.1"
                     /translation="MTESKVKTPIYLDYAATTPVDPRVAEKMMQYLTLDGIFGNPASR
                     SHKFGWQAEEAVDIARNDVAALVGADPREIVFTSGATESDNLAIKGAANFYQKKGKHI
                     ITCKTEHKAVLDSCRQLEREGFEVTYLAPQPNGIIDLKQLEATMREDTILVSIMHVNN
                     EIGVVQDIAEIGEMCRSRGIIFHVDATQSVGKLPIDLSKLKVDLMSFSAHKVYGPMGI
                     GALFVRRKPRIRIEAQQHGGGHERGMRSGTLPVHQIVGMGEAYRIAKEEMESEAARLR
                     SLRLRLWNGIKDIEEVYLNGSLENGAPGILNVSFNYVEGESLIMALKDLAVSSGSACT
                     SASLEPSYVLRALGMNDELAHSSIRFSLGRFTTEEEIDYAIALVHKSIGRLRDLSPLW
                     DMFKQGVDISSIEWSHH"
     gene            1740036..1740422
                     /gene="nifU"
                     /locus_tag="CH60_1628"
     CDS             1740036..1740422
                     /gene="nifU"
                     /locus_tag="CH60_1628"
                     /note="[C] COG0822 NifU homolog involved in Fe-S cluster
                     formation"
                     /codon_start=1
                     /transl_table=11
                     /product="nifU-like protein"
                     /protein_id="AJK12026.1"
                     /translation="MAYSEKVIDHYENPRNVGSFDSQDPTIGSGMVGAPACGDVMKLQ
                     IKVNEAGIIEDARFKTYGCGSAIASSSLVTEWMKGKSLDQAEAIKNTQIAEELELPPV
                     KIHCSILAEDAIKAAIADYKSKHTAK"
     gene            1740692..1741015
                     /gene="iscA"
                     /locus_tag="CH60_1629"
     CDS             1740692..1741015
                     /gene="iscA"
                     /locus_tag="CH60_1629"
                     /note="iscA: iron-sulfur cluster assembly protein IscA;
                     [S] COG0316 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster assembly protein IscA"
                     /protein_id="AJK11652.1"
                     /translation="MSISISDSAAQRVSAFLNHRGKGLGLRLGVRTSGCSGMAYVLEF
                     VDEINDDDIVFEDKGVKVIIDGKSMVYLDGTELDFVKEGLNEGFKFNNPNVSNECGCG
                     ESFNV"
     gene            1741126..1741650
                     /gene="hscB"
                     /locus_tag="CH60_1630"
     CDS             1741126..1741650
                     /gene="hscB"
                     /locus_tag="CH60_1630"
                     /note="hscB: Fe-S protein assembly co-chaperone HscB;
                     [O] COG1076 DnaJ-domain-containing proteins 1"
                     /codon_start=1
                     /transl_table=11
                     /product="Fe-S protein assembly co-chaperone HscB"
                     /protein_id="AJK11270.1"
                     /translation="MDYFTLFGLPARYLIDGNQLTTRYQELQRQFHPDRFATQPERER
                     LASMQQAATINDAYQTLKHPLKRAEYMLSLQGFDLGNEQHTMRDTAFLMEQLELREEL
                     DAIERKPDAETLLAEFSRRVAQMTTTRTQQMVEQLDAQLWVQAADTVRKLRFLDKLQQ
                     QVEQLEERLFDDFA"
     gene            1741893..1743845
                     /gene="hscA"
                     /locus_tag="CH60_1631"
     CDS             1741893..1743845
                     /gene="hscA"
                     /locus_tag="CH60_1631"
                     /note="hscA: Fe-S protein assembly chaperone HscA;
                     [O] COG0443 Molecular chaperone"
                     /codon_start=1
                     /transl_table=11
                     /product="Fe-S protein assembly chaperone HscA"
                     /protein_id="AJK12665.1"
                     /translation="MALLQISEPGLTAAPHQRRLAAGIDLGTTNSLVATVRSGKAQTL
                     ADEQLADEQLIADEQLIAGEQLIAGQQLIAGQQLINEKQRDLLPSVVHYHPQGIDVGW
                     KARNLAALDPVNTISSVKRMMGRSLADIVQRYPNLPYQFHASENGLPMIQTARGLVNP
                     VQVSAEILKTLAQRAQAALAGELDGVVITVPAYFDDAQRQGTKDAARLAGLHVLRLLN
                     EPTAAAIAYGLDSGQEGVIAVYDLGGGTFDISILRLSRGVFEVLATGGDSALGGDDFD
                     HLLADWLREQAGVATRDDHGIQRQLLDTAIAAKIALSEAETAVVSVAGWQGEVTREQL
                     ESLIAPQVKRTLMACRRALKDAGVTADEILEVVMVGGSTRVPLVREQVGQFFGRTPLT
                     SIDPDKVVAIGAAIQADILVGNKPDSDMLLLDVIPLSLGLETMGGLVEKVIPRNTTIP
                     AARAQEFTTFKDGQSAMMIHVLQGERELVKDCRSLARFTLRGLPPLPAGGAHIRVTFQ
                     VDADGLLSVTAMEKSTGVEASIQVKPSYGLSDDEIANMIKDSMANAQSDITARKLAEQ
                     RVDAARVLESLQGALAEDAALLSEQESAAIAQAVALLQQQMQGSDPQAIEAAIKALDA
                     QTQDFAARRMDASIRRALAGHSVDEV"
     gene            1743848..1744183
                     /gene="fdx"
                     /locus_tag="CH60_1632"
     CDS             1743848..1744183
                     /gene="fdx"
                     /locus_tag="CH60_1632"
                     /note="fdx_isc: ferredoxin, 2Fe-2S type, ISC system;
                     [C] COG0633 Ferredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="ferredoxin, 2Fe-2S type, ISC system"
                     /protein_id="AJK12360.1"
                     /translation="MPKIVFLPHKDLCPDGAVLEAIQGETILDVALRHGIDIEHACEK
                     SCACTTCHCVVREGFDSLPESSELEDDMLDKAWGLEPESRLSCQARVTDEDLVVEIPR
                     YTINHAREH"
     gene            1744213..1744413
                     /gene="iscX"
                     /locus_tag="CH60_1633"
     CDS             1744213..1744413
                     /gene="iscX"
                     /locus_tag="CH60_1633"
                     /note="iscX_yfhJ: FeS assembly protein IscX;
                     [S] COG2975 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly protein IscX"
                     /protein_id="AJK13655.1"
                     /translation="MSLTWQDTREIAEALYERFPDTDPKTVRFTDMHQWICELDGFDD
                     DPQRSNEKVLEAILLVWLDEFE"
     gene            1744553..1745851
                     /locus_tag="CH60_1634"
     CDS             1744553..1745851
                     /locus_tag="CH60_1634"
                     /note="[E] COG0260 Leucyl aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase family protein"
                     /protein_id="AJK10995.1"
                     /translation="MTTEIMQISLSHNPADARWGEKALISTNDQGVTIHLTSHDQLGG
                     IQRAARKIDGQGIKQVKLAGEGWGLEQSWAFWQGFRGPKGQRSVVWAELPANEKTELE
                     QRLKIIDWVRDTINAPAEDLGPEQLAKNAIDLLCAVSCDAVSYRITKGEDLREQNYAG
                     IYTVGRGSDRAPVLLALDYNPTGNPDAPVMACLVGKGITFDSGGYSLKQSAFMDSMKS
                     DMGGAATLTGALALAAARGLKERVKLYLCCADNMVSGNAFKLGDIIRYRNGKTVEIMN
                     TDAEGRLVLADGLIDASEQNAPLIIDAATLTGAAKTALGNDYHALFSFDDELAQALLN
                     SAHSEHELFWRLPLAEFHRSQLPSNFAELNNVAGGAYSAGASTAAAFLSHFVKNYQQG
                     WLHIDCSATYRKSAVDQWSAGATGLGVRTVANLLLAQAKQ"
     gene            1745930..1746883
                     /locus_tag="CH60_1635"
     CDS             1745930..1746883
                     /locus_tag="CH60_1635"
                     /note="sseB C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12838.1"
                     /translation="MSFPPPSIDDKHAIDDSPAADDNHTADDNSAADERHEHHHHDEH
                     GEDLESLLKLAATASIHRTAFFRVLLDATVLVLVGDSEQGSDDGEMSFTTANGVNILH
                     WEKQDGESVIPFFTSVEVLQQALEQTDGETIGSEKQPFVAMPVRVLFEMTQGAHLFLN
                     PKSEYGKEFWPEEVAMLLKNGGLVQPAEMVVDKESQILLGQPEEYPSAMVDALIQLFS
                     QRKPVRRAFLALMHDKSVDEKPNLLIGLEVDGTANEVDQLIQEAGNVASDHAPDGGPV
                     DFCLVSEKERGVSHYLTTHTQAFYQRKWGSWLRNVIPSTNH"
     gene            complement(1747221..1747541)
                     /locus_tag="CH60_1636"
     CDS             complement(1747221..1747541)
                     /locus_tag="CH60_1636"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK13587.1"
                     /translation="MFRHTWQLSAFSSGKSAVKLSNGMVAQSSSTRSMIGTLGVNAGY
                     RFVLKNGVEMKPYVSASVDHEFAANNKFRVNQEMFDNNLNGTRVNTGAGLNVNITPNL
                     SVLK"
     gene            complement(1747507..1750665)
                     /locus_tag="CH60_1637"
     CDS             complement(1747507..1750665)
                     /locus_tag="CH60_1637"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK12887.1"
                     /translation="MKSRHHLNTRLLPLSILISALIPAAVLAAPSVAIPPPVQDLINQ
                     VQSYANAHVISPEQAETLIKRLTVTPEKLKEEEARVKQELAAVEKKQKEANTEIITTS
                     IEKDQFNKALNNKQKAKLAAETVFINANSKQNEAIKAVNKNWSLADENISTKLSVIVN
                     GESKTQAILAEKIKLTETANINQQEQVIKAQQLDTEIQKNQSELDDAINNKTTGTIVL
                     QEKLTQAETKLETAKNNPKSKLSLAEAKHKRTSKNLKNPKKQAKSEALRNQKDYEREL
                     KNLQTPITTATEELKVSQEKVEVLTQEKALISTKKIASDAITDNLQGEINRAQQAQLQ
                     AEQDAQQAKDATLAQQAMAKAAAAEKSLQEAEQKLAAIAVIAQEAEAKLTAAQRAKAD
                     AELQLADKMEQLANINLDLTALNNLDPKVISQQTLAKGEAQPVADGELAVATKVAGGE
                     QNITTGGVVLASVVTEDGVVNLSDSALAHDSQLINGTLNNTRAHDVNTQVGAQGKLLI
                     NGTQEAAATSEGATVAAGGSVTAGTNTLVTKMVSAGTVTGNDGALFTETTLNDGQFSL
                     NNGAIAKNTKVNGGQFNVNEGATAKDTEVSAGAVTGNDGALFTETTLNDGQFSLNNGA
                     IAQNTKVNGGQFNVNEGATAEGVTVKGGEFNLRARAQAMKLTIEFGEAQIAGTLTDVT
                     LRGGNTTLASTADVAGTIHSISGSALKVYQGAHTAQADLNLAGRVVLFADDVAPAAAL
                     PSRAVRAADNRLSAPFTFRRVNMSGGTLDLRNVKKAQLVMDSLAGNGTFKLGSMLQQD
                     ASAPVNVTGNADGDFILQIDGSGIDPTNLNVVSTGGGDARFTLTDGPIGLGNRVYNLV
                     KDASGKVTLVANESTVTPGTASILAVANTTPVIFNAELSSVQQRLDKQSTEANESGIW
                     GTYLHNNFAVKGRAANFDQTLNGITLGGDKATALADGVLSVGGFASASTSSIKTDYQS
                     KGNVDSHSFGAYAQYLANNGGYVNGVVKANKFNQDIHVTSADNSASGNTNFSGMGVAV
                     KAGKHINHNHLYVSPYVAIERL"
     gene            complement(1751223..1755707)
                     /locus_tag="CH60_1638"
     CDS             complement(1751223..1755707)
                     /locus_tag="CH60_1638"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK12944.1"
                     /translation="MKNSNTLNTRLLPLSILISSLVSGGAMAVSQIATTDTPAVTPIK
                     STLTGPFERNSAGTSFGSNVDVDVIDNTSTATRVIAETTPEAESTIGEATGQEGGNAT
                     AVIPPTTTPSEQEITEPEQPGLLDKIKDLLGLGEITQEQADALEKNVKTKVEKVDAQT
                     AAKLALESAQAEAQKAAEDALYLKTENVSYQAFAQTEEKIKKEADEAKKKQDKTKEDA
                     IKAVKVNNTPLVPGDKDIAEKVTKAVTDTTKVQGEKAVTLATKITDAKVAQEKKDANT
                     EALAEIDGRLISVSNALIQATGTDKGPLDQKLKEAQQAKTEQDGKELASGGYKELFEE
                     DKKTSGYFGIAENDNGSGQQEKLAEAKKNRDAYNKAAKKELDAIAKAQKAVEAIDAQI
                     VKLKKDKGDIEQEQSTEKGKTGGLDIALSGANDAKDAAQGEFDTAKNAAELAETAAKA
                     IEAAKITDKAVEDATAAYKEAADKAEQTKTALEAAEKAKEDADKLVVTNTGLLNDADQ
                     ALEQLVTAQNNAQPTLDLPAIDVTIAPAKTQDVIEGTSAIATQVAGGTQNVAKGGKAI
                     DSVITKDGIVNLAAGANAKGTEVTKGTLNNNGGVDTDTVVSTEGKLVLTGGSETAIAT
                     STGAKVAEGGVVTAGDHSVIEKMISSGNVTASGNNTIVRDTTINDGKLSLAGTATANN
                     TTFNGGIFSVEGDTAATKTNMTGGKFAVTGNAKIEETVVSAGDVSLADKATANNTTLT
                     GGTFAAAGDTAVSATNMTGGKFAVTGNATIKDTVLSASDFSLADKVTANNTTLTGGTF
                     TVAGDTAATKTKMTGGEFAVTGNAKIEDTVLNASDFSLADKATANNTTLTDGTFTVAG
                     DAAVTATNMSGGKFAVKGKAKIKDTQLSAGNFTLAENATANDTTLNGGKFDVSNEATA
                     TNTTINNGLFTLKDGAHADSTTVNSGTFVMADQSTANGIQLVDSAFTLASGAKASGIT
                     KLTGGQAQVAGSLESLSLTGGRADFANSAKASGLLDISADSQIIMNRGADTAQANLNL
                     AGRLELLASDVAQAVAQPVARAAMELSNARAVMPAPAMPVPAAAPVAHFALNDVVMTG
                     GTVDMSNAKNAQLTMASLNGTGNFNLGSVMQSDSVAPLNVSGDANGDFIIAMNSSGQA
                     PTNLNVVNTNGGDARFALANGPVALGNYMTNLAKDANGNFVLTADKSAMTPGTAGILA
                     VANTTPVIFNAELSSIQQRLDKQSTETNQSGMWGSYLNNNFAVKGRAANFDQKLNGMT
                     LGGDKATALADGVLSVGGFASYSSSDIKTDYQSKGKVDSHSFGAYAQYLANSGYYMNA
                     VVKNNQFSQDVNITSINGSASGVSNFSGMGIALKAGKHFNFNEAYVSPYVAMSAFSSG
                     KSNISLSNGMEAQSSSTRSAMGTLGVNAGYRFVMNNGAELKPYAIFAVDHEFAKNNQV
                     TVNQEVFDNNLSGTRVNTGAGMNVNITPNLSVGSEVKLSSGKDIKTPVTINLNVGYSF
                     "
     gene            1756423..1758844
                     /locus_tag="CH60_1639"
                     /note="beta/Gamma crystallin family protein;exotoxin A
                     binding family protein"
                     /pseudo
     gene            1759171..1759599
                     /locus_tag="CH60_1641"
     CDS             1759171..1759599
                     /locus_tag="CH60_1641"
                     /note="[F] COG0105 Nucleoside diphosphate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside diphosphate kinase family protein"
                     /protein_id="AJK14430.1"
                     /translation="MALERTFSIIKPNAVANNDIGAIYARFERAGFKIIAAKMLHLTK
                     EQAEGFYAEHKGRPFFDGLVEFMTSGPIMVQVLEGENAVQRHRDIMGATNPDNALAGT
                     LRADFSDSFTANAVHGSDAVESAQREIAYFFAADEIFPRS"
     gene            1759861..1761057
                     /gene="rlmN"
                     /locus_tag="CH60_1642"
     CDS             1759861..1761057
                     /gene="rlmN"
                     /locus_tag="CH60_1642"
                     /EC_number="2.1.1.192"
                     /note="rRNA_mod_RlmN: 23S rRNA
                     (adenine(2503)-C(2))-methyltransferase;
                     [R] COG0820 Predicted Fe-S-cluster redox enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="23S rRNA (adenine(2503)-C(2))-methyltransferase"
                     /protein_id="AJK12391.1"
                     /translation="MSEQLLTASTPIDAAPLSDNTVQTTAPATSKINLLDLNRQQMRE
                     FFAEMGEKPFRADQVMKWMYHYCYDDFEQMTDINKGLRAKLQRVAEIRAPEVAEEQRS
                     VDGTIKWAIKVGDQQVETVYIPEADRATLCVSSQVGCALECKFCSTAQQGFNRNLRVS
                     EIIGQVWRAAKIIGSLKSTGTRPITNVVMMGMGEPLLNLNNVVPAMDIMMDDFGFGLS
                     KRRVTLSTSGVVPALDKLGDMIDVALAISLHAPTDDIRDEIVPINRKYNIETFLAAVR
                     RYLDKSKANGGRVTVEYVMLDHINDSTEQAHQLAECLKDTPCKINLIPWNPFPGAPYG
                     RSSNSRVDRFSKVLMEYGFTTIVRKTRGDDIDAACGQLAGEVIDRTKRTLKKKMAGEP
                     IAIKTV"
     gene            1761211..1761960
                     /gene="pilF"
                     /locus_tag="CH60_1643"
     CDS             1761211..1761960
                     /gene="pilF"
                     /locus_tag="CH60_1643"
                     /note="type_IV_pilW: type IV pilus biogenesis/stability
                     protein PilW;
                     [NU] COG3063 Tfp pilus assembly protein PilF"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV pilus biogenesis/stability protein PilW"
                     /protein_id="AJK11615.1"
                     /translation="MKLTKLWRVCLVVSVLTGCSGTPPENTSQAVAGQTRLQLGLAYL
                     AQGDLTAARKNLEKAVEADPQDYRTQLGMAFYAQRIGENSAAEQRYQQAMKLAPGNGT
                     VLNNYGAFLCSLGQYVSAQQQFSAAALLPDYGQVADSLENAGYCFLRANQDKQARVLL
                     SRALKYDPDKGEPLLAEAQRHFGEGNRAQAQLLLDVYQHTLPASAESLWLQIRFAALA
                     GRQDSVQRYGKQLARSFPQSKQYQHFLANEY"
     gene            1761950..1762987
                     /locus_tag="CH60_1644"
     CDS             1761950..1762987
                     /locus_tag="CH60_1644"
                     /note="[S] COG1426 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13507.1"
                     /translation="MNTEASQDQTVTETPGVRLRQARESLGLTQQTVAERLCLKVSTI
                     RDIEEDNAQANLASTFHRGYIRSYAKLVHLPEDELLPILEKQAPVRAAKVAPMQSFSL
                     GKKHKKRDGWLMSFTWLIVLVVLGLTGAWWWQNHQAQQAEIANMVDQSSAQLSQNGGQ
                     PVPLTDDNSDAIAPTDAPAPVANGQPVPLTNHSGSAITNSATTSSVPKTTSTEPVDTA
                     NTNTTMHQEGAASAAVSPSQVPQPGMPTGQPPLPTADAGVSGSASSVGALVMNFTADC
                     WLQVVDATGKTLFSGIQKGGAVLNLAGKAPYKLTIGAPGALTISYQGNPVDLSKFIKA
                     NRVARLTVCVE"
     gene            1763049..1764176
                     /gene="ispG"
                     /locus_tag="CH60_1645"
     CDS             1763049..1764176
                     /gene="ispG"
                     /locus_tag="CH60_1645"
                     /EC_number="1.17.7.1"
                     /note="ispG_gcpE: 4-hydroxy-3-methylbut-2-en-1-yl
                     diphosphate synthase;
                     [I] COG0821 Enzyme involved in the deoxyxylulose pathway
                     of isoprenoid biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-3-methylbut-2-en-1-yl diphosphate
                     synthase"
                     /protein_id="AJK12636.1"
                     /translation="MHNGSPIIRRKSTRIYVGKVPIGDGAPIAVQSMTNTKTTDVDAT
                     VAQIKALERVGVDIVRVSIPTMDAAEAFKLIKQQSTVPLVADIHFDYRIALKVAEYGV
                     DCLRINPGNIGNESRIREVVACARDYNIPIRIGINGGSLEKDIQEKYGEPTPEALLES
                     AMRHVDILDRLNFDQFKVSVKASDVFLAVNSYRLLAKQINNPLHLGITEAGGARSGSV
                     KSAIGLGLLLSEGIGDTLRISLAADPVEEVKVGFDILKSLRIRARGINFIACPTCSRQ
                     EFDVIGTVNALEQRLEDLITPMDVSIIGCVVNGPGEALVSTIGVTGARNHSGFYEDGV
                     RQKERFDNKAMIDQLEAKIRAKASILDANNRIVINQLDDNK"
     gene            1764385..1765659
                     /gene="hisS"
                     /locus_tag="CH60_1646"
     CDS             1764385..1765659
                     /gene="hisS"
                     /locus_tag="CH60_1646"
                     /EC_number="6.1.1.21"
                     /note="hisS: histidine--tRNA ligase;
                     [J] COG0124 Histidyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine--tRNA ligase"
                     /protein_id="AJK13050.1"
                     /translation="MAKNIQAIRGMNDYLPADTAIWQRIESILKQVLSGYGYSEIRMP
                     IVEQTPLFKRAIGEVTDVVEKEMYTFDDRNGESLTLRPEGTAGCVRAGIEHGLLYNQE
                     QRLWYIGPMFRYERPQKGRYRQFHQLGAEVFGLPGPDIDAELILLTARWWRALGIFEH
                     VKLELNSIGSLAARADYREALVAFLEQHVEVLDEDCKRRMYSNPLRVLDSKNPDVQQL
                     LDDAPKLSDYLDEESKQHFAGLCELLDKASIPYTVNERLVRGLDYYNRTVFEWVTHSL
                     GAQGTVCAGGRYDGLVEQLGGRATPAVGFAMGLERLVLLVQAVNADFQVPATVDAYVI
                     SSGEGAQSAAMLLAESLRDALPTLKIMTNYGGGNVKKQFTRADKWGARVALMLGESEV
                     AAQQVVVKDLRNGEQETLAQADVAARLALMLG"
     gene            1765673..1766308
                     /locus_tag="CH60_1647"
     CDS             1765673..1766308
                     /locus_tag="CH60_1647"
                     /note="[S] COG2976 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AJK13332.1"
                     /translation="MEVYTTENDQVDAVRRFFSENGKALAVGVVLGIGALVGWRYWQG
                     NQNTAMTEASSAYQKVSTALSTNSAGNVSADSIALAEKFVQSNKNNYGVLVGLELAHD
                     FVEQNAFDKAAQQLSQALGQTKDENLLSLINLRLARVQLQLKKPDEALKTLDAVQGDG
                     WTAMAQDVRGDALLSKGDTAGARAAYSKAIESNASQALQALLRMKLNNLSS"
     gene            1766320..1767501
                     /gene="yfgL"
                     /locus_tag="CH60_1648"
     CDS             1766320..1767501
                     /gene="yfgL"
                     /locus_tag="CH60_1648"
                     /note="assembly_YfgL: outer membrane assembly lipoprotein
                     YfgL;
                     [S] COG1520 FOG: WD40-like repeat"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane assembly lipoprotein YfgL"
                     /protein_id="AJK11220.1"
                     /translation="MQLRKTLLVGLVSVALLSGCSLFNSEEDVVTMSPLPKVENQFSP
                     TKVWSTSVGSGVGDYYSHLRPAWQGTSVFAADRKGLVKAMDADTGKQIWQTDLSEKTN
                     FLSSNHSAMLSGGVTASGSHVYVGSEKAVVYALNAYDGQVAWQTVVAGEALSRPVVSD
                     GVVLIHTSNGMLQALNESDGAIKWTLNLDTPALSLRGESAPAVAFGAAIVGGDNGRVS
                     AVMMEQGQLIWQQRISQVTGATEIDRLNDIDITPVVVDGVVYALAYNGNLTALDLRSG
                     QILWKREIGSVNDFIVDAGRIYLVDQNDRIIALKSDGGVTLWSQSDLLHRNLTAPVMY
                     NGYLVVGDAEGYLHWVNTDDGRFVAQQSVDSSGFLSAPVVASDKLLIQARSGTVYAFT
                     R"
     gene            1767649..1769136
                     /gene="engA"
                     /locus_tag="CH60_1649"
     CDS             1767649..1769136
                     /gene="engA"
                     /locus_tag="CH60_1649"
                     /note="GTPase_EngA: ribosome-associated GTPase EngA;
                     [R] COG1160 Predicted GTPases"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-associated GTPase EngA"
                     /protein_id="AJK10845.1"
                     /translation="MIPVIALVGRPNVGKSTLFNRLTHTRDALVADFPGLTRDRKYGR
                     AEVEGHEFIVVDTGGIDGTEDGVETKMAGQSLLAIEEADIVLFMVDARAGLMPADQGI
                     AQHLRSREKATFLVANKTDGIDPDTATADFYSLGLGEVHAIAASHGRGVTQLIEDVMA
                     PYMDAEEPEVELTEEEENAAYWAEQEAQGEDVPPEDPEDDFDPRTLPIKLAIVGRPNV
                     GKSTLTNRILGEDRVVVYDMPGTTRDSIYIPMTRDDREYILIDTAGVRKRGKITETVE
                     KFSVIKTLQAIEDSNVVLLVIDARDGISDQDLSLLGFILNSGRSLVIAVNKWDGMTEE
                     ARAQVKDMLDLRLGFVDFARIHFISALHGSGVGNLFESVQEAYDCSTKRVGTSLLTRI
                     MQMAEEDHQPPLVRGRRVKLKYAHAGGYNPPIVVIHGNQVTDLSDSYKRYLMNYFRRS
                     LKVMGTPIRIQFKEGENPFAGKRNPLTPNQMRKRKRLMSHLKKGK"
     gene            1769483..1770439
                     /locus_tag="CH60_1650"
     CDS             1769483..1770439
                     /locus_tag="CH60_1650"
                     /note="[R] COG0679 Predicted permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane transport family protein"
                     /protein_id="AJK11552.1"
                     /translation="MSWETWSFAFSVTVPNLLMMLLGVLLRRCRLIDDNFCDGATRLV
                     FNLALPCLLFFSVATNHVSLLDNLPLAIYGAGGTLLTFLLLEVAAKWLVKDPRERGVF
                     VQGGFRANTAIVGLAFAMTAYGAEGVAIGSMYLTVTVILFNTLSVITLTRSLQAGQGG
                     KISKLSLLRGIVTNPLIIGLVCGLLFAQTALSLPQVIVQTGSYISALALPLALLCTGA
                     SLDWHAMFRSSNVAALSSVAKLFLVPILMTLGGLLMGFRGATLGVIFLFSATPTAAGS
                     YVMTRAMGGNATLAANIIAITTVGSFFTTALGIYFLRSLGVM"
     gene            1770488..1770712
                     /locus_tag="CH60_1651"
     CDS             1770488..1770712
                     /locus_tag="CH60_1651"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-ribbons family protein"
                     /protein_id="AJK12087.1"
                     /translation="MDALCPVCQKAMTEVSGHFHCETCHGNYQQQAECPDCAQPLQVL
                     KACGAVDYFCQHGHGLISKRRVHFNYLPVS"
     gene            complement(1770813..1772192)
                     /gene="xseA"
                     /locus_tag="CH60_1652"
     CDS             complement(1770813..1772192)
                     /gene="xseA"
                     /locus_tag="CH60_1652"
                     /EC_number="3.1.11.6"
                     /note="xseA: exodeoxyribonuclease VII, large subunit;
                     [L] COG1570 Exonuclease VII, large subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease VII, large subunit"
                     /protein_id="AJK10874.1"
                     /translation="MSQSSASSIFTVSRLNQTVRELLEREMGQIWLTAEISNFSQPAS
                     GHWYFTLKDDRAQVRCAMFRNSNRRTTFRPQNGQQVLVRASITLYEPRGDYQLIAESM
                     QPAGDGLLQQQFEQLKQQLAAEGLFDQSHKQPLPHPAKQVGVITSASGAALHDVLHVL
                     QRRDPSLPVIIYPTSVQGVDAPLQIVRAIQLANLRAECDVLIVGRGGGSLEDLWSFND
                     ERVARAIFNSHIPIVSAVGHETDVTIADFVADLRAPTPSAAAELVSRNQIELVRQIQG
                     QQQRMEMAMDYYLAQRNQQFTRLEHRLQQQHPHLRLARQQTLLLKLQRRLEESAQTQI
                     RLLSKRTERLQQRLQQVQPQGQIHRYNQRVQQQEYRLRQAVERQLNGYRQRFGIACSQ
                     LEAVSPLATLARGYSVTQTPAGALLKTTKQVQAGDKLTTRLQDGWVESEITQVTVAKK
                     SRQKKVVTQ"
     gene            1772362..1773825
                     /gene="guaB"
                     /locus_tag="CH60_1653"
     CDS             1772362..1773825
                     /gene="guaB"
                     /locus_tag="CH60_1653"
                     /EC_number="1.1.1.205"
                     /note="IMP_dehydrog: inosine-5'-monophosphate
                     dehydrogenase;
                     [F] COG0516 IMP dehydrogenase/GMP reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-5'-monophosphate dehydrogenase"
                     /protein_id="AJK14200.1"
                     /translation="MLRIAKEALTFDDVLLVPAHSTVLPNTAELGTQLTATIRLNIPM
                     LSAAMDTVTESRLAIALAQEGGLGFIHKNMSIERQAEEVSRVKKHESGVVTEPQTVTP
                     TTTLRQVKELTARNGFAGYPVVTEDYELVGIITGRDVRFVTDLDQPVTAVMTPKERLV
                     TVKEGETREVVLQKMHEKRVEKVLVVDDSFHLRGMITVKDFQKAERKPNACKDEHGRL
                     RVGAAVGAGAGNEERIDALVAAGVDVLLIDSSHGHSEGVLQRIRETRAKYPNLQIVGG
                     NVATGAGAKALADAGVSAVKVGIGPGSICTTRIVTGVGVPQITAIADAVEALEGTGIP
                     VIADGGIRFSGDIAKAIAAGASCVMVGSMLAGTEESPGEIELYQGRSFKSYRGMGSLG
                     AMSKGSSDRYFQTDNAADKLVPEGIEGRVAYKGLLKEIVHQQMGGLRSCMGLTGCGTI
                     NELRTKAEFVRISGAGIQESHVHDVTITKESPNYRMM"
     gene            1774005..1775582
                     /gene="guaA"
                     /locus_tag="CH60_1654"
     CDS             1774005..1775582
                     /gene="guaA"
                     /locus_tag="CH60_1654"
                     /EC_number="6.3.5.2"
                     /note="guaA_Nterm: GMP synthase (glutamine-hydrolyzing),
                     N-terminal domain;
                     [F] COG0519 GMP synthase, PP-ATPase domain/subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="GMP synthase"
                     /protein_id="AJK13072.1"
                     /translation="MTKNIHKHRILILDFGSQYTQLLARRVREIGVYCELWAWDVTEA
                     QIREFNPSGIILSGSPESTIENGSPRAPDYVFTAGVPVLGVCYGMQTMAIQLGGKVES
                     SNQREFGYAQVEIKADSALIRDIKDAINPAGEAVLDVWMSHGDKVAEIPADFVTVAST
                     DTCPFAIMANEEKRFYGVQFHPEVTHTKQGLRLLERFVLGICGCEALWTSATIIEDAI
                     VRLREQIGDDHVILGLSGGVDSSVTAMLLHRAIGKRLTCVFVDNGLLRLNEADQVLEM
                     FGDKFGLNIVHVAAEDRFLSALTGVDEPEAKRKIIGRVFVELFDEEACKQEQVKWLAQ
                     GTIYPDVIESAASATGKAHVIKSHHNVGGLPKEMKLGLVEPLKELFKDEVRKIGLELG
                     LPYDMLYRHPFPGPGLGVRVLGEVKKEYCDLLRRADAIFIEELHKADLYNKVSQAFTV
                     FLPVRSVGVMGDGRKYDWVVSLRAVETVDFMTAHWAHLPYDFLGRVSNRIINEVNGIS
                     RVVYDISGKPPATIEWE"
     gene            1775957..1776415
                     /locus_tag="CH60_1655"
     CDS             1775957..1776415
                     /locus_tag="CH60_1655"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13717.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1776575..1777054)
                     /locus_tag="CH60_1656"
     CDS             complement(1776575..1777054)
                     /locus_tag="CH60_1656"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK11630.1"
                     /translation="MANLIYASIDGEKQGLISSGCSTLDSIGNRCQLGHEDQIYVYGF
                     DHNIARAQNVAHQPIIITKPIDKSSPLLGMSISNNEKLQIVLYMYRINSSGSLEVFYT
                     IKLKDAYISNISQHCPNALTHNDIQPYEIISISYKSIDWEHNISGTSGYSIWDERVY"
     gene            1777340..1777528
                     /locus_tag="CH60_1657"
     CDS             1777340..1777528
                     /locus_tag="CH60_1657"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12568.1"
                     /translation="MELENIILSSIFISGIIELIIKYFIRNRNESKKTNPPNVLNNLF
                     FISITQSHFTIFIIIFFC"
     gene            complement(1777540..1777935)
                     /locus_tag="CH60_1658"
     CDS             complement(1777540..1777935)
                     /locus_tag="CH60_1658"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13854.1"
                     /translation="MTNRLFNALLGVMLLLIITPMMLLVGSYVISLMRMEDEITFSSS
                     IFISLLSSPLVFYALAGSTCEFIFNKLPKSRKIVIKYLTMLAIASFIISLPVSFYVDY
                     KLKSNSYVVCDRISWMSPNTYVKDLSLCR"
     gene            complement(1777997..1778392)
                     /locus_tag="CH60_1659"
     CDS             complement(1777997..1778392)
                     /locus_tag="CH60_1659"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13240.1"
                     /translation="MKNRPFNILFGMIIFSVVLFMMYLVFLCLISLIRMEDKITFSSS
                     IVICLISSPLLFYATAGSVYIFVFNKEPKFNKMIVKYLTMLAIASFIMSFPISFYVDY
                     KLKSNGYVVCDKISWMSPNFYVRDLSLCR"
     gene            complement(1778456..1778851)
                     /locus_tag="CH60_1660"
     CDS             complement(1778456..1778851)
                     /locus_tag="CH60_1660"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11925.1"
                     /translation="MNNRLFKTLGAIIALLIFTPMIYLVSTYIISLIKMEDIIKFSGP
                     IFIAFLSSPILLYSLVGSVWFFIFNKLPKFNKFIIKYLSIPMFLSFIVSFPISLYVDY
                     KLKSNGYVVCDRISWMSPNTYVKDLSLCR"
     gene            complement(1778848..1779483)
                     /locus_tag="CH60_1661"
     CDS             complement(1778848..1779483)
                     /locus_tag="CH60_1661"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13551.1"
                     /translation="MFSVTDPISAYAGNIYDSRGVYDVIREFKRFSITATEYVGENGR
                     KYIHISGYAGLRRIITGTRYGASHPQMLSMGIGQQGLSSNIVKGLKFCILFSIGYRTI
                     EGIFKDEYTLAEFIGNITMDMAKIAIVAATSFIVGVLFTATVLAGGSIIVVAGVAFAV
                     GFVATAILDHFDEKYGISEKLIALLTKEMRKKPRTQEANFQSILNGLGRLK"
     gene            1779555..1780763
                     /locus_tag="CH60_1662"
     CDS             1779555..1780763
                     /locus_tag="CH60_1662"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK14121.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(1781014..1781679)
                     /gene="yniC"
                     /locus_tag="CH60_1663"
     CDS             complement(1781014..1781679)
                     /gene="yniC"
                     /locus_tag="CH60_1663"
                     /note="[R] COG0637 Predicted
                     phosphatase/phosphohexomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatase YniC"
                     /protein_id="AJK13089.1"
                     /translation="MATAHPIKAAIFDMDGLLIDSEPLWLQAELDIFTALGLDTSSRD
                     SLPDTLGLRIDLVVKLWYQTMPWQGPSQEEVCNRIIARAIDLVEDTRPVLPGVEYALA
                     LCRQQGLKIGLASASPLHMQERVLAMLGVEKYFDCLVSAEYLPYSKPHPEVYLNAAAQ
                     LDVDPLQCVTLEDSVNGMIATKAARMRSIVIPSVEYRADPRWALADIQLESLDQLRKD
                     DIS"
     gene            1782090..1782644
                     /locus_tag="CH60_1664"
     CDS             1782090..1782644
                     /locus_tag="CH60_1664"
                     /codon_start=1
                     /transl_table=11
                     /product="yniB-like family protein"
                     /protein_id="AJK11875.1"
                     /translation="MTYQQAGRVAVIKRIAGWLVFIPALLSTLISIINFVYLYSQKGT
                     GVNAVMLDFIHVMTDMARFNTPFLNIFWYNSPVPNLEQGLSAGNIMFFIIYMLIFVGL
                     SLQASGARMSRQVRHIREGIEDQMILERAKGNEGHSREQLEEKIVLPHHTIFLQFFTL
                     YILPSVIGVLGYFVIKLLGIMIQG"
     gene            complement(1782773..1783648)
                     /locus_tag="CH60_1665"
     CDS             complement(1782773..1783648)
                     /locus_tag="CH60_1665"
                     /note="[G] COG3001 Fructosamine-3-kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="fructosamine kinase family protein"
                     /protein_id="AJK10720.1"
                     /translation="MWQAVNRLLSECLGPAEIRERTELPGGDIHEAWRLSYGEKEVFV
                     KCNTREMLPIFTAESDQLSLLARSKTVQVPEVYGVGSDRDYSFLLLEYIPLKPLDAHN
                     AYCLGQQLAHLHQWSEQLQFGLDFDNDLATTPQPNSWQRRWAQFFAEKRIGWQLQLAA
                     EKGMSFGDIDDITNAVQERLQSHQPQPSLLHGDLWPANCAASSNGPVIFDPACYWGDR
                     ECDLSMLPLYPTLPAQIYDGYQSVWPLPIGFIERQSIYQLYYLLNRSNLFGGKHLINA
                     QKAVDNLLHPEQFSL"
     gene            complement(1783953..1784846)
                     /locus_tag="CH60_1666"
     CDS             complement(1783953..1784846)
                     /locus_tag="CH60_1666"
                     /note="[P] COG1108 ABC-type Mn2+/Zn2+ transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC 3 transport family protein"
                     /protein_id="AJK11593.1"
                     /translation="MNMLFSLISEPFAYPFMQRAIVAAIVTGVVCAILSCYLVLKGWS
                     LMGDAISHAVLPGIVLAFWLGIPLVIGAFVSGIFCAVATGYLKENSRVKEDTVMGIVF
                     SGMFAFGLVLFSRIDTDQHLSHILFGNMLGISLTELKQTLWIAGFTLLVVLLKRKDFM
                     LYCFDPNHARVIGLPVKFLHYGLLCLLALTIVASLQAVGVILVIAMLIAPGIIAFMIC
                     RSFDQMLVVATLVSVVACVLGTLISFHIDGATGPCIVIIQALFFVVALIYNHIKPIKD
                     RKMAPLTKAVNPENTAPSNLP"
     gene            complement(1784843..1785727)
                     /locus_tag="CH60_1667"
     CDS             complement(1784843..1785727)
                     /locus_tag="CH60_1667"
                     /note="[P] COG1108 ABC-type Mn2+/Zn2+ transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC 3 transport family protein"
                     /protein_id="AJK10872.1"
                     /translation="MLELLLQPFNYNYMVKAIWVSAIVGAVCAFLSAYLMLKGWSLMG
                     DALSHSVVPGVAGAYALGFPYAAGAFFTGMLAALAMTLVRHITRLREDAIIGFIFSTF
                     FAVGLLIVSLNPTSVNVQSIIFGNILGIADEDVLQVEIIILVSFVILCLIWKDLLAVF
                     FDESHAMSIGLSPLRLKILFFTLLSACTVAALQTVGAILVIAMVVTPGATAYLLTDRF
                     GRLLIIAIAIGAITSAFGAYLSFYLDGATGGVIVTLQTLVFLPAFFFAPKHGLLATRY
                     RTRLKRRHPPVHLPEDNL"
     gene            complement(1785727..1786617)
                     /locus_tag="CH60_1668"
     CDS             complement(1785727..1786617)
                     /locus_tag="CH60_1668"
                     /note="[P] COG1121 ABC-type Mn/Zn transport systems,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11664.1"
                     /translation="MSHPVFVRPELVVDNVTVTYNNGHTAIYDASFSLTGGTICALVG
                     VNGSGKSTLFKSIMGLVKPSVGKVELSHKPISHALKQNTIAYVPQTEDVDWNFPVLVE
                     DVVMMGRYGKMNFLRIPSREDKAIVNKSIERVGLTALRSRQIGELSGGQKKRVFLARA
                     LAQQGTLLLLDEPFTGVDVKTENAIIELLQSLRDEGHLILVSTHNLGSVPEFCDHVIL
                     INQTVLAAGPIETTFTQKNLEMTFGGVLRHINLSGTALHDDNDPRTVTVITDDERPAV
                     FYGHTKNDPPAQSQSKEQNS"
     gene            complement(1786614..1787582)
                     /locus_tag="CH60_1669"
     CDS             complement(1786614..1787582)
                     /locus_tag="CH60_1669"
                     /note="[P] COG0803 ABC-type metal ion transport system,
                     periplasmic component/surface adhesin"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic solute binding family protein"
                     /protein_id="AJK13680.1"
                     /translation="MLIKKKSPYLKMIERLNSPFLRAAALFTIVAFSSLISTAALAEN
                     NPSDTAKKFKVVTTFTIIQDIAQNIAGDVAVVESITKPGAEIHDYQPTPRDIVKAQSA
                     DLILWNGMNLERWFEKFFESIKDVPSAVVTAGITPLPIREGPYSGIANPHAWMSPSNA
                     LIYIENIRKALVEHDPAHAETYNRNAQAYAEKIKALDAPLRERLSRIPAEQRWLVTSE
                     GAFSYLAKDYGFKEVYLWPINAEQQGIPQQVRHVIDIIRENKIPVVFSESTISDKPAK
                     QVSKETGAQYGGVLYVDSLSGEKGPVPTYISLINMTVDTIAKGFGQ"
     gene            1787794..1788456
                     /locus_tag="CH60_1670"
     CDS             1787794..1788456
                     /locus_tag="CH60_1670"
                     /note="[M] COG0741 Soluble lytic murein transglycosylase
                     and related regulatory proteins (some contain LysM/invasin
                     domains)"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase SLT domain protein"
                     /protein_id="AJK10852.1"
                     /translation="MNSKVGCLMAILLLAGCAKQTPPPQANNGWLKKTPQGNSLNVAK
                     SSAGSTTVAYSDVIKQAASHYGVDETLIKAIIQVESGYNPDVVSRSNAVGLMQIKAST
                     AGRDAYRMKGRNGQPSSRELKDPVKNIDIGAAYINILQNQQLAGINDPQTLRYATIVS
                     YANGAGAMLRTFSSDKRLAVNKINSLSPNEFYQHIQKKHPAAQAPRYLWKVDTAYRAM
                     SE"
     gene            complement(1788578..1789261)
                     /locus_tag="CH60_1671"
     CDS             complement(1788578..1789261)
                     /locus_tag="CH60_1671"
                     /note="[U] COG2095 Multiple antibiotic transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="marC integral membrane family protein"
                     /protein_id="AJK10763.1"
                     /translation="MLSIFELFKAVGLGLVLLLPLANPLTTVALLLGLSGNMTREERN
                     NQSLMAAIYVFFIMTIAFYAGQIVMSTFGISIPGLRIAGGLIVAFIGFRMLFPQQSAE
                     DTQLEAKSQDLKKRKSINIAFVPLAMPSTAGPGTIAMIISSAATMKDQTMFAPWVLAI
                     APVITFLCVSLILWGSLLSSGAIMRWVGKSGIEAISRLMGFLLVCMGVQFIINGVLEL
                     ISTYQPVMA"
     gene            1789580..1789831
                     /locus_tag="CH60_1672"
     CDS             1789580..1789831
                     /locus_tag="CH60_1672"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13803.1"
                     /translation="MCICDISVEDEYVRQPLSASVAWVLDMQAARVRGRLRFLKPKRE
                     ARPRWRLTPLKDSYEIRFYPKRLPELWFFSAENAARKRL"
     gene            complement(1790590..1790802)
                     /locus_tag="CH60_1673"
     CDS             complement(1790590..1790802)
                     /locus_tag="CH60_1673"
                     /codon_start=1
                     /transl_table=11
                     /product="KTSC domain protein"
                     /protein_id="AJK13777.1"
                     /translation="MQRQPVSSSRILSIGYDPDNRMLEIQFREQGTYQYLGVPERAHQ
                     NFMSAVSKGRFFDGVIKGKFLCRKIG"
     gene            1791193..1793121
                     /gene="thrS"
                     /locus_tag="CH60_1674"
     CDS             1791193..1793121
                     /gene="thrS"
                     /locus_tag="CH60_1674"
                     /EC_number="6.1.1.3"
                     /note="thrS: threonine--tRNA ligase;
                     [J] COG0441 Threonyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine--tRNA ligase"
                     /protein_id="AJK13786.1"
                     /translation="MPVITLPDGSQRHYDHAVSVLDVALDIGPGLAKACIAGRVNGEL
                     VDASDLIESDAQLAIITAKDAEGLEILRHSCAHLLGHAIKQLWPDTKMAIGPVIDNGF
                     YYDVDIEHTLTQEDLALLEKRMHELADKDYDVIKKKVSWQEARDTFAARGEDYKVAIL
                     DENISRDDRPGLYHHEEYVDMCRGPHVPNMRFCHHFKLQKTSGAYWRGDSKNKMLQRI
                     YGTAWGDKKQLNAYLQRLEEAAKRDHRKIGKQLDLYHMQEEAPGMVFWHNDGWTIFRE
                     LETFVRMKLKEYQYQEVKGPFMMDRVLWEKTGHWENYAEHMFTTSSENREYCIKPMNC
                     PGHVQIFNQGLKSYRDLPLRMAEFGSCHRNEPSGALHGLMRVRGFTQDDAHVFCTEEQ
                     VRDEVNSCIKMVYDMYSTFGFEKIVVKLSTRPEKRIGSDELWTRAEDDLAAALTENGI
                     PFDYQPGEGAFYGPKIEFTLHDCLDRAWQCGTVQLDFSLPGRLSASYIGENNDRQVPV
                     MIHRAILGSMERFIGILTEEYAGFFPTWLAPVQVVVMNITDSQSDYVQQVTKKLQDAG
                     IRAKADLRNEKIGFKIREHTLRRVPYMLVCGDKEVESGKIAVRTRRGKDLGSLDVNVV
                     VDQLLAEIRSRSLHQLEE"
     gene            1793326..1793676
                     /gene="infC"
                     /locus_tag="CH60_1675"
     CDS             1793326..1793676
                     /gene="infC"
                     /locus_tag="CH60_1675"
                     /note="infC: translation initiation factor IF-3;
                     [J] COG0290 Translation initiation factor 3 (IF-3)"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor IF-3"
                     /protein_id="AJK14006.1"
                     /translation="MDYGKFLYEKSKSTKEQKKKQKVIQVKEIKFRPGTDDGDYQVKL
                     RNLIRFLEDGDKAKITLRFRGREMAHQQIGMEVLNRVRKDLCEDSDLAVVESFPTRIE
                     GRQMIMVLAPKKRQ"
     gene            1793773..1793970
                     /gene="rpmI"
                     /locus_tag="CH60_1676"
     CDS             1793773..1793970
                     /gene="rpmI"
                     /locus_tag="CH60_1676"
                     /note="rpmI_bact: ribosomal protein L35;
                     [J] COG0291 Ribosomal protein L35"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L35"
                     /protein_id="AJK12305.1"
                     /translation="MPKIKTVRGAAKRFKKTANGGFKRKHANLRHILTKKATKRKRHL
                     RPKGLVSKNDLGLVVACLPYA"
     gene            1794008..1794364
                     /gene="rplT"
                     /locus_tag="CH60_1677"
     CDS             1794008..1794364
                     /gene="rplT"
                     /locus_tag="CH60_1677"
                     /note="rplT_bact: ribosomal protein L20;
                     [J] COG0292 Ribosomal protein L20"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L20"
                     /protein_id="AJK14279.1"
                     /translation="MARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQ
                     YAYRDRRQRKRQFRQLWIARINAAARQNGLSYSRFINGLKKASVEIDRKILADIAVFD
                     KVAFSALVEKAKAALA"
     gene            1794863..1795846
                     /gene="pheS"
                     /locus_tag="CH60_1678"
     CDS             1794863..1795846
                     /gene="pheS"
                     /locus_tag="CH60_1678"
                     /EC_number="6.1.1.20"
                     /note="pheS: phenylalanine--tRNA ligase, alpha subunit;
                     [J] COG0016 Phenylalanyl-tRNA synthetase alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="phenylalanine--tRNA ligase, alpha subunit"
                     /protein_id="AJK12437.1"
                     /translation="MPHLAELVAKAKAAVEGAQDIAALDLVRVEYLGKKGHLTLQMTS
                     LRELPAEERPAAGAVINQAKQEVQEALNARKEKLESAVLNARLAAETIDVSLPGRRME
                     NGGLHPVTRTIERIETFFGELGFSVESGPEIEDDYHNFDALNIPAHHPARADHDTFWF
                     DATRLLRTQTSGVQIRTMQEQQPPIRIIVPGRVYRNDYDQTHTPMFHQMEGLIVDRDI
                     SFTNLKGTLHDFLRNFFEEDLQIRFRPSYFPFTEPSAEVDVMGKNGKWLEVLGCGMVH
                     PNVLRNVGIDPEIYSGFAFGMGMERLTMLRYGVTDLRAFFENDLRFLKQFK"
     gene            1795860..1798247
                     /gene="pheT"
                     /locus_tag="CH60_1679"
     CDS             1795860..1798247
                     /gene="pheT"
                     /locus_tag="CH60_1679"
                     /EC_number="6.1.1.20"
                     /note="pheT_bact: phenylalanine--tRNA ligase, beta
                     subunit;
                     [J] COG0072 Phenylalanyl-tRNA synthetase beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="phenylalanine--tRNA ligase, beta subunit"
                     /protein_id="AJK11632.1"
                     /translation="MKFSELWLREWVNPAISSDDLAHQITMAGLEVDGVDAVAGEFNG
                     VVVGHVVECGQHPNADKLRVTKIDVGGDRLLDIVCGAPNCRQGLKVAVATVGAVLPGD
                     FKIKAAKLRGESSEGMLCSFSELAISDDHDGIIELPADAPIGVDVREYLHLDDKTIEI
                     SVTPNRADCLGIIGVARDVAVVNQLPLTEPDMAEVVASINDTLPIRVDAPQACPRYLG
                     RVVKGINVKAATPLWMREKLRRCGIRSIDPVVDVTNFVLLELGQPMHAFDLDRISGGV
                     IVRLATDGEELTLLDGTKAKLNADTLVIADHQKPLAMAGIFGGEHSGVNEETRNVLLE
                     SAFFNPLSITGRARRHGLHTDASHRYERGVDPALQHKAIERATHLLIDICGGEAGPVV
                     DVTTASELPKQATITLRREKLDRLIGHHIPSEQVSDILRRLGCKVTECGSDWQAVAPS
                     WRFDMAIEEDLVEEVARIYGYNNIPDVPVRADLVMTKHREASLSLKRVKTALVDRGYQ
                     EAITYSFVDPKVQALLHPQQEALILPNPISVDMSAMRLSLLTGLLSAVVYNQNRQQSR
                     LRLFESGLRFVPDNTADLGIRQDVMLAGVIAGHRYDEHWDLARQPIDFYDLKGDLEAI
                     LELTGKLSDVQFRAEAHSALHPGQSAAIYLAGEHIGFIGVVHPELERKLDLNGRTVVF
                     EVQWNKLADRAVPQAREISRFPANRRDIAVVVAENVPAEDILAECKKVGANQVVGVNL
                     FDVYSGKGVAEGYKSLAISLVLQDTARTLEEEEIAATVAKCVEALKQRFQASLRD"
     gene            1798252..1798548
                     /gene="ihfA"
                     /locus_tag="CH60_1680"
     CDS             1798252..1798548
                     /gene="ihfA"
                     /locus_tag="CH60_1680"
                     /note="himA: integration host factor, alpha subunit;
                     [L] COG0776 Bacterial nucleoid DNA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integration host factor, alpha subunit"
                     /protein_id="AJK13782.1"
                     /translation="MALTKAEMSEHLFEKLGLSKRDAKDLVELFFEEVRRALENGEQV
                     KLSGFGNFDLRDKNQRPGRNPKTGEDIPITARRVVTFRPGQKLKSRVESATPKE"
     gene            1798882..1799340
                     /locus_tag="CH60_1681"
     CDS             1798882..1799340
                     /locus_tag="CH60_1681"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12438.1"
                     /translation="MKKYLLLFGVLSFMPLIAQSDVSLDINMPGINLHLGDQDKRGYY
                     WDGYDWQPPQWWKDHRGAHIGERNERGYSWDGGRWQKPQIQQGRNPFREQDRGNGMNN
                     NPQPPRGEGPQKHSDNNNKGGNGQGQRTISNNAGPGTQQVYPQQDNHGHR"
     gene            1799567..1800574
                     /locus_tag="CH60_1682"
     CDS             1799567..1800574
                     /locus_tag="CH60_1682"
                     /note="[H] COG4139 ABC-type cobalamin transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AJK13590.1"
                     /translation="MQTSQLFTALQQRQRQRDYRYLTGLVVMLLFALLISLCAGDVWI
                     WPEHWFSESGKLFVWQLRLPRSMAVIMVGASLAVSGAVMQALFENPLAEPGLLGVANG
                     AGVALVTAVLLGHGLLPIWVLSTCAIIGALLMTSILLSFTRRRLLTNAQLLLVGVALG
                     IICSAMMTWAVYFSTSLDLRQLMYWMMGGFSGVDWRQQSLVLALLPTVIWLCCQGRVL
                     NFMSLGEQQARQLGVSLHLWRNLLVLAIGLLVGISVALAGVISFIGLVIPHILRLTGL
                     TDQRRLLAGCAFAGGGVLLLADVVARTVLSSAELPIGVVTATLGSPLFIWLLIRVKGV
                     K"
     gene            1800644..1801198
                     /locus_tag="CH60_1683"
     CDS             1800644..1801198
                     /locus_tag="CH60_1683"
                     /note="[O] COG0386 Glutathione peroxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione peroxidase family protein"
                     /protein_id="AJK11250.1"
                     /translation="MSHPIYAISVQTIDHQLVKLAKYKGSVLLVVNVASQCGLTQQYE
                     GLESLYKTYQKQGFEVLGFPSNEFAGQEPGSDEEIHAFCRGTFGVDFPMFSKIEVNGP
                     HRHPLYQHLVTAKPVAVKPEGSEFYQRLASKGREPKQPGDILWNFEKFLISRDGTVLA
                     RFAPDMAPEAPILINAINQALASH"
     gene            1801223..1801981
                     /locus_tag="CH60_1684"
     CDS             1801223..1801981
                     /locus_tag="CH60_1684"
                     /note="[H] COG4138 ABC-type cobalamin transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12418.1"
                     /translation="MLLQLNNVSVGTRLASFSSQVTTGLQIHLIGPNGAGKSTLLASL
                     AGLLPASGEIVLAGKSLQHYEGHELARQRAYLSQQQSALSLMPVFQYLSLYQPAGANS
                     QAVATAISYICNKLRLTDKLPRMLSHLSGGEWQRVRLAAVFLQVWPDINPDSKLLLLD
                     EPYSGLDVAQKVALDALLVEFCRSGRSVIISGHDLNHTLQQADEVWLLAQGQVLVQGE
                     TQQVMRADVLSQVFEVDFQIHNFNKQQWITTRSV"
     gene            1802331..1803485
                     /locus_tag="CH60_1685"
     CDS             1802331..1803485
                     /locus_tag="CH60_1685"
                     /note="[M] COG0399 Predicted pyridoxal phosphate-dependent
                     enzyme apparently involved in regulation of cell wall
                     biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK10739.1"
                     /translation="MQSFLPFSRPAIGSEEINAVANVLGSGWITTGPQNHQLETDFCQ
                     IFGCKHAIAVCSATAGMHITLLALGIGPGDEVITPSQTWVSTINMIVLLGAEPVMVDV
                     DRDTLMVNAAAIEAAITPNTKAIIPVHYAGAPCDLDALRQISQRHGIPLIEDAAHAVG
                     TRYRDQWIGEQGTAIFSFHAIKNITCAEGGLVATDDDELAARVRRLKFHGLGVDAFDR
                     QIQGRSPQAEVVEPGYKYNLSDIHAAIAVVQLRRLPEINARRQALVASYHKALAHLPL
                     QPLALPHYSHQHAWHLFMVRVDEERCGISRDQLMACLKDMGIGSGLHFRAVHSQKYYR
                     ERYPHLCLPNTEWNSARLCTLPLFPDMLDSDIERVANALTTIIGSHRVTK"
     gene            1803472..1804455
                     /gene="arnC"
                     /locus_tag="CH60_1686"
     CDS             1803472..1804455
                     /gene="arnC"
                     /locus_tag="CH60_1686"
                     /EC_number="2.4.2.53"
                     /note="[M] COG0463 Glycosyltransferases involved in cell
                     wall biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyl-phosphate
                     4-deoxy-4-formamido-L-arabinose transferase"
                     /protein_id="AJK13872.1"
                     /translation="MSLNEPIKKVSIVIPVYNEQESLPALIDRTTAACKLLTQAYEII
                     LVDDGSSDNSTELLTAAANDPDSHIIAILLNRNYGQHSAIMAGFNQVSGDLIITLDAD
                     LQNPPEETPRLVHVAEEGYDVVGTVRANRQDSLFRKTASRMINMMIQRATGKSMGDYG
                     CMLRAYRRHIVEAMLHCHERSTFIPILANTFARRTTEITVHHAEREFGNSKYSLMRLI
                     NLMYDLITCLTTTPLRLLSLVGSAIALLGFTFSVLLVALRLIFGPEWAGGGVFTLFAV
                     LFMFIGAQFVGMGLLGEYIGRIYNDVRARPRYFVQKVVGAEQTENNQDVEK"
     gene            1804452..1806455
                     /locus_tag="CH60_1687"
     CDS             1804452..1806455
                     /locus_tag="CH60_1687"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK11840.1"
                     /translation="MKAIVFAYHDIGCVGLNALAEAGYDIQAVFTHTDNPGENRFFSS
                     VARVAADLALPVFAPEDVNHPLWVERIRELQPDIIFSFYYRNMLSDEILSLAPQGGFN
                     LHGSLLPQYRGRAPINWVLVNGETETGVTLHQMVKKADAGPIAGQYKVAISDVDTALT
                     LHAKMRDAAQELLRNLLPRMKEGPLPLTPQKEADASYFGRRTAADGEIHWQKSAFTIN
                     NLVRAVTEPYPGAFSYLGQRKLTIWRSRPLDLVHNKLPGTVLSTAPLTVACGEGALEI
                     ITGQGEAGLYVQGDRLAQEMGIVTDVRLGNKPSNTLKRRTRVLILGVNGFIGNHLTER
                     LLQDDRYEVYGLDIGSDAISRFLGNPAFHFVEGDISIHSEWIEYHIKKCDVILPLVAI
                     ATPIEYTRNPLRVFELDFEENLKIVRDCVKYNKRIVFPSTSEVYGMCDDKEFDEDTSR
                     LIVGPINKQRWIYSVSKQLLDRVIWAYGVKEGLKFTLFRPFNWMGPRLDNLDAARIGS
                     SRAITQLILNLVEGSPIKLVDGGAQKRCFTDIHDGIEALFRIIENRDGCCDGRIINIG
                     NPTNEASIRELAEMLLTSFENHELRDHFPPFAGFKDIESSAYYGKGYQDVEYRTPSIK
                     NARRILHWQPEIAMQQTVTETLDFFLRAAVIEKTAAPKDELNA"
     gene            1806452..1807357
                     /locus_tag="CH60_1688"
     CDS             1806452..1807357
                     /locus_tag="CH60_1688"
                     /note="[G] COG0726 Predicted xylanase/chitin deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AJK13108.1"
                     /translation="MKQVGLRIDVDTYRGTQYGVPSLLTVLEKHDIRASFFFSVGPDN
                     MGRHLWRLFRPRFLWKMLRSNAASLYGWDILLAGTAWPGKKIAKDFGPLMKAAAMAGH
                     EVGLHAWDHQGWQANVASWSQQQLTEQVQRGVDTLQQSIGQPISCSAAAGWRADERVL
                     AVKQQFDFSYNSDCRGTHPFRPLLPNGSLGSVQIPVTLPTYDEVVGGEVQAENFNDFI
                     IDAILRDSGVSVYTIHAEVEGMSQAAMFEQLLMRAKQQDIEFCPLSKLLPSDLQLLPV
                     GKVIRAAFPGREGWLGCQSDIKDAE"
     gene            1807354..1809018
                     /locus_tag="CH60_1689"
     CDS             1807354..1809018
                     /locus_tag="CH60_1689"
                     /note="[M] COG1807 4-amino-4-deoxy-L-arabinose transferase
                     and related glycosyltransferases of PMT family"
                     /codon_start=1
                     /transl_table=11
                     /product="dolichyl-phosphate-mannose-mannosyltransferase
                     family protein"
                     /protein_id="AJK11578.1"
                     /translation="MKLLKDSGAALLALFFVLVYLLPVNSRLLWQPDETRYAEISREM
                     LQRGDWVVPYFMDIRYFEKPVAGYWFNNISQWIFGDSNFAVRFGSIFSTALSAVLVYW
                     LATLLWRNRSTSVLATLIYLSFLLVFGIGTYAVLDPMISLWLTAAMVSFYLTLKAENW
                     QQKVGAYALLGVACGMGFMTKGFLALAVPVIAVLPIVIQQKRIKDLVVFGPIAIVCAV
                     LLSLPWALAIAQREPDFWNYFFWVEHIQRFAEASAQHKSPIWYYLPILCIGVLPWLGL
                     LPGALFKGWRERATKPELFFLLSWVVMPLLFFSVAKGKLPTYILPCMAPLSLLMAAYA
                     TDCANNIRMRALKINGVINLLFGVACALVIVVIGLGLVKDIVAYGPQENQKVWLGVLA
                     FAGWGVTGFITLRNNARNWRWAAACPLLFILLVGYLIPQQVVDSKQPQNFIKNNFSEL
                     SSSRYVLTDSVGVAAGLAWELKRSDILMFSEKGELTYGLAYPDSQDNYISNDDFPTWL
                     AQARKEGDVSLVVQLAKNEALPAHLPPADKVNLMNRLALLWYQKTP"
     gene            1809015..1809359
                     /locus_tag="CH60_1690"
     CDS             1809015..1809359
                     /locus_tag="CH60_1690"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="small Multidrug Resistance family protein"
                     /protein_id="AJK12392.1"
                     /translation="MNSYLLLLMVSLLTCIGQLCQKQAAQCWEQPQARRLNLTLRWLA
                     IAVVSLGLGMLLWLRLLQQLPLSVAYPMLSFNFVLVTLAAQLFYGEKATLRHWLGVAA
                     IMFGILLMSWHL"
     gene            1809356..1809742
                     /locus_tag="CH60_1691"
     CDS             1809356..1809742
                     /locus_tag="CH60_1691"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK13264.1"
                     /translation="MKGYLWGGASVVLVTVAQLVLKWGMMNIPLLSLADINVQFLTMY
                     FVQLASVMCGLMGYALSMLCWFFALRYLPLNRAYPLLSLSYALVYLGAVLLPWFNEPA
                     TLLKTLGAGFILLGIWLINIKPIKAS"
     gene            1810055..1810486
                     /locus_tag="CH60_1692"
     CDS             1810055..1810486
                     /locus_tag="CH60_1692"
                     /note="[M] COG0791 Cell wall-associated hydrolases
                     (invasion-associated proteins)"
                     /codon_start=1
                     /transl_table=11
                     /product="nlpC/P60 family protein"
                     /protein_id="AJK12710.1"
                     /translation="MVLAGCSSHTPTPSGYLSDSIVVVAKLNEQLRQWEGTPYRNGGL
                     DQRGVDCSGFVYRTFRDRFDMQLPRTTLAQTTLGTKVSRDELMPGDLVFFKTGSGQNG
                     LHVGIYDTNDEFIHASTSKGVIRSSLENVYWKRVYWQARRI"
     gene            1810611..1811627
                     /gene="lplA"
                     /locus_tag="CH60_1693"
     CDS             1810611..1811627
                     /gene="lplA"
                     /locus_tag="CH60_1693"
                     /EC_number="2.7.7.63"
                     /note="[H] COG0095 Lipoate-protein ligase A"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoate-protein ligase A"
                     /protein_id="AJK12789.1"
                     /translation="MSSLRLLISDSYDPWFNLAVEECIFRQMSPNQRVLFLWRNADTV
                     VIGRAQNPWKECNTRRMEQDGVKLARRSSGGGAVFHDLGNTCFTFMAGKPGYDKTIST
                     QIILNALASLGIQATASGRNDLVVINGEDERKVSGSAYKETKDRGFHHGTLLLNADLS
                     RLADYLNPDPKKLQAKGITSVRSRVTNLVELLPGIDHGKIRTAIEQAFFAYYDEQVSA
                     EVISPQSLPNLPGFTEQFAKQSSWEWNFGQAPAFSHVVDTRFIWGGIELHFDVLHGAI
                     DRCQIFTDSLNPTPLEALAQRLQGAAYRPDAIDKICQHWIDDFPELQTELQQACHWLV
                     EVLR"
     gene            1811691..1812401
                     /locus_tag="CH60_1694"
     CDS             1811691..1812401
                     /locus_tag="CH60_1694"
                     /note="conserved hypothetical protein;
                     [S] COG0397 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10857.1"
                     /translation="MEYAPEFDNSYARQLSGFYTRLQPTPLKGARLLYHSKPLAQELG
                     LDAHWFTEPKTAVWAGEALLPGMEPLAQVYSGHQFGMWAGQLGDGRGILLGEQRLNDG
                     RYMDWHLKGAGLTPYSRMGDGRAVLRSVIREFLASEALHHLGIPTSRALTIVTSDHPI
                     YREQTERGAMLLRVAESHIRFGHFEHFYYRQQPKQVQQLADYVIARHWPQWVGHQECY
                     RLWFTDVVERTARLMAHW"
     gene            1812426..1813142
                     /locus_tag="CH60_1695"
     CDS             1812426..1813142
                     /locus_tag="CH60_1695"
                     /note="conserved hypothetical protein;
                     [S] COG0397 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12282.1"
                     /translation="MNTDNMSILGITMDYGPFGFLDDYVPGYICNHSDHQGRYAYDNQ
                     PAVALWNLHRLGHALSGLMSADQLQLALEAYEPALMVAYGEQMRAKLGFLERDSQDND
                     LLTGLLSLMIKEGRDYTRTFRLLSEVEVHSAQSPLRDDFIDRAAFDDWYRRYRSRLQQ
                     ESIDDDQRQQSMKAANPKYILRNYLAQQAITQAEKDDIQPLQRLHQALQQPFTDQPEF
                     DDLAALPPDWGKHLEISCSS"
     gene            complement(1813311..1814357)
                     /locus_tag="CH60_1696"
     CDS             complement(1813311..1814357)
                     /locus_tag="CH60_1696"
                     /EC_number="2.5.1.54"
                     /note="aroFGH: 3-deoxy-7-phosphoheptulonate synthase;
                     [E] COG0722 3-deoxy-D-arabino-heptulosonate 7-phosphate
                     (DAHP) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-7-phosphoheptulonate synthase"
                     /protein_id="AJK11390.1"
                     /translation="MYKIDELRTARIDSLITPQQLAEKLPISEVIADNVTASRKRIEK
                     ILIGEDPRLLVVIGPCSIHDLDAAVDYATRLKVLRERYQDRLEIVMRTYFEKPRTVVG
                     WKGLISDPALDGSCQVNLGIELARKLLLAVNELGLPTATEFLNMVTGQYIADLISWGA
                     IGARTTESQIHREMASALSCPVGFKNGTDGNVRIAIDAIRAAQASHMFLSPDKTGQMT
                     IYQTSGNPYGHIIMRGGKQPNYDASDIAAACDSLREFDLPEHLVVDFSHGNCQKMHRR
                     QLDVAENIGLQIRAGSTAIVGVMAESFLIEGTQKIVAGQPLTYGQSITDPCLNWDDTE
                     QLLSLLADAVDSRF"
     gene            complement(1814514..1815335)
                     /locus_tag="CH60_1697"
     CDS             complement(1814514..1815335)
                     /locus_tag="CH60_1697"
                     /note="[S] COG1806 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphotransferase ydiA"
                     /protein_id="AJK12290.1"
                     /translation="MERCVFYISDGTAITAEVLGHAVLSQFPINVTTFTLPFVENAAR
                     AQSVCKQINEIYQDTGVRPLVFYSIISLEVREIIQRSEGFCQDIVQALVAPLQGELGV
                     PPQPVLNRTHGLTESNLDKYDARIAAIDYALAHDDGISLRNLDQAQVILLGVSRCGKT
                     PTSLYLAMQFGIRAANYPFIADDMDNLQLPAALKPFQHKLFGLTINPERLAAIREERR
                     ENSRYASLRQCRMEVGEVEALFRKNQIRYLNSTNYSVEEISTKILDILGMSRRMF"
     gene            1815672..1818056
                     /gene="ppsA"
                     /locus_tag="CH60_1698"
     CDS             1815672..1818056
                     /gene="ppsA"
                     /locus_tag="CH60_1698"
                     /EC_number="2.7.9.2"
                     /note="PEP_synth: phosphoenolpyruvate synthase;
                     [G] COG0574 Phosphoenolpyruvate synthase/pyruvate
                     phosphate dikinase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate synthase"
                     /protein_id="AJK13210.1"
                     /translation="MSNNGHTRCNVLWYNQLGMHDVDRVGGKNASLGEMITHLSELGV
                     SVPNGFATTAQAFNDFLEQSGVNQRIYQLLDNTNIDDIAELSKAGAQIRQWVIETPFH
                     PEFEQSIYDAYKQLADGEPEASFAVRSSATAEDMPDASFAGQQETFLNVQGIDAIMVA
                     IKHVFASLFNDRAISYRVHQGYDHRGVALSAGVQRMVRSDLASSGVMFTIDTESGFDQ
                     VVFITAAHGLGEMVVQGAVNPDEFYVHKPTLRNGKPAIVRRNMGSKKIRMIYAENQEH
                     GKQVCIEDVPEIQRNRFALSDDEVEALAHQALLIEEHYGRPMDIEWAKDGHTGQLFIV
                     QARPETVRSNEQVMERYQLNNQSNVLVEGRAIGHRIGAGPVKVIHDISEMDRIQAGDV
                     LVTDMTDPDWEPIMKKASAIVTNRGGRTCHAAIIARELGIPAVVGCGNATELLKEGQN
                     VTVSCAEGDTGYVYHELLDFSVQSSQVTELPDLPLKIMMNVGNPDRAFDFARLPNEGV
                     GLARLEFIINRMIGVHPKALLEFDQQEPALQAEIKALMHGYDDPVEFYIGRLTEGIAT
                     LGAAFWPKPVIVRLSDFKSNEYANLVGGAGYEPHEENPMLGFRGAGRYVSDHFRDCFA
                     LECEAMKRVRNVMGLTNVEVMVPFVRTVAQAEAVVAELARQGLKRGENGLKIIMMCEI
                     PSNALLAEQFLEHFDGFSIGSNDMTQLTLGLDRDSGVVSALFDERNEAVKALLSMAIQ
                     AAKRHGKYVGICGQGPSDHEDFALWLMEQGIDSLSLNPDTVVKTWLSLAQHTKH"
     gene            complement(1818656..1819759)
                     /locus_tag="CH60_1699"
     CDS             complement(1818656..1819759)
                     /locus_tag="CH60_1699"
                     /note="conserved hypothetical protein;
                     [R] COG0628 Predicted permease"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10575.1"
                     /translation="MNDPQQRLLDLPKLMFGVIFIMGMIIASFWVIQPFVMGFAWAGM
                     VVIATWPLLIRLEKLLWGRRSLAVVVMTILLILLFVIPIALLVSSLVENSAPLIQWAS
                     SPSNLRMPNVDWMKSIPLIGDKLYSSWNTLISGGANALMAKVQPYIGATATWFVAQAA
                     HVGYFLIHLALMVLFSVLLYIHGEQVALGIRHFAMRAADKRGDAVVVMAAKAIRAVAL
                     GVVVTALVQAILGGIGLAIAGIQYATLLTVLMFICCVAQLGPLLVLVPAVIWVYWTGD
                     TTWGTILLVWSCIVGTLDNFLRPYLIRMEADMPMILILSGVIGGLLSFGMIGLFIGPV
                     VLAISYRLISAWVHETPEPEESVTDAAKHLEEL"
     gene            1820380..1823436
                     /locus_tag="CH60_1700"
     CDS             1820380..1823436
                     /locus_tag="CH60_1700"
                     /note="FAD linked oxidase, C-terminal domain protein;
                     [C] COG0277 FAD/FMN-containing dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13892.1"
                     /translation="MIPQISQAPGVIQSVLDFLDALKQNGFTGDTATNYADRLTMATD
                     NSIYQLLPDAVVFPRSTADVALVGRLAGLESFKSLVFTPRGGGTGTNGQALNRGIVVD
                     MSRHMNRILEINPEQGWVRVEAGVIKDQLNQYLQPFGFFFSPELSTSNRATLGGMINT
                     DASGQGSLVYGKTSDHVLGLRAIVLGGEMLDTQAMPTSLAETIAQEDSVVGRIYHTVL
                     NRCREQRALILEKFPKLNRFLTGYDLRHVFSDDLQTFDLTRILTGSEGTLAFITEATL
                     DITPLPKVRRLVNVKYDSFDSALRNAPFMVEAKALSVETVDSKVLNLAKEDIVWHSVK
                     ELITDVPDKEMLGLNIVEFAGDDAALIDTQMAALCQRLDELMSTRQGGVIGYQICSEL
                     AGIERIYGMRKKAVGLLGNSKGRAKPIPFAEDTCVPPHHLADYIVEFRQLLDSHNLSY
                     GMFGHVDAGVLHVRPALDMCDPQQERLMKQLSDQIVALTARYGGLLWGEHGKGFRAEY
                     SPDFFGDVLYRELRRIKSAFDPDNRLNPGKICSPLGSDAPMMKIDSADKRGTLDRRIP
                     LEVRTSFRGAMECNGNGLCFNFDAHSPMCPSMKITGDRIHSPKGRATLVREWLRLLSE
                     QGVDPVALEKGLASKRPSLRGLIEKTRNSWQASQGVYDFSHEVKESMSGCLACKACST
                     QCPIKIDVPGFRSRFLQLYHTRYHRPLRDYVVAGVESYAPLMAKAPKVFNFFLKQLWV
                     RSLSQKSIGMVDLPMLSSPTLKQALSGHYASTMTLEQLEKLSEQERRQHVLIVQDPFT
                     SYYDAQVVADFVRLVEKLGFNPVLLPFSPNGKAQHIKGFLQRFAKTARKTADFLNRIA
                     LLAMPMVGVDPALVLCYRDEYKEILGDARGDFTVQLVHEWLQTALADQPEQQISGEPW
                     YLFGHCTETTALPGSSQHWATIFSRYGARLENVSVGCCGMAGTYGHEAKNVENSLGIY
                     ALSWQQALQTLPGKRCLATGYSCRSQVKRIEGNGLRHPLQALLELV"
     gene            1823558..1823974
                     /locus_tag="CH60_1701"
     CDS             1823558..1823974
                     /locus_tag="CH60_1701"
                     /note="conserved hypothetical protein;
                     [Q] COG2050 Uncharacterized protein, possibly involved in
                     aromatic compounds catabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12179.1"
                     /translation="MLWKRAATLEQLNQQSQGCMVGHLGIEFTRLSDDELEATMPVDS
                     RTTQPFGLLHGGASVVLAESLGSMAGYLCTVEGQQVVGLEINANHLKSVRSGNVRGCC
                     RAIHVGRSHQVWQIEIFDEQGHLCCTSRLTIAVLTR"
     gene            1824590..1824961
                     /locus_tag="CH60_1702"
     CDS             1824590..1824961
                     /locus_tag="CH60_1702"
                     /note="[S] COG0316 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster assembly accessory family
                     protein"
                     /protein_id="AJK13503.1"
                     /translation="MQQESVGTFSLDDNDWQGVTITDSAAAQITRLMQQDPQIKGLQL
                     GVKQSGCAGFAYVMDMAKEPASDDLVFEQGSARLYVPLKAMPFIDGTEVDYVREGLNQ
                     IFKFNNPKAQHSCGCGESFGV"
     gene            1824976..1826487
                     /gene="sufB"
                     /locus_tag="CH60_1703"
     CDS             1824976..1826487
                     /gene="sufB"
                     /locus_tag="CH60_1703"
                     /note="sufB: FeS assembly protein SufB;
                     [O] COG0719 ABC-type transport system involved in Fe-S
                     cluster assembly, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly protein SufB"
                     /protein_id="AJK12970.1"
                     /translation="MTRSNVEIPDDVQAWVSDGRYKEGFFTHLATDELAKGINEEVVR
                     AISAKRNEPEWMLEFRLGAYRSWLEMEEPHWLKAHYQGLDYQDYSYYSAPSCGSCDDN
                     CDSQPGAVQQSSADGSAPSNANEYLTAEVESAFAQLGIPVREGAEVAVDAIFDSVSVA
                     TTYREKLAGQGILFCSFGEAIQEYPDLVQKYLGSVVPAKDNFFAALNAAVASDGTFVY
                     VPKGVRCPMELSTYFRINAAKTGQFERTILIADEGSYVSYIEGCSAPVRDSYQLHAAV
                     VEVILHKNAEVKYSTVQNWFAGSDSTGGILNFVTKRALCEGEGSKMSWTQSETGSAIT
                     WKYPSVILQGDNSVGEFFSVALTNGYQQADTGTKMIHIGKNTKSTIIAKGISAGHSQN
                     TYRGLVKILPGADNARNFTQCDSMLIGPDSGAHTFPYVEVRNNTAQLEHEATTSKIGD
                     DQLFYCLQRGISEDDAISMIVNGFCKDVFSELPLEFAVEAQKLLAISLEHSVG"
     gene            1826673..1827419
                     /gene="sufC"
                     /locus_tag="CH60_1704"
     CDS             1826673..1827419
                     /gene="sufC"
                     /locus_tag="CH60_1704"
                     /note="sufC: FeS assembly ATPase SufC;
                     [O] COG0396 ABC-type transport system involved in Fe-S
                     cluster assembly, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly ATPase SufC"
                     /protein_id="AJK11023.1"
                     /translation="MLSIKNLKVSVEGNEILKGLDLEIKPGEVHAIMGPNGSGKSTLS
                     AALAGREEYEVTEGEVTFKGKDLLELAPEDRAGEGVFLAFQYPVEIPGVSNHFLLQTS
                     VNAVRKYRQQAPLDRFDFSDFIEEKIALLKMPADLLTRSVNVGFSGGEKKRNDILQMA
                     ALEPSLCILDETDSGLDIDALKIVANGVNSLRNENRSFIIVTHYQRILDYVKPDFVHV
                     LYQGRIIKSGDFTLVKQLEEQGYGWLTDQQ"
     gene            1827394..1828719
                     /gene="sufD"
                     /locus_tag="CH60_1705"
     CDS             1827394..1828719
                     /gene="sufD"
                     /locus_tag="CH60_1705"
                     /note="sufD: FeS assembly protein SufD;
                     [O] COG0719 ABC-type transport system involved in Fe-S
                     cluster assembly, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly protein SufD"
                     /protein_id="AJK12922.1"
                     /translation="MAGLPTNSNVLERQRLEQQRQEQQRIDALKHFGQLFKQRQIEPS
                     ADARAHWQQVLQLGFPGSKHEDWKYTPLERLFAHEFSFPHAPDVTTAQCDALSLVPNA
                     HRLVFINGQFSPTLSDRECGPYQLTHAAENVPFPTAIQSEVFLHLTESLAQERLHIRL
                     PVGQHSDKSLYLLHISSGNDSDMVNTSHSRHHLVVEANAQAEVIEHFVSLNEQPHFTG
                     ARLTIAVGDNAELNHYKLAFETPKSYHFAHNDLVLGRDARARSHSFLLGAGLTRHNTS
                     SQLNGEGSSLSMNSLLLPVGREICDTRTYLEHNKGHCESRQLHKVMVRERGKAIFNGM
                     IKVAKHALKTDGQMTNNNLLLSHLAEVDTKPQLEIYADDVKCSHGATVGRIDAEQLFY
                     LQSRGINQADAQQMIIFAFAAEVTEAIHNEAIRKQVLARIAERLAWESV"
     gene            1828716..1829936
                     /gene="sufS"
                     /locus_tag="CH60_1706"
     CDS             1828716..1829936
                     /gene="sufS"
                     /locus_tag="CH60_1706"
                     /note="sufS: cysteine desulfurase, SufS family protein;
                     [E] COG0520 Selenocysteine lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfurase, SufS family protein"
                     /protein_id="AJK10970.1"
                     /translation="MNFPIERVRADFPLLSRQVNGQPLVYLDSAASAQKPQAVIDKEL
                     HFYRDGYAAVHRGIHSLSAEATQQMEAVRTQVADFIHAASAEEIIFVRGTTEAINLVA
                     NSYGRHFLAAGDSIIITEMEHHANIVPWQMLAQDLGVEIRVWPLTATGELEITALAAL
                     IDDTTRLLAVTQVSNVLGTVNPIKDIVAQAKAAGLVVLVDGAQAVMHQPVDVQALGCD
                     FYVFSGHKLYGPSGIGILYGKSALLQQMPPWEGGGAMIKTVSLTQGTTFADAPWRFEA
                     GSPNTAGIMGLGAAIDYVTELGLLPIQQYEQSLMHYALAQLSQIKSLTLYGPTERAGV
                     IAFNLGQHHAYDVGSFLDQYGIAIRTGHHCAMPLMAFYQVPSMCRASLALYNTREDVD
                     RLVAGLQRIEKLLG"
     gene            1830025..1830447
                     /gene="sufE"
                     /locus_tag="CH60_1707"
     CDS             1830025..1830447
                     /gene="sufE"
                     /locus_tag="CH60_1707"
                     /note="[R] COG2166 SufE protein probably involved in Fe-S
                     center assembly"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfuration protein sufE"
                     /protein_id="AJK11426.1"
                     /translation="MAGLPDRDKLIRNFSRCLNWEEKYLYIIELGGQLAPLTEQQRHP
                     ENLISGCQSQVWIAMTLSAEGHVIFAGDSDAAIVKGLVAVVFILYHDLTPQQIISLDV
                     RPFFADLALSQHLTPSRSQGLEAMIRAIRTKVANLSAH"
     gene            1830718..1831737
                     /locus_tag="CH60_1708"
     CDS             1830718..1831737
                     /locus_tag="CH60_1708"
                     /note="[S] COG1376 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="L,D-transpeptidase catalytic domain protein"
                     /protein_id="AJK12552.1"
                     /translation="MKRALTLIGMLFATCLAGSLTAANANEYPLPPANSRLIGENTTF
                     TVPNDGRPLEAIAADYKIGLLGMLEANPGTDPYLPLPGSVLTIPNQMLLPDTPREGIV
                     INLAELRLYYYPKGQNKVIVYPIGIGQLGRDTPTMVTSISQKIPNPTWTPTANIRKNY
                     LAEGITLPSVVPAGPDNPMGQFALRLSAGRGEYLIHGTNADFGIGLRVSSGCIRLRPD
                     DIEALFNSVPKGTRVQIINEPVKYAVEPDGKRYVEVHQPLSRVDSDDPQTMPIAIGSG
                     LQKFINDSQTDAKAVQDAIVRRSGMPTIVTVGEASTQQAPTPVASQDEQQAQAEALLS
                     TTDEK"
     gene            complement(1831781..1832560)
                     /locus_tag="CH60_1709"
     CDS             complement(1831781..1832560)
                     /locus_tag="CH60_1709"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13290.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1832560..1832838)
                     /locus_tag="CH60_1710"
     CDS             complement(1832560..1832838)
                     /locus_tag="CH60_1710"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK11029.1"
                     /translation="MTRLRPMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRW
                     LEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDSFCRGVA"
     gene            complement(1832895..1833581)
                     /locus_tag="CH60_1711"
     CDS             complement(1832895..1833581)
                     /locus_tag="CH60_1711"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK12930.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PDCVAPSGTD"
     gene            complement(1834163..1834621)
                     /locus_tag="CH60_1712"
     CDS             complement(1834163..1834621)
                     /locus_tag="CH60_1712"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13484.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1834812..1835048)
                     /gene="lpp"
                     /locus_tag="CH60_1713"
     CDS             complement(1834812..1835048)
                     /gene="lpp"
                     /locus_tag="CH60_1713"
                     /note="[M] COG4238 Murein lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="major outer membrane lipoprotein Lpp"
                     /protein_id="AJK14011.1"
                     /translation="MNRTKLVLGAVILASTMLAGCSSNAKIDQLSSDVQTLNAKVDQL
                     SNDVNAVRADVQAAKDDAARANQRLDNQAQAYKK"
     gene            complement(1835369..1836781)
                     /gene="pyk"
                     /locus_tag="CH60_1714"
     CDS             complement(1835369..1836781)
                     /gene="pyk"
                     /locus_tag="CH60_1714"
                     /EC_number="2.7.1.40"
                     /note="pyruv_kin: pyruvate kinase;
                     [G] COG0469 Pyruvate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate kinase"
                     /protein_id="AJK12489.1"
                     /translation="MKKTKIVCTIGPKTESEEMLTNLLNAGMNVMRLNFSHGDYAEHG
                     QRIKNLRAVMAKTGKKAAILLDTKGPEIRTMKLEGGKDAALVAGQTFTFTTDQSVVGN
                     DKIVAVTYPGFAADLKIGNTVLVDDGLIGMEVIEVTEHTVVCKVLNSGDLGENKGVNL
                     PGVSIQLPALAEKDKGDLIFGCEQGVDFVAASFIRKRSDVLEIREHLKAHGGEHIQII
                     SKIENQEGLNNFDEILEASDGIMVARGDLGVEIPVEEVIFAQKMMIEKCNRARKVVIT
                     ATQMLDSMIKNPRPTRAEAGDVANAILDGTDAVMLSGESAKGKYPLESVTIMATICER
                     TDRVMPSRIESLNDNRKMRITEAVCRGAVETAEKLEAKVIVVATGGGKSAKSVRKYFP
                     TATILALTTNEMTAHQLILTKGVITQLVDEIASTDDFYRLGKEAALASGLAQKGDVVI
                     MVSGALVPSGTTNTSSVHVL"
     gene            complement(1837357..1837433)
                     /locus_tag="CH60_1715"
     tRNA            complement(1837357..1837433)
                     /locus_tag="CH60_1715"
                     /product="tRNA-Val"
     gene            complement(1837493..1837569)
                     /locus_tag="CH60_1716"
     tRNA            complement(1837493..1837569)
                     /locus_tag="CH60_1716"
                     /product="tRNA-Val"
     gene            complement(1837812..1839185)
                     /locus_tag="CH60_1717"
     CDS             complement(1837812..1839185)
                     /locus_tag="CH60_1717"
                     /note="matE: MATE efflux family protein;
                     [V] COG0534 Na+-driven multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AJK13442.1"
                     /translation="MQKYIVEARSLLALAIPVVIAQLSQTAMGVVDTIMAGSVSATDM
                     AAVAVGTSIWLPAILFGHGLLLALTPTVAQLNGSGRRSQIAHQVRQGFWLALCVSVLI
                     MLVLYNSDHVIKQMDNIDPVLAQKAVGFLHAIMWGVPGYLFFQVLRNQCEGLSKTKPG
                     MVIGFVGLLVNIPINYIFIYGKFGAPALGGVGCGVATASVYWVMFLMMRWYVTRARSQ
                     QDIKLEKGFAAPDWQVMKRLSGLGLPVALALFFEVTLFAVVALLVSPLGIVAVAGHQI
                     ALNFSSLMFMLPMSLSVAATIRVGFRLGQGAVEQAQVAAYTSMAVGLLLASVTAVFTI
                     VFREHIALLYNKTPEVVTMASHLMLLAALYQLSDAVQVIGSGVLRGYKDTRSIFFITF
                     TAYWLLGLPSGYLLGLTDYILPAMGPAGFWIGFIIGLTAAAILMVLRIRWLQKQPTAF
                     ILQRAAH"
     gene            1839434..1840090
                     /gene="ribE"
                     /locus_tag="CH60_1718"
     CDS             1839434..1840090
                     /gene="ribE"
                     /locus_tag="CH60_1718"
                     /EC_number="2.5.1.9"
                     /note="ribE: riboflavin synthase, alpha subunit;
                     [H] COG0307 Riboflavin synthase alpha chain"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin synthase, alpha subunit"
                     /protein_id="AJK13891.1"
                     /translation="MFTGIVQGTGLVVAIEEKSNFRTHVVELPIDMLPELALGASVAH
                     NGCCLTVTHIEGNRVSFDLMKETLRLTNLGDINVGDKVNLERAAKFSDEIGGHLMSGH
                     IICTAEIAKIYTSENNRQIWFRMPSEDLMKYVLHKGFIGIDGISLTIGEVVGNRFCVH
                     LIPETLSRTTLGKKRLGHRVNIEIDPQTQAVVDTVERVLAQRNIANAALVDEKFVRVS
                     "
     gene            complement(1840141..1841292)
                     /gene="cfa"
                     /locus_tag="CH60_1719"
     CDS             complement(1840141..1841292)
                     /gene="cfa"
                     /locus_tag="CH60_1719"
                     /EC_number="2.1.1.79"
                     /note="[M] COG2230 Cyclopropane fatty acid synthase and
                     related methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="cyclopropane-fatty-acyl-phospholipid synthase"
                     /protein_id="AJK12082.1"
                     /translation="MSSSCIEDQSVQESPWFRIVQDMLNQADIEINGSRPFDIRVNNP
                     DFFKRVLQGGSLALGESYMDGWWECDRLDIFFQRVLQAGLEHKLPRHFKDTLRIAAAR
                     VINLQSKRRALIVGKEHYDLGNDLFTQILDPNMQYSCAYWKEATSLEQAQEHKLQMIC
                     EKLQLAPGMKLLDIGCGWGGLAAYAARHFGVSVSGVTISVEQQKLAQQRCEGLDVSIL
                     LQDYRDLNEQFDRIVSVGMFEHVGPKNYSTYFKVVNRNLKPDGLFLLHTIGANRTNMN
                     VDPWINKYIFPNGCLPSVQHIAQASEPYFVMEDWHNFGADYDRTLMAWYERFQAAWPN
                     LSANYSQRFERMFSYYLNACAGAFRARDIQLWQVLFSPNGVNGGIRVPR"
     gene            complement(1841772..1842974)
                     /locus_tag="CH60_1720"
     CDS             complement(1841772..1842974)
                     /locus_tag="CH60_1720"
                     /note="efflux_Bcr_CflA: drug resistance transporter,
                     Bcr/CflA subfamily protein;
                     [GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance transporter, Bcr/CflA subfamily
                     protein"
                     /protein_id="AJK11575.1"
                     /translation="MKTSSSFMFYLAGLSMLGYLATDMYLPAFGAMQRELQTTAGAIS
                     ASLSIFLAGFAIAQLIWGPLSDKLGRKPVLLAGLGLFAIGCLGMLWVENATQLLVLRF
                     IQAVGVCSAAVSWQALVVDRYRDGKANRVFATIMPLVALSPALAPLLGAWLLNHFSWR
                     SIFVVLLAITLLLLIPTMVLQERKKARADNSDQPKNTVSFWQLLQSPTFSGNVMIFAA
                     CSAGFFAWLTGSPFILENMGYSPNVIGLSYVPQTLAFLLGGFGCRSALAHIKGNTLLP
                     WLLVGYAGSMIALYLIATLTTPSLLTLLIPFCLMALVNGACYPIIVANALMPFPDNTG
                     KAAALQNTLQLGLCFVASMLVSAYISQPLLATVTVMLLTVVLAALGYGIHCYALRKDK
                     TRLMTRTP"
     gene            1843264..1844196
                     /locus_tag="CH60_1721"
     CDS             1843264..1844196
                     /locus_tag="CH60_1721"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK14372.1"
                     /translation="MWSEYSLDVVDAVARTGSFSAAAQELHRVPSAVSYTVRQLEDWL
                     AVPLFERRHRDVELTEAGVVFLKEARDVIKKMNDTRRQCQQVANGWRGQLNIVVDKIV
                     KPQRSRRLVLDFYRHFPDVELRVRYEVFNGVWDALSDGRADIAIGATRAIPVGGRFVF
                     RDMGFLSWLCVVSVDHPLALLSGPLSDEQLRPYPSLCLEDTALNLPKRDTWTLDNQQR
                     LVAPDWSTGIDCLCAGLCMGMVPAHMVSPLIAQGKLAAITLAEPLPDSPCCLTWEQNN
                     HSPALAWLLDYLGDSVTLNTEWLRDDSQQLIANN"
     gene            complement(1844285..1845310)
                     /locus_tag="CH60_1722"
     CDS             complement(1844285..1845310)
                     /locus_tag="CH60_1722"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK11110.1"
                     /translation="MATIKDVAKHAGVSTTTVSHVINKTRFVAENTKAAVWAAIKELH
                     YSPSAVARSLKVNHTKSIGLLATSSEAPYFAEVIEAVENSCYSKGYTLILCNSHNNLD
                     KQKAYLAMLAQKRVDGLLVMCSEYPDQLLGMLEDYRNIPMVVMDWGTARGDFTDSIID
                     NAFEGGYLAGRYLIERGHRDIGAIPGQLARNTGGGRHQGFLKALEEANIPVREEWIVQ
                     GDFEPESGYKAMHQILTQKHRPTAVFCGGDIMAMGAICAADELGLRVPQDISVIGYDN
                     VRNARYFSPALTTIHQPKERLGETAFAMLLDRIVSKREDPQTIEVHPKLVERRSVADG
                     PFRDYRR"
     gene            1845644..1845733
                     /locus_tag="CH60_1723"
     CDS             1845644..1845733
                     /locus_tag="CH60_1723"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12337.1"
                     /translation="MDTNLKMSLITTVGALAMIIIFSFVAVMN"
     gene            complement(1845837..1846415)
                     /gene="sodB"
                     /locus_tag="CH60_1724"
     CDS             complement(1845837..1846415)
                     /gene="sodB"
                     /locus_tag="CH60_1724"
                     /EC_number="1.15.1.1"
                     /note="[P] COG0605 Superoxide dismutase"
                     /codon_start=1
                     /transl_table=11
                     /product="superoxide dismutase Fe"
                     /protein_id="AJK11474.1"
                     /translation="MSFELPALPYAQNALEPHISAETLEYHYGKHHNTYVINLNNLIK
                     DTEFAGKSLEEIVKTANGGVFNNAAQVWNHTFYWHCLSPNGGGEPTGKIAEAINKSFG
                     SFAEFKAQFTDAAVKNFGAGWTWLVKKADGTLAIVSTSNAGTPLTTTDKPLLTVDVWE
                     HAYYIDYRNARPKYLENFWAVVNWSFAEKNLD"
     gene            complement(1846793..1847644)
                     /locus_tag="CH60_1725"
     CDS             complement(1846793..1847644)
                     /locus_tag="CH60_1725"
                     /note="[M] COG0791 Cell wall-associated hydrolases
                     (invasion-associated proteins)"
                     /codon_start=1
                     /transl_table=11
                     /product="nlpC/P60 family protein"
                     /protein_id="AJK12736.1"
                     /translation="MRLMLTLFVLLFTQLFLNLAHASPQAHSSVEQKKGHVSQASPDD
                     RKKRKADKSTKRSKIATTKGPVSKKTTEPRKTGNNKTSTNKVVRNKINSSRTTESKTA
                     ANKKRTSSIRTAKTPYGRQRNKAQGKASTELAANNKLKLSPAHKKRYQKAKQTAMSKL
                     MKQVGKPYRWGGSSPNTGFDCSGLIYYAYKDVVKIKMPRTANEMYHLRDAAPVKRTEL
                     ESGDLVFFKIANRGVADHVGVYLGNGKFIQSPRTGEEIRISMLNNDYWQEHYVGARRV
                     VTPKTIR"
     gene            1847763..1847984
                     /locus_tag="CH60_1726"
     CDS             1847763..1847984
                     /locus_tag="CH60_1726"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10726.1"
                     /translation="MALPLLFFHSESELKSTIRQRVNRRAWTQPQREDNSEGMGSKML
                     LLRYIFVADAISIISTSKIHAKDGVLFLS"
     gene            1848084..1848434
                     /gene="grxD"
                     /locus_tag="CH60_1727"
     CDS             1848084..1848434
                     /gene="grxD"
                     /locus_tag="CH60_1727"
                     /note="[O] COG0278 Glutaredoxin-related protein"
                     /codon_start=1
                     /transl_table=11
                     /product="monothiol glutaredoxin, Grx4 family"
                     /protein_id="AJK11003.1"
                     /translation="MTTIDKIQRQITENPILLYMKGSPKLPNCGFSAQAVQALSACGE
                     RFAYVDILQNPDIRAELPKYANWPTFPQLWVDGELVGGCDILMEMYQRGELQTLLKET
                     ADKYRSQEDQPAAE"
     gene            complement(1848743..1849390)
                     /gene="rnt"
                     /locus_tag="CH60_1728"
     CDS             complement(1848743..1849390)
                     /gene="rnt"
                     /locus_tag="CH60_1728"
                     /note="RNaseT: ribonuclease T;
                     [L] COG0847 DNA polymerase III, epsilon subunit and
                     related 3'-5' exonucleases"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease T"
                     /protein_id="AJK11646.1"
                     /translation="MADKSDLNALSGRFRGYYPVVIDVETAGFNAQSDALLEIAAVTL
                     QMNKEGWLLPDETLHFHVEPFEGANLQPEALAFNGIDPTNPLRGAVSEHDALHAIFKA
                     VRKGIKDKGCNRAIIVAHNANFDHSFVMAAAERASLKRNPFHPFATFDTAALSGLVLG
                     QTVLAKACLAAGIPFDSSQAHSALYDTLQTAKLFCELVNRWKKLGGWPLPAAESG"
     gene            complement(1849502..1849909)
                     /gene="gloA"
                     /locus_tag="CH60_1729"
     CDS             complement(1849502..1849909)
                     /gene="gloA"
                     /locus_tag="CH60_1729"
                     /EC_number="4.4.1.5"
                     /note="glyox_I: lactoylglutathione lyase;
                     [E] COG0346 Lactoylglutathione lyase and related lyases"
                     /codon_start=1
                     /transl_table=11
                     /product="lactoylglutathione lyase"
                     /protein_id="AJK12675.1"
                     /translation="MRLLHTMLRVGDLQRSIDFYTKVLGMRLLRTSENTEYKYSLAFV
                     GYSDESKGSVIELTYNWGVDQYDMGTAFGHLALGVDDVAATCDQIRQAGGKVTREAGP
                     VKGGNTIIAFVEDPDGYKIELIENKSAGDCLGN"
     gene            1850182..1853136
                     /locus_tag="CH60_1730"
     CDS             1850182..1853136
                     /locus_tag="CH60_1730"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein;
                     [M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AJK13291.1"
                     /translation="MNTSLFSKTPAVTVLDNRGLSVRSIAYHRHPDSPDDTGERITHH
                     QYDARGFLTQSADPRLHDTGRANVKYLSDLVGNALCTVSADVGTTVALNDAAGRLFMT
                     VSNIDTADDDLEDRSQVVNRTWQYEGASLPGRLLSITEQVTGEAARVTERFTYAANTD
                     EKKALNLVGQCVSHYDTAGLRQMDSIALTGVPLSVTRRLLKDADNPDTVANWQGEDSS
                     AWNDQLAADRLTTLTTADAIGAVLTTTDTKGNVQRVVYNVAGLLSGSWLRVKGGAEQV
                     IVQSLTYSAAGQKLREEHGNGVVTTYTYEPETQRLTGIRTERSAGHASGTKVLQDLRY
                     EYDPVGNVQSIRNDAEETRFWRNQKVVPENTYVYDSLYQLVSATGRVMVNAGQQGRSL
                     PSATLPIESSAYTNYTHTYTYDTAGNLTQIRHTPATGSGHTTDITVSDRSNQGVLSTL
                     TTNPAEVDALFTAGGQQKQLQPGQHLIWTARNELLKVTPVVRDGDSDDRESYRYDGNS
                     QRILKVSVQKTGGSTQTQRVMYLPRLELRSTASGVTETESLQIITVGEAGRAQVQVQV
                     LHWEKGKPDAIDNDQLRYSYDNLIGSSTLEVDGDGNVISMEEYYPYGGTAVWTAHSQT
                     EADYKTIRYSGKERDATGLYYYGWRYYQPWVGRWLSADPVGTVDGLNLYLMVGNNPTS
                     FHDSNGLIREGQSARKLVGEAFVHPLHMSVFERISIEENMAMSVREAGIYTILALGEG
                     AAAKGHNILEKTIKPGSLKAVYENKAGAALELAKNSGFIGRVGRWNASGVQGVYAYNR
                     PSGEDLVYPASLQDTSDNELVNAWIKHKIITPYTGDYDMHDIIKFNRGKGYVPTAESA
                     EETGVKDLINKGVAEVDPARPFEYTAMNVIRHGPQVNFVPYMWEYEHDKVVSDNGYLG
                     VVARPGPFPIAMVHQGQWTVFDDSKELFNFYKSSNTPLPEHWQQNFIARGPGIVATPR
                     HADVLDKRRIMH"
     gene            complement(1853357..1854454)
                     /locus_tag="CH60_1731"
     CDS             complement(1853357..1854454)
                     /locus_tag="CH60_1731"
                     /note="NADH:flavin oxidoreductase / NADH oxidase family
                     protein;
                     [C] COG1902 NADH:flavin oxidoreductases, Old Yellow Enzyme
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="flavin oxidoreductase / NADH oxidase family
                     protein"
                     /protein_id="AJK12806.1"
                     /translation="MKTAKLFSPLKVGALTLPNRVFMAPLTRLRSIEPGDIPTPLMAE
                     YYRQRASAGLIITEATQISFQAKGYAGAPGLHTQEQLNAWKKVTQGVHNEGGHIAVQL
                     WHVGRISHNSLQPGQQAPVAPSAIAADTRTTVRDETGAWVRVPCSTPRALETEEIPGI
                     INDFRQATANAREAGFDYIELHAAHGYLLHQFMSPASNQRTDQYGGSIENRTRLTLEV
                     VDATAAEWGADRIGIRISPLGPFNGLDNGEDQEEAALYLIDQLNKRNIAYLHISEPDW
                     AGGKPYSDTFRAAVRAHFNGVIVGAGAYSAEKAECLIQKGFIDAVAFGRSYISNPDLV
                     TRLQQHAPLNEPDSNTFYGGGAKGYTDYPTL"
     gene            complement(1854542..1855141)
                     /gene="nemR"
                     /locus_tag="CH60_1732"
     CDS             complement(1854542..1855141)
                     /gene="nemR"
                     /locus_tag="CH60_1732"
                     /note="[K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional repressor nemR"
                     /protein_id="AJK11908.1"
                     /translation="MNKIQHTHVDTREHLLATGERLSLRLGFNGMGLSLLLTTAGIPK
                     GSFYHYFRSKEVFGEAMLQRYFDRYDAEMESLLAGSQGDKRHHLLHYFAQSIANYCGS
                     ECHNACLAVKLSAEVSDLSEPMRHALDIGTARVIGRLQDAIEAGIDEGSLRTVLSPAA
                     TAETLYALWLGASLRAKVKHSVAPLTCALGSIELILQPA"
     gene            complement(1855364..1857001)
                     /locus_tag="CH60_1733"
     CDS             complement(1855364..1857001)
                     /locus_tag="CH60_1733"
                     /note="conserved hypothetical protein;
                     [R] COG2194 Predicted membrane-associated, metal-dependent
                     hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12211.1"
                     /translation="MNARYKLQCNGLTFILACALFFTFFQNALFIYKAWSLIRFDNSD
                     SYFFAATIPVVIFCALNIIFSLLTLPLLRKPIIILFLLGSAVANYFMFSYGAVIDANM
                     MQNAFETNSQEATALFTPRMALWLITLGILPAMIVCFVRIRATRPWWYMLGLRVANIL
                     MSMVIIFLIAVLFYKDYASLIRNNKNIVKMLTPSNFVSGSFQFAKHKYFISNMPLVKI
                     GEDAHKGPVINAQQNKTLVILVVGETARSENFSLGGYARETNPRLQQQDIIYFKHASS
                     CGTETAVSVPCMFSNMPRKSYDASLASHQEGLMDIIARAGLSVLWRENDGGCKGACDR
                     IPHQDVTQLQLNADCQDGVCLDNALLYKLDNYINGLQNDGVIVLHQMGSHGPAYYRRT
                     SPELTKFTPTCNSNQIQDCTAQELVNTYDNSILYTDAMLDDTIALLKQHSDRFNTALV
                     YLSDHGESLGENGLYLHGTPYVFAPSQQTHIPFLMWLSPEYTKSYGIDRQCLSHSAQQ
                     DEVSQDNLFHTLLGMVNIQTNEYLSGMDLLQKCRSLQ"
     gene            1857175..1857414
                     /locus_tag="CH60_1734"
     CDS             1857175..1857414
                     /locus_tag="CH60_1734"
                     /note="conserved hypothetical protein;
                     [R] COG3313 Predicted Fe-S protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13983.1"
                     /translation="MAQQLEFFDIPSPCRGICQTDDRGFCRGCFRSRDERFNWIKMDD
                     GQKREVLRLCHQRLLRLKRANKQPDEPLPEQPSLF"
     gene            1857546..1858442
                     /locus_tag="CH60_1735"
     CDS             1857546..1858442
                     /locus_tag="CH60_1735"
                     /note="[R] COG4989 Predicted oxidoreductase"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK10744.1"
                     /translation="MDTRSQLASLGPEFSRMICGYWRLMEWGMTPEQLLVFMEQHIEL
                     GITTVDHADIYGGYQCEQAFGQALRLKPSLRDQMELVSKCGIATTAKPEHALGHYITD
                     CSHIVHSAEQSLTHLHTDYLDLLLIHRPDPLMDADEVAEAFIQLHKSGKVKYFGVSNF
                     TPTQFSLLQSRLPFSLVTNQVEISPLHQPAIMDGTLDACQQLRIKPMAWSCLGGGRLF
                     SDPTFQVLRDELQTVADEMGAESIEQVVYAWVLRLPSAPLPIIGSGKIERVKAAWASL
                     SLTMTRQQWFRIRRAALGYDVP"
     gene            1859240..1859596
                     /locus_tag="CH60_1736"
     CDS             1859240..1859596
                     /locus_tag="CH60_1736"
                     /note="[K] COG1846 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="winged helix DNA-binding domain protein"
                     /protein_id="AJK14399.1"
                     /translation="MESTLGSDLARLVRVWRALIDHRLKPLELTQTHWVTLYNINRLP
                     PEQSQIQLAKAIGIEQPSLVRTLDQLEEKGLITRHTCANDRRAKRIKLTEQSSPIIEQ
                     VDGVICSTRKEILGGI"
     gene            complement(1859815..1860282)
                     /gene="slyB"
                     /locus_tag="CH60_1737"
     CDS             complement(1859815..1860282)
                     /gene="slyB"
                     /locus_tag="CH60_1737"
                     /note="[M] COG3133 Outer membrane lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipoprotein slyB"
                     /protein_id="AJK12569.1"
                     /translation="MIKPFVAVAIAVVTLTGCANNNTLSGDVFTASQAKQVQTVSYGT
                     LISVRPVTIQGGDDNNVVGAIGGAVLGGFLGNAVGGGTGRSLATAAGAVAGGIAGQGV
                     QGALNRTDGVQLEIRKDDGQTILVVQKQGPTQFSVGQRVMLANSGSTITVSPR"
     gene            1860838..1861950
                     /locus_tag="CH60_1738"
     CDS             1860838..1861950
                     /locus_tag="CH60_1738"
                     /note="conserved hypothetical protein;
                     [O] COG2377 Predicted molecular chaperone distantly
                     related to HSP70-fold metalloproteases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10660.1"
                     /translation="MKSGRFIGVMSGTSLDGVDVVLAAIDERMVAQQASYTHPIPLQL
                     KKDILGMCQGQSTTLSAVGKLDAQLGILFAEAVLALLAKEGLSAQDITAIGCHGQTVW
                     HEPLGEPAFTMQLGDNNRIAAMTQIATVGDFRRRDMAYGGQGAPLVPAFHHALLAHAT
                     EKRMVLNIGGIANLSVLLPDSPIRGFDTGPGNMLMDAWIWRNCSLPYDKDACWALSGH
                     VNQPLLEQMFNDPYFRLPAPKSTGREYFNAAWLDKQLARIPGVTAEDIQATLAELTAV
                     SITEQVRLAGGCDRLLVCGGGARNPLVMARISALLSGTEVCTTDDAGIRGDDMEALAF
                     AWLAFRTLSGKPGNLPSVTGASRETILGAVHPVSSW"
     gene            1862008..1862322
                     /locus_tag="CH60_1739"
     CDS             1862008..1862322
                     /locus_tag="CH60_1739"
                     /note="[R] COG3895 Predicted periplasmic protein"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane-bound lysozyme-inhibitor of c-type
                     lysozyme family protein"
                     /protein_id="AJK10630.1"
                     /translation="MKYLFAATVPLLLAGCSLLQSMNGTSVNETLHYQCGTTKLTVTQ
                     NNKQDNVSFIMDGKQLTLPQVRAASGAKYSDGHYTFWSKGDSAFIEREEKVIINDCVL
                     IK"
     gene            1862413..1863066
                     /gene="pdxH"
                     /locus_tag="CH60_1740"
     CDS             1862413..1863066
                     /gene="pdxH"
                     /locus_tag="CH60_1740"
                     /EC_number="1.4.3.5"
                     /note="pdxH: pyridoxamine 5'-phosphate oxidase;
                     [H] COG0259 Pyridoxamine-phosphate oxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxamine 5'-phosphate oxidase"
                     /protein_id="AJK13704.1"
                     /translation="MTENNEFDVADLRREYIRGGLRRSDLTENPLELFERWLKQACEA
                     RLPDPTAMCVATVDTNGQPYQRIVLLKHYDDQGLVFYTNLGSRKAQQLAENPHISLLF
                     PWHMLDRQVIFLGKAERLSTLEVLKYFHSRPKDSQIGAWVSQQSSRISARGVLESKFL
                     ELKQKFQQGDVPLPSFWGGFRVKFDSVEFWQGGEHRLHDRFIYQREADAWKIDRLAP"
     gene            1863248..1864522
                     /gene="tyrS"
                     /locus_tag="CH60_1741"
     CDS             1863248..1864522
                     /gene="tyrS"
                     /locus_tag="CH60_1741"
                     /EC_number="6.1.1.1"
                     /note="tyrS: tyrosine--tRNA ligase;
                     [J] COG0162 Tyrosyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine--tRNA ligase"
                     /protein_id="AJK13766.1"
                     /translation="MTSSNLIKQLQERGLVAQVTDEDALAERLAQGPISLYCGFDPTA
                     DSLHLGHLVPLLCLKRFQLAGHRPVALVGGATGMIGDPSFKASERKLNTEDTVNEWVE
                     KIRHQVSPFLDFDCGENSAIAANNYDWFGGMNVLTFLRDIGKHFSVNQMINKEAVKQR
                     LNRDDSGISFTEFSYNLLQAYDFACLNKNHGVALQIGGSDQWGNITSGIDLTRRLHQQ
                     QVYGLTVPLITKADGTKFGKTEGGAVWLDPKKTSPYKFYQFWINTADADVYRFLKFFT
                     FMSLEEINALEEEDKNSGKAPRAQYVLAENVTGMVHGPEGLAAAKRITDSLFSGDLHD
                     MTEADFAQLAQDGMPTVELNRDADLQQALVNAELVPSRGQARTMIGSNAVAINGEKQA
                     DPEYVFTDADRLFGRYTLLRRGKKHYCLISWL"
     gene            1864677..1865537
                     /locus_tag="CH60_1742"
     CDS             1864677..1865537
                     /locus_tag="CH60_1742"
                     /EC_number="2.7.1.35"
                     /note="pyridox_kin: pyridoxal kinase;
                     [H] COG2240 Pyridoxal/pyridoxine/pyridoxamine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal kinase"
                     /protein_id="AJK10773.1"
                     /translation="MKNILSIQSHVVFGHAGNSAAEFPMRRMGVNVWPLNTVQFSNHT
                     QYGHWTGCVMPASHLTDIVQGIADIDRLKDCDAVLSGYIGSPEQGSHILAAVAQVKQA
                     NPDAWYFCDPVMGHPEKGCIVAPGVAEFFCNEALPASDMIAPNLLELEQLSGERVENV
                     EQAVQVARSLCARGPKVVLVKHLSRAGYHADCFEMLLVTADDAWHICRPLVDFGKRQP
                     VGVGDLTSGLLLVNLLKGEPLDKALEHVTAAVYEVMLKTQEMGEYELQVVAAQETIVT
                     PICQFTAVRL"
     gene            complement(1865597..1866202)
                     /gene="gstB"
                     /locus_tag="CH60_1743"
     CDS             complement(1865597..1866202)
                     /gene="gstB"
                     /locus_tag="CH60_1743"
                     /EC_number="2.5.1.18"
                     /note="[O] COG0625 Glutathione S-transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione S-transferase GST-6.0"
                     /protein_id="AJK10668.1"
                     /translation="MKLFYKPGACSLSPHIVLREAGLDFSIERVDLVTKKTETGADYL
                     SINPKGQVPALVLDDGSLLTEGVAIVQYLADKVPDRHLIAPSGTLSRYHAIEWLNFIA
                     TELHKGFSPLFNPNTPDEYKTIVRERLDKQFSYVDSVLAEHDYLLGKKFSVADAYLFT
                     VSRWANALNLQIKERSHLDQYMARVAERPAVKAALAAEDIK"
     gene            complement(1866447..1866710)
                     /locus_tag="CH60_1744"
     CDS             complement(1866447..1866710)
                     /locus_tag="CH60_1744"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12837.1"
                     /translation="MKKLTLKEMTESEQRDVKTQLDRARINLGRALTNSEQNKVKDEA
                     IEKIMHAREQIAKLTRVERKTKKTAPSTTTFSWSASISTRPPR"
     gene            complement(1866956..1867546)
                     /locus_tag="CH60_1745"
     CDS             complement(1866956..1867546)
                     /locus_tag="CH60_1745"
                     /codon_start=1
                     /transl_table=11
                     /product="yip1 domain protein"
                     /protein_id="AJK12600.1"
                     /translation="MVNHVWGLLTHPRQELQQIKREGESIPHLYTHHVLLLAAIPVIC
                     AFIGTTQVGWRFGNGQAIKLDTLTALYSAVIFYTLILAAVALMGQVIYRLARRYASRP
                     SWQRCTLFAGYAATPMFLSGIVALYPLVWLCLFAGIIALCYSAYLMYLGIPTFLDIDR
                     QEGFIFSSSTLAIGVLVLELLLGLTVLLWGYGSRLI"
     gene            complement(1867801..1869306)
                     /locus_tag="CH60_1746"
     CDS             complement(1867801..1869306)
                     /locus_tag="CH60_1746"
                     /note="yjdL_sub1_fam: amino acid/peptide transporter
                     family protein;
                     [E] COG3104 Dipeptide/tripeptide permease"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid/peptide transporter family protein"
                     /protein_id="AJK13601.1"
                     /translation="MSTANNNQPESISMNAFKQPKAFYLIFSIELWERFGYYGLQGIM
                     AVYLVKMLGMSEADSITLFSSFSALVYGFVAIGGWLGDKVLGAKRVIVLGALTLAVGY
                     SMIAYSGHEIFWVYLGMATIAVGNGLFKANPSSLLSTCYSKDDPRLDGAFTMYYMSIN
                     IGSFFSMLATPWLAAKYGWSVAFSLSVVGMLITLVNFWFCRKWVKNQGSKPDFLPLQF
                     KKLLMVLVGIIALITLSNWLLHNQIIARWALALVSLGIIFIFTKETLFLQGIARRRMI
                     VAFLLMLEAVIFFVLYSQMPTSLNFFAIHNVEHSIFGIGFEPEQFQALNPFWIMLASP
                     ILAAIYNKMGDRLPMPHKFAFGMMLCSAAFLVLPWGASFANEHGIVSVNWLILSYALQ
                     SIGELMISGLGLAMVAQLVPQRLMGFIMGSWFLTTAAAALIAGKVAALTAVPSDAITD
                     AHASLAIYSHVFMQIGIVTAIIAVLMMLTAPKLYRMTLAPSDHNDVKIMTQ"
     gene            1869489..1869578
                     /locus_tag="CH60_1747"
     CDS             1869489..1869578
                     /locus_tag="CH60_1747"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12472.1"
                     /translation="MLQMLCSINVYVLAIYRFFILIEMGSDFV"
     gene            complement(1869949..1871229)
                     /locus_tag="CH60_1748"
     CDS             complement(1869949..1871229)
                     /locus_tag="CH60_1748"
                     /note="conserved hypothetical protein;
                     [S] COG4950 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12193.1"
                     /translation="MVQFRRRNNAHWYHETQCSGSLEHCSGSPVNISTTVNVPTTVNN
                     ENPPVDIRPRDPSESDNMSTGSNITEQSIITEQGIFLLGVTENIAPTLQDTLYHEQPI
                     LTASDAMYQALFPTIIEINHTNTFSLYDRLSTALTVAQVTGIQRLCSHYALRLAPLPS
                     PDASRESNIRLTQITQYARQLASQPTLIDRHALAQLHDVGLTDSDIIILSQIIGYVGY
                     QARVVAGISALAGYPTVMLPGFPRMEDAAPSPLPDVMPNWQGWLPSHAANDDQPDKEP
                     DETASTLTELLGHHQQSLLAYHAITTHQPNSPQLQRDWLELVALVSARINGSLYCQAR
                     HRQHLQQLTEPPLLVTELLKGIDHALFLLPEQQIPHQLISVTAELTRAPERFNHQHVK
                     RLQTLGVSDTQVMRIIFSIAITGWTNRLRHTLGK"
     gene            complement(1871619..1872434)
                     /gene="sapF"
                     /locus_tag="CH60_1749"
     CDS             complement(1871619..1872434)
                     /gene="sapF"
                     /locus_tag="CH60_1749"
                     /note="[V] COG4167 ABC-type antimicrobial peptide
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport system ATP-binding protein
                     SapF"
                     /protein_id="AJK13518.1"
                     /translation="MAETLLEVRNLSKTFRYRTGLFRRQHVEAVKSVSFTLREGQTLA
                     VIGENGSGKSTLAKMLSGMIEPTAGELLIDDHHLAYGDYAYRSQRIRMIFQDPSTSLN
                     PRQRIGQLLDAPLKLNTELDAPAREQRIYQTLRQVGLLPDHANYYPHMLASGQKQRVA
                     LARALILQPKVIIADEALAALDMSMRSQIINLMLELQEKHGISYIYVTQHLGMMKHIS
                     DQVIVMHEGEVVERGSTAEVLAAPLHDLTKRLISSHFGEALTADAWRRDTSNF"
     gene            complement(1872434..1873426)
                     /locus_tag="CH60_1750"
     CDS             complement(1872434..1873426)
                     /locus_tag="CH60_1750"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein;
                     [V] COG4170 ABC-type antimicrobial peptide transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13222.1"
                     /translation="MPLLDIRNLTIEFMTSEGPVKAVDRISMTLTEGEVRGLVGESGS
                     GKSLIAKAICGVSKDNWRITADRFRFNDIDLLQLTPRQRRKVIGHNISMIFQEPQSCL
                     DPSESIGLQLIQAIPGWTYKGRWWQRFHWRKRRAIELLHRVGIKDHKDIMHSYPYELT
                     EGECQKVMIAIALANQPRLLIADEPTNAMEPTTQAQIFRLLARLNQNNNTTILLISHD
                     LQMMSKWATRVNVLYCGQTVESAVCEDLLSTPHHPYTQALIRAMPDFGRSLPHKSRLN
                     TLPGAIPSLEHLPVGCRLGPRCPYAQKTCIETPRLRLVKNHAFACHFPLNLEEQ"
     gene            complement(1873426..1874316)
                     /gene="sapC"
                     /locus_tag="CH60_1751"
     CDS             complement(1873426..1874316)
                     /gene="sapC"
                     /locus_tag="CH60_1751"
                     /note="[V] COG4171 ABC-type antimicrobial peptide
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport system permease protein sapC"
                     /protein_id="AJK10710.1"
                     /translation="MPFDNVYREKKMPSPLLYTWRLFSSDGLAMVGFYGVLGLLLLCL
                     LGSTLAPYTLDQQFLGYQLLPPSWSRYGNVSFFLGTDDLGRDVLSRLLTGTASTYGSA
                     LLVTVAAALCAIVLGVFAGITRGLRSAILNHVLDTLLSIPSLLLAIIVVAFVGPSLEH
                     AMFAVWLALLPRMVRTIYSAVHDELDKEYVIAARLDGASTPHILAYAILPNIASVLVT
                     EFTRALSMAILDIAALGFLDLGAQLPSPEWGAMLGDSLDLVYVAPWTVMLPGGAILVS
                     VLLVNLLGDGMRRAINAGVE"
     gene            complement(1874303..1875268)
                     /gene="sapB"
                     /locus_tag="CH60_1752"
     CDS             complement(1874303..1875268)
                     /gene="sapB"
                     /locus_tag="CH60_1752"
                     /note="[V] COG4168 ABC-type antimicrobial peptide
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport system permease protein sapB"
                     /protein_id="AJK11828.1"
                     /translation="MIIFTLRRLLLLVITLFMLSLVSFSLSYFTPYAPLHGAGLLDAY
                     RFYFSSLLQWDFGISSINGQPISEQLREAFPATMELCVLAFGLALFIGIPLGIIAGVM
                     RGKWADIAISTVALIGFSIPVFWLALLLMLFFSLHLGWLPVSGRFDLLYQVKPVTGLA
                     LVDAWLSPSPYRNEMMLSALQHMILPITALAVAPTTEVIRLMRTSTDDVIGQNYIKAA
                     ATRGLSRFTIIRRHVLHNALPPIIPKLGLQFSTMLTLAMITEVVFNWPGLGRWLINAI
                     RQQDYAAISAGVMVVGSLVIVINVLSDILGAMMTPLKHKEWYALR"
     gene            complement(1875265..1876911)
                     /locus_tag="CH60_1753"
     CDS             complement(1875265..1876911)
                     /locus_tag="CH60_1753"
                     /note="[E] COG4166 ABC-type oligopeptide transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AJK12835.1"
                     /translation="MRGLLILLLSLICLATPVLAQPVAAEQPLPDIRQRGFVYCVSGI
                     LNTFNPQMASSGLTVDTLAAQLYDRLLDVDPYTYRLIPELAESWQVLDNGATYRFHLR
                     KDVPFQTTDWFTPTRMMNADDVVFSFQRVFDSKHPYHKVNGGEYPYFDSLQFASAVKS
                     VKKLDDYTVEFKLKAPDASFLWHLATHYAPVLSSEYADVLTQKGKEEQIDREPVGTGP
                     FLLDEYRSGQYIRLFRNSHYWKGVPRMPQVVIDLGVGGTGRLSKLLTGECDVLAYPAA
                     SQLSILRDDPPRLRLTLRPGMNVAYLAFNTRKPPLSDQRVRQAIALSINNQRLMQSIY
                     YGTAETAASILPRASWAYDNQAQVTEYNPEKAKEILKDLGITQLQLNLWVPTASQSYN
                     PSPLKTAELIQADLAQVGISVTIVPVEGRFQEARLMEMNHDLTLSGWSTDSNDPDSFF
                     RPLLSCAAIRSQTNYAHWCDPAFDELLQKALRSQQLSERIEYYQQAQRILEQQLPLLP
                     LASSLRLQAYRYDIKGLVLSPFGNSSFAGVYRESDEGKTP"
     gene            1877583..1878041
                     /locus_tag="CH60_1754"
     CDS             1877583..1878041
                     /locus_tag="CH60_1754"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK10916.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1878188..1879765)
                     /gene="tyrR"
                     /locus_tag="CH60_1755"
     CDS             complement(1878188..1879765)
                     /gene="tyrR"
                     /locus_tag="CH60_1755"
                     /note="[KE] COG3283 Transcriptional regulator of aromatic
                     amino acids metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein tyrR"
                     /protein_id="AJK10714.1"
                     /translation="MRLEVFCEDRLGLTRELLDLLVLRSIDLRGIEIDPIGRIYLNFS
                     SLDFSIFSALMMEIRHIDGVTDVRTVSFMPSEREHRSLRALLESMPEPVFSIDLKGNL
                     ELSNPAARALFSLSEEKIRHKTAGSLLGGYNFSRWFEGGDTAPHTERVLINNQDYLME
                     ITPINLEDENQKKQTVGAVVMLKSTARMGQQLQTLSVNDDTEFRQIVTASTKMRQVLA
                     QARKLAMLDAPLLLVGDTGTGKDLLARACHLRSPRGKMPFLGLNCASLPDEVVESELF
                     GYAAGAYPNAIEGKKGFFEQANGGSVLLDEIGEMSPRMQIKLLRFLNDGTFRRVGEEH
                     EVHVDVRVICATQKNLVELVQRGEFREDLYYRLNVLTITLPPLRERQTDIMPLTELFV
                     ARFSDEQGVPRPKLSPELASFLTHYGWPGNVRQLKNAIYRALTQLEGAELRPQDIILP
                     EFEIEATLGDEVLDGSLDDISKRFERSVLTRLYRNYPSTRKLAKRLGVSHTAIANKLR
                     EYGLSSKRPASDENEEE"
     gene            1880101..1880547
                     /locus_tag="CH60_1756"
     CDS             1880101..1880547
                     /locus_tag="CH60_1756"
                     /note="conserved hypothetical protein;
                     [S] COG5642 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10911.1"
                     /translation="MRAYRPNPATKMGTLWREIGLPASRGTILVDSIKMGFSVDVIDS
                     IHLWASMPKAEILRATGIPSRSLTRRRTHDGRFTPEESERIARFVRVMDAAVDLFGGD
                     KGKAITWMSTPIKGLGYRSPDSLLETETGALEVCDLIGRLEHGVFT"
     gene            1880643..1881101
                     /locus_tag="CH60_1757"
     CDS             1880643..1881101
                     /locus_tag="CH60_1757"
                     /note="[S] COG5654 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RES domain protein"
                     /protein_id="AJK11888.1"
                     /translation="MTLYRIVMRRYLASAWTGYGAEIYGGRWNHKGHAAIYLASSISL
                     AMLETLAHIQDSSTLSEFELFQIEISDSSIMLLQPQDWPTDWRSDPAPVATMDVGTEW
                     LESESSVGLLVPSTLVPSENNLLVNPHHKDFPACLASVKPLSFVFDPRLK"
     gene            complement(1881111..1882172)
                     /locus_tag="CH60_1758"
     CDS             complement(1881111..1882172)
                     /locus_tag="CH60_1758"
                     /note="conserved hypothetical protein;
                     [S] COG3768 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14462.1"
                     /translation="MSEPLKPRIDFEQPLQSLDEPVLKSAQAFDEQAAEKFYPAAPEL
                     DAEDEEGRVEGLVNAALKPKRSLWRKMVTAGMVILGASVIAQSVQWVNQAWQQQDWIA
                     LGATTAGGLIILAGVGSVVTEWRRLYHLRQRAEERDIARALLVSHGVGQGRVFCEKLA
                     RQAGLDQGHPALQRWQASLHETHNDREVVELYAKLVQPALDNQARAEISRYAAESALM
                     IAVSPLALVDMAFIAWRNIRLINRIAALYGIELGYFSRIRLFRLVLLNIAFAGASELV
                     REVGMDWLSQDLAARLSARAAQGIGAGLLTARLGIKAMELCRPLPWLEGDKPKLGDFR
                     RQLMNQLKNTLPKKDKTAH"
     gene            complement(1882169..1883566)
                     /locus_tag="CH60_1759"
     CDS             complement(1882169..1883566)
                     /locus_tag="CH60_1759"
                     /note="conserved hypothetical protein;
                     [R] COG3106 Predicted ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12781.1"
                     /translation="MKRLQNELTSLVNRGMDRHLRLAVTGLSRSGKTAFITSLVNQLL
                     HVHSGARLPLFSAVRDERLLGVKRVPQRDLGIQRFTYDEGLASLYGTPPNWPTPTRGV
                     SEIRLALRFRSSDSLLRHFKETSTLYLEIVDYPGEWLLDLPMLEQDYLSWSRQMEGLL
                     QGDRAEWAKPWLALCQQCDPLAPANENQLAAIAQAYTDYLVRCKNEGLHFIQPGRFVL
                     PGDMAGAPALQFFPWLDVNGIGESRLAQADKHSNLGMLRTRFNYYCNTIVKGFYKEHF
                     VRFDRQIVLVDCLQPLNRGPQAFNDMRLALTQLMQSFHYGKRTLFRRLFSPCIDKLMF
                     AATKADHVTADQHANLVSLLQQLVQEAWQNAAFEGISMDCVGLASVQATESGMVDHQG
                     QKIPALRGHRLEDGAPLTVFPGDVPARLPGPAFWQQQGFHFDQFRPQAVHIDSPLPHI
                     RLDAVMEFLLGDKLR"
     gene            complement(1883547..1883789)
                     /locus_tag="CH60_1760"
     CDS             complement(1883547..1883789)
                     /locus_tag="CH60_1760"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock PspD family protein"
                     /protein_id="AJK12610.1"
                     /translation="MMNNNPAPTRAGVILTKLIKIMFTAALMYGPAGAASVIMKSVSY
                     KPLRWLLLIILEPMLKRAMAAVASQFAKEKHETTAK"
     gene            complement(1883874..1884233)
                     /gene="pspC"
                     /locus_tag="CH60_1761"
     CDS             complement(1883874..1884233)
                     /gene="pspC"
                     /locus_tag="CH60_1761"
                     /note="phageshock_pspC: phage shock protein C;
                     [KT] COG1983 Putative stress-responsive transcriptional
                     regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein C"
                     /protein_id="AJK10890.1"
                     /translation="MANVLGSKKLYRVPEEGMIKGVCAGLAHYFDIPVRLVRVIMVLS
                     LFFGLFVFTVAAYIILAFMLEPVSAASVTNDNDVTPRQLLDQLQHELAQGEQQLRQVE
                     RYVTSDTFGVRSRFRQL"
     gene            complement(1884233..1884460)
                     /gene="pspB"
                     /locus_tag="CH60_1762"
     CDS             complement(1884233..1884460)
                     /gene="pspB"
                     /locus_tag="CH60_1762"
                     /note="phageshock_pspB: phage shock protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein B"
                     /protein_id="AJK11989.1"
                     /translation="MSILFLAIPLTIFVLFVAPIWLWLHYNGRQQNGVQLSHQDMQRL
                     SLLTEDARRMRERIQALEEILDTEHPNWRQS"
     gene            complement(1884622..1885287)
                     /gene="pspA"
                     /locus_tag="CH60_1763"
     CDS             complement(1884622..1885287)
                     /gene="pspA"
                     /locus_tag="CH60_1763"
                     /note="phageshock_pspA: phage shock protein A;
                     [KT] COG1842 Phage shock protein A (IM30), suppresses
                     sigma54-dependent transcription"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein A"
                     /protein_id="AJK12202.1"
                     /translation="MGIFSRFADIVNANINTLLDKAEDPQKLVRLMIQEMEDTLVEIR
                     STSARALAEKKQLLRRIDHSESQQQEWQEKAELALRKDKEDLARAALIEKQKVMTLVE
                     TLKREVATVDETLSRMKHEITELENKLTETRARQQALTLRHQAASSSRDVRRQLDSGK
                     LDEAMARFEQFERRIDHMEAEAETVGVGKQKSLDQQFAELRADDEISSQLAALKAKMK
                     SVE"
     gene            1885532..1886560
                     /gene="pspF"
                     /locus_tag="CH60_1764"
     CDS             1885532..1886560
                     /gene="pspF"
                     /locus_tag="CH60_1764"
                     /note="phageshock_pspF: psp operon transcriptional
                     activator;
                     [KT] COG1221 Transcriptional regulators containing an
                     AAA-type ATPase domain and a DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="psp operon transcriptional activator"
                     /protein_id="AJK13372.1"
                     /translation="MNEQLDNLLGEANAFVDVLEQVSGLAKLNKPVLVIGERGTGKEL
                     IAHRLHYLSERWQGPFISLNCAALNENLLDSELFGHEAGAFTGAQKRHLGRFERADGG
                     TLFLDELATAPMLVQEKLLRVIEYGHLERVGGSQPLQVDVRLVCATNDNLPALAAAGK
                     FRADLLDRLAFDVVQLPPLRERQQDIMLLAEHFAILMCRELGLPLFSGFTATAKEQLL
                     EYRWPGNVRELKNVVERSVYRHSDSSLPLNNIIINPFASNQKGEIEGVDTPNEGGAVL
                     PALPVDLKHWLHTSEHQMLTRALKQARFNQRKAAHLLGLTYHQLRGLLKKHTILSGEL
                     PQVSDSGE"
     gene            complement(1886725..1887183)
                     /locus_tag="CH60_1765"
     CDS             complement(1886725..1887183)
                     /locus_tag="CH60_1765"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11172.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1887436..1887939)
                     /gene="tpx"
                     /locus_tag="CH60_1766"
     CDS             complement(1887436..1887939)
                     /gene="tpx"
                     /locus_tag="CH60_1766"
                     /note="[O] COG2077 Peroxiredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol peroxidase"
                     /protein_id="AJK11511.1"
                     /translation="MTQTVHFQGNPVSVAGKLPQIGDKAKDFTLVAKDLSDVALSSFA
                     GKRKVLNIFPSIDTGVCAASVRKFNQLAGELENTVVLCISSDLPFAQSRFCGAEGLSN
                     VITLSTLRGADFKQAYGVAITEGPLAGLTARAVVVLDGQDNVIYSELVNEITTEPNYD
                     AALAALK"
     gene            1888102..1889076
                     /locus_tag="CH60_1767"
     CDS             1888102..1889076
                     /locus_tag="CH60_1767"
                     /note="mandelate racemase / muconate lactonizing enzyme,
                     N-terminal domain protein;
                     [MR] COG4948 L-alanine-DL-glutamate epimerase and related
                     enzymes of enolase superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12242.1"
                     /translation="MRTVRFYPEAWPLHSAFVISRGSRTEAKVIVVEIEENDIHAFGE
                     CTPYPHYGESESSVMAQLALVANAIENGVSREALQPLLPAGAARNAVDSALWQLECLQ
                     HQQSLWQRSQITAVETVAMAQTVSIGTPEAMACSAKALVQLGAHLLKVKLDEHLIAER
                     LVAIRSAVPEVTLIVDANEAWQPEGLAARCQLLADLGVVMLEQPLPAGEDSSLQNFIH
                     PLPLCADESCHTRADLAGLVGRYDMVNIKLDKSGGLTEALLLAEQAKSMGFAIMLGCM
                     LCTSRAIRAALPLAPGARFIDLDGPTWLANDVEGGLHFSTGTIDLRVR"
     gene            complement(1889118..1889825)
                     /locus_tag="CH60_1768"
     CDS             complement(1889118..1889825)
                     /locus_tag="CH60_1768"
                     /note="[E] COG2866 Predicted carboxypeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc carboxypeptidase family protein"
                     /protein_id="AJK13535.1"
                     /translation="MNALRPRTARGNFIVSGQQYGQSLLGSPLLYFPASTPSVNIGLI
                     IAGTHGDETAAVVALSCALRSLSPQQQRHHVVLAVNPDGCQLGLRANANGVDLNRNFP
                     AQNWQSGDTVYRWNSAANARDVVLSTGEQAGSEPETQALCALIAQLSPSWVVSFHEPL
                     ACIEDPQCSALGTRLAEQFELPLVTSVGYATPGSFGSWCADRDLPCITAELPPISSDS
                     ASEYYLAAFIELLTLAD"
     gene            1890266..1891882
                     /locus_tag="CH60_1769"
     CDS             1890266..1891882
                     /locus_tag="CH60_1769"
                     /note="[E] COG4166 ABC-type oligopeptide transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AJK13259.1"
                     /translation="MHYFRYALCAVVVGSVLGAANAAEVPPGTVLAEKQEIVRHIKDE
                     PASLDPMKAVGLIEAQVVRDLFEGLVNQDAHGQPIPGVALSWKTADNQTYIFTLRKDA
                     KWSNGEPVTAQDFVYSWRRLVDPKSLSPFAWFAELAGMENAQQIISGQMPPEALGVSA
                     IDHYTLKVKLSKPVPYFPSLTANFSLFPVPQSVIEKYGNNWTKVGNLVGNGAFKLQDR
                     VVNEKLVFVPNEYYWDHGRTVLTKVTFVPISQEANATKRYLAGDIDITESFPKNLYQK
                     LLKDIPDQVYTPDQLGTYYYAFNTQRAPTNDVRVRKALSYAIDRKIIAEKVLGTGEKP
                     AYHFTPDVTAGYEPAASLLQQQSQEELNAQAKSLLHAAGYGPDKPLTLTLLYNTSDNN
                     QKLAIAIASMWKKTLGIDVKMVNQEWKTYIDSRNTGNFDVVRASWIGDYNEPSTFLSL
                     LTSRHSGNIAKFNNADYDRLLADAGKQTNAKALSADYNKAEQIIAEQVPIAPIYQFTN
                     GRLIKSWVKGYPITNPEDVAYSQNLYIIKH"
     gene            1892125..1893108
                     /locus_tag="CH60_1770"
     CDS             1892125..1893108
                     /locus_tag="CH60_1770"
                     /note="[P] COG0598 Mg2+ and Co2+ transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="corA-like Mg2+ transporter family protein"
                     /protein_id="AJK10608.1"
                     /translation="MDVVEGKALQVSDAVYAYQLDGKGGMTAISVDAVASATQPCWLH
                     LDYTYPESAEWLQNTPLLPEVVRDGLAGESMRPKITRLGDGTMITLRGINFNNDARPD
                     QLVTIRVYMTDKLIVSTRHRKVYSIDNVLNDLQSGTGPTGSGHWLVDIADGLTDHTSE
                     FIEDLHDKIIDLEDDLMEQKVPPRGQMALLRKQLIVLRRYMAPQRDVFSRLASERLPW
                     MNDDDRRRMQEISERLGRGLEDLDGSIARTAVLSDEISSLMADAMNRRTYTMSLLAMV
                     FLPTTFLTGLFGVNLGGIPGNTDAFGFTIFCMMLVVLVLSVAWWLKRSKWL"
     gene            complement(1893482..1894321)
                     /locus_tag="CH60_1771"
     CDS             complement(1893482..1894321)
                     /locus_tag="CH60_1771"
                     /note="[K] COG0789 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AJK10980.1"
                     /translation="MYKIKKFSQITGISEFNLRYFDQIGLLPAERDNSRYRLYHPRQI
                     AMAHLILSLQKAHVSNEKIKSILMDYSSQNSQSALCYAQHAIDETLHQLTCARHFLTT
                     QIERQMLINDAKRRLNNPFIEERNIEPLGIFSINTPNIIDFFKYVSEVSGNPDWYLRH
                     RYGFIVERESIQKNNYKLMNFFCNEPNIINKHGGDFPAGSYFSGFYKGSLENNPAVSK
                     HLSQADDNGMNHSSKVIIEHISGPATVKCKSEFLIKVMYPCHHQLDGSHETPTVLTPS
                     STN"
     gene            1894525..1894734
                     /locus_tag="CH60_1773"
     CDS             1894525..1894734
                     /locus_tag="CH60_1773"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13016.1"
                     /translation="MEGYFYAGKQASLRSACSLRHGHFANNISGPFGPLFLLAMNMAG
                     KELVVTFQIVIRMKILIIGMFCTHQ"
     gene            complement(1894633..1895637)
                     /locus_tag="CH60_1772"
     CDS             complement(1894633..1895637)
                     /locus_tag="CH60_1772"
                     /note="[I] COG0657 Esterase/lipase"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AJK14489.1"
                     /translation="MKVSITLPSALLMAVFTFNAEANVPKMPADWHGGEISGPPQAPN
                     ACGEAPDISRIKNKYLDVSYANASPSEKMDIFLPEQWKLRYPVIINVHGGAFFGCDKM
                     DNQLTPALYGLSKGYAVVNINYRLSPEAAWPAQINDLKAAIKFVRANAIKYNFDPDNI
                     ILMGGSAGGNLVALAGVSGDVKSLEDPKLGYPDVSTKVQAVIAWYPPIDFLTMDEQWK
                     KIGIDGQKHSTENSFESFLMREKITQVDKSRMSTTNPMNYITADAPPFLIQHGYQDST
                     IPRLQSQLFAAKLASAIGSDNVEYNLLMGAEHADDKYFHSNNNLERNYQFLARHIHSQ
                     "
     gene            complement(1895908..1896849)
                     /locus_tag="CH60_1774"
     CDS             complement(1895908..1896849)
                     /locus_tag="CH60_1774"
                     /note="[D] COG0037 Predicted ATPase of the PP-loop
                     superfamily implicated in cell cycle control"
                     /codon_start=1
                     /transl_table=11
                     /product="PP-loop family protein"
                     /protein_id="AJK12125.1"
                     /translation="MLEKQSVNQKEQYNFNKLQKRLRRNVGQAIADFNMIEEGDRVMV
                     CLSGGKDSYTMLDILQSLQKSAPINFSLIAVNLDQKQPGFPEDILPAYLDKQGVEYKI
                     VEENTYGIVKEIIPEGKTTCSLCSRLRRGILYRTATELGATKIALGHHRDDILQTLFL
                     NMFYGGKLKGMPPKLMSDDGKHIVIRPLAYCREKDIERFAVAREYPIIPCNLCGSQPN
                     LQRQVIKDMLRDWDKQYPGRIETMFSAMQNVVPSHLNDHKLFDFKSITHDSDIIDGGD
                     LAFDREALPLNPVGWQPEDDEDTEKRPPVRLDVLEIK"
     gene            complement(1897124..1900657)
                     /gene="nifJ"
                     /locus_tag="CH60_1775"
     CDS             complement(1897124..1900657)
                     /gene="nifJ"
                     /locus_tag="CH60_1775"
                     /EC_number="1.2.7.1"
                     /note="pyruvate:ferredoxin (flavodoxin) oxidoreductase;
                     pyruv_ox_red: pyruvate:ferredoxin (flavodoxin)
                     oxidoreductase;
                     [C] COG1014 Pyruvate:ferredoxin oxidoreductase and related
                     2-oxoacid:ferredoxin oxidoreductases, gamma subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ferredoxin (flavodoxin) oxidoreductase"
                     /protein_id="AJK13429.1"
                     /translation="MITTDGNSAVASVAYRASEVIAIYPITPSSTMAEQADAWSGDGK
                     VNIWGDVPRVVEMQSEGGAIATVHGALQTGALSTSFTSSQGLLLMIPTLYKLAGELTP
                     FVLHVAARTIATHALSIFGDHSDVMAVRQTGCAMLCASSVQEAQDFALISQIATLNSR
                     IPFIHFFDGFRTSHEINKIEPLSDETLRQLLPQAGINAHRSRALSPDHPVVRGTSANP
                     DTYFQSREATNPWYNNTYQHVADAMQAFAEATGREYKPFEYYGHPQADRVIILMGSAI
                     GTCEEVIDTLLTRGEKVGVLKVRLFRPFSAQHLLALLPASVGKIAVLDRTKEPGALAE
                     PLYLDVMTALAEAYSRGDRDTLPKVIGGRYGLSSKEFGPHCVLAIFRELSLDLPRPRF
                     TVGIFDDVTGLSLPLSDEKIESRATLEALFYGLGSDGSVSATKNNIKIIGNSTALYAQ
                     GYFVYDSKKAGGLTVSHLRVSQTPINSAYLVSHADFVGCHQLQFIDIYQMAERLKPGG
                     IFLLNTPFSADEMWPRLPQDVQAVLHQRHARLFVINAAKIARECKLGARINTVMQMAF
                     FHLTQILPTAMAQEQLRAAIERSYSNKGAEIVTRNWQALDATLEALIEIPLQPIDENS
                     PVRPPIVSDQAPDFVKTVTATMLAGLGDTLPVSAFPPDGTWPVGTTQWEKRNIAENIP
                     IWQPDLCTQCNHCVAACPHSAIRAKVVQPEAMAGAPDSLQSLDVKARDMRGQKYILQV
                     APEDCTGCNLCYEVCPAKDRQNPEIKAINMRPRLEHRAVEKAHYDFFLKLPEIDKTQM
                     ERIDIRTSQLISPLFEYSGACSGCGETPYIKLLTQLYGDRLLIANATGCSSIYGGNLP
                     TTPYTTNADGRGPAWANSLFEDNAEFGLGFRLTVDQHQKRVTRLIQQLAPQLPDELVN
                     QLINQEYTPEERRKQVSQLRQLLREIPGNDAQQLAADADYLVDKSIWLIGGDGWAYDI
                     GFGGLDHVLSLTENVNVLVLDTQCYSNTGGQQSKATPLGAVTKFGEHGKRKARKDLGV
                     SMMMYGHVYVAQISIGAQLNQTVKAIQEAEAYPGPSLIIAYSPCEEHGYDLAYSHDQM
                     KQLTATGFWPLYRFDPRRADEGKTALALDSRPPSSDLTTTLLNEQRFRRLNTQEPAVA
                     AQLYAEAEKDLKKRYDFLSLLAGKTEKTPSE"
     gene            1901136..1901468
                     /locus_tag="CH60_1776"
     CDS             1901136..1901468
                     /locus_tag="CH60_1776"
                     /note="[P] COG2076 Membrane transporters of cations and
                     cationic drugs"
                     /codon_start=1
                     /transl_table=11
                     /product="small Multidrug Resistance family protein"
                     /protein_id="AJK13901.1"
                     /translation="MSSFVYLFMAIIAEVVATTMLKASDGFSRLVPSVVVVIGYGIAF
                     WGLSQVVKTMPLGIAYAIWSGLGIVLVSIAATFMYQQKLDWAAVVGMALIISGVMVIN
                     LLSKTPMH"
     gene            complement(1901528..1902187)
                     /locus_tag="CH60_1777"
     CDS             complement(1901528..1902187)
                     /locus_tag="CH60_1777"
                     /note="[S] COG1285 Uncharacterized membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="mgtC family protein"
                     /protein_id="AJK12067.1"
                     /translation="MITDLLLRITLAGILGGLIGLERQLRAKEAGLRTHILVGIGSAM
                     FMIVSKYGFEDLLVLEHVSFDPSRVAAQVVSGMGFLGAGTIMIQKQMVKGLTTAAGMW
                     VTAAIGLVIGSGLYEIGIYGTLMTLVVLEVFRQLSQRLLGQHYYIVVKLLPESVPLVL
                     VALQKLHLQPMNLSVTQNHKSDNTSSELTMEVTLSPKKTVNQVYEQLLAIEGIHQLDI
                     K"
     gene            1902472..1902813
                     /locus_tag="CH60_1778"
     CDS             1902472..1902813
                     /locus_tag="CH60_1778"
                     /note="conserved hypothetical protein;
                     [R] COG3042 Putative hemolysin"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12784.1"
                     /translation="MRIFQGVVCGMALFLAACSSNDSNINTLNNSNTLNNSETYEPEQ
                     QATNAIAYRNVNMSNDVNMSNSAAANCANAGGILANTRQLHGGSVGMCQLPDGKRCDE
                     EALLRGACPVR"
     gene            complement(1902871..1903323)
                     /gene="hslJ"
                     /locus_tag="CH60_1779"
     CDS             complement(1902871..1903323)
                     /gene="hslJ"
                     /locus_tag="CH60_1779"
                     /note="[O] COG3187 Heat shock protein"
                     /codon_start=1
                     /transl_table=11
                     /product="heat shock protein hslJ"
                     /protein_id="AJK11210.1"
                     /translation="MRKFVPVAIIGVLLAGCSGMNQSGNNMNPVTNSSHVTESDLLHH
                     NFVLVSVDGKPPVKTPEPNIEFGENMHISGAMCNRFMGQGELKDGILTAKGLASTRML
                     CADEQLNQWDALIGDILHSGVKVTLNKGQLTMSNSTHTLVYQQKDWVN"
     gene            complement(1903393..1904385)
                     /locus_tag="CH60_1780"
     CDS             complement(1903393..1904385)
                     /locus_tag="CH60_1780"
                     /note="[CHR] COG1052 Lactate dehydrogenase and related
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="D-isomer specific 2-hydroxyacid dehydrogenase,
                     NAD binding domain protein"
                     /protein_id="AJK14418.1"
                     /translation="MKLAVYSTKQYDRKYLELVNKDFGFELEFFDFLLTPKTAKMAEG
                     CQAVCLFVNDDGCREILTELATIGVKILALRCAGFNNVDLEAAKELGIQVVRVPAYSP
                     EAVAEHTVGMMLSLNRRIHRAYQRTRDANFSLEGLIGFNMHNRTAGIIGTGKIGVATM
                     RILKGFGMRLLAFDPYPSEQALELGAEYVDLKTLYAESDVISLHCPMTPENHHLLNKQ
                     SFDQMKDGVMIINTSRGGLIDSTAAIDALKQQKIGSLGMDVYENERDLFFEDKSNDVI
                     QDDVFRRLSSCHNVLFTGHQAFLTEEALTSISVTTLQNIAQLDKGEPCPNIITL"
     gene            1904651..1907347
                     /locus_tag="CH60_1781"
     CDS             1904651..1907347
                     /locus_tag="CH60_1781"
                     /codon_start=1
                     /transl_table=11
                     /product="dicarboxylate transport family protein"
                     /protein_id="AJK13690.1"
                     /translation="MAKCAKIVVGLLLISALSLLVLWKTLPTWLPRVAGYWLPAGSQL
                     QLPVLPVWRNGALRVEQLRYLAQDCTLANISQLSIGYHQGRWQLGAGDVVLETACLSQ
                     LPSGGDSSPLDLAQWQQQLSRFDLTINHLLVTPWQQYAGKLTLTSPDNNKSLQTLGYQ
                     GQQLSFAVTLNEQQQLSLNQFSMAIPGMPQLFQLSGKIKIPLSLDEWPEQGALDGLLT
                     TGYLSKPLLLNLSWQQQQGVLTLTERGDNQPLARLPWQASANLIQIVNGQWQWPYGQQ
                     PLKGGVNLTLHDWDQGLEQTSIDARINVITSGKNGKGNAVLTLGPGNLGLINSELKFQ
                     LSGQVNLETMVFNATIPGLLSGSVLNPTWILSPGALLRTYGNLTPELRIKDARWPLAG
                     IRVTAAGVTGRLQAIVDAQDSYWGSVNLHLDGQAQAFWPDKGNWQWRYWGSGNLPPLA
                     ARWDVGGTGSWRDTLITVDTLSTGFDRLQYGLVKVDAPRLILTKPLTWQRDNHHPAFI
                     AGLKLSAKKVEFSDGGGYLPPSVLSLQFNGRDLDSFLWQGQLQAQSIGPIPLRGRWDG
                     ERLRGEGWWPKQSLMVFQPLISKDLGIKLRDGTFYAQAAFSAAREQGFTAGGHWVVNN
                     GGMWLQDGELSGLDFVMSYRLQNHHWQLGAKEPVMLRIASLNNLFDMQNITADLQGTY
                     PYSETAPLTLSNVGMDILNGHLSLSALRLPQHDAAVLKLSQIDLSALFTVLQPKQFAM
                     SGKVNGELPLYLNNPQWLVRNGWIANDGMLTLRLDKDLTDSISESNTVAGAAIDWLRY
                     MEISQSYTKVDLDNLGQLTLTSKVHGVNSQKNSTRAVVLNYQHQENLFQLWRSLRFGD
                     NLQEWLQQTISLPSASSLPSASSLPQGISSQPTAPIPTRAKE"
     gene            1907344..1907538
                     /locus_tag="CH60_1782"
     CDS             1907344..1907538
                     /locus_tag="CH60_1782"
                     /codon_start=1
                     /transl_table=11
                     /product="ynbE-like lipofamily protein"
                     /protein_id="AJK13677.1"
                     /translation="MKILTGERVAMALGILLLSGCVRLEVATPEKPITINMNVKIEHE
                     IQIRVDKDVEALLKNQSNLF"
     gene            1907614..1907919
                     /locus_tag="CH60_1783"
     CDS             1907614..1907919
                     /locus_tag="CH60_1783"
                     /note="conserved hypothetical protein;
                     [S] COG3784 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12187.1"
                     /translation="MVLTSSLLYSPHSFALTLEQAKQQGRVGETLSGYLAPVKKDAET
                     LALVEQINLARAEKYQEVAQKNHISTENVAKLAGQKLVNRAAEGEYVRGINGQWMKR"
     gene            complement(1908120..1909481)
                     /locus_tag="CH60_1784"
     CDS             complement(1908120..1909481)
                     /locus_tag="CH60_1784"
                     /note="[G] COG0246 Mannitol-1-phosphate/altronate
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="mannitol dehydrogenase Rossmann domain protein"
                     /protein_id="AJK14308.1"
                     /translation="MWLHIGAGSFHRAHQAWYLHRLLASGDDRWTIALANIRDDAIPL
                     LDTLRAQHGEYVLETVTPSGERQYEKITSLRNIIPWDKALDHLVAQGSKPETRVISFT
                     VTEGGYYLDNQFNLQQDNSDIQADLRGDCRTIYGAISRILQQRQQDKSGPVTLLNCDN
                     LRHNGERFRHGLLEFLALRGQQSLLNWVTSQTRSPNTMVDRITPRPSADIAQRVLEKT
                     GIVDNAPVMGESFIQWVIEDDFIAGRPALENVGAEMVTSVLPYEEAKIRILNASHSCI
                     AWAGSLIGQCYIHESTQTDAIRQMAYDYVTQDVIPSLTPSPLDLAHYRDVVLERFSNP
                     YIRDTNQRVAADGFSKIPGFITPTLIECYQRGGVPTATAMLPALFFVFMESWHQGTLP
                     YEYQDGILDPAAVHAMFQSSDPAGLFARDSALFGPLANDDQFEQLLRQSINRVSAWVS
                     TNR"
     gene            1909721..1910677
                     /locus_tag="CH60_1785"
     CDS             1909721..1910677
                     /locus_tag="CH60_1785"
                     /note="[K] COG2390 Transcriptional regulator, contains
                     sigma factor-related N-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-binding domain protein"
                     /protein_id="AJK13393.1"
                     /translation="MHKSDKKLDQAARAAWMYYVAGQTQHEIAEALGVSRQVAQRLVA
                     CAIDNGLVSVNITHPVARCMALAEQLQQRYGLHRCQVVPSQGMDNAGVQRAIAVAGAE
                     VMAQFLRQEQPLVIGVGSGRSLKAAIDELPDVERPQHSCVSLIGAIAADGSCTRYDVP
                     LWMAEKTQGRYFILPAPLFADSAADRDLWCNHRIYRTVTEKAAQADVTFIGIGSIGYH
                     CPLHKDGFISAQDVDALLASHVVAEMLGNFIDADGQPVPYALDQCLTSVKLRIQPEKP
                     VIAIAGGKEKHQAIKAALKGQWLNGLVTDEESAMVLLAEEKA"
     gene            complement(1910798..1911403)
                     /locus_tag="CH60_1786"
     CDS             complement(1910798..1911403)
                     /locus_tag="CH60_1786"
                     /note="[I] COG1182 Acyl carrier protein phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH-dependent FMN reductase family protein"
                     /protein_id="AJK13825.1"
                     /translation="MSKVLVLKSSILATSSQSNQLADFFVEQWQAAHAGDQITVRDLA
                     AQPIPVLDGELVGALRPSGTALTPRQQEALALSDELIAELQANDVIVIAAPMYNFNIP
                     TQLKNYFDMIARAGVTFRYTEKGPEGLVTGKRAIILTSRGGIHKDTPTDLVVPYLRLF
                     LGFIGITDVEFVFAEGIAYGPEVATKAQADAKTLLAQVVAA"
     gene            1911804..1915691
                     /gene="hrpA"
                     /locus_tag="CH60_1787"
     CDS             1911804..1915691
                     /gene="hrpA"
                     /locus_tag="CH60_1787"
                     /EC_number="3.6.4.13"
                     /note="DEAH_box_HrpA: RNA helicase HrpA;
                     [L] COG1643 HrpA-like helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA helicase HrpA"
                     /protein_id="AJK10954.1"
                     /translation="MKSSLTALSTQLGELMLRDQQRIQRRLHSARKINNPDAIQAITH
                     EIEAEIAIAMQRVTRRRAACPAISYPDNLPVSQKKQDIYNAIRDHQVIIVAGETGSGK
                     TTQLPKICLELGRGVKGVIGHTQPRRLAARTVANRIADELDTSLGGCVGYKVRFNDQV
                     GENTLVKLMTDGILLAEIQQDRLLMQYDTLIIDEAHERSLNIDFILGYLRELLPKRPD
                     LKVIITSATIDPQRFSQHFNNAPIIEVSGRTYPVEVRYRPIVDDADDVDRDQLQAIFD
                     AVDELGRESAGDILIFMSGEREIRDTADALIKQNLPHTEVLPLYARLSNSEQNRVFQS
                     HHGRRIVLATNVAETSLTVPGIKYVIDPGTARISRYSFRTKVQRLPIEPISQASANQR
                     KGRCGRVSDGICIRLYSEQDFLSRPEFTDPEILRTNLASVILQMTSLGLGDIAAFPFV
                     EAPDKRNIQDGVRLLEELGAIQTASNGHQQLTPLGRQLAQLPVDPRLARMVLQAQKSG
                     CVRELMIITSALSIQDPRERPVDKQQASDEKHRRFADKDSDFLAFVNLWDYLKEQQKA
                     LSSAQFRKLCRSDYLNYLRVREWQDIYTQLRQVVKELGIPVNSVAADYRSVHTAILTG
                     LLSHIGQKDVEKQEFTGARNARFAIFPGSGLFKKPPKWVMVAELVETSRLWGRIAARI
                     EPEWIEPLAQHLVKHHYSDPHWEKAQGAVMASEKVTLFGLPIVTERKINYGPIDPLLC
                     RELFIRHGLVEGDWQTRHAFFRMNLKLLAEVEELEHKSRRRDILVDDETLFNFYDQRI
                     GRDVISALHFDSWWKQASQTKPELLNFEKTMLIKEGANKVNPLDYPNFWYQGELKLRL
                     FYQFEPGTDADGVTVHIPLPILNQIHEQGFDWQIPGIRRELVIALIKSLPKPVRRNFV
                     PAPNYADAFLARVTPLETGLLEALERELRRMTGVTVSRDSWQLDQVPDHLKITFRVLD
                     DKNRILREGKDLAALKLQLQEKVQETLSAVADDGIEQNNLHIWSFGDLPICYEQRRGG
                     YEVKAYPALVDEKDSVAIRLFDTESQQQQAMWQGTRRLLLLNIPSPIKYLHEKLPNKS
                     KLGLYFNTYGNVMDLIDDCIACGVDKLVAQHGGPVWQEADFARLQEKVRAELNDTVVD
                     IAKQVEQILTLVFSINKRLKGRIDISLVLALSDIKAQLAGLIYRGFVTSNGWKRLPDT
                     LRYLKAIERRLEKLAVDPHRDRAQMLRIEHVQQVWQQWLNKLPPKRQQDEEVKEVRWM
                     IEELRVSLFAQQLGTPYPVSDKRILQTIEQLSV"
     gene            1916030..1916359
                     /locus_tag="CH60_1788"
     CDS             1916030..1916359
                     /locus_tag="CH60_1788"
                     /note="conserved hypothetical protein;
                     [S] COG4679 Phage-related protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14349.1"
                     /translation="MYKISLLRLAQRELVRLPVGIQAVLIKAMDELEACGHELREPYV
                     RDMGQGLKELRVSAKEGIGRGFFFCHLHRQVYIIHLLQKKTQKTPRRTLILAYRRMKE
                     LKRRLQS"
     gene            1916356..1916679
                     /locus_tag="CH60_1789"
     CDS             1916356..1916679
                     /locus_tag="CH60_1789"
                     /note="[K] COG1396 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK14386.1"
                     /translation="MKKTDDFDIIPFAVVKAAALSHPQVNDAYTDLQIRQAMMTELKA
                     ARQQCNLTQEEVALRAGLKKQNISRMEKGIISPNLTTLSRYAAALGGTFVFQFNPNSS
                     YATKE"
     gene            complement(1916735..1917571)
                     /locus_tag="CH60_1790"
     CDS             complement(1916735..1917571)
                     /locus_tag="CH60_1790"
                     /note="[E] COG3591 V8-like Glu-specific endopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="trypsin family protein"
                     /protein_id="AJK12088.1"
                     /translation="MRLFLLLLSLLLISITTAFALDKPDGSNSIEDQTALFFGKDDRT
                     AVTNSRQWPWEAIGQVETASGNLCTATLISPRLVLTAGHCVLTPPGNIDQAVALRFIS
                     DKGHWKYQITDLKTRVDAKLGQKLKADGDGWIVPPAAAAYDFALIQLTNAAPIPIKPL
                     PLWEGTANELTKALKLVNRKVTQAGYPLDNLNTLYKHEDCLVTGWAQQGVLAHQCDTL
                     PGDSGSPLLLKNGNSWSLIAIQSSAPAAKERYLADNRALSVTAINNRLKKLVNKIADT
                     TQ"
     gene            complement(1917905..1918213)
                     /locus_tag="CH60_1791"
     CDS             complement(1917905..1918213)
                     /locus_tag="CH60_1791"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acid shock protein 1"
                     /protein_id="AJK11277.1"
                     /translation="MKTVLTLIVAATLSLFSVAFAADTVVPQTTPTATAPAPAPAPAP
                     APAVHNASAKTMHHKKAQKPNTIKNTHKTAPEQKAQAAQKHHKAAHSHKAPTVAPAAK
                     "
     gene            1918817..1919371
                     /locus_tag="CH60_1792"
     CDS             1918817..1919371
                     /locus_tag="CH60_1792"
                     /note="[C] COG3038 Cytochrome B561"
                     /codon_start=1
                     /transl_table=11
                     /product="prokaryotic cytochrome b561 family protein"
                     /protein_id="AJK13829.1"
                     /translation="MLLKNTREQFGYITIAIHWLVALTVYALFALGLWMVTLGYYDGW
                     YHQAPEIHKSVGCILFAVMLFRVIWRFISPPPKPLSSYNRLTRVSAVLAHLMLYSILF
                     CLMLSGYLISTADGQPINVFGWFAIPVTLAGLPDQADTAGTIHLYLAWAVVVLSLLHG
                     LAALKHHFIDGDITLKRMLGRSID"
     gene            1919397..1919975
                     /locus_tag="CH60_1793"
     CDS             1919397..1919975
                     /locus_tag="CH60_1793"
                     /note="[S] COG2353 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="yceI-like domain protein"
                     /protein_id="AJK13447.1"
                     /translation="MINKTLLGLSLGALMFTAGSAVAADYKIDKEGQHAFIEFRIKHL
                     GYSWLYGSFNDFDGSFTFDDKNPAADKVNVVINTNSVDTNHAERDKHLRGKSFLNVAK
                     FPQATFESTEVKKNGDGYSVIGNLTLNGVTKPVTLESKLTGQGNDPWGGYRAGFEANG
                     NIKLKDFNITTDLGPASQEVELILSVEGVQVK"
     gene            complement(1920617..1920907)
                     /locus_tag="CH60_1794"
     CDS             complement(1920617..1920907)
                     /locus_tag="CH60_1794"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12160.1"
                     /translation="MSEDVNMGNLHHFGKTIVNSLNKEINAEGYAGGKLVWHNDEAGN
                     PFSPGFDENDKPIFFLPSGGMFQAKNKSELLGFYSRLRRSGYTPEHSPIFGF"
     gene            complement(1920976..1923600)
                     /locus_tag="CH60_1795"
     CDS             complement(1920976..1923600)
                     /locus_tag="CH60_1795"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein;
                     [M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AJK13855.1"
                     /translation="MRTSLFSKTPSVTVLDNRGLTVRDIAYHRHPDSPDVISERITHH
                     QYDARGFLTQSADPRLHGAGLMNFSYLTDLTGRILRTQGADNGTTVSLNDAAGRPFIS
                     ASNISTSDDGTEDRGQAMTRTWQYEEASLPGRLVSVTEQVTGKATRITERFVYAANTD
                     AEKSLNLAGACVSHYDTAGLVQPDSIALTGVPLSVTRRLMKSADNPDAVADWQGADAS
                     AWNDQLDGETHTSLTTADATGAVLTTTDAKGNLQRMAYDVAGLLSGSWLTLKDGTEQV
                     IVKSLTYSAAGQKLREEHGNGVVTTYEYEPETQRLVGIKTERPAGHASGAKVLQDLRY
                     EYDPVGNVLKVTNDAEETRFWRNQKVVPENTYTYDSLYQLVSATGREMANAGQQSCSL
                     PSTTVPLPADSSAYTRYSRTYTYDEAGNLTQIRHNAPATNNSYTTKITVSDRSNRGVL
                     STLTENAADVDALFTAGGQQTKLQPGQHLIWTARNELLKVTPVVRDGSTDDSESYRYD
                     AASQRILKVSRQKTNTSMQTQRVLYLPGLELRSKKSGDTETEGLQVITVGEAGRAQVR
                     VLHWESGRPDEITDDQIRYSYDNLAGSCSLELGGDGNIISAEEYYPYGGTAVWAVRRA
                     VEADYKTVRYSGKERDATGLYYYGYRYYQPWAGRWLSADPAGMVDGLNLFRMARNNPV
                     AFIDRNGLNSELLYSQAFKRTANKYNVIIGVRAPNPLGETLLKEGFPSKNFHMKAKSS
                     PTGPTAGFIAEDPIYSKVSPSAYKKQRASIDKAKALGSESIDLFISKSRINELIDTGN
                     LNSLGENRYSAKYPYGTQEFEIGNNGRVLNSEGKPVKVMTNPPEIGERESNSSPITAD
                     YDLFAIIQVLISQLMKDP"
     gene            1924570..1925028
                     /locus_tag="CH60_1796"
     CDS             1924570..1925028
                     /locus_tag="CH60_1796"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13176.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1925150..1926649)
                     /locus_tag="CH60_1797"
     CDS             complement(1925150..1926649)
                     /locus_tag="CH60_1797"
                     /note="[E] COG2317 Zn-dependent carboxypeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxypeptidase Taq (M32) metallopeptidase
                     family protein"
                     /protein_id="AJK13330.1"
                     /translation="MTTAYNHLCTAFTRLSRFEHLSAIAGWDMQTMMPAKGNLARSEA
                     MAELNVLQHQILTAPQIGEWLKQAEQELLDEQSIDELKLANLREMHRHYHNAVLLPES
                     LVEAKSLAGARCEHAWRQQRIANDWAGFAENLREVVKLSREEAKIRAEAAGTSGYDAL
                     LNLYEPGTNSADIDRIFGDLKQWLPALLQKVTTKQQSSEPCLIPQGPFDLEKQRQLGL
                     SVMKVLGFDFNGGRVDVSVHPFCGGVPQDVRITTRYNNQEFLSALMGIVHETGHARYE
                     QNLPREWLGQPIAHARSTAIHESQSLLFEMQLARSNEFLQVIHPLVIQQFGEQPAFAE
                     HNFIALNQRVKTGLIRVDADEVSYPAHVILRYEIEKALIGGEIDVEDIPALWNEKMQQ
                     YLGINTEGDYRNGCMQDIHWTDGAFGYFPTYTLGAMYAAQLFHAARSAIPALDSHIAN
                     GNLAPLLNWLQQNIWQHGSRYPTAELITKATGEPLNPRYFRQHLERRYL"
     gene            complement(1926743..1927999)
                     /locus_tag="CH60_1798"
     CDS             complement(1926743..1927999)
                     /locus_tag="CH60_1798"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK10597.1"
                     /translation="MVMAMLVGLVYKVTAERAGRQSLDDLMKSSLSLMRSELREIPLK
                     DWNKTIATLDLNLSFQLHIEPLDKRDLGAQLNKRLRAGEIIALDDEYTFLQRIPRSHY
                     VLAVGPVPYLFYLHQMRLLDLALLILIGLSLALPVFLWMRPHWKDLLKLENAAQRLGS
                     GHLDERTHFDPTSSLSRLGVAFNQMADNINTLIVSKKLLIDGIAHELRTPLVRLRYRL
                     AMSDNLTESEQQALHHDIGQLEALIDELLTYARLDRPQVSLNLEPIDLPAWLTTKIMD
                     IRSIHQEREIELDIPHRGDFGAVDLRLMERVLDNLVNNALRYSHQRLRIGLWFDGDNA
                     CLQVEDDGPGIPPEERTRIFEPFVRLDPSRDRATGGCGLGLAIVHSIALAYQGSISVN
                     TSPLGGASFRFSWPIKTHLPLSADQN"
     gene            complement(1928048..1928794)
                     /locus_tag="CH60_1799"
     CDS             complement(1928048..1928794)
                     /locus_tag="CH60_1799"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [TK] COG0745 Response regulators consisting of a CheY-like
                     receiver domain and a winged-helix DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11117.1"
                     /translation="MSKIVFVEDDPEVGKLIAAYLGKHDIDVFVEPRGDTAQAVIEQQ
                     QPDLVLLDIMLPGKDGMTLCRDLRPHYDGPIVLLTSLDSDMNHILSLEMGANDYILKT
                     TPPAVLLARLRLHLRQHNQRLRQQTPLQAKETISSPPTGYNAIHFGLLCIDPVNRQVN
                     LDDEEISLSTSDFDLLWELATHAGIIMAREALLKNLRGISYDGMDRSIDVAISRLRRK
                     LYDNALDPFRIKTVRNKGYLFAPNAWESKQ"
     gene            1929091..1929507
                     /locus_tag="CH60_1800"
     CDS             1929091..1929507
                     /locus_tag="CH60_1800"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13549.1"
                     /translation="MSGERVSAPQCSGKVCFDYTEFLAASCKKHWSFVDAIYGVMPIF
                     GMVVKSQTELERTPQAQLTALALQVLSTQLNDETNIIRLIKLAKQRGITVLDIQLPYP
                     LEAAQLRTIKQKFPAEMALSQKDECLSVNLSQMPND"
     gene            complement(1929531..1930922)
                     /locus_tag="CH60_1801"
     CDS             complement(1929531..1930922)
                     /locus_tag="CH60_1801"
                     /note="[E] COG0531 Amino acid transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="putative arginine/ornithine antiporter"
                     /protein_id="AJK13711.1"
                     /translation="MEKKLGLTALTALVLSSMLGAGVFSLPQNMAEVASPAALLIGWS
                     ITGIGIIFLAFAMLLLTRLRPDLDGGIFTYAKEGFGDLIGFFSAWGYWLCAVIANVSY
                     LVIVFAALSFFTDKSGSIIFGEGNTWQALLGASFLLWLVHALVLRGVQTAASINLAAT
                     LAKLLPIGGFIILAGIAFSLDTFSIDFTGLALHTPVWQQVKDTMLITLWVFIGVEGAV
                     VVSARARNKKDVGRATMLAVISALSVYLLITLLSLGVVPRAELAGMRNPSMAGIMVEM
                     IGPWGEIIIATGLIISVCGAYLSWTIMAAEVPMVAAKHGAFPKIFRHQNKNNAPAQSL
                     WLTNSAVQVALVLIWLTGSNYNTLLTIASEMILVPYFLVGAFLFKVALKRQDWRLIVA
                     ASGACLYGLWLIYAAGLVYLLLSVLLYAPGLLVFIYARKGHEGLRLLNTVERAAIFLV
                     LLATIPATWLMMH"
     gene            complement(1931192..1932145)
                     /gene="ydgH"
                     /locus_tag="CH60_1802"
     CDS             complement(1931192..1932145)
                     /gene="ydgH"
                     /locus_tag="CH60_1802"
                     /codon_start=1
                     /transl_table=11
                     /product="protein ydgH"
                     /protein_id="AJK12632.1"
                     /translation="MKLKYTIIASALLSLTAFSAAHAAKELAPEQAAAIKPFDRITIT
                     GRFNAINEAADAVSRRADKLGANSFYIQDINSSNNGGNWRVTADLYHNDAEEVSKETQ
                     YRVFNGVRELPKTEAYTLQPYDTVSVSGFFRSQPDINDAISKAAKEKGAYSFFIVRQV
                     DANQGGNQFITAYVYKADAAKRLVQSPDVIPADSDAGRAALAAGGAAAANVEIPGVAS
                     SGTPSSDVGRFFETQSSTGKRYTVTLPDGTQIQELNNTTAAQMVPFDSVSFTGHFNSM
                     TDVSHEVAKRAAAKGAKYYHVTRQWQNKSGGNLSVSADLFK"
     gene            1932675..1934201
                     /gene="pntA"
                     /locus_tag="CH60_1803"
     CDS             1932675..1934201
                     /gene="pntA"
                     /locus_tag="CH60_1803"
                     /EC_number="1.6.1.2"
                     /note="pntA: NAD(P)(+) transhydrogenase (AB-specific),
                     alpha subunit;
                     [C] COG3288 NAD/NADP transhydrogenase alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P)(+) transhydrogenase (AB-specific), alpha
                     subunit"
                     /protein_id="AJK13349.1"
                     /translation="MRIGVPRERLANEARVAATPKTVEQLLKLGFTVAIESGAGHLAS
                     FDDAAYQEAGAIITDTTDVWQSDLILKVNAPFEDEIALMREGSTLVSFIWPAQNPELL
                     QKLAERQVTALAMDSVPRISRAQSMDALSSMANIAGYRAIVEAAHEFGRFFTGQITAA
                     GKVPPAKVMVIGAGVAGLAAIGAAGSLGAIVRAFDTRPEVKEQVQSMGAEFLELDFEE
                     EAGSGDGYAKVMSEAFIKAEMELFAAQAAEVDIIVTTALIPGRPAPRLITKEMVASMK
                     SGSVIVDLAAQTGGNCELTVADEVTITENGVKIIGYTDLPSRLPTQSSQLYGTNLVNL
                     LKLLCKEKNGEIDIDFDDTVIRGVTVVKTGEVTWPAPPIQVSAQPQAAKAAPIAKEET
                     KPSSPWTKYIIMAVAIVLFGWLANVAPPEFLSHFTVFALACVVGYYVVWNVSHALHTP
                     LMSVTNAISGIIVVGALLQIGHGGWVSFFSFIAVLIASINIFGGFTVTQRMLKMFRKN
                     "
     gene            1934274..1935668
                     /gene="pntB"
                     /locus_tag="CH60_1804"
     CDS             1934274..1935668
                     /gene="pntB"
                     /locus_tag="CH60_1804"
                     /EC_number="1.6.1.2"
                     /note="[C] COG1282 NAD/NADP transhydrogenase beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P) transhydrogenase subunit beta"
                     /protein_id="AJK12117.1"
                     /translation="MSSGLVTAAYIVAAILFIFSLAGLSRHETSRQGNSFGVAGMAIA
                     LIATILGPDSSNVAWIIIAMVIGGAIGIYLAKKVEMTEMPELVAILHSFVGLAAVLVG
                     FNSYLDHGSMMDAVMENIHLTEVFLGIFIGAVTFTGSIVAFGKLRGVISSKPLMLPQR
                     HKLNLVALVVSFLLMVTFVRTESITLQVVALLLMTLIALGFGWHLVASIGGADMPVVV
                     SMLNSYSGWAAAAAGFMLSNDLLIVTGALVGSSGAILSYIMCKAMNRSFISVIAGGFG
                     TDGSSTGNAEEMGEYREATAEDVAEQLRNASSVIITPGYGMAVAQAQYPVAEITAKLQ
                     ARGIKVRFGIHPVAGRLPGHMNVLLAEAKVPYDVVLEMDEINDDFSSTDVVLVIGAND
                     TVNPAALEDPRSPIAGMPVLEVWKAHSVIAFKRSMNTGYAGVQNPLFFKENTQMLFGD
                     AKDSVEAILRALNN"
     gene            complement(1935943..1936899)
                     /locus_tag="CH60_1805"
     CDS             complement(1935943..1936899)
                     /locus_tag="CH60_1805"
                     /note="[T] COG0589 Universal stress protein UspA and
                     related nucleotide-binding proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress family protein"
                     /protein_id="AJK12778.1"
                     /translation="MGKYQNILVAIDPNQDDQPALRRAVYLVQRNGGTIKAFLAIYDL
                     SYDMTTLLSPDERTAMRKGVISQRSAWISEQCRFYIDSGIPIDIKVVWHNRPYEAIIQ
                     EVLKAKHDLLLKMAHQHDRLESIIFTPTDWHLLRKCPCPVWMVKDQPWPEEGTALVAV
                     NLSSEDPLHDPLNLRLVKETLELAEHVNQTPVHLISAYPVTPINIAIELPDFDPSVYN
                     DAIRGQHLVAMKALRQQFGIDEKFTHVEKGLPEEVIPDLAEHLNAGVVVLGTLGRTGL
                     SAAFIGNTTEHVIDNLKCDLLAIKPEGFTCPIEGNEDQEDAE"
     gene            complement(1937034..1937786)
                     /gene="fnr"
                     /locus_tag="CH60_1806"
     CDS             complement(1937034..1937786)
                     /gene="fnr"
                     /locus_tag="CH60_1806"
                     /note="[T] COG0664 cAMP-binding proteins - catabolite gene
                     activator and regulatory subunit of cAMP-dependent protein
                     kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate and nitrate reduction regulatory
                     protein"
                     /protein_id="AJK10687.1"
                     /translation="MIPEKRVIRRIQSGGYAIHCQDCSISQLCIPFTLNEHELDQLDN
                     IIERKKPIQKGQALFKAGDELKSLYAIRSGTIKSYTITEEGDEQITGFHLAGDLVGFD
                     AISNLQHPSFAQALETSMVCEIPFDTLDDLSGKMPNLRQQIMRLMSGEIKGDQDMILL
                     LSKKNAEERLAAFIYNLSHRFAQRGFSPREFRLTMTRGDIGNYLGLTVETISRLLGRF
                     QKSNILSVKGKYITIENNEALAQLAGNPKPRL"
     gene            complement(1937859..1938377)
                     /locus_tag="CH60_1807"
     CDS             complement(1937859..1938377)
                     /locus_tag="CH60_1807"
                     /EC_number="2.1.1.63"
                     /note="ogt: methylated-DNA--[]-cysteine
                     S-methyltransferase family protein;
                     [L] COG0350 Methylated DNA-protein cysteine
                     methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylated-DNA--[]-cysteine S-methyltransferase
                     family protein"
                     /protein_id="AJK10601.1"
                     /translation="MKTFFIDRMATPQGELLLIADEENQLRAIDWTDHHDRLMKLLRN
                     HYGADTFTLVEKRNPGGLSESMQRYFAGELSIIDTLPVKTAGTDFQRQVWQELRKIPC
                     GETISYGELAKRINRPTASRAVGMANGLNPISIVVPCHRVIGSQGALTGYAGGVDRKR
                     WLLVHEGYLLGC"
     gene            1938618..1940063
                     /locus_tag="CH60_1808"
     CDS             1938618..1940063
                     /locus_tag="CH60_1808"
                     /note="[P] COG1785 Alkaline phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase family protein"
                     /protein_id="AJK14204.1"
                     /translation="MNRVPTLSGIALSSGIALSTLLLSSALLTPNAIAAATGLYDRAA
                     HGDVTQFGGARRLTEDQTQALRDSLSNKTVKNVILLIGDGMGDSEITSARNYAMGAGG
                     FFKGIDALPLTGQYTHYALDKKTQKPNYVTDSAASATAWSSGVKTYNGALGVDVFGKD
                     HVTLLELAKKAGKATGNVSTAELQDATPAAQFAHVTGRKCYGPEETSEKCSTNALEKG
                     GRGSITEQMIEGRADVTLGGGAASFSQVAKAGEWKDQSLRDQALARGYVIVENLDDLN
                     AIKHANQQKPLLGLFSPGNMPVRWQGPKASYHGNLDKPPVVCENNAERTSDIPTLAVM
                     TEKAIDLLKTNENGFFLQVEGASIDKQDHSANPCGQFGETVDLDEAVQKALEFARADG
                     NTLVIVTADHAHSSQIIEPEAKAPGLTQALTTKDGAVMAISYGNSEDDSQGHTGSQLR
                     IAAYGPHAANVVGLTDQTDLFFTMRDAMALK"
     gene            1940609..1943006
                     /locus_tag="CH60_1809"
                     /note="terB-N family protein;terB-C domain protein"
                     /pseudo
     gene            1943137..1943811
                     /locus_tag="CH60_1811"
     CDS             1943137..1943811
                     /locus_tag="CH60_1811"
                     /EC_number="3.1.3.5"
                     /note="yjjG/YfnB: noncanonical pyrimidine nucleotidase,
                     YjjG family;
                     [R] COG1011 Predicted hydrolase (HAD superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="noncanonical pyrimidine nucleotidase, YjjG
                     family"
                     /protein_id="AJK11049.1"
                     /translation="MKYQWILFDADETLFHFDAYQGLKLMFSRFNVEFSAQDFDHYQL
                     VNKPLWVDYQDGKISATQLQNTRFEMWAEKLGVTATRLNSEFLLAMADICSLLPGARE
                     LVDALSGKVNMGIITNGFTELQTIRLERTGFKDIFSPLIISEQVGVAKPDVAIFEYAF
                     NVMDNPPKEHILMVGDNLHSDIQGGINAGIDTCWLNTQGVAGDDNIAPRYQVSSLAEL
                     QALLFA"
     gene            complement(1943878..1944225)
                     /gene="ilvN"
                     /locus_tag="CH60_1812"
     CDS             complement(1943878..1944225)
                     /gene="ilvN"
                     /locus_tag="CH60_1812"
                     /EC_number="2.2.1.6"
                     /note="isozyme 1 small subunit; [E] COG0440 Acetolactate
                     synthase, small (regulatory) subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase"
                     /protein_id="AJK14398.1"
                     /translation="MINQQKPTQQASAQHESAQPIPTRVTLLLTVRNHPGVMSHICGL
                     FARRAFNVEGILCMPLPSGEESRIWLQVLDDQRLLQMISQLEKLVDVLQVRRFGPEMP
                     IFDQVEDLVANQR"
     gene            complement(1944227..1945894)
                     /gene="ilvB"
                     /locus_tag="CH60_1813"
     CDS             complement(1944227..1945894)
                     /gene="ilvB"
                     /locus_tag="CH60_1813"
                     /EC_number="2.2.1.6"
                     /note="acolac_lg: acetolactate synthase, large subunit,
                     biosynthetic type;
                     [EH] COG0028 Thiamine pyrophosphate-requiring enzymes
                     [acetolactate synthase, pyruvate dehydrogenase
                     (cytochrome), glyoxylate carboligase, phosphonopyruvate
                     decarboxylase]"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit,
                     biosynthetic type"
                     /protein_id="AJK13709.1"
                     /translation="MRYTGAQLIVRLLEQQGITLVSGIPGGAALPLYDALGQSRIIRH
                     VLARHEQGAGFMAQGMARATGETAVCLASSGPGATNLVTAIADAKLDSIPLVCITGQV
                     PSSMIGTDAFQEVDTYGISIPITKHNYLVRDISELAQVIPQAFRIAQSGRPGPVWIDI
                     PKDVQTAEIDLATLPPPGIADTPGPVDLSAIAQVAKMINQSVRPVLYLGGGIVSSGAH
                     QQAIQLAELASLPTTMTLMALGTMPVDHPLSLGMLGMHAARSTNLIMQQADLLIVLGA
                     RFDDRAIGKAEQFCPHANIIHIDIDPAELGKIRCPHLAMNADIAQVLTHLLPMIDAQL
                     RSDWRSTVADMQREFPFNQPNSENPLCHYGLIRAAAEALDDETIITTDVGQHQMWVAQ
                     AYPLHRPRQWLTSGGLGTMGFGLPAAIGAALAKPESKVVCFSGDGSLMMNIQEMATAA
                     EEQLNIKIILMNNQSLGLVHQQQDLFFGKRIFAADYAYRTNFIHIAEGFGFSTCDLNT
                     ASDPYTALHEALNRPGPVLIHALINVDEKVYPMVPPGAANIDMIGGE"
     gene            1946475..1947269
                     /locus_tag="CH60_1814"
     CDS             1946475..1947269
                     /locus_tag="CH60_1814"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12960.1"
                     /translation="MNKSLPLILMAILAGCGAKKNTHNPVDIDIYTSNRINSIIETQV
                     KTADQSNTGEIIAKVSAEFLGTPYKANMLIGSSTEPEKLVIDFRGLDCFTYLDYVESL
                     RKSKNKNDFIKQLVGVRYIDGDISYQHRKHFFTDWSSRPPLNAKDITAEISAHTLTVT
                     KYLNQKSDGGEFIPTLGVFKRDVSYIPAEFINDSVIDKLRTGDYIGIYTHIAGLDVTH
                     TGIFIMTKNGPVLRNASSLKVNEKVVDSPFIEYVKKTPGIIVLRAL"
     gene            complement(1947438..1949978)
                     /locus_tag="CH60_1815"
     CDS             complement(1947438..1949978)
                     /locus_tag="CH60_1815"
                     /note="[S] COG4458 Uncharacterized protein conserved in
                     bacteria, putative virulence factor"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial virulence factor family protein"
                     /protein_id="AJK12332.1"
                     /translation="MKSLTPQLLNGQQLHDQLQQVTQGIDQAIDWVKSTRQHAVRLDR
                     EAEHLTIKLRRMRNKAHPLSETALTAMTIGFVGQSQAGKKHLISALAANEHGRLENTL
                     GGKKLDFWQQIRPEYQTTGLVTRFSYQTEGHQTHGHESRATNEAYPVQLTLLSEVDIA
                     KIIARAFLLDCPQENPAYSLDEQQITEHLRQLMMHRRPIINAGINSDDVIALWDSLAH
                     HDTQRQKELATHFWPTAIELAPYLSIDDRAKLFSLLWGENDPLTDAYRHFFYILQHLS
                     GTQKLLAPLSVLVDDTLLPANGVMNIATLGDLNTPADNPIQVLPLINGHTAKCVTLSQ
                     AELTLLAVELKIPLDKPARESAFESVELLNFPDARGSQTIPALMENAAYPLASLLSQA
                     KNAYLLERYTNQQQINLLLVCTATDQRSEIKSTSKALDYWVKQTQGESVQIRSRRNPG
                     LIWALTPHDQRITANLPLSTPTDAQTHDANIKNYDEAVQRYVGNPGDSWGTLLALDAR
                     GVERMISYLSKEILRDIKSERLTEQLHELQRELTNNLFTGWYQPSVTDERQQKQRIVE
                     ILLKALQTRTGVHGELLEQLLPSRDELRRLYLQQHLYLSPRLYQQEKKGVADFFIPLA
                     STEPFSIGIDIDLFSDLPTPTEPSLTPQARHDNDEAEYAAHVHYYWINHLRQLPDNTA
                     LLELLGVTKPTIELLVAEFITASIRLDIARNLRQALADNEPADLHRAAKADRQVSRAL
                     TVLGDFIAWLGFLQISEDKRPDSRINRGYKIFAQPPKSVSTLGVSHRLTQLALTPTNS
                     TAFYIYDWLVGLGEMIIQNVGYSASNEISPAQRQQLAAILSVIKPAND"
     gene            complement(1949975..1953046)
                     /locus_tag="CH60_1816"
     CDS             complement(1949975..1953046)
                     /locus_tag="CH60_1816"
                     /note="[S] COG4457 Uncharacterized protein conserved in
                     bacteria, putative virulence factor"
                     /codon_start=1
                     /transl_table=11
                     /product="virulence factor SrfB family protein"
                     /protein_id="AJK11105.1"
                     /translation="MLATITDYKQKITLIQDSGIQFLDFALTPESDTELPNKFVRKSA
                     NGPLLRLNYHEHNGKYSLMLPGAAPEIVKPEFSIPLEQSLKLLNQIWLPLPFLRFTPP
                     HTFIRGPDNWARVQILTLDTPDQDGNTLRVTLAFDTKVYPESHDNDYLAPTENDIKTG
                     LSFALAYHNEDLAEFLDLTWVDGWLRDVFTQQAAEQEERTARHISASLREFEYQAHYL
                     NVLALLGSQLRIPEIKITTNTLQEPAVNVDLILDVGNSHTCGILVEDHADESYGLNQT
                     YELQLRDLSKPHYLYNALFESRVEFAQAKFGQQSFSVESGREDAFIWPSITRVGHEAC
                     RMALQRLGTEGSTGISSPRRYLWDEESYAAGWRFSGTPTAPHEELATALPLTLLLNDD
                     GEPLYRLPAEERLPVFSPHYSRSSLMTFMLSELLAQALMQINSAAQRLKMIHVTAPRQ
                     LRSIILTLPSAMPKPEREIFRQRMNEAIALVWKSMGWHPADDDFVTPADHAKSKVPVP
                     DVQMEWDEATCGQMVYLYNETQVNFGGRTAAFFASMARPDKQLDAGETAGKTLRIASI
                     DIGGGTTDLAITQYGLDEGIGNNVKISPRLLFREGFKVAGDDILLDIIQLYILPALQA
                     TLKKMAVVNSDGVMDKLFGNDGRMDGQSVLRQQATLQIFMPVGRAILEAYENVDPLDT
                     RAEIEASFGELLTLQSSQRQRSPQRQSSSQPQSLSQRQPSSQPQQPTLKVLEYINSEI
                     QRELPPDAGVFDILQVPLVLKLSQLHGEFLSNRMSITQNLRALSEVVSLYACDVLLLT
                     GRPSRFPGIQALFRHLQPLPNNRILSLDGYHTNDWYPFNKLGRIDNPKSTAAVGAMLC
                     LLALNLRLAGFYFKAGDFQPYSTICYLGMLSSSHTLTTENVYYRDIDLDSADYKLPSD
                     VHFQLRGSLSLGFRQLDNDRWPASPLYTLSIVEQELARKIAGNSVLSVKLKLAKSDKQ
                     TGLERFELAEAKLQDGSRVPLHHLRLKLNTLASNGSGSPHYWIDSGSVFRK"
     gene            complement(1953051..1954484)
                     /locus_tag="CH60_1817"
     CDS             complement(1953051..1954484)
                     /locus_tag="CH60_1817"
                     /codon_start=1
                     /transl_table=11
                     /product="putative virulence effector protein SrfA"
                     /protein_id="AJK13351.1"
                     /translation="MAKSFLRSGSLDDILALGENGQPIYTSALQIREALRLKKQQHIV
                     DCLAIPQINEQGNRIDWYAPFEGKVTSWIAASSTERKAAVKQLAICLASASDISLRAK
                     KSEKAAQQLFGALLAKALQFPDQNHVYLVSGKPVITFWGFVSQDKKMRSDPLDCLRQS
                     TDVVESAIKVESIVKAESTVVPPEIRAKTVVTPAAVELSPQADIIPTPQLVAEPEVTV
                     GSEPIKTPVRWLRIGGVLSIAALIGALVAQFSGNLPGSTAPTAETQSSTAEHMTEQLE
                     PSASHKPQVTADALAPVEPITASVPPPIMQPLLPLDHAPVPPDAKVAAESIVAEPMAV
                     EPIAAEPVTPPVTRANNNALILPANAVKIGSTAFLNGNWRAIPEIKSSLTGKPPSLRY
                     QIKQGKGSVKITHGDNVTCRANVTAGLMKSGNLVINSRYRAQCSDGSKYQIPEIVCKQ
                     GTTDIADCKGRYDANTTLSMTMTRESK"
     gene            1954690..1956180
                     /gene="amn"
                     /locus_tag="CH60_1818"
     CDS             1954690..1956180
                     /gene="amn"
                     /locus_tag="CH60_1818"
                     /EC_number="3.2.2.4"
                     /note="AMP-nucleosdse: AMP nucleosidase;
                     [F] COG0775 Nucleoside phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP nucleosidase"
                     /protein_id="AJK13200.1"
                     /translation="MNKLQDTGSLAVVEAIDKLEMLYDAALAALRDAISAFIRDGSLP
                     NAAERSKGLFSYPQLSVRWDGKFSDHHRTRAYGRFSRAGQYSTTITRPALFREYLTEQ
                     MTLLESEYGAVFEVTPSQQEMPYPFVIDGSDLILDRSMTAGLAQHFPTTDLAKIGDGI
                     TDGIETIALGTASLGSAVSDLPLSHFDALRTDFSLARLKHYTGTPAEDIQPYILFTNY
                     SRYVDEFVRWAGEQILDPNSPYKALSCAGGSYITAENADPEKTLSDLAWKKHQMPAYH
                     LIAKNGQGITLVNIGVGPSNAKTICDHLAVLRPHVWLMIGHCGGLRESQSIGDYVLAH
                     AYLRDDHVLDAVLPPDIPIPSIAEIQRALYDATKAVSGMPGVEVKQRLRTGTVVTSDD
                     RNWELRFSASSLRFSLSRAVAVDMESATIAAQGYRFRVPYGTLLCVSDKPLHGEIKLP
                     GQANHFYEGAISEHLQIGIRAIDLLRAEGDQLHSRKLRTFNEPPFR"
     gene            complement(1956605..1957423)
                     /locus_tag="CH60_1819"
     CDS             complement(1956605..1957423)
                     /locus_tag="CH60_1819"
                     /note="[P] COG1116 ABC-type nitrate/sulfonate/bicarbonate
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11004.1"
                     /translation="MKISDNIIEQVETCEISINHVDKSFGSGESLVIALKEINLHISH
                     GEFVCLLGPSGCGKSTLLNAIAGFSLPTQGEIIVKGHVVTEPGTDRGMVFQEYALFPW
                     MNVEKNIAFGMDIKGESKEKCQSVVEDLLNTLGLSEFRTRYPKDLSGGMRQRVAIARI
                     LALDPPIMLMDEPFGALDALTRRSLQDELLRIWEKSRKTIIFVTHSVEEAIYLGTRVV
                     VLTYRPGTLKQDITLEIPRPRDTSGAEFNRIKRELGALVMEEQQRFSAAERKGG"
     gene            complement(1957433..1958212)
                     /locus_tag="CH60_1820"
     CDS             complement(1957433..1958212)
                     /locus_tag="CH60_1820"
                     /note="[P] COG0600 ABC-type nitrate/sulfonate/bicarbonate
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK10729.1"
                     /translation="MPTIVLLMWQMLAISGWIQPTILPSPVAVVVRWFDYFLPYEAYN
                     PETSNWLMWSLSGELLHDAWASIYRVIIGFLIGALLALPLGLWVGSSKIGNDLMNPLI
                     QFLRPIPPIAYIPLAMLWFGLGNPPAFFLISIGAFFPILINTIAGVRNVDGIYILAAR
                     NLGAGQATMFRRIILPAATPYILTGMRVGIGTAFICVIVAEMIAVNSGVGYRILEARE
                     YMWSDKVIAGMFTIGFLGLVIDLCMDRLNRRLLRWHRGIGN"
     gene            complement(1958258..1959289)
                     /locus_tag="CH60_1821"
     CDS             complement(1958258..1959289)
                     /locus_tag="CH60_1821"
                     /note="[P] COG0715 ABC-type nitrate/sulfonate/bicarbonate
                     transport systems, periplasmic components"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK12089.1"
                     /translation="MIKFISTSIISLEFYKTSLKKSFIAISALPLLMSSMAWAQPDVV
                     RLGNLKFAHYGAISYMKEIAPKYNIKIEERMFAKGIDIAPAIVAGQIDIAASAVDAAI
                     AARAQNIPIYVIAGFAKGGARIVIGNNSSIKSVADFKGKKVGVARGGAQELLLLAELD
                     KYGLTWSDRPGKDVQIIYMAYADLNQALQSGNLDAISQSEPHASQAINIGYGVELLKP
                     YDTPVGVPIRALIMTEAMYKEKPEVAARVLKLFVDATNTFIQQPEIAEEYVRKEMFKN
                     QITSQDYQDAIGNSPFSYDITVEHVQVTTDLMRKYGIGRMNNPPVAADWVKNDLLEAA
                     KKSIGVNGS"
     gene            1959728..1960078
                     /locus_tag="CH60_1822"
     CDS             1959728..1960078
                     /locus_tag="CH60_1822"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK11697.1"
                     /translation="MQSMLQANPDIKGVISGNDEMALGAIAALKEAGKIDQVKVGAFD
                     GSPDAVDAVKAGTLAYTVLQPVAVFSAKAIEQADNFLKTGKTGARGEKQLFDCMLITK
                     ANVDKYTSPFVMSE"
     gene            1960222..1960692
                     /locus_tag="CH60_1823"
     CDS             1960222..1960692
                     /locus_tag="CH60_1823"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11706.1"
                     /translation="MRIHQENTAKKLYRRVNTTTRHRSNNPGAEYRWERYKQKATDEN
                     MPQRASMHGKQKRGLDYSPLFMFLLTKVGQQWDEVYSHAVKRLDKPEPIFWMVALHSH
                     EQRDYVRCGDTCFYHGLYVDDAGILQKVNPSLSAEDIPMTCQCCTHTFNGVVVT"
     gene            1960756..1961772
                     /locus_tag="CH60_1824"
     CDS             1960756..1961772
                     /locus_tag="CH60_1824"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK11339.1"
                     /translation="MATMKDVALRAGVSVATVSRVLNNTAYVEPGTRERVEKAMREYN
                     YQRNAAALALAKRSGNMLGLLTGNLADPFFSRLARGVEEVARKKGAKLMVCSGGHQEE
                     LEKAGLDFLINQGCEAIVAHITRMSEAEILRYAAHTPGLVLINRYLPAIANRCVWLDN
                     TRAAEASTHYLLQNGHTRIACVTAKLSIDDKKQRLEGYRAAMASAGITVPADWIISVP
                     FDEEGGELAAEKLLASDQNFTAVVTFNDVMAAGMMRSLHQRNISLPEQLSIVGFDDVV
                     LARYLYPSLTTVHYPIERMARRAANIALLLHAQGEVSPQINMFSADLVIRDSVAQVGK
                     NRGK"
     gene            1962372..1963652
                     /locus_tag="CH60_1825"
     CDS             1962372..1963652
                     /locus_tag="CH60_1825"
                     /note="[P] COG0038 Chloride channel protein EriC"
                     /codon_start=1
                     /transl_table=11
                     /product="voltage gated chloride channel family protein"
                     /protein_id="AJK11540.1"
                     /translation="MKRPIHLYYYRAMLRRLVISIMLGMVSALIVWLFHQAMLGLEWL
                     LFSRTDGSLVAAAASITGWRRALTPALGGLAAGLLLWAYQRYQHRKPSAPTDYMEAIE
                     IGDGRLDVSASLVKSLASLLVVSSGSAIGREGAMVLLAALFASVFAQRYAKPKEWKLW
                     VACGAAAGMASAYHAPLAGSLFIAEILFGTLMLASLGPVVIAAVSALLTINLLQGGQE
                     TLYQVQTLPSPWPVQYFLMALLGLMAGFSGPLFLKAMAASSHAFRSLNLLPPLQLALG
                     GIIVGLLSLIFPEVWGNGYSVVQSLLTTPPGVLLIGGILICKLLAVLASSGSGAPGGV
                     FTPTLFVGAALGMLCGQIFSLWPVLGDNIGLLMALTGMATLLAATTHAPIMAALMVCE
                     MTGEYTLLPGLLLSCVIATTIARWLRPISVYRSH"
     gene            complement(1963904..1964572)
                     /gene="bioD"
                     /locus_tag="CH60_1826"
     CDS             complement(1963904..1964572)
                     /gene="bioD"
                     /locus_tag="CH60_1826"
                     /EC_number="6.3.3.3"
                     /note="bioD: dethiobiotin synthase;
                     [H] COG0132 Dethiobiotin synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="dethiobiotin synthase"
                     /protein_id="AJK14390.1"
                     /translation="MLTRLFVTGTDTAVGKTVVSRALLQALSQNGRTAVGYKPVATES
                     KETSEGLRNQDALILQASSSIELNYQEVNPYPLQGDVIHACTDTLINYEKMTEGLQCL
                     SAKADTVIVEGCGGWKVMMNDQRFYSDWVVQEQLPVILVVGIKLGCINHALLTAQAII
                     NDGLPLLGWVANRINPGLAHYAETIAMLRDRLAAPQLGQLPYLPRPEEKPLAKYLDLT
                     AISG"
     gene            1964639..1964734
                     /locus_tag="CH60_1827"
     CDS             1964639..1964734
                     /locus_tag="CH60_1827"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11933.1"
                     /translation="MNKSLGDDSNRQLALAQCFAELSVFLTENAK"
     gene            complement(1964796..1966013)
                     /locus_tag="CH60_1828"
     CDS             complement(1964796..1966013)
                     /locus_tag="CH60_1828"
                     /note="[KG] COG1940 Transcriptional regulator/sugar
                     kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="ROK family protein"
                     /protein_id="AJK11018.1"
                     /translation="MIMDGQPGHIDQIKQTNVGAVYRLIDLLGPISRIELSKRAQLAP
                     ASITKIVRELVEVHLVKETEYQDVGSRGRPAIGLVLDTEAWHYVSGRISRGTITLALR
                     DLSSKLVVEEQIPLPDRHPEPLLSRILNEVDQFFIRHQKKLERLTAIAITMPGIIDAP
                     AGIVHKMPFYDVNEMSLGPALEQRTGLPVYLQHDICAWTMAESLYGASRGCQNIIQVV
                     IDHNVGAGVITSGRVLHAGSRSVVNIGHTQVDPYGKRCYCGNHGCLETVASIDNMLAI
                     AQQRLNSSMSSLLHHTPLSVESLCDAALAGDQLAKDIILGVGHSVGRIIAIMVNLFNP
                     EKILVGSPLNKASSILHPAIASCIRQQALPAYSENILVESTEFFNQGTMPGAALVKEA
                     LYNGSLLVKLLQG"
     gene            complement(1966227..1967105)
                     /locus_tag="CH60_1829"
     CDS             complement(1966227..1967105)
                     /locus_tag="CH60_1829"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13986.1"
                     /translation="MSIELRHLRYFIAVAEELHFGRAAERLHISQPPLSQQIQILEEQ
                     IGARLLARNKRNISLTQAGKLFLKESYQIWAQVNSATEKAACLHRGESGVLTIGFTSS
                     APLINVVSKNLRTFRQIYPQVHIKMQEVSTKQQIEALLDGRLDLGIMRNTRLPEALQY
                     RLLLREPLVAVVHEDHPLASLPNGSVKFSSLDKQPFVFFSREVGTALYDEFFTLLTRA
                     GITPYITQEVGEAMTIIGLVSSGLGVSILPASFRRVNVDGVKYLSLDEADATTEMWLV
                     NHKHRPMPPLQKHCSV"
     gene            1967318..1968436
                     /locus_tag="CH60_1830"
     CDS             1967318..1968436
                     /locus_tag="CH60_1830"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK13193.1"
                     /translation="MTTSLHTTNTVAPASTKNDDDTVFTTIPKLPPLNKRPYIQQGTP
                     EFIRVALALFSAGLATFALLYCVQPILPMLSQDFSTSPASSSLSLSIATGMLALGLMF
                     TGPLSDAIGRKSVMVVALLLAAVCTIVCSFMTSWHGILLMRALTGLSLSGVAAVAMTY
                     LSEEIHPNFIALSMGLYISGSSIGGMSGRLVAGVLSDLFSWRVSLLVLGLFALAAACL
                     FWFILPASKHFRASSLRPRTLLINFKLHWRDSGLPLLFAEGFLIMGGVVTLFNYIGYR
                     LLDGPYYLSPTIVGLLSIVYLTGSYSSPKAGSLSNRYGRGLILLASIGMMLVGVVITS
                     FPSVIMIFIGMMFVAAGFFAAHSVVSSWVGCRARRAKA"
     gene            1968821..1969756
                     /gene="tus"
                     /locus_tag="CH60_1831"
     CDS             1968821..1969756
                     /gene="tus"
                     /locus_tag="CH60_1831"
                     /note="rep_term_tus: DNA replication terminus site-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication"
                     /protein_id="AJK11012.1"
                     /translation="MNKYDLIERMNTRFAELEVTLHQLHQQLDDLPLIAARVFSLPEI
                     EKGTEHQPIEQITVNITEGEHAKKLGLQHFQRLFLHHQGQHVSSKAALRLPGVLCFSV
                     TDKELIECQDIIKKTNQLKAELEHIITVESGLPSEQRFEFVHTHLHGLITLNTYRTIT
                     PLINPSSVRFGWANKHIIKNVTREDILLQLEKSLNAGRAVPPFTREQWRELISLEIND
                     VQRLPEKTRLKIKRPVKVQPIARVWYQEQQKQVQHPCPMPLIAFCQHQLGAELPKLGE
                     LTDYDVKHIKHKYKPDAKPLRLLVPRLHLYVELEP"
     gene            complement(1969836..1971233)
                     /gene="fumC"
                     /locus_tag="CH60_1832"
     CDS             complement(1969836..1971233)
                     /gene="fumC"
                     /locus_tag="CH60_1832"
                     /EC_number="4.2.1.2"
                     /note="fumC_II: fumarate hydratase, class II;
                     [C] COG0114 Fumarase"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate hydratase, class II"
                     /protein_id="AJK10646.1"
                     /translation="MATTRSEKDSMGSIDVPANQLWGAQTQRSLAHFRISQEKMPTEL
                     IHALALTKRAAAQVNMDLGLLPAERAKAIMRAADEVLDGAHPTEFPLAIWQTGSGTQT
                     NMNMNEVLANRASELLGGARGNNRLVHPNDDVNKSQSSNDVFPTAMHVAAVMGVSEHL
                     LPELKVLQKTLADKAEAYRDIVKIGRTHLQDATPLTLGQEISGWAAMLSHSVRHIEAT
                     LPHLCELALGGTAVGTGLNTHPEYAVRVANEIATLTRQPFITAPNKFESLGTCDALVH
                     GHGALKGLAASLMKIANDVRWLSSGPRCGIGEISIPENEPGSSIMPGKVNPTQCEAMT
                     MLCAQVMGNDVAINIGGASGNFELNVFRPLVIHNFLQSVRLLADGMRGFNEHCALGIE
                     PNRDRITQLLNESLMLVTALNTHIGYDKAAEIAKKAHKEGLTLKAAAMALGYLTDAEF
                     DEWVRPEDMVGSMKK"
     gene            1971613..1972692
                     /gene="manA"
                     /locus_tag="CH60_1833"
     CDS             1971613..1972692
                     /gene="manA"
                     /locus_tag="CH60_1833"
                     /EC_number="5.3.1.8"
                     /note="manA: mannose-6-phosphate isomerase, class I;
                     [G] COG1482 Phosphomannose isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="mannose-6-phosphate isomerase, class I"
                     /protein_id="AJK11743.1"
                     /translation="MAELWMGAHPKSSSQVLDANGQWHSLRDVIDQDPDNTLGSDIFK
                     RFGELPFLFKVLCAAQPLSIQVHPSKAAAEVGFAKENQAGIPLDAAERNYKDANHKPE
                     LVYALTPFQAMNGFRTLEDIQALLQPLAAAHPDIAAFLRQPDTEHLASLFASLLSMSG
                     ETKTRALGILKAALNSQLGEPWDTIRSISCFYPDDSGLFSPLLLNAVTLQPGEAMFLY
                     AETPHAYLNGVALEVMANSDNVLRAGLTPKFIDIPELMSNLQFIPKPANALLTTPKQQ
                     GNELIFPIPVEDFAFSLHTLVVEPHVLAQHSAAIIFCVEGCAVLKKQEQEITLHPGES
                     CFISAKESPVTVQGVGSIARVYNAV"
     gene            1972932..1974476
                     /locus_tag="CH60_1834"
     CDS             1972932..1974476
                     /locus_tag="CH60_1834"
                     /note="conserved hypothetical protein;
                     [S] COG5339 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12793.1"
                     /translation="MKKSLVAVSVIVVLGAAWTGASWYTGKLIEQRMTELVDNANGQI
                     KTAFPNVGVKFAYKDYQRGLFSSKVRYILQSDNTFTGEKVLSDGDEIAFIEVIDHGPF
                     PLAQLKKLNLIPSMASVHTELANTPVLKKLFDVTNGQSPFTADSRISYGGDTSSAITF
                     IPINYKQNSTNVKFSGATINADVSRDMHNVSMSGSSDSFIYSKKNYLDQTEQVSVQGL
                     TLKSDSKAGKFDISIGDQQIGVKQIDISHEGKNMATLLGFNLKTQLSETDKDLNGKLS
                     YTLDALKIQDNNFGSAQLTIAFDRFNGEGLKQFISAYNKRVQLAESVDQLASQQQMRE
                     VVMANLPALLKGNPAVSIAPLSWKNTKGESTFTLNIELTDPTQAKSTEKPLIAPAVKK
                     LDANLSIPMAMATELVTQAARLQGYSEEEAKSSAQQQVQSLAAMGQMFRLTTTKDDVI
                     SSKLQFADNQVELNGQKMSPEEFAGLFNLLGAQGEEEEDIDSGPESQETPEFDLVVPA
                     EPAPAQ"
     gene            complement(1974525..1975124)
                     /locus_tag="CH60_1835"
     CDS             complement(1974525..1975124)
                     /locus_tag="CH60_1835"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11265.1"
                     /translation="MMEIGTFSLSNVDTDHLIADPTGIKSIKTVCDLHIVELAQVDNE
                     KKLHIAEIDKGISAVLPGIDSCIGIIIKTDLGKIIASHVGIYDCGVDKGFDANKFDES
                     VYANIESENMRSSIALITDDLKKMIGKNKISEIMIIGQDAGSEWPHQQLNDLAKELGF
                     SGELIICGHKEGVNTTCSVIIDSAGDISILNRDGKRIEI"
     gene            complement(1975330..1976358)
                     /locus_tag="CH60_1836"
     CDS             complement(1975330..1976358)
                     /locus_tag="CH60_1836"
                     /note="conserved hypothetical protein;
                     [R] COG0385 Predicted Na+-dependent transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11108.1"
                     /translation="MSWLQRLQIDKFLLVLILVVIIASIFPCEGETKVWFERLTTAAI
                     ALLFFMHGAKLSRAAIMTGMGHWKLHLVVFLSTFALFPLLGVGMNVLVPNVLTPTLYL
                     GFLYLCALPATVQSAIAYTSVAGGNVAAAICSASASSILGVFLSPILVGMLMQTQGGD
                     TDTLHAIGSIIMQLMVPFVVGHLSRPLIAKWVERHKKLVNITDRSSILLVVYVAFSEA
                     VVQGIWSQIDGWSLLAISVCSMVLLTVVLVVNTLAARWLGFNTADEITIVFCGSKKSL
                     ANGIPMANVLFPASVVGVMVLPLMIFHQIQLMVCAVLAQHYAKRMAREQAEKGLDVMP
                     TVNDSKTQ"
     gene            complement(1976552..1977601)
                     /locus_tag="CH60_1837"
     CDS             complement(1976552..1977601)
                     /locus_tag="CH60_1837"
                     /note="[R] COG0673 Predicted dehydrogenases and related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="AJK13561.1"
                     /translation="MADKIKVGLLGYGYASKTFHAPLIMGTPGLELAGVSSSDASKVH
                     ADWPAIPVVSDPQMLFNDPSIDLIVIPTPNDTHFPLAQSALAAGKHVVVDKPFTVTLS
                     QANALKEHADDAGLLLSVFHNRRWDSDFLTLKTLLAEGSLGNVVYFESHFDRYRPEIR
                     QRWREQAGAGGGIWYDLGPHLLDQALQLFGLPETLNVDLGMLRPGSQSVDYFHAVLSY
                     PGQRVVLHSTVLAAAETARYIVHGTQGSYIKFGVDPQEDRLKAGERLPQADWGYDMRD
                     GIVTLSHDNVLTEKPLLTLPGNYPAYYAGIRDAIWGTAPNPVPATEAIKVMELIELGI
                     ASDQQKKALPIIAKN"
     gene            complement(1977880..1978662)
                     /locus_tag="CH60_1838"
     CDS             complement(1977880..1978662)
                     /locus_tag="CH60_1838"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK12025.1"
                     /translation="MYQRMVQEPQPNPLLPGYTFNAYLVAGLTPILADGPLDFFIDRP
                     GGMKGYILNLTIKGQGKIFDGENTIYSNPGDLLLFSPKSPHHYGRSPNSDCWYHRWVY
                     FRPRAYWADWLEWHSKTHEVGRLSLPNNNLMLEFDRLFANIEQTQKSGRRFGEELGMN
                     LLERLLLRAMEEDPLSPQRIMDPRIIEACQFITGNLAGELRIDEVARHVCLSPSRLAH
                     LFREQVGINILRWREDQRVIRAKLLLQTTQEPIATIGRVGRL"
     gene            complement(1978883..1979932)
                     /locus_tag="CH60_1839"
     CDS             complement(1978883..1979932)
                     /locus_tag="CH60_1839"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK13970.1"
                     /translation="MSSVTLSSDKKNPVSTESNGGIPQPQQPQNAPTKSGLGLSRIWD
                     SYGMLVVFAVVFIGCVIFVPNFGSFINMKGLGLAISMSGMVACGMLFCLASGDFDLSV
                     ASVIACAGVTTAVVINMTESLWIGVGAGLLLGAACGLINGFVIARLKINALITTLATM
                     QIVRGLAYIISDGKAVGIEDERFFALGYTNWFGLPAPIWITVACLVLFGFLLNKTTFG
                     RNTLAIGGNEDAARLAGVPVVRTKIIIFVLSGLVSAAAGIILASRMTSGQPMTSIGYE
                     LIVISACILGGVSLKGGIGKISYVIAGILILGTVENAMNLLNISPFSQYVVRGLILLA
                     AVIFDRYKQLAKRTI"
     gene            complement(1979950..1981521)
                     /locus_tag="CH60_1840"
     CDS             complement(1979950..1981521)
                     /locus_tag="CH60_1840"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10623.1"
                     /translation="MSAPHSALQAELDAAQSPYLAFRGIGKSFPGVLALDDISFTCQA
                     GQIHALMGENGAGKSTLLKILSGNYTPTQGEIHIKGKAVNFTNTTDALDAGVAIIYQE
                     LHLVPEMTVAENIYLGQLPTKMGMVDRKLLRYESRIQLSHLGLDIDPDTPLKYLSIGQ
                     WQMVEIAKALARNAKIIAFDEPTSSLSAREIEQLFRVIRELRAEGRVILYVSHRMEEI
                     FALSDAITVFKDGRYVRTFDDMTQVNNASLVQAMVGRNLGDIYGYQPREIGSERLTLQ
                     AVKAIGVASPISLTVHQGEIVGLFGLVGAGRSELLKGLFGDTKLTSGKLLLDGQPLTI
                     RSPIDAISAGIMLCPEDRKADGIIPVHSVQDNINISARRKTLTAGCLINNRWEADNAL
                     LRIQSLNIKTPGPQQLIMNLSGGNQQKAILGRWLSEDMKVILLDEPTRGIDVGAKHEI
                     YNVIYQLAKQGIAVLFASSDLPEVLGLADRIVVMREGAISGELDHEYATEEQALSLAM
                     LRTPNIATNTASAVA"
     gene            complement(1981619..1982602)
                     /locus_tag="CH60_1841"
     CDS             complement(1981619..1982602)
                     /locus_tag="CH60_1841"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK13814.1"
                     /translation="MHKLTKALAVVGLAAVMSHSAIAESMKLGFLVKQPEEPWFQTEW
                     KFADKAGKDLGFEVIKIAVPDGEKTLNAIDSLAASGAQGFVICTPDPKLGPAIEAKAR
                     SYNLKVIAVDDQFVNAKGKPMESVPLVMMAATKIGERQGQELWKEMNKRGWQPAETAV
                     MAITSDELDTARRRTGGSMAALQASGFPEKQIYKVPTKSNDIPGAFDAANSMLVQHPE
                     VKNWLIVGMNDNTVLGGVRATEGQGFKAPNVIGIGINGVDAVSELSKGQATGFYGSLL
                     PSPDIHGYKSIQMLHDWVTKDVEPAKFTEVTDVVLITRDNFKAELEKKGLL"
     gene            1983010..1984713
                     /gene="araB"
                     /locus_tag="CH60_1842"
     CDS             1983010..1984713
                     /gene="araB"
                     /locus_tag="CH60_1842"
                     /EC_number="2.7.1.16"
                     /note="L-ribulokinase: ribulokinase;
                     [C] COG1069 Ribulose kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribulokinase"
                     /protein_id="AJK12580.1"
                     /translation="MTGNVISADGAIALGLDFGSDSVRVLAVDCQHGTEIDTEVVYYP
                     RWKKGLYCQAAQNQFRHHPLDYIEAMEQAIRQMVKRLSEEQRQHIVGIGVDSTGSTPA
                     PIDEQGQVLALRPDFADNPNAMFVLWKDHTAIEEAEEINRLCRSGEFADYSRYIGGVY
                     SSEWFWAKILHVTRADVAVREAAVSWIELCDWVPALLSGTTAPQDIQRGRCSAGHKSL
                     WHPSWGGLPPRAFLAALDTSLVNDLDYPMFTDTYTAERPVGQITAEWAERLGLPTTVI
                     LSGGAFDCHMGAVGAGAQPYTLVKVIGTSTCDILIADDQRVGDRAIAGICGQVEGSVL
                     PGWIGMEAGQSAFGDMYAWFSNLLSWPLHQAALTQPEWQPQLKQIESNLLASLTRAWA
                     QNPSLDHLPVVLDWFNGRRTPNANQRLKGVITDLNLGTDAPTLFGGFIAATAFGARAI
                     MECFEQQDIPIDNVLALGGIARKSPVIMQVCADVMNRPLQIVASDQCCALGAAIFAAV
                     AAGAHDDVPTAQRHMACNIERTLIPDPVQVVRYQQLYQRYQQWCHTAEPHYAPVTKVI
                     H"
     gene            1984797..1986299
                     /locus_tag="CH60_1843"
     CDS             1984797..1986299
                     /locus_tag="CH60_1843"
                     /note="[G] COG2160 L-arabinose isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-arabinose isomerase family protein"
                     /protein_id="AJK13822.1"
                     /translation="MDVFKQSEVWFVIGSQNLYGPKTLQQVMDNAHQVVNSLNNEAGL
                     PVKLVLKPLVTTPDEITALCREANYDTACIGIMTWLHTFSPAKMWIGGLSILNKPLLQ
                     FHTQFNAQIPWKTMDMDFMNLNQTAHGGREFGFIGARMRQQHSVITGHWQDKEAHQRI
                     GQWMRVAAAKQESQQLKVARFGDNMREVAVTEGDKVAAQIQFGYSVNAYGIGDLVAVV
                     DAVSKGDIDTLVEEYEATYRFTDAVKLNGDKRENLLDAARIELGMTRFLEQGGFKAFT
                     TNFENLYGLKQLPGLAVQRLMQQGYGFGGEGDWKTAALLRILKVMGTGLKGGTSFMED
                     YTYNFQPGNDLVVGSHMLEVCPSIAKEEKPLLDVQHLGIGGKADPARLIFSTPAGPAL
                     NASLIDMGNRFRLLVNVVDTVEQPHPLPKLPVARAIWQAQPSLATAAEAWIIAGGAHH
                     TVFSQAVGVDELRLYAEMHGIEFLLIDNDTTLPAFKNEIRWNEVYYQLNR"
     gene            1986299..1986433
                     /locus_tag="CH60_1844"
     CDS             1986299..1986433
                     /locus_tag="CH60_1844"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13227.1"
                     /translation="MLLGMIFSIGKISIIKFAMIATPSEACWLLRVMTMRYNHDDNAL
                     "
     gene            complement(1986489..1988627)
                     /locus_tag="CH60_1845"
     CDS             complement(1986489..1988627)
                     /locus_tag="CH60_1845"
                     /note="type_I_sec_HlyB: type I secretion system ATPase
                     family protein;
                     [V] COG2274 ABC-type bacteriocin/lantibiotic exporters,
                     contain an N-terminal double-glycine peptidase domain"
                     /codon_start=1
                     /transl_table=11
                     /product="type I secretion system ATPase family protein"
                     /protein_id="AJK12657.1"
                     /translation="MTESYSTLAAEGTKVIQPLEALACAATCFDLTIEASQLAHQLGL
                     APDEIDSIALCRCAAWIGLRARKVNQSFERVGKLVLPVLFSDGAQWYVLLSLTAQEAT
                     VYFAGSDQTRKISPEVLAKLWRNEVILLAKAEPITAKKQFFGFSWFIPVVMKSRHQLR
                     NIILISLLLQAILLVTPMLFETVIDKVLVSRGVDSLVVLGGAMVALAITEPGYTLLRS
                     WLFAHLSSRVGAELNTQLYRHLLGLPLGYFTGQQTGQTIAKMREMEQIRSFLTGSALT
                     MVLDLFFVVTFIAVMFRYSGQLTGIVLISLLCYLLFWSAVGGRLRKRVAQQYETSAQA
                     TSFLTEAVSGGETIKTSATESQFNRRWRQVLARYVRASFGSSQAGNLAGQGISLINKI
                     TSAILLWFGVTLVLAGKLSPGELVAFNMFAGYVTQPILRLAQAWQDFQHTQIALERIG
                     TILDSPTEPGSAGLVANCKRAGSLSFKQVRFRYRPDTAEVLQNLNLEIAGGEFIGITG
                     PSGCGKSTLTKLMQRLYTPQHGQILVDGQDLAITDPTTLRRQMSVVLQESVLFSGSIR
                     DNICQCRPNADEAHVIHIARLAGAHDFIIALPQGYQTQVGEKGGLLSGGQCQRIALAR
                     ALMADPKILILDEATSALDYESEAAIMRQLPEITRNRTVICIAHRLNTLRQCHRILLL
                     KDGQIAEQGSHEVLVASGGNYARLWQQQTE"
     gene            complement(1988629..1988997)
                     /locus_tag="CH60_1846"
     CDS             complement(1988629..1988997)
                     /locus_tag="CH60_1846"
                     /note="[M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hlyD secretion family protein"
                     /protein_id="AJK12239.1"
                     /translation="MVLVPEDYQLELDVMILNKDVGFVLPGQAVEVKVDSFPYTRFGT
                     LSGEVKHVSRDAMEDQQRGLVFPARIRLLSDTLMVEGKPVRLSAGMAINAEIKTGRRR
                     VIDYLLSPLQQYQSEAMRER"
     gene            complement(1988997..1989998)
                     /locus_tag="CH60_1847"
     CDS             complement(1988997..1989998)
                     /locus_tag="CH60_1847"
                     /note="[M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hlyD secretion family protein"
                     /protein_id="AJK10557.1"
                     /translation="MSAFIQHIKNRWTRCFTPARTRDEYDFLPAYLEIVERPIAPLAR
                     RTAWLLILTLLLVLIWAIIGKLDIHASASGKVIVAEHSKIIQPAEPGVVTEINVRDGD
                     TVDAGQVLIALNPIGIDAEVRNINQQLQYRQLEAARLVALLADEPLKNFKPPYNSPES
                     LVVASRALLTKEYAEVTAELSRQDSELAVNQAHLQAGIEHNSHQKALLKNIHRRLQAS
                     RTLAKSKSIAEVELLVQEREWLTATAEANRLQSEQDILRAKAHSLAQTRMHYLAKIDR
                     DNRERLNKTHEIIHQLQQEQIKMMDKQRQQTLRAPVAGVIQQLAVHTLGGWLPRRNR"
     gene            complement(1990297..1992081)
                     /locus_tag="CH60_1848"
     CDS             complement(1990297..1992081)
                     /locus_tag="CH60_1848"
                     /note="[V] COG2274 ABC-type bacteriocin/lantibiotic
                     exporters, contain an N-terminal double-glycine peptidase
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10936.1"
                     /translation="MENHVHSALICASRLIRLAGLNPMDIETFSQKVAIDTSVKTTLA
                     SLQRYIVQFSQTASVRFKIRKQALEKIRQEQLPLAFRDRQGNFILLARMNEQQVLLQY
                     ADDKKPQMLSYQSLADMWGGMILCCSHSRFDIRWFIPPLRRHRKPLMQVLLLSLLLQF
                     LALISPLFFQVIMDKVLVHHALTTLEVLIFILVIVGVYEVILKGLREYIFTHTTTLVD
                     ILLGGKLFQHLIRLPLSYFKQRHVGNIVARVRELDNIRDFITGSALTLCVDVVFTLVL
                     FIVMWCISPLLTLIILSTLPFYLLLAVMTTRPLQKKVEALCGFAAQNGAFLTETVSGV
                     ETVKSLALEPRMRQRWESQTRDFAQANFQVQNLQNLSSQAAQLLQKVAGALVIVIGAY
                     HVMSVQLSIGQLIAFNMLALQALMPMSKLVDLWQQSIRAQVGLKLISDILSLPVEPEA
                     DPAAPHPAISGNILLKNVAFRYRPDLDPVLHDLNLSIRAGEHIGLVGPSGSGKSTVAR
                     LLQRLYNTEQGVITIDGYPINHLSPEYLRRQVGVVMQESYLFNRTVRENIAHSRPTAT
                     LTEVVNAASLAGANAFILALRESPDLNF"
     gene            1992556..1992999
                     /locus_tag="CH60_1849"
     CDS             1992556..1992999
                     /locus_tag="CH60_1849"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11431.1"
                     /translation="MSQPQEYQRIGGWLLAPLAYLIVTLLSASLMLVLYAMAITTPAS
                     REYLVTNTQAFTLQWYFSVVTTLVMWLYTLWIIWLFCSRSRRFPKLFILWLLLTVLLA
                     LKAFAFSPISDEIALKTLGWPLLAAAIFVPYIKRSQRVKHTFTER"
     gene            1993127..1993708
                     /locus_tag="CH60_1850"
     CDS             1993127..1993708
                     /locus_tag="CH60_1850"
                     /note="rnfA: electron transport complex, RnfABCDGE type, A
                     subunit;
                     [C] COG4657 Predicted NADH:ubiquinone oxidoreductase,
                     subunit RnfA"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transport complex, RnfABCDGE type, A
                     subunit"
                     /protein_id="AJK11382.1"
                     /translation="MTEYLLLFVGTVLVNNFVLVKFLGLCPFMGVSKKLETAIGMGLA
                     TTFVLTLASVCAWMVNSFILLPLGLIYLRTLAFILVIAVVVQFTELVVRKTSPTLYRL
                     LGIFLPLITTNCAVLGVALLNVNQSHNFMQSAVYGFSAAAGFSLVMVLFAAIRERLAV
                     ADVPAPFRGSSIALITAGLMSLAFMGFTGLVKF"
     gene            1993708..1994274
                     /locus_tag="CH60_1851"
     CDS             1993708..1994274
                     /locus_tag="CH60_1851"
                     /note="rnfB: electron transport complex, RnfABCDGE type, B
                     subunit;
                     [C] COG2878 Predicted NADH:ubiquinone oxidoreductase,
                     subunit RnfB"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transport complex, RnfABCDGE type, B
                     subunit"
                     /protein_id="AJK13438.1"
                     /translation="MMSLWIAIGALSTLALVSGVVLGFAARRFQVDEDPVVEQVDAIL
                     PQSQCGQCGYPGCRPYAEAVSTGGEKINKCAPGGEQVMLKLAELLAVEPQPLDGDESA
                     AHPQRKVAFIDEANCIGCTKCIQACPVDAIIGATRAMHTVLSDLCTGCDLCVAPCPTD
                     CIEMIPVATTTANWKWDLNTIPVKNLPN"
     gene            1994324..1996303
                     /locus_tag="CH60_1852"
     CDS             1994324..1996303
                     /locus_tag="CH60_1852"
                     /note="rnfC: electron transport complex, RnfABCDGE type, C
                     subunit;
                     [C] COG4656 Predicted NADH:ubiquinone oxidoreductase,
                     subunit RnfC"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transport complex, RnfABCDGE type, C
                     subunit"
                     /protein_id="AJK10677.1"
                     /translation="MFKLFTARQHDKIWDFDGGIHPPEMKLQSSTVPMRIAPLPDQLI
                     IPLQQHLGPEGELRVRAGEQVLKGQPLTVGRGRTVPVHAPTSGMITAIAPHTTAHPSG
                     LAELCVHITPDGEDRWREQQPWADYRQRDKMALLDRIHQAGIAGLGGAGFPTASKLQG
                     GLNGIITLIINAAECEPYITADDRLMQEHADEVITGIHILRHLLQPQQVLIGIEDNKP
                     EAIAALQRALRGQDDIHLRVVPTKYPSGGAKQLTKILTGKEVPFGKHSSSIGVLMQNV
                     GTVVAIKRAVIDDEPLIERVVTLTGDALSSPGNFWARIGTPVLYLLKLAGFKPQNPPM
                     VIMGGPLMGFTLPSLDVPIVKISNCILAPAETEMGLSEPEQSCIRCGLCVDACPAGLL
                     PQQLYWFSRGEEHEKARNHNLFDCIECGACAYVCPSNIPLVQYYRQEKAEIRALDQES
                     ARAAEAKARFEAKQARLAREKLARELRHKQAAVKLTDADQQTVDAAVSRLTRQSDGSE
                     SVINIPAGQMPDNSAVIAAREARKAQARARQAEKQQARSTEETTDVVDPRQAAVAAAI
                     ARVKAKKAVQAQHVTTDVAEAGSEAMAEDPRKAAVAAAIARVKAKKAAQAQHVTTDVA
                     EAGSEAMAEDPRKAAVAAAIARVKAKKAAQAINPD"
     gene            complement(1996408..1997313)
                     /locus_tag="CH60_1853"
     CDS             complement(1996408..1997313)
                     /locus_tag="CH60_1853"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK10900.1"
                     /translation="MMSEDILFIEELIEWIEINLEKRPTLDDVAKISGYSKWHLQRKF
                     KSIVGLQLASYIRGRVLTRAAVALRISRKPIITISDELGFDSQQTFTRTFTRTFKKRF
                     GVTPNSFRQMNHWDVQGMIPRFGFYENYTPEIKQVTLPGKELVGFTRRLDFEEYNGCA
                     VQRSSCMAMKDEILLDFFKEVNFACQRIYSLFSVKDVDGQQGQKSVYYSTAIDKERKH
                     EIQGSREIDHIAIPEGEFLSISHQGSAKECVKFATYLFNNVLPKLRDEVGRGIEMEVI
                     EIDHCHAESKLRDISVVYRYLMAVN"
     gene            1997802..1998896
                     /locus_tag="CH60_1854"
     CDS             1997802..1998896
                     /locus_tag="CH60_1854"
                     /note="rnfD: electron transport complex, RnfABCDGE type, D
                     subunit;
                     [C] COG4658 Predicted NADH:ubiquinone oxidoreductase,
                     subunit RnfD"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transport complex, RnfABCDGE type, D
                     subunit"
                     /protein_id="AJK12500.1"
                     /translation="MKFRPVTPTQNKGLQIASSPFTHNQRSTRRIMLLVILACIPGII
                     AQTYFFGYGSLIQVMLAMITALLAEGAVLQLRKQPVMARLQDNSALLTALLLGISLPP
                     LAPWWMIVLGTLFAIVIAKQLYGGLGQNPFNPAMVGYVVLLISFPVQMTSWLPPLPLQ
                     GTSVGFYDSLLTIFTGYTHSGENIHQLQVGYDGISQATPLDTFKTSLRSQPADQILQQ
                     PIFGGVLAGLGWQWVNTGFLVGGLLLLWRKAIHWHIPVSFLLALGGCAAVSWMIAPQS
                     FASPMLHLFSGATMLGAFFIATDPVSASTTPRGRLIFGALIGILVWLIRVYGGYPDSV
                     AFAVLLANITVPLIDHYTQPRVYGHKSGHK"
     gene            1998906..1999535
                     /locus_tag="CH60_1855"
     CDS             1998906..1999535
                     /locus_tag="CH60_1855"
                     /note="rnfG: electron transport complex, RnfABCDGE type, G
                     subunit;
                     [C] COG4659 Predicted NADH:ubiquinone oxidoreductase,
                     subunit RnfG"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transport complex, RnfABCDGE type, G
                     subunit"
                     /protein_id="AJK13345.1"
                     /translation="MLKTMRRHGITLALFAAGATGLTAVVNSLTENTIAHQAALQQKA
                     LLDQVVPAENYDNDMQAECYVVTDSALGNMAPHRLYLARKGNQPVAAAIETTAPDGYS
                     GAIQLLVGADFHGNVLGSRVIEHHETPGLGDKIDIRISDWINHFSGQHVTGDDDKRWA
                     VKKDGGSFDQFTGATITPRAVVRAVKNAALYLQTLPPQLSRLPSCGEDQ"
     gene            1999532..2000233
                     /locus_tag="CH60_1856"
     CDS             1999532..2000233
                     /locus_tag="CH60_1856"
                     /note="rnfE: electron transport complex, RnfABCDGE type, E
                     subunit;
                     [C] COG4660 Predicted NADH:ubiquinone oxidoreductase,
                     subunit RnfE"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transport complex, RnfABCDGE type, E
                     subunit"
                     /protein_id="AJK13252.1"
                     /translation="MSEAKNLLAQGLWKNNSALVQLLGLCPLLAVSSTATNALGLGLA
                     TTLVLVCTNTAVSALRRWVPSEIRIPIYVMIIASVVSTVQMLINAYAFGLYQSLGIFI
                     PLIVTNCIVIGRAEAYAAKNPVGLSALDGFAMGMGATCALFVLGALREILGNGTLFDG
                     ADMLLGSWATVLRIDILHLDTPFLLAMLPPGAFIGLGLLLAGKYVIDEKMKARKANTR
                     VSVPQLQDGDAEKAL"
     gene            2000230..2000871
                     /gene="nth"
                     /locus_tag="CH60_1857"
     CDS             2000230..2000871
                     /gene="nth"
                     /locus_tag="CH60_1857"
                     /EC_number="4.2.99.18"
                     /note="nth: endonuclease III;
                     [L] COG0177 Predicted EndoIII-related endonuclease"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease III"
                     /protein_id="AJK12502.1"
                     /translation="MNKEKRVTILTRLRDNNPHPTTELVYSTPFELLISVLLSAQATD
                     VSVNKATARLYPVANTPQAILDLGVDGLKEYIKTIGLYNTKAENVIKTCRILLEKHQG
                     EVPEDRAALEALPGVGRKTANVVLNTAFGWPTIAVDTHIFRVCNRTGFAPGSNVDQVE
                     EKLLKVVPAEFKLDCHHWLILHGRYTCIARKPRCGSCIIEDLCEFKEKVYPEH"
     gene            complement(2001054..2002052)
                     /locus_tag="CH60_1858"
     CDS             complement(2001054..2002052)
                     /locus_tag="CH60_1858"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK11565.1"
                     /translation="MNIMITGAAGFLGRRLIDGLLQQDYLTDQQGEPRNINKIIAYDV
                     LPLMEVEDPRVQVVCGDIADQNGLSAVWDRQIDTIFHLAAVVSSQAEDDFDLGMRINV
                     DATRSLLELARQSGQCPKVIITSSVAVFGGALPKVVPDNQVWSPQSSYGTQKALNDLL
                     LSDYSRRGFIDGRSLRMPTIVVRPGKPNRAASSFASGIIREPLQGHDAICPVSMQTPL
                     WLLSPKMAIDNLIHGHELDASQLRLGRVINLPGLSVSVQQMIDALRRLAGDEVVERIQ
                     VQRDPSIERIVNSWPGDFEASYGKVLGFRRDPDFDSIIQDFIIENLPELAAEKHFI"
     gene            complement(2002090..2003400)
                     /locus_tag="CH60_1859"
     CDS             complement(2002090..2003400)
                     /locus_tag="CH60_1859"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK12468.1"
                     /translation="MSESSTESLSQPTQLQEENNAYRKTVWHLLPLLMLCYVLNYLDR
                     VNVGFAKLQMADDLQFSDTVYGLGAGMFFIGYFFLEIPSNLILHRVGARLWIARIMIT
                     WGIISACMAFVTTPMSFYVMRFLLGVAEAGFFPGIILYISYWFPSHRRGRVYGLFVIS
                     VPLSGIIGAPLSGWIMQYFNGFQGYAGWQWMFILEGIPSVLVGILIIYKLKDRITHAT
                     WLTDKEKDILQTNIENEAAHYAHSRLRDAFLQPRVWLLTLIYFCLISGFYTIGFWLPT
                     LIRDSGVKDILSIGFLTAIPSAAAAVTMIVVSRSADRLRERRWHLALTAVLGAVGIIL
                     STYFSDNIVVAMVCLTIGAMGALSTIPLFWSLPTAFLGGSAAAAGIAFINSWGNLGGF
                     VAPYMMGYLKDLTQSTTTGMLIISTTLFIGAALVFLIPAKAVNH"
     gene            2004059..2005993
                     /gene="rnb"
                     /locus_tag="CH60_1860"
     CDS             2004059..2005993
                     /gene="rnb"
                     /locus_tag="CH60_1860"
                     /EC_number="3.1.13.1"
                     /note="RNase_B: exoribonuclease II;
                     [K] COG4776 Exoribonuclease II"
                     /codon_start=1
                     /transl_table=11
                     /product="exoribonuclease II"
                     /protein_id="AJK11846.1"
                     /translation="MFQDNPLLAQLKQQLHTQTPRVEGVVKGTEKGFGFLEVDGQKSY
                     FIPPPQMKKVMHGDRIIATLHTDKDREIAEPETLVEPFLSRFVGRVQRKDDRLSIVPD
                     HPLLRDAIQCRPVRELTHSFQNGDWAVAEMCRHPLKGDRAFQADLTAFITNGEDHFVP
                     WWVTLARHNLEREAPAMVESALNDAELEREDLTALNFVTIDSASTEDMDDALFVQDNG
                     DGSWLLTIAIADPTAYVVENSELDLTARKRAFTNYLPGFNIPMLPRDLSDNLCSLRPN
                     ERRPVLVCRVTITEEGTLSNDIRFSAAWVESKAKLVYDDVSDWLEGNNRWQPQDTAIA
                     EQITLLKRICDARSNWRQQHALVFKDRPDYRFLLGEKGEVLDIIVEHRRIANRIVEEC
                     MIAANVCAALALREHLGFGIYNVHTGFDPALVEQAASVLKANGVGADPQALLTLPGFC
                     ELRRHLDALPTQFLDSRIRRFQTFAEISTVPGPHFGLGLEAYATWTSPIRKYGDMVNH
                     RLLKAMITGQQAEKPQEEITVQLAERRRLNRMAERDVGDWLYARYLQPQAGTDTRFTA
                     EIIDITRGGLRVRLLDNGAVAFIPAPFIHAVRDEVVCSQETGTVQIKGETVYSQSDKI
                     EVRIAEVRMETRNVIARPVA"
     gene            2006343..2008409
                     /locus_tag="CH60_1861"
     CDS             2006343..2008409
                     /locus_tag="CH60_1861"
                     /note="[T] COG1966 Carbon starvation protein, predicted
                     membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="carbon starvation CstA family protein"
                     /protein_id="AJK11851.1"
                     /translation="MNNIRTVVIWLTVALIGAFAFAMLALSRGEHVNAIWLVIASVAC
                     YSIAYRFYSRFIAKNVFELDDRRLTPAERRNDGLDYVPTNKWVLFGHHFAAIAGAGPL
                     VGPILAAQMGFLPGTIWILVGVMMAGAVQDFLILFISTRRDGRSLGEMAKQELGAFAG
                     VITMLGALGVMIIILSALALVVVKALADSPWGLFTIAATIPIALFMGVYMRFIRPGKI
                     AEVSLIGFVLMMSAIIYGGNIAVHPYWGPFFTLHGTTLTWILVIYGFIASVLPVWLLL
                     APRDYLSTFLKIGVIIGLAVGIVFAMPEMKMPAVSRFIDGSGPVFSGSLFPFLFITIA
                     CGAISGFHALVSSGTTPKLIERESHTRFIGYGAMLMESFVAIMALICASVIDPCVYFA
                     MNSPAALIGTTVESASLAISSWGFVVTPETLAMVAKDVGENSILSRAGGAPTFAVGMA
                     HIISEIFNSRNMMAFWYHFAILFEAMFILTAVDAGTRACRFMVQDLVGVVVPRLANNR
                     SWFGNLSGTTVAVAGWGFFVYQGVIDPLGGINTLWPLFGIGNQMLASMALILGTVVLF
                     KMKKQRYAWVTILPTIWLFITSMTAGWQKIFHEKPSIGFLAQAKKFSNGIEQGVLIAP
                     AKSFKDMETIVFSNQINAALCAFFMLVAVTMLVSAFFVIRRALKSSKPTTHETEIVYR
                     EEVARG"
     gene            2008402..2008707
                     /locus_tag="CH60_1862"
     CDS             2008402..2008707
                     /locus_tag="CH60_1862"
                     /note="conserved hypothetical protein;
                     [S] COG2879 Uncharacterized small protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10501.1"
                     /translation="MVNSGIPYRSRPITGGKITRCVPLTQVEAAPTTLWAWVRLITHR
                     LAQSFRLMVGVQDYSNYVNHMRHKHPDTPPMTEREFHRYCLDARFPSEGGKLGKCPC"
     gene            complement(2008824..2009489)
                     /gene="fsa"
                     /locus_tag="CH60_1863"
     CDS             complement(2008824..2009489)
                     /gene="fsa"
                     /locus_tag="CH60_1863"
                     /note="fsa_talC_mipB: fructose-6-phosphate aldolase;
                     [G] COG0176 Transaldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-6-phosphate aldolase"
                     /protein_id="AJK13917.1"
                     /translation="MELYLDTADVAAVKRLARVLPLQGVTTNPSILAKAGKSLWEVLP
                     ALRDALGGTGKLFAQVLASDSERMVSEAVQLSEQIPGLVIKIPVTAEGLAAIKKLKTM
                     SIPTLGTAVYGAGQGLLSVLAGAEYVAPYVNRLDAQGSDGIAMVRELQQLLTLHAPNA
                     KVLAASFRTPRQVLDCLLAGCQSVTIPVDVAEQFISTPAVKAAIEQFEQDWQGAFGTT
                     MLS"
     gene            2009823..2010071
                     /locus_tag="CH60_1864"
     CDS             2009823..2010071
                     /locus_tag="CH60_1864"
                     /note="conserved hypothetical protein;
                     [S] COG5460 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12646.1"
                     /translation="MADITFTREQTQRMVHKIQRYLEQEHNIELEDFDAEFFVEFISR
                     ELGAHYYNQGINDAIAQIEAKMLDVTDSLLWLEKPVQD"
     gene            complement(2010100..2010795)
                     /gene="araD"
                     /locus_tag="CH60_1865"
     CDS             complement(2010100..2010795)
                     /gene="araD"
                     /locus_tag="CH60_1865"
                     /EC_number="5.1.3.4"
                     /note="araD: L-ribulose-5-phosphate 4-epimerase;
                     [G] COG0235 Ribulose-5-phosphate 4-epimerase and related
                     epimerases and aldolases"
                     /codon_start=1
                     /transl_table=11
                     /product="L-ribulose-5-phosphate 4-epimerase"
                     /protein_id="AJK10998.1"
                     /translation="MLNELKQQVLAANLALPRHNLVTFTWGNVSAIDRQKGLLVIKPS
                     GVEYASMTLDDMVVVELESGNVVEGSKKPSSDTDTHRVLYLNFPQIGGIVHTHSRHAT
                     IWAQAGLDLPAWGTTHADYFYGSIPCTRLMTHEEIAGRYEWETGNVIVDTFHERGITP
                     DAVPAVLVNSHGPFAWGSSAENAVHNAVVLEELAYMGIFSRQLNPQLGDMQPQLLDKH
                     YLRKHGKDAYYGQ"
     gene            2011275..2011490
                     /locus_tag="CH60_1866"
     CDS             2011275..2011490
                     /locus_tag="CH60_1866"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine zipper 2TM domain protein"
                     /protein_id="AJK11705.1"
                     /translation="MMIINKRFATAALALTLALSLSACSNMSKRDRNTAIGAGAGAVG
                     GAVLTGSTLGTLGGAAIGGVIGHQVGK"
     gene            complement(2011747..2012073)
                     /locus_tag="CH60_1867"
     CDS             complement(2011747..2012073)
                     /locus_tag="CH60_1867"
                     /note="[J] COG0023 Translation initiation factor 1
                     (eIF-1/SUI1) and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor SUI1 family
                     protein"
                     /protein_id="AJK13467.1"
                     /translation="MSNDNSRLVYSTDSGRISEPESKVERPKGDGIVRIQRQTSGRKG
                     KGVSLITGIDGSDEDLDKLAAELKKKCGCGGSVKDGVIEIQGDKRDLLKQLLDAKGMK
                     VKLAGG"
     gene            complement(2012073..2012810)
                     /gene="pyrF"
                     /locus_tag="CH60_1868"
     CDS             complement(2012073..2012810)
                     /gene="pyrF"
                     /locus_tag="CH60_1868"
                     /EC_number="4.1.1.23"
                     /note="pyrF: orotidine 5'-phosphate decarboxylase;
                     [F] COG0284 Orotidine-5'-phosphate decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="orotidine 5'-phosphate decarboxylase"
                     /protein_id="AJK12355.1"
                     /translation="MTSATKTNNSGSISSPIVVALDYANKDAALAFADQVSPQDCRLK
                     VGKEMFTLYGPELIRDLHQRGFDVFLDLKFHDIPNTTARAVAAAAELGVWMVNVHASG
                     GARMMSAAKEALLPYGAQAPLLIAVTVLTSMDGEDLRDIGITISPAEQAERLAKLTWD
                     CGLDGVVCSAHEAVRLKQVCGEDFSLVTPGIRPQGSEAGDQRRIMTPEQAVAVGVDYM
                     VIGRPITQSPDPEKTLREILASLTKVA"
     gene            2013281..2013580
                     /locus_tag="CH60_1869"
     CDS             2013281..2013580
                     /locus_tag="CH60_1869"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11460.1"
                     /translation="MSEISTLTIKIPLELKEKIKAAALEKQFSLSTEVCERLAQSFEA
                     DIKGSISSSKNAKLHHDEIDNQGVEEISEQPLSQKELKKLRQLLKDSAKTAQKKK"
     gene            complement(2013702..2014871)
                     /locus_tag="CH60_1870"
     CDS             complement(2013702..2014871)
                     /locus_tag="CH60_1870"
                     /note="[G] COG2956 Predicted N-acetylglucosaminyl
                     transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AJK14183.1"
                     /translation="MLEMLFLLLPVAAAYGWYMGRRSAQQDKQQDANRLSREYVAGVN
                     FLLSNQQDKAVDLFLEMLKEDSSTVEAHLTLGNLFRSRGEVDRAIRIHQALMESASLT
                     FEQRLLAVQQLGRDYMAAGLYDRAEDMFNQLVEEQDFRLGALQQLLIIHQATSDWHNA
                     IEVAEKLVKMGKDNQRLEIAHFYCELALQAMGSDDLDKAMGLLKKAATADKQCARVSI
                     MRGRVHLAKGEYAKGVEALERVLEQDKEVVSEALPMLSECYQHLQQPQAWANFLKRCV
                     EDNTGAAAELMLAEVLEQQEGHDVAQTYINRQLQRHPTMRGFYRLMDYHLADAEEGSA
                     KESLLLLRDMVGEQIRTKPRYRCHKCGFTAHSLYWHCPSCRAWASVKPIRGLDGQ"
     gene            complement(2014878..2015189)
                     /gene="yciS"
                     /locus_tag="CH60_1871"
     CDS             complement(2014878..2015189)
                     /gene="yciS"
                     /locus_tag="CH60_1871"
                     /note="[S] COG3771 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein yciS"
                     /protein_id="AJK11572.1"
                     /translation="MKYLLIFLLVLVVFVISVTLGANNDQLVAFNYLLAQGEYQLSTL
                     LATLFAAGLVLGWVICGLFYLRVRISLGRAERKIKRIETQLEQPVEQSTLVSTAAVNK
                     E"
     gene            complement(2015358..2016119)
                     /locus_tag="CH60_1872"
     CDS             complement(2015358..2016119)
                     /locus_tag="CH60_1872"
                     /note="[I] COG0671 Membrane-associated phospholipid
                     phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AJK14217.1"
                     /translation="MYNMAKRVTIGTVILLLPTLAIWLSDWQWQPGGNNTWLKGFFWV
                     TETVTAPWGILTSVLLCSWFLWCLRVRFKPAVGLFVVLGAVIVLGQGVKSLIKEQVQE
                     PRPFVAWLEAEHHINNRLFYSLPRAERSELVRQQLQDQLIIPVWLSRHWQFETGFSFP
                     SGHTVFAATWALLAVGLLWPRRHYKTVVLLMLWAQGVMASRLFLGMHWPQDLIAATLI
                     SGVLAAVACGLLQHGFGLLDIPQSEQKESEKRGHE"
     gene            2016625..2017215
                     /gene="ribA"
                     /locus_tag="CH60_1873"
     CDS             2016625..2017215
                     /gene="ribA"
                     /locus_tag="CH60_1873"
                     /EC_number="3.5.4.25"
                     /note="[H] COG0807 GTP cyclohydrolase II"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase-2"
                     /protein_id="AJK12857.1"
                     /translation="MQLKRVAEAKLPTPWGDFLMVGFEELATGHDHLALIFGDISGDK
                     PVLSRVHSECLTGDALFSLRCDCGFQLEVALTRIAEEGRGVLIYHRQEGRNIGLLNKI
                     RAYALQDLGADTVEANHQLGFAADERDFTLCSDMYKLLGIKAVRLLTNNPKKVEILTQ
                     AGINIVERVPLIVGENPKNEHYLATKAAKMGHLLTK"
     gene            complement(2017379..2020051)
                     /gene="acnA"
                     /locus_tag="CH60_1874"
     CDS             complement(2017379..2020051)
                     /gene="acnA"
                     /locus_tag="CH60_1874"
                     /EC_number="4.2.1.3"
                     /note="aconitase_1: aconitate hydratase 1;
                     [C] COG1048 Aconitase A"
                     /codon_start=1
                     /transl_table=11
                     /product="aconitate hydratase 1"
                     /protein_id="AJK14158.1"
                     /translation="MSLDLCKTSMAKLVALNHEYYYYSLPQLAAVLGDINRLPKSLKV
                     LLENLLRHLDGVQVQEADLKAIVAWQQTGHADREIAYRPARVLMQDFTGVPAVVDLAA
                     MREAVQRLGGDVAQVNPLSPVDLVIDHSVTVDEFGDKSAFGENVRLEMERNHERYIFL
                     RWGQKAFSRFRVVPPGTGICHQVNLEYLGQTVWHEQQGDKQVAYPDTLVGTDSHTTMI
                     NGLGILGWGVGGIEAEAAMLGQPISMLIPDVVGFKMTGKMREGITATDLVLTVTQMLR
                     KHGVVGKFVEFYGDGLADLPLADRATIANMSPEFGATCGFFPVDEVTLNYMRLSGRSN
                     EQIALVETYSKAQGLWRYPGDEPVFTSQLSLDLSSVEPSLAGPKRPQDRVALPKVPSA
                     FKAFEELEFNNKRDKADLVAFSLNGKTHELASGAVVIAAITSCTNTSNPSVLMAAGLL
                     AKKATEKGLKTKPWVKTSLAPGSKVVTEYLNSAGLTRYLDNLGFNLVGYGCTTCIGNS
                     GPLPEPIENAIKAGDLTVSAVLSGNRNFEGRIHPLVKTNWLASPPLVVAYALAGNMNI
                     DLTQDALGHDPSGKPVFLKDIWPTGLEIAKAVEEVKTEMFRKEYAEVFNGDENWQAIQ
                     IESTPTYAWQKDSTYIRLPPFFTDMKAVPDPVQDIHDARILAILADSVTTDHISPAGN
                     IKLDSPAGRYLRDHGVEIKEFNSYGSRRGNHKVMMRGTFANIRIRNEMVPGIEGGITR
                     HIPSQNEMPIYDAAMRYQQENVPLAVIAGKEYGSGSSRDWAAKGPRLLGVRVVITESF
                     ERIHRSNLIGMGILPLEFPQGVDRKTLRLTGDESISVSGLQNLAPGQMVPVTITYADG
                     HQQVVNTRCRIDTGNELIYFENGGILHYVIRKML"
     gene            complement(2020415..2021272)
                     /locus_tag="CH60_1875"
     CDS             complement(2020415..2021272)
                     /locus_tag="CH60_1875"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12925.1"
                     /translation="MFPHLTDFVSLSILTPIKNDAKETPVEPNDIIIIVNNADKEENN
                     PQYVVLDNGIRQAMIDKTTNHYDKESLTHLASTYPLVEIGVRDRLQEIKSPLQFPYSV
                     DINVEDKSENGVVIHQHIVYAYSSGGHGSTSSPAQNCTQVNKPLIDIYCQIDVPGDNN
                     LLHNLDIKLSIKLNEEIGFSLNKIFNPYDILRNIWGNVIKLYEENKIDNNITDSDMNF
                     DDDEWVSDEDIALLEEFSKQKNNIEEPHKKLELVYPENQELEWDDDFDLLPIDYFKSD
                     AEEYDLSLH"
     gene            complement(2021608..2022582)
                     /locus_tag="CH60_1876"
     CDS             complement(2021608..2022582)
                     /locus_tag="CH60_1876"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12114.1"
                     /translation="MKLQQLRYIVEVVNHNLNVSSTAEGLYTSQPGISKQVRMLEDEL
                     GIQIFARSGKHLTQVTPAGLEIIRIAREVLSKVDAIKAVAGEHTYPDKGSLYVATTHT
                     QARYALPNVIKGFIERYPRVSLHMHQGSPTQIAEAVSKGNADFAIATEALHLYDDLIM
                     LPCYHWNRAVVVKPDHPLAGKTHVSIEELAAYPIVTYTFGFTGRSELDTAFNRAGLTP
                     RIVFTATDADVIKTYVRLGLGVGVIASMAVDPVQDPDLVTVDARDIFTYSTTKIGFRR
                     STFLRSYMYDFILRFAPHLTRDVVDKAVALRSNEDIEAMFNDIKLPVK"
     gene            complement(2022979..2025594)
                     /gene="topA"
                     /locus_tag="CH60_1877"
     CDS             complement(2022979..2025594)
                     /gene="topA"
                     /locus_tag="CH60_1877"
                     /EC_number="5.99.1.2"
                     /note="topA_bact: DNA topoisomerase I;
                     [L] COG0551 Zn-finger domain associated with topoisomerase
                     type I"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase I"
                     /protein_id="AJK11805.1"
                     /translation="MGKALVIVESPAKAKTINKYLGNDYVVKSSVGHIRDLPTSGSAS
                     KKSANSAEEKAKKDDKPKKKVKKDEKVALVNRMGVDPYHGWKAQYEILSGKEKVVAEL
                     KALAENADHIYLATDLDREGEAIAWHLREVIGGDDKRFSRVVFNEITKNAIQQAFNQP
                     GELNISRVNAQQARRFMDRVVGYMVSPLLWKKIARGLSAGRVQSVAVRLVVEREKEIK
                     AFVPEEYWELHADLVAKGDIPIQMEVTHAHGKPFKPVNREQTHAALTLLENARYKVLD
                     REDKPTSSKPSAPFITSTLQQAASTRLSFGVKKTMMMAQRLYEAGHITYMRTDSTNLS
                     QDALTMVRGYIGDNFGDKYLPATPNQYSSKENSQEAHEAIRPSDVNVLAEQLKDMEAD
                     AQRLYQLIWRQFVACQMPPAKYDSTTLTVQAGDFQLRAKGRTLRFDGWTKVMPALRKG
                     DEDRTLPVIEVGSDLDLQKLIPSQHFTKPPARYSEASLVKELEKRGIGRPSTYASIIS
                     TIQDRGYVRVENRRFYAEKMGEIVTDRLEENFRELMNYDFTARMESGLDQVANDQAEW
                     KAVLDGFFAEFSEQLEKAEKDPEEGGMRPNQMVMTSIDCPTCGRQMGIRTASTGVFLG
                     CSGYALPPKERCKTTINLVPDAEILNILEGDDAETNALRARRRCQKCGTAMDSYLIDN
                     QRKLHVCGNNPACDGYEIEAGEFRIKGYEGPIVECEKCGSEMHLKMGRFGKYMGCTND
                     ECKNTRKILRSGEVAPPKEDPVPLLELPCEKSDAYFVLRDGAAGVFLAANTFPKSRET
                     RAPLVEELVRFKDRLPEKLRYLADAPVVDKEGNKTLVRFSRKTKQQYVSSEKDGKATG
                     WSAFYIDGKWVEAKK"
     gene            complement(2025621..2025920)
                     /locus_tag="CH60_1878"
     CDS             complement(2025621..2025920)
                     /locus_tag="CH60_1878"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13511.1"
                     /translation="MLYNDYWINSYSELIRLRGVFYQVQCGILYYQVEGFVDAIRQNH
                     SLNFEHRQEVAGFSSKTRNVQFCVPIKKQVDILKKYRNIKKRFRMLRHSKIKTFF"
     gene            2026013..2026264
                     /gene="yciN"
                     /locus_tag="CH60_1879"
     CDS             2026013..2026264
                     /gene="yciN"
                     /locus_tag="CH60_1879"
                     /codon_start=1
                     /transl_table=11
                     /product="protein yciN"
                     /protein_id="AJK11073.1"
                     /translation="MHVNTTPIERSKLLAEANEIIRQHEDYLHGMHATDVEQKGPVLV
                     FRGEYFLDAEGLPTAKTTAVFNMFKHLAHVLSAKYHLID"
     gene            complement(2026383..2027429)
                     /locus_tag="CH60_1880"
     CDS             complement(2026383..2027429)
                     /locus_tag="CH60_1880"
                     /note="[OU] COG0616 Periplasmic serine proteases (ClpP
                     class)"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase S49 family protein"
                     /protein_id="AJK13545.1"
                     /translation="MELISLYGLFLAKVVTIVVAIGAVVLLVVSQGMRRQGQRGELNL
                     VDLGEQYKETQREMRLARMSHAEQKAWVKEFKKQEKADQKLKKQRAKSGAVAAVKPCL
                     YVIDFKGSIGAQEVSSLREEISAILAVATAQDEVLLRLESPGGVVHGYGLAASQLARL
                     RQRGIRLTVAVDKVAASGGYMMACVADRIICAPFAIIGSIGVVAQIPNFHRLLKKNDI
                     DVELHTAGEFKRTLTLFGENTEQGREKFREDLNETHLLFKQFVQQQRPSLDIDAVATG
                     EHWFGTQAKEKGLVDAIGTSDDLLIAEMDNHEVIGVRYSHRKRLIERFMGSATESVDS
                     LLLRWWQRGEKPLL"
     gene            2027601..2028362
                     /locus_tag="CH60_1881"
     CDS             2027601..2028362
                     /locus_tag="CH60_1881"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK11238.1"
                     /translation="MHYQPKHDLLNQRIILVTGAGDGIGREAALTYARFGARLILVGR
                     TESKLLAVKKQIADAGGLPALVLSLDLLHATAADCQQLADTVSAQVPRLDGVLHNAGL
                     LGEVAPMSEQSIAVWQDVMQVNVNATFMLTQALLPLLLKSPSASLVFTSSSVGRQGRA
                     GWGAYSVSKFATEGMMQVLAEEYKQSNLRVNCINPGGTRTQMRATAFPDEDASKLKTP
                     ADIMPLYLYLMGDDSRRKTGISFDAQPGRKPGPAE"
     gene            2028379..2028969
                     /gene="cobO"
                     /locus_tag="CH60_1882"
     CDS             2028379..2028969
                     /gene="cobO"
                     /locus_tag="CH60_1882"
                     /EC_number="2.5.1.17"
                     /note="cobA: cob(I)yrinic acid a,c-diamide
                     adenosyltransferase;
                     [H] COG2109 ATP:corrinoid adenosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="cob(I)yrinic acid a,c-diamide
                     adenosyltransferase"
                     /protein_id="AJK12167.1"
                     /translation="MSEDRHQQRQQRLKEKVDSRIAAAQEVRGILIVFTGNGKGKTTA
                     AFGTVTRAVGHGLKAGVIQFIKGEWPNGEKNLLQQHGVEFQVMATGFTWNTQDRETDT
                     VACLGVWQHALRMLADPTLDLVVLDELTYMIAYDYLPLDEVINALNQRPAHQTVIITG
                     RGCHRDLLEMADTVSELRPVKHAFDAGIKAQQGIDW"
     gene            complement(2029092..2030048)
                     /locus_tag="CH60_1883"
     CDS             complement(2029092..2030048)
                     /locus_tag="CH60_1883"
                     /note="[J] COG1187 16S rRNA uridine-516 pseudouridylate
                     synthase and related pseudouridylate synthases"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase family protein"
                     /protein_id="AJK13751.1"
                     /translation="MGEKLQKILARAGHGSRREIEAIIQQGRVSVDGKVSKLGDRVEV
                     TQSTKIRLDGHLLSIKESEENVCRVLAYYKPEGELCTRNDPEGRPTVFDRLPKLRGSR
                     WVAVGRLDVNTSGLLLFTTDGELANRLMHPSREVEREYAVRVFGQIDDDKIKQLSRGV
                     QLEDGPAAFRTISYQGGEGINQWYNVTLTEGRNREVRRLWEAVGVQVSRLIRVRYGDI
                     NLPKGLPRGGWTELDLKATNYLRELVELDVETVSKLPVEKDRRRVKANQIRRAVKRHT
                     EVSGRQVAGRQGSARKGSTRQNVGNAAPAATASRRSGPKKRG"
     gene            complement(2030456..2031076)
                     /locus_tag="CH60_1884"
     CDS             complement(2030456..2031076)
                     /locus_tag="CH60_1884"
                     /note="[J] COG0009 Putative translation factor (SUA5)"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein, Sua5/YciO/YrdC/YwlC family"
                     /protein_id="AJK10681.1"
                     /translation="MSQFFYIHPDNPQPRLINQCVDVLRKGGVVVYPTDSGYALGCRL
                     EDKTAMERICRIRQLDGNHNFTLVCRDLSELSTYAYVDNSAFRLIKNNTPGNYTFILK
                     ATKEVPRRLMNDKRKTIGLRVPSNPIALALLDALGEPLMSTTLMLPGNDFAESDPEEI
                     KENLGKQVDLIIHGGSLGQQPTTVIDLTDSAPEVIREGAGDVTPFR"
     gene            complement(2031093..2032028)
                     /locus_tag="CH60_1885"
     CDS             complement(2031093..2032028)
                     /locus_tag="CH60_1885"
                     /note="[R] COG0613 Predicted metal-dependent
                     phosphoesterases (PHP family)"
                     /codon_start=1
                     /transl_table=11
                     /product="PHP domain protein"
                     /protein_id="AJK11698.1"
                     /translation="MIVLSAEPALPDMKELTDATTLSTAFTLYDLHSHTTASDGTLTP
                     SELVIRAAQMRVGVLAITDHDTTAGLAEAAAAIEQHQLALRLIPGVEISTLWENHEIH
                     IVGLGIDVQHVSLRTLLEAQSEHRYQRAQEISTRLEKARIVGAWEGANRLANGGQVTR
                     GHFARYLVELGLASNVGQVFKKYLAKGKTGYVPAQWCTIEQAIDAIKQSGGQAVLAHP
                     GRYDLTAKWLKRLLAHFAEHGGDAMEVAQCQQAPHERALLGQYARDYHLLASQGSDFH
                     QPCSWIELGRKLWLPAGVEPVWRDWPTEPAMPLVR"
     gene            2032447..2034009
                     /gene="trpE"
                     /locus_tag="CH60_1886"
     CDS             2032447..2034009
                     /gene="trpE"
                     /locus_tag="CH60_1886"
                     /EC_number="4.1.3.27"
                     /note="trpE_proteo: anthranilate synthase component I;
                     [EH] COG0147 Anthranilate/para-aminobenzoate synthases
                     component I"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate synthase component I"
                     /protein_id="AJK14326.1"
                     /translation="MQTSRPTLQLLTASACYRDDPTALFHQLCGARPATLLLESAEVD
                     NKQNLKSLLVIDSALRITALGQTVTLEALTRNGASLLPLLDASLPTEVDIQVRPNGRE
                     LTFPLINEVQDEDSRLQSLSVFDALRQLLTLVNTPLAEREALFLGGLFAYDLVAGFEN
                     LPPLRQDQRCPDFCFYLAETLLVLDHQHRSTRLQASLFTPDSSEYQRLATRLEQLSHQ
                     LQQAPHPIPATSVPEMALQCNQSDEEYCNVVSELQVAIREGEIFQVVPSRRFTLPCPS
                     PLAAYQTLKDHNPSPYMFFMQDNDFSLFGASPESALKYDASNRQIEIYPIAGTRPRGR
                     RPNGELDRDLDSRIELEMRTDHKEMAEHLMLVDLARNDLARICEPGSRYVADLTKVDR
                     YSFVMHLVSRVIGTLRQDLDVLHAYQACMNMGTLSGAPKVRAMQLIASNEGSRRGSYG
                     GAVGYFTAHGDLDTCIVIRSAYVEDGIATVQAGAGVVLDSVPQAEADETRNKARAVLR
                     AIATAHHAKEIF"
     gene            2034009..2034587
                     /gene="trpG"
                     /locus_tag="CH60_1887"
     CDS             2034009..2034587
                     /gene="trpG"
                     /locus_tag="CH60_1887"
                     /EC_number="4.1.3.27"
                     /note="[EH] COG0512 Anthranilate/para-aminobenzoate
                     synthases component II"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate synthase component II"
                     /protein_id="AJK10560.1"
                     /translation="MADILLLDNIDSFTYNLVDQLRSSGHRVVIYRNHIAADNIIERL
                     QQLEQPVLMLSPGPGTPAQAGCMPELLQRLQGQLPMIGICLGHQAIIEAYGGHVGQAG
                     EILHGKASAIEHDGQGMFAGMPNPLPVARYHSLVGSNLPAELTVNARFGEMVMAVRHD
                     AHRVCGYQFHPESILTTHGARLLEQTLAWALA"
     gene            2034602..2035600
                     /gene="trpD"
                     /locus_tag="CH60_1888"
     CDS             2034602..2035600
                     /gene="trpD"
                     /locus_tag="CH60_1888"
                     /EC_number="2.4.2.18"
                     /note="[E] COG0547 Anthranilate phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate phosphoribosyltransferase"
                     /protein_id="AJK10926.1"
                     /translation="MQHLFEKLFRAESMSQEESQQLFAAIVRGELEPSQLAAVLISMK
                     VRGETPAEIAGAAQALLADAQHFPRPDYLFADIVGTGGDGTNSINISTASAFVAASCG
                     VKVAKHGNRSVSSRSGSSDLLAAFGIRLDMSAEQSRLALDDLGVCFLFAPQYHTGFRH
                     AMPVRQQLKTRTLFNVLGPLINPARPPLALIGVYSPELVLPIAQTLKVLGYQRAAVVH
                     GGGMDEVAIHAPTQVAELNNGSIESYQLTPEDFGLNRYPLAALQGGMPEENRDILARL
                     LQGKGETAHAAAVAANVALLLKLYGQENLRHNAQQALEMIHSGQAFDRVTALAARG"
     gene            2035604..2037031
                     /locus_tag="CH60_1889"
     CDS             2035604..2037031
                     /locus_tag="CH60_1889"
                     /note="[E] COG0134 Indole-3-glycerol phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="indole-3-glycerol phosphate synthase family
                     protein"
                     /protein_id="AJK11520.1"
                     /translation="MQETGGYKTEGYNVGSDKVDSDKTKTVLHQIVHDKEIWVAARKL
                     QQPLTRFQNEITQSQRDFYHALQGDKTVFILECKKASPSKGVIRDNFNPAEIAGVYKH
                     YASAISVLTDEKYFQGSFDFLPQVSAAVTQPVLCKDFIIDAYQIQLARFYHADAILLM
                     LSVLDDEAYRQLAAVAHSLNMGVLTEASNAEELERAITLGAKVVGINNRDLRDLSIDL
                     NRTRELAPRLPEGVTIISESGISHYRQVRELSQFANGFLIGSALMSEPDLNAAVRRVL
                     LGENKVCGLTRAQDAATAYHAGAVYGGLIFVDSSPRYVDIASARTVISGAPLKYVGVF
                     RHAEIETVRQTAEQLSLAAVQLHGHEDQQYINQLRKVLPADCQIWKALSVGDTMPERN
                     LQQVERYVLDHGTGGTGQRFDWSLLADQALDNVLLAGGLGPDNCDVAAQLGCAGLDVN
                     SGVESAPGIKDPQRIAAVFQALRVY"
     gene            2037188..2038378
                     /gene="trpB"
                     /locus_tag="CH60_1890"
     CDS             2037188..2038378
                     /gene="trpB"
                     /locus_tag="CH60_1890"
                     /EC_number="4.2.1.20"
                     /note="trpB: tryptophan synthase, beta subunit;
                     [E] COG0133 Tryptophan synthase beta chain"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan synthase, beta subunit"
                     /protein_id="AJK13517.1"
                     /translation="MTTLNPYFGEFGGMYVPQILVPALKQLEDAFVSAQLDPEFQAAF
                     QDLLKNYAGRPTALTLCQNLTKGTKTKLYLKREDLLHGGAHKTNQVLGQALLAKRMGK
                     TEIIAETGAGQHGVASALACALLGLKCRIYMGAKDIERQSPNVFRMRLMGAEVIPVHS
                     GSSTLKDACNEALRDWSGTYETAHYMLGTAAGPHPYPTIVREFQRMIGEETKAQILEK
                     EGRLPDAVLACVGGGSNAIGMFADFIDEPDVGLIGVEPAGLGIETGQHGAPLKHGKVG
                     IYFGMKSPMMQTSDGQIEESYSISAGLDFPSVGPQHAYLNSIGRADYVSITDDEALDA
                     FKTLSCKEGIIPALESSHALAHALKMIKADPDKEQILVVNLSGRGDKDIFTVHDILKA
                     RGEI"
     gene            2038378..2039184
                     /gene="trpA"
                     /locus_tag="CH60_1891"
     CDS             2038378..2039184
                     /gene="trpA"
                     /locus_tag="CH60_1891"
                     /EC_number="4.2.1.20"
                     /note="trpA: tryptophan synthase, alpha subunit;
                     [E] COG0159 Tryptophan synthase alpha chain"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan synthase, alpha subunit"
                     /protein_id="AJK11839.1"
                     /translation="MERYQQLFKQLAAKKEGAFVPFVQLGDPSPAMSLNIIDTLIAAG
                     ADALELGIPFSDPLADGPTIQNAALRAFAAGVTPGICFEILAEIRQKHPTIPIGLLMY
                     ANLVFHNGIDHFYQRCAEVGVDSVLIADVPFEESAPFRAAALRHGIAPIFICPPNADD
                     DLLREIASHGRGYTYLLSRAGVTGAENHGQLPLNHLVDKLREYNAAPALQGFGISEPA
                     QVKASLAAGAAGAISGSAIVKIIEKNVAQPVEMLVQLTRFVTEMKAATRS"
     gene            2039527..2039841
                     /locus_tag="CH60_1892"
     CDS             2039527..2039841
                     /locus_tag="CH60_1892"
                     /note="[R] COG2823 Predicted periplasmic or secreted
                     lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="BON domain protein"
                     /protein_id="AJK12400.1"
                     /translation="MKFFKTFSALCIAIIMAMAVSACAPTAKSEGTGGYLDDTVVTTK
                     VKAALLGEKNLKSTEINVETFKGRVQLSGFVSSSQDANRAVQVTRSVPGVKSVSNQML
                     IK"
     gene            complement(2039988..2040623)
                     /locus_tag="CH60_1893"
     CDS             complement(2039988..2040623)
                     /locus_tag="CH60_1893"
                     /note="[M] COG3047 Outer membrane protein W"
                     /codon_start=1
                     /transl_table=11
                     /product="oprF membrane domain protein"
                     /protein_id="AJK13637.1"
                     /translation="MKKITLALLAVASLVPTAASAHEAGDYIFRAGTATVRPNAGSDD
                     VLGNGSFKVDNNTQLGLTFSYLITDNIGVELLAATPFNHKVGLAGVGTIADVKQLPPT
                     LMAQYYFRDKQDKLRPYLGIGLNYTKFFDEKFNATGSDIGLTNLSVKDSWGVAGQAGM
                     DYMVSENWMLNMSVWWMNIESDVKFNLAGEEHSINTRLDPWVFMFGAGYRF"
     gene            2041109..2041879
                     /locus_tag="CH60_1894"
     CDS             2041109..2041879
                     /locus_tag="CH60_1894"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11307.1"
                     /translation="MPITANTLYRDSFNFLRNQIAAILLLALLTAFITVMLNQTFMPA
                     SEQLSILSIPENDITSSGNLSISEIVSQMTPEQQMVLLRVSAVATFSALVGNVLLVGG
                     LLTLIAMVSQGRRVSALQAIGLSLPILPRLLVLMFISTLVIQLGLTFFIVPGVAIAIA
                     LSLSPIIVTNERMGIFAAMKASAQLAFANVRLIVPAMMLWIAVKLLLLFLISRFTVLP
                     PTIATIVLSTLSNLASALLLVYLFRLYMLLRPVSLDKQ"
     gene            complement(2042000..2042620)
                     /locus_tag="CH60_1895"
     CDS             complement(2042000..2042620)
                     /locus_tag="CH60_1895"
                     /note="[P] COG0659 Sulfate permease and related
                     transporters (MFS superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="STAS domain protein"
                     /protein_id="AJK12081.1"
                     /translation="MWQLRKRNTQAFYLAIFTFVSVVLVGVISGIGLAVLLGLLQFLR
                     TVFRPTEQLLGVNADGMIHSMGNGNGIKAVPGVMIYRFNSPLTYFNVAYFKRRILNLV
                     DSTPHPADWVVIDAVASFTYADISVLAAIDELKRDLKQRNIKLILAGRRTELTRWFRI
                     NRLKSHDDDLVLVPDLYLALKLIQSKRRVAEKQEHESETGLEPEIG"
     gene            complement(2042652..2043734)
                     /locus_tag="CH60_1896"
     CDS             complement(2042652..2043734)
                     /locus_tag="CH60_1896"
                     /note="[P] COG0659 Sulfate permease and related
                     transporters (MFS superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate transporter family protein"
                     /protein_id="AJK10774.1"
                     /translation="MQKKSLRYWMPGLTQLMAYERDWIKPDLRAGLSVAAVALPIAIA
                     YAELTGVSAAVGLYSCILPMIAYAFFGSSRQLIVGPDAATCAVIAAVVAPLAAGNSEV
                     HWQLTIMMTLMMGSWCLVASRFKLGALADLLSRPILTGLLNGVAITIIVDQLGKVFGF
                     MTRPPQLIERVLALPYNMFNSHLPTVAISLLTFVVLYGVKWLRPNWPAPLLAIVIATF
                     VSWAANMQQFGVDVVGGFEGGLPIVHWPDFQPGLLRDMVIPALNLAVVSFVSMMLTAR
                     SFAAKNGYDVDVELRALGITNIVSALSQGFAISGASTRTAVNDANNGKSQLVSIIAAL
                     VIAMVLLFLTRPLQFIPIAALGVVLI"
     gene            2043965..2044507
                     /gene="ispZ"
                     /locus_tag="CH60_1897"
     CDS             2043965..2044507
                     /gene="ispZ"
                     /locus_tag="CH60_1897"
                     /note="ispZ: intracellular septation protein A;
                     [D] COG2917 Intracellular septation protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="intracellular septation protein A"
                     /protein_id="AJK12776.1"
                     /translation="MKQLLDFLPLVVFFIFYKMYDIFVASGALIVATLVALAFTWLKY
                     RKVEKMTLVTAAMVLVFGTLTLAFHSDLFIKWKVTVLYVLFALALLVSQWVMKKPLIQ
                     RMLGKELTLPDKVWSTLNLSWAIFFLVCGLLNIYVAFWLPQDIWVNFKVFGLTALTLI
                     FTLISGVYIYRHMPEEQKKS"
     gene            2044587..2045036
                     /locus_tag="CH60_1898"
     CDS             2044587..2045036
                     /locus_tag="CH60_1898"
                     /note="[I] COG1607 Acyl-CoA hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="thioesterase superfamily protein"
                     /protein_id="AJK12961.1"
                     /translation="MTQEQQLSGGELSLPNGELVLRTLAMPADTNANGDIFGGWLMSQ
                     MDIGGAIQAKEIAQGRVVTVRVDGMTFLKPVAVGDVVCCYARCIKTGHSSITINIEVW
                     VKKVSSEPIGQRYRATEAVFTYVAVDDAGKPRGLPSGKGNFEVGATQ"
     gene            2045184..2045864
                     /locus_tag="CH60_1899"
     CDS             2045184..2045864
                     /locus_tag="CH60_1899"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK11993.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KIAVFRTF"
     gene            2045951..2046391
                     /locus_tag="CH60_1900"
     CDS             2045951..2046391
                     /locus_tag="CH60_1900"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13550.1"
                     /translation="MVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAW
                     DDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTD
                     DSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            complement(2046427..2047074)
                     /locus_tag="CH60_1901"
     CDS             complement(2046427..2047074)
                     /locus_tag="CH60_1901"
                     /note="tonB_Cterm: TonB family C-terminal domain protein;
                     [M] COG0810 Periplasmic protein TonB, links inner and
                     outer membranes"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13858.1"
                     /translation="MKIQPEIEDTPLAVTMVNIAEFAAPQPAAAAPEPVQETPAVPEE
                     TPPVLEETPPEPEELPEPVPVPVPEPVKPKPKPVKKEVKKPEVKKTQAPPDDKPFKSD
                     EAALVANNAPVKSAPVASTPGLSTSAGPKALSKAKPSYPARALALGIEGQVKVQYDID
                     ESGRVTNVRVLEATPRNTFEREVKQVMRKWRFEAVAAKNYVTTIVFKLDGKMEMN"
     gene            complement(2047217..2047339)
                     /locus_tag="CH60_1902"
     CDS             complement(2047217..2047339)
                     /locus_tag="CH60_1902"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11654.1"
                     /translation="MISKSKDKVLPRRDCGLKRHLALINENVCRSLLNMIAICI"
     gene            2047543..2047782
                     /locus_tag="CH60_1903"
     CDS             2047543..2047782
                     /locus_tag="CH60_1903"
                     /note="[S] COG2350 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="YCII-related domain protein"
                     /protein_id="AJK11175.1"
                     /translation="MRPAHLARLQALQDQGRLLTAGPNPAIDSADPGNAGFTGSTVIA
                     DFSSLQEAEIWAEQDPYVAAGVYQSVIIKPFKRVF"
     gene            2048005..2048250
                     /locus_tag="CH60_1904"
     CDS             2048005..2048250
                     /locus_tag="CH60_1904"
                     /note="[S] COG3809 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription factor zinc-finger family protein"
                     /protein_id="AJK13812.1"
                     /translation="MECPVCNNTQLVMTERKSIEIDYCPNCRGVWLDRGKLDKLIEKS
                     VENSPATSFSDEREHGNHGYSKSKHYRKKGFLSRFFD"
     gene            complement(2048366..2048629)
                     /locus_tag="CH60_1905"
     CDS             complement(2048366..2048629)
                     /locus_tag="CH60_1905"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12868.1"
                     /translation="MSQYKLAKTVFFGDLKVSAALYKYEIYCEESELIYHAAIYSEQV
                     IAAGKHTYPVWVRKDHMILKSPAHILEKAVEACEEHWLKHYKG"
     gene            complement(2048850..2049389)
                     /gene="ail"
                     /locus_tag="CH60_1906"
     CDS             complement(2048850..2049389)
                     /gene="ail"
                     /locus_tag="CH60_1906"
                     /note="[M] COG3637 Opacity protein and related surface
                     antigens"
                     /codon_start=1
                     /transl_table=11
                     /product="attachment invasion locus protein"
                     /protein_id="AJK12881.1"
                     /translation="MKWITTLAPLSLALSLGISVANAASDASNTVSFGYAQSTLKIDG
                     EKIGKDNKGFNLKYRHELDSVLGIVASFTHTKQNYGMPGDSDGKRKVEYYSLMVGPSW
                     RFNEFVSAYALIGATQGKSTHTKPRMVSNTVSKTSMGYGAGLQFNPVKHVAIDTAYEY
                     AKIEDVKIGTWIVGVGYRF"
     gene            2050436..2051896
                     /gene="cls"
                     /locus_tag="CH60_1907"
     CDS             2050436..2051896
                     /gene="cls"
                     /locus_tag="CH60_1907"
                     /note="bac_cardiolipin: cardiolipin synthase;
                     [I] COG1502
                     Phosphatidylserine/phosphatidylglycerophosphate/cardiolipi
                     n synthases and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="cardiolipin synthase"
                     /protein_id="AJK13213.1"
                     /translation="MTTFYTVISWLSVFGYWLLIAGVTLRILMKRRAVPSAMAWLLII
                     YILPLVGIIAYLSFGELHLGKRRAERAKAMWPSTARWLSELKECQHIFANSNSEVASP
                     LFQLCERRQGINGVKGNQLQLLTTTDDTLKALVRDIELARHNIEMVFYIWQPGGLVDQ
                     VAESLMAAARRGVHCRLLLDSAGSKQFFRSPYPAMMRNAGIEVVEALKVNVFRMFLRR
                     MDLRQHRKIVLIDNYVAYTGSMNMVDPRFFKQDAGVGQWIDMMARMEGPVATTLGIVY
                     ACDWEIETGKRILPPPPDANIMPFEEETGHTIQVIASGPGFPEEMIHQALLTAVYAAR
                     EQLIMTTPYFVPSDDLLHAICTAAQRGVDVSIIVPRENDSMMVRWASRAFFTELLNAG
                     VKIYQFEGGLLHSKSVLVDGQLSLVGTVNLDMRSLWLNFEITLVIDDDGFGADLAQVQ
                     DDYIARSALLDGERWNKRPLWHRVTERLFYFFSPLL"
     gene            2052061..2052384
                     /locus_tag="CH60_1908"
     CDS             2052061..2052384
                     /locus_tag="CH60_1908"
                     /note="conserved hypothetical protein;
                     [S] COG3099 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13927.1"
                     /translation="MDLNNRLTEDETLEQAYDIFLELAGDNLDPADILLFNLQFEERG
                     GAELFDPAEDWQEHVDFDINPDFFAEVVIGLADSDGEEINDIFARVLLCREKDHKLCH
                     ILWKE"
     gene            complement(2052683..2052898)
                     /locus_tag="CH60_1909"
     CDS             complement(2052683..2052898)
                     /locus_tag="CH60_1909"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11755.1"
                     /translation="MKKLILLSSLFLLSSSAFAINERGEYEEEDFKKHCDKTAATIVK
                     YATPGFNIFSIFKDLIEHGELKDGCGN"
     gene            complement(2053459..2054460)
                     /locus_tag="CH60_1910"
     CDS             complement(2053459..2054460)
                     /locus_tag="CH60_1910"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein;
                     [E] COG4608 ABC-type oligopeptide transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12235.1"
                     /translation="MNAMTEKKVLLEVADLKVYFNIQDGKQWFWQPSKTLKAVDGVTL
                     RLYEGETLGVVGESGCGKSTFARAIIGLVKATGGSVAWLGKDLLNMSDADWRATRSDI
                     QMIFQDPLASLNPRMTIGEIIAEPLRTYHPKISRQEVKDKVKAMMLKVGLLPNLINRY
                     PHEFSGGQCQRIGIARALILEPKLVICDEPVSALDVSIQAQVVNLLQQLQREMGLSLI
                     FIAHDLAVVKHISDRVLVMYLGHAVELGTYDEVYHNPQHPYTKALMSAVPIPDPDKER
                     VKVIQLLEGELPSPIDPPSGCVFRTRCPIAGTECAKTRPLLEGSFRHAVSCLKVDPL"
     gene            complement(2054457..2055458)
                     /locus_tag="CH60_1911"
     CDS             complement(2054457..2055458)
                     /locus_tag="CH60_1911"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein;
                     [EP] COG0444 ABC-type dipeptide/oligopeptide/nickel
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14331.1"
                     /translation="MTTINNHSTVQSSVLLEVKDLTVTFGTSDGDVTAVNALNFALRA
                     GETLGIVGESGSGKSQTAFALMGLLASNGRIGGSAKFNGREILNLPEKQLNRLRAEEI
                     AMIFQDPMTSLNPYMRVGEQLMEVLQLHKKMSKSEAFEESIRMLDAVKMPEARKRMRM
                     YPHEFSGGMRQRVMIAMALLCRPKLLIADEPTTALDVTVQAQIMTLLNELKREFNTAI
                     IMITHDLGVVAGICDKVLVMYAGRTMEYGQARDIFYHPSHPYSIGLLNAVPRLDAEGE
                     SLITIPGNPPNLLRLPKGCPFQPRCQYAMDRCSTAPVLEHFGEGRLRACYKPVGELV"
     gene            complement(2055470..2056375)
                     /gene="oppC"
                     /locus_tag="CH60_1912"
     CDS             complement(2055470..2056375)
                     /gene="oppC"
                     /locus_tag="CH60_1912"
                     /note="[EP] COG1173 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide transport system permease protein
                     oppC"
                     /protein_id="AJK10977.1"
                     /translation="MLSKKNSEALDVFSEKLEVEGRSLWQDARRRFVHNRAAITSLVI
                     LMLITLFVILAPMLAQFTYEDTDWGMMSAAPDIESGHYFGTDSSGRDLLVRVAIGGRI
                     SLMVGVAAALVAVVVGTLYGSLSGYLGGKIDSLMMRLLEILNSFPFMFFVILLVTFFG
                     QNILLIFVAIGMVSWLDMARIVRGQTLSLKRKEFIEAALVGGVSTRNIVLRHIVPNVL
                     GVVVVYASLLVPSMILFESFLSFLGLGTQEPLSSWGALLSDGANSMEVSPWLLMFPAG
                     FLVVTLFCFNFIGDGLRDALDPKDR"
     gene            complement(2056394..2057314)
                     /gene="oppB"
                     /locus_tag="CH60_1913"
     CDS             complement(2056394..2057314)
                     /gene="oppB"
                     /locus_tag="CH60_1913"
                     /note="[EP] COG0601 ABC-type dipeptide/oligopeptide/nickel
                     transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide transport system permease protein
                     oppB"
                     /protein_id="AJK10747.1"
                     /translation="MLKFILRRCLEAIPTLFILITISFFMMRLAPGSPFTGERNLPPE
                     VMANIEAKYHLNDPIYKQYFNYLGQLAKGDLGPSFKYKDYTVNDLVSSSFPVSAKLGF
                     AAFMLAVILGVSAGVIAALNQNTKWDYTVMGFAMTGVVIPSFVVAPLLVLVFAIILKW
                     LPGGGWNGGAPKYIILPMVALSLAYIASIARITRGSMIEVLHSNFIRTARAKGLPLRT
                     IVLRHALKPALLPVLSYMGPAFVGIITGSMVIETIFGLPGIGQLFVNGALNRDYSLVL
                     SLTILVGALTILFNAIVDVLYAVIDPKIRY"
     gene            complement(2057401..2059038)
                     /gene="oppA3"
                     /locus_tag="CH60_1914"
     CDS             complement(2057401..2059038)
                     /gene="oppA3"
                     /locus_tag="CH60_1914"
                     /note="[E] COG4166 ABC-type oligopeptide transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic oligopeptide-binding protein"
                     /protein_id="AJK12375.1"
                     /translation="MTNITKKNLITAAVAVAMSMMAAGNTFAANVPTGVQLAEKQVLV
                     RNNGSEPQSLDPHKIEGVPESNISRDLLEGLVINDPNGNIVPGAAESWDNKDFKVWTF
                     NIRKDAKWSNGDPVTAQDFVYSWQRLADPKTVSPYASYLQYAHLTNIDDIITGKAAPD
                     TLGVKALDDHTLEVTLSEPVPYLDKLLAHPSMSPVNKTVVEKFGEKWTQPQNFVGNGA
                     YKLKDWIVNERIVLERSPTYWDNAKTVINQVTYLPISSEVTDVNRYRSGEIDMTYNNM
                     PIELFQKLKKEIPDQVHVDPYLCTYYYEINNQKAPFTDARVREALKLGMDRDIIVNKV
                     KNQGDLPAYGFTPPYTSGAELTPPEWFSWTQEKRNEVAKKLLAEAGYTKDNPLKFSLL
                     YNTSDLHKKLAIAAASIWKKNLGVDVKLENQEWKTFLDTRHQGTYDVARAAWCADYNE
                     PSSFLNMMLSNSSNNTTHYKSSVFDKLIEDTLKVKSEKERADLYQQAEIQLDKDSAIV
                     PVFYYVSARLVKPYVGGYTGKDPLDNMHVKDLYIIKQ"
     gene            complement(2059876..2060520)
                     /locus_tag="CH60_1915"
     CDS             complement(2059876..2060520)
                     /locus_tag="CH60_1915"
                     /note="[U] COG2095 Multiple antibiotic transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="marC integral membrane family protein"
                     /protein_id="AJK12320.1"
                     /translation="MSQSLLDLSGYIKFFVGLFALVNPVGILPVFISMTSYQAAAGRD
                     KTNLTANLSVAIILWISLFLGDAILTIFGISIDSFRIAGGILVVSIAMSMISGKLGED
                     KQNKQEKTETAVRESIGVVPLALPLMAGPGAISSTIVWSSRYHSWQNLLGLTVAIALF
                     AFCCWLLFRAAPLLVRLLGQTGINVITRIMGLLLMALGIEFIVTGIKAIFPGLL"
     gene            2061327..2064002
                     /locus_tag="CH60_1916"
     CDS             2061327..2064002
                     /locus_tag="CH60_1916"
                     /note="[C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AJK13076.1"
                     /translation="MAVTNVAELNELVARVKKAQREYANFSQEQVDKIFRAAALAAAD
                     ARIPLAKLAVTESGMGIVEDKVIKNHFASEYIYNAYKDEKTCGILCEDKTFGTITIAE
                     PIGLICGIVPTTNPTSTAIFKALISLKTRNGIIFSPHPRAKDATNKAADIVLQAAIAA
                     GAPADIIGWIDAPTVELSNQLMHHPDINLILATGGPGMVKAAYSSGKPAIGVGAGNTP
                     VVVDETADIKRVVASILMSKTFDNGVICASEQSIIVVDSVYDAVRERFASHGGYLLQG
                     KELKAVQDIILKNGGLNAAIVGQPATKIAEMAGIKVPSNTKILIGEVKVVDESEPFAH
                     EKLSPTLAMYRAKNFEEAVEKAEKLVEMGGIGHTSCLYTDQDNQTARVKYFGDKMKTA
                     RILINTPASQGGIGDLYNFKLAPSLTLGCGSWGGNSISENVGPKHLINKKTVAKRAEN
                     MLWHKLPKSIYFRRGSLPIALEEVATDGAKRAFIVTDRYLFNNGYADQVTSVLKSHGI
                     ETEVFFEVEADPTLSIVRKGAEQMNSFKPDVIIALGGGSPMDAAKIMWVMYEHPETHF
                     EELALRFMDIRKRIYKFPKMGVKAKLVAITTTSGTGSEVTPFAVVTDDATGQKYPLAD
                     YALTPDMAIVDANLVMNMPKSLCAFGGLDAVTHALEAYVSVLANEYSDGQALQALKLL
                     KEFLPASYNEGAKNPVARERVHNAATIAGIAFANAFLGVCHSMAHKLGSEFHIPHGLA
                     NAMLISNVIRYNANDNPTKQTAFSQYDRPQARRRYAEIADHLGLSAPGDRTAQKIQKL
                     LAWLDEIKAELGIPASIREAGVQEADFLAKVDKLSEDAFDDQCTGANPRYPLISELKQ
                     ILMDTYYGREYVEEFDREEEVAAATAPKAEKKTKK"
     gene            complement(2064753..2065343)
                     /locus_tag="CH60_1917"
     CDS             complement(2064753..2065343)
                     /locus_tag="CH60_1917"
                     /note="[F] COG1435 Thymidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidine kinase family protein"
                     /protein_id="AJK12579.1"
                     /translation="MAQLYFYYSAMNAGKSTALLQSSYNYQERGMRTLVFTAEIDNRF
                     GVGTVSSRIGLSSQAQLYNSGTSLLSIIAAEHQDTPIHCILLDECQFLTKEQVQELCQ
                     VVDELHLPVLCYGLRTDFLGELFPGSKYLLAWADKLVELKTICHCGRKANMVLRLDEQ
                     GRAVHNGEQVVIGGNESYVSVCRRHYKEAIKAACCS"
     gene            2066093..2066500
                     /gene="hns"
                     /locus_tag="CH60_1918"
     CDS             2066093..2066500
                     /gene="hns"
                     /locus_tag="CH60_1918"
                     /note="[R] COG2916 DNA-binding protein H-NS"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein H-NS"
                     /protein_id="AJK13140.1"
                     /translation="MSEALKILNNIRTLRAQARECTLETLEEMLEKLEVVVNERREEE
                     SQSQAEIEERARKLQQYREMLIADGIDPNELLQASAAAKAAGKAKRAARPAKYQYKDE
                     NGELKTWTGQGRTPAVIKKAIEEQGKSLDDFLL"
     gene            complement(2066935..2068281)
                     /locus_tag="CH60_1919"
     CDS             complement(2066935..2068281)
                     /locus_tag="CH60_1919"
                     /note="NDP-sugDHase: nucleotide sugar dehydrogenase family
                     protein;
                     [M] COG1004 Predicted UDP-glucose 6-dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotide sugar dehydrogenase family protein"
                     /protein_id="AJK11060.1"
                     /translation="MKVTVFGIGYVGLVQATVLAEVGHDVLCIDIDANKVADLKKGRI
                     AIFEPGLAPLVKENYEAGRLQFSTDAQAGVAHGVIQFIAVGTPPDEDGAADLKYVLDV
                     ASTIGTYMDSPKVIIDKSTVPVGTADKVHQVIQAILEQRGEKIDFSVVSNPEFLKEGA
                     AVADCKRPERIVIGIDTDDSGALELISELYEPFNRNHDRMLVMDIRSAELTKYAANGM
                     LATKISFMNEIANIAERLGADIEKVRQGIGSDSRIGYHFIYSGCGYGGSCFPKDIQAL
                     IRTAEDKGYKPQLLQAVEQINNQQKYKLTEFIKSHFNSQLAGKTFAVWGLAFKPNTDD
                     MREAPSRVVMESLWEAGATIQAYDPEAMDETQRIYGARDDLRLMGTKESALQGADALI
                     ICTEWQSFRAPDFDMIKSRLKHPVIFDGRNLYDPERLNSRGFTYYGIGRGVSINLS"
     gene            complement(2068588..2069604)
                     /locus_tag="CH60_1920"
     CDS             complement(2068588..2069604)
                     /locus_tag="CH60_1920"
                     /note="[T] COG0784 FOG: CheY-like receiver"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AJK10746.1"
                     /translation="MEKPLAGKNILVVEDEVVFRTVLAEYLCSLGATIHQAENGLAAL
                     YQLKGHSPDLILCDLAMPKMGGIEFVEQLLLKGIKIPVLVISATDKMADIAQVLRLGV
                     KDVLLKPIVDLNRLREAVLACLYPTLFTSHAIEETELIQDWEALRKNPSGALQLLKQL
                     QPPAQQTLAHCRINYRQLTMVEKPGLVLDIAALSDKDLAFYCLDVTRAGDNGVLAALL
                     LRVLFNGILQEHLTHQQQRLPQMSSLLKQVNLLLRRTHLDGQFPLLVGYYHVEYQNLI
                     LVSAGLHANISAGKNQIQLNNGVPLGTLKTAHLNQVSQRCEAWQCQVWGGGSRLRLML
                     AAEE"
     gene            2070938..2071402
                     /locus_tag="CH60_1921"
     CDS             2070938..2071402
                     /locus_tag="CH60_1921"
                     /note="[S] COG3012 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="SEC-C motif family protein"
                     /protein_id="AJK12004.1"
                     /translation="MSELCPCGSILNYHECCGPYILGTQVAAKPAILMRSRYCAYVEK
                     NVDYLIATWHPDCHAQEWRESIIQGFTKTVWHGLTVIAETPGRHPDEAFVEFIARFTD
                     ADNAQITAMHERSRFLRIKEHWYYIDGIRPSLGRNDTCLCGSGKKHKKCCGR"
     gene            2071486..2072334
                     /gene="purU"
                     /locus_tag="CH60_1922"
     CDS             2071486..2072334
                     /gene="purU"
                     /locus_tag="CH60_1922"
                     /EC_number="3.5.1.10"
                     /note="purU: formyltetrahydrofolate deformylase;
                     [F] COG0788 Formyltetrahydrofolate hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="formyltetrahydrofolate deformylase"
                     /protein_id="AJK10901.1"
                     /translation="MPHQNVQKKVLRTICPDAKGLIAKITNICYKHQLNIVQNNEFVD
                     HLTGRFFMRTELEGIFNDTTLLADLDDALPEGTNRELHVAGRRRIIIMVTKEAHCLGD
                     LLMKSAYGGLDVEIAAVIGNHDALQNLVERFDIPFHLVSHEGLTREQHDQQLIEKIEQ
                     YQPDYVVLAKYMRVLTPAFVQRFPYQIINIHHSFLPAFIGARPYHQAYERGVKIIGAT
                     AHYVNDSLDEGPIIMQDVINVDHSYTAEDMMRAGRDVEKNVLSSALYRVLAQRVFVYG
                     NRTVIL"
     gene            2072483..2072567
                     /locus_tag="CH60_1924"
     tRNA            2072483..2072567
                     /locus_tag="CH60_1924"
                     /product="tRNA-Tyr"
     gene            complement(2073075..2073935)
                     /locus_tag="CH60_1925"
     CDS             complement(2073075..2073935)
                     /locus_tag="CH60_1925"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12832.1"
                     /translation="MFLSRKLEAFMAVVENGSLSKAARVMNRTTPPVAKSIKDFESII
                     GKKLFKREKFGMSLTRDGEVLYNDLKDLYQQEKEITKKHLTGHVSNVINIYYDWGKSE
                     NLTQLYKIAEKNNIQANIIKFYYENIDEIGDYDGNSLILSSEKIASERFMLLNEVQDI
                     GFGIYGRKDIINESEDIINILHSNVWLCNPTLYKSKFVKSLEESVKKQYDKVSVRQVD
                     NLACCLNFIYSGRYICITDSIMDDFNGDSKLDFVNLTNFKDENKLYFYKSRSHSSVLN
                     RLIDYIHTLE"
     gene            2074745..2075551
                     /gene="xth"
                     /locus_tag="CH60_1926"
     CDS             2074745..2075551
                     /gene="xth"
                     /locus_tag="CH60_1926"
                     /EC_number="3.1.11.2"
                     /note="exoDNase_III: exodeoxyribonuclease III;
                     [L] COG0708 Exonuclease III"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease III"
                     /protein_id="AJK11751.1"
                     /translation="MKFVSFNINGLRARPHQLAAIIEQHQPDVIGLQETKVHDDMFPL
                     EDVSQHGYHVFYHGQKGHYGVALLTKEQPLAVRRGFPSDEEDAQRRIIMADLATPQGT
                     LTVINGYFPQGESRDHPIKFPAKARFYADLQRYLEEQLSPEAQVLIMGDLNISPTDLD
                     IGIGEDNRKRWLRTGKCSFLPEEREWLERLQNWGLVDTFRAANPDCNDHFSWFDYRSR
                     GFDENRGLRIDLLLASQPLAARCIATGIDYAIRGMEKPSDHAPVWSEFSL"
     gene            2075649..2076035
                     /gene="nudG"
                     /locus_tag="CH60_1927"
     CDS             2075649..2076035
                     /gene="nudG"
                     /locus_tag="CH60_1927"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="CTP pyrophosphohydrolase"
                     /protein_id="AJK12993.1"
                     /translation="MIDVVAAIIERDGKILLAQRDGQSDQAGLWEFPGGKVEAGETQP
                     QALIRELAEELGIEATVAGYIATNQWVAANNRIRLHAWYVNHFSGEPVRHCHAAFIWL
                     TPLEAYRYSLAPADIPLLDAFIAQRQ"
     gene            complement(2076048..2076338)
                     /locus_tag="CH60_1928"
     CDS             complement(2076048..2076338)
                     /locus_tag="CH60_1928"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13953.1"
                     /translation="MKTRLLLSCIGFATLISGAALANRSNVDVIVPLPPEVWNNSSNR
                     NTNNNPCTRCCVYQNQNYSEGAVLRIEGEILQCVRDAGVIGTNPLIWKRLTR"
     gene            complement(2076335..2078260)
                     /gene="topB"
                     /locus_tag="CH60_1929"
     CDS             complement(2076335..2078260)
                     /gene="topB"
                     /locus_tag="CH60_1929"
                     /EC_number="5.99.1.2"
                     /note="[L] COG0550 Topoisomerase IA"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase 3"
                     /protein_id="AJK14003.1"
                     /translation="MRLFIAEKPSLARAIADILPKPHRRGDGFIACGNDQMVTWCVGH
                     LLEQAQPDAYDSRYARWSLADLPIIPEKWQLQPRPSVSKQLNVIKQLLQQADEVVHAG
                     DPDREGQLLVDEVLDYLGLAAEKRQNVRRCLINDLNPQAVERAVERLRYNREFIPLCV
                     SALARARADWLYGINMTRAYTILGRNAGYDGVLSVGRVQTPVLGLVVRRDEEIESFIP
                     KDFFEVKAHIVTPADERFIALWQPSDSCESYQDEEGRLLHRPLAEHVVNRITGQPALV
                     TSYNDKRESETAPLPFSLSTLQIEAAKRFGLSAQQVLDICQRLYETHKLITYPRSDCR
                     YLPEEHFAGRHSVLNAISLHQSDLLPLEVMDSDRRNRCWDDKKVDAHHAIIPTACASK
                     VNLTTDEGKVYRLVAQQYLMQFCPDAQFRKCVIELDIAGGKFIAKARFLAEAGWRTLL
                     GSKERDEENEGAPLPVVAKGAELLCERGEVVERQTQPPRPFTDASLLSAMTGIARFVQ
                     DKELKKVLRATDGLGTEATRAGIIELLFKRTFLFKKGRYIHASPAGRALIHALPDIAA
                     RPDMTAHWESTLTQISEKNCRYQDFMQPLVMTLQDLISQAKQNRSPQVFRGLPVGPSG
                     APKKRKKISSKAKESKS"
     gene            complement(2078337..2079383)
                     /gene="selD"
                     /locus_tag="CH60_1930"
     CDS             complement(2078337..2079383)
                     /gene="selD"
                     /locus_tag="CH60_1930"
                     /EC_number="2.7.9.3"
                     /note="selD: selenide, water dikinase;
                     [E] COG0709 Selenophosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="selenide, water dikinase"
                     /protein_id="AJK10827.1"
                     /translation="MASPAIRLTQYSHGAGCGCKISPKVLDKILHTEQQKFFDPRLLV
                     GNETRDDAAVYDIGNGVGIISTTDFFMPIVDDPFDFGRIAATNAISDVYAMGGKPIMA
                     IAILGWPIDKLAPEIAQQVIEGGRYVCQQAGISLAGGHSIDAPEPILGLAVTGIVSTE
                     QVKKNSAAKPGCKLFLTKPLGIGILTTAEKKSKLRPEHRGLATETMCQLNKPGADFAH
                     IPGVTAMTDVTGFGLLGHLSEICQGSGVQAILHYSAIPRLPAVEDYIAEGCVPGGTGR
                     NFDSYGHLIGNMSDLQKQLLCDPQTSGGLLLAVLPDAEADVQAIAAQHGMTLSPIGEL
                     TSADSRRALIEIVV"
     gene            complement(2079608..2080159)
                     /locus_tag="CH60_1931"
     CDS             complement(2079608..2080159)
                     /locus_tag="CH60_1931"
                     /note="[C] COG0778 Nitroreductase"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase family protein"
                     /protein_id="AJK12294.1"
                     /translation="MDALELLLNRRSASRLTAPAPAGEVLDHIIHAGMRAPDHGALQP
                     WRFVLIENEGLVRFSQLLQKAVQQDGADETVLEKAKQAPFRAPLIITVIAHVTENAKV
                     PNWEQVVSAGCAVQAMQMAALAQGFNGIWRTGSWTHHPVVRQGFACREQDEIVGFLYL
                     GTPQLKSATKIMPPDHSAFVRYF"
     gene            2080322..2082172
                     /gene="sppA"
                     /locus_tag="CH60_1932"
     CDS             2080322..2082172
                     /gene="sppA"
                     /locus_tag="CH60_1932"
                     /note="sppA_67K: signal peptide peptidase SppA, 67K type;
                     [OU] COG0616 Periplasmic serine proteases (ClpP class)"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptide peptidase SppA, 67K type"
                     /protein_id="AJK11842.1"
                     /translation="MRTLWRIIAGFFKWTWRLLNFTRELILNLFLALLILIGVGIYFQ
                     FQSKPVEPVKGALLVNLSGVIVDQPAINNKLRQWGRELLGASSNRLQENSLFDIVETI
                     RLAKDDDNINGLVLSLSDLTGADQSSLQYIGKALREFRDTGKKIYAVGDSYNQTQYYL
                     ASFANKIYLSPQGAVDLHGFASNNLYYKSLLENLKVTTNIFRVGTYKSAVEPMIRNDM
                     SAAAREADSRWVGGLWQNYLTTVSANRRLTPEQLFPGAAGVISGLQVAGGSQAKYALD
                     SKLVDQLAARPEVESALVEAFGWNKKTNDFNYISIYDYQPTPAPQQGEQIAVLFANGA
                     IIDGPQPPGNVGGDTLAAQIRQARLDPKIKAVILRVNSPGGSVSASELIRAELAALRA
                     AHKPLVVSMGGMAASGGYWISTPANYIVASPSTLTGSIGIFGVINTFQNSLASIGVHT
                     DGVATSPLADVSLTKALPPEFSQMMQINIENGYKTFIDLVATSRHKTPEQVDQIAQGH
                     VWIGLDAKSNGLVDQLGDFDDAVKKAAELAKLKTWQLNWFVDEPSLSDLILGQMSASV
                     HAMLPAAIQTWLPAPLSAMALAVKDQPGLFNTLNDPQNRYALCLTCGDVR"
     gene            2082289..2083305
                     /gene="ansA"
                     /locus_tag="CH60_1933"
     CDS             2082289..2083305
                     /gene="ansA"
                     /locus_tag="CH60_1933"
                     /EC_number="3.5.1.1"
                     /note="[EJ] COG0252 L-asparaginase/archaeal Glu-tRNAGln
                     amidotransferase subunit D"
                     /codon_start=1
                     /transl_table=11
                     /product="cytoplasmic L-asparaginase I"
                     /protein_id="AJK12150.1"
                     /translation="MQKKSIYVAYTGGTIGMQRSDNGYIPVSGHLQRQLALMPEFHRP
                     EMPDFTIHEYAPLIDSSDMTPEDWQHIANDIQQNYDLYDGFVILHGTDTMAFTASALS
                     FMLENLAKPVIITGSQIPLAELRSDGQTNLLNALYLAANHPVNEVSLFFNNQLFRGNR
                     TTKAHADGFDAFASPNLSVLLEAGIHIRRQSSVVSPTSNGPLIVHRITPQPIGVVTIY
                     PGISGAVVRNFLLQPVKALILRSYGVGNAPQKAELLDELKNASDRGIVVVNLTQCISG
                     SVNMGGYATGNALAQAGVISGFDMTVEAALTKLHYLLSQSLSPNEIRQLMQQNLRGEL
                     TDTQ"
     gene            2083320..2083967
                     /locus_tag="CH60_1934"
     CDS             2083320..2083967
                     /locus_tag="CH60_1934"
                     /note="[Q] COG1335 Amidases related to nicotinamidase"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AJK13728.1"
                     /translation="MKAALLLIDLQNDFCPGGALAVSEGDEVISVANRMIEACLAKNI
                     PVIASQDWHPIEHRSFAVNAKAEPGTVGELEGLVQVWWPVHCVQEQPGAALHPQLKQG
                     AITAIFRKGQNPDIDSYSTFFDNGRRAKTALDSWLQQHSIDHLYVMGLATDYCVKYSV
                     LDALALGYQTTVISDGCRGVNLQPQDSQLAFDAMSDAGANLLALEQCLAEVVSAD"
     gene            complement(2084101..2084373)
                     /locus_tag="CH60_1935"
     CDS             complement(2084101..2084373)
                     /locus_tag="CH60_1935"
                     /note="conserved hypothetical protein;
                     [S] COG3139 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13326.1"
                     /translation="MELEDLISVMTPEIYQRLVQAVELGKWPDGVALTSEQKENSLQM
                     VMLWQARHNRDAQHMSIGTDGQIVMKTKQELKQQFSQSTLVKLKPE"
     gene            complement(2084444..2084857)
                     /gene="msrB"
                     /locus_tag="CH60_1936"
     CDS             complement(2084444..2084857)
                     /gene="msrB"
                     /locus_tag="CH60_1936"
                     /note="[O] COG0229 Conserved domain frequently associated
                     with peptide methionine sulfoxide reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine-R-sulfoxide reductase"
                     /protein_id="AJK13685.1"
                     /translation="MAKELNPTENIEKLSDIQRYVTQERGTEAPFTGKLLHNKRDGVY
                     QCLCCHQPLFISESKFDSGCGWPSFYQPIDADSIRYIDDYSHNMHRIEIRCGNCDAHL
                     GHVFPDGPQPTGERYCINSASLNFVDDQNGEQTAG"
     gene            2085205..2086200
                     /gene="gap"
                     /locus_tag="CH60_1937"
     CDS             2085205..2086200
                     /gene="gap"
                     /locus_tag="CH60_1937"
                     /note="GAPDH-I: glyceraldehyde-3-phosphate dehydrogenase,
                     type I;
                     [G] COG0057 Glyceraldehyde-3-phosphate
                     dehydrogenase/erythrose-4-phosphate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="glyceraldehyde-3-phosphate dehydrogenase, type
                     I"
                     /protein_id="AJK12862.1"
                     /translation="MTIKVGINGFGRIGRIVFRAAQERSDIEIVAINDLLDADYMAYM
                     LKYDSTHGRFDGTVEVKDGHLVVNGKTIRVTAERDPANLKWNEVNVDVVAEATGLFLT
                     DETARKHIAAGAKKVVLTGPSKDDTPMFVMGVNHKAYAGQEIVSNASCTTNCLAPLAK
                     VINDKFGIVEALMTTVHATTATQKTVDGPSHKDWRGGRGASQNIIPSSTGAAKAVGKV
                     IPELNGKLTGMAFRVPTPNVSVVDLTARLEKPASYKEICAAIKAASEGELKGVLGYTE
                     DDVVSTDFNGEKLTSVFDAKAGIALNDNFVKLVSWYDNETGYSNKVLDLISHISK"
     gene            2086514..2087389
                     /locus_tag="CH60_1938"
     CDS             2086514..2087389
                     /locus_tag="CH60_1938"
                     /note="[G] COG0676 Uncharacterized enzymes related to
                     aldose 1-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="aldose 1-epimerase family protein"
                     /protein_id="AJK12664.1"
                     /translation="MNEKVFTLPVVEQISPYISQRQLDELPVVVVSHPKVRAAISLQG
                     AHLLAYQPSGEQPIIWLSNNTPFKEGIAIRGGVPICWPWFGPTAQPAHGFARILPWTL
                     SAHDENENGVILTFTLEDNDMTRQYWPHAFTLIARFKLGDECEVELESHGDYQAAAAL
                     HTYFQIGDISQIKVSGLGEKYLDKVLKVADVTQQGDLVFNGQTDRVYTQPEAYSLIKD
                     AALKRTIEVHHHHQSDVVAWNPGAELSCSMVDMPNDGYKTMVCVETARVNKPLVAAPD
                     APARLAMTIRSRKNT"
     gene            complement(2087462..2088232)
                     /locus_tag="CH60_1939"
     CDS             complement(2087462..2088232)
                     /locus_tag="CH60_1939"
                     /note="[M] COG3713 Outer membrane protein V"
                     /codon_start=1
                     /transl_table=11
                     /product="mltA-interacting MipA family protein"
                     /protein_id="AJK12446.1"
                     /translation="MKKDRKEMNQIKTLAALTVALAVCMPTANAGNWSLGASALVSPD
                     PYRGKNDRVYPVPVVSYESDNFYFRTLAAGYYLWNDSSNRLSIDAFYSPLHFKPGDSD
                     DQQMKQLNRRRSTMMAGMSYSHIEDWGTLRAMFAGDILDNSDGFVGDLAYLYRFSIDS
                     WTLTPGVGVSWSSKDQNSYYYGVSRGESARSGLAEYNPSDSWSPYLELSANYNINPNW
                     NAFFTGRYIRLANEVKNSPMVDQSYTGVLWTGVTYTFR"
     gene            2088655..2090589
                     /locus_tag="CH60_1940"
     CDS             2088655..2090589
                     /locus_tag="CH60_1940"
                     /note="prkA serine kinase C-terminal domain protein;
                     [T] COG2766 Putative Ser protein kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13962.1"
                     /translation="MNIFDHYRQRYEAAKDEEFTLQEFLAICQQDRSAYANAAERLLM
                     AIGEPVMVDTALESRMSRLFSNRVIARYPAFEEFYGMEEAIEQIVSYLKHAAQGLEEK
                     KQILYLLGPVGGGKSSLAERLKALMQRVPIYILSANGERSPVNDHPLCLFNPQEDAAI
                     LAKEYNIPNRYLGTIMSPWAAKRLHEFGGDITKFKVIKVWPSILEQIAIAKTEPGDEN
                     NQDISALVGKVDIRKLEHHAQNDPDAYGYSGALCRANQGIMEFVEMFKAPIKVLHPLL
                     TATQEGNYNGTEGISALPFSGIILAHSNESEWVTFRNNKNNEAFLDRVYIVKVPYCLR
                     VSEEIKIYDKLLQNSELTHAPCAPGTLETLARFSILSRMKEPANSSIYSKMRVYDGES
                     LKDTDPKAKSYQEYRDYAGVDEGMSGLSTRFAFKILSRVFNFDHAEVAANPVHLFYVL
                     EQQIEREQFQQDIAEKYLEHLKGYLIPKYAEFIGKEIQTAYLESYSEYGQNIFDRYVI
                     YADFWIQDQEYRDPDTGQLFDRESLNAELEKIEKPAGISNPKDFRNEIVNFVLRARAN
                     NNGRNPNWTSYEKLRTVIEKKMFSNTEELLPVISFNAKTSTDEQKKHDDFVDRMMEKG
                     YTRKQVRLLCEWYLRVRKSS"
     gene            2090739..2092013
                     /locus_tag="CH60_1941"
     CDS             2090739..2092013
                     /locus_tag="CH60_1941"
                     /note="conserved hypothetical protein;
                     [S] COG2718 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10999.1"
                     /translation="MGYFIDRRLNGKNKSMVNRQRFLRRYKSQIKQSIADAINKRSVT
                     DIESGESVSIPIDDINEPMFHQGNGGLRHRVHPGNDHFITNDRVDRPQGGGGGGSGQG
                     NAGKDGEGEDEFVFQISKDEYLDLLFEDLALPNLKRNQYKQLAEFKTHRAGYTSNGVP
                     ANISVVRSLQNSLARRTAMTASKRRELRELEAALTVLENSEPAQLLEEERLRKAITEL
                     KQKIARVPFIDTFDLRYKNYERRPEPSSQAVMFCLMDVSGSMDQATKDMAKRFYILLY
                     LFLSRTYKNVDVVYIRHHTQAKEVDEQEFFYSQETGGTIVSSALKLMDEVVQERYNPA
                     QWNIYAAQASDGDNWADDSPLCHELLAKKILPVVRYYSYIEITRRAHQTLWREYEDLE
                     EKFDNFAIQHIREPEDIYPVFRELFHKQTVDN"
     gene            2092121..2093239
                     /locus_tag="CH60_1942"
     CDS             2092121..2093239
                     /locus_tag="CH60_1942"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK14063.1"
                     /translation="MKWYDGLRHPGVLAALSAAILFGAGTPLAKQLLNTVSPWLLAGL
                     LYLGSGIGLTLYRLITRPAAVSLPRNELLWFIGAILSGGIIAPVLLMVGLTGMPASGA
                     SLLLNAEGVFTALLAWFAFKENVDRRIALGMVIIIAGAVVLSWPEEVLNWWPKEAQFA
                     GLWPTLAILGACFAWGIDNNLTRKVSLNDATWIAAVKGGVAGVVNLALAFALGATLPP
                     LANLAGALLVGFLAYGVSLALFVIGLRHLGTARTGAYFSIAPFLGAVLAVALGDTVTI
                     PLLIAGLLMAIGIGLHLTEQHEHQHTHDEMIHEHEHIHDEHHQHRHDFPVDAGTAHKH
                     RHQHLPMAHSHSHFPDSHHQHKHPRHKHNQHKYHQHKH"
     gene            complement(2093274..2094179)
                     /locus_tag="CH60_1943"
     CDS             complement(2093274..2094179)
                     /locus_tag="CH60_1943"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK14428.1"
                     /translation="MHDLNDLYYYAEVVEHGGFSAAARVLGLPKSKLSRRLALLEERL
                     GVRLIQRSTRRFAVTDVGRTYYEHCKAMIEEARAAQESIDLTRAEPRGVVRITCPVAL
                     LQATVSTMLADFMASCPLVTIHLEATNRQVDPVAEAIDIAIRVRPPPLQNSDLVLRVL
                     GNRCQCLVASPELIGRQGEVNTPVDLTGWPSLGLGQPQQTFIWNLEGPEKAHAAVYHQ
                     PRLVTADMNTLRSAALAGVGVVQLPLMMVTEQLAEGTLVRLLPDWSVRHEIIHAVYPS
                     RRGLLPSVRSVLDYLVQRFSQLDER"
     gene            2094377..2095246
                     /locus_tag="CH60_1944"
     CDS             2094377..2095246
                     /locus_tag="CH60_1944"
                     /note="[R] COG1741 Pirin-related protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pirin family protein"
                     /protein_id="AJK13691.1"
                     /translation="MKKVQGIYRAPRQHWVGDGFPVRSMFSYQSHGKQLSPFLLLDYA
                     GPMDFTPTTQRRGVGQHPHRGFETVTIVYHGEVEHRDSTGNGGIIGPGDVQWMTAGAG
                     ILHEEFHSDAFAQKGGPFEMVQLWVNLPAKDKMTAPGYQAIRREAIPQVNLPDDAGNL
                     RVIAGEYAGNIGPAKTFSPLNVWDIRLTQGKSCEFSLPAGWNTALIVLHGTLLVNGDA
                     IAREAEMVLLDPTGTHLSIEANNDTVLLLLSGEPIDEPIVGYGPFVMNTQAQIAEAIA
                     DFNGGRFGNMDVA"
     gene            2095511..2096713
                     /locus_tag="CH60_1945"
     CDS             2095511..2096713
                     /locus_tag="CH60_1945"
                     /note="efflux_Bcr_CflA: drug resistance transporter,
                     Bcr/CflA subfamily protein;
                     [GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance transporter, Bcr/CflA subfamily
                     protein"
                     /protein_id="AJK13597.1"
                     /translation="MQKFLFLLLSLILLGPLGIDLYLPTIPAIAKGLNSSESLIQSTI
                     ALFILVLGIGQLIAGPLVDKYGRKPIAIIGIVLYMLGAAMAALAVDPVMFVSSRLLQG
                     VSVCCTAVVAFSGVRDRLSGNEAARAFGFLNGTLNIVPALAPLLGGLLAEAFGWRAPF
                     WFLALYGLLVLVLIIMFLPETRPANTQPINGLPIKNYLRILRDSRFLVFALVNAGAMG
                     MALTYVSLAPNVLMVDAGLSPLQFSLAFGANGFWIMAVSFFANRIIQKVGRPTCLMIG
                     SLLMALGCFGLLFGLTQLSVDVQHHWLVYMLPVASACAGLAFMMGPATSYALEPYANE
                     AGVASALVGFVQMAGGAALGLLAMALPIEPKLSLAIVMLAVYWRGKRAEPVNMSAASW
                     KKYTNNGK"
     gene            complement(2096729..2098033)
                     /locus_tag="CH60_1946"
     CDS             complement(2096729..2098033)
                     /locus_tag="CH60_1946"
                     /note="[E] COG0665 Glycine/D-amino acid oxidases
                     (deaminating)"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate reductase PanE/ApbA family protein"
                     /protein_id="AJK11576.1"
                     /translation="MRVVILGSGVVGVTSAWYLAKEGHDVTVIDRQDGPAQETSAGNA
                     GQISPGYAAPWAAPGVPLKAIKWMFQRHAPLAIRLDGSSLQLRWMWQMLRNCDTSHYM
                     VNKSRMVRLAEYSRDCLKDLRAATGIQYEGRQGGTLQLFRTEQQFDNAAKDIAVLDDA
                     GVPYSLLTAEQLATVEPALAKVAHKLTGGLRLPNDETGDCKLFTERLAKMAEQAGVKF
                     IFNRSVDKLLVEGDQIAGVLCGDDIIKADAYVVAFGAYSTALLAGLVSIPVYPLKGYS
                     LTIPITDPASAPFSTVLDETYKIAITRFDDRIRVGGMAEIVGFNTQLAPARRETLEMV
                     VRDLYPHGGDISQAVFWSGLRPMTPDGTPIVGRTPLKNLYLNTGHGTLGWTMACGSGQ
                     LLADIIQGRRPAIVADDLSVARYRAGFQPLNIAPLHDIHPIR"
     gene            2098498..2100033
                     /locus_tag="CH60_1947"
     CDS             2098498..2100033
                     /locus_tag="CH60_1947"
                     /note="[S] COG2719 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spoVR like family protein"
                     /protein_id="AJK13644.1"
                     /translation="MTTSTSKQTTQDKRLTDGPDWTFELLQVYLDQIDRVAKHYRLDT
                     YPHQIEVITSEQMMDAYSSIGMPINYTHWSFGKKFIETEQKYKYGQQGLAYEIVINSN
                     PCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRAWTDASSIVDYLLFARHYINE
                     CEERYGVEEVERLLDSCHALMNYGVDRYKRPQKISLVEETARQKSREEYLQSQVNSLW
                     KTLPRKDREEAPVQAQRYPNEPQENILYFMEKNAPLLESWQREILRIVRKVSQYFYPQ
                     KQTQVMNEGWATFWHYTILNHLYDEGRVTDRFMMEFLHSHTNVVYQPPYNSPYYNGIN
                     PYALGFAMFQDIKQICQSPTEEDYYWFPDIAGKDWLDTLHFAMRDFKDESFISQFLSP
                     KIMRDFRLFTVLDDDKNNYLEISAIHNEEGYRTIRNQLSAQYNLSNHEPNIQVWNVDL
                     RGDRSLTLRYIPHDRAPLDKSRQQVMKHIHRLWGFDVHMEQLNDDGSIDLLDSIPQKT
                     SKI"
     gene            complement(2100251..2100970)
                     /gene="fadR"
                     /locus_tag="CH60_1948"
     CDS             complement(2100251..2100970)
                     /gene="fadR"
                     /locus_tag="CH60_1948"
                     /note="fadR_gamma: fatty acid metabolism transcriptional
                     regulator FadR;
                     [K] COG2186 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty acid metabolism transcriptional regulator
                     FadR"
                     /protein_id="AJK12028.1"
                     /translation="MVIKAQSPAGFAEEYIIESIWNNRFPPGSILPAERELSELIGVT
                     RTTLREVLQRLARDGWLTIQHGKPTKVNNFWETSGLNILETLARLDHDSVPQLIDNLL
                     AVRTNIATIFVRTAIRHHPEKAQEILARAKTVDDNAEAFTALDYGIFRGLAFASGNPI
                     YGLILNGLKGLYTRVGRYYFSNPEARKLALTFYNKLSTLCDTESYDQVLECLRTYGKE
                     SGAIWHSMQGTMPSDLAEARR"
     gene            2101214..2102788
                     /gene="nhaB"
                     /locus_tag="CH60_1949"
     CDS             2101214..2102788
                     /gene="nhaB"
                     /locus_tag="CH60_1949"
                     /note="nhaB: Na+/H+ antiporter NhaB;
                     [P] COG3067 Na+/H+ antiporter"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+/H+ antiporter NhaB"
                     /protein_id="AJK13908.1"
                     /translation="MDITNRQAVLKNFLGNSPDWYKLAIMGFLIINPLVFFFVSPFVA
                     GWMLVIEFIFTLAMALKCYPLQPGGLLAIQAVAIGMTSPHQVAEEIANNLEVLLLLVF
                     MVAGIYFMKQLLLFVFTKLLLNIRSKTILSLAFCLASAFLSAFLDALTVIAVVISVSV
                     GFYTIYHNVTSNHSDKDITDDSGIDNQDSHETLEQFRAFLRSLMMHAGVGTALGGVMT
                     MVGEPQNLIIAKSAGWNFADFFIRMLPVTLPVFIFGLLVCLLVEKFKLFGYGAQLPER
                     VRQVLTEYDQQANAKRTKQEKMKLIVQAIIGVWLVLALALHLAEVGLVGLSVIILATS
                     FCGITNEHSLGKAFQEALPFTALLTVFFAVVAVIIEQSLFTPIIQFVLQASPSAQLSL
                     FYLFNGLLSSVSDNVFVGTVYINEARSAFEHGIVSLQQFELLAVAINTGTNLPSVATP
                     NGQAAFLFLLTSALAPLIRLSYGRMVYMALPYTLVMTIVGLLGVEFLLVPMTEWLTQA
                     GWISLPHITNGVAIPH"
     gene            2103024..2103554
                     /locus_tag="CH60_1950"
     CDS             2103024..2103554
                     /locus_tag="CH60_1950"
                     /note="[O] COG1495 Disulfide bond formation protein DsbB"
                     /codon_start=1
                     /transl_table=11
                     /product="disulfide bond formation DsbB family protein"
                     /protein_id="AJK14447.1"
                     /translation="MLQFLNRCSRGRGAWLLMALTAFLLELTALYFQHIMLLQPCVMC
                     IYERVALFGILGASLLGAIAPRSPLRYLAIAVWIYSAWKGVQLAWAHTMLQLNPSPFN
                     TCDFFVNFPSWLPLDKWLPAVFAASGDCSERQWQFMSLEMPQWLVGIFAAYLVIAVLV
                     LISQFVKPKRRDLFGR"
     gene            complement(2103971..2104327)
                     /locus_tag="CH60_1951"
     CDS             complement(2103971..2104327)
                     /locus_tag="CH60_1951"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11790.1"
                     /translation="MKYSTLAAVIFGISATLSSATNPVQAAEASLINLVCQLKDGNDL
                     LAILDGPNQQLIIDKSVFQFIKVNPEGQGEALIFQKANSEEQVIASLNISALPIRLAV
                     VDEVQASQYTCTHTQA"
     gene            2105419..2106159
                     /locus_tag="CH60_1952"
     CDS             2105419..2106159
                     /locus_tag="CH60_1952"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14124.1"
                     /translation="MDQQNTHIGILAGNSRVYLDNNGMVAIEAQLNAFDAALRLARQS
                     LDSGNLLPKLSVAFDHLGIFRLQFLTENLSNAQKRRPRLSHLHPLIQQVFLPIAEKYQ
                     IDLSDIRAIHEDSARQHLVHILATQDIPERLTRRMLTGAASRPNGDTHNETPTQKLTC
                     AAITKEYFERAASDHQDPQAVLEVFFENSPWSRSLAYVRGLQLSHLLGVPAAIRLNLV
                     NEAGEVSRGEKIIAQFTSAPKKPLSSRS"
     gene            2106176..2107375
                     /locus_tag="CH60_1953"
     CDS             2106176..2107375
                     /locus_tag="CH60_1953"
                     /note="[E] COG1104 Cysteine sulfinate desulfinase/cysteine
                     desulfurase and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK13216.1"
                     /translation="MYSQNPPIYLDNNATTALDPAVLQAMMPYLTHAYGNAASKSHPF
                     GWEASQAVQRARTLIATAINAVSPADIIFTSGATESINLAILGLQYQGNWGHIITSMI
                     EHKSVLDCCAKLADSGVSVTYLQPQRDGIVSLDTLFQAIRPDTRLVSIMTANNETGTL
                     QKVAEIGALCRDKGILFHTDATQAFGKIALDMQRMNISMATFSAHKVYGPMGVGALYV
                     NTADPHLMLSPLIVGGGHERGLRSGTLNVPGIVGFGRAAELAMENMSVESARLCDLRN
                     RLRQHILDTVPNVQVNGHLTECLPGVLNVSFEGIDADSLLLELSDVALSSGSACTSDQ
                     QIPSHVLQALGASDEQIRGSVRFGLGRFNNESEIDYVCQRLENTVKTLRSMAPLSSAT
                     TTNETGV"
     gene            2107379..2108551
                     /locus_tag="CH60_1954"
     CDS             2107379..2108551
                     /locus_tag="CH60_1954"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK10532.1"
                     /translation="MRKTSSLFLLFGTLFSAGGYGATFLISAWFHSQGGNDIDAGATL
                     GMALFGTLIGVPLVGWFAGKLDASRLAALAALIQSCGYFLLGSLSGGSGYLPHVAALL
                     IGLGWGMFYIGGPMALSERLTDTERGPGFTRFSAFQMTGICGSPILLTIAVVQGGIPI
                     QAAFLLVGVMGVFASILLMIFGTREPLIRHENSLRPWVKKITVLAKSGVIRPIVMVCL
                     GGAVFSGMMSFQDSLTDGSLASASTFFAVHATTAVVSRLLLAHKLSSWPRTPLVAVLL
                     CCLMIGLVCLLGIPTHVSFQIAAAMLTGAGYGLLYPVIQTWAVNESAPENRHAALTWF
                     VVAYFVGIFGFPPFGGWVLVTVGKVWFIWVLATLATLELVTAIVKWPQTTHRPLSS"
     gene            2108856..2109668
                     /locus_tag="CH60_1955"
     CDS             2108856..2109668
                     /locus_tag="CH60_1955"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK11737.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KKSRSSGHSDCLRGWPEGVPGCDKQCLSADSHPAVHHPYGTQQPEICVMEGL"
     gene            2109625..2110065
                     /locus_tag="CH60_1957"
     CDS             2109625..2110065
                     /locus_tag="CH60_1957"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13171.1"
                     /translation="MVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAW
                     DDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTD
                     DSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            complement(2110028..2110243)
                     /locus_tag="CH60_1956"
     CDS             complement(2110028..2110243)
                     /locus_tag="CH60_1956"
                     /codon_start=1
                     /transl_table=11
                     /product="putative formyltetrahydrofolate deformylase"
                     /protein_id="AJK11254.1"
                     /translation="MKFAELPHEAQIMAAQTLSDRFPAAGSPKSNGFEPAMALARDAK
                     AAFMSLSIILCNCHRIKGDRSGGHRTR"
     gene            2110406..2110582
                     /locus_tag="CH60_1958"
     CDS             2110406..2110582
                     /locus_tag="CH60_1958"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14155.1"
                     /translation="MITDKDVVPALASVGFNRYTTFGWVLPRPDLGGWQDSGSFSTHA
                     NVETKKPRDIRGLF"
     gene            complement(2110667..2111230)
                     /locus_tag="CH60_1959"
     CDS             complement(2110667..2111230)
                     /locus_tag="CH60_1959"
                     /note="BRO family, N-terminal domain protein;
                     [K] COG3617 Prophage antirepressor"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12404.1"
                     /translation="MNTQLSFRNTQFDIANHSGQIWLRGTEIAKALGMEKSDAVSQIY
                     NRNSDEFTEAMTLTLKLSVKGFGNGKSAKDVRVFSLRGAHLIAMFARTEIAKEFRKWV
                     LDILDKEVGNTPPVITPVTKVPAELKSRYRVRVIIYDEMFGNCLELIGKADTFRTIAS
                     GIATDLGFKPTGFVAVQMDSSKFKRIY"
     gene            complement(2111501..2111890)
                     /locus_tag="CH60_1960"
     CDS             complement(2111501..2111890)
                     /locus_tag="CH60_1960"
                     /codon_start=1
                     /transl_table=11
                     /product="phage antitermination Q family protein"
                     /protein_id="AJK11482.1"
                     /translation="MRDIQLVLERWGAWVADNREDVYWPPIAAGFSGLIPSKVKSRTQ
                     CCDEDGLIISGIMAGLNSKHPVVHSLLFDYYVFGKTFMQLSKEHHCSDTHIGKKLQNA
                     EGVIDGYLMALEVKLEMDKQVRRELAA"
     gene            complement(2111891..2112496)
                     /locus_tag="CH60_1961"
     CDS             complement(2111891..2112496)
                     /locus_tag="CH60_1961"
                     /codon_start=1
                     /transl_table=11
                     /product="bacteriophage Lambda NinG family protein"
                     /protein_id="AJK10621.1"
                     /translation="MNKLPKNRNCKVCKTRFKPETVYQWWCDEEHKEEYIKQLALKAR
                     QNRIQKTEQRRREETQAERRSLKIRKLAVKPLSYFAKQAQQAFNEYIRTRDAGDACVS
                     CGRFHEGQYHAGHYLTVGANPELRFNEDNCHRQCAPCNNHLSGNIEKYTPNLIAKIGQ
                     VRFDILMGPHEMTNYRRDDYIRIRDEYRAKTKALKKLREAA"
     gene            complement(2112570..2113016)
                     /gene="ninB"
                     /locus_tag="CH60_1962"
     CDS             complement(2112570..2113016)
                     /gene="ninB"
                     /locus_tag="CH60_1962"
                     /codon_start=1
                     /transl_table=11
                     /product="protein ninB"
                     /protein_id="AJK14365.1"
                     /translation="MDKKVFVLCGDQYKRNAIQFISQLPVNPDKPLLITIQERTRTLD
                     QNARLWATLGDIAKQVVWHGQKLSSEDWKHIFTASLKGQRSAPGLEGGFVVLGQSTSR
                     MTVGELRDLIELINAFGATHGVKFSDESRLAIEWANRFGDKGKVAA"
     gene            2113043..2113741
                     /locus_tag="CH60_1963"
     CDS             2113043..2113741
                     /locus_tag="CH60_1963"
                     /note="[L] COG0338 Site-specific DNA methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="D12 class N6 adenine-specific DNA
                     methyltransferase family protein"
                     /protein_id="AJK13648.1"
                     /translation="MLRKERSYAEIYNDLDGDVVNLFFVLRDMTLRECLIEALILTPY
                     SRDEFTDAYGEAETMVERARKLVIRATMGFGSAGATKGTTGFRLDTKRGSATAQHLWA
                     RMPENLAAVGQRFEGVLVENRDAVQCMLDHDTVSTLHFVDPPYVHDTRVISSRYYRHE
                     MDNDAHLTLLDTVNNLEGMVVLSGYNTDMYNDILTGWQKQEKQSSAAGRKGSVKRLEC
                     LWLSPNVLSGSKAA"
     gene            2114041..2114301
                     /locus_tag="CH60_1964"
     CDS             2114041..2114301
                     /locus_tag="CH60_1964"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11890.1"
                     /translation="MDNVIQMNPSKWVSEDLLMSLNGMTKHMIQHARRKSWMEGREYI
                     HVAPDLNPKENSPIMYNRQEIDNWVERQRPAIRRRIGERISA"
     gene            complement(2114469..2115056)
                     /locus_tag="CH60_1965"
     CDS             complement(2114469..2115056)
                     /locus_tag="CH60_1965"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11225.1"
                     /translation="MAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERNENIVLL
                     GPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAPR
                     LLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSAM
                     LDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2115035..2115247)
                     /locus_tag="CH60_1966"
     CDS             complement(2115035..2115247)
                     /locus_tag="CH60_1966"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposition helper domain protein"
                     /protein_id="AJK11600.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHHVNRRCIPEWQPSRR"
     gene            complement(2115247..2116269)
                     /locus_tag="CH60_1967"
     CDS             complement(2115247..2116269)
                     /locus_tag="CH60_1967"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13279.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2116339..2117577
                     /locus_tag="CH60_1968"
     CDS             2116339..2117577
                     /locus_tag="CH60_1968"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AJK14357.1"
                     /translation="MHRSLHQGQRVRENLGVPDTAKNRRMAGELRESVRYTIKIGNFN
                     YAAQFPNSKQLHKFGVAQLNVTVSQLAEKWLALKVMEITKNGISRYRSYIKICAGIIG
                     EERLVSSITNEMVLSLRKELLTGFQIAGVHQKTRQLKKGRSVRTVNVYLSCFAAMMEF
                     AVANGYIERSPFVGISPLKKSKSEPDPLTRDEYARLMEVAPSLQVKNIWKLAVSTGMR
                     HGEICALAWEDIDLKEWTITISRNMAVVHHFTPPKTESGNRTIKLTNSAIEALKEQMA
                     LTKMGKKIKVDVHLREFGKIRKDDCTFVFSPRLSARNGKGGDWYSPGVFSGTWNFALK
                     KAGIRHRKAYETRHTFACWALSAGANPNFVANQMGHTSSQMVYSVYGKWMSENNSNQM
                     DILNARFTGDAPYMPRAISQ"
     gene            complement(2117604..2118050)
                     /locus_tag="CH60_1969"
     CDS             complement(2117604..2118050)
                     /locus_tag="CH60_1969"
                     /note="[S] COG2983 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative zinc-/iron-chelating domain protein"
                     /protein_id="AJK11195.1"
                     /translation="MSQPPFWQQKTLAEMSDSEWESLCDGCGQCCLNKLIDEDTDEIY
                     FTNVACDQLNIKTCQCSNYERRFELEEDCIKLTRENLVTFAWLPPTCAYRLIGEGHDL
                     PRWHPLLTGSKAAMHGERISVRHIAVRESEVVDWQDHILNKPSWAK"
     gene            complement(2118153..2118809)
                     /locus_tag="CH60_1970"
     CDS             complement(2118153..2118809)
                     /locus_tag="CH60_1970"
                     /note="[Q] COG0179 2-keto-4-pentenoate
                     hydratase/2-oxohepta-3-ene-1,7-dioic acid hydratase
                     (catechol pathway)"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarylacetoacetate (FAA) hydrolase family
                     protein"
                     /protein_id="AJK14187.1"
                     /translation="MYQHRDWQGALLDFPVNKVVCVGSNYAEHIKEMGSTASVEPVLF
                     IKPETALCDIRQPVSIPKDFGSVHHEIELAVLIGTPLKQASEDRVARAIAGYGVALDL
                     TLRELQAGFKKAGQPWEKAKAFDGSCPISGFIPVAEFGDAQQADLSLTINGEIRQQGN
                     TRDMITPIIPLISYMSRFFTLRAGDIVLTGTPQGVGPMQSGDMLKIMLNGKTVNTRII
                     "
     gene            complement(2118880..2119965)
                     /locus_tag="CH60_1971"
     CDS             complement(2118880..2119965)
                     /locus_tag="CH60_1971"
                     /note="mltB_2: lytic murein transglycosylase family
                     protein;
                     [M] COG2951 Membrane-bound lytic murein transglycosylase
                     B"
                     /codon_start=1
                     /transl_table=11
                     /product="lytic murein transglycosylase family protein"
                     /protein_id="AJK14159.1"
                     /translation="MKGSVTAVILATAISFGCVSKNAKALVAGGTSPRSTSKSMLTPG
                     ATASSTPTMLSQQGRDPSQFPAYVEQLKAQARAKGYTTETLDTAFANIHFVDRVIKSD
                     RNQLEKKITLDDYLTRVLPRKRIEQGRALYQRYQPQLSQVNAQYGVPGRYIVALWGME
                     SAFGQIQGKEDVISALSTLAFEGRREAFFTKELMAALEIIHQGKVDDPQLRGSWAGAM
                     GQSQFMPSSFLTYGADGDSDGKIDIWNNIDDVFASTANYLSTQGWKSEQGWGQEVTLP
                     QDFNVKLAGLDDGQAKSIAQWQKLGITPVQNAHFAESAARVWVIIPDDLKGRAFLVYD
                     NFRTIMHWNRSYYFAISIGMMADSIGQ"
     gene            complement(2120106..2120378)
                     /locus_tag="CH60_1972"
     CDS             complement(2120106..2120378)
                     /locus_tag="CH60_1972"
                     /note="conserved hypothetical protein;
                     [S] COG3100 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13390.1"
                     /translation="MLCAIYRSPKRDQTYLYIEKKDDFSRVPAELLASFGKPQFAMLL
                     ALNERKTLATADVEKVKNALIEQGFYLQVPPPPESLLKMHLGETKA"
     gene            2121099..2121785
                     /gene="minC"
                     /locus_tag="CH60_1973"
     CDS             2121099..2121785
                     /gene="minC"
                     /locus_tag="CH60_1973"
                     /note="minC: septum site-determining protein MinC;
                     [D] COG0850 Septum formation inhibitor"
                     /codon_start=1
                     /transl_table=11
                     /product="septum site-determining protein MinC"
                     /protein_id="AJK10984.1"
                     /translation="MSQSPIELKGSSFTLSVVHLHDSRPEVIRQALQEKVDQAPAFLK
                     NAPVVINVATLPNGANWKDLQQAVTSAGLRIVGISGCQDERQKRAIARAGLPLLSEGK
                     GQKLAPEPVISPPENVPTQTRIINTPVRSGQQIYARNCDLIVISSVSAGAELIADGNI
                     HIYGMMRGRALAGASGDAKCQIFCTHLGAELVSIAGQYWLSDQIPLEYFGQAARLYLQ
                     DNTLTIQPLN"
     gene            2121810..2122622
                     /gene="minD"
                     /locus_tag="CH60_1974"
     CDS             2121810..2122622
                     /gene="minD"
                     /locus_tag="CH60_1974"
                     /note="minD_bact: septum site-determining protein MinD;
                     [D] COG2894 Septum formation inhibitor-activating ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="septum site-determining protein MinD"
                     /protein_id="AJK12168.1"
                     /translation="MARIIVVTSGKGGVGKTTSSAAIATGLAQKGKKTVVIDFDIGLR
                     NLDLIMGCERRVVYDFVNVIQGDATLNQALIKDKRTDNLYILPASQTRDKDALTKEGV
                     EKVLNDLGEMNFEFVVCDSPAGIESGALMALYFADEAVITTNPEVSSVRDSDRILGIL
                     SSKSRRAENSQEPIKEHLLLTRYNPGRVNRGDMLSMEDVLDILRIPLVGVIPEDQSVL
                     RASNQGEPVILDKESDAGKAYEDTVDRLLGEERPFRFVEEEKKGFLKRLFGG"
     gene            2122626..2122895
                     /gene="minE"
                     /locus_tag="CH60_1975"
     CDS             2122626..2122895
                     /gene="minE"
                     /locus_tag="CH60_1975"
                     /note="minE: cell division topological specificity factor
                     MinE;
                     [D] COG0851 Septum formation topological specificity
                     factor"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division topological specificity factor
                     MinE"
                     /protein_id="AJK11013.1"
                     /translation="MALLDFFLSRKKPTANIAKERLQIIVAERRRGDSEPHYLPDLKR
                     DILAVICKYIQIDPEMLHVQFEQKGDDISVLELNVTLPETEETPK"
     gene            complement(2123132..2124253)
                     /gene="rnd"
                     /locus_tag="CH60_1976"
     CDS             complement(2123132..2124253)
                     /gene="rnd"
                     /locus_tag="CH60_1976"
                     /EC_number="3.1.13.5"
                     /note="rnd: ribonuclease D;
                     [J] COG0349 Ribonuclease D"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease D"
                     /protein_id="AJK12106.1"
                     /translation="MNYQLITTNNALQQVCEQARTHAHIALDTEFVRTRTYYPQLGLI
                     QLYDGEQLSLIDPLPITEWQPFRALLQDLNVVKYLHAGSEDLEVFLNAFDQMPTPMID
                     TQVLAAFSGRSLSCGFAMLVAEFEGVELDKSESRTDWIARPLSEKQCDYAAADVFYLL
                     PLAAKLVEATEAAGRMDAAKDECLLLCRRRSETLDPELAYREITNAWQLRGHQLACLQ
                     KLAEWRLRQARERDLAVNFVVREEHLWQVARYQPTSLGELDSLGLSGQEIRYHGRTLL
                     ALVAEGNAVPEDQLPPPIANLIDQPGYKKVFKDIKALIQSVSERSGLSSELLASRRQI
                     NQLLNWHWKLKLSDAQPELLTGWRGDLLSSELLEILQHY"
     gene            complement(2124413..2126101)
                     /locus_tag="CH60_1977"
     CDS             complement(2124413..2126101)
                     /locus_tag="CH60_1977"
                     /note="[IQ] COG0318 Acyl-CoA synthetases
                     (AMP-forming)/AMP-acid ligases II"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AJK12359.1"
                     /translation="MEKVWLKRYPADVPAEIDPDRYSSLIEMFENAALRYADQPAFIN
                     MGEVMTFRKLEERSRAFAAYLQQGLGLQKGDRVALMMPNLLQYPIALFGVLRAGMIVV
                     NVNPLYTPRELEHQLSDSGAVAIVIVSNFAHTLEKVVFKTQVRHVILTRMGDQLSAAK
                     GTLVNFVVKYIKRLVPKYYLPDAISFRTVLQKGRRMQYVKPDVINTDTAFLQYTGGTT
                     GVAKGAILTHRNMQSNLEQAKAAYAPLLQPGRDLVVTALPLYHIFALTVNCLLFIELG
                     GRSLLITNPRDIPGMVKELSRYPFTAITGVNTLFNALLNNEEFTHLDFSTLRLSVGGG
                     MPVQKAVAEKWETLTGKHLLEGYGLTECSPLVTGNPYDLKHYSGSIGLPVPSTDVRLR
                     DDDGNDVELGKPGELWVRGPQVMLGYWQRPDATDDVLKDGWLATGDIATMDEDGFLRI
                     VDRKKDMILVSGFNVYPNEIEEVVALHAKVLESAVIGVPNEVSGEAVKVFVVKKDASL
                     TPEELLTHCRRYLTGYKVPKIVEFRDELPKSNVGKILRRELRDEEVKVGTTDAA"
     gene            complement(2126744..2127349)
                     /locus_tag="CH60_1978"
     CDS             complement(2126744..2127349)
                     /locus_tag="CH60_1978"
                     /note="slp: outer membrane lipo, Slp family protein;
                     [M] COG3065 Starvation-inducible outer membrane
                     lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipo, Slp family protein"
                     /protein_id="AJK11757.1"
                     /translation="MAMNTSMTQSKKFRNHKWMYGWLGLGALLLSGCVTIPPAIQGTT
                     ATPLQDLNLIRSAPKLFIGQEARFGGTVVNVKNEPNRTRLEIASVPLDSGARPILGEP
                     SQGRVIAYVDGFLEPVDFRGHLVTVVGPIVGVEAGKIGMTPYNFVVIKATGYKRWHIA
                     QQVIIPPTFGPWGYRPADMWGPGWPGWYNPGPAEIQTIVTD"
     gene            complement(2127486..2128184)
                     /gene="yeaZ"
                     /locus_tag="CH60_1979"
     CDS             complement(2127486..2128184)
                     /gene="yeaZ"
                     /locus_tag="CH60_1979"
                     /note="T6A_YeaZ: tRNA threonylcarbamoyl adenosine
                     modification protein YeaZ;
                     [O] COG1214 Inactive homolog of metal-dependent proteases,
                     putative molecular chaperone"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein YeaZ"
                     /protein_id="AJK11138.1"
                     /translation="MSTRILAIDTATEACSVALWNNGEVQALFELCPREHTQRILPMV
                     QQILASSGLSLQQLDALAFGRGPGSFTGVRIGIGIGQGLALGANLPMIGVSTLQTMAQ
                     GAFRLTGATRVLAAIDARMGEVYWGEFERNAEGHWLGEHTEAVMTPAQTLVRAEALSG
                     HWATVGTGWQTYPDLVSGSDIALVDGQMSLPQAEDMLPLALSSWARGDAVKVEQAEPV
                     YLRNEVTWKKLPGR"
     gene            complement(2128256..2129650)
                     /locus_tag="CH60_1980"
     CDS             complement(2128256..2129650)
                     /locus_tag="CH60_1980"
                     /note="[KL] COG1199 Rad3-related DNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD_2 family protein"
                     /protein_id="AJK11347.1"
                     /translation="MIDDFATDGALAQAIKGFNPRESQRQMAAAISEAIDAKQQLVVE
                     AGTGTGKTFAYLAPALRADCKVIISTGSKALQDQLYSRDLPMMVTALKYKGKLALLKG
                     RSNYLCLERLEQQSLAGGDLASETLVDLVRLRGWSAETVDGDISTCGQVAEDSFVWPL
                     VTSTNDNCLGSDCPLYKDCFVVKARRRAMDADVVVVNHHLFLADMVVKESGFAELIPT
                     ADVMIFDEAHQIPDIASQYFGQQLTSRQLMDLAKDIIIAYRTEVRDSAQLQKSADRLT
                     QSTQDFRLVLGDPGYRGNLRDVMEQPTVQRALLLLDDALELCYDVMKLSLGRSAMLDA
                     ALERATVYRNRLKPSSFWEGVDVRGDALSCVIIDKLPFTSPDDPLLKARIEDCRLRGG
                     DPFNDVQLPDAVITLKQGVGRLIRDIDDRGVLVICDNRLVMRPYGAMFLNSLPPAPRT
                     RDLAKAIAFLKQRD"
     gene            2129781..2130125
                     /locus_tag="CH60_1981"
     CDS             2129781..2130125
                     /locus_tag="CH60_1981"
                     /note="[J] COG0251 Putative translation initiation
                     inhibitor, yjgF family"
                     /codon_start=1
                     /transl_table=11
                     /product="endoribonuclease L-PSP family protein"
                     /protein_id="AJK13416.1"
                     /translation="MSIERINPEKRWSDAVIHNDTIYYTSVPENLDADITAQTANTLA
                     AIDMMLHQLGSDKSRVLDATIFLADKADFAGMNAAWDAWVVDGNAPVRCTVEAKLMNP
                     DYKVEIKIIAAI"
     gene            complement(2130257..2130586)
                     /locus_tag="CH60_1982"
     CDS             complement(2130257..2130586)
                     /locus_tag="CH60_1982"
                     /note="[P] COG2076 Membrane transporters of cations and
                     cationic drugs"
                     /codon_start=1
                     /transl_table=11
                     /product="small Multidrug Resistance family protein"
                     /protein_id="AJK10882.1"
                     /translation="MQQLEFYPIAFLILAVMLEIVANILLKMSDGFRRKWLGILSLLS
                     VLGAFSALAQAVKGIELSVAYALWGGFGIAATVAAGWILFNQRLNYKGWIGLILLLAG
                     MVMIKLS"
     gene            complement(2130573..2131016)
                     /locus_tag="CH60_1983"
     CDS             complement(2130573..2131016)
                     /locus_tag="CH60_1983"
                     /note="[P] COG2076 Membrane transporters of cations and
                     cationic drugs"
                     /codon_start=1
                     /transl_table=11
                     /product="small Multidrug Resistance family protein"
                     /protein_id="AJK13504.1"
                     /translation="MIYWIFLGLAIIAEIIGTLSMKYASVSGEMTGHIVMYFMITGSY
                     VMFSLAVKKVALGVAYALWEGIGILIITIFSVMWFGETLSPLKIAGLVTLIGGILLVK
                     SGTRKPKQPNCHRGNRPPSVQELKTQTTGHHKGVAVESGEHHAAA"
     gene            complement(2131731..2132372)
                     /gene="eda"
                     /locus_tag="CH60_1984"
     CDS             complement(2131731..2132372)
                     /gene="eda"
                     /locus_tag="CH60_1984"
                     /EC_number="4.1.2.14"
                     /note="eda: 2-dehydro-3-deoxyphosphogluconate
                     aldolase/4-hydroxy-2-oxoglutarate aldolase family protein;
                     [G] COG0800 2-keto-3-deoxy-6-phosphogluconate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-dehydro-3-deoxyphosphogluconate
                     aldolase/4-hydroxy-2-oxoglutarate aldolase family protein"
                     /protein_id="AJK11714.1"
                     /translation="MKSWKTSAEQIMTAGPVVPVIVINKLEQAVPLAKALVAGGVRVL
                     EVTLRTPCAVEAIRAIAKEVPEAIIGAGTVLNPQQLAEVVEAGAQFAISPGLTDELLK
                     AACEGSIPLIPGISTVSELMLGMSYGLREFKFFPAEANGGVKALQAIGGPFSQVRFCP
                     TGGITPNNYRDYLALKSVLCIGGSWLVPADALESGDYARITELAKQAVEGAAA"
     gene            complement(2132379..2132570)
                     /locus_tag="CH60_1985"
     CDS             complement(2132379..2132570)
                     /locus_tag="CH60_1985"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13453.1"
                     /translation="MARDCQGEQGAACVIIKSEQLAHTLLILYGKRDRSCSIGSGDQS
                     AIFQLTPSGEYNASRHKWR"
     gene            complement(2132614..2134089)
                     /gene="zwf"
                     /locus_tag="CH60_1986"
     CDS             complement(2132614..2134089)
                     /gene="zwf"
                     /locus_tag="CH60_1986"
                     /EC_number="1.1.1.49"
                     /note="zwf: glucose-6-phosphate dehydrogenase;
                     [G] COG0364 Glucose-6-phosphate 1-dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-6-phosphate dehydrogenase"
                     /protein_id="AJK12931.1"
                     /translation="MNTVQVAQACDLVIFGAKGDLARRKLLPSLYQLEKAGHIHPDTR
                     IIGVGRAEWDKDAYTAVVKEALDTFMKEPLDDELWQKLSSRLDFCNLDVNDSKHFTKL
                     GKMLDQKHRTTINYFAMPPSTFGAICKGLGEAGLNKEPSRVVMEKPLGTDLAPSRVIN
                     DQVAEYFNECQVYRIDHYLGKETVLNLLALRFANSLFASNWDNRTIDHVQITVAEEVG
                     IEGRWGYFDQAGQMRDMIQNHLLQILTMIAMSPPADLSTDRIRDEKVKVLRSLRRIDH
                     TNVRETTVRGQYTAGFVQGNKVPGYLEEEGANKNSNTETFVSIRVDIDDWRWAGVPFY
                     LRTGKRLPSKCSEVVVYFKNPALNLFRESYQQLPQNKLTIRLQPDEGIEIEVLNKVPG
                     LEHKHRLQTTKLDLSFSKTFNEQHIADAYERLLLETMRGIQALFVRRDEVEEAWKWVD
                     SIMNAWAADNEAPKPYQSGTWGPVASVAMITRDGRSWNEFE"
     gene            2134451..2135320
                     /locus_tag="CH60_1987"
     CDS             2134451..2135320
                     /locus_tag="CH60_1987"
                     /note="[K] COG1737 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK11248.1"
                     /translation="MNTLENIQNSMDLLSKSERKVAEVILASPQTAIHSSIATLAKMA
                     NVSEPTVNRFCRRLETKGFPDFKLHLAQSLANGTPYVNRNVEEDDSVAAYTGKIFEST
                     MASLDRVKNNLDIAAINRAVDLLTQAKKISFFGLGSSAAVAHDAMNKFFRFNIPVIYF
                     DDIVMQRMSCMNSSEGDVVVLISHTGRTKSLVELAQLARENDAAVIAITSCDTPLANE
                     ATLSLLLDVPEDTDMYMPMVSRIAQLTLIDVLATGFTLRRGAKFRDNLKRVKEALKES
                     RFDKDSLPVNNGD"
     gene            2135650..2137092
                     /gene="pyk"
                     /locus_tag="CH60_1988"
     CDS             2135650..2137092
                     /gene="pyk"
                     /locus_tag="CH60_1988"
                     /EC_number="2.7.1.40"
                     /note="pyruv_kin: pyruvate kinase;
                     [G] COG0469 Pyruvate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate kinase"
                     /protein_id="AJK13658.1"
                     /translation="MSRRLRRTKIVTTLGPATDRDNNLEKIIAAGANVVRLNFSHGSA
                     EDHELRANKVREIAARLGRHVAILGDLQGPKIRVSTFKEGKVFLNINDKFLLDANMAK
                     GEGDKNKVGIDYKGLPADVVPGDILLLDDGRVQLKVVEVQGMKVFTEVTVGGPLSNNK
                     GINKLGGGLSAEALTEKDKADIVTAAKIGVDFLAVSFPRTGEDLHYARRLARDAGCNA
                     QIVAKVERAEAVATDEAMDDIILASDVVMVARGDLGVEIGDPELVGIQKKLIRRARQL
                     NRAVITATQMMESMITNPMPTRAEVMDVANAVLDGTDAVMLSAETAAGQYPAETVAAM
                     ARVCLGAEKIPSINVSKHRLDVQFDNVEEAIAMSTMYAANHLKGITAIIAMTESGRTA
                     LMMSRISSGLPIFAMSRHDHTLNLTAIYRGVTPVYCDPHTDGVLAATEAVKRLQDKGF
                     LVSGDLVIVTQGDVMGTIGTTNTSRIIRVE"
     gene            complement(2137432..2138394)
                     /gene="msbB"
                     /locus_tag="CH60_1989"
     CDS             complement(2137432..2138394)
                     /gene="msbB"
                     /locus_tag="CH60_1989"
                     /note="lipid_A_msbB: lipid A biosynthesis
                     (KDO)2-(lauroyl)-lipid IVA acyltransferase;
                     [M] COG1560 Lauroyl/myristoyl acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid A biosynthesis (KDO)2-(lauroyl)-lipid IVA
                     acyltransferase"
                     /protein_id="AJK11886.1"
                     /translation="MHKEKNDATGFIPVFQKTFLHPRFWGVWLGAGAIAALAYIPPKF
                     RDPLLAGIGRLAGKFAKSARRRARINLLYCMPELPESEREHIIDQMFATAAQPLMMMA
                     ELCFRDPKKVLTRVHWHGQEILDELQQQERNVILLVPHAWSIDIPAMLLAEQGKPVAG
                     MFHHQRNPLVDYLWNSARLHFGGRIHARESGIKPFISSVRQGFWGYYLPDEDYGPEQS
                     EFVDFFATYKATLPAIGRLMKVCRAAIVPMFPVYNYREHRLDIYIRPPMDDLADADDA
                     YIARRMNEEVELLVKPNPEQYTWILKLLKTRKEGETEPYVRKDL"
     gene            complement(2138661..2139977)
                     /locus_tag="CH60_1990"
     CDS             complement(2138661..2139977)
                     /locus_tag="CH60_1990"
                     /note="[M] COG0739 Membrane proteins related to
                     metalloendopeptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="lysM domain protein"
                     /protein_id="AJK10581.1"
                     /translation="MQQIVRTITLAYNNLPRPHRIMLGSLTVMTLAVAVWRPFIYHPE
                     HEPVAKSVVLDTSQSRILLPEASEPLDQPTPDDAIPQDELDTKDANDTGVHEYVVSTG
                     DTLSSILTQYGIDISDVSLLANQNRDLRNLKIGQQISWTVNDTGDLQSLTWEVSRRET
                     RTYNRVGNNFKETKELQKGEWKNSVLTGRLDGSFVGSAKKAGLTAAEIRAVTKALQWQ
                     LDFSKLRKGDQFAVLMSREMLDGRSEQSQLVGVRMRSGGKDYYAIRAEDGKFYDRQGS
                     GLARGFLRFPTLKQFRVSSNFNPRRLNPVTGRIAPHKGVDFAMPVGTPVLAVGDGEVL
                     ISKFSGAAGNYVVIRHGRQYTTHYMHLKKLLVKPGQKVKRGDRIALSGNTGRSTGPHL
                     HYEFWMNQQAVNPLTAKLPRSEGLSGKDRSEYLAIVKQVIPQLQLD"
     gene            complement(2139998..2140954)
                     /locus_tag="CH60_1991"
     CDS             complement(2139998..2140954)
                     /locus_tag="CH60_1991"
                     /note="[P] COG4531 ABC-type Zn2+ transport system,
                     periplasmic component/surface adhesin"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic solute binding family protein"
                     /protein_id="AJK14169.1"
                     /translation="MLHKNKWLKQAMLASALLLANPFNLASAAVVTSIRPLGFIAAAI
                     ADGVLPTEVLLPDGASPHDYALRPSDVQRLRSAELVIWVGPEMEAFLSKPLTQVAENK
                     QIALSQLPSVTPLLMKSDEHDEAEEGESGHHHDHAKDNPTDDHHHGEYNMHIWLSPAI
                     AKQAAIAIHDRLLELTPQNKDKLDANLRRFEYQLAQNEKNIVTMLKPVQGKGYFVFHD
                     AYGYFENHFGLSPLGHFTVNPEIQPGAQRLHQIRTQLVEHKAVCVFAEPQFRPAVINA
                     VAKGTNVRSGTLDPLGSGIVLDKDSYVNFLSQLSNQYVSCLK"
     gene            2141030..2141788
                     /locus_tag="CH60_1992"
     CDS             2141030..2141788
                     /locus_tag="CH60_1992"
                     /note="[P] COG1121 ABC-type Mn/Zn transport systems,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10680.1"
                     /translation="MPILVTLNKISVTFGSRRVLNDISLSLRPGKILTLLGPNGAGKS
                     TLVRVVLGLIPPSSGSLVREPGLRIGYVPQKLHLDATLPLTVSRFMRLKPGVKKADIL
                     PALTRVQAAHLLDQPMQKLSGGENQRVLLARALLNRPQLLVLDEPTQGVDVNGQLALY
                     DLIEQLRKELGCAVLMVSHDLHLVMAKTDEVLCLNQHICCSGAPEVVSTHPEFIAMFG
                     NRGAEQLAVYRHNHNHRHDLHGKIILKNSGSRGA"
     gene            2141785..2142570
                     /locus_tag="CH60_1993"
     CDS             2141785..2142570
                     /locus_tag="CH60_1993"
                     /note="[P] COG1108 ABC-type Mn2+/Zn2+ transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC 3 transport family protein"
                     /protein_id="AJK12972.1"
                     /translation="MIELLLPGWLAGVLLATAAGPLGSFVVWRRMSYFGDTLAHASLL
                     GVAFGLLLNVNPFYAVIAMTMVLALILVWLERRPQLAVDTLLGIMAHSALSLGLVVVS
                     LMSNVRVDLMAYLFGDLLSVTLSDIWLIAAGVVVVLAVLFWQWRALLSMTISPELAHV
                     DGVNLERVRMLLMLVTALTIGLSMKFVGALIITSLLIIPAAAARRFARTPEQMAGIAV
                     GIGILAVTGGLTFSAFYDTPAGPSVVLCAAAMFVLSLSQKARG"
     gene            complement(2142625..2143629)
                     /gene="ruvB"
                     /locus_tag="CH60_1994"
     CDS             complement(2142625..2143629)
                     /gene="ruvB"
                     /locus_tag="CH60_1994"
                     /EC_number="3.6.4.12"
                     /note="ruvB: Holliday junction DNA helicase RuvB;
                     [L] COG2255 Holliday junction resolvasome, helicase
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="Holliday junction DNA helicase RuvB"
                     /protein_id="AJK10948.1"
                     /translation="MIEADRLISAAVINDEESIDRAIRPKLLTEYVGQPHVREQMEIF
                     IQAAKQRGDALDHVLIFGPPGLGKTTLANIIANEMGVNLRTTSGPVLEKAGDLAAMLT
                     NLEPHDVLFIDEIHRLSPVVEEILYPAMEDYQLDIMIGEGPAARSIKLDLPPFTLIGA
                     TTRAGSLTSPLRDRFGIVQRLEFYQVADLEHIVSRSAKCLGLELTPEGAHQLARRSRG
                     TPRITNRLLRRVRDFAEVRADGAINGEVAMKALDMLNVDAEGFDFMDRKLLLAVIDKF
                     MGGPVGLDNLAAAIGEERETIEDVLEPYLIQQGFIQRTPRGRIATNHAYKHFGITREE
                     "
     gene            complement(2143791..2144405)
                     /gene="ruvA"
                     /locus_tag="CH60_1995"
     CDS             complement(2143791..2144405)
                     /gene="ruvA"
                     /locus_tag="CH60_1995"
                     /EC_number="3.6.4.12"
                     /note="ruvA: Holliday junction DNA helicase RuvA;
                     [L] COG0632 Holliday junction resolvasome, DNA-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="Holliday junction DNA helicase RuvA"
                     /protein_id="AJK10973.1"
                     /translation="MIGRLRGIILEKQPPLVLLETNGVGYEVQLPMTCFYELPELGQE
                     AIIFTQFVVREDAQLLYGFNNKQERALFRELIKVNGVGPKLALAILSGMSAQQFVGAV
                     EREDITTLVKLPGVGKKTAERLVVEMKDRFKGLNGDLFNNTGDISLPTASPQTSDADI
                     EAEAASALVALGYKPQEASRLVSKIAKPGADCETLIRDALRAAL"
     gene            complement(2144688..2145209)
                     /gene="ruvC"
                     /locus_tag="CH60_1996"
     CDS             complement(2144688..2145209)
                     /gene="ruvC"
                     /locus_tag="CH60_1996"
                     /EC_number="3.1.22.4"
                     /note="ruvC: crossover junction endodeoxyribonuclease
                     RuvC;
                     [L] COG0817 Holliday junction resolvasome, endonuclease
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="crossover junction endodeoxyribonuclease RuvC"
                     /protein_id="AJK14093.1"
                     /translation="MAIVLGIDPGSRVTGYGVIRQQGRQLTYLGSGCIRTVVDDMPTR
                     LKLIYAGVTEIITQFQPDFFAIEQVFMAKNPDSALKLGQARGAAIVAAVNLNLPVSEY
                     AARQVKQTVVGTGAAEKSQVQHMVRSLLKLPANPQADAADALAIAITHCHLSQNTLRL
                     GNDQMTLSRGRIR"
     gene            complement(2145418..2146161)
                     /locus_tag="CH60_1997"
     CDS             complement(2145418..2146161)
                     /locus_tag="CH60_1997"
                     /note="[S] COG0217 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding regulatory, YebC/PmpR family
                     protein"
                     /protein_id="AJK14291.1"
                     /translation="MAGHSKWANTKHRKAAQDAKRGKIFTKIIRELVTAARLGGGDPG
                     ANPRLRAAIDKALSNNMTRDTLNRAIARGVGGDEDNNMETIIYEGYGPGGTAVMVECL
                     SDNRNRTVSEVRHAFTKTGGNLGTDGSVSYLFTKKGVISYAPGLEEDTVMDAALEAGA
                     DDIVVYDDGAIDVFTAWESLGAVKDALDATGLVAEGAEVSLIPSTKAELDAETAPKLL
                     RLIDMLEDSDDVQEVYHNGEISDEVAATL"
     gene            complement(2146219..2146662)
                     /locus_tag="CH60_1998"
     CDS             complement(2146219..2146662)
                     /locus_tag="CH60_1998"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AJK13174.1"
                     /translation="MNYKRPESVLVVIYAKSSGRVLMLQRRDDPDFWQSVTGSLEEGE
                     APLQTAQREVKEEVGIDILGENLVLLDCQRCVEFELFAHLRRRYAPGITRNKEHWFCL
                     ALPEERDIVITEHLAYQWLDAAEAAVLTKSWSNQQAIEEYVLYSV"
     gene            complement(2146662..2148458)
                     /gene="aspS"
                     /locus_tag="CH60_1999"
     CDS             complement(2146662..2148458)
                     /gene="aspS"
                     /locus_tag="CH60_1999"
                     /note="aspS_bact: aspartate--tRNA ligase;
                     [J] COG0173 Aspartyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate--tRNA ligase"
                     /protein_id="AJK10920.1"
                     /translation="MRTEYCGQLNLSHVGQSVTLCGWVNRRRDLGGLIFIDMRDREGI
                     VQVFFDPDHKAAFEQASELRNEFCIQITGTVRARPDSQINKDMSTGEVEIFANTLNII
                     NRSEPLPLDSNQINSEEQRLKYRYLDLRRPEMADRLKSRAKITSFVRRFMDDHGFLDI
                     ETPMLTKATPEGARDYLVPSRVHKGKFYALPQSPQLFKQLLMMSGFDRYYQIVKCFRD
                     EDLRADRQPEFTQIDVETSFMSADQVREVMEKLVRELWQETKGVDLGDFPVMTFAEAM
                     RRYGSDKPDLRNPLELVDVASLVKDVEFKVFSGPANDAKGRVAALRVPGGAQLSRKQI
                     DEYGQFVGIYGAKGLAWLKVNDRAAGLEGVQSPIAKFLSAEVLDAILVATQAESGDIL
                     FFGADSYKIVTDAMGALRLKVGRDLELTRLGTWAPLWVVDFPMFEDDSEGGLTAMHHP
                     FTAPKDMSPEQLAAAPTTAIANAYDMVINGYEVGGGSVRIHRTEMQQTVFGILGITED
                     EQREKFGFLLDALKFGTPPHAGLAFGLDRLVMLLTGTDNIRDVIAFPKTTAAACLMTD
                     APSFANPASLQELSISVVAKKGTTDAGAEENQ"
     gene            complement(2149657..2150097)
                     /locus_tag="CH60_2000"
     CDS             complement(2149657..2150097)
                     /locus_tag="CH60_2000"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK14014.1"
                     /translation="MVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAW
                     DDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTD
                     DSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            complement(2150142..2150864)
                     /locus_tag="CH60_2001"
     CDS             complement(2150142..2150864)
                     /locus_tag="CH60_2001"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12638.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGSRMR"
     gene            2150922..2151653
                     /locus_tag="CH60_2002"
     CDS             2150922..2151653
                     /locus_tag="CH60_2002"
                     /note="conserved hypothetical protein;
                     [S] COG1801 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13458.1"
                     /translation="MFTVSNTTFYALPRPEIVLRWRDMTPDSFRFCFKFPATISHQAA
                     LRDCDKELQAFYHCLAPLNDRIGQLWLQLPAAFGPNELDRLWQFIDKLPAGFQYGVEV
                     RHPEFFAKGAAELALNQGLHQRSINRVMLDSRPIHAAKPLTAAVRDAQSKKPRLPVHA
                     VVTGGQPLVRFIGGDQLDDNLALFAPWLQKLPLWEQHHQPYVFIHTPDNGDSPQQAQK
                     IWQKLAEAIPTLPTAPDWPEQETLF"
     gene            2151833..2152228
                     /gene="yecN"
                     /locus_tag="CH60_2003"
     CDS             2151833..2152228
                     /gene="yecN"
                     /locus_tag="CH60_2003"
                     /note="[R] COG3788 Uncharacterized relative of glutathione
                     S-transferase, MAPEG superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein yecN"
                     /protein_id="AJK10741.1"
                     /translation="MVSSLYVVLGALLLIKLSFDVVKLRNQYRVAYGDGGFYELQTAI
                     RVHGNAVEYIPIAVILLIMMEMNGALTWMIHICGLMLIVGRLLHYYGLRHREIRWRRS
                     GMSATYVSLVLMIIANIYYLPWDQIFSFT"
     gene            2152419..2153222
                     /gene="cmoA"
                     /locus_tag="CH60_2004"
     CDS             2152419..2153222
                     /gene="cmoA"
                     /locus_tag="CH60_2004"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (cmo5U34)-methyltransferase"
                     /protein_id="AJK14022.1"
                     /translation="MPNRDTQSQNDTPRHSPEAAEPQRDSLFAAPIAKLGDWTFDEKV
                     AEVFPDMIQRSVPGYSNIISMIGMLAERFVQPNSQIYDLGCSLGAATLSMRRNIKAEG
                     CKIIAVDNSPAMVERCRRHIDAFRAETPVDVVEADILDIKLENASMVVLNFTLQFLEP
                     ANRQRLLNQVYQGLRPGGALVLSEKFSFADHNVGELLFNMHHDFKRANGYSELEISQK
                     RSMLENVMLTDSVETHKNRLHQAGFEHAEVWFQCFNFGSLIALKAGEAQ"
     gene            2153219..2154190
                     /gene="cmoB"
                     /locus_tag="CH60_2005"
     CDS             2153219..2154190
                     /gene="cmoB"
                     /locus_tag="CH60_2005"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (mo5U34)-methyltransferase"
                     /protein_id="AJK14113.1"
                     /translation="MIEFGDFYRLIAKGPLSPWLDTLPAQLSAWQRESLHGKFKTWFN
                     AVEHLPQLTPTTLDLHSGVRAEMSPPISAGQREGMENMLRALMPWRKGPFSLYGLDID
                     TEWRSDWKWQRVLPHISPLAGRTILDVGCGSGYHLWRMIGEGAHLAVGIDPMQLFLCQ
                     FEAIRKLLGGDQRAHVLPLGIEQLPELAAFDTVFSMGVLYHRRSPLDHLYQLKNQLVT
                     DGELVLETLVVEGDSQQVLVPGDRYAQMRNVYFIPSAPALKAWLEKCGFVDVRIADMA
                     VTTTEEQRRTDWMTSESLAEFLDPHDHSKTVEGYPAPLRAVLIARKP"
     gene            complement(2154383..2155147)
                     /locus_tag="CH60_2006"
     CDS             complement(2154383..2155147)
                     /locus_tag="CH60_2006"
                     /note="[P] COG3142 Uncharacterized protein involved in
                     copper resistance"
                     /codon_start=1
                     /transl_table=11
                     /product="cutC family protein"
                     /protein_id="AJK13441.1"
                     /translation="MTKLEVCCYSVDCAQIAEKAGADRVELCCGQSEGGVTPSVGALM
                     QARETVTIPVHPIVRPRGGDFCYSSNDFTIMKNDIARIRDLGFAGVVVGVLDTDGHID
                     MPRMREIMSVSGSLAVTFHRAFDMCQNPMIALKQLAELNVARILTSGQQQNAELGLAL
                     LKDLVAATKDQGPIIMAGAGVRLTNMQKFIDAGIRELHSSAGRTVPSTMRYRKAGVTM
                     CADSDVDEFSHYCVDGEVVEAMKSLLVMGSPLAKHT"
     gene            complement(2155379..2155954)
                     /locus_tag="CH60_2007"
     CDS             complement(2155379..2155954)
                     /locus_tag="CH60_2007"
                     /note="[S] COG3102 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="yecM family protein"
                     /protein_id="AJK11000.1"
                     /translation="MHGLEEIIELQDLLADLPRFEQQLVAFATQLNLDLTQFCADHIS
                     LRCHQAETAERWRLGLQQCGHLMSETLINGRPICLFDMTQPLNVGPWLIDCIELPYPG
                     KKHYPHEGWEHIELVLPGDPQTLMHRARTLLPAVLPAGVSVKCSSPHGEHERLSNPTL
                     AVSDGEITIKFHPYTLRQIILRQIVDSEHGR"
     gene            2156573..2158303
                     /gene="argS"
                     /locus_tag="CH60_2008"
     CDS             2156573..2158303
                     /gene="argS"
                     /locus_tag="CH60_2008"
                     /EC_number="6.1.1.19"
                     /note="argS: arginine--tRNA ligase;
                     [J] COG0018 Arginyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine--tRNA ligase"
                     /protein_id="AJK11776.1"
                     /translation="MNIQALLSDKVSQALIAAGAPADCEAQVRQSAKAQFGDYQANGV
                     MAVAKKLGMQPRQLAERVVELLDLTGIASKIEIAGPGFINIFLDRQWVAEKVEYALTA
                     PKLGVAPVEPQTIVVDYSAPNVAKQMHVGHLRSTIIGDAAVRTLAFLGHNVIRANHVG
                     DWGTQFGMLIAYLEKMQNENASDMGLSDLELFYQQAKKTYDEDEEFALRARAYVVKLQ
                     SGDEYCRQMWRKLVDITMAQNQVAYDRLNVTLTKDDVMGESLYNAMLPEIVADLKAKG
                     LAVESEGATVVYLDEYKNKDGEPMGVIIQKKDGGYLYTTTDIACAKYRYETLGADRIL
                     YYIDSRQHQHLMQAWTIVRKAGYVPESVPLEHHMFGMMLGKDGKPFKTRSGGTVKLSD
                     LLDEAVERAGKLIAEKNPDMPADELKQVINAVGIGAVKYADLSKSRTTDYIFDWDNML
                     ALDGNTAPYMQYAYTRVVSVFRRAGVDETSLTLPLVVTEDREATLATRLLQFEEIITT
                     VAREGTPHVMCSYLYDLAGLFSSFYEHCQILNAESEEIRQSRLKLAMLTAKTLKQGLD
                     TLGIQTVERM"
     gene            complement(2158534..2163265)
                     /locus_tag="CH60_2009"
                     /note="hemagluttinin repeat family protein"
                     /pseudo
     gene            complement(2163295..2164956)
                     /gene="shlB"
                     /locus_tag="CH60_2011"
     CDS             complement(2163295..2164956)
                     /gene="shlB"
                     /locus_tag="CH60_2011"
                     /note="[U] COG2831 Hemolysin activation/secretion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin transporter protein shlB"
                     /protein_id="AJK12212.1"
                     /translation="MNIFFRKKYMIILLLSNAVLATENNKNRLNDNVVSHADIDVRNE
                     YNEEGNRVGKRFFSTNHHSVASQKKISPEKICLPITGVFLQGNTLLSSQDLNQIDHIL
                     GECISEDDINILAKEVTRLYLSKGYLAARVNFIPLNNAGELGLNVTEGIVEKIEGGGR
                     RVNPYFIFPNFIDKPLRLSELDQAIDQANRLRSNKVNVDILPGSQAGKSIIRINNVNN
                     KPWSLSTVIDNYGYKNSDEWQARVSLALDSPFGLSDSINFNANRTLENAKNRYKNDFT
                     VSYSVPYGALTFSALANYLEYRRYEKLKNGTVNFNGNSQQYNFRTDYMFHRTQKQINS
                     LSMQVEHKQINNYVDEAKVGVYSYRFTNLELGVNQFRILPHGSVNVNAAIKRGVPWFG
                     THQKNKINAVQFTTGKLMVNFNHNFSLLNSPYQFDHALVGQYSKNYAPSPEWISLTER
                     NAIRGFSRSSQSADHGWYMKNTLSKHFFMGNILFTPRMGVDGGRALKHGSQQGWQSNA
                     GVSAGISMRYHQALFDVEASRGWWLSDSNKQNEPVQVLGRIAYTF"
     gene            complement(2165444..2166979)
                     /gene="mviN"
                     /locus_tag="CH60_2012"
     CDS             complement(2165444..2166979)
                     /gene="mviN"
                     /locus_tag="CH60_2012"
                     /note="murJ_mviN: murein biosynthesis integral membrane
                     protein MurJ;
                     [R] COG0728 Uncharacterized membrane protein, putative
                     virulence factor"
                     /codon_start=1
                     /transl_table=11
                     /product="murein biosynthesis integral membrane protein
                     MurJ"
                     /protein_id="AJK12603.1"
                     /translation="MNLLKSLAAVSSMTMFSRVLGFARDAIVARVFGAGMATDAFFVA
                     FKLPNLLRRIFAEGAFSQAFVPILAEYKSQQGEEATRTLVAYVSGLLTLILAVVTVAG
                     MLAAPWVIFISAPGFTDTPDKFALTSALLRVTFPYILLISLASLVGAILNTWNRFSIP
                     AFAPTLLNVSMIGFALFAAPHFNPPVMALAWAVVVGGVLQLGYQLPHLKKIGMLVLPR
                     LSLRDTGVWRVMRQMGPAILGVSVSQISLIINTIFASFLVSGSVSWMYYADRLMEFPS
                     GVLGGALGTILLPSLAKSFSSANHDEYSRLMDWGLRLCFLLALPSAVALGILAKPLIV
                     SLFQYGKFSAFDTLMTQRALVAYSVGLMGLIVVKVLAPGFYSRQNIKTPVKIAIITLI
                     LTQVMNLIFIGPFKHAGLSLSIGLGACLNASLLYWQLRKQKIFQPQPGWAIFLTKLVI
                     GVIAMSAVLLGLLWVMPDWDVGGMAYRLLRLSAVVVAGAFAYFAMLALLGFKVRDFAR
                     RTG"
     gene            complement(2167246..2168157)
                     /locus_tag="CH60_2013"
     CDS             complement(2167246..2168157)
                     /locus_tag="CH60_2013"
                     /note="[R] COG0673 Predicted dehydrogenases and related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase, NAD-binding Rossmann fold family
                     protein"
                     /protein_id="AJK11744.1"
                     /translation="MKKLRVGIVGLGGIAQKAYLPILTQAQGWQLVGAFSPNQAKAQP
                     LCDSYRMRYFSRLDTLAAASDAVFVHSSTASHFQVVHDLLQAGVHVYVDKPLAETREQ
                     SEQLIELADKQHLALMVGFNRRFAPLYQQLKQQASSPVSLRMEKHRLSSIGPHDLGFT
                     LLDDYLHVVDTALWLGGEGARLTGGAVQTNAQGQMLYAEHHFQQGGCLITTSMHRQAG
                     TQRESVQVISDGACYHITDMRQWQQASAGQVISQPAPGWQTTLEQRGFTGAVHHFIEA
                     VSNQTRPQVSGEDAIVAQRMIERILQQ"
     gene            complement(2168864..2169448)
                     /locus_tag="CH60_2014"
     CDS             complement(2168864..2169448)
                     /locus_tag="CH60_2014"
                     /note="[J] COG1670 Acetyltransferases, including
                     N-acetylases of ribosomal proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AJK14466.1"
                     /translation="MFGYHTATPKVHLTTDRMSLRLVHERDAYRLAEYYAENQVFLKP
                     WEPVRDQSHCMPSGWQARLGMIMELQKQGSAYYFILLDPEEKEVRGVANFSNVLRGSF
                     HACFLGYSLGERWQGQGLMFEALQPLIRYMQRQERMHRIMANYMPHNHRSGNLLARLG
                     FEREGYAKDYLMIDGQWRDHVLTALTNKEWASTR"
     gene            2169742..2170947
                     /locus_tag="CH60_2015"
     CDS             2169742..2170947
                     /locus_tag="CH60_2015"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK11864.1"
                     /translation="MALVSQARSLGKYFLLFDNLLVVLGFFVVFPLISIRFVDQLGWA
                     ALVVGLALGLRQLVQQGLGIFGGAIADRFGAKPMIVTGMLMRAAGFALMAMADEPWIL
                     WLACALSGLGGTLFDPPRTALVIKLTRPHERGRFYSLLMMQDSAGAVIGALIGSWLLQ
                     YDFHFVCWTGAAIFVLAAGWNAWLLPAYRISTVRAPMKEGLMRVLRDRRFVTYVLTLT
                     GYYMLAVQVMLMLPIVVNELAGSPAAVKWMYAIEAALSLTLLYPLARWSEKRFSLEQR
                     LMAGLLIMTLSLFPIGMITHLQTLFMFICFFYMGSILAEPARETLGASLADSRARGSY
                     MGFSRLGLALGGALGYTGGGWMYDTGKTLDMPELPWFLLGIIGLITLAGLYWQFNRRR
                     IESAMLSSS"
     gene            2171342..2171905
                     /locus_tag="CH60_2016"
     CDS             2171342..2171905
                     /locus_tag="CH60_2016"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11294.1"
                     /translation="MKKLMWGAAALVVTATLVGCNQLTQYTLSEQELNEYLQKHNNYE
                     KQIGIPGLVDANITLTQLQSQIGRAEPGKVTLTGNAKVDISSILGPQTADMTLTLKAQ
                     PTFDREKGAIYLKDMELTDYTVKPEKMDSVMKALTPYLNQSLKSYFNQQPAYVLDGEK
                     SKAEAMAKKLAKGLEVKPGQLVIPLTD"
     gene            complement(2172359..2172919)
                     /locus_tag="CH60_2017"
     CDS             complement(2172359..2172919)
                     /locus_tag="CH60_2017"
                     /note="[R] COG3381 Uncharacterized component of anaerobic
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate reductase delta subunit"
                     /protein_id="AJK12119.1"
                     /translation="MNDFSLMCRILGSLFYRQPQDPLLAPLFTLIEQGKLEQHWPLEQ
                     GELLARLQQDYQPDALVADYTALFVGPECSVSPYASDYDDAMPEAELRAFLQQRGMPL
                     GDGPADHFGGLLLAASWLEDQAAEDEIAAQITLFTDYLLPWCGRFLGKVEAHATTGFY
                     RTLAQLSREALQAMWDELSEENPLRP"
     gene            complement(2172956..2173693)
                     /locus_tag="CH60_2018"
     CDS             complement(2172956..2173693)
                     /locus_tag="CH60_2018"
                     /note="[ER] COG1387 Histidinol phosphatase and related
                     hydrolases of the PHP family"
                     /codon_start=1
                     /transl_table=11
                     /product="PHP domain protein"
                     /protein_id="AJK13799.1"
                     /translation="MYPVDLHMHTVASTHAYSTLHDYIAEAKLKNIKLFAITDHGPDM
                     ADAPHYWHFMNMRVWPRLVDGVGILRGIEANIKNLDGDIDCTGPMLDAVDLLIAGFHE
                     PVFPPQDKAANTQAMIATMAQGNVHIISHPGNPKYPVDIPAIAQAAAKYNVALELNNS
                     SFAHSRKGSEANCRAIAAAVRDAGGWLALGSDSHIAYALGIFEHCERIIAEVNFPQER
                     ILNVSPRRLLDYLEQRGRPAIPELAEL"
     gene            2173982..2174071
                     /locus_tag="CH60_2019"
     tRNA            2173982..2174071
                     /locus_tag="CH60_2019"
                     /product="tRNA-Ser"
     gene            complement(2174328..2175440)
                     /locus_tag="CH60_2020"
     CDS             complement(2174328..2175440)
                     /locus_tag="CH60_2020"
                     /note="[KG] COG1940 Transcriptional regulator/sugar
                     kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="ROK family protein"
                     /protein_id="AJK13026.1"
                     /translation="MNIRPERLELRGSQRLLLELIRRHAPVTRAELARLSNLTAGAIT
                     QQCRELIFAGLVVEGERNTGQRGQPSLPLRLNPGGGCAIGLSFSPGFIDMTVVDLSGR
                     QLLSVAEPHQENQPLTATLCQIKTLVEQTLKKCQLQHARIIGIGYAVPGFLKADGHKR
                     HCVPWLHTWREADLQQVFADNLPWPTRVENNANASAIGELYSGEWNNYSDLTFIDLGY
                     GIGAGVISGHKLLRGGFFNAGEVGMAFPSGTPRPSYKDLLATLEREGFSETQLPVLSA
                     GRHPVLEKWFERCCDQVQQTVFGCVQWVDPQLIVLGGAMPKPIISRLVQEISQRLNTC
                     LDPERPKVTLAASSMGAESASRGAAMIPLYQVINED"
     gene            complement(2175454..2176284)
                     /locus_tag="CH60_2021"
     CDS             complement(2175454..2176284)
                     /locus_tag="CH60_2021"
                     /note="[C] COG0584 Glycerophosphoryl diester
                     phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AJK14470.1"
                     /translation="MAFNFHQAEKGIVLANSHRGYSSCRPENTFPAFEAARLAGTHCI
                     EIDIHLTADNQLVVTHDHRVDRVSTGQGFVEQLTYPQLLEFDFGMKYHPDFAGTRIPL
                     LADVLRWAVKNGMGLIVEAKQRRRHDEFVAAMVAMLRELPEAISHIQMLGFNHALINR
                     VKAHIPELALQVVTLERYNNQLAVVQQSNASCVCFEYEFAHIDDLRAYKKAGLGVRMY
                     LHEVKNGLDPLTQYQYKFGYDSRPEILSWLREGLIDMLSHDDIPYLQALIEEAGLRWD
                     "
     gene            2176498..2176824
                     /locus_tag="CH60_2022"
     CDS             2176498..2176824
                     /locus_tag="CH60_2022"
                     /note="[E] COG3842 ABC-type spermidine/putrescine
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10542.1"
                     /translation="MSKLVLEQVTKTFGDFYAAREISFCAEEGEFVTLLGPSGCGKTT
                     LLKMIGGFHQPDSGQILIGGKSVNSLPPDKRNTAMCFQSYALFPHLNVSHNICFGLKQ
                     NKYPPA"
     gene            complement(2176912..2177370)
                     /locus_tag="CH60_2023"
     CDS             complement(2176912..2177370)
                     /locus_tag="CH60_2023"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13716.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            2177391..2178275
                     /locus_tag="CH60_2024"
     CDS             2177391..2178275
                     /locus_tag="CH60_2024"
                     /note="[E] COG3842 ABC-type spermidine/putrescine
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12431.1"
                     /translation="MLNICSCQTANCFNKSKGVFITDPKLKALLNPQPSWGFSGHKKV
                     AINEQLARLAEALKQVGLESQRLKMPAQLSGGQQQRVALARAMITRPDVILFDEPLSN
                     LDAKLRESVRFEIKELQRQYHLTSIYVTHDQAEALAMSDKIVVLNAGNVEQIGAPEEI
                     YYRPTSRFVADFIGAANIDTAHITAAEQPGSWRVRCAMGEFYVHSTTPPRAEHCYICW
                     RPEDVQFVGPHQSGDNHFTLTLEKMAFMGNLTEAWGHNDAGLSVRLQLIKKPPVVLGG
                     RACFRLPENAIHFLEPVS"
     gene            2178272..2179138
                     /locus_tag="CH60_2025"
     CDS             2178272..2179138
                     /locus_tag="CH60_2025"
                     /note="[E] COG1176 ABC-type spermidine/putrescine
                     transport system, permease component I"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12695.1"
                     /translation="MKSWRNDLLAWSLMLSGLGTILLLMGSTFYVVVVQSLGYFNLEG
                     ESHFSLEFWRNMLQDEVLHSALFYSVKVSVLGAFGSVIFAYPLALWLRKPLIAKEGII
                     AVLRAPMFIPGMVAAFLFVNIIAYHGVINELLMALGVINEPLRMQNDDFGWGVVILQV
                     WKNLPFALILVGGAVNAIRNDVLDAASNLGANRLRSFTGIVVPLTLPAVQVTLILVFI
                     GALGDFAFFSVAGPRNTYSLARLMQATAMEYGEWNNAAVIAVIIMTTAAIFTLLIATL
                     ITPFATRKGDVK"
     gene            2179135..2179971
                     /locus_tag="CH60_2026"
     CDS             2179135..2179971
                     /locus_tag="CH60_2026"
                     /note="[E] COG1177 ABC-type spermidine/putrescine
                     transport system, permease component II"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12650.1"
                     /translation="MSRTTNGRLVVTISLVFFAIANLLWLGLPFGMAILWSLVDPQYP
                     WSYPDIFPQVLSFNRWLLVWEKTSLSEALINSYTIAPVVAATSLLLSLPTAYAFGRMR
                     FRGKAVAEMLTLIPLVMPGMIIGIFFSAMLMNLNISNPFFSIVLGHTVLTLPYSIRIM
                     SAGFKAVPQDLIDASRDLGAGIWGTFCNAYLPLLKPSFLAALIFCLVKSLEEFSIAYV
                     LGAPDFITVPTILYSFLGYSFVRPDAAVVSMILVIPNVILMIIIEKLLKGNYLSQSTG
                     KA"
     gene            2179991..2181073
                     /locus_tag="CH60_2027"
     CDS             2179991..2181073
                     /locus_tag="CH60_2027"
                     /note="[R] COG4134 ABC-type uncharacterized transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK11007.1"
                     /translation="MKKTLITLMSGLLFSSLTLAAQTSDWDSVVAQAKKEGSVTFNVW
                     YLQPQWRSFVKNFEQKYDIKVRIPEGSIDGNMNKLLAETRREQGKIDVIALSIAQLPI
                     TMGAKSLAKVDDLPGYQDAYHQLQNVDTQGYAVAFWGNQTGFAYDPQQMGDRPLPQTM
                     EELQRFIDANPKRFGYNDPNNGGAGEAFIQRIVTTLSGDFSSESDTVDPTVIKNWQKG
                     WQWFASNNNNITRTASGADSLTRLNDGELMLTPAWEDHLSGLQKTGAITSRLKFYVPE
                     FGMPGGGNIASIAANSPHPAASRVFLNWLIQADTQKALNEAFGSTPMNKQLNADVKQP
                     DTPVQFYGKAYSMQMKKEFARQVMTR"
     gene            2181374..2182249
                     /locus_tag="CH60_2028"
     CDS             2181374..2182249
                     /locus_tag="CH60_2028"
                     /note="[C] COG0584 Glycerophosphoryl diester
                     phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AJK13547.1"
                     /translation="MKNKKNYLISLLFTVYFTSATASPLIVAHRAGTADYPENTVHAI
                     SMAIKNQADVIWLSIQLTRDGIPVLYRPSDLKSLTNSEGLISEHSLLEIKMLDAAHFF
                     KTEGQYFYRGRGMKIPSLQDVFTRFPKNHFILDIKSPDADPVIMANILSTLITSNNLL
                     DKVTLYSTDRKYLDALPDSINKFENRHVTRKILTNAVMANDCKISAKRDKTQYHAFEL
                     RREVKVVEKFTLGKGASRAQLVWNQQAMDCFKKNSNSKILLIGINSAEDYQLAKDLGA
                     DYVMTDSPATAKNWR"
     gene            2182391..2182480
                     /locus_tag="CH60_2029"
     tRNA            2182391..2182480
                     /locus_tag="CH60_2029"
                     /product="tRNA-Ser"
     gene            2183324..2185021
                     /gene="sulP"
                     /locus_tag="CH60_2030"
     CDS             2183324..2185021
                     /gene="sulP"
                     /locus_tag="CH60_2030"
                     /note="sulP: sulfate permease family protein;
                     [P] COG0659 Sulfate permease and related transporters (MFS
                     superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate permease family protein"
                     /protein_id="AJK11491.1"
                     /translation="MKTHGINGIRPFSAIIDACWRETYTLQRLFKDIIAGVTVGIIAI
                     PLAMALAIASGVPPQYGLYTSAIAGIVIAVSGGSRYSVSGPTAAFVVILYPVSQQFGL
                     AGLLLATILSGLFLLCMGFARLGRLIEYIPLSVTLGFTSGIAITIATMQVKDFFGLHL
                     VAVPENYVGKVTALAQAMPTINVSDTLIATVTLLVLILWPRLKLKLPGHLPALVAGTA
                     VMGVLSLFDQQVATIGSRFGYLLADGTQGQGIPPILPQFVLPWQLPAANGQEFVLNWA
                     TLSALLPAAFSMAMLGAIESLLCAVVLDGMTGQKHHSNSELVGQGLGNIVAPFFGGIT
                     ATAAIARSAANVRAGATSPVSAIIHAVLVLLALLVLAPMLSYLPLAAMASLLLIVAWN
                     MSEAHKVIDLLRRAPKDDIIIMLLCMSLTVLFDMVIAITVGIVLASLLFMRRIAQMTR
                     LSEIPAAVNDKTLVLRVNGPLFFAAAERIFSELLTRCDNYDTIILQWDAVPVLDAGGL
                     NAFLRFTEALTEQQLLVITDIPFQPLKTLARARVKPISGKLNFYASLPEALAALQNN"
     gene            complement(2185498..2186352)
                     /gene="kdsA"
                     /locus_tag="CH60_2031"
     CDS             complement(2185498..2186352)
                     /gene="kdsA"
                     /locus_tag="CH60_2031"
                     /EC_number="2.5.1.55"
                     /note="KDO8P_synth: 3-deoxy-8-phosphooctulonate synthase;
                     [M] COG2877 3-deoxy-D-manno-octulosonic acid (KDO)
                     8-phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-8-phosphooctulonate synthase"
                     /protein_id="AJK11802.1"
                     /translation="MKQKVVSIGDINVANDLPFVLFGGMNVLESRDLAMRICEHYVTV
                     TQKLGIPYVFKASFDKANRSSIHSYRGPGLEEGMKIFQELKQQFGVKVITDVHEASQA
                     QPVSEVVDVIQLPAFLARQTDLVEAMARTGAVINVKKPQFVSPGQMGNIVEKFKEAGN
                     DQVILCDRGSNFGYDNLVVDMLGINVMVQATGGHPVIFDVTHALQCRDPFGAASGGRR
                     AQVAELARAGMAVGLAGLFIEAHPEPNSAKCDGPSALPLDKLEPFLVQMKAIDDLVKS
                     FPALDTSK"
     gene            complement(2186448..2187257)
                     /locus_tag="CH60_2032"
     CDS             complement(2186448..2187257)
                     /locus_tag="CH60_2032"
                     /note="[S] COG2912 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AJK11015.1"
                     /translation="MSSIADFEFNNASLCDGVLLVTQEIRQTFPLADVRNKLQQLVDD
                     ARAAMPAELNQDQQLEVLIDLFYRQWKFGGASGVYRLSDAIWLDKVLDKRQGTPVSLG
                     VIFLYIAHQLGLPLMPVIFPTQLILRADWLDEEMWLINPLNGETLNEHVLEVWIKGNL
                     GLSAELEDEDLEEAENTLIVRKMLDTLKAALMEEKQMELALRASEAVLAFDPDDPYEI
                     RDRGLIYAQLDCNHIAISDLSYFVEQCPEDPIAEMIKMQIHSIEQQRVTLH"
     gene            complement(2187254..2187655)
                     /locus_tag="CH60_2033"
     CDS             complement(2187254..2187655)
                     /locus_tag="CH60_2033"
                     /note="[S] COG3094 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="invasion expression up-regulator, SirB family
                     protein"
                     /protein_id="AJK13759.1"
                     /translation="MWVDYIAMKYLHLLTVVISITLFVLRFFWKCRGSAMLEKRWVKI
                     TPHINDTLLFISGIVLILITGFYPFSPQGTWLTEKLFGVIIYILLGYVALGKRTRSQN
                     IRWFAFILALGCLYLIVKLATTKLPLLMGYL"
     gene            complement(2187719..2188549)
                     /gene="prmC"
                     /locus_tag="CH60_2034"
     CDS             complement(2187719..2188549)
                     /gene="prmC"
                     /locus_tag="CH60_2034"
                     /note="RF_mod_PrmC: protein-(glutamine-N5)
                     methyltransferase, release factor-specific;
                     [J] COG2890 Methylase of polypeptide chain release
                     factors"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-(glutamine-N5) methyltransferase,
                     release factor-specific"
                     /protein_id="AJK11169.1"
                     /translation="MNYQHWLSLAAARFTHSDSPKRDAEILLSFVTGKARTYLLAFGE
                     TEITAEQLLWLETLANRREQGEPIAYLVGEREFWSLPLSVSSATLIPRPDTECLVEQA
                     LARLPAMPCRILDLGTGTGAIALALATERRDCAVIAVDINADAVALARHNAEKLTIDN
                     VCFLQGSWFEPVSGRFALIASNPPYIDANDPHLNEGDVRYEPHSALVAAAEGMADLAA
                     IVSQAPGYLDPGGWLMLEHGWQQANAVQELLKNSGFSAVMTCKDYGNNDRVTLGQWAV
                     "
     gene            complement(2188549..2189631)
                     /gene="prfA"
                     /locus_tag="CH60_2035"
     CDS             complement(2188549..2189631)
                     /gene="prfA"
                     /locus_tag="CH60_2035"
                     /note="prfA: peptide chain release factor 1;
                     [J] COG0216 Protein chain release factor A"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide chain release factor 1"
                     /protein_id="AJK11428.1"
                     /translation="MKSSIVAKLEALQERHEEVLAYLGDASVIADQDRFRALSREYAQ
                     LTDVTRCFKEWRSAQDDIEAAEMMLDDLEMREMAQEELKIAKARSEELEQQLQVLLLP
                     KDPDDERDCFLEIRAGTGGDEAAIFAGDMFRMYSRYAETRRWKVEIMSASEGEHGGYK
                     EIIAKISGDGVFGQLKFESGGHRVQRVPETESQGRIHTSACTVAVMPAIPEAELPEIN
                     AGDLRIDTFRSSGAGGQHVNTTDSAIRITHIPTGIVVECQDERSQHKNKAKAMSVLGA
                     RIRAAEMQKRQLAEASERRNLLGTGDRSDRNRTYNFPQGRVTDHRINLTLYRLDEVME
                     GKLDMLIQPIVQEYQADQLSALSEQD"
     gene            complement(2189664..2190926)
                     /gene="hemA"
                     /locus_tag="CH60_2036"
     CDS             complement(2189664..2190926)
                     /gene="hemA"
                     /locus_tag="CH60_2036"
                     /EC_number="1.2.1.70"
                     /note="hemA: glutamyl-tRNA reductase;
                     [H] COG0373 Glutamyl-tRNA reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamyl-tRNA reductase"
                     /protein_id="AJK11688.1"
                     /translation="MTLLALGINHKTAPVSLRERVTFSPESMDQALNSLLQQPLVQGG
                     VVLSTCNRTELYLSVEQQENLHEQLTAWLCNYHKLSPDDVRQSLYWHHGNDAVRHLMR
                     VASGLDSQVLGEPQILGQVKKAFAESQRGQSLSSELERLFQKSFSVAKRVRTETEIGA
                     SAVSVAFAACSLARQIFESLSELHVLLVGAGETIELVARHLREHQVKHMIIANRTRER
                     AQSLASEVGAEVITLPEIDARLADADIIISSTASPLPIIGKGMVERALKTRRNQPMLF
                     IDIAVPRDIEPEVGKLSNAYLYSVDDLQAIIQHNMAQRQAAAVQAESIVQQESMNFMT
                     WLRAQGAVETIRDYRSQAEQVRSEMTAKALVAIEQGANVEQVINELAYKLTNRLIHAP
                     TKSLQQAASDGDMERLQLLRDSLGLDQH"
     gene            2191232..2191855
                     /gene="lolB"
                     /locus_tag="CH60_2037"
     CDS             2191232..2191855
                     /gene="lolB"
                     /locus_tag="CH60_2037"
                     /note="lolB: outer membrane lipoprotein LolB;
                     [M] COG3017 Outer membrane lipoprotein involved in outer
                     membrane biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipoprotein LolB"
                     /protein_id="AJK12799.1"
                     /translation="MPMRKRHFYRLLPLASLLLAACTIPVSKGPATSPTSPQWRQHEQ
                     QLQQLGQFETRGAFAYLSDKQKVYARFFWQQTSPERYRLLLTNPLGSTELELVVQPGV
                     TQLTDNQGKRYVSDDPQEMIQKLTGMSIPLESLRQWILGLPGDTSDFTLDDKYRLKKL
                     TYQQNGVTWVVDYQEYNTQVTPSLPSRLELNQDGQRIKLKMDSWTIK"
     gene            2191917..2192756
                     /gene="ispE"
                     /locus_tag="CH60_2038"
     CDS             2191917..2192756
                     /gene="ispE"
                     /locus_tag="CH60_2038"
                     /EC_number="2.7.1.148"
                     /note="ispE: 4-(cytidine
                     5'-diphospho)-2-C-methyl-D-erythritol kinase;
                     [I] COG1947 4-diphosphocytidyl-2C-methyl-D-erythritol
                     2-phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-(cytidine
                     5'-diphospho)-2-C-methyl-D-erythritol kinase"
                     /protein_id="AJK11165.1"
                     /translation="MNLFLYITGQRADGYHQLQTLFQFLDYGDQLTIEPRDDNQIRLL
                     TPIAGVENEQNLIVRAAKMLQKHPGNTPVPRGADISIDKCLPMGGGLGGGSSNAATVL
                     VALNLLWQCGLTDEQLADLGLTLGADVPVFVRGHAAFAEGIGEKLQPAEPVEKWYLVI
                     HPGVNIPTPIIFSDPELKRNTPIRPLAALLSTPYANDCEPIARKRFREVEQALSWLLE
                     YAPSRLTGTGACVFAEFDTESSARQVLSIAPEWLHGFVARGVNVSPLHRVRSGKIESS
                     ERR"
     gene            2193097..2194044
                     /gene="prs"
                     /locus_tag="CH60_2039"
     CDS             2193097..2194044
                     /gene="prs"
                     /locus_tag="CH60_2039"
                     /EC_number="2.7.6.1"
                     /note="[FE] COG0462 Phosphoribosylpyrophosphate
                     synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose-phosphate pyrophosphokinase"
                     /protein_id="AJK10577.1"
                     /translation="MPDMKLFAGNATPELAQRIANRLYTSLGDAAVGRFSDGEVSVQI
                     NENVRGGDIFIIQSTCAPTNDNLMELVVMVDALRRASAGRITAVIPYFGYARQDRRVR
                     SARVPITAKVVADFLSSVGVDRVLTVDLHAEQIQGFFDVPVDNVFGSPILLEDMLQQN
                     LENPIVVSPDIGGVVRARAIAKLLNDTDMAIIDKRRPRANVSQVMHIIGDVAGRDCVL
                     VDDMIDTGGTLCKAAEALKERGAKRVFAYATHPIFSGNAVDNIRNSVIDEVIVCDTIP
                     LSAEIKALKNVRTLTLSGMLAEAIRRISNEESISAMFEH"
     gene            complement(2194246..2194518)
                     /locus_tag="CH60_2040"
     CDS             complement(2194246..2194518)
                     /locus_tag="CH60_2040"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11091.1"
                     /translation="MKRKSATVLGNMLMGLGLATMVVGVGYSILTEISELGLPQFFAH
                     GAIMSIFVGALLWLAGARIGGREAVADRYWWVKHFDKRCTKNQRHS"
     gene            2194880..2195470
                     /gene="pth"
                     /locus_tag="CH60_2041"
     CDS             2194880..2195470
                     /gene="pth"
                     /locus_tag="CH60_2041"
                     /EC_number="3.1.1.29"
                     /note="pth: aminoacyl-tRNA hydrolase;
                     [J] COG0193 Peptidyl-tRNA hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="aminoacyl-tRNA hydrolase"
                     /protein_id="AJK13463.1"
                     /translation="MSSIKLIVGLANPGAEYAQTRHNAGAWYVDLLAERHNQSLKEES
                     KFFGYTARLNLAGQDIRLLVPATFMNLSGKAVAAMASFYRILPEEILVAHDELDILPG
                     MAKLKLGGGNGGHNGLKDIQNKLGNNPNFYRLRIGIGHPGDKSKVTGFVLGKPPASEQ
                     TLIDDAIDESIRCTEVLLNEGMTKAMNRLHAFKASA"
     gene            2195634..2196725
                     /gene="engD"
                     /locus_tag="CH60_2042"
     CDS             2195634..2196725
                     /gene="engD"
                     /locus_tag="CH60_2042"
                     /note="[J] COG0012 Predicted GTPase, probable translation
                     factor"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-dependent nucleic acid-binding protein engD"
                     /protein_id="AJK14488.1"
                     /translation="MGFKCGIVGLPNVGKSTLFNALTQAGIEAANFPFCTIEPNTGVV
                     PMPDPRLDQLAEIVKPQRILPTTMEFVDIAGLVKGASKGEGLGNQFLTNIRETEAIGH
                     VVRCFENDNIIHVAGKVDPADDIETINTELALSDLETCERAIHRVQKKAKGGDKDAKA
                     ELEALEKCLPHLENAGMLRALDLTAEDKAAIRYLSFLTLKPTMYIANVNEDGFENNPY
                     LDQVRAIAAAEGSVVVAVCAAVESDIAEMEDEDRAEFMAELGIEEPGLNRVIRAGYEL
                     LNLQTYFTAGVKEVRAWTIPVGATAPQAAGKIHTDFEKGFIRAQTIAFDDFITYKGEQ
                     GAKEAGKMRSEGKEYIVKDGDVMNFLFNV"
     gene            2196938..2197336
                     /locus_tag="CH60_2043"
     CDS             2196938..2197336
                     /locus_tag="CH60_2043"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK12791.1"
                     /translation="MNQYVKRTQRDYPLSFKLTVVQQVEKGEMTYRQAQDRYGIQGCS
                     TVLKWLRKYGQLDWSSPSSTRTCRANMPKMPLTPEQRIKELEQQLAESEVKAHFFEAV
                     VKVMNTEFGATLTKKQLATLSRKHKRKDSQ"
     gene            2197354..2197863
                     /locus_tag="CH60_2044"
     CDS             2197354..2197863
                     /locus_tag="CH60_2044"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK13760.1"
                     /translation="MGISRQAWYQSLQRERGREIQAQSIVEQGTAYVSLVTDAWSRKI
                     VGYHVHESLHTRHVAAALKMALVSRRTTSALIHHSDWGIQYCSQEYQALYQRYGVTCS
                     MTDGYDCYQNALAEQVNGILKMEYLLVKPEDIVQARQMVRESVEIYNTRRPHLSLKYK
                     TPDEVHQAF"
     gene            complement(2197911..2198309)
                     /locus_tag="CH60_2045"
     CDS             complement(2197911..2198309)
                     /locus_tag="CH60_2045"
                     /note="[P] COG0607 Rhodanese-related sulfurtransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AJK13010.1"
                     /translation="MSAIEQLSYYQKKLAYETDSWDLYLALKNSENVVVVDGRSKEVY
                     QREHIPGAINQPHKEICFNNTEKLDKTKIYICYCDGIGCNASTKTAMKLMTLGFQVKE
                     LLGGLDWWKRDGYSTEGIEGKEGTPISCGC"
     gene            complement(2198317..2199147)
                     /locus_tag="CH60_2046"
     CDS             complement(2198317..2199147)
                     /locus_tag="CH60_2046"
                     /note="[I] COG0657 Esterase/lipase"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AJK13214.1"
                     /translation="MNINTVPLATDFANLLAARRLFFGKGAQHETDYGRQRVARWIAN
                     VSAPLSGKIEVTGHVRRFIPEKLRSAEPIFYLHGGGLVYYSTEVFSAFLSTLAHISGR
                     EIRAFDYPKAPETPMAELVGHLEQQLSTELNHVDAAPCLMGDSVGGLLTLWFAGSAFS
                     QAFSQIHLLDAAILRWFAEHWFPWCRQQQFDPLASDYAFSKLPPVVLHTTEYDVLTDE
                     GLAFAALARQAGASLQHHHHPALPHDFCLYAGKLASSRQAVEQIAAALDIEHKFPCKK
                     "
     gene            complement(2199144..2199800)
                     /locus_tag="CH60_2047"
     CDS             complement(2199144..2199800)
                     /locus_tag="CH60_2047"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13337.1"
                     /translation="MLAATAKHLTTYPTTWRLCDNDEDYVIWLLPLLTSHGQDAVAIE
                     HDCSVHGKSVAHQLSASIKPAEDPQQAATTFFAGSFSYALERAANWAHDSPGGARLIL
                     ADDAFSAELVPALLARGIDLGSRQIYVAAIAPQPIGEKASTLASAWHQRWGGTPGGYF
                     WETMAALQVASQYPDFPAQTLLGALNFDAQHESHPASFSLWLATHRGLQIVLTPEVSI
                     "
     gene            2200431..2201273
                     /locus_tag="CH60_2048"
     CDS             2200431..2201273
                     /locus_tag="CH60_2048"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13968.1"
                     /translation="MRFFFLFTLAGVISVSAVTNSHAANSAERRCGWFENPTPANATL
                     TDRDGMWEIGTQGGYQAKGDWPGFSPAQWVRTGNGNYGYGCACITADTDPTTQRMNNL
                     TKATARPLSACRTDKSLKEPENPLAEMRQIALYQGNGFSFSYPSTWSVKKEKQCVSLN
                     QPERVTEEEYTLNICVQHGTLEQATDSMIFYNDNGVWMREAGMDAPSPVDIIKGPGWK
                     GMQTTQTCGVSDEETGFHAAGGTCFMAIVYDAKTQLLFDTVGFYQNFDVINMIVQSVK
                     FTEK"
     gene            complement(2201481..2202176)
                     /locus_tag="CH60_2049"
     CDS             complement(2201481..2202176)
                     /locus_tag="CH60_2049"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12164.1"
                     /translation="MKAKYIFQVVQDMVMMIILLSLMGFHLWGESIHEWLGIAFLLIV
                     LLHNGLNIHWIRKLAQGEYSAFRIVQVTVNIILALLFLFAIISGLMLSKHVLPDLPIH
                     RSSDFVRKIHMTSVHWGQIFIAVHLGMHWKMLANFFCKIWRISPFSLLATRLMPAIFF
                     SIVVYGVSVFMGRDLLPYLLIQVDFAFFDFEESTAFFYFDFFAITIFFAYLTRVLLWL
                     FLLWGEKGKLRAC"
     gene            complement(2202191..2202856)
                     /locus_tag="CH60_2050"
     CDS             complement(2202191..2202856)
                     /locus_tag="CH60_2050"
                     /note="[C] COG0716 Flavodoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH-dependent FMN reductase family protein"
                     /protein_id="AJK10785.1"
                     /translation="MNKLRFTSLTKHLILFLAVAVSSLSLIAEAADRNARRVLIVYFS
                     QPEDVKLEGVDGVSGASILQKNGEVLGSTQYVAQIIQEETGGDLFRIETVKPYPRQHD
                     PLLKYAEQEVKEGGRPEMREKIQNLADYDQIFIGYPIWWYKMPMVMYSFFEQHDFSGK
                     TLIPFTTHGGSRFSDSLREIKRLQPNAQLVTQGLAISRNDVTDDDTPKEIINWLNTLP
                     NMP"
     gene            complement(2203047..2204138)
                     /locus_tag="CH60_2051"
     CDS             complement(2203047..2204138)
                     /locus_tag="CH60_2051"
                     /note="[R] COG1073 Hydrolases of the alpha/beta
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="X-Pro dipeptidyl-peptidase family protein"
                     /protein_id="AJK10759.1"
                     /translation="MKHNAFKMTSVFKTTSVFKSTLLAAVISLSSGGAMSADYKLNPF
                     TLTYDGAITENVKGKVNIHPVTYKLNGLEISANVYTPANYDPAKKYPAVVVAHPNGGV
                     KEQVAGLYAQRLAEQGYITITADAAYQGASGGLPRNVDKPAYRIEDIHGMADFITQYP
                     GVDTVRLGLLGICGGGGYSLKAGQTDKRFSAIATLSMFDSGLVRRNGYQDSQLSTIQE
                     RLKQASDARAQEAAGGEVTYVGDAKLTDEQIAKLPFDLYRQGFEYYGKTHAHPNSTFR
                     YTASSLLDLMRFDAASNMDLIDKPLLMMAGSKADSLYMSETAFKGASNAKDKELFLID
                     GATHIETYWQPEYVNQAIGKLAQFYGKNL"
     gene            2204403..2205095
                     /locus_tag="CH60_2052"
     CDS             2204403..2205095
                     /locus_tag="CH60_2052"
                     /note="[TK] COG0745 Response regulators consisting of a
                     CheY-like receiver domain and a winged-helix DNA-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AJK14389.1"
                     /translation="MRLLLVEDEEKTSSYINRALSELGFTVDVAATGIDGLYLALEYD
                     YDTIVLDVMLPGMDGYSVLEGLRASKQTPVLMLSARGSVDERVKGLRHGADDYLPKPF
                     SLIELVARIQALLRRRPSDGVDVSQLHINDLHLDLLARRVTRAGERLELTAKEFALLS
                     LLARHQGEILSKMMIAEQVWDMNFDSDANVVEVAIKRLRAKIDTPYPVKLLHTVRGMG
                     YVLETRPDRQTK"
     gene            2205107..2206492
                     /locus_tag="CH60_2053"
     CDS             2205107..2206492
                     /locus_tag="CH60_2053"
                     /EC_number="2.7.13.3"
                     /note="cztS_silS_copS: heavy metal sensor kinase family
                     protein;
                     [T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="heavy metal sensor kinase family protein"
                     /protein_id="AJK11257.1"
                     /translation="MIKRSISGRLALMFALASILIVSALGIVLRSSLHNSLQKQMHNE
                     LQFRESLMAPWILSRTTLDGWQTLATKFTDLAAAEGGRVQYWVLSDDPQLQVGGPAPR
                     GVTWASLSKGFSKVPGATDESCSLFLLMSEIPAQGERPALRYVVAIDSTPYMGTLNEF
                     TRTLIVITAIGVLFVALLGFVIARIGMRPVNKLSEQAQHLAPGNHGQRLDTLTLPDEL
                     QKLAVAFNGVLERQEIAWRQLESFNADVAHELRTPLTNLMGQTQLGLSRKRETHELED
                     LLESNLEELERMTSIVNDMLFLSHAQAGEHATQLTDVSLREETYKTTEYVEPSFAEKN
                     LSIHVEGDITARIDRRLFHRSLANLLENSARHAVTGTTVKVTISRENNLASIAVANIG
                     APIAAEHLNRLFERFYRVDSSRARSDTHHGLGLSIVRAVAIMHRGDVFASSQNGINTF
                     GLTLAITDPYI"
     gene            2206772..2207191
                     /locus_tag="CH60_2054"
     CDS             2206772..2207191
                     /locus_tag="CH60_2054"
                     /note="[S] COG0599 Uncharacterized homolog of
                     gamma-carboxymuconolactone decarboxylase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxymuconolactone decarboxylase family
                     protein"
                     /protein_id="AJK13584.1"
                     /translation="MKKKIQQYLLCTALTFAGSMASIAHAQDAAKNNTKQPSRAQQLM
                     GDIAPKMAQLTDDVLYADIWERPQLSKRDRSLVTVSALVAMDRPDQLRSHLRLARQNG
                     VTEEELVEAITQLAFYSGWPTAVTAISIAKEVFKEGK"
     gene            2207246..2207716
                     /locus_tag="CH60_2055"
     CDS             2207246..2207716
                     /locus_tag="CH60_2055"
                     /note="[S] COG1917 Uncharacterized conserved protein,
                     contains double-stranded beta-helix domain"
                     /codon_start=1
                     /transl_table=11
                     /product="araC-like ligand binding domain protein"
                     /protein_id="AJK13615.1"
                     /translation="MKVFLITLAALLLPGTQALAAAQAAVTVSPAGSQPTTIGAPESF
                     TGTAKVDSRFKGTAPARISGGTVSFEAGARTAWHTHPLGQTLIVSSGTGWVQEWEGAA
                     QQIKTGDVVWIPPGVKHWHGASAKESMVHIAVSESLDGNTVTWMEKVTDGQYPQ"
     gene            2207929..2209002
                     /locus_tag="CH60_2056"
     CDS             2207929..2209002
                     /locus_tag="CH60_2056"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AJK10889.1"
                     /translation="MKALLKTFTTCMLVGGLISQSTFAEPTKPLVIQSQGSFAAGGAV
                     ITTPGQFDPKKPLDPTGQTYHGDHASVFYQIPENPHKYPIVMLHGAGQSSRTWESTPD
                     GREGFQNIFLRRGFSTYLVDQPRRGNAGRSMVEGTVKPLADEQLWFNQFRLGIWPDFF
                     DGVQFSHDKETLNQYYRQMTPNTGPFDIDVISDAMSAVVDKSGPAILFTHSQGGGPGW
                     FTAMKNANVKGIVAFEPGSSFVFPEGDVPPPTKNAFDTVKGESVPLEKFMALTKIPVL
                     IIYGDNIPDKPTALPAQDSWRARLAVARQWRDVVNKHGGDVTVIHLPEIGIKGNTHFP
                     FSDLNNVEIADQVSKFLKDKNLQ"
     gene            2209793..2210698
                     /locus_tag="CH60_2057"
     CDS             2209793..2210698
                     /locus_tag="CH60_2057"
                     /codon_start=1
                     /transl_table=11
                     /product="HEAT repeats family protein"
                     /protein_id="AJK11712.1"
                     /translation="MSKVTSPDSINRIKHTEVIAASPNSEESIRSLSVLKEKASEILE
                     KENAQFFDILPILESLKKDDIIEILNDLLERKDITSNYQLLSEDHVYLSRQHNFHLLM
                     RLIGRSPSTTLYANEFDILVINPMNTPVSIPLYQCQVCEDLSQRPSALIRLEDTVLMP
                     GKVYGFEAYKYILDFDTEAAQDAFILIAHSEPKGWLSWVYDKNSLEPIESICTSLQAS
                     RIQMYVRMLGAMNATQAVPVLEKLAKSTYANFVRWEAVESLSLIDPQSTLELLDYLVK
                     NDSDAQIIEAAEQSLAINKAEESEV"
     gene            2210704..2211636
                     /locus_tag="CH60_2058"
     CDS             2210704..2211636
                     /locus_tag="CH60_2058"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13877.1"
                     /translation="MAVKVDVKENTLITLNEFVSFLETSGTIEKLRNSIYSSEVMSCV
                     ATQLRALAANKAHIFSIIIEELEKTDHFQSQNYGQAQGFVLYTTPWYTIRLMLWIPPG
                     HQASAIPFSYKVAHDHAFDLMTVGFFGPGYRTSLYEFDYNEPIQRTDGLTQLSYKGEM
                     YLRENEVIYYFANKDVHIQHEPESLSVSLNLIINKPDASARQTVFDIESTDEGSNLCW
                     GKPHFNSIEKIASQRSIFSALSTHGNMRSKKAIEKIAHNHKADEVRALSWVAMLRAND
                     TVLSDVLTLEKSHYVRRVLAEINMAQGETSNAPK"
     gene            2211623..2212573
                     /locus_tag="CH60_2059"
     CDS             2211623..2212573
                     /locus_tag="CH60_2059"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13554.1"
                     /translation="MLLNNITPVNKSLTLQDLLGILSHSSAISNVANGIYVESEILEV
                     GSWLSAYAANKDEIFSQIITELENPYQFQLENDIQAPSFILYSNERITIRLVMWLPLQ
                     GKLDRTPYSYEEAHDHNFDFWTVNFFGGGYRTRLYDYDYDKVSGVNNEVVELNCYGDK
                     ILSPNTVMFYFRSKDVHTQYPPDELSVSLNLIVRPIKSKHQYEFQIDSDALEGKIEAR
                     IKKGRYERYAFQNVLYNGLLSLENEKSRQLVHKVSLCNHREEIRLIAYEALLKHAQKK
                     GNVSDIKSISEQAFKDQSLYIKNKISHSIGSMPCMSPKPR"
     gene            2212619..2212762
                     /locus_tag="CH60_2060"
     CDS             2212619..2212762
                     /locus_tag="CH60_2060"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11371.1"
                     /translation="MTKNTATKVKSIKLVTFGKNTALAGAVPRTLSGQEAGRVLGFGC
                     HHS"
     gene            2212914..2213594
                     /locus_tag="CH60_2061"
     CDS             2212914..2213594
                     /locus_tag="CH60_2061"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK11432.1"
                     /translation="MSCNFKIILTGASGLIGSAIADALYKSGMNLVLACKRSQKLQDR
                     YLSDDKSKRAYFWYGDLTNEKACRELVEYAVQQMGGVDVLINCAGVFNFSALEEMTYS
                     RITDTISTNLLAPIYLTHLVLPYIKTSACPIIVNISSIAGFSSLPEGACYAASKWGLN
                     GFIHSIREELRKKSIHICNISPCQVKTLSHHSDTAIRTIAPENIANAVILVLSYVQKT
                     SSSIDVVL"
     gene            2213699..2214358
                     /locus_tag="CH60_2062"
     CDS             2213699..2214358
                     /locus_tag="CH60_2062"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AJK13567.1"
                     /translation="MNKSTKIGSQIYTPFTLKLYDWWVLKMSNHFAWKCPTHDVLVPH
                     FTEYAGNEHLDIGVGTGFYLTHLPETTHISLMDINTNSLAVASNRIGSTRVKECIQHD
                     VFEPFPAQYHGYFDSISMFYLLHCLPGALKDKVQVIANTAMGLKTGGTLYGATILGND
                     AGHNRLGKKLMKVYNSKGIFSNKDDTEDGLHAMLSSQFRDVAITRVGMVVLFTATGRR
                     E"
     gene            complement(2214493..2215131)
                     /locus_tag="CH60_2063"
     CDS             complement(2214493..2215131)
                     /locus_tag="CH60_2063"
                     /note="[G] COG0698 Ribose 5-phosphate isomerase RpiB"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose/Galactose Isomerase family protein"
                     /protein_id="AJK11787.1"
                     /translation="MKIALMMENSQAGKNAIILKELNAVASEKAYPVFNVGMSDEQDH
                     HLTYIHLGIMASILLNAKAVDFVVTGCGTGQGAMMSLNIHPGVVCGYCIDPADAFLFA
                     QINNGNALSLPFAKGFGWGAELNVRYIFEKAFTGVKGEGYPLDRKEPQVRNAGILNQV
                     KAAVVKENYLDTLRAIDPELVKTAVSGARFQQCFFENCQDKEIEAFVKQILA"
     gene            complement(2215378..2217489)
                     /locus_tag="CH60_2064"
     CDS             complement(2215378..2217489)
                     /locus_tag="CH60_2064"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12860.1"
                     /translation="MQGRDYIPCDIAEYHLLDVAELPPKDKNRALCDMRSFLREGRYG
                     ELDKQLESALTASFLSRDAEQRYYRGWMDMENTPDLRSVISMGPEGLAQIKAWQHDCP
                     ESNHAWLAETLYWHHCAWRYRSYGWAKKTTAAMWVCAAACNEMMVLAALQALTLEPRQ
                     WMAAALIIPAITAFGVPAWLAVIIANEKADSLPVLGELRDYQQCYPEEMAALMSYSGL
                     NAYAQILAPDALPPGLLRNQTEKALIGPHYWLFASLHIHPTQFYIFTDYIPFQMPRWR
                     GLPQDMLDLIVSPACEHLSLQEKDHLRHLIWWDDFCDDLGHKVADLVEREWQFTEVKR
                     EAEQALNANDRAQALRWLAASYYVMEDEPSAWHYLQQAVAQEPSLGGYLHHAALRLAG
                     KFAPESRWRHNQICHNAQLMHSPQAMVLQGYCLLTGLFGFTQNEALGREWLDYALQHD
                     PKDAWDQTGFILNELNYPDDATRLFTLGAEYGARGTASSLGSFYLYAPSETRDILRAI
                     SYYRQVVEQNSTLLSQKVIAKYPLIDNTDPFSYEDELKRAYYSLARCYQLLSYEETDT
                     VKTAELEGKLVASLKASVDWGNDVALPELLALLSELHTLSVTHQYLDFLLEHGNKGSI
                     LAMTSLAKIYFNRKDKHIYNYKLSARWMYFALALAPDDEKVNEVFFSRHARNRWVTHR
                     YVWSTSRIAVHEIPGQEHPIC"
     gene            complement(2217694..2217852)
                     /locus_tag="CH60_2065"
     CDS             complement(2217694..2217852)
                     /locus_tag="CH60_2065"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12315.1"
                     /translation="MTDFQLSYISLYCFLHLTFECILLFLICEVGAILIKWNYECTMV
                     TRIIETEN"
     gene            2218067..2220229
                     /locus_tag="CH60_2066"
     CDS             2218067..2220229
                     /locus_tag="CH60_2066"
                     /note="[S] COG2849 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="sel1 repeat family protein"
                     /protein_id="AJK13610.1"
                     /translation="MKKKLVALLILSYPSVAYLKQPPPAVPKPITFVAKIDNIDFNKT
                     AIDSDMKLLLADRFHFKTKTPCNKNTLSGRPESFGLTSEVYAAKIKSLLVEILSERYL
                     FLTIDQCDRGGTPMLTNIEVCTEALCGAEFMKKESYLWLNQDLKATVKRQATSVIPMP
                     LTFDKEKQLWKVAGWFIESSEETEELIPSKLLAFEGYTDDETFKTQKFVSTFKSYYSS
                     GNIQHILTYNKEGKEDGKYDSYYDEKGKLAETLVFKNGLVNGEYIIYHENGAIESKRH
                     FIDSKIADGECPHYYDNGKIKENHSYLNNKLEGKYFEYFPDGKIKDERTYHAGKVVGK
                     YTVYFESGKIRAIYNKNNKDQYHGTNEEYSPEGQLVSKSTYKEGKQLSSQTWYKNGKM
                     RQEEIYDNEGRKNGVSREWFDNGQLNTSTSYKNDILDGDSQKWNEQGEIVSLSPYKDG
                     KLQGEHKYYDSGKLLYTTMYKNDKKDGPDRRWSINTGKLIEEMPYVEGIRSGIKKEFN
                     DRTGRLLTTTPYVNNEIQGTGETYNADGVSIIHCYINNKSIDSLYNPIEIREKASQSD
                     DNAQYELGKYHYTCQDYDRGLKWLEKSADHKNIKALFLLAQMYNEGDGVKEDQTKYFS
                     YLLKAAQLGLSDAQVEIGYLYLVGEGVEKNLPEAYQWHIKAAEQGNVHAHYNLGWIYQ
                     NGDGTEKNLDKAKFHFTVAAKSGMREAYEELKKLESNK"
     gene            complement(2220349..2221557)
                     /locus_tag="CH60_2067"
     CDS             complement(2220349..2221557)
                     /locus_tag="CH60_2067"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK10512.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2221676..2222245
                     /locus_tag="CH60_2069"
     CDS             2221676..2222245
                     /locus_tag="CH60_2069"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12108.1"
                     /translation="MSFAHAQTLPDVYSVVERKLENALPLAEHPHYDAQAPYFELHRE
                     ILMFSSPERANTLLKKLDFSSKEAMLSLNISADWIAGTGNPDKAMVFLSQIGLEKPSS
                     FSAYKNYVDAWIEKKQPESALKLLMLDNSARNYYLPAVLDAYRDTPDQAVTIYKDIYG
                     DNIIEPTNQLRMLLAIAENRFHNLSMASG"
     gene            complement(2222199..2223182)
                     /locus_tag="CH60_2068"
     CDS             complement(2222199..2223182)
                     /locus_tag="CH60_2068"
                     /note="[GC] COG1819 Glycosyl transferases, related to
                     UDP-glucuronosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl transferase"
                     /protein_id="AJK13009.1"
                     /translation="MKTLDDLIPPATRCIDLLAPPFSGHLHPILALGRMLAKNYEVRI
                     ISTQDALARITAAGLKGIALPGEYDPLLQAIANPDYAVKSSPLKLYRQFKSAVGLLVE
                     FASALEKLYQHDGAPDLVIADFTLPVVGTVSKKLGIPWWTSLPSPCVLETLDGPPAYC
                     GGLYPAKTAMDNVSQFIARKKVRWFKKTLFWLFRRTISTTGITALYRADGTESAYSAD
                     CILALGDVAFEFTRTWPESVHFIGPALYTPPNLQPAPHFEAGRRHVLVTLGTHLAWHK
                     DEVVKAVERLARTMPESVFHFTEGDPNAACHQQTDNFIRLPWIDYETCFLQ"
     gene            complement(2223179..2223763)
                     /locus_tag="CH60_2070"
     CDS             complement(2223179..2223763)
                     /locus_tag="CH60_2070"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10657.1"
                     /translation="MNKITLQIAYITGRSSPESGSLSPVQLAFIKKLAQPGRELATLN
                     FPYRAGENEKKGYLAPGLIKASYHNCREYLSSRHPEFQTHYRPALLALLARAPHTVLL
                     SGSCGLELFNNLNLPKAMMSHVSIFAYGPVARQRPLCHHTLVQGQRDLISRFWCRQVD
                     SKVSGGHLNYLSNPALLTLCERFIAAVESTQGLR"
     gene            complement(2223760..2224914)
                     /locus_tag="CH60_2071"
     CDS             complement(2223760..2224914)
                     /locus_tag="CH60_2071"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 21 family protein"
                     /protein_id="AJK14400.1"
                     /translation="MIYLAAIWLGILLFKLIFTLRMMKRGTQAGCGVPQATATILQPV
                     LSGDPQLATVLEANVVALKQARFFWLIDDDDTVAREIAISIQSRYPDREIKASYFPPA
                     PEGVNPKVFKLEQAWREVASDILLVLDDDAFLSAESFGTLLNQIEEGALVTALPYYCA
                     DSNGYSRLLAQFVNDNSGFTYLPLLPFSPPLTINGMCYAISVNTLAQVGGFAAILHDL
                     ADDLALATLLRQHHIRLIQSTAPVRVQTSLSSGKKYIQQMHRWFLFATLLLREKTVLI
                     KLIIFLLQGLHPLLMWAMLLTVGWEWVTAAHGITGINLGIIAACLLIRHAALRHVQQA
                     IAPDIRSNPIFSLLSELMQPLHLLHALCNRTIYWRTRRYRVLSNKKFNSL"
     gene            complement(2224914..2225876)
                     /locus_tag="CH60_2072"
     CDS             complement(2224914..2225876)
                     /locus_tag="CH60_2072"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK14457.1"
                     /translation="MTNILITGASGFIGGAFMRRFACHDGIRLCGIGRRSVEGFPTSV
                     RYQALDLARLATLDFTPDVVIHAAGRAGPWGTRREYYRDNVVTTEQVIKFCQSRGNPR
                     LIYLSTAAVYYRYCHQLALTEQSEIGPEFANDYALTKHQGEALIEAYQGEKTILRPCA
                     VFGPGDQLLFPPLLDAASRHGLPLLISEVPARGELMHIDVLCDYLLKAAIKPELRLFY
                     NLSNAEPIEINEFLIDVLSKLGLPAPKREVRVATAMLIAGIIEGTYRLLRIKSEPSIT
                     RFGVGVLGYSKTLDVSAAIHDFGSPSRSLSQGLDAFIRWYKEQK"
     gene            complement(2226010..2227296)
                     /locus_tag="CH60_2073"
     CDS             complement(2226010..2227296)
                     /locus_tag="CH60_2073"
                     /note="[H] COG1541 Coenzyme F390 synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative adenylate-forming enzyme"
                     /protein_id="AJK13938.1"
                     /translation="MIPFMTLWHYFRIRRLHFANRKTLEAYQVKKLQQFSQQVLANSP
                     WFRRYASQPITAWPLMDKQLMMEHFDVMNTQGLHRDVLMACALGSEQDRDFSRQTGKF
                     SVGLSSGTSGQRGLFVVSPQEQQLWAGGILAKMLPDGVFAGERVALFLRADNNLYQSV
                     NNRWLSLAFYDLFQPFQSHAGLLEQQSPTIIVAPAQVLRALALAVMRGELHLTVKKVI
                     SVAEVLDEQDRQLLQQVFGHVGEVYQATEGFLAASCSHGTLHLNEEFLHIEPQWIDER
                     RFTPVITDFTRQTQPIVRYKLDDVLVVSDKPCPCGNPARAISHIEGRWDDQLLLPDPQ
                     GILQVIFADLCSRVLATALPLTADYRLIQRGDHHLHLMADCTASELECCRRAMVLMLQ
                     QQGIETERLCWQLEAVAVIPQFDRKRRRIIRQGVAG"
     gene            complement(2227293..2228099)
                     /locus_tag="CH60_2074"
     CDS             complement(2227293..2228099)
                     /locus_tag="CH60_2074"
                     /note="[R] COG0491 Zn-dependent hydrolases, including
                     glyoxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AJK11232.1"
                     /translation="MAKITTFEVGYCTHLACMALKGAPFRVCKFPARACLIEVDGHRW
                     LWDTGYATWFEQYTQSGVFRLYRQVTPVYFDPAQSLVTQLREQGYVNRDIHGLILSHF
                     HADHIAGLRDFSDLTFICSGDGWHKTRELRGVAALRQAFIPGLIPESFESSLQFIESF
                     PQQMLPSELAPFESGFALPGSKGQVILVPLPGHAVGHIGAFILTDNGWVLLASDAAWS
                     PLSYQQLRGPSRIANLLMADSRAYYQTLQRLNHLWRTGKTDIRLCHEGDL"
     gene            complement(2228092..2229108)
                     /locus_tag="CH60_2075"
     CDS             complement(2228092..2229108)
                     /locus_tag="CH60_2075"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK12035.1"
                     /translation="MKVLVTGATSGLGRNAAQWLLEAGHEVYAIGRDQLAGEELRKLG
                     ATFIPLDLTMTTMEVCQQWLKTCDVVWHCAAKSAPWGNPQDFHQTNVVVTHKLAQAAG
                     REGVKRFIHISSPAVYFDFRHHHDLPETYRASRFSSHYASSKYAAEQVLHECIAHYPD
                     TTYVILRPRGLFGPHDRVIVPRLLQQLSRDRNVLRLPGGGQAQLDLTFVLNVVHAMML
                     ATDNDGLRSGAIYNITNQEPQRLVTMLDSLLNQQLHINYTLQPVPYSLLSVVAAGMEL
                     VASMTQKEPLLTRYSVGAVYFDMTLNSERAINELGYRPRYSMAEGIVLAGEWLSAQRS
                     GQHG"
     gene            complement(2229122..2229652)
                     /locus_tag="CH60_2076"
     CDS             complement(2229122..2229652)
                     /locus_tag="CH60_2076"
                     /note="[I] COG0332 3-oxoacyl-[acyl-carrier-protein]
                     synthase III"
                     /codon_start=1
                     /transl_table=11
                     /product="3-Oxoacyl-[acyl-carrier-(ACP)] synthase III
                     family protein"
                     /protein_id="AJK10886.1"
                     /translation="MMRRSSLIFGDGAACAIVERGDGRSGILASLVEMYPTGSELCEI
                     RAGGTRCNPRSGMDNDDFLFHMQGKRLFRQASGIIEDYFQRLLEKSGLTLADIATVIP
                     HQASHLSLAHMRKRLHVPTDVLVDIYRDHGNQVAASIPTALHAAVMSGRFSPGKPVML
                     IGTAAGLTLAGMVLLP"
     gene            complement(2229621..2230130)
                     /locus_tag="CH60_2077"
     CDS             complement(2229621..2230130)
                     /locus_tag="CH60_2077"
                     /note="thiolase, N-terminal domain protein;
                     [I] COG0332 3-oxoacyl-[acyl-carrier-protein] synthase III"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11095.1"
                     /translation="MSTLLISAPHLAFKIIATGVSLPPDRVESSTLDRKLNKPVGYVE
                     QRSGVRHRYHATADANQAELAAAALHDALERHGINPSSIDLLISASAIAYQALPCTAV
                     HILKIAGLAPRIAGFDINSSCVSFISALQVAAGLLNAGTYQRIAIVSADLASRGIDWN
                     DEEIFTDLR"
     gene            2230767..2232755
                     /locus_tag="CH60_2078"
     CDS             2230767..2232755
                     /locus_tag="CH60_2078"
                     /note="[EH] COG0147 Anthranilate/para-aminobenzoate
                     synthases component I"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate binding enzyme family protein"
                     /protein_id="AJK11488.1"
                     /translation="MVFIKSTPLELTRRKNRPPSLYTYTYTYTYTYTYTPQVIPSSLS
                     FTQAIETAEMVRPQPWDKNHLSRWPLLHVALILPDIRRYQQQCGTLPNRLKHITGWPL
                     PPFGRIDSQHLSAQAREPLPEGVTSPMPCSGEPLYYAQCQQTICAPPLTMATKLVQRY
                     QEGARNISHSKSGSEGYSSLTDNEEWQPYAIYEKDGEFSVGIGLAALITAYPNYVHIR
                     YQQQNAHGDSFSGEQFQERVWLSSDIVGNISSALASIPIKEWRAYGLSQLELVHLFHN
                     PASHAAPGTALLQIFLPLHEYRLNRGSAIIRSLLPSHLPQLLTMLQQCDSDQYDNAPS
                     INKSSIYKSSSCEPSIYEPSIYEQPGDEYDENNQRAHKQDSHLQTQVERSAIEMQIRQ
                     TDPTIFCDRVAKTVNEIRQGKYQKAILSRQIPLPNNINLLASYQRGRINNTSARSYAF
                     RMQGFELMGFSSKTAVTVSANGCLITQLLTDTHALSSDQTQSVPLHHELRINTKDITE
                     HTSSILSVVATLTPICVPGSVAIVPYMKVLTCGKVQNLASCLQGQLQKGISHWQAMQS
                     LYPVAADIPKDHLMQATLHELGSWEAYSSSVLMVDSNGALDATLISESLSRKNKRFGL
                     RAGTEITHQADPLLKLEETHETLIAIARYLVLQTAMTD"
     gene            complement(2232933..2233505)
                     /locus_tag="CH60_2079"
     CDS             complement(2232933..2233505)
                     /locus_tag="CH60_2079"
                     /note="[S] COG3758 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hutD family protein"
                     /protein_id="AJK13783.1"
                     /translation="MSFTVFDFAGLPVSRWRNGGGETREIACWPVGGDDFAWRASIAT
                     IEQDGPFSLYPDIDRSITLLTGDGIVLSSPGLGVHKLSNPLQTFAFPGDVPVNGRLLG
                     GSSQGFNIMTRRGCWQATVSSVSSGQQLPASYGGLIYIVKGEWLICHTETHQLKAQQG
                     CWWLPTIKAGQLQPLAADSHLLWVTLVPGR"
     gene            complement(2233505..2234875)
                     /gene="hutF"
                     /locus_tag="CH60_2080"
     CDS             complement(2233505..2234875)
                     /gene="hutF"
                     /locus_tag="CH60_2080"
                     /EC_number="3.5.3.13"
                     /note="hutF: formiminoglutamate deiminase;
                     [FR] COG0402 Cytosine deaminase and related
                     metal-dependent hydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="formiminoglutamate deiminase"
                     /protein_id="AJK10508.1"
                     /translation="MPVYFTKRAFLPDGWAADVQIAVDELGDIQRISTGSSSSGCQVL
                     SGPVLPGMPNLHSHAFQRMMSGLAEVAGDPQDSFWTWRDLMYRLVQQLTPEQVGVIAR
                     QLYIEMLKGGYTQVAEFHYLHHSPDGSPYNDIGEMTAQLSQAAQDAGIGMTLLPVLYS
                     YAGFGAQPAQQGQSRFIQDTESYLRQQQVIRRQLANQPLQNQGLCFHSLRAVELSQMQ
                     QILHVSDKQLPVHIHIAEQQKEVNDCLAWCGQRPVAWLYGHLPVDSRWCLVHATHLDT
                     SELVMLANSQAVAGLCPTTEANLGDGIFPGVDYIHHQGRWGIGSDSHVSLDVVEELRW
                     LEYGQRLRDQRRNRLTCERQPAVADLLYSQALAGGRQACGRQISQLAVGYRADWLVLD
                     GDDPYIAGTRSASLLNRWLFAGGKSQIRDVYVAGKAVIVDRYHPLQQQTAQAFLAVLK
                     ACQQEV"
     gene            2235023..2235523
                     /locus_tag="CH60_2081"
     CDS             2235023..2235523
                     /locus_tag="CH60_2081"
                     /note="[K] COG2188 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="UTRA domain protein"
                     /protein_id="AJK13182.1"
                     /translation="MAEQSTVLQLSAAMDDIPAPIYQRVKLAIIRQIRTGTWQPHQRV
                     PSESELVTELGVSRMTINRALRELTNEGFLIRMQGVGTFVAEAKAHSALLEVHNIADE
                     IAARGHRHSSQVLHLEARPASPEEAIALGIQPGQQLFYSQIVTNGAIVIHTQRLKSDP
                     GGNLLS"
     gene            2235537..2235776
                     /locus_tag="CH60_2082"
     CDS             2235537..2235776
                     /locus_tag="CH60_2082"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK12295.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPAR"
     gene            2235815..2236558
                     /locus_tag="CH60_2083"
     CDS             2235815..2236558
                     /locus_tag="CH60_2083"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK12756.1"
                     /translation="MTILRAFIRSLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSP
                     LHVFVAVLGYSRMLYIEFTDNMRYDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRD
                     AYQTGQHRFHPSLWQFGKEMGFSPRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLR
                     PMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDV
                     HLDENLVNFDKHPLHHPLSIYDSFCRGVA"
     gene            2236558..2237337
                     /locus_tag="CH60_2084"
     CDS             2236558..2237337
                     /locus_tag="CH60_2084"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14443.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2237440..2237613)
                     /locus_tag="CH60_2085"
     CDS             complement(2237440..2237613)
                     /locus_tag="CH60_2085"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11901.1"
                     /translation="MSFLDNLKKLVNGVRVQIKCPGCRADSVQSAEKVQKNIALICPK
                     CGCLFLPQDTPQP"
     gene            complement(2237904..2238137)
                     /locus_tag="CH60_2086"
     CDS             complement(2237904..2238137)
                     /locus_tag="CH60_2086"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13943.1"
                     /translation="MKKVSIIAQCLINAKNFSEMSEAESSIKKVFSDSYSEHSFDEWN
                     TDVSTLSANRIISLVAGASKVRVRGLIQELWNH"
     gene            complement(2238292..2239548)
                     /locus_tag="CH60_2087"
     CDS             complement(2238292..2239548)
                     /locus_tag="CH60_2087"
                     /codon_start=1
                     /transl_table=11
                     /product="patatin-like phospholipase family protein"
                     /protein_id="AJK14265.1"
                     /translation="MITRWKLIRSIALLLGISFLAACSQLPRNPVPVALMPAAEIPGM
                     PNIRAGAGHISAVFEADLLQSYKDESKEMFRQADGTRVYPHLALSGGGPNGAFGAGFL
                     NGWTETGKRPVFKVVSGVSTGALIAPFAFLGSDHDKALHDFYTTTTTRDIFHINNLLF
                     RLFFRESLADTSPLSQLIDGHITPQLLSEIAKAHKGGRRLYMGTVDLDSQRFIVWNMG
                     LIASKGTPEALMLFRKVMLASSSVPVAFSPVFFDVVANGKHYDEMHVDGGVAARVFYN
                     GGVYSSKVVRARAGLADSKEDIYIIHNGQLGPQPEPTPRLVRNIALRTLDSTSKAALV
                     GDLYRIYAFSLAEQSGFHWITIPPDVDINGAEIFDPVKMERLYQAGYAEGLRGPEWSL
                     RPPGSIEMEVLLKEAATIQTNQMPAD"
     gene            complement(2239941..2240189)
                     /locus_tag="CH60_2088"
     CDS             complement(2239941..2240189)
                     /locus_tag="CH60_2088"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11126.1"
                     /translation="MKQFPFDKRYEIEDAHGSVEYYIDGDEYIRNQDGIPGYRIDGYE
                     VYEQGIESKLAGFLEGKHITTPDADTLLTILDEQSPVD"
     gene            2240768..2240962
                     /locus_tag="CH60_2089"
     CDS             2240768..2240962
                     /locus_tag="CH60_2089"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12508.1"
                     /translation="MLIGFVLLVSACGMDACEALPVTEDIYSTRHECMDVALRLHERR
                     PDVVLLCGEVYRQPDDEKHP"
     gene            2241364..2242593
                     /gene="alr"
                     /locus_tag="CH60_2090"
     CDS             2241364..2242593
                     /gene="alr"
                     /locus_tag="CH60_2090"
                     /EC_number="5.1.1.1"
                     /note="alr: alanine racemase;
                     [M] COG0787 Alanine racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine racemase"
                     /protein_id="AJK13804.1"
                     /translation="MHVRFRHLFLLPLITLVACSQPVSKNHLSLTSLSANAQQPVVNN
                     AWLEISQGALDFNTKKMLTLLDNKSTLCAILKGDAYGHDLTLVTPVMLKNNVQCIGVA
                     SNQELKTVRDLGFTGQLIRVRSATLKEMQQAMAYDVEELIGDKTVAEQLNNIAKLNGK
                     VLRIHLALNSAGMSRNGLEVSKARGLNDAKTIAGLKNLTIVGIMSHYPVEDASEIKAD
                     LARFQQQAKDVIAVTGLKREKIKLHVANTFATLAVPDSWLDMVRVGGVFYGDTIASTE
                     YKRVMTFKSNIASLNNYPKGGTVGYDRTYTLKRDSLLANIPVGYADGYRRVFSNAGHV
                     IIQGQRLPVLGKTSMNTVIVDVTDLKKVSLGDEVVLFGKQGNAEIQAEEIEDLSGALF
                     TEMSILWGATNKRILVD"
     gene            2242973..2244181
                     /locus_tag="CH60_2091"
     CDS             2242973..2244181
                     /locus_tag="CH60_2091"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13785.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(2244535..2245488)
                     /locus_tag="CH60_2092"
     CDS             complement(2244535..2245488)
                     /locus_tag="CH60_2092"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK11118.1"
                     /translation="MLSLKTTGLIISSLLLFFSLLLLTGLLLLTKYDATYKHSVNNTP
                     KIEPHRVELPALPLIQQAVAGLVPAVDGPHKELIMSQVCALARGERSQEQVAQTLVKF
                     GIDISNIPQQGHPLSLLVETDKSSRIIGCAAYVANSVMVVPKPTEFMTSTDKPSGVSS
                     GKKNEVGTKEKTLSIDAKKLAQYLRVQLSVARADADIFVIIAVELQKKSGLTADQYTV
                     QAKKIFSEYALAYLQRVKALHAESGGTHYKLIIYSDEYFKFISSDGYLFEYGYDGLSL
                     YFNKIPWYEGGKLLGKDYFLSTSYSEPVLAKRIQGEALSHK"
     gene            complement(2245588..2246022)
                     /locus_tag="CH60_2093"
     CDS             complement(2245588..2246022)
                     /locus_tag="CH60_2093"
                     /note="yadA-like C-terminal region family protein;
                     [UW] COG5295 Autotransporter adhesin"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12604.1"
                     /translation="MADRENSVSVGSVGNERQLTNIAVGTQGTDAVNLDQLNHSMSNV
                     TNDANAYTDQRYSALKEDLKKQDSTLSAGIAGAMAMASLTQPYTPGASMATIGAASYR
                     GQSALSVGVSSISDSGRWVSKLQASSNTQGDMGVGVGVGYQW"
     gene            complement(2246009..2248291)
                     /locus_tag="CH60_2094"
     CDS             complement(2246009..2248291)
                     /locus_tag="CH60_2094"
                     /note="[UW] COG5295 Autotransporter adhesin"
                     /codon_start=1
                     /transl_table=11
                     /product="coiled stalk of trimeric autotransporter adhesin
                     family protein"
                     /protein_id="AJK10717.1"
                     /translation="MKSIQKCDCNYLVRFAVSDSFIRDNSFRSLLAIFMVTIFVPNTA
                     FSQLYVNNANDPGCYVIADGGFTGVTNSDQNCYTLSLNNINTNGGQLFVGGKGGIAGK
                     PSFIATPWTGTFTTAVGTSNVATAYGFIATPWTGTFTTAVGTSNVATAYGFVVQSNGA
                     FINGDTYVKGGLFLNGRKATNLAPATISSTSTDAVVGSQLYTVIQDGTRYFHANSVNP
                     QDSVPAGQDAIAVGPATVVNGNNGIGIGSSAVVGPSAVGGIAIGPNTQATGIASTALG
                     AGSQAHGSQSLALGAGATASQANSIALGASSVTTVGAESDYSAYGLTAPQTSVGEVGM
                     GTAQGNRKITGVAAGSADYDVVNVAQLTAVGDKVEQNTADITSLGGRVTNVEGGMTRI
                     TNGGGIKYFHTHSTEPDSVASGSDSVAIGPNAQASGTTSIAMGAGSTAQGAQSLALGA
                     GAAASQANSIALGASSVTTVGAESDYSAYGLTAPQTSVGEVGVGTAQGNRKITGVAAG
                     SADYDAVNVAQLTAVGDKVDQNTADITSLDGRVTNVEGEMASITNGGGVKYFHTHSTE
                     SDSVASGSDSVAIGPNAQASGTASVASGKGTLASGNGAVAIGDAASVSAEGSVALGQG
                     SADNGRGAESYTGKYSTTDNTTSGTVSVGNAATGETRTVSNVADGREAMDAVNLRQLD
                     GAMAAVGDTVSGLQNGTDGMFQVNNNSGQAKPSVTGTDAMAGGGRLRGVWQPQYRDGY
                     GQQGDGGKQHRAGGQLSGGS"
     gene            complement(2248648..2249412)
                     /locus_tag="CH60_2095"
     CDS             complement(2248648..2249412)
                     /locus_tag="CH60_2095"
                     /note="[V] COG3023 Negative regulator of beta-lactamase
                     expression"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AJK14233.1"
                     /translation="MYNIDYNSFRSVKGFNRRVRFLVMHYTAFNFKDSIDALTGPSVS
                     AHYLVPDPTEQTYIDAGFKDMRIFNLVDENERAWHAGVSYWDGRNNLNDTAIGIETVN
                     LATDNDGVFTFPPYNVTQIAAIKALASNILYRFPDITPVNVVGHSDIAPGRKSDPGAA
                     FPWKALYDAGIGAWYDDETKQRYLDQFLCSLPSKNDIISKLKRYGYDTSGAVSEVGYN
                     QLIRAFQLHFRPCNYDGIPDAETVAILYALVDKYKP"
     gene            complement(2249983..2250627)
                     /locus_tag="CH60_2096"
     CDS             complement(2249983..2250627)
                     /locus_tag="CH60_2096"
                     /note="[NT] COG3143 Chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis phosphatase, CheZ family protein"
                     /protein_id="AJK11130.1"
                     /translation="MNNHPMPATDAASASDIISRIGSLTRMLRDSLRELGLDQAIAQA
                     AEAIPDARDRLDYVVHMTAQAAERALNCVEAAQPRQNELESSAKALKIRWDEWFANPI
                     ELSDARSLVTDTREYLAVVPQHTSFTNAQLLEIMMAQDFQDLTGQVIKRMMDVVQEIE
                     KQLLMVLMENIPDIPSKPQKPTDSLLNGPQMDKNVAGVIASQDQVDDLLDSLGF"
     gene            complement(2250637..2251026)
                     /gene="cheY"
                     /locus_tag="CH60_2097"
     CDS             complement(2250637..2251026)
                     /gene="cheY"
                     /locus_tag="CH60_2097"
                     /note="[T] COG0784 FOG: CheY-like receiver"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis protein CheY"
                     /protein_id="AJK14050.1"
                     /translation="MADKNLRFLVVDDFSTMRRIVRNLLKELGFHNVEEAEDGVDALN
                     KLRAGGFDFVVSDWNMPNMDGLDLLKTIRTDGALATLPVLMVTAEAKKENIIAAAQAG
                     ASGYVVKPFTAATLEEKLNKIFEKLGM"
     gene            complement(2251127..2252176)
                     /locus_tag="CH60_2098"
     CDS             complement(2251127..2252176)
                     /locus_tag="CH60_2098"
                     /note="[NT] COG2201 Chemotaxis response regulator
                     containing a CheY-like receiver domain and a
                     methylesterase domain"
                     /codon_start=1
                     /transl_table=11
                     /product="cheB methylesterase family protein"
                     /protein_id="AJK14186.1"
                     /translation="MSKIRVLCVDDSALMRQLMTEIINSHPDMEMVAAAQDPLVARDL
                     IKKFNPQVLTLDVEMPRMDGLDFLEKLMRLRPMPVVMVSSLTGKNSEITMRALELGAI
                     DFVTKPQLGIREGMLAYSELIADKIRTAAKARLPQRVLENKPAMLSHTPLLSSEKLIA
                     IGASTGGTEAIRAVLQPLPPTSPALLITQHMPPGFTRSFAERLNKLCQITVKEAEDGE
                     RVLPGHAYIAPGDRHLELARSGANYQVRIHDGPAVNRHRPSVDVLFRSVAQYAGRNAV
                     GVILTGMGNDGAAGLLEMHRAGAYTLAQNEASCVVFGMPREAIAMGGVNDVVELNQIS
                     QRMLAQISSGQALRI"
     gene            complement(2252176..2253048)
                     /gene="cheR"
                     /locus_tag="CH60_2099"
     CDS             complement(2252176..2253048)
                     /gene="cheR"
                     /locus_tag="CH60_2099"
                     /EC_number="2.1.1.80"
                     /note="[NT] COG1352 Methylase of chemotaxis
                     methyl-accepting proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis protein methyltransferase"
                     /protein_id="AJK10638.1"
                     /translation="MKSAPQSLPQESGSILTQMIQRLPLSDIHFRRICQLIYQRAGIV
                     LAEHKREMVYNRLVRRLRLLNISDFGQYLALLESDPNSAEWQAFVNALTTNLTAFFRE
                     AHHFPLLAEHARQRAGGYSVWSTAASTGEEPYSIAMTLCDVLGNRAGACQILASDIDT
                     QVLEKATSGVYRQDELRSLSTQQMQRYFLRGTGPHQGMVRVRPELTNLVQFQQLNLLA
                     PEWALPGQFDAIFCRNVMIYFDKETQERILRRFVPLLKPGGLMFAGHSENFSQISREF
                     YLRGQTVYGLTKER"
     gene            complement(2253221..2254831)
                     /locus_tag="CH60_2100"
     CDS             complement(2253221..2254831)
                     /locus_tag="CH60_2100"
                     /note="conserved hypothetical protein;
                     [NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13488.1"
                     /translation="MFGQIRISTSFFLLLMFLCAIQLISSGLSFTAFRSDYQNLNRVE
                     LSSQQRDALSLSWVSLLQARNTLNRAATRSALNVPQEQVNALMGSARSALQKAELYFN
                     QFQAVPRLDESESSGQLLDATKNSYQNLRSALRELIDFLEAGDLQAFMDQPTQKTQDL
                     FEADFIQYLQYANEVIADAGQQNQQAYQLSIWIFSGAILMVITMAISSLIWLRNMFVR
                     PLATMREHFGRIAQGDLSGQISVTGRNEISQMFASLRTMQQSLISTVSNVREGTESML
                     TGIQEISAGNNDLSARTEQQAASLEQTAASMEQLTATVKQNADNAHQATVLAQEASGT
                     AAKGGELTASVVTTMHAIATSSQKIGAITSVIDGIAFQTNILALNAAVEAARAGEQGR
                     GFAVVAGEVRNLAQRSAQAAKEIKGLIDESVSRVRQGSTLVESAGTTMEEIVRSVARV
                     TDIMGEIESASDEQSRGIEQISLAVTQMDQVTQQNASLVEEAAAAANALEEQASMLSD
                     AVSVFRLGQGHDEQSVAGNSQQSLATHY"
     gene            complement(2255015..2256688)
                     /locus_tag="CH60_2101"
     CDS             complement(2255015..2256688)
                     /locus_tag="CH60_2101"
                     /note="conserved hypothetical protein;
                     [NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11186.1"
                     /translation="MFKRMKVVTSLLLVLVLFGALQLVSGGLFFKSLQNDQENFNVLQ
                     VIRQQQSVLNESWVYLLQTRNTLNRAGVRYMMDINHTGSGPTVKDLISSAKGTLSVAE
                     DRFKRYEKIPQNSSQDPEGAKKLKQSYEEYFSALTELINLMETNKINEFFNHPTTSFQ
                     NEFEQNYNNYLTQNDGLYDSAVEDSNQSFSFAMGVVITVLVVVLVMMLLVWLGMQQIL
                     IHPLNHLIAHIKHIANGDLTQNIEVHGRNEVGTLAASLKHMQSELVTIVGEVRVGADA
                     IYSGASEIAVGNNDLSARTEQQAASLEETAASMEQLTATVKQNAENARQASQLALSAS
                     ETAQKGGKVVADVVQTMHEIAGSSQKIADITSVIDGIAFQTNILALNAAVEAARAGEQ
                     GRGFAVVAGEVRNLAQRSAQAAKEIKGLIDDSVNRVDLGSVLVESAGETMGDIVNAVT
                     RVTDIMGEIASASDEQSRGIDQIGQAVAEMDRVTQQNASLVEESASAAASLEEQASML
                     TQAMSVFVLSVDNSNSTSDVRKVKQPTQEMNSTAKKALGNNLQDNWETF"
     gene            complement(2256929..2257600)
                     /locus_tag="CH60_2102"
     CDS             complement(2256929..2257600)
                     /locus_tag="CH60_2102"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AJK11145.1"
                     /translation="MKLMCKWGAILMSPFFLSACVTNQLSDDIRGHEKGYTHYNDDII
                     VGVSLAKQGDNKNWAFVGTHFDYVLSSGADEFLTLLVTGQIDKKKIEVVRDGSFNLNK
                     KKDGFTGKIALKYRYQTAEERGKIEPLIKGADWNCPSLTETTGICNINLNNLVGTIHR
                     KGATPADIFRFEHPLQVKFYSKNTTSAKRALYPVAVAADVVMLPVYLLSAAAVAAFYG
                     VVSLN"
     gene            complement(2257699..2260575)
                     /locus_tag="CH60_2103"
     CDS             complement(2257699..2260575)
                     /locus_tag="CH60_2103"
                     /note="conserved hypothetical protein;
                     [S] COG5373 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11694.1"
                     /translation="MEYWLLIFLLIFLFVIYMQISALSNSVKYIREEIGRLRNELAPR
                     LPEPTVATVVATVKEEITPTNLADDVAASEVWTPDYATYQNYLLTKQQSQIKEMALAY
                     AAKKEPARPIEYRIADRQVVLEPQDGAPQESPKMDAGPASGHPQKPDVWTKLENVLFS
                     LKSPESFWKRIEQEFAARWMVWIGGMIMALGVIFLLKAGSEQGLFGPNLRIGTAIVLS
                     VLMVVGGEWLRRSRFQLPLVNAGYIPAALSGAGILGLFASMLAAKYLYDMFPMPVLML
                     LLSLISLLAMVLALWQGPFMAALGLLGAYTVPLFVSTGSGNVTGLLAYLFLVSLASIG
                     LMSRVYRHWLWLGAMVGNYLWLLVSLFIATSEHQLARSLFLLATTYGFLAWPHLGWAL
                     KSKIRFRHNDWKNWPPALLDPLLTGLIAGLSLLALTLSANHSILVWSTLVFSCISLLL
                     IARRSPSLDLFVPLAAILAISPFINAGTLFEPETVWTSLLALSTLALFCGIYGSYQVT
                     RPVYRKLWWALLSVLVPMYLVASTYYACRDNFELAPVKYTLLAVCLAMYIAWNAFSDG
                     YRRGSALLRTIYQVAAQLTLTFALFMAFSQVTLTLLLAGQLLVLVLWQRWRQVSLLSW
                     ILKLHAIILLVRLSMNPYILGYSSPLHIGSVVIPWTLYGFGIPILCLWLSSRWLPARR
                     GEQTANWLAANAIYLLALWINVELRHLLHGSYHLSLDFASLTDCALHGVTFGLMALAY
                     GYREQFADSLQRIYRLAAKTSAILMLTLTLLCLVVFNPIWSAQQVGGLPLLNMVTVAY
                     AIPMVFMVVALRYWPDHWLDIRLKPYVIGAIALLGMVFITLTVRQLWHGDRLDNDIVY
                     SGEQYSYSLAWMLTAIGMMYSAIHWPNYKVRRASLGLLALTIVKLFLWDMSGLEGLYR
                     SVSFLGLGLCLVAIGWFYQKFVVMKEVIEQNKDQPTADVVQSGQ"
     gene            complement(2261103..2264909)
                     /locus_tag="CH60_2104"
     CDS             complement(2261103..2264909)
                     /locus_tag="CH60_2104"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK10776.1"
                     /translation="MLKHFRLGLFTANVQADTGSQHSFSRVPAAAINPITLAIVVAFS
                     TIALPPMALAACTSPGVGTYVCEGENTDGIILSGTDIAVETQPGFSIIVPENGDPALS
                     LVGSGTISYLDTNSSALDTTGADSLYIQNDTHTTGQSSSINVQTNGSMGSGINISNHS
                     GADSTVQVDVSGTLFGDLNGSPALLIYSSAENNSTILMNINTIFGDVGIRSDNTSFNG
                     TAITNVDIANDINATYSGATINNSGSGGTSVVNFNSKSIITELDALNIYNTNYSGAVI
                     TNVDIDGDVISTTSQATSFYNDAYNGSANFTFRANNVTGEYSGISINNSSHNSANNNH
                     DNAVITDILLTGDLTSTSGSGLQINSYMDDGDIKVSAQLENIYSYYEALSVRADTLTG
                     NLQFNIDVSGNIVAENGLGFMVMGGASEGNSTMIINANNISSGSQALNIYNYSGLGSA
                     FTAVTATGHLVSEQGIGAMFSTYVSQGDATAVINLNDITTAGSGVKIDTIANGGNSTT
                     YLTVVGQINSSLYDGIDLRATATEGNTLVSIDVNNIASEYDAIHLDNKNYTTGADNGT
                     STIDLITRGALVSQQGYGINIETNTADTYVTVGGLVHGGNGTAIGIHRLDNIQTSATL
                     ELQSGYALEGVTQALVFNGSYAEINDAALDLANSHLVLGGAGDAAFDLTRIDNREEAI
                     LDGDPNRITGFGTLTKTNNSIWTLTGANMADGDANAFLSANIAGGILVLDNATLGLTP
                     DAGALTGATVNRLSAADIAADPTLVATETGALTLAEGGALSSLGDSVLSGNLISAGGI
                     LLSNHYTGGNGAATDDRLTVTGTYFGENNGSGEGAWLALDTVLGDDDSATDRLVINGD
                     ATGTTSVRVNNAGGLGDKTLNGINLITVDGLAQDDTFLLAGDYVTTDGYQAVVGGAYA
                     YTLQADGEAATAGRNWYLSSELMLTEGVRYQAGVPLYEQYPQVLAALNTLPTLQQRVG
                     NRYGAPGALADLDFDNNQWAWGRIEGSHQVTDPARSTSGSQREIDVWKLQTGIDVPLY
                     QSQDGSLLTGGVNFSYGKAKADIHSFFGDGRINSAGYGLGTSLTWYGNNGVYVDGQLQ
                     TMWFDSDLSSRTAGHAVASGNNGRGYTSAIEAGKGYALGNGLSLTPQMQVTYSRVDFD
                     TFRDPFDSEVSLQEGDSLRGRIGVSLDKETTWSAKDGTTRRSHIYSHLDLHNEFLNGS
                     KVQVSGVEFATRDERQSVGLGAGGTYEWQNGRYAVYGNVNLLGATRNVSDNYAVGGTI
                     GARVSW"
     gene            complement(2265384..2266049)
                     /locus_tag="CH60_2105"
     CDS             complement(2265384..2266049)
                     /locus_tag="CH60_2105"
                     /note="[S] COG2964 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH domain protein"
                     /protein_id="AJK11334.1"
                     /translation="MRDILNKAFTDDDRRLLQSYIPFIECLGQFFGEYCEIVLHSFED
                     LHRSVIHIVNGHVTGRELGAPVTNIALEKLTEFKSSKEMWDVYFSNKDTRPFKSSSTL
                     IVNKQGDPIGMICMNMAMDMPMNAFIDIFMKANNSCRNESFTQDVNNLVQSHLEPVKS
                     MVYANKDIPSKNKNFEIIKELNETGLFELPVTNKIVSASLGISPVTIYKHLRTLNAQK
                     VSE"
     gene            2266239..2267225
                     /locus_tag="CH60_2106"
     CDS             2266239..2267225
                     /locus_tag="CH60_2106"
                     /codon_start=1
                     /transl_table=11
                     /product="xylose isomerase-like TIM barrel family protein"
                     /protein_id="AJK12815.1"
                     /translation="MKIGLETESYHLFFQQGKMDIFDFIDKAWSLGLDGVEINIIPDE
                     GLHPEFGVLSSDDPTYLARVRHAIEQRNLYCEIDTRFTSVKAISKAVQFASALGADVI
                     RTYMFRRGQYEPLEYPRIIHELKSLVPLLQANRIRLAVENHEDETADEIIQIVKAVDS
                     LWVGAHCDIGNGMMAWEEPVVTVSQLAPFTYSTHFKDHIVTQHDEQLVVCGVPIGEGS
                     IDIDNCFRILVEKSGITRVNIETCFPYASAFSRPCNPNEVSTLKGTFEVKTPPFDSSR
                     IKPLEYYYPDKISPELLQELMQAQDHCVYTSVQVLKALRDKYCPNTTTGIVE"
     gene            2267222..2267599
                     /locus_tag="CH60_2107"
     CDS             2267222..2267599
                     /locus_tag="CH60_2107"
                     /note="rutC family protein PH0854;
                     [J] COG0251 Putative translation initiation inhibitor,
                     yjgF family"
                     /codon_start=1
                     /transl_table=11
                     /product="rutC family protein"
                     /protein_id="AJK11838.1"
                     /translation="MIIKTQNAPAAIGPYSQGVVAGNLLFISGCCPFSEKDGSVVGID
                     ITEQTIQAMKNLKAIVEATGSYMNDVVKTTCFISDMNNFQSFNTIYAGYFPSGTFPAR
                     SCVEVARLPKDVLIEVEAIVSLK"
     gene            2267612..2268847
                     /gene="yihN"
                     /locus_tag="CH60_2108"
     CDS             2267612..2268847
                     /gene="yihN"
                     /locus_tag="CH60_2108"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein yihN"
                     /protein_id="AJK12882.1"
                     /translation="MNKWTKLCFLILGGGTIFKLSSMKDVFYIPMQQDWGLTNTQIGF
                     GFTVYAIIQTVGLFSSLYIADRFSKKILLPVGLIGVGLCGAYLATLPPFTGYLIAFGA
                     MAFFGEVVYWPVLLKAVRLLGTKEEQGRMFGFLEAGRGVIDVLIASGALFVFVQFGEG
                     KAGMQAGLIYYTIATILVGVITWFIVDSDDKIKVDNADKVNKHVLAGIKDVIKSPNLW
                     LASFCIFFVYSAYCGLTYFIPFLKDIYGLPVALIGAYGIINQYGLKMVGGPVGGFLAD
                     KVAKSPTVYLKWTFLISAIAMILFIQLPHDSMNVYLGMMATLGFGAIIFSQRAIFFAP
                     MDEIGTSREHAGSAMAFGCIIGYMPSMFAYALYGSLLDNFEGIQGYNYIFSLMVAFSL
                     LGFICATILTKRMRAVAVA"
     gene            complement(2269139..2269636)
                     /locus_tag="CH60_2109"
     CDS             complement(2269139..2269636)
                     /locus_tag="CH60_2109"
                     /note="[NT] COG0835 Chemotaxis signal transduction
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cheW-like domain protein"
                     /protein_id="AJK14004.1"
                     /translation="MAGLATVTKLAGETVGQEFLIFTLGDEEYGIDILKVQEIRGYDQ
                     VTRIANTPAFIKGVTNLRGVIVPIIDLRVKFAQQGVTYNENTVVIVLNFGQRVVGIVV
                     DGVSDVLSLTNEQIRPAPEFAVTLATEYLTGLGSLGERMLILVDIEKLLSSEEMSLID
                     SVSKA"
     gene            complement(2269799..2271970)
                     /locus_tag="CH60_2110"
     CDS             complement(2269799..2271970)
                     /locus_tag="CH60_2110"
                     /note="[NT] COG0643 Chemotaxis protein histidine kinase
                     and related kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="signal transducing histidine kinase, homodimeric
                     domain protein"
                     /protein_id="AJK11794.1"
                     /translation="MSMDITAFYQTFFDEADELLADMEQHLLLLDPLTPDNEQLNAIF
                     RAAHSIKGGAATFGFTVLQETTHLLENLLDGARRDEMRLSTEIINLFLETKDIMQEQL
                     DAYKTSQEPHSESFEYICQALRQLALDALDQPTTEDQPTTENQSATDQHSTAANTQAT
                     ASTRVSSSLAGNTSPALLQGGMRIRLSGLKAPEISLMLEELGNLGEVQDPHQGADSLE
                     ATLITSVSEEDISAVLCFVLEPEQISFVSAGDTEQIYAEQTVESEQSSEPERLFEPAI
                     TEASVIAESVQPVATPAATPAVEVQSTLKADVHAAPANAEQVRPKAKASESTSIRVAV
                     EKVDQLINLVGELVITQSMLAQRSSSLDPVINGDLLNSMGQLERNARDLQESVMSIRM
                     MPMEYVFSRFPRLVRDLASKLNKQVELTLLGSSTELDKSLIERIIDPLTHLVRNSLDH
                     GIEEPATRIAAGKSPVGNLTLSAEHQGGNICIEVIDDGAGLNRQRILAKAQSQGLAVN
                     ENMSDEDVGMLIFAQGFSTAEQVTDVSGRGVGMDVVKRNIQEMGGHVQVSFQAGLGTS
                     IRILLPLTLAILDGMSVKVSNEVFILPLNAVMESLQPLAEDLHPLAGGERVLQVRGEF
                     LPLVELYRVFDVKNAKTEATQGIVVILQSAGRRYALLVDQLIGQHQVVVKNLESNYRK
                     VPGISAATILGDGSVALIVDVSALQALNREKRVAADEVVTA"
     gene            complement(2271981..2273264)
                     /locus_tag="CH60_2111"
     CDS             complement(2271981..2273264)
                     /locus_tag="CH60_2111"
                     /note="[N] COG1360 Flagellar motor protein"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane MotB of proton-channel complex
                     MotA/MotB family protein"
                     /protein_id="AJK14083.1"
                     /translation="MKHQNHPVILVKKRKTKHGAAHYGGSWKIAYADFMTAMMAFFLV
                     MWLLAVSSPQELTQIAEYFRTPLKVALTSGDKSSSSTSPIPGGGDDPTQQVGEVRKQI
                     NSEESRQEIHRLNKLREKLDQLIESDPRLKALRPHLLINMMDEGLRIQIIDSQNRPMF
                     KMGSAQVEPYMRDILRAIAPILNDIPNKLSLSGHTDDLPYARGERGYSNWELSADRAN
                     ASRRELLAGGLDEGKILRVVGMASTMRLKEQASDDPVNRRISILVLNKQSQHDIEHEN
                     LDNRALDIEKATGLKQIDTHGTVPVAAVTPSSAVTQSSAITQSSAITPSSAAIPSPAV
                     IPSSVTTQSATTTQASAVALSSAGVLPSDVTLPGTVALPAAEPVNMQPQPMSTTETQQ
                     SSTGNITSTANGPTTSLPAAPASNIPVSPTSRDAQ"
     gene            complement(2273261..2274148)
                     /gene="motA"
                     /locus_tag="CH60_2112"
     CDS             complement(2273261..2274148)
                     /gene="motA"
                     /locus_tag="CH60_2112"
                     /note="motA1: flagellar motor stator protein MotA;
                     [N] COG1291 Flagellar motor component"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor stator protein MotA"
                     /protein_id="AJK12011.1"
                     /translation="MLVILGYLVVLGAVFGGYTLVGGHLGALYQPAEFLIIAGAGIGA
                     FIVGNNGKAIKATMRAMPKLMRRSKYNKALYMDLMALLYRLLAKSRQQGMLSLERDIE
                     NPLESEIFSNYPRIMADKTLVEFITDYLRLIVSGNMNAFEIEALMDEEIETHEQESEV
                     PAGSLAMVGDSLPAFGIVAAVMGVVHALASADRPAAELGALIAHAMVGTFLGILLAYG
                     FISPLATLLRQQSAETTKMMQCIKVTLLSSLNGYAPQIAVEFGRKTLYTTERPSFIEL
                     EEHVRRVKAPASQATEEDA"
     gene            complement(2274353..2274934)
                     /locus_tag="CH60_2113"
     CDS             complement(2274353..2274934)
                     /locus_tag="CH60_2113"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar transcriptional activator family
                     protein"
                     /protein_id="AJK14075.1"
                     /translation="MVEKSIVQEAKDIHLAMELITLGARLQMLESETQLSRGRLIKLY
                     KELRGSPPPKGMLPFSTDWFMTWEQNIHSSMFYNAYSFLLKSGYCTGVEAVIRAYRLY
                     LEQCPDLPEVPPLLALTRAWTLVRFVDSGMLQLSRCNCCGGTFITHAHQPLNSFVCSL
                     CQPPSRAVKKRKLSPQSADITSQLLDEQVRRAV"
     gene            complement(2275032..2275289)
                     /locus_tag="CH60_2114"
     CDS             complement(2275032..2275289)
                     /locus_tag="CH60_2114"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar transcriptional activator family
                     protein"
                     /protein_id="AJK12155.1"
                     /translation="MSTSELLKHIYDINLSYLLLAQRLINDEKASAMFRLGITDTMAD
                     ALSQLTLPQMVKLAETNQLVCHFRFSDHNTIHHLTNRVSRG"
     gene            complement(2276477..2279176)
                     /gene="mgtA"
                     /locus_tag="CH60_2115"
     CDS             complement(2276477..2279176)
                     /gene="mgtA"
                     /locus_tag="CH60_2115"
                     /EC_number="3.6.3.2"
                     /note="ATPase-IIIB_Mg: magnesium-translocating P-type
                     ATPase;
                     [P] COG0474 Cation transport ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="magnesium-translocating P-type ATPase"
                     /protein_id="AJK11539.1"
                     /translation="MRKLEKTDANRSNNKKPFAIALEAKNSLEQTLFKLNTHLNGLTE
                     EDARERLELYGINQVAHEKAPPAFLQLLAAFNNPFIFVLIILASISFFTDYWLPLQEG
                     GETDLIGVSIIVTMVLISGLLRFWQEYRTNKAAEALKSMVRTTATVLRRGHYGAKPTQ
                     QEIPINQLVPGDIILLSAGDMIPADLRLINSRDLFVSQAILTGEAIPVEKYDAMGCVS
                     SKSVDAGAGSEGELLELSNICLMGTNVASGTAMGVVVATGGHTYFGSLAKSIVGTRAQ
                     TAFDRGVNSVSWLLIRFMLVMVPIVLLINGFTKGDWTEAALFALAVAVGLTPEMLPMI
                     VSSNLAKGAIAMARRKVVVKRLNAIQNFGAMDVLCTDKTGTLTQDRIILEHHLDVSGC
                     NDNKVLQLAWLNSFHQSGMRNLMDQAVIKFSRGKPEIEALRNFNKVDELPFDFIRRRL
                     SIVVKDAQQQQHLICKGAVEEMLSICTHVREGDDIFPLDAARRATLQALATQYNEDGF
                     RVLLLATRELGAQVSPVPLNIDDERDLVVQGLLTFLDPPKESAAAAIAALRENGVAVK
                     VLTGDNPIITAKICRDVGLEPGEPLNGRDIEAMDEATLAREVELRTVFTKLTPLQKSR
                     VLKMLQSNGHTVGFLGDGINDAPALRDADVGISVDTGTDIAKESADIILLEKDLMVLE
                     AGVIKGRETFGNIIKYLNMTASSNFGNVFSVLVASAFIPFLPMLAIHLLLQNLMYDIS
                     QLSLPWDKMDKEFLRKPRKWDAKNIGRFMLWVGPTSSIFDITTYALMWFVFAANSVEH
                     QALFQSGWFIEGLLSQTLVVHMLRTQKIPFIQSTAALPVLLTTGLIMAIGIYIPFSPL
                     GTLVGLEPLPWQYFPWLAGTLICYCVVAQLMKRFYIRRFGEWL"
     gene            complement(2279577..2280275)
                     /locus_tag="CH60_2116"
     CDS             complement(2279577..2280275)
                     /locus_tag="CH60_2116"
                     /note="[S] COG1285 Uncharacterized membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="mgtC family protein"
                     /protein_id="AJK13919.1"
                     /translation="MSLTPFVMNLLLAMCLGALIGAERQWRQRMAGLRTNALVATGAA
                     VFILSSYATSPDSPGRIAAQIVSGIGFLGAGVIMREGMNIRGLNTAATLWCSAGIGVL
                     CGLGLYWNAAFATAVILCANILLREAAQRINLQPQQQAIDLDVRYRILITCGAEDEIL
                     VRTLILQALNGMALHLQSLCSADIARSGQLEVCAEIVASPAAQKEIENIVCRVSLERS
                     VSAIRWRIASELPA"
     gene            2281434..2282720
                     /locus_tag="CH60_2117"
     CDS             2281434..2282720
                     /locus_tag="CH60_2117"
                     /note="conserved hypothetical protein;
                     [NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13910.1"
                     /translation="MKIAPEPNKDTKVSFINNMRLVTLFIVILAGILLLFAAAIGTSG
                     YFLKQSNQSLAQATQEIDIRQGLSNSSNHLRTARLILIQAASSARIGDATGYQQGLKN
                     AEGRIAQSQQMFDLYYNRPTKSETDMALDVPLKKAYEQYRDDGMKPMLAATKEGHFEE
                     VISLDAEKISLLDDGYNEPLLKAVKYRTEQANQINQSAHQEARLGYILMAGAFVLVIL
                     LTMIAFLVISKVIINPINWLVTRIQWIAQGDLTQSPVSFGRNEIGVLGSNIQQMQDAL
                     AITVEAVRSSAESIYQGSSEIALGNTDLSARTEQQAASLEQTAASMEQLTATVKQNAE
                     NAHHASQLAANASGKAAQGGDIVSDVVSTMDKISLSSMKIAEITNVINSIAFQTNILA
                     LNAAVEAARAGEQGRGFAVVASEVRHLAQRRCRKRN"
     gene            2282674..2283135
                     /locus_tag="CH60_2118"
     CDS             2282674..2283135
                     /locus_tag="CH60_2118"
                     /note="[NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AJK14045.1"
                     /translation="MKYATWRSADAAKEIESLIEASVDLIGDGSILVSNAGKTMNEIV
                     TAVTHVTDIMGEIASASDEQSRGISQVAQAVSEMDNVTQQNASLVQEASAAAASLEQQ
                     AEILTQAVAVFQLAGHSSIKEFKSPVSPPTGQNGSGINKKPTDGSLNWETF"
     gene            complement(2283318..2283509)
                     /locus_tag="CH60_2119"
     CDS             complement(2283318..2283509)
                     /locus_tag="CH60_2119"
                     /codon_start=1
                     /transl_table=11
                     /product="dextransucrase DSRB family protein"
                     /protein_id="AJK14409.1"
                     /translation="MKVNDRVTVKTDGGPRREGVVLEVEEFSEGVMYLVSLADYPAGV
                     WFFNEVDSQDGTFVEPLSQ"
     gene            complement(2283724..2283924)
                     /gene="cspE"
                     /locus_tag="CH60_2120"
     CDS             complement(2283724..2283924)
                     /gene="cspE"
                     /locus_tag="CH60_2120"
                     /note="[K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA chaperone, negative regulator of cspA
                     transcription"
                     /protein_id="AJK10650.1"
                     /translation="MKGQVKWFNESKGFGFITPADGSKDVFVHFSAIQDQGFKTLAEG
                     QNVQFSIENGAKGPSAANVTAI"
     gene            2284477..2287659
                     /locus_tag="CH60_2121"
     CDS             2284477..2287659
                     /locus_tag="CH60_2121"
                     /note="[G] COG3250 Beta-galactosidase/beta-glucuronidase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolases 2 family protein"
                     /protein_id="AJK11234.1"
                     /translation="MTSQEKVPLQVQLSLPQILSRRDWENPQITQYHRLEAHPPFHSW
                     RDVESAQKDRPSPQQQTLNGLWSFSYFTQPEAVPEHWVRCDLAEAKPLPVPANWQLHG
                     YDAPIYTNIQYPIPVNPPRVPDLNPTGCYSRDFTLEPSWLASGKTRIIFDGVSSAFYL
                     WCNGQWVGYSQDSRLPAEFDLTPYLQAGSNRIAVLVLRWSDGSYLEDQDMWRMSGIFR
                     DVKLLHKPEIHLRDIHIMTHLSPEFTSANLEVMAAVNIPSLQLNDPQVTGSYQLRVQL
                     WLADKLVASLQQPLGTQAIDERGPYTDRTQLVLRIDQPLLWSAEQPTLYRAVVSLLNH
                     QQELIEAEAYDVGFRQVAIHQGLLKINGKAVLIRGVNRHEHHPQTGQAIDEESLLQDI
                     LLMKQHNFNAVRCSHYPNHPLWYRLCDRYGLYVVDEANIETHGMQPMSRLSDDPSWFS
                     AFSERVTRMVQRDRNHPCIIIWSLGNESGHGATHDALYRWIKTNDPTRPVQYEGGGAN
                     TLATDILCPMYARVDEDQPFPAVPKWSIKKWIGLPNESRPLILCEYAHAMGNSFGGFA
                     RYWQAFRQYPRLQGGFIWDWVDQSLTHHNDHGQPYWAYGGDFGDTPNDRQFCMNGLVF
                     PDRSPHPSLYEAQCAQQFFQFSLLSTTPLVINITSEYLFRESDNEQLYWRIMLEGESV
                     LEGSQPLNLSPESSQCYRLAEKLPTLNKPGQLWLNVEIRQPKETPWSPAQHRSAWHQW
                     RLPQPLFSPSSDLTNATAHYAPQLQHNLQLQHDLQLQQDEQHIKVTYQQQCWQFSRQT
                     GRLAQWWVADKPMLLRPLQDQFVRAPLDNDIGISEATHIDPNAWVERWKKAGMYQLQQ
                     RCLSLHVDHLSHSVQISAEYGYEFEQEPLLHSHWVYRFDRHGRMTIDVNVRIATSLPA
                     PARIGMCCQLADISPTVEWLGLGPHENYPDRQLAAQYGHWSLPLEQMHTAYIFPSENG
                     LRCNTHTLNYGRWTLTGDFHFGISRYSTQQLMVTSHQHLLEPEEGTWLNIDGFHMGVG
                     GDDSWSPSVHIDDILTRETYQYQICWQYKV"
     gene            2288066..2289076
                     /locus_tag="CH60_2122"
     CDS             2288066..2289076
                     /locus_tag="CH60_2122"
                     /note="quinone_pig3: NAD(P)H quinone oxidoreductase, PIG3
                     family protein;
                     [CR] COG0604 NADPH:quinone reductase and related
                     Zn-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P)H quinone oxidoreductase, PIG3 family
                     protein"
                     /protein_id="AJK12445.1"
                     /translation="MTLLTHLPANMVAIEITQFGGPEVLVPAKRPTPMPAAGEILVKV
                     SAAGVNRPDVMQRRGQYAPPPGASDIPGLEVAGEVVATAADVTRFKIGDNVCGLIAGG
                     GYAQYCVIHETNALPIPQGLSAIEAAALPETFFTVWTNLFQRGHFTAGETVLIHGGSS
                     GIGTTAILLSKAFGAATVIVTVGSEEKRQACLNLGADIAINYHTQDFVAETKRATAGK
                     GADVIVDLIAGDYVARNYDAAAMNGRIVQIGTQNGHAKDLNLMLMLIKRLTHTGSTLR
                     SRTVAEKALIANELEQHVWPLLSEGKMKPQIFSTFPLEAAAKAHELMESSTHIGKIVL
                     TA"
     gene            2289359..2289892
                     /locus_tag="CH60_2123"
     CDS             2289359..2289892
                     /locus_tag="CH60_2123"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane YlaC family protein"
                     /protein_id="AJK12456.1"
                     /translation="MDIIKKILIDDIARINKKEKRDGRLKFNSDFVHKHPYLCLAMLV
                     SYVFVLVLMYLTPYFGTGYMIAFTVFFVVMSAILMMEIKPVFKFEDIGVLDLRVCYNG
                     EWFFSRALSTQAIDEILNNKNISDDFKLRFKHIISNKGEIDFYDVYDLAYMQKKPIQL
                     NDLKTTPSLVSNTIISP"
     gene            2290398..2290847
                     /locus_tag="CH60_2124"
     CDS             2290398..2290847
                     /locus_tag="CH60_2124"
                     /note="[K] COG1522 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="asnC-type helix-turn-helix domain protein"
                     /protein_id="AJK12908.1"
                     /translation="MDKIDEQLIAILVENARTSLKDLSQKVNLSSPSTSERLRRLEEQ
                     NIILNYTLGLDQKAFGYNLQAIVRVKPVANMLDAVEKMIKDTPECIECDKITGDDCFL
                     SRLSIRSMGQLDTIVDRWSEQAETYTSIVKTTPITRRFPPLVRPIKI"
     gene            2290939..2291838
                     /locus_tag="CH60_2125"
     CDS             2290939..2291838
                     /locus_tag="CH60_2125"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-manno-oct-2-ulosonic acid (Kdo)
                     hydroxylase family protein"
                     /protein_id="AJK11723.1"
                     /translation="MCIDKPESDPLILTLPNTRWDQNAEDNTGAIEALEQGKVLFLPH
                     LTFELSEQEKQLLDPTLVDVKRKNISFKPLEGVLTGVTDASKIALTRQLLDRYYQSCL
                     SLVQQLLPVYTHALHSPTNSLRLHPVAAWRDSTSWRKDDSRLHVDAFPSRPNYGERII
                     RIFTNINPHGEARSWRVGEDFTQLASRYLPQLDSYSSLSSWLQHKIGITKRPRSHYDH
                     LMLQLHDKMKADLAYQKDGLQQAIEFPPGSSWICFSDQTPHAAMGGQFMLEQTLLLPV
                     EGMKSSQRSPLKILEALTQKTLI"
     gene            2292141..2292344
                     /locus_tag="CH60_2126"
     CDS             2292141..2292344
                     /locus_tag="CH60_2126"
                     /codon_start=1
                     /transl_table=11
                     /product="ydfZ family protein"
                     /protein_id="AJK13055.1"
                     /translation="MVKVYDRNRNQIVPGQRVMIAQSGVIDVAKAIHADGMSAVQAER
                     EKVVELLHTGERHVPFDLVRLGL"
     gene            complement(2292646..2293971)
                     /gene="appA"
                     /locus_tag="CH60_2127"
     CDS             complement(2292646..2293971)
                     /gene="appA"
                     /locus_tag="CH60_2127"
                     /EC_number="3.1.3.26"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic AppA protein"
                     /protein_id="AJK10692.1"
                     /translation="MSVLENRVRLSGLVLMLSGLAAITAPVAAEPSGYTLERVVILSR
                     HGVRSPTKQTQLMNDVTPDKWPQWPVKAGYLTPRGAELVTLMGGFYGDYFRSLGLLAA
                     GCPAEGGVYAQADIDQRTRLTGQAFLDGVAPGCGLTVHNQADLKKTDPLFHPVEAGVC
                     KLDAAQTDKAIEEQLGGPLDTVSQRYAKPFAQMGDVLNFAASPYCKSLQQQGKTCDFA
                     HFAANEVNVNKEGTKVTLSGPLALSSTLGEIFLLQNAQAMPEVAWQRLKGAENWVSLL
                     SLHNAQFNLMAKTPYIARHKGTPLLQQIDTALTLQLDAQGQKLPISAQNRVLFLGGHD
                     TNIANIAGMLGADWQLPEQPDNTPPGGGLVFELWQNPDNHQRYVAVKMFYQTMDQLRN
                     AEKLDLKNNPAGIISVAVAGCENNGDDKLCELDTFQKKVAKVIEPACHI"
     gene            2294183..2294275
                     /locus_tag="CH60_2128"
     CDS             2294183..2294275
                     /locus_tag="CH60_2128"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13398.1"
                     /translation="MSFTEWVILGVVLGCVIGALLKIFGKKKDR"
     gene            complement(2294503..2294910)
                     /locus_tag="CH60_2129"
     CDS             complement(2294503..2294910)
                     /locus_tag="CH60_2129"
                     /note="[K] COG1733 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="hxlR-like helix-turn-helix family protein"
                     /protein_id="AJK13435.1"
                     /translation="MRVTKLQNMNGNISFPEQLRRGELLNVDCPSREILKRVTSRWGV
                     LVLIALSNETLRFSALRRKIGGVSEKMLAQTLQHLEEDGFIDRTAYPVVPPHVEYSLT
                     PLGKEIQEQVEGLTVWLETNLHRIMEQRQQRSV"
     gene            2295046..2295903
                     /locus_tag="CH60_2130"
     CDS             2295046..2295903
                     /locus_tag="CH60_2130"
                     /note="[MG] COG0702 Predicted nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK13348.1"
                     /translation="MIAVTGATGQLGRLVINVLLKKVPAHDIIAAVRSPDKAKDLMAL
                     GVQVRQADYNQPTTLDSAFKGVDKLLLISSSEVGQRVAQHTAVINAAKRAGVKLLAYT
                     SLLHADKSPLGLGEEHRATEGLLRDSGLPVVLLRNGWYTENYAASIAPALAHGAFIGA
                     AGNGRIASASREDYAEAAATVLVQENQAGKIYVLAGDDAYTLSEFSAEITRQSGKAVA
                     YQDLSEADFKHALISAGLPDGLAGMLADSDAGAAQGGLFDDSHTLSKLIGRPTTPYAK
                     VITATLATR"
     gene            2296823..2298403
                     /locus_tag="CH60_2131"
     CDS             2296823..2298403
                     /locus_tag="CH60_2131"
                     /note="[NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AJK12825.1"
                     /translation="MRVNKPVSRQEYPIERDITLQSTTDIHGNIAYANAAFVRASGFE
                     YQELQGQPHNMVRHPDMPPAAFADMWQTLNAGLSWSSLVKNRRKNGDYYWVRANATPL
                     RHNGRLTGYISVRIAPTRDEVKQAEALYTDFNTGKAKRRHIALYRGLIVRTGWLSPLS
                     LFQTLPLRWRLRSALLSSAIIPTAAASVMEVAGQPLLILGSVALTWSVLASLWLERQI
                     ARPIAAILQQAQDVSSGEAGDYVQLNRVDEIGYLMRSVNQLGLNLRSLTDDVSGQVDG
                     INTASNEIAAGNRELKVRTEQATDNLQHIVSATEQLAATVQNSANSANETTSLAEMSS
                     HAAEKGSELMHQVIETMGTINDSSHRIVDIISVIEGIAFQTNILALNAAVEAARAGEQ
                     GRGFAVVASEVRHLAQRSSTAAKEIKHLIETSVERVRDGSTLVQSAGATMDNIVKQAS
                     QVSTLISEISTSTHEQTQALGQIRQSISRLDQMTYQNAAMVEQYAGAAEELAHRTLRL
                     TAAVRIYRPLNNVGKLRD"
     gene            2298523..2298783
                     /locus_tag="CH60_2132"
     CDS             2298523..2298783
                     /locus_tag="CH60_2132"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13665.1"
                     /translation="MSSINQTSVRAHTGETGANLPGEDHLIAHEALLVALMVECANES
                     DNDQFLLSIRETLNGILSSSRYLDANAIANGLIDEADDKANR"
     gene            2299059..2300102
                     /locus_tag="CH60_2133"
     CDS             2299059..2300102
                     /locus_tag="CH60_2133"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK13276.1"
                     /translation="MVSLKEVANLASVSLMTASRAINSPEQLRPETYQRVMQAIESLN
                     YVPDFAARKMRGHATKTSTLAVLAWDTATTPFSVEILLSIELTAREFGWNSFLVNLTS
                     REDSQRALNQLLAQRPDGIIFTAMGLRQVTIPERFRDKNIVLANCVSESHSIPSYIPD
                     DFDGQYQAMKLLLQRGYQRPLCLYLPECTLAGKARRAGVEKAWQESALPTEQLNQCHI
                     AWGDEHYQDVIPLLERHCPKGKPNFDVLICGDDRIAFLAYQVLLAKGVVIPQQVAVIG
                     YGDMVGMGELYLPPLTTVQLPYYDIGRQAALHLIRGRESRAIHRLPCPLLERGSIRDS
                     MPNNCVPLFSKQR"
     gene            complement(2300248..2301501)
                     /gene="icd"
                     /locus_tag="CH60_2134"
     CDS             complement(2300248..2301501)
                     /gene="icd"
                     /locus_tag="CH60_2134"
                     /EC_number="1.1.1.42"
                     /note="prok_nadp_idh: isocitrate dehydrogenase,
                     NADP-dependent;
                     [C] COG0538 Isocitrate dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate dehydrogenase, NADP-dependent"
                     /protein_id="AJK13832.1"
                     /translation="MESKVVVPAEGKKITVDAQGKLVVPHNPIIPFIEGDGIGVDVTP
                     AMINVVDAAVKKAYNGERKISWMEIYTGEKSTHVYGKDVWLPEETLDLIRDYRVAIKG
                     PLTTPVGGGIRSLNVALRQQLDLYVCLRPVRYYEGTPSPVKHPELTNMVIFRENAEDI
                     YAGIEWKAGSPEAEKVIKFLREEMGVKKIRFPEQCGIGVKPCSEEGTKRLVRAAIEYA
                     ITNDRESVTLVHKGNIMKFTEGAFKDWGYQLAREEFGGELIDGGPWVKIKNPNNGKEI
                     IVKDVIADAFLQQILLRPAEYDVIACMNLNGDYISDALAAQVGGIGIAPGANIGDDCA
                     LFEATHGTAPKYAGQDKVNPGSIILSAEMMLRHMGWFEAADLIIKGTEGAIQAKTVTY
                     DFERLMEGAKLLKCSEFGDAIIKHM"
     gene            2301632..2302258
                     /locus_tag="CH60_2135"
     CDS             2301632..2302258
                     /locus_tag="CH60_2135"
                     /note="[J] COG1187 16S rRNA uridine-516 pseudouridylate
                     synthase and related pseudouridylate synthases"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase family protein"
                     /protein_id="AJK10983.1"
                     /translation="MNKFSVKNHKVNRFSTKAQARQSPPAAPRRVLLFNKPFDVLPQF
                     TDESGRTTLQGFIPFKDVYAAGRLDRDSEGLLVLTNDGKLQARLTQPAQKTGKVYFVQ
                     VEGVPDNDALTQLKRGVTLKDGLTLPAGAELVAEPEWLWPRHPPIRERKTIPTSWLKI
                     TLYEGRNRQVRRMTAHVGFPTLRLIRFSMGNLSLGNLQPGEWKEITDV"
     gene            2302251..2302697
                     /gene="nudJ"
                     /locus_tag="CH60_2136"
     CDS             2302251..2302697
                     /gene="nudJ"
                     /locus_tag="CH60_2136"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatase nudJ"
                     /protein_id="AJK12979.1"
                     /translation="MFKPHVTVACVVHTQGKFLIVEETINNEKRWNQPAGHLEADETL
                     IQAAERELWEETGIRATPQHFLRMHQWLAPDNTPFLRFAFVIELPAQLPTQPHDSDID
                     RCLWLSADEILQSTHLRSPLVAESIRCYLQPERYSLDLIGTFNWPL"
     gene            2302884..2303999
                     /gene="trmU"
                     /locus_tag="CH60_2137"
     CDS             2302884..2303999
                     /gene="trmU"
                     /locus_tag="CH60_2137"
                     /EC_number="2.1.1.61"
                     /note="trmU: tRNA
                     (5-methylaminomethyl-2-thiouridylate)-methyltransferase;
                     [J] COG0482 Predicted
                     tRNA(5-methylaminomethyl-2-thiouridylate)
                     methyltransferase, contains the PP-loop ATPase domain"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA
                     (5-methylaminomethyl-2-thiouridylate)-methyltransferase"
                     /protein_id="AJK11486.1"
                     /translation="MSDNSQKKVIVGMSGGVDSSVSAYLLQQQGYQVAGLFMKNWEED
                     DDEEYCSAATDLADAQAVCDKLGMELHTVNFAAEYWDNVFELFLAEYKAGRTPNPDIL
                     CNKEIKFKAFLEFAAEDLGADYIATGHYVRRQDVDGKSRLLRGLDGNKDQSYFLYTLS
                     HEQIAQSLFPVGELEKPEVRRIAEQLDLVTAKKKDSTGICFIGERKFRDFLGRYLPAQ
                     PGPIMTVDGQLVGKHQGLMYHTLGQRKGLGIGGTKEGGDDPWYVVDKDLDSNTLLVAQ
                     GHEHPRLMSVGLVAQQLHWVDRQPVTAPFRCVVKTRYRQQDIPCTVTPLDDERVDVRF
                     DDPVAAVTPGQSAVFYQGEICLGGGIIEQRYPLTNPA"
     gene            2304057..2304683
                     /gene="hflD"
                     /locus_tag="CH60_2138"
     CDS             2304057..2304683
                     /gene="hflD"
                     /locus_tag="CH60_2138"
                     /note="[R] COG2915 Uncharacterized protein involved in
                     purine metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="high frequency lysogenization protein hflD"
                     /protein_id="AJK10837.1"
                     /translation="MAKNYYDITLALAGICQSARLVQQLAHEGQCDNDALNTVLRGLL
                     QTNPSSTLAVYGDTEQVLKMGLETLQSVLNANRQGEAAELTRYTLSLMVLERKLSASK
                     SAMNTLGERISQLDRQLAHFDLESETMMSSLASIYVDVVSPLGPRIQVTGSPAILQSP
                     LVQAKVRATLLAGIRSAVLWQQVGGSRLQLMFSRNRLFKQAQSILAHT"
     gene            2304744..2306114
                     /gene="purB"
                     /locus_tag="CH60_2139"
     CDS             2304744..2306114
                     /gene="purB"
                     /locus_tag="CH60_2139"
                     /EC_number="4.3.2.2"
                     /note="purB: adenylosuccinate lyase;
                     [F] COG0015 Adenylosuccinate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylosuccinate lyase"
                     /protein_id="AJK13425.1"
                     /translation="MELSSLTAVSPIDGRYGDKVSALRPIFSEFGLLKFRVQVEVRWL
                     QKLAACAEIKEVPAFDANANAYLDKIVQEFNEQDAQRIKTIERTTNHDVKAVEYFLKE
                     KVENLPALHAVSEFIHFACTSEDINNLSHALMLQTARQDVLLPAWRQIIDSIKALAHQ
                     YRDLPLLSRTHGQPATPSTIGKELANVAYRMERQFRQLTQVEILGKINGAVGNYNAHI
                     VAYPEVDWHQFSESFVTSLGINWNPYTTQIEPHDYIAELFDCVARFNTILIDFDRDIW
                     GYIALNHFKQKTIAGEIGSSTMPHKVNPIDFENSEGNLGLSNAVLGHMASKLPVSRWQ
                     RDLTDSTVLRNLGVGLGYALIAYQATMKGISKLEVNEAHLLQELDHNWEVLAEPIQTI
                     MRRYGIEKPYEKLKELTRGKRVDAAGMQAFIDGLDLPEEEKTRLKAMTPANYIGRATT
                     MVDELK"
     gene            2306302..2306925
                     /locus_tag="CH60_2140"
     CDS             2306302..2306925
                     /locus_tag="CH60_2140"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane beta-barrel domain protein"
                     /protein_id="AJK13299.1"
                     /translation="MLKQSLLSLALMGSCSVAMADNYTYVAGGLQFGSINSNSRFDQQ
                     FDRQNYSHIGNKNMGGIYLNGGYSFDNSLFIDGRLSSLANDNRGSADAVLGLGYYFAF
                     TPDIDFYTVVGASRHALVFDASKDGKKTNTYNSASGEIGVKTKLSPDIGVNIAYRLAN
                     YDKRAFHEARIMADYALTQKLAAEVGYTYHNWRVSDQAMQVGLRYNF"
     gene            2307136..2307807
                     /gene="phoP"
                     /locus_tag="CH60_2141"
     CDS             2307136..2307807
                     /gene="phoP"
                     /locus_tag="CH60_2141"
                     /note="[TK] COG0745 Response regulators consisting of a
                     CheY-like receiver domain and a winged-helix DNA-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase synthesis transcriptional
                     regulatory protein phoP"
                     /protein_id="AJK13321.1"
                     /translation="MRVLVVEDNALLRHHLTVQMREMGHQVDAAEDAKEADYFLQEHA
                     PDIAIIDLGLPGEDGLSLIRRWRSHQENLPILVLTARESWQDKVAVLEAGADDYVTKP
                     FHLEEVIARMQALMRRNIGLASQIIELPPFQIDLSRRELCVNQQQIKLTAFEYTIIET
                     LIRNAGKVVSKDTLMLQLYPDAELRESHTIDVLMGRLRKKLLAEHQGEVITTIRGQGY
                     RFDVN"
     gene            2307861..2309267
                     /locus_tag="CH60_2142"
     CDS             2307861..2309267
                     /locus_tag="CH60_2142"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AJK13411.1"
                     /translation="MATAGVILALSLSYGMVAVVGYIVSFDKSTFRAHRGESNLFFSL
                     AQWHNNKLSISVPPELELNVPSLVLIYDKDGNILWRQRHVPELESHIEKSWLQKPGFY
                     ELDTGTHISRMMMGDNPKAQDQLKKYDDTDDSALTHSVSVNTYAATSRLPQLTIVVVD
                     TIPQELQRTDLVWNWFSYVLLANLLLVIPLLWLAAYWSLRPIKALASQISQLEKGERE
                     QLDENPPRELQSLVRNLNILLMNERQRYTKYRTTLADLTHSLKTPLAVLQTTLRSLRT
                     GKQTTIEEVEPIMLEQISRISQQIGYYLHRASMRSEHNVLGREIHSVPALLDSLYSAL
                     NKVYQRKGIALTLDISPEVTFLGEKNDFMEVMGNVLENACKYCLEFVEVTTLHSEKQL
                     TIVVDDDGPGIPENKRQLIFQRGQRVDTLRPGQGLGLSIAAEIIEQYQGKISITESPL
                     GGARMMVTFGQQQDCHDD"
     gene            2309351..2310472
                     /locus_tag="CH60_2143"
     CDS             2309351..2310472
                     /locus_tag="CH60_2143"
                     /note="[S] COG2850 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cupin superfamily protein"
                     /protein_id="AJK11893.1"
                     /translation="MDYQLDLDWPDFLQRYWQKRPVILKRGFKNFIDPLSPDELAGLA
                     MENEVDSRLVSHEDGRWHVSHGPFESFDHLGENNWSLLVQAVDHWHEPAAALMRPFRP
                     LSDWRMDDLMISFSVPGGGVGPHFDQYDVFIIQGSGRRRWRVGEKTEMKQHCPHPDLL
                     QVGPFDAIIDEEMEPGDILYIPPGFPHEGYSLENALNYSVGFRAPSGRELVSGFADYV
                     LARELGSYRYSDPDLQLREHPAEVLPSEVDKLRTMMLDLVQQPEHFQNWFGEFISQSR
                     HELDIAPPEPPYQTGDIYELLKQGDELQRLSGLRVLRVGDRCFANGELIDTPHLQAAN
                     ALCQHFSVNAEMLGDALEDPSFLAMLAALVNSGYWYFND"
     gene            complement(2310893..2312128)
                     /gene="pepT"
                     /locus_tag="CH60_2144"
     CDS             complement(2310893..2312128)
                     /gene="pepT"
                     /locus_tag="CH60_2144"
                     /note="peptidase-T: peptidase T;
                     [E] COG2195 Di- and tripeptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase T"
                     /protein_id="AJK13090.1"
                     /translation="MDKLLDRFFNYVSFDTQAKANVKSVPSTQGQRKLAQALQQELLT
                     LGFSHVTLSDHGCVMATLPANVSWPVPTIGFIAHLDTSPDFSGKNVNPQIVENYRGGD
                     IALGIGDEVLSPVMFPVLHQLLGHTLITTDGKTLLGADDKAGIAEIITAMVRLKHRNV
                     PHGDIRIAFTPDEEVGKGAQFFNVAEFDAQWAYTVDGGGIGELEFENFNAASVAIKIV
                     GNNVHPGSAKGVMVNALSLATRYHQELPVDETPECTEGYDGFYHLQSIKGTVERAEMH
                     YIVRDFNRDSFEARKKNMVDIAKRVGKGLHRDCYIEIVIDDSYYNMREQIIKHPHIIE
                     LAQQAMLDCDITPIMKPIRGGTDGAQLSFKGLPCPNIFTGGYNYHGKHEFITLEGMEK
                     AVAVIMRISELTAKRAKES"
     gene            complement(2312458..2313294)
                     /locus_tag="CH60_2145"
     CDS             complement(2312458..2313294)
                     /locus_tag="CH60_2145"
                     /note="[K] COG0846 NAD-dependent protein deacetylases,
                     SIR2 family"
                     /codon_start=1
                     /transl_table=11
                     /product="sir2 family protein"
                     /protein_id="AJK11252.1"
                     /translation="MRIRHRLCRFRKSKHVRHQRFRSRIFHRDSAVAKEMKKPFVVVL
                     TGAGISAESGIRTFRADDGLWEDHRVEDVATPEGYRRDPELVQRFYNERRRQLQQPDI
                     APNAAHFALADLEAVLGDNLVLITQNIDNLHERAGSKRVIHMHGELLKVRCTQSGQVL
                     DWQGDLSADERCHCCQFPSPLRPHIVWFGEMPMGMDDIYQALAEADFFISIGTSGHVY
                     PAAGFVHESHLHGAHTVELNLEPSQVESQFDEKHYGLASKVVPEYIREFLTTCGENRQ
                     GD"
     gene            complement(2313488..2314258)
                     /locus_tag="CH60_2146"
     CDS             complement(2313488..2314258)
                     /locus_tag="CH60_2146"
                     /note="[KG] COG1940 Transcriptional regulator/sugar
                     kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucokinase family protein"
                     /protein_id="AJK12247.1"
                     /translation="MYYGFDMGGTKIELGVFDENLQRIWHKRVPTPREDYPQLLQILR
                     DLTEEADTYCGVQGSVGIGIPGLPNADDGTVFTANVPSAMGQPLQADLSRLIQREVRI
                     DNDANCFALSEAWDPEFRTYPTVLGLILGTGVGGGLIVNGSIVSGRNHITGEFGHFRL
                     PVDALDILGADIPRVPCGCGHRGCIENYISGRGFEWMYSHFYQHTLPATDIIAHYAAG
                     EPKAVAHVERFMDVLAVCLGNLLTMLGSPFGRGGWGVV"
     gene            complement(2314277..2315524)
                     /gene="lolE"
                     /locus_tag="CH60_2147"
     CDS             complement(2314277..2315524)
                     /gene="lolE"
                     /locus_tag="CH60_2147"
                     /note="lolE_release: liporeleasing system, transmembrane
                     protein LolE;
                     [M] COG4591 ABC-type transport system, involved in
                     lipoprotein release, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="liporeleasing system, transmembrane protein
                     LolE"
                     /protein_id="AJK14091.1"
                     /translation="MGVSPLSLLIGLRFSRGRRRGGMVSLISVISTLGIALGVAVLIV
                     GLSAMNGFERELKNRILAVVPHGEIAVVNQPFSGWPQTLQRIEKVPGIVAAAPYINFT
                     GLIENSTQLRAVQVKGVDPEAEQHLSALPSFVLDNAWSHFKAGQQQIILGKGLADTLG
                     VKQGDWLTVMIPNSDPEMKLLQPKRIRLQVAGIFQLSGQLDHSLALVPLIDAQQYLDM
                     GDSVTGIAIKVNDVYNANQLVRNAGEVSNAYVYISSWIGTYGYMYRDIQMIRTIMYLA
                     MVLVIGVASFNIVSTLVMAVKDKSSDIAVLRTLGAKDGLIRAIFIWYGLLAGLIGSIS
                     GAVIGVIVSLQLTTIIRGLEKMVGHQFLSSDIYFIDFLPSELRWFDVACVLATALVLS
                     LIASWYPARRASRIDPARVLSGQ"
     gene            complement(2315524..2316228)
                     /gene="lolD"
                     /locus_tag="CH60_2148"
     CDS             complement(2315524..2316228)
                     /gene="lolD"
                     /locus_tag="CH60_2148"
                     /note="lolD_lipo_ex: liporeleasing system, ATP-binding
                     protein;
                     [V] COG1136 ABC-type antimicrobial peptide transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="liporeleasing system, ATP-binding protein"
                     /protein_id="AJK13564.1"
                     /translation="MSNHPLLQCINLCKRYQEGQLHTDVLRNVSFAIEPGELMAIVGS
                     SGSGKSTLLHLLGGLDSPTSGEVIYQGRSLNQLSSTAKAELRNRELGFIYQFHHLLPD
                     FTALENVAMPLLIGGSKPAEAQEKAHEMLAAVGLEKRSKHRPSELSGGERQRVAIARS
                     LVNNPSLVLADEPTGNLDQRNADSIFNLLGELNVRQGTAFLVVTHDLQLAKRMSRQLE
                     MRDGQLQHHLTLVGAE"
     gene            complement(2316221..2317423)
                     /gene="lolC"
                     /locus_tag="CH60_2149"
     CDS             complement(2316221..2317423)
                     /gene="lolC"
                     /locus_tag="CH60_2149"
                     /note="[M] COG4591 ABC-type transport system, involved in
                     lipoprotein release, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="lipo-releasing system transmembrane protein
                     lolC"
                     /protein_id="AJK13160.1"
                     /translation="MYQPVALFIGLRYMRGRASDRFGRFVSWLSTIGITLGVMALITV
                     LSVMNGFERNLQDTILGLMPQALITTPQGSLDPNKIPASTLKSLSGVSDIVPLTTADV
                     VLQSARNLAAGVMLGVDPQQHEPLANYLVNVDIKALAPGSYNIILGEKLAGQLGVKRG
                     ETLRLMVPSASQFTPMGRIPSQRVFNIIGTFAANSEVDGYQILVNQQDASRLMRYPLG
                     NITGWRLFLSQPLSVDSLSQQSLPEGTVWKDWRDRKGELFQAVRMEKNMMGLLLSLII
                     AVAAFNIITSLGLLVMEKQGEVAILQTQGLSRRQIMLVFMVQGATAGVIGALLGAGLG
                     VLLASQLNTLIPILGVLIDGATLPVEIDPLQVTVIALLAMVIALLSTLYPSWRAAAAQ
                     PAEALRYE"
     gene            2317693..2321139
                     /gene="mfd"
                     /locus_tag="CH60_2150"
     CDS             2317693..2321139
                     /gene="mfd"
                     /locus_tag="CH60_2150"
                     /note="mfd: transcription-repair coupling factor;
                     [LK] COG1197 Transcription-repair coupling factor
                     (superfamily II helicase)"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription-repair coupling factor"
                     /protein_id="AJK14459.1"
                     /translation="MSQQYRYSLPERRGDTRQLGQLTGSACAVECAEIIERHDGPVML
                     ITPDMQTALRLRDEIQQFSPQPVSTLSDWETLPYDSFSPHQDIISARLSCLYHLPAMK
                     RGVIILPINTLMQRVCPHEFLHGHALVMKKGQHLSRDKLRAQLEQAGYRSVEQVMEHG
                     EFATRGALLDLYPMGSNEPYRIDFFDDDIDSLRVFDVDSQRTLVEVEQINLLPAHEFP
                     IDKAAIELFRSQWREQFEVRRDNEHIYQQVSKGIWPAGIEYWQPLFFSQQLPTLFSYL
                     PENTLLVNTGDLESSAERFWQDVNQRFESRRVDPMRPLLAPESLWLRVDALFNELKEW
                     PRVQLKTEAQPAKAANTNLCYQPLPDLSVQAQQKAPLDNLRRFIESFHGSVVFSVESE
                     GRRETLQDLLARIKLSPTLITTLSQAANPGHYLMVGASERGFLDTDKQLALICESDLL
                     GERVSRRRQDNRRTINTDTLIRNLAELRPGQPVVHLEHGVGRYLGLTTLEAGGIKAEY
                     LILTYAGEDKLYVPVSSLHLISRYSGGADDNAPLHRLGSDVWSRARQKAAEKVRDVAA
                     ELLDIYAQRAVKSGFKFKHDREQYQLFCQSFPFETTPDQEQAINAVLSDMCQPLAMDR
                     LVCGDVGFGKTEVAMRAAFLAVTNNKQVAVLVPTTLLAQQHFDNFRDRFATWPVRIEM
                     LSRFRSAKEQQVILEQAAEGKIDILIGTHKLLQSDLHWHDLGLLIVDEEHRFGVRHKE
                     RIKAMRADVDILTLTATPIPRTLNMAMSGMRDLSIIATPPARRLAVKTFVREYDSLVI
                     REAILREILRGGQVYYLYNDVENIEKVTQKLAELVPEARITIGHGQMRERDLERVMND
                     FHHQRFNVLVCTTIIETGIDIPSANTIIIERADHLGLAQLHQLRGRVGRSHHQAYAYL
                     LTPNPKAMSTDAKKRLEAIASLEDLGAGFALATHDLEIRGAGELLGEDQSGQMTTIGF
                     SLYMELLESAVDALKEGREPSLEDLTSNQTEIEMRMPVLLPEDFISDVNIRLSFYKRI
                     ASARNETELDELKVELIDRFGKLPDPARYLLHTAELRQQAQKLGIKRIEGNERGGFIE
                     FGENNKVDPVYLIGLLQRQPQIYRLEGPTKLKLVQDLSDRAQRLKFITELLAAFAQHR
                     IA"
     gene            complement(2321378..2321917)
                     /locus_tag="CH60_2151"
     CDS             complement(2321378..2321917)
                     /locus_tag="CH60_2151"
                     /note="[S] COG3134 Predicted outer membrane lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine zipper 2TM domain protein"
                     /protein_id="AJK11495.1"
                     /translation="MNKSMLAGVGIGIAAALGIAAVANIDVFSSAPQYAKVLTATPIK
                     ETIKTPRQECRNVTVTHRKPVQDENKIAGSVLGAVAGGVLGHQVGGGRGKDIATVAGA
                     LAGGYAGNRVQNNMQENDTYTTTQQRCQTVYDKSQKTLGYDVTYKIGDQQGKIRMDRD
                     PGMQIPIDKNGQLVLNNRA"
     gene            complement(2322247..2322687)
                     /locus_tag="CH60_2152"
     CDS             complement(2322247..2322687)
                     /locus_tag="CH60_2152"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12653.1"
                     /translation="MVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAW
                     DDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTD
                     DSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            complement(2322774..2323454)
                     /locus_tag="CH60_2153"
     CDS             complement(2322774..2323454)
                     /locus_tag="CH60_2153"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12513.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KIAVFRTF"
     gene            complement(2323550..2323963)
                     /locus_tag="CH60_2154"
     CDS             complement(2323550..2323963)
                     /locus_tag="CH60_2154"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10801.1"
                     /translation="MKKVAIIFIVLILIVALPMIYFWPTIKVLTGGNSRYTEQDKKHY
                     QLLTDEIIKNCPRISSNYEFGYATVDGPGIEVSAVTFHGSNDIEKIHNYLYSIGFTLD
                     RTEDSGEYWKSERSDKTVHIGVINSPKTTIVEVMK"
     gene            complement(2323971..2324369)
                     /locus_tag="CH60_2155"
     CDS             complement(2323971..2324369)
                     /locus_tag="CH60_2155"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11061.1"
                     /translation="MMMRVARQFESMQASFPFNLVTDSGFSGEDLVSDLLGFYRVFSI
                     PSPFEILRPVSKEEALKRWDYYGPIGSYKNENFLSLLFPDPEKFRNSKPRLGYLPSFM
                     QTVIPYNNFKSGNVGIASQDGVEVDTHFLG"
     gene            complement(2325078..2326382)
                     /locus_tag="CH60_2156"
     CDS             complement(2325078..2326382)
                     /locus_tag="CH60_2156"
                     /note="[C] COG1252 NADH dehydrogenase, FAD-containing
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AJK14085.1"
                     /translation="MTTLKKKIVIIGGGAGGLELATSLGHKLGRSKKADIVLVDRNHS
                     HLWKPLLHEVATGSLDDGVDALSYLAHARNHYFNFQLGSLTGINRENKTISLAEICDE
                     HGDVLVTQRELSYDILVMALGSVSNDFGTPGVKDNCIFLDNPHQAHRFHNEMLNLFLK
                     YSAQPGEKGKVDIAIVGGGATGVELSAELHNAVKQLHSYGFEGLDNHALNVTLVEAGE
                     RILPALPPRISSAAHQELTKLGVRVLTKTMVTSADENGLNTKEGEFIHADLMVWAAGI
                     KAPDFMKDIAGLETNRINQLVVEPTLQTTRDPNIFAIGDCASCPQPSGGFVPPRAQSA
                     HQMASRCYSNILALLNGQSLKPYIYKDHGSLVSLSKFSTVGSLMGNLMRGSMMVEGRV
                     ARVVYISLYRMHQVALHGYTKTGLMMLVGGINRVIRPRLKLH"
     gene            complement(2326757..2327299)
                     /locus_tag="CH60_2157"
     CDS             complement(2326757..2327299)
                     /locus_tag="CH60_2157"
                     /note="conserved hypothetical protein;
                     [R] COG3150 Predicted esterase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12016.1"
                     /translation="MIVYLHGFDSNSPGNHEKVLQLQFIDPDVRFISYSTLHPRHDMQ
                     YLLKEVDKAIQQGGDEKSLICGVGLGGFWAERIGFLCGIRQVAFNPNLYPQENMSGKI
                     DRPEEYIDIASKCIDGFREKNRDRCLVVLSRHDEMLDSQRTAGDLHPYYEIVWDDKQN
                     HKFKDLSPHLQRIKAFKTLG"
     gene            complement(2327427..2328458)
                     /gene="nagZ"
                     /locus_tag="CH60_2158"
     CDS             complement(2327427..2328458)
                     /gene="nagZ"
                     /locus_tag="CH60_2158"
                     /EC_number="3.2.1.52"
                     /note="[G] COG1472 Beta-glucosidase-related glycosidases"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-hexosaminidase"
                     /protein_id="AJK13110.1"
                     /translation="MGPVMLDVASYELDAEEREILKHPLVGGLILFSRNFHDAEQLRE
                     LVRQIRAASHERLVVAVDQEGGRVQRFRDGFTRLPAAQYFAAINDAATAAQLAQEAGW
                     LMAAEMMAMDIDISFAPVLDIGHVSAAIGERSFHSDPQQARIMAECFIRGMHSAGMKT
                     TGKHFPGHGAVTADSHKETPHDNRPLAEIRTHDMVIFRELIQRKLLDAIMPAHVIYTE
                     ADARPASGSAYWLQEILRQELGFEGIIFSDDLSMEGAAIMGSYAERGQASLDAGCDMI
                     LVCNNRQGAVSVLDNLSPIKADQLTRLYHSGQFDRQTLMASSRWQQANKALTALSERW
                     DAHKQTLGQ"
     gene            complement(2328529..2329335)
                     /gene="thiK"
                     /locus_tag="CH60_2159"
     CDS             complement(2328529..2329335)
                     /gene="thiK"
                     /locus_tag="CH60_2159"
                     /EC_number="2.7.1.89"
                     /note="ycfN_thiK: thiamine kinase;
                     [M] COG0510 Predicted choline kinase involved in LPS
                     biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine kinase"
                     /protein_id="AJK13029.1"
                     /translation="MKTADCHISPVSGLTGESWRITGPGIDWLAREQSPHKSQLGVNR
                     RRERKFLQHIAGNGLSPAVIAANQRWLVVNWLEGDVVTNEQFIPLVNHGQLARLLARL
                     HHLPASGYRLDLRAQIARYGALIDPTRRSPGGVRLQHDFLRRPLPAITKIAPLHMDIH
                     PGNLLTTPVGLKLIDWEYAADGDIALEIAALFRGNHWSMLQQQAFLQDYCNNEHGYHD
                     IARLSRQIQQWLPWVDYLMLMWFEVRWQQTADPIFLAWAAPLRQRFNLSF"
     gene            complement(2329376..2329951)
                     /locus_tag="CH60_2160"
     CDS             complement(2329376..2329951)
                     /locus_tag="CH60_2160"
                     /note="conserved hypothetical protein;
                     [R] COG3417 Collagen-binding surface adhesin SpaP (antigen
                     I/II family)"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11607.1"
                     /translation="MKRYLSLALAALVLTGCVPPDSVTPTPPVTIEPVTPPDVEVPPP
                     VDTVPQPPKVQSIDWAVSVEPLVAQMVNSDEVATGSILLVDSVKNNTNGALQTAKATA
                     ALHQVLSSNKKFVLISPQQLGVAKQTLGLSEEDSFGSRSKAIGLARYVGAQYVLYSDV
                     SGDVKSPTIEMQLMQTQTGEIIWSGNAPVQY"
     gene            complement(2329992..2330381)
                     /locus_tag="CH60_2161"
     CDS             complement(2329992..2330381)
                     /locus_tag="CH60_2161"
                     /note="conserved hypothetical protein;
                     [R] COG5633 Predicted periplasmic lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10860.1"
                     /translation="MRDLKTLLLPVILFACVTTLLGCSSPQGIAVNPQQTVVMDPSVL
                     TAGILASQPVISASSGKNVARSVLSNSRNIPAKIHYRFYWYDAQGLDVRPLEATRSIV
                     IAPGDDVAIQSINNNFNARSARLYLFL"
     gene            complement(2330416..2330769)
                     /locus_tag="CH60_2162"
     CDS             complement(2330416..2330769)
                     /locus_tag="CH60_2162"
                     /note="[FGR] COG0537 Diadenosine tetraphosphate (Ap4A)
                     hydrolase and other HIT family hydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="HIT domain protein"
                     /protein_id="AJK12473.1"
                     /translation="MAEETIFSKIIRREIPADVVYQDELVTAFRDIAPQAPTHILIIP
                     NVLIPTVNDVTAEHEAALGRMVTVAAKLAEQEGIAEDGYRLIINCNHHAGQVVYHIHM
                     HLVGGRELGPLLPHK"
     gene            complement(2330943..2331761)
                     /locus_tag="CH60_2163"
     CDS             complement(2330943..2331761)
                     /locus_tag="CH60_2163"
                     /note="[E] COG0169 Shikimate 5-dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate dehydrogenase substrate binding domain
                     protein"
                     /protein_id="AJK11943.1"
                     /translation="MTRYLNKDTTVCISLAARPSNFGTRFHNFLYDALDLDYLYKAFT
                     TNDLAAAIGGVRALGFRGCAISMPFKEAVIPMVDEMDPSAKAINSVNTLVNTGGYLKA
                     YNTDYIAIAKLLQEYQVPVDNVFALRGSGGMAKAVAFALKNAGFKQGYIIATNEKTGK
                     QLAEQSGYIYRPDMQNIQADMLINATPVGMAGGADADKLAFTETEVDRAKIVFDVVAL
                     PAVTPLIRYAQTQGKTVITGAEVFAIQAVEQFVLYTGIRPSQALFEQAAAYARG"
     gene            complement(2332204..2332662)
                     /locus_tag="CH60_2164"
     CDS             complement(2332204..2332662)
                     /locus_tag="CH60_2164"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK14268.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2332852..2334285)
                     /gene="ptsG"
                     /locus_tag="CH60_2165"
     CDS             complement(2332852..2334285)
                     /gene="ptsG"
                     /locus_tag="CH60_2165"
                     /EC_number="2.7.1.69"
                     /note="[G] COG1263 Phosphotransferase system IIC
                     components, glucose/maltose/N-acetylglucosamine-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system glucose-specific EIICB component"
                     /protein_id="AJK11255.1"
                     /translation="MFKNAFANLQKVGKSLMLPVSVLPIAGILLGVGSANFSWLPSVV
                     SHVMAEAGGSVFANMPLIFAIGVALGFTNNDGVSALAAVVAYGIMVKTMAVVAPLVLH
                     LPAEEIATKHLADTGVLGGIIAGSVAAYMFNRFYRIQLPEYLGFFAGKRFVPIISGFT
                     AIFLGILLSFIWPPIGKAIQIFSEWAAYQNSVVAFGIYGVVERSLVPFGLHHIWNVPF
                     QMQIGEYTNAAGQVFNGDIPRYMVGDPTAGKLSGGFLFKMYGLPAAAIAIWHSAKPEN
                     RAKVGGIMISAALTSFLTGITEPIEFSFMFVAPILYFIHAILAGLAFPICILLGMRDG
                     TSFSHGLIDFVVLSGNSSRIWLFPLVGICYGLVYYTIFRVLITKLNLKTPGREDSSTE
                     QSVQGGTEMSAALVEAFGGKDNITNLDACITRLRVSVADVSKVDQAGLKKLGAAGVVV
                     AGSGVQAIFGTKSDNLKTDMDEYIRNH"
     gene            complement(2334591..2335400)
                     /locus_tag="CH60_2166"
     CDS             complement(2334591..2335400)
                     /locus_tag="CH60_2166"
                     /note="[L] COG0084 Mg-dependent DNase"
                     /codon_start=1
                     /transl_table=11
                     /product="hydrolase, TatD family protein"
                     /protein_id="AJK11920.1"
                     /translation="MLLVDSHCHLDSLDYQTLHSSVDDVLAKANARDVGFILAVATTL
                     PGFTAMTALIGERKNVAFSCGVHPLNLDGGYDFQQLRELAAGTHVVAMGETGLDYFYQ
                     QDNIPLQQASFREHIRIGRELNKPVIVHTRDAREDTLSILREEQAQDCGGVLHCFTED
                     KATAATLLDLGFYISFSGIVTFRNAEQLRDVARYVPLDRLLVETDSPYLAPVPHRGKE
                     NQPAYVRDVAEYMAVLKGVSLESLAEATTANFCRLFHLDPSTLSSEKRPLP"
     gene            complement(2335415..2336437)
                     /gene="holB"
                     /locus_tag="CH60_2167"
     CDS             complement(2335415..2336437)
                     /gene="holB"
                     /locus_tag="CH60_2167"
                     /EC_number="2.7.7.7"
                     /note="holB: DNA polymerase III, delta' subunit;
                     [L] COG0470 ATPase involved in DNA replication"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, delta' subunit"
                     /protein_id="AJK11857.1"
                     /translation="MNWYPWLNAPYRQLVGQHSTGRGHHALLLHSLPGNGEDALIYAL
                     SRWLMCQQRQGEKSCGECHSCRLMLAGNHPDWYVLTPEKGKSSIGVELVRQLIDKLYS
                     HAQQGGAKVVWLPHAEVLTDAAANALLKTLEEPPEKTYFLLDCHQPASLLATLRSRCF
                     YWYLACPDTAICLQWLNLQWRKRQIPVEPVAMLAALKLSEGAPLAAERLLQPERWSIR
                     SALCSGLREALNRSDLLSLLPQLNHDDAAERLQWLSSLLLDALKWQQGAGEFAVNQDQ
                     LPLVQQLAHIAATPVLLQLAKQLAHCRHQLLSVVGVNRELLLTEQLLSWETALSTGTY
                     STLPSL"
     gene            complement(2336437..2337075)
                     /gene="tmk"
                     /locus_tag="CH60_2168"
     CDS             complement(2336437..2337075)
                     /gene="tmk"
                     /locus_tag="CH60_2168"
                     /EC_number="2.7.4.9"
                     /note="DTMP_kinase: dTMP kinase;
                     [F] COG0125 Thymidylate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="dTMP kinase"
                     /protein_id="AJK13462.1"
                     /translation="MNSKFIVIEGLEGAGKTTTRDTVVAVLRAQGINDIVFTREPGGT
                     PLAEKLRDLIKQGIDGEVLTDKAEVLMLYAARVQLVENVIKPALARGSWVVGDRHDLS
                     SQAYQGGGRGIDSQLMASLRDTVLGEFRPDLTLYLDLPPAVGLARARARGELDRIEQE
                     SLAFFERTRARYLELAASDASIKTIDASQPIEQVSASISQALAQWLTNQEPV"
     gene            complement(2337065..2338090)
                     /locus_tag="CH60_2169"
     CDS             complement(2337065..2338090)
                     /locus_tag="CH60_2169"
                     /note="[R] COG1559 Predicted periplasmic solute-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="yceG-like family protein"
                     /protein_id="AJK13190.1"
                     /translation="MKRKSTKALILFVVICLGLLLLGYQKVQDFARQPLAIKQETYFT
                     LPAGTGRVALENLLLRDHVIANTGLFPWLLRIEPELANFKAGTYRFTPGMTVREMLEL
                     LVSGKEAQFTVRFIEGKRLRDWLDELQQSKYIKHVLEGKTDAEIAQLLGLKESEHPEG
                     WLYPDTYSYTAGTTDLTLLKRAHQRMEETVAEIWQGRDDGLPYKTPSDLVTMASIIEK
                     ETAVNEERDKVASVFINRLRLGMRLQTDPTVIYGMGEKYNGNITRKDLDTPTPYNTYV
                     ISGLPPTPIAMPGLASLTAAAHPAQTPYLYFVADGKGGHTFTTNLASHNQAVRVYRQS
                     LKDKNEQ"
     gene            complement(2338379..2339185)
                     /gene="pabC"
                     /locus_tag="CH60_2170"
     CDS             complement(2338379..2339185)
                     /gene="pabC"
                     /locus_tag="CH60_2170"
                     /EC_number="4.1.3.38"
                     /note="pabC_Proteo: aminodeoxychorismate lyase;
                     [EH] COG0115 Branched-chain amino acid
                     aminotransferase/4-amino-4-deoxychorismate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="aminodeoxychorismate lyase"
                     /protein_id="AJK11877.1"
                     /translation="MFWINGVEQNLISASDRSVQFGDGCFTTARVSDGRVVWLDQHVL
                     RLQRATERLLLPTVNWKILTKEMVEAASHTESGVLKVIISRGSGGRGYSGTACQHPTR
                     IISLSDYPAHYSTWRDRGISLALSPVPLARNPLLAGIKHLNRLEQVLIRAHLEQTEAD
                     EAVVLDTAGQLVECCAANLFWRKGNQVCTPDLSHSGVDGIMRQRIIACLAAHNMPVEI
                     VVQPLNVLADADEVIVCNALMPVLPVNKVGKWVYKSRVLFDLLNLHCCDI"
     gene            complement(2339601..2340059)
                     /locus_tag="CH60_2171"
     CDS             complement(2339601..2340059)
                     /locus_tag="CH60_2171"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11113.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2340259..2341500)
                     /gene="fabF"
                     /locus_tag="CH60_2172"
     CDS             complement(2340259..2341500)
                     /gene="fabF"
                     /locus_tag="CH60_2172"
                     /EC_number="2.3.1.179"
                     /note="fabF: beta-ketoacyl-acyl-carrier-protein synthase
                     II;
                     [IQ] COG0304 3-oxoacyl-(acyl-carrier-protein) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-ketoacyl-acyl-carrier-protein synthase II"
                     /protein_id="AJK14371.1"
                     /translation="MSKRRVVVTGLGMLSPVGNTVESTWKAVLAGQSGISLIDHFDTS
                     AYATRFAGLVKDFNCEDYISRKDARKMDAFIQYGVAAGMQAMQDAGLDITEANASRIG
                     AAIGSGIGGLGLIEENHTALVNGGPRKISPFFVPSTIVNMIAGHLTIMYGLRGPSISI
                     ATACTSGVHNIGHAARIIAYNDADVMVAGGAEKASTPLGVGGFGAARALSTRNDNPQA
                     ASRPWDKDRDGFVLGDGAGMMVLEEYEHAKKRGAKIYAEVVGFGMSSDAYHMTSPPED
                     GSGAALAMVNALRDAGITTSQIGYINAHGTSTPAGDKAETQAVKSVFGEDAYKVMVSS
                     TKSMTGHLLGAAGAVESIFTVLALRDQAIPATINLDNPDEGCDLDYVPHDARQVKDME
                     YTLCNSFGFGGTNGSLVFRKV"
     gene            complement(2341595..2341831)
                     /gene="acpP"
                     /locus_tag="CH60_2173"
     CDS             complement(2341595..2341831)
                     /gene="acpP"
                     /locus_tag="CH60_2173"
                     /note="acyl_carrier: acyl carrier protein;
                     [IQ] COG0236 Acyl carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl carrier protein"
                     /protein_id="AJK10591.1"
                     /translation="MSTIEERVKKIIVEQLGVKEDEVKNSASFVEDLGADSLDTVELV
                     MALEEEFDTEIPDEEAEKITTVQAAIDFINANQQ"
     gene            complement(2341985..2342719)
                     /gene="fabG"
                     /locus_tag="CH60_2174"
     CDS             complement(2341985..2342719)
                     /gene="fabG"
                     /locus_tag="CH60_2174"
                     /EC_number="1.1.1.100"
                     /note="3oxo_ACP_reduc: 3-oxoacyl-[acyl-carrier-protein]
                     reductase;
                     [IQR] COG1028 Dehydrogenases with different specificities
                     (related to short-chain alcohol dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] reductase"
                     /protein_id="AJK12836.1"
                     /translation="MSFEGKIALVTGASRGIGRAIAELLVERGACVIGTATSEKGAEA
                     ISAYLGENGKGLMLNVVDPTSIDTVLATIRAEFGEVDILVNNAGITRDNLLMRMKDDE
                     WQDIIDTNLTSVFRLSKAVMRAMMKKRFGRIITIGSVVGTMGNAGQVNYAAAKAGVIG
                     FSKSLAREVASRGITVNVVAPGFIETDMTRTLTDDQRAGILAQVPANRLGDAKEIASA
                     VAFLASDEASYISGETLHVNGGMYMI"
     gene            complement(2342733..2343662)
                     /gene="fabD"
                     /locus_tag="CH60_2175"
     CDS             complement(2342733..2343662)
                     /gene="fabD"
                     /locus_tag="CH60_2175"
                     /EC_number="2.3.1.39"
                     /note="fabD: malonyl CoA-acyl carrier protein
                     transacylase;
                     [I] COG0331 (acyl-carrier-protein) S-malonyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="malonyl CoA-acyl carrier protein transacylase"
                     /protein_id="AJK14139.1"
                     /translation="MSKFAMVFPGQGSQSLGMLADLAAQFPIVEATFSEASSVLGYDL
                     WQLVQQGPAEELNKTWQTQPALLTASVAIWRIWQHQGGKLPSLMAGHSLGEYSALVCA
                     GVLDFKQAVSLVELRGKLMQEAVPEGTGAMYAIIGLDNESIAKACEESAQGQVVSPVN
                     FNSPGQVVIAGNKDAVERAGAACKAAGAKRALPLPVSVPSHCALMKPAADKLAVALEK
                     IDFQEPLFPVVNNVDVKAEVSPVAIRSALVRQLYNPVRWTESVEFIAAEGVELLLEIG
                     PGKVLTGLTKRIVDSLAAAAVNDVVTLNSALEH"
     gene            complement(2343700..2344650)
                     /gene="fabH"
                     /locus_tag="CH60_2176"
     CDS             complement(2343700..2344650)
                     /gene="fabH"
                     /locus_tag="CH60_2176"
                     /EC_number="2.3.1.180"
                     /note="fabH: 3-oxoacyl-[acyl-carrier-] synthase III family
                     protein;
                     [I] COG0332 3-oxoacyl-[acyl-carrier-protein] synthase III"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-] synthase III family
                     protein"
                     /protein_id="AJK13982.1"
                     /translation="MYTKILGTGSYLPVQVRSNADLEKMVDTSDEWIVTRTGIRERRI
                     AGLDETVATMGFQAAEKALEMAGIDKDDIGLIIVATTSSSHAFPSSACQVQRMLGIKD
                     AASFDLAAACAGFTYALSVADQYVKSGAVKHAIVIGSDVLSRALDPEDRGTIILFGDG
                     AGAVVLGASEQPGIMSTHLHADGRYGELLALPYPDRQQDQPAYVTMAGNEVFKVAVTE
                     LAHIVDETLQANNLDRTALDWLVPHQANLRIISATAKKLGMGMDKVVITLDRHGNTSA
                     ASVPSAFDEAVRDGRIQRGQLVLLEAFGGGFTWGSALVRF"
     gene            complement(2344657..2345661)
                     /gene="plsX"
                     /locus_tag="CH60_2177"
     CDS             complement(2344657..2345661)
                     /gene="plsX"
                     /locus_tag="CH60_2177"
                     /note="plsX: fatty acid/phospholipid synthesis protein
                     PlsX;
                     [I] COG0416 Fatty acid/phospholipid biosynthesis enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty acid/phospholipid synthesis protein PlsX"
                     /protein_id="AJK13699.1"
                     /translation="MGGDFGPCVTVPASLQALASNPQLKLLLVGNPDTITPLLANADS
                     LLLERLQVIPAEHVIASDAKPSQAIRASRGTSMRVALELVKNGEAAACVSAGNTGALM
                     GLAKMMIKPLEGIARPALMTVIPNQRRSKTVVLDLGANVECDSTMLVQFAVMGSVMAE
                     EVVGIVEPRVALLNIGEEENKGLDNIREAAAVLKNTPAINYIGYLEGNDLLTGKTDVM
                     VCDGFVGNVTLKTMEGVIRMFLSLLKPSGEGSKQSWWLKLIGRWLQKRVAKRFGHLNP
                     DQYNGACLLGLRGIVIKSHGAANQRAFAVAIEQAVQAVQRQVPERIAARLEAVLPKSD
                     "
     gene            complement(2345725..2345892)
                     /gene="rpmF"
                     /locus_tag="CH60_2178"
     CDS             complement(2345725..2345892)
                     /gene="rpmF"
                     /locus_tag="CH60_2178"
                     /note="rpmF_bact: ribosomal protein L32;
                     [J] COG0333 Ribosomal protein L32"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L32"
                     /protein_id="AJK12369.1"
                     /translation="MAVQQNKPTRSKRGMRRSHDALTTATLSVDKTSGETHLRHHITA
                     DGFYRGRKVIG"
     gene            complement(2345905..2346429)
                     /locus_tag="CH60_2179"
     CDS             complement(2345905..2346429)
                     /locus_tag="CH60_2179"
                     /note="conserved hypothetical protein;
                     [R] COG1399 Predicted metal-binding, possibly nucleic
                     acid-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14133.1"
                     /translation="MQKVKLPLTIDAVRTAQKRLDYAGIYSPEQVTRVADSVVSVDSD
                     VVASLSFNIDNQRLAVITGHADVDVTLMCQRCNGTFAHHVHTTYCFSPIVNDEQAEAL
                     PEAYEPIEVDEFGEVDLLAMIEDEIILSLPVVPVHDSEHCEVSEADMVFGKLPAEVEK
                     PNPFAVLASLKKSN"
     gene            2346571..2347167
                     /gene="maf"
                     /locus_tag="CH60_2180"
     CDS             2346571..2347167
                     /gene="maf"
                     /locus_tag="CH60_2180"
                     /note="maf: septum formation protein Maf;
                     [D] COG0424 Nucleotide-binding protein implicated in
                     inhibition of septum formation"
                     /codon_start=1
                     /transl_table=11
                     /product="septum formation protein Maf"
                     /protein_id="AJK10966.1"
                     /translation="MPQLVLASTSSYRRALLEKLQLPFITDAPETDETPHAGESTEAL
                     VQRLASAKAQALAGRYPQHLIIGSDQVCVIDGKITGKPLQYSTAVKQLQQASGQCVTF
                     YTGLTLLNTANNSINCTCETFDVYFRTLSQAEIDGYLLREQPWNCAGSFKSEGLGITL
                     FERLAGRDPNTLIGLPLIALTQMLIEQGVNPLTVKPVE"
     gene            complement(2347290..2348252)
                     /locus_tag="CH60_2181"
     CDS             complement(2347290..2348252)
                     /locus_tag="CH60_2181"
                     /note="rluA_subfam: pseudouridine synthase, RluA family
                     protein;
                     [J] COG0564 Pseudouridylate synthases, 23S RNA-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase, RluA family protein"
                     /protein_id="AJK14280.1"
                     /translation="MKTNNPVVQLITISADEAGQRIDNFLLAKLKGVPKSMIYRIVRK
                     GEVRVNKGRIKPEYKLADGDVVRVPPVRVAEREEVQVSAKLDKVAALADCILFEDDYL
                     LVLNKPSGTAVHGGSGLSFGVIEGLRALRPEARFLELVHRLDRDTSGVLLVAKKRSAL
                     RSLHEQLRLKSMQKDYLALVRGQWQSHCKAIQAPLLKNIMQSGERVVKVSSEGKPSET
                     RFKIEERFEHATLVKASPVTGRTHQIRVHALHAGHPIAFDDRYGYREFDQQLQGTGLH
                     RLFLHAAALRFEHPNTGETMRIEAPLDNQLRHCLLALRKNATVK"
     gene            2348827..2352492
                     /locus_tag="CH60_2182"
     CDS             2348827..2352492
                     /locus_tag="CH60_2182"
                     /note="RNaseEG: ribonuclease, Rne/Rng family domain
                     protein;
                     [J] COG1530 Ribonucleases G and E"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease, Rne/Rng family domain protein"
                     /protein_id="AJK12146.1"
                     /translation="MKRMLINATQQEELRVALVDGQRLYDLDIESPGHEQKKANIYKG
                     KITRIEPSLEAAFVDYGAERHGFLPLKEISREYFPNNYSSHGRPNIKDVLREGQEVIV
                     QVDKEERGNKGAALTTFISLAGSYLVLMPNNPRAGGISRRIEGDDRTELKEALSSLQL
                     PDGMGLIVRTAGVGKSADALQWDLSFRLKHWDAIKKAAEGRPAPFLIHQESNVIVRAF
                     RDYLRPDIGEILIDNPKVLELAKEHIAALGRPDFSSKIKLYSGEIPLFSHYQIESQIE
                     SAFQREVRLPSGGSIVIDTTEALTAIDINSARATRGGDIEETAFNTNLEAADEIARQL
                     RLRDLGGLIVIDFIDMTPVRHQREVENRLRDAVRQDRARIQIGRISRFGLLEMSRQRL
                     SPSLGESSHHVCPRCSGTGTVRDNESLSLSILRLIEEEALKENTHEVHAIVPVQIASY
                     LLNEKRESVNAIEKRQGGVRAVIVPNDQMQTPHYSVLRVRKGEEVPSLSYLLPQLHEA
                     EMAQPLEEATIERKRPEQPALATFSLPTEVPPEEAPTVAKAKPAVATPAAVSTDVEQP
                     GFFSRLFSGLKNMFGASAEAEVQPAEVVKTDTSENRRNDRRNPRRQNNGRKERNDRTP
                     REGRDNSSRDNTNRDNTNRDNTSRDNANRDGANRDNSNRDNSGRDNVSREGREDQRRN
                     NRRPAQPTTTSQGQTEVVEADKAQREEQPQRRGDRQRRRQDEKRQAPQEIKADVAEAP
                     VIEEVQPEQEERQQVMQRRQRRQLNQKVRIQSANDELNTLESPVSAPVAQVVVAEVQE
                     EVKLLPQITAQTDDDSANERTTNNENGMPRRSRRSPRHLRVSGQRRRRYRDERYPAQS
                     AMPLAGAFASPEMASGKVWVRYPVTPVVEQVVVEQIAIEQTTTVEQTAIVEQVSVANI
                     VTAQLPVEQVQNTVAEQESSATPSVMTTPTVAVATAAVTLAPQHKPGGSSSSAAAVPG
                     RAPIVAAVPVVAETTAAETVVAKTEAAIDAVAVVEPMAAVESIAAVETATVEPVVTEE
                     PNVTEPAVAEPAIETDPVEETTSVVEIAPTVEPTPMIEDTAVVVAATVVDTTPETAST
                     VQDDIVEETAVEAVNISETVAEETAITEPAAEAIATQQTTIAQETIAEPTVETAIDVV
                     AVVKQPAVAHPEGVVFKHFASAPMTKAPAPDYAPESPTKGHWERPTFDFSGKGSAGGH
                     AAATQATAPATKPQSVE"
     gene            complement(2352750..2353037)
                     /locus_tag="CH60_2183"
     CDS             complement(2352750..2353037)
                     /locus_tag="CH60_2183"
                     /note="[S] COG1359 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="antibiotic biosynthesis monooxygenase family
                     protein"
                     /protein_id="AJK12621.1"
                     /translation="MEIRVIASIVAKTEFIEEVKAALHQIIEPSREEKGNLQYDLHTE
                     SEQKGSFVFFERWASDEALEKHNKTEHFKQLVKAIDGKLESLEIKKVKQIA"
     gene            2353272..2354318
                     /gene="pyrC"
                     /locus_tag="CH60_2184"
     CDS             2353272..2354318
                     /gene="pyrC"
                     /locus_tag="CH60_2184"
                     /EC_number="3.5.2.3"
                     /note="pyrC_dimer: dihydroorotase, homodimeric type;
                     [F] COG0418 Dihydroorotase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotase, homodimeric type"
                     /protein_id="AJK11564.1"
                     /translation="MTAQPQTLKIRRPDDWHIHLRDDEMLSTVLPYTSEVFARAIVMP
                     NLAQPITTVASAIAYRERILAAVPAGHKFTPLMTCYLTNSLDAKELTTGFEQGVFTAA
                     KLYPANATTNSTHGVSDIPAIYPLFEQMQKIGMPLLIHGEVTDAAVDIFDREARFIDQ
                     ILEPIRQKFPELKIVFEHITTKDAADYVLAGNRFLGATVTPQHLMFNRNHMLVGGIRP
                     HLFCLPILKRSTHQQALRAAVASGSDRFFLGTDSAPHAKHRKESSCGCAGVFNAPAAL
                     PAYASVFEELNALQHLEAFCALNGPRFYGLPVNDDVVELVRTPFLQPEEIPLGNESVI
                     PFLAGQTLNWSVKR"
     gene            2354631..2354876
                     /locus_tag="CH60_2185"
     CDS             2354631..2354876
                     /locus_tag="CH60_2185"
                     /codon_start=1
                     /transl_table=11
                     /product="dinI-like family protein"
                     /protein_id="AJK11902.1"
                     /translation="MRVEVSIDKKNQLPAGAIEALTQELTKRLNTKFPDTATAVQVRY
                     ASANNLSVLGGAKTDKDVISEILQEIWESADDWFDAE"
     gene            2355382..2355678
                     /locus_tag="CH60_2187"
     CDS             2355382..2355678
                     /locus_tag="CH60_2187"
                     /codon_start=1
                     /transl_table=11
                     /product="bssS family protein"
                     /protein_id="AJK11770.1"
                     /translation="MDRNNEVIQTHPVVGWDISTVDVYDAMMIRLHYLSSMDQPQEDA
                     LVDRTLWLTTDVARQLINILEAGIAKIESSESLSIILCNCHRIKGDRSGGHRTR"
     gene            complement(2355641..2356849)
                     /locus_tag="CH60_2186"
     CDS             complement(2355641..2356849)
                     /locus_tag="CH60_2186"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK14347.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2357210..2358325
                     /gene="solA"
                     /locus_tag="CH60_2188"
     CDS             2357210..2358325
                     /gene="solA"
                     /locus_tag="CH60_2188"
                     /note="[E] COG0665 Glycine/D-amino acid oxidases
                     (deaminating)"
                     /codon_start=1
                     /transl_table=11
                     /product="N-methyl-L-tryptophan oxidase"
                     /protein_id="AJK13373.1"
                     /translation="MDYDLIVIGSGSVGSAAGYYASQAGLNVLMIDSAMPPHQAGSHH
                     GETRIMRHAYGEGEKYVPLVLRAQALWDQLAAQTGEKLFQACGVINLGPDNSTFLQNV
                     QRSAQQYDLPVETLNSTQIREKWPVFTVPDNYIAVFEPQSGYLRSELAVKTLIKAVTE
                     AGCGILFNCPVTAIESHQAGVDVVTIDGTYSATKVVVTAGTWVKELLPTLPVTPVRKV
                     FSWHQADGRYSEANHFPAFTVEMPDNILYYGFPAQNDALKLGKHHGGQLIESAAQRKP
                     FGRYAEDGTEVFSFLRHFLPGVGVCLRGEACSYDMSPDEDFIIDTLPEDERVMVVSGL
                     SGHGFKFATALGEVAALFAQDKPSPIDISAFSLARFR"
     gene            2358592..2359206
                     /locus_tag="CH60_2189"
     CDS             2358592..2359206
                     /locus_tag="CH60_2189"
                     /note="[K] COG2771 DNA-binding HTH domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK13317.1"
                     /translation="MKILIIDECFYTRSGVNTYLNSVSSIKLMDVPTVEEATLAIQEF
                     QPDIIIVNLTQYCRYGGHCPLLAQFIHYCTRAKVYIYLDASYPFSETPIPLTESVSMP
                     IPLTESVSILAKKHLPNLLRRLPGFSLERLGIQPNQQASLFSPQEHKVMCYWMTEMPN
                     YRIARKLNISGSTVYSHKRHITEKIKVRNRLELCFIYNVFKYLY"
     gene            complement(2359778..2360836)
                     /locus_tag="CH60_2190"
     CDS             complement(2359778..2360836)
                     /locus_tag="CH60_2190"
                     /note="conserved hypothetical protein;
                     [R] COG0628 Predicted permease"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11868.1"
                     /translation="MTTPVVSNQGLRLVAMLAMLVVIMAGIKAASPIVVPFLLAIFLA
                     IVLNPLVKLLERIKIPRTLAVILLVTIIILLMVLLFGRLGSSLNEFARSLPQYRGMML
                     EKMRDLQEFALHFNIEFSVDDIMKYVDPSMAMNFVTRLLSHLSGAMTSTFLLLMTVVF
                     MLFEVERMPYKVQLMFDNPEKGNAILKRALNGVTHYLVIKTIISIATGIVIWLFLAAM
                     GVRFAFLWGLLAFVLNYIPNIGSVLAAIPPIIQALLFNGFADAFAVTGGYILINLIGG
                     NIIDPRMMGRGLGLSTLVVFLSLIFWGWLLGPVGMLLSVPLTIIAKIVLELTPAGYRF
                     AVLLSDGKPAKVEEEQAL"
     gene            complement(2360985..2362052)
                     /locus_tag="CH60_2191"
     CDS             complement(2360985..2362052)
                     /locus_tag="CH60_2191"
                     /note="[R] COG1054 Predicted sulfurtransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AJK13762.1"
                     /translation="MPVLHNRISNEELKARMLAETEPRTTVSFYKYFTLEDAKTFRDN
                     LYSQFVKLGVFGRVYVAKEGINAQISVPANRYDEFKIALFASHPALDQVRLNVAHEDD
                     GKSFWVLRLKVRERIVADGIDDDSFDPANIGHYLKADQVNQMIDDPDTLFVDMRNHYE
                     YEVGHFENAIEVPSDTFREQLPMAVDMLQHDKEKNIVMYCTGGIRCEKASAYMLHNGF
                     KNVYHVEGGIIEYARKAKEQGLPLKFIGKNFVFDERMGERISDDVIAHCHQCGTPCDA
                     HTNCKNDGCHLLFIQCPVCAAKFEGCCSQICQEELKLPQEEQRSRRAGRENGIKIFNK
                     SKGLLQATMHIPSPEKSADEK"
     gene            complement(2362411..2362575)
                     /locus_tag="CH60_2192"
     CDS             complement(2362411..2362575)
                     /locus_tag="CH60_2192"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13081.1"
                     /translation="MQAAKLSAGLLATGGILGYGGAYWQMASLLIVAGIALLAGLITS
                     GFTDHDYRCK"
     gene            complement(2363103..2363780)
                     /locus_tag="CH60_2193"
     CDS             complement(2363103..2363780)
                     /locus_tag="CH60_2193"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK12506.1"
                     /translation="MDRSPSLFTSKKFVFFGATFCCLLWGSAYPAIKNGYQLFNISPD
                     DIPSKMVFAGYRFLLAGLVLLLFALASGKAIGRLKKGQYQQIAILGLTQTALQYVFFY
                     IGLAYTTGVKGSIMNATGTFFSVLLAHYLYKNDRLTLNKIIGCALGFVGVMVVNVGSD
                     LMDFNFSLLGEGSVVLAAFILSAASIYGKRISQTMDTTVMTGYQLAIGGLVLTLGGYL
                     FVFGLGQ"
     gene            2364211..2364855
                     /gene="esaI"
                     /locus_tag="CH60_2195"
     CDS             2364211..2364855
                     /gene="esaI"
                     /locus_tag="CH60_2195"
                     /EC_number="2.3.1.184"
                     /note="[TQ] COG3916 N-acyl-L-homoserine lactone
                     synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-homoserine-lactone synthase"
                     /protein_id="AJK11955.1"
                     /translation="MLKVFNVNFDRMSENKLDEIFTLRKITFKDRLDWKVTCIDGKES
                     DQYDDENTNYLLGTIDDTLVCSVRFVEMQYPTMITGPFAPYFRDLDLPIDGFIESSRF
                     FVEKALARDKLGNNGSLSAILFLSMVNYARNRGYKGILTVVSRGMYTILKRSGWGITV
                     INQGESEKNEVIYLLHLSIDSNSQQQLIRKIQRVHNIDTHTLASWPLVVPSMTK"
     gene            complement(2364848..2365585)
                     /locus_tag="CH60_2194"
     CDS             complement(2364848..2365585)
                     /locus_tag="CH60_2194"
                     /note="[K] COG2771 DNA-binding HTH domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK11686.1"
                     /translation="MIINFFDNESINEDIKNYIQRRIKAYGNIRYSYLLMNKKVPLHP
                     AIISNYPLDWVKKYKKNSYHLIDPVILTAKGKVAPFAWDDNSVINIKSTDSAVFNLAR
                     EYNIVNGYTFVLHDNNNNMATLNVSSGDDDSIFFDESIEVNKEKIQMLLIFIHDKMLG
                     LYNKSHHENNTLNKKENKREIFSPRENEILYWASVGKTYSEIAIILGIKKSTVKFHIG
                     NIVRKLGVLNAKHAIRLGIELQLIKPI"
     gene            complement(2366072..2366998)
                     /locus_tag="CH60_2196"
     CDS             complement(2366072..2366998)
                     /locus_tag="CH60_2196"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12126.1"
                     /translation="MRKLPSLRMLRVFEEACHTLSFSKAAEALFMTQSAASRQIKQLE
                     NFLGKSLFIRGHRGLELTQDEMTMLPIVRQSLDLLEEGVKHVQLSNPLQHLRLQVAPT
                     FATRWLAPRLVTLLQRNSQLQIALISEIRQKYCDFDSAIRFGDIRRDLSNGHLLCYEQ
                     LCLVASPLVMQQGRFPPLTALPQLHILNGDSRLTNWQQWLDAAQITVAAGHNALEFST
                     QDQVISACTTGAGYAVLDILMISHELDNGLLRQVLPLTVTSTHGYWLEIPQDKGHSPR
                     VIIFQEWLQRELKRDIAKRYSKGEAKPLPAVL"
     gene            complement(2367113..2367322)
                     /locus_tag="CH60_2197"
     CDS             complement(2367113..2367322)
                     /locus_tag="CH60_2197"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14281.1"
                     /translation="MVIGDLLTETDRLFQKRTAAMDDLFSSPGPVRLILFVMAMCQPK
                     YKAASAFYAYPSEKKVRDPPLNSYK"
     gene            2367446..2368804
                     /locus_tag="CH60_2198"
     CDS             2367446..2368804
                     /locus_tag="CH60_2198"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK12663.1"
                     /translation="MQTLPSEKIRMDDVPLNRFHIRIAGLTFGAHFIDGYILGLIGFA
                     LIQLKPIMALTPLWEGLLGSAALIGLFLGSLILGWISDYIGRQKIFSFSFVIITLASA
                     LQFFASTPEQLFILRVIVGIGIGGDYSVGHTLLAEFSPRKHRGVLLGAFSVIWTFGYV
                     SASFVGHYLSMVSPEAWRWLLSSAALPALLILLVRIGTPESPRWLMGKGREDDAMAIV
                     HKYFGPNVTLIDEEPATSTRRFLSLFGRKYWRRTAFNSLFFVCLVIPYFAIYTFLPSI
                     LNVMALSQNFATDLLLNGLLVVGALVGIVLTAFCSRRSFLISSFIFLATCLLLLSILP
                     SNQTFWLIALFAAFTLVMSAVSNLVGVFPAESFPTEVRSMGVGFATSMSRLGSAIGTS
                     LLPLAIVNYGMPVTTTLLAFVLIIGAIVSIAWAPETKGLTLVDASQSATTPRPPSSII
                     PN"
     gene            2368851..2369354
                     /gene="fae"
                     /locus_tag="CH60_2199"
     CDS             2368851..2369354
                     /gene="fae"
                     /locus_tag="CH60_2199"
                     /note="one_C_fae: formaldehyde-activating enzyme;
                     [S] COG1795 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="formaldehyde-activating enzyme"
                     /protein_id="AJK12077.1"
                     /translation="MQMYIGEGFAGNGVNAAHINIMIGPRDGVVGQAFAASLASPSQG
                     HYPFIVVIKPNVAAKPMTLYVNKAEIRSELHGRATWGASQAAVAKAVAEALLANLFPP
                     EAEDDWCIITANWVNIDCDDIDEVYRNNYRACTTALHAAMAKTPKRDQLTHALTQLSN
                     PFFTPKA"
     gene            2369365..2370384
                     /locus_tag="CH60_2200"
     CDS             2369365..2370384
                     /locus_tag="CH60_2200"
                     /note="[C] COG0667 Predicted oxidoreductases (related to
                     aryl-alcohol dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK10587.1"
                     /translation="MDYIKLGHCGLQVSRLCLGTMNMGSKQWKPWVFDKAESTPLIKH
                     ALDCGINFIDLADFYSAGVGEEVVGRIVKNLMSRDELVLTTKVGYPIGHGPNNQGHSR
                     KHIMASIDASLKRLGTDYIDIYMLHYFDINTPVEETWSAMNDIIHSGKARYTGVSTMF
                     TWQLSKILWCCERNGFAKPINMQLQLNCAYREEEREMIPQCRDQGLGISAFSPLARGL
                     LSCDFSSVRNKTDFFTQEMYADVTSLNIAQSVERVAKNRGITPAQVAQAWVLNHPGTD
                     CMLVGADTIEQINSAVTALRISLNAEEHFELERNYTPCDVINDYTAGQRIAREARPPS
                     GIFAP"
     gene            complement(2370462..2371016)
                     /gene="cas6f"
                     /locus_tag="CH60_2201"
     CDS             complement(2370462..2371016)
                     /gene="cas6f"
                     /locus_tag="CH60_2201"
                     /note="cas_Csy4: CRISPR-associated endoribonuclease
                     Cas6/Csy4, subtype I-F/YPEST"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated endoribonuclease Cas6/Csy4,
                     subtype I-F/YPEST"
                     /protein_id="AJK12037.1"
                     /translation="MDHYLDIRVLPDPEFSAQTLLEALFAKLHRALVATIPGRVGVSF
                     PTAGKTLGSQLRLHGSRGDLLELQSAGWLKGLQDYCECSEILPVPADVKHRTIRRVQV
                     KSSAQRLRRRSVSKGWLTEEQARLRIPDSHDKRCDLPFLRLKSRSSEQYFLLFIEQGT
                     LQASATTGEFSAYGLSVNATIPWF"
     gene            complement(2371027..2372031)
                     /gene="csy3"
                     /locus_tag="CH60_2202"
     CDS             complement(2371027..2372031)
                     /gene="csy3"
                     /locus_tag="CH60_2202"
                     /note="cas_Csy3: CRISPR type I-F/YPEST-associated protein
                     Csy3"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR type I-F/YPEST-associated protein Csy3"
                     /protein_id="AJK11819.1"
                     /translation="MAKATIKTASVLAFERKLSNSDAMMYAGNWGQTDNWQPIIIKEK
                     AVRGTISNRLKNALASDPAKLDAEIQKANLQRVDVAALPFDTDTLKMSFTLRVLGNLA
                     TPSVCNDQEYQAELASVINGYISEQSFSVLAARYAENLANGRFLWRNRVGAEDIKVCI
                     TSQTKSYQFDSNEFSLRQFSQPSKELTALAQEIEQGLAGNGFAFFTVDAFVRLGNGQE
                     VFPSQELVLDSNSKKSKVLYQIDGIAALHSQKVGNALRTIDDWYPDATELALGPIAVE
                     PYGSVTSRGKAYRQPKQKMDFYTLLDNWVTKGTVPAVEQQHYVMATLIRGGVFGEKGE
                     "
     gene            complement(2372049..2372999)
                     /gene="csy2"
                     /locus_tag="CH60_2203"
     CDS             complement(2372049..2372999)
                     /gene="csy2"
                     /locus_tag="CH60_2203"
                     /note="cas_Csy2: CRISPR type I-F/YPEST-associated protein
                     Csy2"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR type I-F/YPEST-associated protein Csy2"
                     /protein_id="AJK10495.1"
                     /translation="MSSLIVLHQVRVENANAIAGLTYGFPAITHFLGYSHALSRKLQS
                     SHGLTLRGCAVICHYQQVHAYLSGWDYVFSLTRNPLTKEAKTAAFNEEGRMHMTVSLV
                     IECDGTIANGDDGANALEKHLASLCLTQRLAGGTITNIRRVKVINYPETEVATRRLLC
                     RLLPGFALLDRSELLAEHLNRLRQTNPQAEMLDAWLDFSALKIQAIPPQSDTPVESGA
                     PAPWGYVGKPAAGYLVPIVTGYRAISPLYAPGEVDKTRDPHTPFRFVESLYGIGEWRG
                     LHRITDLRQLLWGYHQEGDNYLCRCALPASVDTYLLNDEE"
     gene            complement(2372996..2374342)
                     /gene="csy1"
                     /locus_tag="CH60_2204"
     CDS             complement(2372996..2374342)
                     /gene="csy1"
                     /locus_tag="CH60_2204"
                     /note="cas_Csy1: CRISPR type I-F/YPEST-associated protein
                     Csy1"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR type I-F/YPEST-associated protein Csy1"
                     /protein_id="AJK10642.1"
                     /translation="MSDEGLAAFIVSYIKSREQPKLEAFDKEAEKRLAGLTQAEDIAL
                     AQQEIAQQRQELIARYEVRNWLTDAANRAGQIKLATHAPKYTHSDSKSSGILNIELQS
                     KKKDYFSSVDLAEQASDVIGNAAVFDLVKLLQSECEGGSLIKCLEQGDNSVLKLFSND
                     DELVEEWTTKFKSILNNEKFTSHKLAKQFYFPVGPDQYHLLSPLFSSSLAQAMHQRII
                     EARFSDQSKEAKAAHKAGRWHPTVRVLYLDTAVQHIGGTKPQNISYLNSVRGGKVWLL
                     PCGAPSWKNIQKPPIKYRSIFHDRSEFTVLARNNLWQMQLYLLGVKPLSNTMDIRAAR
                     LACCDEIIDILFNYVAEIQNLDGTNGWSDAEDCKLKRSEQLWLDPTRAMDDPVFKLER
                     EKEDWKQEVSQDFGYWLNRWLQHDELVFGYVEQREWSSLFKQRLREFEQGSLETSS"
     gene            complement(2374751..2378038)
                     /gene="cas3f"
                     /locus_tag="CH60_2205"
     CDS             complement(2374751..2378038)
                     /gene="cas3f"
                     /locus_tag="CH60_2205"
                     /note="cas3_yersinia: CRISPR-associated helicase Cas3,
                     subtype I-F/YPEST;
                     [R] COG1203 Predicted helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated helicase Cas3, subtype
                     I-F/YPEST"
                     /protein_id="AJK10626.1"
                     /translation="MNILLISQCHKRALNETRRILDQFAERKGDRTWQTAITQEGLNT
                     LRKLLRRTARRNSAVACHWIKSNNQSELLWIVGNLRRFNAEGTVPTNTTQRDILRSQD
                     ENNWHSVETIALLAGIAGLFHDFGKANVLFQQGLQGQGKTYQPYRHEWVSLRLFQAFV
                     EQKNDIQWLTALSQINPADETTLMSNLVKDGLDDYTNPLAALPPLAKTIAWLILSHHR
                     LPVYPSKDYHRPPKVEEIDDWLHQQLMPVWNSTNMDSGDWREKDKLDVWRFPHGTPLQ
                     SAEWCKKAQKFAKRALRQPSLVNDGHLNQRFTSHMARLVLMLADHHYSSLPATPGWQD
                     KNYQVFANTHNKMRDANAHSKTIEMKQRLDEHNIGVGQNALLLGRSLPHIRKTLPAIT
                     RHKGFKQRSVQEKYRWQDKAFDLAVTLRERSLQQGFFGVNMASTGCGKTFANARIMYG
                     LSDEKQGCRFSVALGLRTLTLQTGTALQQKLTLQKDDLAVLIGSQSVLQLYQLNNDKL
                     EPRGTGSQSADKFFSEHQYVSYDGSLDDGRLSTWLSNNDRLKRLLCAPVLVCTIDHLI
                     PATESLRGGKQIAPMLRLLTSDLVLDEPDDFDRNDLPALCRLVNWAGMLGSRVLLSSA
                     TLPPALVQALFNAYRAGRADYQQASGQPDTPVNICCAWFDEHGVAQQDIQQSKDFIQH
                     HGDFITRRVGKLSTAEVLRRAELIPVSSASVKNGSVLDAMAAVMRDSMLRLHQAHHQT
                     HPSEKTVSVGVVRMANIDPLVAIAQRLYAMAAPENYRIHYCVYHSQHPLAVRSAIERR
                     LDVTLTRYQPNALWQVAEIEHALQHHPEQHHLFVVLATSVVEVGRDHDYDWALAEPSS
                     MRSFIQLAGRVQRHRQVAPQMANMHILQKNFKALTQKDPAIPVYCKPGFETTRCRLNT
                     HDLDKLLLPSQYKVINAISRIQERTKLEPRDNFVDLEHLSLRLILQGSAEPLKYYAAL
                     WWRKQATWSGEQQRCTPFRQSSPDEQHNLWIDDEADKPVFKRLDSDQIEWKVSDGFQD
                     VELTLAAGNSAWIDTDCLRIYQWLAESLNKELNEVSRQFGEVRLPKKDGERWHYHPLL
                     GVFGALD"
     gene            complement(2378035..2379015)
                     /gene="cas1"
                     /locus_tag="CH60_2206"
     CDS             complement(2378035..2379015)
                     /gene="cas1"
                     /locus_tag="CH60_2206"
                     /note="cas1: CRISPR-associated endonuclease Cas1;
                     [L] COG1518 Uncharacterized protein predicted to be
                     involved in DNA repair"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated endonuclease Cas1"
                     /protein_id="AJK13522.1"
                     /translation="MENAIHSSDLKTILHSKRSNIYYLEYCRVLVNGGRVEYVTDEGK
                     QSLYWNIPIANTTVIMLGTGTSVTQAAMREFARAGVLVGFCGGGGTPLFAANDVEVNV
                     SWLTAQSEYRPTEYLHDWVSFWFDDEKRLAAAVAFQRIRIAQIQQHWLSSHIQRESLF
                     PVNHDQLLFILTRFEQNLANCLTSNDLMVQEAVLTKALYKLAANTVNYGDFTRAKRGG
                     GIDLANRFLDHGNYLAYGLAATATWVIGLPHGLSVLHGKTRRGGLVFDVADLIKDALV
                     LPQAFIAAMQGEEEQEFRQRCISGFQRTEALDVMIDGIKETAALCSQVPR"
     gene            2379918..2381162
                     /locus_tag="CH60_2207"
     CDS             2379918..2381162
                     /locus_tag="CH60_2207"
                     /note="[M] COG0668 Small-conductance mechanosensitive
                     channel"
                     /codon_start=1
                     /transl_table=11
                     /product="mechanosensitive ion channel family protein"
                     /protein_id="AJK13776.1"
                     /translation="MQQRISQWLERLGMEFSDVMSLTMVIGLILLISVMIHLVLHRVV
                     LAALQRRGQQSQRIWQQAITKHKLFQRVALLLQGIIINLQAVLWLQNGSQTQAVIVTA
                     AQVWIMAFALLALFSLLDTLLALLRQSSVAHQLPLRGICQGLKLVAAIFIGIMIVSLL
                     MGRSPLLLLSGLGAMTAVLMLVFKDPILGLVAGIQLSANDMLKIGDWLEMPKYGADGA
                     VTDIGLTTVKVRNWDNTVTTIPTYALISDSFKNWRSMSESGGRRIKRSINIDTTSVHF
                     LSEQEQQRLTLNPLLQHYLSEKSQELNQYNQQIALDLSSPLNGRRLTNIGTLRAYLVA
                     YLRAHLGIHQSMTLMVRQLAPTPEGLPLEVYAFTNTTIWAEYEGIQADIFDHIFAVVS
                     EFDLRIHQTPSGNDMRSMLAKV"
     gene            complement(2381737..2383011)
                     /locus_tag="CH60_2208"
     CDS             complement(2381737..2383011)
                     /locus_tag="CH60_2208"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK11392.1"
                     /translation="MKLLNTLVCIIGLTSFSSSAKLVNAEHLDALYQKVTVANKTELG
                     LIHIYSEFPDYRWVKDPIEGVSAIDDVARAAIFYQRQYQATGSAADLEKVKSLVEFIL
                     YQRADNGYFYNFIYPDHSINKEYKTSVAEPNWWTWRALWALTQVYPTLVKTDNALAQR
                     TRETIFATIDVIYKDFNFKQTRGEKEGVAVPEWLPHTAGDQASVLLMALSDAQALEAK
                     PEIEKMMRSLAAGIMLMQVKDTSSPVNGAFLSWQNLWHGYGNSQAYALLVAGNRLGDR
                     DMIKAAFNELDHFHPWLISNGLLNEFTVRQQGEKVTLIEQKKFSQIAYIIRPMVFANI
                     KAWEISRDAVYLERAVDLSLWFFKNNPAQAQMYYPVTGIAFDGIDSATTVNKNSGAES
                     TIEALLTLQLIESIPDAKRMLESALEKRNIKQ"
     gene            complement(2383050..2384165)
                     /locus_tag="CH60_2209"
     CDS             complement(2383050..2384165)
                     /locus_tag="CH60_2209"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK13781.1"
                     /translation="MKHKKYLPLFLMAGICSVAQADNSPDVVSANNMDNRTFFAGDKI
                     RIVKDGGETIEAVVELSDDNIGIVRIPKDEKAYFHGNWLAEYKIEHFRNEGRSTNSRP
                     VHEIVFADGRVNFGDTGWNTGFLLKQVRFTSDSRNESNHKVDFRMVEMEIRPAWSKSI
                     DKHWFMFEGIYLGKTGYEKNRTTGGDNNIGGDGYGFRPYYRYQVSDRLSVNTDVKMLV
                     EDKDARGADNGRFQFYEALVNVNYRVADNVHAGIEVFRKEGQDFNHNGTKTANVLEQE
                     LRPWVAWNMGKNNFLFKMEPQLRRIGGQDGYRETSKAQKYIFNYSYPIADRVYLVAEY
                     FYRVEHDKKFWDRGVRDNKSYSDTTTHFGKLGINYIF"
     gene            complement(2384288..2385223)
                     /locus_tag="CH60_2210"
     CDS             complement(2384288..2385223)
                     /locus_tag="CH60_2210"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10520.1"
                     /translation="MRHAPPASVAQLFADYQKRTAHNTFSTGRLEFTGVGDKDVYNIT
                     APFTSAGQVVIAGRVEARDSEHSTIVFFSEQQGQWAPVENAPTFQLQDPFFTRIEDEL
                     ILGGVEINPHPDNPRQLIWHTVFFRGRDIHSLTRFASGPPGMKDIRLCHIQQGRIGVF
                     TRPQGKIGGRGTIGYVEINNLEALTPETITSAELFEQQFNSEEWGGVNETHLLCDGTI
                     GLLSHIACFDQHGRRHYYPGVFIFNPDTKNYTPIKIIAARDNFLPGATKRPDLVDVIF
                     PGGLIVLPNNGWRLYVGASDAEAHWIDIEDPFSGF"
     gene            complement(2385253..2386308)
                     /locus_tag="CH60_2211"
     CDS             complement(2385253..2386308)
                     /locus_tag="CH60_2211"
                     /note="conserved hypothetical protein;
                     [G] COG2152 Predicted glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11582.1"
                     /translation="MMRYSGNPLITPQDITPSHPGFKVECAFNAGITKLGDETIMLIR
                     IAESVIPESEGITVVPLLMEISGHWQVTTRVFKHDDPAYDFSDPRLISDIADPSTVYL
                     TSLSHLRVARSHDGVTFVVDDQPFIFPANGDEAFGCEDARITQIDGAYYINYSAVSAK
                     GICTALAVTQDFTDVKRLGLIFCPDNRDACLFPEKINGKYMTLHRPAPKHFGKPEIWL
                     ASSLDLLHWGDHRHLLGTSQDPWDALKLGGGAQMLKTEKGWLQIYHGVDATQRYSLGA
                     LLLDLEQPTKILAKSPVPLLQPQAPYELHGFFGNVVFTCGALIENDSLRVYYGAADEC
                     MCLAEMPLAQLWQHLSV"
     gene            complement(2386455..2387279)
                     /locus_tag="CH60_2212"
     CDS             complement(2386455..2387279)
                     /locus_tag="CH60_2212"
                     /note="[G] COG0395 ABC-type sugar transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK14267.1"
                     /translation="MKKNINSLIIHLVMFSLALSWLYPYIWMVLSSFKQSADIYTTGL
                     FGSAYSLDNYRFLFENSGRVEKPFLKTLFNSLFISTVVTVAVTLSSMFIGFALAKMQF
                     KGQSLFRNLLFLQMVFPASMFIIPQFVLVRELGLLNTYSAMIVPFLMSSWGIFMISQS
                     FQGTPNDYIHAAKIDNASLWQIMIYLMMPLNKAIIAIVALFTFVGTWDNFLWPLIVIQ
                     DESKMPLSVLLATFSKSYGVYVGPVIAGAVIQTIPIVVLFILFRKYFMQGMSLSLK"
     gene            complement(2387280..2388155)
                     /locus_tag="CH60_2213"
     CDS             complement(2387280..2388155)
                     /locus_tag="CH60_2213"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13951.1"
                     /translation="MTFLKLKDKQVGSVLAASYLGYTSIFWFYPFIWLAVLSLTEWRF
                     VGIPTFNGLNNFILVMQDPLFWKSMLNVMRFLMYYLPIVFISSFLFAFGLQKLKHGRT
                     FVALSFLLANVSSGVAYSIVFSKIFSQNGPLNTFLYDWFGFTLPWLTSPDFAMLSIAL
                     VVTWKFVGYYGLILFSGLNSIPKEIYSAAELDNTRTIKRLFHITLPMINPQLIMVLVL
                     AITVSFAIFTEPYLITGGGPLNSTTTPMIVMYETAFMKMQPSWAATMSIFIALISFGI
                     ILGVRKLLERKVEIV"
     gene            complement(2388264..2389550)
                     /locus_tag="CH60_2214"
     CDS             complement(2388264..2389550)
                     /locus_tag="CH60_2214"
                     /note="[G] COG1653 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK14320.1"
                     /translation="MLEKMKNTLISLAIASSCVVFTGCDNDTASAKNEKQDITLWIAP
                     NNVQEAFWSEVVGEWNKQPDKKKVVFSTIPAAGSSEEAIMNAIASDRAPDISENIFTG
                     FGSQLADLGQVVDLSTLDGYENLISTRQMTDIMDNWRYNGKNYILPIYMNPVLFWWRG
                     DLLKEQGFSEVPKTYDEVYALSEKYTIPDKRYAIQATSGRNWWDRWFDFIALYYAQSD
                     GKPYIANQQASYDNQAGRDVLDFMHTLFSKKWTLYDFGQDDPLVTGKVLGAVRGPWDI
                     SRYQQQYPEILKHIKMGPMLVKEQQDKPHTFADGKGLVLFSHSKVKPEAWEFIQWVFS
                     QPKFDKRWMELTGMPPARADLLTNPFFAEYYQEHPYAAAYAEYVNVAIPPVSSGETVE
                     IQRSMTQMIEKTAFNTATPDEALQQSIKEVNAILKP"
     gene            2389822..2390862
                     /locus_tag="CH60_2215"
     CDS             2389822..2390862
                     /locus_tag="CH60_2215"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK13772.1"
                     /translation="MTTGKKRETLKTIAETLNVTHTTVSNVFNRPEKVSPELREKILA
                     YAESINYHGPAGAGRFLRTGKCGTLGVIFNDNLSYVFSDRHDIALMRGIAEECEKNGI
                     NIALMPLKTNNALKKRMMGALVDGYILNATYNNDEVVQAALTSGLPVITTDIKLQNFT
                     CVSIDDGAAMQAICHHLLAAGHKKFGIVSFPVKRLPGELTSLAEFSTDYDNGVAFGRI
                     SACITALSDAGIDLHTSYVAEQPHSETGGEKAAKALLAKEPGISAIICLSDRFAFGVY
                     QFCQDHNIPVPGQIAITGFDDIDIQDPPVGLTTIRQPTVLKGREAARALISGQLDNDI
                     SLDFELVVRDSA"
     gene            2390879..2392267
                     /locus_tag="CH60_2216"
     CDS             2390879..2392267
                     /locus_tag="CH60_2216"
                     /note="[G] COG1109 Phosphomannomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucomutase/phosphomannomutase,
                     alpha/beta/alpha domain III family protein"
                     /protein_id="AJK10906.1"
                     /translation="MEKLTCFKAYDIRGKLGSELNEEIAYRIGRAYCQWLKPAKVVVG
                     GDARATSVELKNALAKGLMDGGADVIDIGMVGTEEVYFATRFYGVDGGIQVTASHNPI
                     DYNGMKLVKKDAQPISGDNGLYEIQRLAQDNHFAPPGVRGQLETQLVREHYVEHLLSY
                     IDLNALLPMKIVVNAGNGAAGPTLDALEAALAKRKVPISFIKINHQPDSSFPNGIPNP
                     MLPENQWSTRQAVCEHQADLGIAWDGDFDRCFFFDHLGNFIEGYYIVGLLAEKFLLTN
                     NMGKATHNTDKIIHDPRLTWNTIDIVQTLNGTAIESKTGHAFIKDAMRHHDAVYGGEM
                     SAHHYFREFGYCDSGMIPWLLVIELLSKKTTSLFSLIESRKAKFPVSGELNFTVSDPK
                     TKIQQIKQFYADSAIHVTGIDGLSMEFEHWRFNLRSSNTEPLVRLNIETRGDVTLLEQ
                     KTAQLTQLLYPK"
     gene            complement(2392413..2392871)
                     /locus_tag="CH60_2217"
     CDS             complement(2392413..2392871)
                     /locus_tag="CH60_2217"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12497.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            2393077..2394156
                     /locus_tag="CH60_2218"
     CDS             2393077..2394156
                     /locus_tag="CH60_2218"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK14242.1"
                     /translation="MASVSLANVVKYYGKIKTIDNVNLEIASREFIVLVGPSGCGKST
                     LLRMIAGLEDVNSGEIKIEDKDVTQTNAGARGVSMVFQSYALYPHMTVRENLAFGLKN
                     IKIPKQEIADRIANASNILQLDNYLERLPQHLSGGQRQRVAIGRSIVSRSKVFLFDEP
                     LSNLDAALRIQMRQEIGKLHERLGKTTIYVTHDQTEAMTLADRIVILNQGRIEQIGTP
                     EEVYNHPANLFVAGFIGAPKINLFNAVYEQDGYVNINGLRFFIPRLVNLDLAMGAVLT
                     LAIRPEHFSLTNSTELSLAVKTDITEMHGDSTVVLFSSTEHGTLQMKVPYQLKLSVGE
                     DVTIGASCEHILVFDEHGQAIHGES"
     gene            complement(2394421..2394951)
                     /locus_tag="CH60_2219"
     CDS             complement(2394421..2394951)
                     /locus_tag="CH60_2219"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK10556.1"
                     /translation="MKKALKGIFSVAIGLVFSIQAQAQILMERQQIPEQGISLNIPKG
                     FLRMDETMKKYKYPSDNRPQVVFTNERGTVNLAMSVGILPLKIEQLDGYKDLLLHAMR
                     NYQPAAESVIVDKGQKAWLLNFTSKAIDTDIHNVMLITSFMDRGVIIAFNSTEELWNT
                     YSDSAKASLLSITFDR"
     gene            complement(2395224..2395616)
                     /locus_tag="CH60_2220"
     CDS             complement(2395224..2395616)
                     /locus_tag="CH60_2220"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12526.1"
                     /translation="MIGSTATADKNTLDTGTLGFSDIDNQADFKVEHQSVGISTGGNI
                     GSQFVGNMANGLLVGANNEGHADSTTHAAVSEGMRAALLDIRVFMMSIYGVFYQSVED
                     IDFFIRETKEFSFPEDYQVPEHYNYRRE"
     gene            complement(2395776..2396180)
                     /locus_tag="CH60_2221"
     CDS             complement(2395776..2396180)
                     /locus_tag="CH60_2221"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11827.1"
                     /translation="MNKTTVKAEFSICGDIFDPNEITTLLQIEPMEVHLKGVISGTRK
                     RPSTETSWSICTEKEESYDVDEQTRKLLSSLKCKIDALEEIKEKYSVTFIFSLLIEIE
                     NGEKPSIYWSAETNRFLGSIGAESSIDLYIYS"
     gene            complement(2396322..2396489)
                     /locus_tag="CH60_2222"
     CDS             complement(2396322..2396489)
                     /locus_tag="CH60_2222"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11226.1"
                     /translation="MLKGWLCWSRLLVFVLVFDLPDHMTSDGHDNRAEKPSNIKVADD
                     KFLKNNGVDAH"
     gene            complement(2396692..2396889)
                     /locus_tag="CH60_2223"
     CDS             complement(2396692..2396889)
                     /locus_tag="CH60_2223"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14047.1"
                     /translation="MILKKGIVNDGEYVGWEIQLIDDTKGETGGFYLILRSEGAEVFD
                     YWFEKKQFLDNQLADFNVKWY"
     gene            complement(2396899..2404641)
                     /locus_tag="CH60_2224"
     CDS             complement(2396899..2404641)
                     /locus_tag="CH60_2224"
                     /note="adhes_NPXG: filamentous hemagglutinin family
                     N-terminal domain protein;
                     [U] COG3210 Large exoproteins involved in heme utilization
                     or adhesion"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12748.1"
                     /translation="MNKNLYRIIFNKVRGMMIVVADIAASGRASSSPSSGLGHTQHRR
                     ISALSTLSFSLLLALGCVSLSVQAAIVADASAPGNQQPTIINSANGTPQVNIQAPSSG
                     GVSRNVYSQFDVDGRGVILNNGHGVNQTELGGFIDGNPWLARGEASIILNEVNSRDPS
                     KLNGYIEVAGRKAQVVIANSAGITCEGCGFINANRVTLTTGQAQLNNGQLTGYDVERG
                     DIVIQGTGMDSSRQDHTDLIARSVKVNAGIWANELSVTTGRNQVDAAHQNINAKAADG
                     SPRPTVAVDVAHLGGMYAGKIRLIGTESGVGVHNAGEIGASAGDITITADGMLMNSGQ
                     INSSQQLVVNTAADIENTGVLYAQGNTQLTTAGTLSNSGTLAAGGDTSVRAAEVNSTR
                     NSVLGAGVKSDNSAITSGTLSVEASGKITAQGKNISGTAQRFTAHRLDLSGSQTQSRD
                     ITLIAQGGEIDLTGAELLASDRLSAATTALLRTDNASLIAEQITLDAQALSNVGGLIA
                     HTGTTDFNLNLPGDVDNRGGTLLSSGTLLSSGTLSLQAESLNSNGNSLLGAGVQSDGR
                     LTEIGDLRVTTRQDLIAHGQTLAAGAMALTGSRIDLADSYTQAREMTLTANRGDISTQ
                     RATVLALDTLSINTAQTLNNQGGTLAGNTLALDLGQFDNQGGQVTASQDLTIDLQRDF
                     SHQAGSTLQAGRDLTLTSLGAVTNDGQLVAGGTLSTHSDSLLNSGNLIATQAELNATG
                     ALINHGEILTLGGLDTDSNTLFNTGSIISAEATLNARERITNSGPDALIGATDENGTL
                     ALLAPVIENSDTVTHTDTAPTTTILGMGTVILAGGHARDGHYASAAQVLNLSGLIESG
                     KDMLIYATTLTNSRHILTANTDFIVADTVTGTAVWTAENPDIPGGRYAEPPDGGADNS
                     DYIGTEYTSVIAYNGIDQSSPEAQLLAGGNLTPQVGTLENFWSKVSAQGEIDLTGVTL
                     QQDGWGDQQRLMEQTTSSGVWRYRTYKGGLWTREWGPEVSERATSEYASSFTAKTLSG
                     SGTTINNGANPGAIAPPADRDNSGKDLAVEFNGISLTQPNGGLYQFTTDHTVGGGGYL
                     IETHPAFANLNNWRGSDYVLQQLNNDPDVIFKRLGDNAYEQRLVRDQVLALTGQAVAS
                     DYRSAQEQFEALFAAGLEYSKAFNIALGTHLSAEQMAALTHNIVLMETRDVAGQTVLV
                     PVVYLAGVKPGDLQANGALIAAENISLTEVQGFTNAGAITATNDLKISMAQDITLNNR
                     GGLLQAGGDMQLSTLNSDIDLTSARINATNLQLDSGRDVILRTDSAQLSSDNGAVSRD
                     QTILGPLASINVSNNATINTGRDFIMQGASLNVGQDLQVTTGGDWQLETVQTRDQIST
                     HDGRGSATSEHIRHLGSEVNVGGALTANVDNLTAVGANINAATLEVQAQNISLSAATD
                     SLHVTGESSSKRHTSSVNLYDETLLGSQLNATGDINLQAAQDITLRASAVQTDGALTL
                     AAGGDVLLTTQTEQHDEQRNHTGLSKGIASSTLTRTEDSLSQTLAVGSMLSAGSIDVS
                     GKNIAVMGSNVVADQDISLRAQENITVGTAQQSESESHLFEQKKSGLMSTGGIGVTVG
                     SSSTKMTDSGQSISSVGSTVGSVLGNVSMTAGEDLRVQGAEVLAGKDINLTGKNVSIL
                     AAENQLTQSHTVEQKQSGLTLALSGAVGSAVNTAVTTAKAASEESSGRLGALQGVKAA
                     LNGVQAVQAEGGDAASMFGISASLGSQKSSSEQHQEQTHVTGSTLTAGNNLTINATGE
                     GNAANSGDIVVQGSQLQAGGDTTLDAARDVLLLGAANTQKTDGSNSSSGGSVGVSLGI
                     SGASSGLSIFANANKGQGSEHGDGTSWTETTLDSGGTLSLYSGRDTSLVGAQVSGETV
                     KVEVGRDLLLQSQQDSDNYDAKQQNSSVGGSFSPGSMTGSISINGSQDKLHSNFDSVQ
                     EQTGIFAGSGGFDITVGGHTQLDGAVIGSTATADKNTLDTGTLGFSDIDNQADFKVEH
                     QSVGISTGGNIGSQFVGNMANGLLVGANNEGHADSTTHAAVSEGTITVRDTDNQQQNV
                     DDLSRDVEQANNALSPIFDKEKEQNRLKEAQLIGEIGSQVGDVFRTQGQIIATQAATE
                     KMQEVSEADREAAKANWEKANPGQIATAEDINGQVYKTAYDQAFNASGYGTGGKFQQA
                     VQAATAALQGLAGGDIAKAIAGGSAPYLAEVIKQSTGDNEEARLAAHAVVGSVLAHLQ
                     GNSAVAGGAGALTGEIAADLIMQQLYPGKMVSELSETEKQTISALSTLAAGLAGGLTG
                     DSSADAVAGAQAGKNAVENNALGLALKGCGIAAPCRSLIAKQVLEIGVKAGITGIVAK
                     EIADKISEDDLDHLVTLKMMGNDEITEKYLNSLQDKYAPAHTGGDQNAGSGPTDTGGN
                     QIADNSPDHTGNDQSTGQGATNTGNTDGKPDAGGNVLVNPGADPLTKKDIVYLSENPN
                     GKIDTVINETLSGKKNFTSSTTLTSDEALAAGLKFLGTGYKEIGKSGSGVYHSADGTK
                     EFRIDSGSIDGAHAPGVPHVHFGVKNPETGKYISNNHVPYKD"
     gene            complement(2404797..2406485)
                     /locus_tag="CH60_2225"
     CDS             complement(2404797..2406485)
                     /locus_tag="CH60_2225"
                     /note="[U] COG2831 Hemolysin activation/secretion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="surface antigen family protein"
                     /protein_id="AJK11658.1"
                     /translation="MRYCYFILHTAILFPLLVISRAGQSAELTPIQQQTLHQQERQRA
                     LEERLAPPTPDVRLSAPSASSDRLIFPVEKPCFVIDRVTLSGTEPLPRWLPLQRIANQ
                     ALGQCLGGQGINQLMSQLQNRLVGHGYVTTRVLAPQQDLNSGTLALQVVPGKIHRVAL
                     TPESDRHVTLFSAFPARPGHLLDLRDIEQGLENLQRIPTVQASMELIPGSAPGETDIA
                     LSWKQSKMWRLAASLDDSGTRSTGRYQGGATLFLDNPFSLSDQFYVSAGGSIKNRGDK
                     GTNNLTGHYSLPFGYWTAGITASSYDYHQTVAGLNSDYNYRGESENVSLQLSRLLHRN
                     ASQKTTLTYDVLTRSSKNYINDTEVEVQRRRTSAWRIGLQHRHFISQATLDAGVSYQR
                     GTRWFGAVPAQEEYFDEGTALSKILQLNAQLDIPFSVMAQNFHYNVQYQRQSSSTPLT
                     PQDQFSIGGRWSVRGFNGERTLSADRGWTVRNDLGWYTPIQGQEIYVGLDYGEVGGRG
                     SAYLLGNHLAGAAVGIRGNVLNTRYDLFAGKPLSEPDGFQSDAVTVGFNLNWQY"
     gene            complement(2407138..2408103)
                     /locus_tag="CH60_2226"
     CDS             complement(2407138..2408103)
                     /locus_tag="CH60_2226"
                     /note="[C] COG1018 Flavodoxin reductases (ferredoxin-NADPH
                     reductases) family 1"
                     /codon_start=1
                     /transl_table=11
                     /product="2Fe-2S iron-sulfur cluster binding domain
                     protein"
                     /protein_id="AJK13448.1"
                     /translation="MASHQMFDVVVSKIEVITSDVKRFTLTAGNDRPLPIFEGGSHIL
                     VQIPLGEKNLSNAYSLMNSPFETHRYQIAVRLSEHSRGGADFMHHHVKVGDKLRVSGP
                     NNLFPLVPEAQRHLLIAGGIGITPFISQLYELERRQDHYHLHYCFRCCDDNAFQSELE
                     NSAFAKHLSCHISSQGSRLDVVRLLMDCEPETHIYTCGSVSLNNAVKTAATQRGIPQT
                     YLHFEQFTAENQRGGEFTLVLARSGVELNVGCDMTILQAIENSHAAQVECLCREGICG
                     TCETAILEGEADHRDRYLTDEEKKSQKSILICCSRAKGARLVLDL"
     gene            complement(2408199..2409323)
                     /locus_tag="CH60_2227"
     CDS             complement(2408199..2409323)
                     /locus_tag="CH60_2227"
                     /note="[PR] COG4638 Phenylpropionate dioxygenase and
                     related ring-hydroxylating dioxygenases, large terminal
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ring hydroxylating alpha subunit family protein"
                     /protein_id="AJK10899.1"
                     /translation="MSNQHPDFVLPKDFCANPREAYTIPAYFYTQQAAFEHEKERVFT
                     NSWICMAHGSEVAQPNDYITREIIGENIVIVRGRDSVLRAFYNVCPHRGHQLLSGEGK
                     AKNVITCPYHAWTFKLDGELAHARNCENVTNFDKDRATLFPVRLEEYAGFIFINMNPD
                     AESVEQQLPGLQDKVFEACPDVHELKLAARFTTRTPANWKNIVDNYMECYHCEPAHPG
                     FADSVQIDRYWHTMHGNWSLQFGYAKPSEKSFKFEEGEESSFHGFWLWPCSMFNVPPL
                     KGMMTVIYEFPVDAETTLQNYDIYFTNEELTEDQKALIEWYRNVFRPEDLRLVESVQK
                     GLKSRGYRGQGRIMADDKGSGISEHGIAHFHNLVAKVFQE"
     gene            complement(2409440..2411086)
                     /locus_tag="CH60_2228"
     CDS             complement(2409440..2411086)
                     /locus_tag="CH60_2228"
                     /note="bcct: transporter, betaine/carnitine/choline
                     transporter family protein;
                     [M] COG1292 Choline-glycine betaine transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, betaine/carnitine/choline
                     transporter family protein"
                     /protein_id="AJK11623.1"
                     /translation="MLNNPRKDIPLIVTSLLCIILIALAFSLFPQQSSQMAETIFSGV
                     TRLLGSTIQILVLLGLILVLYIAVSKYGNIRLGEGKPEYRTIPWLFMFICAGLGSSTL
                     YWGVMEWAYYYQTPGLNIAPKTPKALEYSVSYSFFHWGISAWATYALASLIMAYHFHV
                     RKNKGLSLSGIISAITGVNPQGFWGRLVDLIFLIATIGALTISLVITAATFTRGLTAL
                     IGVPNNFAVQAGVMLVAAVIFSFSSYIGIDHGMQRLSKMVGWGAFGFAVLVLLVGPTE
                     FIINNTINSIGLTTQNFLQMSLFTDPMGDGRFTRSWTVFYWLWWISYTPGVAMFVTRV
                     SRGRKLKEVIWALLLGSSLGCWFFFGVLESYAIQQFISGALDVPLILNTQGGETAVQM
                     LLSALPMGKLFLAAYLFIMIIFLASHMDAVAYCMAATSTRNLREGEDPNRMLRLFWCV
                     VITLIPLSILFAGASLDTMKTTVVLTALPFLLILLIEVYGFVRWIKQDYAHVPAHLIE
                     QSTPQVMLPAESLPPATASMLVVETLVVETAAPPASKHNQ"
     gene            complement(2411703..2412788)
                     /locus_tag="CH60_2229"
     CDS             complement(2411703..2412788)
                     /locus_tag="CH60_2229"
                     /EC_number="1.1.1.93"
                     /note="TTC: tartrate dehydrogenase;
                     [CE] COG0473 Isocitrate/isopropylmalate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="tartrate dehydrogenase"
                     /protein_id="AJK13778.1"
                     /translation="MKKTYRIAAIPGDGIGHEVMPEGINVLQAAALRWDLDISFENIE
                     WASCEYYQHHGQMMPNDWQRQLQCFDAIYFGAVGWPATVPDHISLWGSLLKFRRDFQQ
                     YVNLRPVRLFPGIPCPLVGKQPGDIDFYVVRENTEGEYSSVGGRLFEGTEQEMVLQAS
                     IFTRRGVDRILKYAFELAQMRPRKRLTSATKSNGLAFSMPYWDERFEVMAAQYPQISA
                     DKQHIDILCARFVLNPERFDVVVASNLFGDILSDLGPACAGTIGIAPSANLNPERDFP
                     SLFEPVHGSAPDIYKRNIANPIAMIWAGAMMLDFLGQGDERYHAAHNGILNAIEQVIA
                     QGPKTPDMCGDASTQQVGSAIVQVLSH"
     gene            2412891..2413832
                     /locus_tag="CH60_2230"
     CDS             2412891..2413832
                     /locus_tag="CH60_2230"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13603.1"
                     /translation="MNNLPILSDLRVFLLVARRAGFAAAAEEMGVSPAYVSKRVAILE
                     KTLNVALLHRTTRRVTISEDGERTYEWAQRILHDVDQMMDELSAIRQEPQGTLRVISS
                     FGFGRRFVAPALSALAREYPRLELRFDVEDRLIDLVTEGVDLDIRVGDNIGDNLIACQ
                     LAPNRRILCASPDFLQRYGTPKALSELPGFACLVIKERDHPFGIWRLHNGTEEQSIKV
                     TGPMASNHGEIVHQWCLDGQGIALRSYWDVKDNIHSGKLVHILPEYFQSANIWAVYVT
                     RLAMSAKVRVSVEFLRRYFNEHYGAENTSANGGTLKR"
     gene            2414079..2415083
                     /locus_tag="CH60_2231"
     CDS             2414079..2415083
                     /locus_tag="CH60_2231"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK14127.1"
                     /translation="MSKAYSNATIVDIARRANVTNITVSRTFNQPGLVKQETREKIHA
                     IAKELNYVPNAFAQGLKRSSSQIIGIVTSSMYNPFYSELIQTVSRIARTQCYQIMLFD
                     TDGSEEAEMEAIQALFGYKACGILLSPVRDDKNYQPAYLDLAETYRVPLILIDRDIYN
                     RQLSGVFLNNKEIGLLAGKYLSEQPERKMLIIGGPAESEITRVRIEGIINALENKKND
                     VHIINGDYDFISQEAAVRDYLSVPQNQPDYIIGLNGILTLGAIAICHELKIYNNIKFF
                     SIDEPPKAADYGLHIAGVYHDTQMLGEIAAELLFNAIKKPHNDQAVRREFFTGSLLTH
                     "
     gene            complement(2415216..2416208)
                     /locus_tag="CH60_2232"
     CDS             complement(2415216..2416208)
                     /locus_tag="CH60_2232"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK13362.1"
                     /translation="MIRTEHSSSTQESGSTLHRHKRWEKLLHHPAMLPFIGFVVLFVL
                     MSGLNDSFLTVNNLTNVARQVSINAIIAVGMTCAILTGGIDLSVGPVMALSGSIAAGL
                     MLAGIPIPLAMMAALLVGALFGLANGSCIAYLRMPPIIVTLASMGIARGLALLYTGGY
                     PISGLPDMFSFFGRGTVLGIQVPILIMAGVYLFAWIMLNHLSFGRYIYAIGGNEEAAR
                     LSGIRVSRYKMLVYVVSGLTAALAGLVLTSRLMSGQPNAGEGFELDAIAAVVLGGAAI
                     SGGKGAIIGTLVGAMMLGVLNNGLNLMSVSPYIQNVVKGGIILAAIYLSSVRRK"
     gene            complement(2416205..2417695)
                     /locus_tag="CH60_2233"
     CDS             complement(2416205..2417695)
                     /locus_tag="CH60_2233"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13105.1"
                     /translation="MTPLLELKQIKKSFPGVKALDGIDLTIQRGEVHALLGENGAGKS
                     TLVKIMCGIYQPDSGGIFLEGQRCRFANYRDAIDAGIGIIFQEFSLIPYMNTIDNIFL
                     NREIKNRWGLLDRREMRRKARAIFKRLTVDIDLDCPVEQLSVAQQQFVEIAKALSLDA
                     RILVLDEPTATLTPGEAEHLFSIMHDLKLLGVGMVFISHHLDEIFTICDQITVLRDGA
                     YIQTLPAAETNVEELVKLMVGRKIENTFPVKSHPVDTSVRVLEATVQHTKHVMENSFH
                     LYKGEILGFAGLVGSGRTELMSALIGARSCYQKSVSLNGQPTVLRNPAQALDHGIGLL
                     PESRKTEGLVLPFSVAQNITLNRHEKRGKIFVNAGKEHDIVQRLIRAVGVKTPDADTA
                     VSTLSGGNQQKVVIARWLNNDCDILIFDEPTRGIDVGAKSEIYQLMQQLTQKGISIIM
                     ISSELPEIIGVCDRVLVFRGGHIVAELAGDEIESNNIMLHATGSAL"
     gene            complement(2417735..2418652)
                     /locus_tag="CH60_2234"
     CDS             complement(2417735..2418652)
                     /locus_tag="CH60_2234"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK13673.1"
                     /translation="MFSFFKKALSFSIAGVMLFASQSVMAKQIVIGVSFQELNNDYFV
                     SMKEALEQAANDIGAKVYIADAGHDVSKQINDVEDMLQKKIDILLINPTDSVGVQSAV
                     MAANKAGAVVVAVDAQAEGPLDSFVGSKNYDAGFLAGEYLAKSLGGKGKVAILDGIPV
                     VPILERVRGFEDAIKKYPDIKIVTKQNGKQKRDTALTVTENMLQSVPDLAGIFSVNDV
                     GALGALAAIESNGAKVKLVSVDGQPEAIKEILKPNSPFIATSAQFPRDQIRIALGIAL
                     ARYWGANVPATIPVEVKLIDSSNAQGFSW"
     gene            complement(2418827..2419894)
                     /locus_tag="CH60_2235"
     CDS             complement(2418827..2419894)
                     /locus_tag="CH60_2235"
                     /note="[ER] COG1063 Threonine dehydrogenase and related
                     Zn-dependent dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AJK11032.1"
                     /translation="MSQLPEKMSAVVCHGPQDYRLEHVPTPVPKAKELVIKVKGCGIC
                     AGDCKCKNGAKMFWGETPWVKPPVVPGHEFYGHIVALGEGTESKYKLGERVIAEQIVP
                     CWDCRYCNSGSYWMCETHNIYGFQKDVAEGGMAEYMRFSENAIVHKIPESLSHEDAVL
                     IEPMACAIHTVARGDIQLDDVVVLAGAGPLGLCMVQVARLKTPKKLIVIDTIEERLAL
                     AKAFGADVVINPLKEDADKIVKSLTGGYGCDVYIEATGAPIGVTQGLQMIRKLGRFVE
                     FSVFGQETTVDWSIIGDRKELDIRGAHLAPYSYEIATDLFERGLVTSKGIVTHSYSLD
                     DWEKAFELADSTNSIKVILVP"
     gene            complement(2420636..2421304)
                     /locus_tag="CH60_2236"
     CDS             complement(2420636..2421304)
                     /locus_tag="CH60_2236"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14037.1"
                     /translation="MLSGIQSASLICHSSSIEESEKIQSVVFLSDIGLDKNRLTLEQE
                     KGLKDIKSSIDDCYHNGISTSTGRKKIKELRNKVTQYINSVESYRDKIYDVIIDKRTG
                     RGEKIILKSGCDETHRNSYLKGIIYLSKLQDLIRNEIDNAPIKYKKSLSKVFDVMGKG
                     AVYGDIKALNEDRKLPDFKYSDSECSAYDYSYGNHALECGIRSLECAGQTGLLICMCL
                     MGGK"
     gene            complement(2421500..2422042)
                     /locus_tag="CH60_2237"
     CDS             complement(2421500..2422042)
                     /locus_tag="CH60_2237"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11002.1"
                     /translation="MPGRIQEMPQSWLTASRPVTEIVKQPSTGLVKDSSLNKDIKTEE
                     TEQFLEEIDAQMKVICAWEMDSTTVDQCIKELCDKIGALYNDVLTTRSQVYEMVLNYG
                     TESGQMVRLREGCNAADRDRYLEKLIAYNHIRQAVSDKVAKIEKHTDSVKRMVDLHHY
                     DYICGDLKALNKNGDVPKQS"
     gene            complement(2422280..2423218)
                     /locus_tag="CH60_2238"
     CDS             complement(2422280..2423218)
                     /locus_tag="CH60_2238"
                     /note="CDF: cation diffusion facilitator transporter
                     family protein;
                     [P] COG3965 Predicted Co/Zn/Cd cation transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="cation diffusion facilitator transporter family
                     protein"
                     /protein_id="AJK12180.1"
                     /translation="MTTLSEQAPPLLQDTQLEQQILRRSIFYTLIIAVMGIVFGIVCG
                     SMSIIFDGMFSALDAGMCSLSLLVSRLLGQPHSRRFQYGFWHVEPLVLAFNGSLLALL
                     CLYAFVNAIKGIFDGGRELELGWAIVYTLAVSIFCFTIYLKQRRLNKRVKSELIALDT
                     KSWFMSACISTALLVAFLLSWGMEGTRYEHLIVYADPMVLALLTLVLIPVPIKTVIAA
                     VREVLQMTPDTLDTAIETLMERLVDKYKFVDYSHYATRAGRGLFIEIHVVIPPEMDTR
                     GVHHFDTIRDEIAHEIGESGPHRWLTISFTRDAKWL"
     gene            complement(2423534..2424058)
                     /gene="ompX"
                     /locus_tag="CH60_2239"
     CDS             complement(2423534..2424058)
                     /gene="ompX"
                     /locus_tag="CH60_2239"
                     /note="[M] COG3637 Opacity protein and related surface
                     antigens"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane protein X"
                     /protein_id="AJK12205.1"
                     /translation="MKKIACLSAVAACVLAVTAGSAFAGQSTVSGGYAQSDYQGVANK
                     SSGFNLKYRYEWSDSQLGYITSFTHTEKSGFGDEAVYNKAQYNAITGGPAYRINDWAS
                     IYGLVGVGHGRFTQNESAFVGDKHSTSDYGFTYGAGLQFNPAENVALDVSYEQSRIRN
                     VDVGTWVAGVGYTF"
     gene            2424463..2425350
                     /locus_tag="CH60_2240"
     CDS             2424463..2425350
                     /locus_tag="CH60_2240"
                     /note="[R] COG5006 Predicted permease, DMT superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK11963.1"
                     /translation="MSLSPSSKNSLPLLPILLLVIAMISIQSGASLAKSLFPLVGAQG
                     ITSLRLGIGTLILFVIFKPWRMRFAAGSRLPLLIYGVALGGMNFLFYMSLKTVPLGIA
                     VALEFTGPLAVAMFSSRRAVDFIWVGLAILGLWFLLPLGHNIGTIDLFGAACALGAGA
                     CWAIYIISGQKAGGDHGPGTVAVGSLIAALIFCPIGVAYNGMALFDPAILPIALAVAI
                     LSTALPYSLEMVALTRLPARTFGTLMSLEPALAAISGLVFLNEHLTLVQWLALASIIS
                     ASVGASLTIKPKPQLDQVT"
     gene            2425366..2425863
                     /locus_tag="CH60_2241"
     CDS             2425366..2425863
                     /locus_tag="CH60_2241"
                     /note="[KR] COG0454 Histone acetyltransferase HPA2 and
                     related acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AJK11610.1"
                     /translation="MEIRTATPADFAEIWPLFQAVIRSGDTYVFTPETPEQDAYDYWF
                     GRGVRCWVAVHEQRIVGMYKLIDNQRGLGAHVANASFMVDQKVRGLGIGKALGLHCID
                     QATTLGYRAIQFNFVVSTNTLAVALWQKLGFKIIATLPEAFNHRQLGYVDAYVMHRVL
                     VPTQS"
     gene            2425886..2426662
                     /locus_tag="CH60_2242"
     CDS             2425886..2426662
                     /locus_tag="CH60_2242"
                     /note="[R] COG4106 Trans-aconitate methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AJK13094.1"
                     /translation="MQDWDPDLYRQFEAERTRPATDLLAHITITSPQFISDLGCGPGN
                     STELLHRRFPDAQLVGIDHSQAMLASAQQRLPHCTFIEADIHQWRPSQPQNLIYANAS
                     LQWLTDHPHLFPSLLSQLAPRGVLAVQMPDNLDQPSHRAMREVAENGPWQQTLQEAGA
                     TRAKVLSANHYYDLLAPHAERVDIWRTTYYHPMPSAQAIVDWLRATGLRPYLAPLTEA
                     MQLAFLQNYLAIIDKAYPARTDGRRLLAFPRLFIVAHAQR"
     gene            2426919..2427422
                     /gene="dps"
                     /locus_tag="CH60_2243"
     CDS             2426919..2427422
                     /gene="dps"
                     /locus_tag="CH60_2243"
                     /note="[P] COG0783 DNA-binding ferritin-like protein
                     (oxidative damage protectant)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA protection during starvation protein"
                     /protein_id="AJK14225.1"
                     /translation="MSTAKLVKTKPSELLYTRNDVEEHVKVATIKRLNQMVIQFIDLS
                     LITKQAHWNMRGANFVAVHEMLDGFRTALTDHLDTFAERAVQLGGVALGTAQVINDKT
                     PLKSYPTNIHSVQEHLKALAERYAIVANDIRKAITEVEDENSADMFTAASRDLDKFLW
                     FIESNIE"
     gene            2427742..2428869
                     /locus_tag="CH60_2244"
     CDS             2427742..2428869
                     /locus_tag="CH60_2244"
                     /note="[S] COG1434 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AJK11386.1"
                     /translation="MKKNCLKHYRAGQLLVLAIGLAFSVPSVALTDVAQPQERYENYV
                     TQRQTVDLLINQAQQAFKNPTRISGAGFTGKLPSNMEVVAQKLLQAHQLEPYRVDLLF
                     SAASAYIYNNNIEKALAIYKDILKDAPDDIDALIYLSAWSRFAGQTSESQSYFAQLKR
                     LNPLKAQQLEQFYAVIDKAAAMPISDTLSAQQLAQLKATQGENAIVTLGYALNPDGTM
                     NDVLIQRLEKTLEIAQQLPDALIIVTGGVPQNNQTEGKLMADWLIKKGIKPERIYQDN
                     YARSTVENALYSRYALAKHRIKNAIIISSGSHVRRADALFTIASWESGPHDINFLTIA
                     ALDKPLSELQKTSPADLQGIYRDGLKTLGLWSFRSYPLEER"
     gene            2429439..2430182
                     /locus_tag="CH60_2245"
     CDS             2429439..2430182
                     /locus_tag="CH60_2245"
                     /note="[ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK13992.1"
                     /translation="MKSLVKVSLAALALAFAVSAYAAEKELIVATDTAFVPFEFKQGD
                     KYVGFDIDLWDAIAKKLDLKYTLKPMDFSGIIPALQTKNVDLALAGITITDERKKAVD
                     FSDGYYNSGLLVMVKADNNDIKSEADLQGKVLAVKSGTGSVDYAKANIKTKDLRQFPN
                     IDNAYLELGTGRADAVLHDTPNILYFIKTAGNGQFKAVGESIKAQQYGVAFPQGSDLR
                     EKVNAALKSLKEDGTYAEIYKKWFGVEPK"
     gene            2430217..2430873
                     /locus_tag="CH60_2246"
     CDS             2430217..2430873
                     /locus_tag="CH60_2246"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK14325.1"
                     /translation="MQFEWSAIWPAIPLLLEGAKLTLWISVLGLLGGLIIGVIAGLAR
                     AYGGWLSSHIALVFIELIRGTPIVVQVMFIYFALPMMIPLRIDPFSAAVVTIIINSGA
                     YIAEITRGAVLSIHSGFREAGLALGLSQRGTLLYVIAPLALRRMLPPLGNQWIVSIKD
                     TSLFIVIGVAELTRQGQEIIAGNFRAMEIWSAVAVIYLIITLALSFVLRRLERKLKII
                     "
     gene            2430870..2431592
                     /locus_tag="CH60_2247"
     CDS             2430870..2431592
                     /locus_tag="CH60_2247"
                     /note="[E] COG1126 ABC-type polar amino acid transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12585.1"
                     /translation="MINFKNVSKHFGKIQVLHDINLNITQGEVVVIIGPSGSGKSTLL
                     RCINKLEVITRGQLIVDGLDVNSPNIDERQIRLEAGMVFQQFYLFPHLTALENVAFGP
                     TKVRGTSKEEAKKQALALLSKVGLEDRAHHYPAELSGGQQQRVAIARALAVKPKLMLF
                     DEPTSALDPELRHEVLTVMKDLAEEGMTMVIVTHEVGFAQKVASRLIFIDKGRIAEDG
                     DPDSLISNPPSERLREFLQHVS"
     gene            complement(2431832..2433124)
                     /locus_tag="CH60_2248"
     CDS             complement(2431832..2433124)
                     /locus_tag="CH60_2248"
                     /note="[T] COG2202 FOG: PAS/PAC domain"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AJK13088.1"
                     /translation="MLFNFRSSHAPWRAELTSIDNAVPMIIFKPDGTVVQVNKLFLAA
                     MGYQKDEVIGKHHKIFCDPQYAASDAYRRHWQLLNEGRPISDNIKRIRKDGNVIWLQG
                     TYTPVVDRQGNVIEIIKIASDVTERILQSQEHQSLLEALNRSMGMITFTPQGIILAAN
                     DNLLNVIGYSLADIQHKSHQILCLPEFAHSEEYHQHWQRLARGEFIIGRFERLNRRGE
                     RVWLEASYNPIMDNEGNVLKVVKIAQDITALMLQQEQEENLIRDVHHLSLTTDRSASQ
                     GAEIVQQAVRGMQEVESIARETSDVVSDLGRCSQEIGSIVEAIRKISSQTNLLAINAS
                     IEAAHAGEHGRGFSVVASEVRLLADQSRKAASEIEQMTKTIQNGVTAAIKGMGTCVEQ
                     AGGGVILTQDAGEVINLVNVGMQDVVKLMTTFSQVKNQ"
     gene            complement(2433893..2434858)
                     /locus_tag="CH60_2249"
     CDS             complement(2433893..2434858)
                     /locus_tag="CH60_2249"
                     /note="conserved hypothetical protein;
                     [R] COG3129 Predicted SAM-dependent methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12900.1"
                     /translation="MENKKVFPKEKSGLHPRNRHRSRYDFDALSVSCPELIPFLAPTA
                     YGDISVDFADPLAVKMLNKALLKHFYGIEYWDIPADSLCPPIPGRADYVHHLADLLAS
                     CNGEVIPKGKNIALLDIGVGANCIYPIIGQREYGWRFTGTDIDSHALSAAKMVVSMNP
                     TLKNTLRLKQQKDPHAIFEGVWAVNERYDATLCNPPFHGSAEEAAATTRRKLHKLGKN
                     EVAAKPVQNFGGKNSELWCEGGEEGFVSRMVAESVAKAQNCFWFTSLISKKTTLPAIY
                     HALRYVKAVEVRTIEMAQGQKVSRFVAWTFLTPEQQAAWVAERWA"
     gene            2435191..2435451
                     /locus_tag="CH60_2250"
     CDS             2435191..2435451
                     /locus_tag="CH60_2250"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10663.1"
                     /translation="MKNIKNFVAVIALSTLSFGSFAADYVNSQKAAQLEPVGVITANG
                     ATSLSSLKAQLAEKADAAGAKAFTITSTTGNNLMHGSAVIYK"
     gene            complement(2435833..2436792)
                     /locus_tag="CH60_2251"
     CDS             complement(2435833..2436792)
                     /locus_tag="CH60_2251"
                     /note="[E] COG0547 Anthranilate phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase family, a/b domain protein"
                     /protein_id="AJK12751.1"
                     /translation="MDYSKIIKEVGRGKNHARDLDQPTAYALYKAMLAGQVPALELGG
                     ILIAFRIKGESEQEILGFYQAMQEQVMSLRAPVDRPLPVVIPSYNGARKQANLTPLLA
                     LLLSRLGLPVVVHGVTEDSSRVTSAEIFQQLNIPWSLSVQEAQQRLDNGLPVFIPVSA
                     LSMQLDQQLQQRWRMGVRNSSHTLAKLATPFTHDKALRVASVSHPEYMQKVGGFFQAI
                     SAPGLLLQGTEGEVYANPLRCPPIHYINDGEQTILLDRSSESVVPELPLSKDAVITAR
                     WIEGCLAGEQPIPDSILKQLACCLVAAGQADSVELALQQIKIV"
     gene            complement(2436858..2438273)
                     /gene="menE"
                     /locus_tag="CH60_2252"
     CDS             complement(2436858..2438273)
                     /gene="menE"
                     /locus_tag="CH60_2252"
                     /EC_number="6.2.1.26"
                     /note="menE: O-succinylbenzoate-CoA ligase;
                     [IQ] COG0318 Acyl-CoA synthetases (AMP-forming)/AMP-acid
                     ligases II"
                     /codon_start=1
                     /transl_table=11
                     /product="O-succinylbenzoate-CoA ligase"
                     /protein_id="AJK12301.1"
                     /translation="MASLGHPPWEHWPWQYWANLRPQALAIRSGGQRISWQQLASDIN
                     ALAAFFQQQGVVPGSGVALRGKNSYTLLLAYLAALQCAARVLPLNPQLPDALLAQRLP
                     TLDIHFMLNLATPLPPHFAFTPLDPRTVDSAAVTPIAWDGQRLATLTLTSGSSGLPKA
                     AVHSLGAHRANADGVLALMNFTASDSWLLSLPLFHVSGQGIVWRWLTAGATLGVPEGV
                     PLVEALAGCSHASLVPTQLWRLLANAAPPLTLKEVLLGGAMIPTELTEQAEAHGIRCW
                     CGYGLTELASTVCAKRADGRPGVGVALAGRQVKLVDDEVWIKADCLAAGYWQQGQLLP
                     LTDSDGWFHTRDRGRWQQGELCILGRLDNLFFSGGEGIQPEDIERVLLQYSGVQHAFV
                     IPVADAEFGHRPVAVIDSADEVDVVALADWLAPRLAVFQRPIAFYRLPTFLKRGGIKI
                     SRQQLADWLRGKYEGEKIGER"
     gene            complement(2438261..2439232)
                     /gene="menC"
                     /locus_tag="CH60_2253"
     CDS             complement(2438261..2439232)
                     /gene="menC"
                     /locus_tag="CH60_2253"
                     /EC_number="4.2.1.113"
                     /note="menC_gamma/gm+: o-succinylbenzoate synthase;
                     [H] COG1441 O-succinylbenzoate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="o-succinylbenzoate synthase"
                     /protein_id="AJK10609.1"
                     /translation="MRTATLYRYSVPMEAGVILRHQRLKSRDGLLVKLQQGELSGWGE
                     IAPLPEFSQETLDQAQVAAECWLQHWVSGVESDDSVLPSVAFGLSCAQAELKQTLPLS
                     ADYRKAPLCTGDPDELFAVLQALPGEKVAKVKVGLYEAVRDGMIVNVLLEALPDLTLR
                     LDANRSWSRAKADGFAKYVNPALRSRIAFLEEPCKTRAESREFAQDTGIAIAWDESVR
                     EADFQVEAEPGVAAIVIKPTLVGSLARCQQLVQQAHQAGLVAVISSSIESSLGLTQLA
                     RLAAWLTPVTVPGLDTLDLMQAQVVRPWPDSPLPLITTEQLGVVWHR"
     gene            complement(2439232..2440089)
                     /gene="menB"
                     /locus_tag="CH60_2254"
     CDS             complement(2439232..2440089)
                     /gene="menB"
                     /locus_tag="CH60_2254"
                     /EC_number="4.1.3.36"
                     /note="menB: naphthoate synthase;
                     [H] COG0447 Dihydroxynaphthoic acid synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="naphthoate synthase"
                     /protein_id="AJK12894.1"
                     /translation="MLYPSEEQLYAAIDWLDCSAGFEDIRYHKSNDGIAKITINRPHV
                     RNAFRPLTVKEMIQALADARYDDNIGVIILTGEGDKAFCSGGDQKVRGDYGGYQDNSG
                     VHHLNVLDFQRQIRTCPKPVVAMVAGYSIGGGHVLHMMCDLTVAADNAIFGQTGPKVG
                     SFDGGWGAAYMARIVGQKKAREIWFLCRQYDAKQALDMGLVNTVVPLADLEKETVRWC
                     REMLQNSPMALRCLKAALNADCDGQAGLQELAGNATMLFYMTDEGQEGRNAFNEKRQP
                     DFSKFKRNP"
     gene            complement(2440103..2440921)
                     /gene="menH"
                     /locus_tag="CH60_2255"
     CDS             complement(2440103..2440921)
                     /gene="menH"
                     /locus_tag="CH60_2255"
                     /EC_number="4.2.99.20"
                     /note="menH_SHCHC:
                     2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate
                     synthase;
                     [R] COG0596 Predicted hydrolases or acyltransferases
                     (alpha/beta hydrolase superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="2-succinyl-6-hydroxy-2,
                     4-cyclohexadiene-1-carboxylate synthase"
                     /protein_id="AJK10611.1"
                     /translation="MTTLACRKLAPHPESPRHQHAGPWLVWLHGLLGSGQDWLPVAQL
                     CGDYPSLLIDLPGHGQSVSLSADGFADISRQLSQTLQANGIREYWLAGYSLGGRIAIY
                     HACYGRHHGLQGLLVEGGNLGLENAELRQARLQQDRQWAQRFRQEPLPQVLDDWYQQA
                     VFADLDPQQREQLVLLRADNHGPAVAEMLEATSLGHQPWLLPALQRLNVPYTYLCGDR
                     DHKFLQLAQQYRLPLHTLARAGHNAHRANPGAFAAQVLAFLSQSSCLPPSSLSR"
     gene            complement(2440918..2442621)
                     /gene="menD"
                     /locus_tag="CH60_2256"
     CDS             complement(2440918..2442621)
                     /gene="menD"
                     /locus_tag="CH60_2256"
                     /EC_number="2.2.1.9"
                     /note="menD:
                     2-succinyl-5-enolpyruvyl-6-hydroxy-3-cyclohexene-1-
                     carboxylic-acid synthase;
                     [H] COG1165
                     2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-succinyl-5-enolpyruvyl-6-hydroxy-3-
                     cyclohexene-1-carboxylic-acid synthase"
                     /protein_id="AJK12937.1"
                     /translation="MSTSVFNRRWAALLLEALTRHGVRHICIAPGSRSTPLTLAAAAN
                     PSLVCHTHFDERGLGHLALGLAKASTEPVAVIVTSGTAVANLYPALIEAGLTGERLIL
                     LTADRPPELIDCGANQAIRQQGLFASHPTLSVNLPRPTPDISARWLVSTLDSAMAQLQ
                     HGALHINCPFAEPLYGGDEQQYADWSASLGDWWQDCHPWLRQTCYPPSLYQPPAQQAD
                     WFFWRQKRGVVIAGRMGAQEGRQLTAWAAMLGWPLIGDVLSQTGQPLPCADLWLAHPR
                     AQETLAQAQMVLQFGSSLTSKRLLQWQTACQPQEYWLVDSAPGRLDPANHRGRRIICP
                     VGEWLSRHPAQRRTPWATELAAYSESAQAQVIETLAGQFSEAAVAHQLAELLPDNGQL
                     FVGNSLIVRLIDALGQLPAGYPVYSNRGASGIDGLLSTAAGVQRATAKPTLAIVGDLS
                     ALYDLNALALLRQSSAPMVLLVINNNGGQIFSLLPTPEAERQRFYCMPQDVNFEHAAV
                     MFSLGYARPNSWPQLRELVHQCWLRGGTTLIEVQVPPSQGAETLQQLVQQVTLIPQVA
                     P"
     gene            complement(2442849..2444216)
                     /gene="menF"
                     /locus_tag="CH60_2257"
     CDS             complement(2442849..2444216)
                     /gene="menF"
                     /locus_tag="CH60_2257"
                     /note="[HQ] COG1169 Isochorismate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismate hydroxymutase 2"
                     /protein_id="AJK11750.1"
                     /translation="MKQLSGLLGELRQKLCAGFPEQAGIQQLIFPAPGLVGRQLLEWL
                     TAQTHFPQFYWRHRDNHEEAAVCGQTRSFADMKDADDFIQQNPDANGLRIWGLNAFEP
                     VMVFGQLTDNGLVSGKNAQASFLFLPRLEILRRGKKTSLTLNLSSETSLQKDALQAIT
                     FIDQLMAARALPVLNARIQHSSHTPGYPQWRNLIQQALNDIEQQKLDKVVLARTTTLT
                     LNKPLSCAAFMAASRQVNHRCYHFMLRFDDRQAFLGSSPERLYLRQQLHLETEALAGT
                     VSNLDSDPQAAVLADWLMHDEKNQRENLLVVDDICQRLQGGVTAVDVMPPEIIRLRKV
                     QHLRRRICAQLSRASDTDCLQRLQPTAAVAGLPREAARQFIAKHELFSRGWYAGSAGY
                     LSLKRTEFSVALRSARVDGQQIHLYAGAGIVAGSDAEQEWQEIDNKSAGLQSLLEHEA
                     QPVKA"
     gene            complement(2444744..2445388)
                     /locus_tag="CH60_2258"
     CDS             complement(2444744..2445388)
                     /locus_tag="CH60_2258"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protein RhiA"
                     /protein_id="AJK13015.1"
                     /translation="MSNTLDLSAAAGTPYQVKFVNHSSSAWTVFLYQKMPNQPSDVFS
                     LAWQASPFKVAPNSFFTFKWSINYSFVWGRTGHLTDGVLFEAGAILDADPTSHNQVTF
                     DTADNTPTFSNLSTAGQAGKLTIIEGGSMPNNVYSTGIGMSGQGTFAQQVLANTTQLY
                     TPEPLYFIAAGQGVQMGQVLAQTVTNSNELKYSGNIYSLVATLDETQQWNVVPA"
     gene            complement(2445943..2446251)
                     /locus_tag="CH60_2259"
     CDS             complement(2445943..2446251)
                     /locus_tag="CH60_2259"
                     /note="conserved hypothetical protein;
                     [S] COG4575 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13306.1"
                     /translation="MNRDNEPPTSLEDDLAMLTDTLEEVLRYSGTLADESYQEIKARA
                     EKALKEVQSRLSDHGGCHIKQIKAMACCTDDYVRQNPWCSVGIGATIGLIVGLLVARR
                     "
     gene            2446815..2446958
                     /locus_tag="CH60_2260"
     CDS             2446815..2446958
                     /locus_tag="CH60_2260"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13638.1"
                     /translation="MKNELAMAFGGMIVGISLAILILCIIFGLTSPETVISYADCVIK
                     SRN"
     gene            complement(2447177..2449048)
                     /gene="edd"
                     /locus_tag="CH60_2261"
     CDS             complement(2447177..2449048)
                     /gene="edd"
                     /locus_tag="CH60_2261"
                     /EC_number="4.2.1.12"
                     /note="edd: phosphogluconate dehydratase;
                     [EG] COG0129 Dihydroxyacid dehydratase/phosphogluconate
                     dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphogluconate dehydratase"
                     /protein_id="AJK11411.1"
                     /translation="MNPIITRVTQRIIARSAATRTAYLQRISAAKEHTVHRSQLACGN
                     LAHGFAACQPEDKAALKNRVRSDIAIITSYNDMLSAHQPYEHYPQQLKDALHEVGAIG
                     QVAGGVPAMCDGVTQGQDGMELSLMSRDVIAMSAAIGLSHNMFDGALYLGVCDKIVPG
                     LLMAALSFGHLPAIFVPAGPMASGLPNKEKVRIRQLYAEGKVDRQALLEAEAASYHSA
                     GTCTFYGTANSNQMVMEVMGLHLPGASFIQPNTPLRDALTAAAARQITRLTETGINCI
                     DGNHIDVNHINSSHINSSYLPVGQLVDEKVVVNGIVALLATGGSTNHTLHLVAMARAA
                     GIIINWDDFSELSEAVPQLCRIYPNGPADINYFQASGGVALLVNMLLQGGLLHEEVHT
                     VAGFGLQRYTQEPYLAAGKLQWRPGPQQSLDATVIASLEQPFSAQGGTKVLNGNLGRA
                     VMKTSAVPREHQVIEGPARVFESQHDVEAAFESGDLDRDCVVVVRYQGPQAIGMPELH
                     KLMPPLGVLLDRGFKVALVTDGRLSGASGKVPSAIHVTPEAYCGGLLANVRNGDRIRV
                     DGVSGELSLLVDEAELATRDSPLPAISAFHVGCGRELFGALREQLSGAEQGACCIRF"
     gene            complement(2449058..2449572)
                     /locus_tag="CH60_2262"
                     /note="hypothetical protein"
                     /pseudo
     gene            complement(2449602..2450918)
                     /locus_tag="CH60_2264"
     CDS             complement(2449602..2450918)
                     /locus_tag="CH60_2264"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK14490.1"
                     /translation="MDSKIPNARWFRVIVPIMIACIISFMDRVNISFALPGGMESDLA
                     ITSQMAGLAGGIFFIGYLFLQVPGGRIAVHGSGRKFIAYSLAVWAIVSILTGFVTHHY
                     QLLFLRFVLGVSEGGMLPVVLTMVSNWFPEREIGRANAFVMMFAPIGGMFTAPLSGFI
                     INTLDWRWLFFLEGGLSALVLVMWWFVISDRPEEAKWLSARERDYLVTELSRERAERM
                     FNKPVTNAPLKAVFLNKGLMKLVALNFFYQTGDYGYTLWLPTILKNLTGGNMASVGIL
                     AVLPFVATTAGIYVISALADKTGKRRLLIMISLFCFAAALVASVIFRHNVLVSYLALV
                     VCGFFLKAATSPFWSIPGRIAVPEVAGGARGGINGLGNLGGFCGPYLVGVMIFFYGQS
                     AAVCMLAGSLIIAGLITLTLPKECDVEVKSTGKAIADNGLTKAKRA"
     gene            complement(2451464..2452414)
                     /locus_tag="CH60_2265"
     CDS             complement(2451464..2452414)
                     /locus_tag="CH60_2265"
                     /note="[CHR] COG1052 Lactate dehydrogenase and related
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="D-isomer specific 2-hydroxyacid dehydrogenase,
                     NAD binding domain protein"
                     /protein_id="AJK11125.1"
                     /translation="MKHSKQAVLIIAPVMDYLTEKLEQTFTVHKLYQVTDHAEFLADQ
                     GKNIKGIVTRGDIGVTNEVLALLPEVQIISIFGVGTDAVDLDYTRERNIIVTTTPGVL
                     TDDVADTALGLIIATSRRFYQASQFLRSGEWPNGSLPLSSKVTGKRLGIFGMGRIGRA
                     IARRAVGFDMQIAYTDTVHDSSLPYQYVPDLISLAKQSDILVVAISGGKDSAGLVDKA
                     IFAAMPNHGILINIARGSMVNQDDLISALQQQQIGGAGLDVFADEPHVPQALIEMDNV
                     FLLPHIASATTDTRIQMSDIVFSNILAHFSGETAPTAITY"
     gene            complement(2452880..2453872)
                     /locus_tag="CH60_2266"
     CDS             complement(2452880..2453872)
                     /locus_tag="CH60_2266"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK12509.1"
                     /translation="MKNQRVTLQDIALLAGVTKMTVSRYLRMPEKVAPETGERIAQVM
                     AEVNYSADPESETSLNQKSPRIGILVPSFNNQIFSDLLAGIESITVANGYQTLVVNYN
                     YNKAREEEQIINLLSCQISGLILTDSEHTLRADKYLNAAEIPIAQVMELEPQENRITV
                     GFNNYQAAYDMTTTLLASGKQHIVYFGSMSDARDRKRYQGYSQAVTDAGFTPLHITPN
                     KVSSVSIGAGMLALARQMYPDVDAIFCTNDDMAVGVLQECLKLGVAIPAEMAISGFHG
                     LDIGQATTPILASVTTPRFEMGKVAAEILIKKIKKIPTIEQVDLHYRISLGGTI"
     gene            2454341..2455624
                     /locus_tag="CH60_2267"
     CDS             2454341..2455624
                     /locus_tag="CH60_2267"
                     /note="[S] COG1649 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolase like GH101 family protein"
                     /protein_id="AJK13079.1"
                     /translation="MLLHLKGSHRFISLMLCALLLAGCGHQRMPEKPVSPVGKEEPVR
                     GVWLTTVLRLDWPSLSSINASSDSIRISTQKKELTDTLDDLVKNGVNTLFFQVKPDGS
                     ALYHSAILPWSDVLTGVTGKDPGYDPLAFAVSEAHKRGLKIHAWLNPYRVSMDTRPET
                     SASLERTLSSSPASVYALHKDWIRTANGRFVLDPGLPEVRHWITNIVAELVKNYDIDG
                     IQFDDYFYYETPSSRLDDDATYQKYGQSFSDKANWRRNNTLLLIKQVSSTVRSLKPEI
                     EFGVSPAGVWRNQADDPLGSETQAGSPSYDTAYADTRLWVQDGLLDYIAPQLYWTHSQ
                     KKVKYDTLATWWADTVRHSHTKLYIGVALYKVGQPSQAESDWALEGGVPELKRQLDLN
                     DALPEISGTILFREAFLRQPQTEEAVKYLKSRWRN"
     gene            2456383..2457147
                     /locus_tag="CH60_2268"
     CDS             2456383..2457147
                     /locus_tag="CH60_2268"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK10826.1"
                     /translation="MKNLFSLENRKVLITGSAQGIGFLLAKGLAEFGAEIIINDITAE
                     RAEKAVAELRASGFIAHAAAFNVTNHDEVNEAIEKIESHIGAIDVLINNAGIQRRHAF
                     TEFPEKDWDDVIAVNQKSVFLVSQAVARYMVKRQRGKIINICSMQSELGRDTITPYAA
                     SKGAVKMLTRGMCVELARYNIQVNGIAPGYFKTDMTKALVDDQAFTDWLCKRTPAARW
                     GDPEELIGAAVYLSSKASDFVNGHLLFVDGGMLVAV"
     gene            2457196..2457732
                     /locus_tag="CH60_2269"
     CDS             2457196..2457732
                     /locus_tag="CH60_2269"
                     /note="therm_gnt_kin: carbohydrate kinase, thermoresistant
                     glucokinase family protein;
                     [G] COG3265 Gluconate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="carbohydrate kinase, thermoresistant glucokinase
                     family protein"
                     /protein_id="AJK10892.1"
                     /translation="MSGKCIIVMGVSGTGKSCVGQALALALGAKFIDGDDLHPRANIQ
                     KMAAGQPLNDQDRAPWLERLSDVAYSLQQKNEVGFLVCSALKKQYRDRLREGNEGIRF
                     LWLTGDYDLVLHRMQQRAGHFMPESLLKSQFATLEAPGSDEPDVIPIDISSSIADVVE
                     HCIAALSLENHVSAILSE"
     gene            2457810..2458277
                     /locus_tag="CH60_2270"
     CDS             2457810..2458277
                     /locus_tag="CH60_2270"
                     /note="[G] COG2731 Beta-galactosidase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="yhcH/YjgK/YiaL family protein"
                     /protein_id="AJK10622.1"
                     /translation="MILDELKKAVNNPIYPEVIRRTLAAISQMDLAALPAGELEIEGR
                     EIYLNHMIATTKPLYEQRPELHRYYIDIHILLEGSEVIGASPSTQGQRPTMDFDSEKD
                     YGLFEGMSTETLLTLAPGDIALLFPGELHRPMGTLTDPAPIRKLVVKVANHLL"
     gene            complement(2458622..2459812)
                     /locus_tag="CH60_2271"
     CDS             complement(2458622..2459812)
                     /locus_tag="CH60_2271"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14178.1"
                     /translation="MWVLPINSNPTVLHPPMVDRVYIDRQIDELELYFCPDTGKCKKL
                     TTEMRVRNEIYKNLDYFYYFLEKSYTSVALSLLIVEQAWTNTHQPVSRGNIKPEYRLD
                     DYRRESLCEFAIREILKTVDEAIISQPSTTDSFTKKKNKKAYEDIISMVSYLVGLTKD
                     KIQGAKQRYGSDPITQVLFQEFNKRNIFHDYSGNEQDVLKDAMNGIVYSCYKFYSEKE
                     KLPSVDVIKKIMKEVPQSINYPDSETAAYRLISKAIIDPMIIDINYEKHCHLSHLNAL
                     ARTLIAKDIPITHNRKYKHYLTDNLNNKFIRLFLLDKTFDIRKSELYQRVEQHLREIN
                     ENISADDILRCCKDYYEFAREKYALKIPSLAEVEFTEQLTRSGHISAAIEHRRHGTYL
                     PRTV"
     gene            complement(2460048..2461511)
                     /locus_tag="CH60_2272"
     CDS             complement(2460048..2461511)
                     /locus_tag="CH60_2272"
                     /note="NDH_I_N: proton-translocating NADH-quinone
                     oxidoreductase, chain N family protein;
                     [C] COG1007 NADH:ubiquinone oxidoreductase subunit 2
                     (chain N)"
                     /codon_start=1
                     /transl_table=11
                     /product="proton-translocating NADH-quinone
                     oxidoreductase, chain N family protein"
                     /protein_id="AJK13607.1"
                     /translation="MTITPQQLIAMLPLLIVGLTVVVVMLSIAWRRDHFINATLTVIG
                     LNLALLSLYFVGQVGPMDVTPLMRVDGYSMFYTGLVIIASLATSTFAYPWLVGYPDNR
                     EEFYLLVLIAALGGILLASANHLASLFLGIELLTLPLFGLIGYAYRQKRSLEASIKYM
                     LLSAAASSFLLFGMALLYAESGSLSFVGLGQSLSDSMVHQPLILAGLGMMIVGLGFKL
                     SLVPFQLWTPDVYQGAPAPVSTFLATASKIAIFAVVMRLFMYAPAADSEAVRLVLSII
                     AVASILFGNLMAISQTNIKRLLGYSSIAHLGYLLIALVAVQTHELALPLETIGVYLAG
                     YLFSSLGAFGVVSLMSSPYKGPDAESLFSYRGLFWHKPILSAVMTVMMLSLAGIPMTL
                     GFIGKFFVVAMGVSANLWWLTGAVVLGSAIGLYYYLRVTVSLFLSPPQSLVRDTPSNW
                     ALTAGGVVVLISAILVLVLGIYPQPLITLVQMAQPLM"
     gene            complement(2461518..2463050)
                     /gene="nuoM"
                     /locus_tag="CH60_2273"
     CDS             complement(2461518..2463050)
                     /gene="nuoM"
                     /locus_tag="CH60_2273"
                     /EC_number="1.6.99.5"
                     /note="[C] COG1008 NADH:ubiquinone oxidoreductase subunit
                     4 (chain M)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase subunit M"
                     /protein_id="AJK13265.1"
                     /translation="MLLPWLILIPFIGGLLCWQLERFGTKVPRWIALIAMGLTLVLSL
                     YLWGQGNYSLMNPTGIPQWQTYYNVPWIPRFGIRFHLALDGLSLLMVVLTGLLGVLAI
                     LCSWREIQRYQGFFHLNLLWILGGVIGVFLAIDMFLFFFFWEMMLVPMYFLIALWGHK
                     ASDGKTRITAATKFFIYTQASGLIMLIAILGLVFVHFNATGIWTFNYEDLLNTPMSRN
                     VEYLLMLGFFIAFAVKMPVVPLHGWLPDAHSQAPTAGSVDLAGILLKTAAYGLLRFSL
                     PLFPNASHEFAPIAMWLGVIGIFYGAWMAFCQTDIKRLIAYTSVSHMGFVLIAIYTGS
                     QLAYQGAVIQMIAHGLSAAGMFIICGQLYERLHTRDMRQMGGLWGRIKYLPALSLFFA
                     VATLGMPGTGNFVGEFMILFGSFQVVPVITVIATFGLVFASVYSLIMMQRAYYGTPKS
                     EEALPGMTARELSIVLLLVVLLVLLGVYPQPILDTSHAAMSNVQQWFSAASIPAPSIT
                     RP"
     gene            complement(2463090..2464934)
                     /locus_tag="CH60_2274"
     CDS             complement(2463090..2464934)
                     /locus_tag="CH60_2274"
                     /note="NDH_I_L: proton-translocating NADH-quinone
                     oxidoreductase, chain L family protein;
                     [CP] COG1009 NADH:ubiquinone oxidoreductase subunit 5
                     (chain L)/Multisubunit Na+/H+ antiporter, MnhA subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="proton-translocating NADH-quinone
                     oxidoreductase, chain L family protein"
                     /protein_id="AJK12520.1"
                     /translation="MNLLYLTILLPLLGFLLLAFSRGRWSENTAATVGVGSIGLTALV
                     TLYVAVDFLSQKATGVQVFNQTLWNWMSVGTFNIPLTLTLDGLSLTMLSVVTGVGFLI
                     HMYASWYMRGEEGYSRFFAYTNLFIASMVVLVLADNLLLMYLGWEGVGLCSYLLIGFY
                     YKHSANGAAAMKAFIVTRVGDVFLAFALFILYQELGTLNIRELMILAPQKLEMGSTAI
                     TWATLMLLGGAVGKSAQLPLQTWLADAMAGPTPVSALIHAATMVTAGVYLIARTHGLF
                     LMAPEVLHLVGVIGAVTLVLAGFAALVQTDIKRVLAYSTMSQIGYMFLALGVQAWDAA
                     IFHLMTHAFFKALLFLSSGSVILACHHEQNIFKMGGLRKTIPLVYICFLVGGAALAAL
                     PIVTAGFYSKDEILWGALASGHINLMVAGLVGAFLTALYTFRMIFIVFHGEPKTKAHP
                     VKGITHSLPLIVLLVLSTFVGALITPPLAGVLPELHFGDEGKMPLEIFSGVLVVIGIA
                     LAAFLYLGKRQLVNSIAQSAPGRFFTVWWFHAWGFDWLYHNLFVRPYLWIAKLLQRDP
                     LNSLMNTPAVLSRWSNRGLTVSENGQVRWYAASIGLGAVIVLALLLFV"
     gene            complement(2464931..2465233)
                     /gene="nuoK"
                     /locus_tag="CH60_2275"
     CDS             complement(2464931..2465233)
                     /gene="nuoK"
                     /locus_tag="CH60_2275"
                     /EC_number="1.6.99.5"
                     /note="[C] COG0713 NADH:ubiquinone oxidoreductase subunit
                     11 or 4L (chain K)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase subunit K"
                     /protein_id="AJK10561.1"
                     /translation="MIPLQHGLILAAILFVLGLTGLLIRRNLLFMLISLEVMINAAAL
                     AFVVAGSYWGQADGQVMYILAITLAAAEASIGLALLLQLYRRRHTLDIDTVSEMRG"
     gene            complement(2465230..2465775)
                     /gene="nuoJ"
                     /locus_tag="CH60_2276"
     CDS             complement(2465230..2465775)
                     /gene="nuoJ"
                     /locus_tag="CH60_2276"
                     /EC_number="1.6.99.5"
                     /note="[C] COG0839 NADH:ubiquinone oxidoreductase subunit
                     6 (chain J)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase subunit J"
                     /protein_id="AJK13732.1"
                     /translation="MEFAFYIAALVAVVATIRVITHTNPVHALLYLIISLLAISAVFF
                     SLGAYFAGALEIIVYAGAIMVLFVFVVMMLNLGNVEQQERAWLKPSMWIGPGLLALVL
                     LSVLIYAISSVSDQGISGEMVDAKAVGISLFGPYVLAVELASMLLLAGLVVAFHIGRE
                     HKPGDVMGASDSAKRKTEEQA"
     gene            complement(2465788..2466330)
                     /locus_tag="CH60_2277"
     CDS             complement(2465788..2466330)
                     /locus_tag="CH60_2277"
                     /note="nuoI: NADH-quinone oxidoreductase, chain I family
                     protein;
                     [C] COG1143 Formate hydrogenlyase subunit
                     6/NADH:ubiquinone oxidoreductase 23 kD subunit (chain I)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase, chain I family
                     protein"
                     /protein_id="AJK12587.1"
                     /translation="MTLKELVVGFGTQVRSLWMIGLHAFHKRETLMYPEEPVYLPPRY
                     RGRIVLTRDPDGEERCVACNLCAVACPVGCISLQKAEQKDGRWYPEFFRINFSRCIFC
                     GLCEEACPTTAIQLTPDFEMGEFKRQDLVYEKEDLLISGPGKYPEYNFYRMAGMAIDG
                     KQKGEAENEAKPIDVKGLMP"
     gene            complement(2466345..2467322)
                     /gene="nuoH"
                     /locus_tag="CH60_2278"
     CDS             complement(2466345..2467322)
                     /gene="nuoH"
                     /locus_tag="CH60_2278"
                     /EC_number="1.6.99.5"
                     /note="[C] COG1005 NADH:ubiquinone oxidoreductase subunit
                     1 (chain H)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase subunit H"
                     /protein_id="AJK13298.1"
                     /translation="MSWFTPELIEILISVLKAVVILLVVVTCGAFMSFGERRLLGLFQ
                     NRYGPNRVGWGGSLQLVADMIKMFFKEDWVPRFSDRAIFTLAPVIAFTSLLLSFAIVP
                     VSPTWAVADLNIGILFFLMMAGLAVYAVLFAGWASNNKYSLLGAMRASAQTLSYEVFL
                     GLSLMGVVAQAGSFNMQDIVNSQEHVWNVIPQFFGFLTFAIAGVAVCHRHPFDQPEAE
                     QELADGYHIEYSGMKFGLFFVGEYIGIVTVSALIVTLFFGGWQGPFLPPFIWFALKTA
                     FFMVMFILIRASLPRPRYDQVMSFGWKVCLPLTLLNLLATAAVILYNAQ"
     gene            complement(2467319..2470063)
                     /gene="nuoG"
                     /locus_tag="CH60_2279"
     CDS             complement(2467319..2470063)
                     /gene="nuoG"
                     /locus_tag="CH60_2279"
                     /EC_number="1.6.99.5"
                     /note="nuoG: NADH dehydrogenase (quinone), G subunit;
                     [C] COG1034 NADH dehydrogenase/NADH:ubiquinone
                     oxidoreductase 75 kD subunit (chain G)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase (quinone), G subunit"
                     /protein_id="AJK11263.1"
                     /translation="MATIHVDGKEYDVNGADNLLQACLSLGLDIPYFCWHPALGSVGA
                     CRQCAVKQYQNADDTRGRLVMSCMTPATDGTFISIDDSEAKAFRESVVEWLMTNHPHD
                     CPVCEEGGNCHLQDMTVMTGHSFRRYRFTKRTHQNQDLGPFISHEMNRCIACYRCVRY
                     YKDYADGTDLGVYGAHDNVYFGRTESGTLESEFSGNLVEVCPTGVFTDKTHSERYNRK
                     WDMQFAPSICQQCSVGCNTSPGERYGELRRIENRYNGSVNHYFMCDRGRFGYGYVNLK
                     DRPRQPQQLRGSDWIHLNADQVMQGAADILRQAKKTIGIGSPRASLESNFALRELVGA
                     ENFYTGIAAGEQQRLQLMLKVLREGGIYTPALREIESYDAVLILGEDLTQTGARIALS
                     VRQAVKGKAREMAAAQKVADWQIAAIMNIGQHAKHPLFITNVDNTRMDDIAAWNYRAP
                     VDDQARLGFAIAHALDESAPAVADLDRSLKGKVDIIVQALAGAKKPLIITGSSAGSDA
                     IIEAAANVAKALKNRGSDVGITFVASAANSIGLSMIGGGSLDQALELLTRGEADSAIV
                     MENDLYRHAAKDKVDAALDNVANLIVVDHQRTAIMDKANLILSAASFAESDGTLVNQE
                     GRAQRFFQVYDPTYYDDPKKPESRSIMLESWRWLHSLHSTYTSRHVDWTQLDHVIAAC
                     VEALPQLQGIVEAAPDATFRIRGQRLARSPHRYSGRTAMRADISVHEPRQPQDIDTPF
                     SFSMEGNNSPLADRQQIPFAWAPGWNSPQAWNKFQAEVGGSLRFGDPGVRLIEAGEGT
                     LDYFDSIPAAFTATAGNWQIAPYYHLFGSEEMSQRSDVIQQRMPTPYVMVNPADAAAL
                     GVNLGTLVEFNCAGQTLRLPVRLSDTLAPGQVGLPLGLPGIPPILVGARVEDLREAVQ
                     "
     gene            complement(2470150..2471535)
                     /gene="nuoF"
                     /locus_tag="CH60_2280"
     CDS             complement(2470150..2471535)
                     /gene="nuoF"
                     /locus_tag="CH60_2280"
                     /EC_number="1.6.99.5"
                     /note="nuoF_fam: NADH oxidoreductase (quinone), F subunit;
                     [C] COG1894 NADH:ubiquinone oxidoreductase, NADH-binding
                     (51 kD) subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH oxidoreductase (quinone), F subunit"
                     /protein_id="AJK12590.1"
                     /translation="MTINSGTTKEIIRTPEMHPLTWRLRDDKQPVWLDEYRSKNGYAG
                     AEKALKGMAPTDVVNVVKDAGLKGRGGAGFSTGLKWSLMPKDDSMNIRYLLCNADEME
                     PGTYKDRLLMEQLPHLLVEGMLISAFALKAYRGYIFLRGEYIEAAVHLRRAIAEATEA
                     GLLGKNIMGSGFDFELIVHTGAGRYICGEETALINSLEGRRANPRSKPPFPASSGVWG
                     KPTCVNNVETLCNVPAIIEHGVEWYQGITAGKSNDAGTKLMGFSGRVKNPGLWELPFG
                     ITAREILEDYAGGMRDGLKFKAWQPGGAGTDFLTADHLDLPMDFENIAKAGSRLGTAL
                     AMAVDHEIGMVSLVRNLEEFFSRESCGWCTPCRDGLPWSVKILRALERGEGQPGDIET
                     LEQLCRFLGPGKTFCAHAPGAVEPLQSAIKYFRDEFEAGIAVKAYESGMTSGNTRAIA
                     GIQPNLLKARW"
     gene            complement(2471532..2472095)
                     /gene="nuoE"
                     /locus_tag="CH60_2281"
     CDS             complement(2471532..2472095)
                     /gene="nuoE"
                     /locus_tag="CH60_2281"
                     /EC_number="1.6.99.5"
                     /note="[C] COG1905 NADH:ubiquinone oxidoreductase 24 kD
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase subunit E"
                     /protein_id="AJK13143.1"
                     /translation="MSDQKETQAHNGSLDVVNLAVNAAEPAAMPDAFELSAEERDAIE
                     HEKHHYEDARAASIEALKIVQKQRGWVPDGAIHAIADVLGIPASDVEGVATFYSQIFR
                     QPVGRHVIRYCDSVVCHITGYQGIQAALEKKLSIKPGQTTFDGRFTLLPTCCLGNCDR
                     GPTMMIDDDTHSYLKPEEIEKLLEQYP"
     gene            complement(2472098..2473894)
                     /gene="nuoD"
                     /locus_tag="CH60_2282"
     CDS             complement(2472098..2473894)
                     /gene="nuoD"
                     /locus_tag="CH60_2282"
                     /EC_number="1.6.99.5"
                     /note="nuoD: NADH dehydrogenase (quinone), D subunit;
                     [C] COG0649 NADH:ubiquinone oxidoreductase 49 kD subunit
                     7"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase (quinone), D subunit"
                     /protein_id="AJK10742.1"
                     /translation="MTDLTTSDSLQPAWQTRDHLDDPVIGELSNRFGPEAFVVQATRT
                     GMPVVWVKREQLLEVMSFLRKQPKPYVMLFDLHGVDERLRTHRQGLPDADFSVFYHLL
                     SIERNRDIMLKVALSEKDLHVSTATKIFPNANWYERETWEMFGITFDGHPHLTRIMMP
                     QSWEGHPLRKDYPARATEFDPYVLTKQKEDLEMESLTFKPEDWGMKRGTENEDFMFLN
                     LGPNHPSSHGAFRIVLQLDGEEIIDCVPDVGYHHRGAEKMGERQSWHSYIPYTDRIEY
                     LGGCVNEMPYVLAVEKLAGIVVPDRVNTIRVMLSELFRINSHLLYISTFIQDVGAMTP
                     VFFAFTDRQKVYDVIEAITGFRMHPAWFRIGGVAHDLPRGWERLLRDFLDWMPKRLDS
                     YVKAALQNSILKGRSVGVAAYNAKEALEWGVTGAGLRATGVEFDVRKWRPYSGYENFD
                     FEVPVGNNGDCYDRVMLKVEELRQSLRILEQCYKNMPEGPFKADHPLTTPPPKERTLQ
                     HIETLITHFLQVSWGPVMPANESFQMIEATKGINSYYLTSDGSTMSYRTRIRTPSYAH
                     LQQIPSVIRGSLVSDLIVYLGSIDFVMSDVDR"
     gene            complement(2474035..2474712)
                     /gene="nuoB"
                     /locus_tag="CH60_2283"
     CDS             complement(2474035..2474712)
                     /gene="nuoB"
                     /locus_tag="CH60_2283"
                     /EC_number="1.6.99.5"
                     /note="[C] COG0377 NADH:ubiquinone oxidoreductase 20 kD
                     subunit and related Fe-S oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase subunit B"
                     /protein_id="AJK11154.1"
                     /translation="MDYTLTRIDPNGENDRYPLQTQETVSGDPLEQHVHRSVYMGKLE
                     NAMHDMVNWGRKNSLWPYNFGLSCCYVEMVTSFTAVHDVARFGAEVLRASPRQADFMV
                     VAGTCFTKMAPVIQRLYEQMLEPKWVISMGACANSGGMYDIYSVVQGVDKFLPVDVYI
                     PGCPPRPEAYMQALLLLQESIGKERRPLSWVVGDQGVYRANMQPERERKHAERIAVTN
                     LRTPDEI"
     gene            complement(2474814..2475314)
                     /locus_tag="CH60_2284"
     CDS             complement(2474814..2475314)
                     /locus_tag="CH60_2284"
                     /note="[C] COG0838 NADH:ubiquinone oxidoreductase subunit
                     3 (chain A)"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-ubiquinone/plastoquinone oxidoreductase,
                     chain 3 family protein"
                     /protein_id="AJK14392.1"
                     /translation="MRMSTTTEIIAHHWAFAVFLIGAVGLCGLMLLGAYFLGGRAQAR
                     AKNVPYESGIDSVGSARMRLSAKFYLVAMFFVIFDVEALYLYAWSISIRESGWIGFIE
                     AAIFILVLLAGLFYLVRIGALDWTPTRSNRRVSKPSTVRYASSHPQDISQELSVAGSQ
                     QANESR"
     gene            complement(2475992..2476936)
                     /gene="lrhA"
                     /locus_tag="CH60_2285"
     CDS             complement(2475992..2476936)
                     /gene="lrhA"
                     /locus_tag="CH60_2285"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator LrhA"
                     /protein_id="AJK11589.1"
                     /translation="MTNANRPIINLDLDLLRTFVAVADLNTFAAAAAAAAAAVCRTQS
                     AVSQQMQRLEQLVGKELFARHGRNKLLTEHGLQLLGYARKILRFNDEACTSLMYSNME
                     GSLIIGASDDTADTLLPFLLNRVATLYPRLAIDVRVKRSPFIADMLSSGEVDLAITTA
                     KVDSHPHVILRTSPTLWYCSVDYQFQPGEPVPLVVMDEPSLYREMAIEHLTQAGVPWR
                     IAYVASSLSAIRAAVRAGLGVTARPIEMMSPDLRVLGETEGLPGLPETRYVLCKDKQC
                     DNELALAIFSALQNSYQHTMSSESSLILDSDYLTGDED"
     gene            2477792..2479006
                     /locus_tag="CH60_2286"
     CDS             2477792..2479006
                     /locus_tag="CH60_2286"
                     /note="[E] COG0436 Aspartate/tyrosine/aromatic
                     aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AJK12817.1"
                     /translation="MSPIEKSSKLDNVCYDIRGPVLKEAKRLEEEGNKVLKLNIGNPA
                     PFGFDAPDEILVDVIRNLPTAQGYCDSKGLFSARKAIMQHYQARNIRDLTVEDIYIGN
                     GVSELIVQSMQALLNLGDEMLVPAPDYPLWTAAVSLSSGKAIHYMCDEESGWFPDLDD
                     IRSKITPRTRGIVIINPNNPTGAVYSKELLLEIVEIARQNDLIIFADEIYDKILYDDA
                     QHHSIAALAPDLLTVTFNGLSKTYRVAGFRQGWMVLNGPKKHAKGYIEGLEMLASMRL
                     CANVPMQHAIQTALGGYQSISEFIQPGGRLYEQRDRAWELINQIPGVSCVKPQGALYM
                     FPRIDQKRFNLKDDQKLVLDLLLQEKVLLVQGSAFNWPYPDHVRIVTLPRVDELEMAV
                     RKLGRFLETYHQ"
     gene            2479157..2479750
                     /locus_tag="CH60_2287"
     CDS             2479157..2479750
                     /locus_tag="CH60_2287"
                     /note="[R] COG1896 Predicted hydrolases of HD superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AJK13405.1"
                     /translation="MSHFFAHLSRLKLINRWPLMRNVRTENVSEHSLQVAFVAHALAI
                     IKNRKFNGNLNAERIALLAMYHDASEVITGDLPTPIKYHNPKIAHEYKKIEKVAQQKL
                     IEMLPKELQHDFRCLLDEHYYSEEEKALVKQADALCAYLKCLEELSAGNNEFIQAKAR
                     LEKTLAIRQSPEMDYFMAVFVPSFSLSLDEISLDSLD"
     gene            complement(2480093..2481925)
                     /locus_tag="CH60_2288"
     CDS             complement(2480093..2481925)
                     /locus_tag="CH60_2288"
                     /note="[P] COG0471 Di- and tricarboxylate transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="trkA-C domain protein"
                     /protein_id="AJK11184.1"
                     /translation="MNSELLWVLTLLLIAIVLFTTNKLRMDVVALLVIIAFVMSGTLS
                     LSEATSGFSDPNVILIAALFVIGEGLVRTGVAYQMGDWLVKVAGHSETKMLALLMVTV
                     AGLGAFMSSTGVVAIFIPVVLSVASRMKISPGRLMMPLSFAGLISGMMTLVATPPNMV
                     VNSELVREGIKGFGFFGVTPIGIIILFMGVAYMLVARRWLGGKQEHTEKDQWKRRTFR
                     DLIRDYKLTGRARRLAIRHGSPLIGRSLDELHLRARYGANVVGIERWRRFRRVMVSAT
                     GSSELRENDVLLIDMSDCDMDLREFCSEQMLEPLVLRGEYFSEQSRNVGMAEVSLIPD
                     SALLGKNLREVAFRSRYGLNVVGIRRNGKTLEGKLVDDKLQFGDILLVIGDWKLIRQL
                     QLKTRDFIVLNLPAEVDEVAPAISQAPHALFCLALMVAMMLTDEVPNVIAALVACLLM
                     GQFRCIDMESAYRSIHWPSLILIIGMMPFAQALQKTGGVDLIVRGLMDVAGGMGPRVM
                     LLCLFVLCATIGLFISNTATAVLMAPIAIATAREMALSPYPFAMIIGIAASAAFMTPV
                     SSPVNTLVLGPGGYKFGDFVRMGVPFTVLVMIVSVMVVPLLFPF"
     gene            complement(2482217..2482873)
                     /locus_tag="CH60_2289"
     CDS             complement(2482217..2482873)
                     /locus_tag="CH60_2289"
                     /note="HAD-SF-IA-v3: HAD hydrolase, IA, variant 3 family
                     protein;
                     [R] COG0637 Predicted phosphatase/phosphohexomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 3 family protein"
                     /protein_id="AJK12388.1"
                     /translation="MECKGFLFDLDGTLVDSLPVVERAWIGWAQRRGVNPSEVLDFIH
                     GKQAITSLRHFMPGASEAEIQDEFLALEQIEANDTEGVTALPGAVALLTRLNELAIPW
                     AIVTSGSIPVASARRAAGCLPEPKVFVTAELVKQGKPAPDAYLLGAERLGLAPADCIV
                     VEDAPAGILSGLAAGCQVIAVNAPTDTPKLDQVDLVLHSLEQLVVDATSHGAVVRLLP
                     "
     gene            complement(2483038..2483532)
                     /locus_tag="CH60_2290"
     CDS             complement(2483038..2483532)
                     /locus_tag="CH60_2290"
                     /note="conserved hypothetical protein;
                     [S] COG3013 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14297.1"
                     /translation="MDMTNAQRLILSNQYKMMTMLDPENAERYRRQQTIVERGFGLQM
                     RELDRDFGEMSEDTCRTIINIMEMHHALQVSWGNLKEKQDLDERRISFLGFDAATESR
                     YLSYVRFMVNTEGRYTHFDSGTHGFNSQTPMWDKYQRMLAIWQSCPRQYHLSAVEISQ
                     IINA"
     gene            complement(2483840..2484295)
                     /locus_tag="CH60_2291"
     CDS             complement(2483840..2484295)
                     /locus_tag="CH60_2291"
                     /note="conserved hypothetical protein;
                     [S] COG3092 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14119.1"
                     /translation="MTIKPSDSVSWFQVLQRGQHYMKTWPADKRLAPVFPENRVTVVT
                     RFGIRFMPPLAIFTLTWQIALGGQLGPAIATALFACGLPLQGLWWLGKRAITPLPPTL
                     LQWFHEVRHKLFEAGQAVAPIEPIPTYQSLADLLKRAFKQLDKTFLDDL"
     gene            2484717..2485919
                     /gene="ackA"
                     /locus_tag="CH60_2292"
     CDS             2484717..2485919
                     /gene="ackA"
                     /locus_tag="CH60_2292"
                     /EC_number="2.7.2.1"
                     /note="ackA: acetate kinase;
                     [C] COG0282 Acetate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetate kinase"
                     /protein_id="AJK12334.1"
                     /translation="MSSKLVLVLNCGSSSLKFAIIDATNGEEHISGLAECFHLPEARI
                     KWKVDGGKQEAALGAGAAHSEALNFIVNTILAQKPALSAQLTAIGHRIVHGGEKFTSS
                     VIVTEDVIQGIKDSIPFAPLHNPAHLIGIAEALKSFPNLADKNVAVFDTAFHQTMPEE
                     SYLYALPYSLYKDHGIRRYGAHGTSHFYVSQEAAKILNKPLEELNVITCHLGNGGSVT
                     AVRNGKCVDTSMGLTPLEGLVMGTRSGDLDPAIIFHLHDAMGMSVDQINTLLTKESGL
                     LGLTEVTSDCRYVEDNYATKADAKRAMDVFCHRLAKYIGSYTALMDGRLDAVVFTGGI
                     GENAAMVRELTLDKLGLLGFEIDHERNMAARFGKSGTITKDSSRLALVIPTNEELVIA
                     QDAARLTA"
     gene            2486087..2488240
                     /gene="pta"
                     /locus_tag="CH60_2293"
     CDS             2486087..2488240
                     /gene="pta"
                     /locus_tag="CH60_2293"
                     /EC_number="2.3.1.8"
                     /note="pta: phosphate acetyltransferase;
                     [C] COG0280 Phosphotransacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate acetyltransferase"
                     /protein_id="AJK13565.1"
                     /translation="MSRTIMLIPTGTSVGLTSVSLGVIRSMEQKGVSLSVFKPIAQPR
                     AGNDAPDQTTTIIRANSSITAAEPLNMNYVETLLSSNQQDVLMEEIVARYHENTKDAE
                     VVLVEGLVPTRKHQFANALNYEIAKTLNAEIVFVIALGNDSPDQLKERIELARSSFGG
                     SKNKNITGVIINKLNAPVDEQGRTRPDLSEIFDDSTKASVANIDPSQLFANSPIPVLG
                     CVPWSFELIATRAIDMAKHLNARIINEGDIKTRRVKSVTFCARSIPHMLEHFRPGSLL
                     VTSADRPDVLVSACLAAMNGVEIGAILLTGGYAIDDRINNLCERAFQTGLPVFMVDTN
                     TWQTSLSLQSFNLEVPADDHERVEKLQNYVASHISSEWIDSLTAASERPRRLSPPAFR
                     YELTELARKAGKRIVLPEGDEPRTIKAASICAERGIATCVLLGNPEEIQRVATSQGVE
                     LGKGVEIIDPVAVREQYVPRLVELRKSKGMTEVVAREQLEDNVVLGTLMLEKGEVDGL
                     VSGAVHTTANTIRPPLQLIKTAPGSSLVSSVFFMLLPDQVLVYGDCAINPDPTAEQLS
                     EIAIQSADSAAAFGIEPRVAMISYSTGNSGAGSDVEKVREATRLAQEKRPDLIIDGPL
                     QYDAAIMADVAKSKAPNSPVAGRATVFIFPDLNTGNTTYKAVQRSADLISIGPMLQGM
                     RKPVNDLSRGALVDDIVYTVALTAIQSAQADSAAS"
     gene            complement(2488506..2489540)
                     /locus_tag="CH60_2294"
     CDS             complement(2488506..2489540)
                     /locus_tag="CH60_2294"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator"
                     /protein_id="AJK11975.1"
                     /translation="MEKIRKRRNTGRVTLQEVADYAGVGSMTVSRALRTPEQVSDKLR
                     EKIEQAVEKLGYIPNRAAGALASGHSDTVAVLIPSLTDKASSRFMQALQQILNKNEFQ
                     LLLGCHEYNQRKEAEILMTLLQSHPAAVVIFGSQLADKTYQILERTNIPIVNVVGSYF
                     KGAKITLEAAFFESAYELTRHLLERGYQHIGYLGAHRDNQLQRQQLNGWHKSMLEHYK
                     NADQTVTTPDAASLQFGRYALTEILLRQPELDAVICSHEDIALGVLFECQRRLLKIPS
                     GIAVACLDGSESCDQTHPTLTSMRIDYKKMGKEAGKMLIDMLNEDDAGVKSVPLSQSF
                     NYKFEPRQST"
     gene            2489907..2490350
                     /gene="ptsN1"
                     /locus_tag="CH60_2295"
     CDS             2489907..2490350
                     /gene="ptsN1"
                     /locus_tag="CH60_2295"
                     /note="[GT] COG1762 Phosphotransferase system
                     mannitol/fructose-specific IIA domain (Ntr-type)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme II, A component"
                     /protein_id="AJK10612.1"
                     /translation="MLKTLLTSDVIQVVSQAKDWRDAIAISCQPLIDNGAVEARYVEA
                     IYRSHEAIGPYYVVGPGIAMPHARPEDGVNRLSLALTVITEGVTFNAEGNDPVKLLIV
                     LAATDSNSHIEAISQLAQLFDTASDVQALLNAKTPQDILSVIARY"
     gene            2490519..2490761
                     /locus_tag="CH60_2296"
     CDS             2490519..2490761
                     /locus_tag="CH60_2296"
                     /note="[G] COG3414 Phosphotransferase system,
                     galactitol-specific IIB component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Lactose/Cellobiose specific IIB
                     subunit"
                     /protein_id="AJK14404.1"
                     /translation="MKITVVCGNGLGTSLMMEISIKSILKELAVSAEVDHVDLGSAKG
                     TPSDIFIGTKDIAEQLVAQAVGGKIVALDNMIGACP"
     gene            complement(2490783..2491991)
                     /locus_tag="CH60_2297"
     CDS             complement(2490783..2491991)
                     /locus_tag="CH60_2297"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12264.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2492142..2492510
                     /locus_tag="CH60_2298"
     CDS             2492142..2492510
                     /locus_tag="CH60_2298"
                     /note="[S] COG3037 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system sugar-specific permease component
                     family protein"
                     /protein_id="AJK11074.1"
                     /translation="MDFFRFLMSDVLSEPAILVGLIALIGLIAQKKPVTECIKGTVKT
                     IMGFVILGAGAGLVVSSLGDFANIFQQAFGIQGVVPNNEAIVSVAQKSFGKEMAMIMF
                     FAMVINILIARFTETVNNIV"
     gene            2492558..2493765
                     /locus_tag="CH60_2299"
                     /note="transposase, Mutator family protein"
                     /pseudo
     gene            2493857..2494720
                     /locus_tag="CH60_2301"
     CDS             2493857..2494720
                     /locus_tag="CH60_2301"
                     /note="[S] COG3037 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system sugar-specific permease component
                     family protein"
                     /protein_id="AJK11458.1"
                     /translation="MMVAVILATAGLSGMMLIAIGSVVVGVAMVFFPAIAHPYMKKVT
                     GSDDVAIGHFSTLSYVLAGFIGSKFGNKEHSTEDMNVPKSLLFLRDTPVAISFTMCII
                     FVVTCLFAGPEVVKSLSGGKNWFMFSLMQSITFAAGVYIILQGVRMVIAEIVPAFKGI
                     SDKLVPNAKPALDCPVVFPYAPNAVLVGFLSSFAAGLIGMFALYLLNMTVIIPGVVPH
                     FFVGAAAGVFGNATGGRRGAILGAFAQGLLITFLPVFLLPVLGDIGFANTTFSDADFG
                     ALGILLGIIVR"
     gene            complement(2494837..2495385)
                     /locus_tag="CH60_2302"
     CDS             complement(2494837..2495385)
                     /locus_tag="CH60_2302"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AJK11830.1"
                     /translation="MVEQNPAAVIEWVDIVDEQNNVIAQSSRQQMRAQRLRHRATYIV
                     VHDGMGKILVQRRTESKDFHPGKLDATAGGVVQSGENYLESARREAEEELGIAGVPFA
                     EHGQFYFEEECCRVWGALFSCVSHGPFALQPEEIDEVCWMVPEEITARCDEFTPDSLK
                     ALSLWLTRNNEQDYGKITPREA"
     gene            complement(2495607..2496194)
                     /locus_tag="CH60_2303"
     CDS             complement(2495607..2496194)
                     /locus_tag="CH60_2303"
                     /note="yfcE: phosphodiesterase, MJ0936 family protein;
                     [R] COG0622 Predicted phosphoesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphodiesterase, family protein"
                     /protein_id="AJK12676.1"
                     /translation="MKLMFASDLHGSLPATERVLAIFDHSGAQWLVLLGDLLNHGPRN
                     ALPEGYQPAAVAESLNAYKPAAVAESLNAYKDSIIAVRGNCDSEVDQMLLQFPIMAGW
                     QQIIMPETRLFLTHGHLYHPGALPPLRHGDVLAYGHTHLPQAQWQGDIICFNPGSVSI
                     PKGEYPASYGMLDKGVLQVLTLQGDEIVARLALKN"
     gene            complement(2496382..2497074)
                     /locus_tag="CH60_2304"
     CDS             complement(2496382..2497074)
                     /locus_tag="CH60_2304"
                     /note="[T] COG2200 FOG: EAL domain"
                     /codon_start=1
                     /transl_table=11
                     /product="EAL domain protein"
                     /protein_id="AJK11786.1"
                     /translation="MKLNIKVNCSYICEPIRKQDGRLLAVELLSRFSATPVDLPIDVE
                     KFINELDINGKNDLFQNQLQAVKAYSDWFITNNVLLSINIDFDLASVIVTDAPTRQLL
                     DEMPFLRLEIMETFSNLSDGMNNPLLRELASLYPLWLDDLGSGGSTLNAVTANIFEYI
                     KIDKHFFWQHNKHTFPILINNIKKYCLGVIVVGVENQGESEQLAGSNIDAMQGYLFNP
                     MTLDELVSQPLR"
     gene            2497428..2498336
                     /locus_tag="CH60_2305"
     CDS             2497428..2498336
                     /locus_tag="CH60_2305"
                     /note="[R] COG1090 Predicted nucleoside-diphosphate sugar
                     epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="rmlD substrate binding domain protein"
                     /protein_id="AJK11729.1"
                     /translation="MRILITGATGLIGRSLTPFLLSQGHQITALTRSLQRANNLLGQQ
                     VTYWPTLDDQEDLNSFDAVINLAGEPIAEKRWTSQQKEILCQSRWQITERLATLINAS
                     SQPPTVFISGSAVGFYGDQGQALVTEEEPPHDEFTHQLCERWENLALAAESSHTRVCL
                     LRTGVVLAPEGGALAKMLPLFRLGLGGPMGDGRQYLPWIHLEDMVQGIYYLLTTHNLR
                     GPFNMVAPYPVHNEQFTATLADVLDRPAAIRTPAAAIRLLMGESAILVLGGQRALPKR
                     LEEAGFGFRYYELEDALRDVLKKPKE"
     gene            complement(2498460..2499257)
                     /locus_tag="CH60_2306"
     CDS             complement(2498460..2499257)
                     /locus_tag="CH60_2306"
                     /note="[E] COG4598 ABC-type histidine transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12402.1"
                     /translation="MTNTSYIKNAETKLSVTELHKHYGEHEVLKGVSLSANAGDVISI
                     IGSSGSGKSTFLRCINFLEKPSEGSISVNNQVIRLVRDSDGQLKVFDKKQLQLLRTRL
                     TMVFQHFNLWSHMTVLENVMEAPVQVLGLSKSVAKERAILYLDKVGIDERARAKYPVH
                     LSGGQQQRVSIARALAMEPDVLLFDEPTSALDPELVGEVLRIMQKLAEEGKTMVVVTH
                     EMEFARHVSSHVIFLHKGVIEEEGPPAELFGNPKSPRLQQFLSGSLK"
     gene            complement(2499271..2499987)
                     /gene="hisM"
                     /locus_tag="CH60_2307"
     CDS             complement(2499271..2499987)
                     /gene="hisM"
                     /locus_tag="CH60_2307"
                     /note="[E] COG4160 ABC-type arginine/histidine transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine transport system permease protein
                     hisM"
                     /protein_id="AJK11796.1"
                     /translation="MIEILHQYWQALLWSDGYRFTGMAVTLWLLISSVVMGGLLALPL
                     AVARVSERRWIRLPVWIFTYIFRGTPLYVQLLVFYSGMYSLEIIRGNDLLNAFFRSGL
                     NCTILALTLNTCAYTTEIFAGAIRSVPHGEIEAARAYGFSRFKLYRCIILPAALRISL
                     PAYSNEVILMLHSTALAFTATVPDILKIARDINAATYQPFYAFSIAAVLYLSISFTLI
                     SLFRQAEKRWLAHIQPQASH"
     gene            complement(2499984..2500670)
                     /locus_tag="CH60_2308"
     CDS             complement(2499984..2500670)
                     /locus_tag="CH60_2308"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG4215 ABC-type arginine transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK14252.1"
                     /translation="MLDGYSKLIFEGALVTLELALFSVLLSVVIGLMGAGGKLSSNRL
                     VSGLFECYTTLIRGVPDLVLMLLIFYGLQITLNSITESLGFVQIDIDPLSAGVITLGF
                     IYGAYFTETFRGAYMAVSKGQIEAATAFGFTSSQIFRRIMFPAMMRYALPGIGNNWQV
                     ILKATALVSILGLNDVVKATQLAGKGTYQPFFFALVAGAIYLFFTTLSNGVLWWLERR
                     YSHGVKRAEL"
     gene            complement(2500773..2501555)
                     /gene="hisJ"
                     /locus_tag="CH60_2309"
     CDS             complement(2500773..2501555)
                     /gene="hisJ"
                     /locus_tag="CH60_2309"
                     /note="[ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine-binding periplasmic protein"
                     /protein_id="AJK14272.1"
                     /translation="MNKKLRVLPLVFAFAAASSAFAAIPKEIKIGTDPTYAPFESKNS
                     SGELVGFDIDIAKELCKRIDTKCTFVESDFDALIPSLKAKKVDAIISSLSITEKRQKE
                     IAFTDKLFAANSRLIAAKGSTIEPTLVALKGKRVGVLQGSTQEAFANAEWQPKGIDVV
                     AYQNQDLIYADLASGRIDAAFQDEVAASEGFLKQPVGKDYIFAGPSVKNDQFFGVGTG
                     MGLRKADVELKEALNKAFAEMRNDGTYDQFAKKYFDFDVYGD"
     gene            complement(2502080..2502652)
                     /locus_tag="CH60_2310"
     CDS             complement(2502080..2502652)
                     /locus_tag="CH60_2310"
                     /note="ubiX_pad: polyprenyl P-hydroxybenzoate and
                     phenylacrylic acid decarboxylase family protein;
                     [H] COG0163 3-polyprenyl-4-hydroxybenzoate decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="polyprenyl P-hydroxybenzoate and phenylacrylic
                     acid decarboxylase family protein"
                     /protein_id="AJK11128.1"
                     /translation="MKRLIIGISGASGAIYGVRLLQVLQHVEGVETHLIISNAARQTL
                     ALETDYSVKDVQEFADVVHDFRDIAACISSGSFKTDGMVILPCSIKTLSGIVHSYTDG
                     LLTRAADVILKERRRLVLCVRETPLHLGHLRLMVQAAELGAVIMPPMLAFYHQPQTIQ
                     DIIDQTVNRIIDQFDIELPKDLFTRWQGKN"
     gene            complement(2502899..2504416)
                     /gene="purF"
                     /locus_tag="CH60_2311"
     CDS             complement(2502899..2504416)
                     /gene="purF"
                     /locus_tag="CH60_2311"
                     /EC_number="2.4.2.14"
                     /note="purF: amidophosphoribosyltransferase;
                     [F] COG0034 Glutamine phosphoribosylpyrophosphate
                     amidotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="amidophosphoribosyltransferase"
                     /protein_id="AJK11065.1"
                     /translation="MCGIVGIAGFTPVNQSIYDALMVLQHRGQDAAGIVTIDAHNGFR
                     LRKANGLVKDVFETRHMLRLQGNMGIGHVRYPTAGSSSASEAQPFYVNSPFGITLAHN
                     GNLTNAHQLRKKLFEVSRRHVNTTSDSEILLNIFASELDRFQHYPLESDNIFAAVAAT
                     HQLIRGAYACVAMIIGHGMVAFRDPNGIRPLVIGKRTLADGRNEYMVASESVALDTLD
                     FEFLRDVAPGEAVYITEKGQLFTRQCAENPKYNPCLFEYVYFARPDSFMDKISVYSAR
                     VRMGQKLGTKIAKQWEDMDIDVVIPIPETSCDIALEIARILDKPYRQGFVKNRYVGRT
                     FIMPGQQERRKSVRRKLNANRAEFRGKNVLLVDDSIVRGTTSEQIVEMAREAGAKKVY
                     FASAAPEIRFPNVYGIDMPSANELIAHGREVDEIRQLIGADALIFQDLTDLIDAVRED
                     NPDITQFECSVFNGIYVTKDVDQSYLEYLESLRNDDAQALRSHNEAENLEMHNEG"
     gene            complement(2504429..2504938)
                     /locus_tag="CH60_2312"
     CDS             complement(2504429..2504938)
                     /locus_tag="CH60_2312"
                     /note="[R] COG1286 Uncharacterized membrane protein,
                     required for colicin V production"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin V production family protein"
                     /protein_id="AJK12172.1"
                     /translation="MVWIDYVIIGIIGFSALVSLIRGFVREALSLVTWGCAFFVASHF
                     YTYLAVYFTRFEDEIVRNGIAIGILFIATLIVGAIVNYVISSLVERTGLSGTDRVLGG
                     CFGALRGVLIVSAMLFFLDTFTGFSQSVDWKQSQLIPQFSYIIRWFFDYLQSTSSFLP
                     NQLPIRSGL"
     gene            complement(2505250..2505972)
                     /locus_tag="CH60_2313"
     CDS             complement(2505250..2505972)
                     /locus_tag="CH60_2313"
                     /note="[S] COG3147 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation related domain protein"
                     /protein_id="AJK11585.1"
                     /translation="MASQFQNRLVGTIILVALGVIVLPGLLDGKKKHYEDEFAAIPLV
                     PKPGDSQEIDVVPPLNQPLPITPPEGAAQAVGAELNDDSVSQAANDAGNLAVEPTIVA
                     PPPIQSKPVEVKPTVTKPVDVKPTETKPIETKPAEKKPLEVKPKPEIKPPVEEKAPVG
                     QAYVVQLGALKNAAKVNEIVAMLRLSGHRAFTVPATPVQGEITRLYVGPDASKQKLQS
                     ALPELNALSGLNGQVKPYTTSR"
     gene            complement(2506092..2507396)
                     /gene="folC"
                     /locus_tag="CH60_2314"
     CDS             complement(2506092..2507396)
                     /gene="folC"
                     /locus_tag="CH60_2314"
                     /note="folC: bifunctional FolC family protein;
                     [H] COG0285 Folylpolyglutamate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional FolC family protein"
                     /protein_id="AJK13857.1"
                     /translation="MNNHQTPQATSPLAAWLCYLEHLHSQPIELGLERVKQVAERLDL
                     LKPAPKIFTVAGTNGKGTTCCTLEAILLAAGLRVGVYSSPHLLRYTERVRIQGQELSE
                     AEHSHSFAQIEAGRGDISLTYFEFGTLSALQLFKQAKLDVVILEVGLGGRLDATNIVD
                     SDVAAITSIALDHTDWLGYDRESIGREKAGVFRGGKPAVVGEPDMPQSIADVAAELGA
                     QLYRRDVAWKFSQQEPFDQQEPVDQQINGWHWQCGERQLTGLPVPNVPLANAATALAV
                     LHYSELPLSDEAIRQGLQAASLPGRFQVVSEQPLLILDVAHNPHAARYLVNRLAQVIN
                     PVNASKQGKVRAVVGMLSDKDIAGTLACLSERVDEWYCAPLEGPRGASAGQLAEHLVS
                     ARQFSDVETAWRQAMQDADTQDVVIVCGSFHTVAHVMAALHL"
     gene            complement(2507645..2508559)
                     /gene="accD"
                     /locus_tag="CH60_2315"
     CDS             complement(2507645..2508559)
                     /gene="accD"
                     /locus_tag="CH60_2315"
                     /EC_number="6.4.1.2"
                     /note="accD: acetyl-CoA carboxylase, carboxyl transferase,
                     beta subunit;
                     [I] COG0777 Acetyl-CoA carboxylase beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, carboxyl transferase,
                     beta subunit"
                     /protein_id="AJK11761.1"
                     /translation="MSWIERILNKSNITQTRKASIPEGVWTKCDSCGQVLYRAELERN
                     LEVCPKCDHHMRMSARARLHMLLDAGSEVELGSELEPKDILKFRDSKKYKDRISAAQK
                     DTGEKDALVAMKGTLQGMPIVAASFEFAFMGGSMASVVGARFVRAVEQALEDNCPLVC
                     FSSSGGARMQEALMSLMQMAKTSAALAKMQERGLPYISVLTDPTMGGVSASLAMLGDI
                     NIAEPKALIGFAGPRVIEQTVREKLPPGFQRSEFLIEKGAIDMIVRRPVMRQTLASIL
                     SKLTHQPQPSVVESKADTVAQPENQADV"
     gene            complement(2508790..2509452)
                     /locus_tag="CH60_2316"
     CDS             complement(2508790..2509452)
                     /locus_tag="CH60_2316"
                     /note="conserved hypothetical protein;
                     [S] COG0586 Uncharacterized membrane-associated protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13318.1"
                     /translation="MEFIRFVIDFILNIDVHLAELVAQYGIWVYAILFLILFCETGLV
                     VTPFLPGDSLLFVAGALASLPSNDLNVHTMVTLMVIAAILGDAINYTIGRIFGEKLFS
                     NPDSKIFRRSYLDKTHQFYEKHGGKAIILARFVPIIRTFAPFVAGMGKMSYRHFAAYN
                     VIGALVWVLLFTYAGYLFGNVPIVQNNLKLLIVIIIVVSILPGVFEVWRHRRAAVRQK
                     NQ"
     gene            complement(2509609..2510403)
                     /gene="truA"
                     /locus_tag="CH60_2317"
     CDS             complement(2509609..2510403)
                     /gene="truA"
                     /locus_tag="CH60_2317"
                     /EC_number="5.4.99.12"
                     /note="hisT_truA: tRNA pseudouridine(38-40) synthase;
                     [J] COG0101 Pseudouridylate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine(38-40) synthase"
                     /protein_id="AJK11602.1"
                     /translation="MKIALGIEYNGSRYFGWQRQQEVASVQACLEAALSKVANEPIGV
                     FCAGRTDAGVHATGQVVHFVTSAVRKDAAWTMGVNSHLPADIAVRWVKTVDNDFHARF
                     SATARRYRYIIFSHRYRPAILAQGVTHCYMPLDAEKMERAAQCLLGENDFTSFRAVQC
                     QSRTPWRNVKHVKVTRHGAYIVVDIKANAFVHHMVRNIVGSLIEIGCGNQDVTWMAEL
                     LALKDRTRAAATAKADGLYLVSVDYPDHFALPKVPMGPLFLADDEG"
     gene            complement(2510490..2511500)
                     /locus_tag="CH60_2318"
     CDS             complement(2510490..2511500)
                     /locus_tag="CH60_2318"
                     /note="[E] COG0136 Aspartate-semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="semialdehyde dehydrogenase, dimerization domain
                     protein"
                     /protein_id="AJK14411.1"
                     /translation="MSDGWNIALLGATGAVGEALLELLNERQFPVGELYPLASERSAG
                     ATVRFNGKSILVENVAEFDWSQAQLAFFVAGREASAQYAEEAGNAGCLVIDSSGLFAM
                     EPDIPLVVPSVNPQVLADYRNRNIVAVADSLTSQLLTAIKPLTEQAGLSRLHVTNLIS
                     ASAHGKAAVDDLAGQSAKLLNGIPAEPGIFPKQLAFNVLPLLADEEGSVSEERRLVDQ
                     VRKVLQDEGLPITVSCIQSPVFYGHAQVVHLEALRPIAAEEARSELENCDDIQLSEED
                     DYPTQVSDASGSDALSIGCVRNDYGIPEVLQFWSVADNIRFGGALMAIQTAERLLQEQ
                     LY"
     gene            complement(2511670..2512797)
                     /gene="pdxB"
                     /locus_tag="CH60_2319"
     CDS             complement(2511670..2512797)
                     /gene="pdxB"
                     /locus_tag="CH60_2319"
                     /EC_number="1.1.1.290"
                     /note="[HE] COG0111 Phosphoglycerate dehydrogenase and
                     related dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="erythronate-4-phosphate dehydrogenase"
                     /protein_id="AJK10704.1"
                     /translation="MKILVDENMPYAEELFRRLGDVQAVPGRPIPRDALVDADALMVR
                     SVTKVNEALLHGTSIGFVGTATAGTDHVDDTWLRQQGIGFSAAPGCNAIAVVEYVFSA
                     LMMMAERDGFQLRDKTVGIIGVGNVGSRLNARLQALGVRTLLCDPPRADRGDNEAFWP
                     LEKLVREADVLTFHTPLNKTGAYQSLHMADDELLAALPDGRILINACRGAVVDNAALL
                     RALEKGKKLSVVLDVWEPEPDLSLPLLARVDIGTPHIAGYTLEGKARGTTQVFEAFSQ
                     HLGQPQSVELASLLPVPEFSHLRLNGELDEGKLKRLMHLVYDVRRDDAPLRHVAGLPG
                     EFDRLRKHYQERREWSSLCVQCDDATSAGLLQQLGFTTQLL"
     gene            complement(2512844..2513629)
                     /locus_tag="CH60_2320"
     CDS             complement(2512844..2513629)
                     /locus_tag="CH60_2320"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK11852.1"
                     /translation="MTEPDFPVVTSRIPQTLSFRCEAFNANTEFLPHTHPFGQLICVK
                     SGVLAMSIGGQRFLAPPEFIVWIPAGMEHSSYNRKPMHFRAIDIALDFCTELPASPGL
                     MNVSPIFNAIVEDCFTRDLLMPETQQDRRLAHVLIDQLKVSPVQRTYLPTSQDKLLSP
                     ILAALERCPADSTSLALWAKRVYTTERTLSRRCQQELGMAFSEWRQRLRFLHAISLLE
                     QGKTVNSVALDVGYSSASAFIAMFQQISGTTPERFRRGNSGLY"
     gene            2513855..2514772
                     /locus_tag="CH60_2321"
     CDS             2513855..2514772
                     /locus_tag="CH60_2321"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK14245.1"
                     /translation="MNVLFPLFAVIIWSVNAVVSKISATAIDPAAISFYRWLLALLTL
                     SPFLLLGVVRNWQAIRVYWWKLMLLGMLGMVLYQSLAYYAAHSVSALFMGILSSLIPL
                     LTVLISIVLLRVAPTVGIALGSLLSLGGLVWLISAGNPVQLLQHGIGKGELMMLGASA
                     SYALYGVLTKRWAIQLPNWQSLYMQIVFGVVLLLPGFLMTPDVQLTAQNIPLVLFAGI
                     PASILAPYLWIQGVMRLGANTASIFMNLTPVFTAIIAVVFLHEQLHSYHLIGGGITLA
                     GVVLAQRLRSPLRRNLDLAGHIPNNKNSR"
     gene            2515057..2516094
                     /locus_tag="CH60_2322"
     CDS             2515057..2516094
                     /locus_tag="CH60_2322"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar assembly regulatory
                     protein,Flk"
                     /protein_id="AJK13600.1"
                     /translation="MQPLNGPGVPIGNDRHITPTKLTAQSTVEDQALTPAQRTTLEKL
                     IVRIMALSPVKSAEIWAGLRHNLSLDATGDLLARHFQPAEQLLQTRLSQAQENHASQQ
                     LRQQLTALLPQGNNRQAVSDFIRQQFGHTVLSQLSHTELQQVLVLLQSGTLNIPQPQL
                     TTLTDRPLLPAEHQNIQSLVAKLSAATGEQPTKIWQTLFDMVGVKHHDPLPARHFQLL
                     SQFLQTKVALSQQTAPTLVNLQTALKQPADAQEQQLLADYSQNRFQASPTTPLTQAQL
                     NDIINILFAARLEKANAAQYLDEEHKPLQPLINPFIASLPESLQPLLQKPSLVVVALI
                     IVIAFLLAIFL"
     gene            complement(2516436..2516966)
                     /gene="smfA"
                     /locus_tag="CH60_2323"
     CDS             complement(2516436..2516966)
                     /gene="smfA"
                     /locus_tag="CH60_2323"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbria A protein"
                     /protein_id="AJK12000.1"
                     /translation="MSNFKKSVLVAAVLSLSAFAANAADQGKGKVTFTGSIIEAPCSI
                     TSEAADQVVELGQISTTSLANMGSSEPRSFSIGLEKCDVATMKNVSVTFDGTPDGVDA
                     EMLKLIGLADGAGIVITDEAGATIKRGVASVGKTLDQGSNSLKFSAYLKGTSADEGSV
                     VPGEFSSVANFTLAYN"
     gene            2517757..2518449
                     /locus_tag="CH60_2324"
     CDS             2517757..2518449
                     /locus_tag="CH60_2324"
                     /EC_number="5.1.1.13"
                     /note="asp_race: aspartate racemase family protein;
                     [M] COG1794 Aspartate racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate racemase family protein"
                     /protein_id="AJK12017.1"
                     /translation="MKILGLIGGMSWESTIPYYRMINQHVKAQLGGLHSAKIILYSVD
                     FHEIEQLQAKGDWQTAAQLLSNAAISLKHAGAEVIVVCTNTMHKVADDIEAACGLPLL
                     HIADATAVQIKQQGIDKIGLLGTRYTMEQGFYRGRLTEKHGIEVITPDDTDREAVNRI
                     IYEELCLGIISETSRDAYRRVIKKLEAQGVQGIIFGCTEITLLVNAQDASVPVFDTTA
                     IHASAAADYALQ"
     gene            complement(2518857..2520080)
                     /gene="fabB"
                     /locus_tag="CH60_2325"
     CDS             complement(2518857..2520080)
                     /gene="fabB"
                     /locus_tag="CH60_2325"
                     /EC_number="2.3.1.41"
                     /note="[IQ] COG0304 3-oxoacyl-(acyl-carrier-protein)
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] synthase 1"
                     /protein_id="AJK11480.1"
                     /translation="MKRAVITGLGIVSSIGNNQQEVLASLQEGRSGITFAQEFKDAGM
                     RSHVWGDVKLQSEPKDLIDRKVLRFMSDASIYAYLAMQEAIADSGLSDSQVSNFRSGL
                     VVGSGGGSPRNQVAGSDAMRTPRGLKGVGPYMVTKAMASGVSACLATPFKIKGVNYSI
                     SSACATSAHCIGHALELIQLGKQDIVFAGGGEELCWEMACEFDAMGALSTKYNDTPAK
                     ASRTYDQDRDGFVIAGGGGMVVVEELEHALARGAHIYAEIVGYGATSDGADMVAPSGE
                     GAVRCMQMAMAGVDTPIDYMNVHGTSTPVGDVKELGAIREVFGNNTPAISSTKAMTGH
                     SLGAAGVHEAIFSLLMVEHGFIAPSINIDNLDEQAQGMNIITETTQRELTTVMSNSFG
                     FGGTNATLVMRKYQK"
     gene            2520252..2522321
                     /gene="mnmC"
                     /locus_tag="CH60_2326"
     CDS             2520252..2522321
                     /gene="mnmC"
                     /locus_tag="CH60_2326"
                     /note="mnmC_Cterm: tRNA U-34
                     5-methylaminomethyl-2-thiouridine biosynthesis protein
                     MnmC, C-terminal domain;
                     [S] COG4121 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA U-34 5-methylaminomethyl-2-thiouridine
                     biosynthesis protein MnmC"
                     /protein_id="AJK12800.1"
                     /translation="MNQRPIQTATLSWNEQGTPVSEQFGDIYFSNEDGLEETHHVFLK
                     GNGFPARFASHPQQSCIFAETGFGTGLNFLTLWRDFALFRQQSPNATLRRLHYISFEK
                     YPLHVADLASAHARWPELASFAEQLRAQWPLPLAGCHRILLADGAITLDLWFGDVNTL
                     LPTLDDSLNNQVDAWFLDGFAPAKNPDMWNEQLFNAMARMTRPGGTFSTFTAAGFVRR
                     GLQQAGFNVTKVKGFGQKREMLTGTLPQQIHAPTAPWYHRPAATRCDDIAIIGGGIVS
                     ALTALALQRRGAVVTLYCADAQPAQGASGNRQGALYPLLNGKNDALETFFTSAFTFAR
                     RQYDQLLEQGIAFDHQWCGVSQLAFDDKSRGKIEKMLHTQWPVEFAEAMSREQLSELA
                     GLDCAHDGIHYPAGGWLCPSDLTHALMMLAQQNGMTCHYQHELQRLKRIDSQWQLTFG
                     QSQAAKHHATVILATGHRLPEWEQTHHLPLSAVRGQVSHIPTTPVLSQLQQVLCYDGY
                     LTPVNPANQHHCIGASYQRGDIATDFRLTEQQENRERLLRCLPQVSWPQQVDVSDNQA
                     RCGVRCAIRDHLPMVGAVPDYAATLAQYQDLSRRIQHGGESEVNDIAVAPVWPELFMV
                     GGLGSRGLCSAPLVAEILAAQMFGEPLPLDAKTLAALNPNRFWIRKLLKGRPVQTRSP
                     ATQESSR"
     gene            complement(2522499..2522777)
                     /locus_tag="CH60_2327"
     CDS             complement(2522499..2522777)
                     /locus_tag="CH60_2327"
                     /codon_start=1
                     /transl_table=11
                     /product="yfcL family protein"
                     /protein_id="AJK12163.1"
                     /translation="MIAEFETRILAQIDDMVEHASDDDLFAGGYLRGHLTLAVAEAEE
                     HGEHSAEQLHARVQTSLEKAIKAGELSPPDQVLVLGLWDRLLAHALRS"
     gene            complement(2522835..2523377)
                     /locus_tag="CH60_2328"
     CDS             complement(2522835..2523377)
                     /locus_tag="CH60_2328"
                     /note="conserved hypothetical protein;
                     [S] COG3101 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11211.1"
                     /translation="MNHHYQQLIDIFNTCFSGEYNTHLVKGDDEPIYLPADEESPHHR
                     VIFAHGYYASAMHEISHWCIAGEERCKQVDFGYWYCPDGRDALTQSQFEAVEIKPQAL
                     EWMFCVAAGFPFNVSCDNLEGDCEPDRIIFQRKVREQVLWLLDQGISTRPQGFIQALQ
                     SFYNTPPLAPELFPYPEDLI"
     gene            complement(2523477..2524283)
                     /locus_tag="CH60_2329"
     CDS             complement(2523477..2524283)
                     /locus_tag="CH60_2329"
                     /note="conserved hypothetical protein;
                     [R] COG0730 Predicted permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12854.1"
                     /translation="MDWFTLGPAVLGILFAVALLAGFIDSIAGGGGLLTVPALLAVGL
                     PPAQALATNKLQSVGGSFSASLYFIRRGAVNLKQQKLTIALTLVGSMLGAILVQYMRA
                     DILRQILPLLVIGIGVYFLLTPRLGVVDQQRRLSALPFALIAGGGIGFYDGFFGPGAG
                     SFYALAFVTLCGFNLAKSTAHAKVLNFTSNLGGLIFFIIGGKVVWSIGLVMLVGQVLG
                     ARLGAHMVLTRGQKLIRPMIVVVSFVMSCKLLYDNHGAEIGSWLGQHVFA"
     gene            complement(2524287..2525084)
                     /locus_tag="CH60_2330"
     CDS             complement(2524287..2525084)
                     /locus_tag="CH60_2330"
                     /note="[M] COG3770 Murein endopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-insensitive murein endopeptidase
                     family protein"
                     /protein_id="AJK11039.1"
                     /translation="MVTMVPVMAATPWQKITHPVAGSPQSIGGFANGCVIGAQPLPLE
                     SADYQVMRSDQRRYFGHPDLLNFIHRLSAQAHQQQLGTVLIGDMAMPAGGRFSSGHAS
                     HQSGLDVDIWLQLPKQRWSQQQLLKPQPIDLVAVDGKRVIPALWQPQIESLIKLAAKD
                     NDVTRIFVNPAIKKQLCLDAGADRQWLHKVRPWFAHRAHMHVRLRCPANSLECVDQDT
                     PPPGDGCGAELESWFQPPPPSAKPGKTLPPPLPPSCQALLDNHFATE"
     gene            complement(2525120..2526205)
                     /gene="aroC"
                     /locus_tag="CH60_2331"
     CDS             complement(2525120..2526205)
                     /gene="aroC"
                     /locus_tag="CH60_2331"
                     /EC_number="4.2.3.5"
                     /note="aroC: chorismate synthase;
                     [E] COG0082 Chorismate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate synthase"
                     /protein_id="AJK13578.1"
                     /translation="MAGNSIGQFFRVTTFGESHGIALGCIIDGVPPGIPITEADIQLD
                     LDRRRPGTSRYTTQRRELDQVRILSGVFEGVTTGTSIGLMIENTDQRSQDYSAIKDVF
                     RPGHADYTYEQKYGVRDYRGGGRSSARETAMRVAAGAIAKKYLAQKFGVQVRGYLAQM
                     GDVSCDLLDWDLVEQNPFFCPDASKLEPLDALMRELKKAGDSIGAKITVVAENVPVGL
                     GEPVFDRLDADLAHALMSINAVKGVEIGDGFAVVTKRGSENRDEITPQGFQSNHAGGI
                     LGGISSGQPVVAHIALKPTSSIMVPGQTINRQGEAVEMVTRGRHDPCVGIRAVPIAEA
                     MMAIVLMDHLLRQRAQCGDVASDVPRW"
     gene            complement(2526282..2527214)
                     /gene="prmB"
                     /locus_tag="CH60_2332"
     CDS             complement(2526282..2527214)
                     /gene="prmB"
                     /locus_tag="CH60_2332"
                     /note="L3_gln_methyl: -(glutamine-N5) methyltransferase,
                     ribosomal protein L3-specific;
                     [J] COG2890 Methylase of polypeptide chain release
                     factors"
                     /codon_start=1
                     /transl_table=11
                     /product="(glutamine-N5) methyltransferase, ribosomal
                     protein L3-specific"
                     /protein_id="AJK11929.1"
                     /translation="MDKIFVDEAVNELHTIQDMLRWTVSRFNAANIFYGHGTDNPWDE
                     AVQLVFPSLFLPLDIPEDIRSSRLTSSERHRIVERVIRRVNERIPVAYLTNKAWFCGM
                     EYYVDERVLVPRSPIGELIENRFDGLIHHQPNHILDMCTGSGCIAIACAYAFPDAEVD
                     AVDISNDVLAVTEHNIQQHGMEHQVTPIRSDLFRDLPPIKYDLIVTNPPYVDAEDMAD
                     LPQEFRFEPELGLAAGSDGLKLARRILACAPDFLQDDGVLICEVGNSMVHLMDQYPDV
                     PFTWLEFEKGGDGVFMLTKQQLIDCAAHFSMYRD"
     gene            2527584..2528114
                     /locus_tag="CH60_2333"
     CDS             2527584..2528114
                     /locus_tag="CH60_2333"
                     /note="[S] COG2840 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="smr domain protein"
                     /protein_id="AJK12427.1"
                     /translation="MKKKYHLTPDELQLFKESIAGAKKLRQDTIVHHTPPKLGKKIAP
                     ERLLQEQVDASYYFSDEFQPLLDTDGPTRYVRPGVDNFEVKKLRRGDYSPEMFLDLHG
                     LTQKQAKQELGALIAACKREHVHCACVMHGHGKHVLKQQTPLWMAQHPDVLAFHQAPK
                     EWGGTAALLLLIELEE"
     gene            complement(2528524..2529015)
                     /gene="sixA"
                     /locus_tag="CH60_2334"
     CDS             complement(2528524..2529015)
                     /gene="sixA"
                     /locus_tag="CH60_2334"
                     /note="sixA: phosphohistidine phosphatase SixA;
                     [T] COG2062 Phosphohistidine phosphatase SixA"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphohistidine phosphatase SixA"
                     /protein_id="AJK11649.1"
                     /translation="MQVFIMRHGDAALDAASDAQRPLTLCGQDESRQIASWLSEQSVD
                     IDQILVSPYLRARQTLEVVREVMALPAEPEVMPELTPGGDAAFICSYLQALAKEDCAA
                     VLVISHLPLVGYLVAELCPGQCPPMFATSAIACIDLNGKSEKGTLDWQVSPSQLLAKA
                     CHG"
     gene            complement(2529583..2531907)
                     /gene="fadJ"
                     /locus_tag="CH60_2335"
     CDS             complement(2529583..2531907)
                     /gene="fadJ"
                     /locus_tag="CH60_2335"
                     /EC_number="4.2.1.17"
                     /note="fadJ: fatty oxidation complex, alpha subunit FadJ;
                     [I] COG1024 Enoyl-CoA hydratase/carnithine racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty oxidation complex, alpha subunit FadJ"
                     /protein_id="AJK12030.1"
                     /translation="MSKENIVTRENTAVSENAVSEPTVNNDVGASATNSVTHPAFTLN
                     VRPDNIGIITIDVVGDKVNTLKAEFADQIATILQQAHALPKLQGLVIVSGKPDSFIAG
                     ADITMIAACRTAHDARVLAQKGQSILAQIAAFPVPVVAAIHGACLGGGLELALACHSR
                     ICSLDDKTVLGLPEVQLGLLPGSGGTQRLPRLVGVSKALDMILTGKQIRPRQALKMGL
                     VDDVVPRDILLDVAIQRAKAGWLNRRALPWQERLLSGPLGKALLFRIVRKKTLAKTRG
                     HYPAAERIIDVVRKGLDQGGPSGYEAEARAFGELAMSPQSAALRSLFFATTSLKKETG
                     SAATARAIHRVGVLGGGLMGGGIANVTATRAGLPVRIKDINPQGINQALKYTWDALGK
                     RVRSKRMRPTEQQRQMMLISGSTDYRGFERVDIVVEAVFEDLSLKQQMVADIERFGAA
                     HTIFASNTSSLPISQIAALAQRPEQVIGLHYFSPVDKMPLVEVIPHEKTSEETIATTV
                     ALARKQGKTAIVVADRAGFYVNRILAPYINEAARCLLDGEPIESVDNALVDFGFPVGP
                     MMLLDEVGIDVATKIMPILVEQLGPRFAAPPSFDVILKDGRKGRKNGRGFYLYSNPTK
                     NSSPTKNGNSPAKRNSFKWRKNKVKPVDASIYTLLGVTPKAHLGAGVITQRCTMLMLN
                     EAVRCLDESIIRNPRDGDIGAVFGIGFPPFLGGPFRYLDSLGADKVVQALRLLVQQYG
                     ERFEPCQRLVTMAEQQQQFYPVDANIDEVTDVAS"
     gene            complement(2531907..2533217)
                     /gene="fadI"
                     /locus_tag="CH60_2336"
     CDS             complement(2531907..2533217)
                     /gene="fadI"
                     /locus_tag="CH60_2336"
                     /EC_number="2.3.1.16"
                     /note="fadI: acetyl-CoA C-acyltransferase FadI;
                     [I] COG0183 Acetyl-CoA acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA C-acyltransferase FadI"
                     /protein_id="AJK14070.1"
                     /translation="MSKPLPLVTRQGDRIVIVNGLRTPFAKQATAYHGVPAVDLGKIV
                     VSELLARSGISSELIDQLVFGQVVQMPEAPNIAREIVLGTGMSVHTDAYSVSRACATS
                     FQAVANVAESIIAGSVDIAIAGGADSSSVLPIGVSKALARTLVDANKARSLSQKLKLF
                     SRLRLRDLLPVAPAVAEYSTGLRMGDTAEQMAKTYGISREDQDALALRSHQLAAEAWQ
                     QGWLHDEVMTAYIPPYREAIIEDNNIRKDSTLAQYAKLRPAFDRQHGSVTAANSTPLT
                     DGAAAVLMMSESKAKALGLPPLGYLRSFAFSAIDVWQDMLLGPSYATPLALDRAGITL
                     ADLTLIDMHEAFAAQTLANLKMFASDTFAREKLGRSQAIGEVDMSKFNVLGGSIAYGH
                     PFAATGARMITQTLNELRRRGGGLGLTTACAAGGLGAAMILEVE"
     gene            complement(2533504..2533800)
                     /locus_tag="CH60_2337"
     CDS             complement(2533504..2533800)
                     /locus_tag="CH60_2337"
                     /note="conserved hypothetical family protein;
                     [S] COG3691 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14193.1"
                     /translation="MSDAINRCSAEETAACCCVDVGTVMDNTDRTASYSCVFASRHEA
                     EAMLKTLTDKARAVESDPCLIEHKLEDVEGGVRLTIDFTFACQAETMIFQLGLR"
     gene            2534214..2535479
                     /locus_tag="CH60_2338"
     CDS             2534214..2535479
                     /locus_tag="CH60_2338"
                     /note="[I] COG2067 Long-chain fatty acid transport
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane transport family protein"
                     /protein_id="AJK13356.1"
                     /translation="MNQKNLFTRSALAAAIALISSNVSAAGFQLNEYSAAALGRAFSG
                     EGAVADNASVGSRNPAAMTLFDRPSFSGGVIYIDPSVDITGTSPSGKSTDASNIAPSA
                     WVPNLHFIMPLDEQWAIGASATSNYGLATEFNDDYVAGMLGGQTDLKTANLNLSAAYR
                     LNDNFSFGLGFDAVYADAKIVRHLGEAGGGLLPANTEAARLEGTKWGYGWNTGILYEI
                     DKENRYSFTYRSEVNIDFDGDYSNQLPVIFGGLGGKTVPGSLTLNLPAVWEVSGYNKV
                     APQWAIHYSMAYTTWSSFKELKATASNGDVLFDKHEGFRDAYRIALGTTYYYDDNWTF
                     RTGIAFDDSPIPAGNRSISIPDQDRFWLSAGTTYAFNKNASVDVGIAYMKGQNVSITE
                     KTPAPSNTTYEFNSKGSAMLYGVNFNYTF"
     gene            complement(2535586..2536350)
                     /locus_tag="CH60_2339"
     CDS             complement(2535586..2536350)
                     /locus_tag="CH60_2339"
                     /note="[M] COG2853 Surface lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phospholipid-binding lipoprotein mlaA"
                     /protein_id="AJK12040.1"
                     /translation="MNFRLTGLAFASVLLVGCASSSPDHMEQGRSDPLEGFNRAMFNF
                     NYEVLDPYVVRPVAVVWRDYVPQPARNGMSNFLGNLEEPASMVNSFLVGDPYNAMKHF
                     NRFFLNTVLGMGGLIDVAGMANPKLAKQVPQRFGSTLGHYDVGYGPYVVLPGYGSFTL
                     REDGGQLADTVYPVLSYLTFWMAAGKWVLEGVETRAQLLDSDGLVRNSSDPYLMIREA
                     YFQRHDFLANGGQLKPEVNSNAQAIQGDLDSIDAAD"
     gene            complement(2536386..2537612)
                     /gene="ccmI"
                     /locus_tag="CH60_2340"
     CDS             complement(2536386..2537612)
                     /gene="ccmI"
                     /locus_tag="CH60_2340"
                     /note="cytochro_ccmI: cytochrome c-type biogenesis protein
                     CcmI;
                     [O] COG4235 Cytochrome c biogenesis factor"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c-type biogenesis protein CcmI"
                     /protein_id="AJK11141.1"
                     /translation="MAFWLIVIISLAVAGALLVIPVIRKNENKRVTTRDELNKAIYRD
                     RLSELAEDEAQGVIAERPELVKELQQNLLTDIPQQLGEVKNPINRWVLLPGVVVLVVV
                     AVGLYLKTGGLEQVAAWHQVAAQMPELRARVANEHADPLSMEDVARLGLGLRTSLQQD
                     AGNVNDWMMLGRVGMALNNATTATQAFAHAYQLAPDNNEVKLGYVEVLTRSNDPEDNQ
                     LATQMLRAMVGQDHTNLRAMSLLAFNAFEQGDFKQAIAVWEVMLKLLPASDSRVDVVK
                     RSIQQAKSQIEQETATLGIEVSLSSDAAQALPQQGALIISVTNGINPVPVAVKQLPLS
                     RFPLAVTLDDSNAMMPERLLSSLQQVKVRVRLSLDGAANAQSGDWYGESAVQDFKGNG
                     PSSEQKIGVQINKQIP"
     gene            complement(2537612..2538124)
                     /locus_tag="CH60_2341"
     CDS             complement(2537612..2538124)
                     /locus_tag="CH60_2341"
                     /note="[O] COG3088 Uncharacterized protein involved in
                     biosynthesis of c-type cytochromes"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome C biogenesis family protein"
                     /protein_id="AJK10919.1"
                     /translation="MRLLSLLLGLILSWGVLATIDTYRFSSVEQEQQYRALTEQLRCP
                     KCQNNSIADSNATIAADMRAKVYELMQQGYSKQQIVDYMVARYGNFVTYEPPVTAATI
                     ILWAGPLLFVLIGAAIVVLRARRRVEKEPPLSQQEQQRLQSLLAENSVLQNNALQNNK
                     LQEESDRKKP"
     gene            complement(2538121..2538687)
                     /gene="dsbE"
                     /locus_tag="CH60_2342"
     CDS             complement(2538121..2538687)
                     /gene="dsbE"
                     /locus_tag="CH60_2342"
                     /note="dsbE: periplasmic thiol:disulfide oxidoreductases,
                     DsbE subfamily protein;
                     [OC] COG0526 Thiol-disulfide isomerase and thioredoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic thiol:disulfide oxidoreductase, DsbE
                     subfamily protein"
                     /protein_id="AJK14391.1"
                     /translation="MKPQSSFNKLMFIPLVLFLLLVVAFLIQLTRNANGEDPTMLESA
                     LIGKPVPAFKLESLEQPGKTFDQAVLRDGKPILLNVWATWCPTCRAEHEYLNKLAAQG
                     IRVVGLNYKDDRSKAVQWLNSLGNPYFLSLYDGDGMLGLDLGVYGAPETFLIDGQGVI
                     RYRHAGDLNDRVWQQEILPLYKKYQGGA"
     gene            complement(2538684..2540654)
                     /gene="ccmF"
                     /locus_tag="CH60_2343"
     CDS             complement(2538684..2540654)
                     /gene="ccmF"
                     /locus_tag="CH60_2343"
                     /note="nrfE: cytochrome c-type biogenesis protein CcmF;
                     [O] COG1138 Cytochrome c biogenesis factor"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c-type biogenesis protein CcmF"
                     /protein_id="AJK11538.1"
                     /translation="MIPEIGSFLLCLALAISLLLSLYPQWGAARQDARMMAVGRPLTY
                     GMFAAITLSFICLIYAFVVNDFTVSYVAANSNSYLPIYYRIAASWGAHEGSLLLWVLL
                     LSCWSLAVALFSRSMPEDAVARVLSVLGMITGGFLLFIILTSNPFSRTLPDFPIDGRD
                     LNPLLQDVGLIFHPPLLYMGYVGFSVAFAFAIASLMAGRLDSAWARWSRPWTQAAWIF
                     LTLGIVLGSAWAYYELGWGGWWFWDPVENASFMPWLAGTALIHSLAVTEKRGTFKAWT
                     VLLAITAFSLCLMGTFLVRSGVLVSVHSFASDPARGMFILAYLVIVIGGSLLLYAVKG
                     AQVRSRTQHEVFSRETFLLGNNVLLIAAMLVVLLGTLLPLVHKQLGLGSISIGEPFFN
                     TMFTWLMAPMALLMGIGPLVRWRRDEPSKLWKRLSVALVVTLLLSISVPWLLQDSVAG
                     MTVVGLMMAIWVIILTLMELHERATHRYGFWRGLTHLSRSHWGMVLGHLGVAVTVIGI
                     AFSQNYSVERDVRMKAGDSIDIHDYHFTFRDVHDIKGPNYTGGVGIIDVTRNGKLEAT
                     LHAEKRYYSVARSMMTEAAIDGGLTRDLYAALGEELGDGSWAVRLYYKPFVRWIWFGG
                     IFMAVGGIFCMLDPRYRMSKKLKRGAIPEAES"
     gene            complement(2540651..2541145)
                     /gene="ccmE"
                     /locus_tag="CH60_2344"
     CDS             complement(2540651..2541145)
                     /gene="ccmE"
                     /locus_tag="CH60_2344"
                     /note="[O] COG2332 Cytochrome c-type biogenesis protein
                     CcmE"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c-type biogenesis protein CcmE"
                     /protein_id="AJK10632.1"
                     /translation="MNPRRKSRLYLAMVVLIGISLTTTLVLYALRSNIDLFYTPGEIL
                     QGKGERHEKPAIGQRLRIGGMVMPGSVQRDAKTLEMSFQVYDARGAVTVTYTGILPDL
                     FREGQGVVAQGVFAEGNTVHAKEVLAKHDEKYTPPEVEEAMKENHSRPAAAYRGTNTT
                     GNAL"
     gene            complement(2541142..2541444)
                     /gene="ccmD"
                     /locus_tag="CH60_2345"
     CDS             complement(2541142..2541444)
                     /gene="ccmD"
                     /locus_tag="CH60_2345"
                     /note="cytochro_ccmD: heme exporter protein CcmD;
                     [U] COG3114 Heme exporter protein D"
                     /codon_start=1
                     /transl_table=11
                     /product="heme exporter protein CcmD"
                     /protein_id="AJK10585.1"
                     /translation="MTPAFHSWAEFFAMGNYAFYVWLAVAATLLSLLGLLMHTLWQHK
                     QLLADIHRRQAREQRIRQAQLNQTSMHQVPLHQAPLHQAPLQQAPQHIANLQEKRP"
     gene            complement(2541441..2542178)
                     /gene="ccmC"
                     /locus_tag="CH60_2346"
     CDS             complement(2541441..2542178)
                     /gene="ccmC"
                     /locus_tag="CH60_2346"
                     /note="ccmC: heme exporter CcmC family protein;
                     [O] COG0755 ABC-type transport system involved in
                     cytochrome c biogenesis, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme exporter CcmC family protein"
                     /protein_id="AJK14168.1"
                     /translation="MWKWFHQFAKPERLYPLCGRLIPWFGGGAIICLAVGWVWGLGFA
                     PSDYQQGDSFRIMYLHVPAAIWSMGIYMSMAIAAFVGLVWQIKMADNLVAAMAPVGAV
                     LTFIALVTGSAWGKPMWGTWWIWDARLTSELVLLFLYLGVIALYNAFDDRKLAGRAAG
                     ILVLVGVVNLPIIHFSVVWWNTLHQGSTNMQQSIDPSMRSPLRWAILGFLLCFITLTL
                     MRLRNLILQQERHRPWVTALLRKEPRV"
     gene            complement(2542241..2542900)
                     /gene="ccmB"
                     /locus_tag="CH60_2347"
     CDS             complement(2542241..2542900)
                     /gene="ccmB"
                     /locus_tag="CH60_2347"
                     /note="ccmB: heme exporter protein CcmB;
                     [O] COG2386 ABC-type transport system involved in
                     cytochrome c biogenesis, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme exporter protein CcmB"
                     /protein_id="AJK14292.1"
                     /translation="MFISVLRRELKIAFRKGAEIVNPLWFFLIVITLFPLGIGPEPQL
                     LARIAPGIVWVAALLASLLSLERLFRDDFYDGSLEQLLLLPTPLPLTVLGKVCAHWVV
                     TGLPLLVLSPLVALLLSLDVNTAIAMGLTLLLGTPTLSFIGAIGVALTVGLRKGGVLL
                     SLLVLPLYIPVLIFATAAIDAASMAMPIDGYLAILGAMLAGSVTLAPFATAAALRVSI
                     Q"
     gene            complement(2542870..2543526)
                     /gene="ccmA"
                     /locus_tag="CH60_2348"
     CDS             complement(2542870..2543526)
                     /gene="ccmA"
                     /locus_tag="CH60_2348"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [O] COG4133 ABC-type transport system involved in
                     cytochrome c biogenesis, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK14471.1"
                     /translation="MLEAKNLTCIRDDRCLFQQLSFCIAPGEIVQIEGPNGAGKTSLL
                     RILAGLAEADEGQVNWRDKNIRRDRAKYHQDLLFLGHQPGIKSVLTPFENLLFYQSVF
                     QKVDSAAIWQALAQVGLVGYEDLPVSQLSAGQQRRVALARLWLSPAPLWILDEPLTAI
                     DKQGVSTLLALFVQHAAKGGMVLLTTHQDLGAVSHNVRKICLANTQEKSCLSACCAVN
                     "
     gene            complement(2543971..2544438)
                     /locus_tag="CH60_2349"
     CDS             complement(2543971..2544438)
                     /locus_tag="CH60_2349"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10830.1"
                     /translation="MSLIKSTLIFGVLLVVSFGTLAMSDECKQAYGIFDDAAYFSGKM
                     NVKPGDGKEVTKTNVNVEAFNEWYYRSYDDEWMAVLEKYTKFKGVDDDSVIGISLLAF
                     IETSGLVEFYKSYIDFLTDFPKRTDTYLVSGRVEAAKKKIDDAYKELVGHCNK"
     gene            complement(2544693..2544767)
                     /locus_tag="CH60_2350"
     tRNA            complement(2544693..2544767)
                     /locus_tag="CH60_2350"
                     /product="tRNA-Arg"
     gene            2545054..2545596
                     /locus_tag="CH60_2351"
     CDS             2545054..2545596
                     /locus_tag="CH60_2351"
                     /note="[S] COG1704 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="lemA family protein"
                     /protein_id="AJK12926.1"
                     /translation="MEIYIGLAVVALILIWAVMTYNRFISLRRFKDEAWSDIAVQLKR
                     RHDLVPNLLSLVKRYAQHEKELLEEITRQRSNLVGNTRQIAENEREYSGILGRVFALA
                     EAYPDLKANENFLSLQQSLAEIEEQLQMARRYFNGTVRDFNILVESFPSLLLAHLFNF
                     KADVFFELENPDEAKLPRME"
     gene            2545601..2547640
                     /locus_tag="CH60_2352"
     CDS             2545601..2547640
                     /locus_tag="CH60_2352"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11663.1"
                     /translation="MARLSGKALYVIWILLLLVTGTVQATADEISVSTPAVEAPKGHG
                     LIRAYEHILSFDTHARFDADGSMEMRENIKVLSLGKQISRGIFRTLPLTWNRQDGKFF
                     SVEYQIKNVLRDGVAEPFSVTKEGETLMVRIGRADHILKPGIYNYVIQYQVSNHFSRF
                     PDWDELYWNVTGNGWEYPISKASFHLELPASEAFLNSEGKDTRLSTIDVYTGRLGEKE
                     QNAKILADGSVQTSQPLKQGEGLTVAYTWPRTILANAPAPETSSLLVYLLLPTVQTSV
                     LWIPILLLIGYYLLWWRKNVTAIGLKMPPIVPLYALPATLSPGYLRYVTQRKYDAIAF
                     SSDLLNLVAQRSVAIKTKKSKNKSPWVLNSRDEQWLSLQSDGNQLDIHDKQLLHTLFS
                     SNRKNINLSKPHQRPMQKALKFLEKRCEDQQEKLFSQWLGPIWRGIFIMLLVPVICGL
                     LFNTGIAFITIPVLLLLLLGINLLSLPLKFLFSPKQVLDSRGALSVCFALLFGLLALL
                     PVGLFIFNLPPLTQLPAGYLGALLVAILLCVTFTRMVPRYTQRGLNHLAIARGLKLYL
                     GTAERHRYQALYPPDKLVAHFESMLPVALALGVGKTWANSFAQYLVSTGTLSVVFANA
                     DWSSVNHFSQSCSSSATATPSRSSDSSSSSSSSGSGSSGGGSSGGGSGGGGGGGW"
     gene            2548016..2548357
                     /locus_tag="CH60_2353"
     CDS             2548016..2548357
                     /locus_tag="CH60_2353"
                     /note="[P] COG2824 Uncharacterized Zn-ribbon-containing
                     protein involved in phosphonate metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="phnA Zinc-Ribbon family protein"
                     /protein_id="AJK13881.1"
                     /translation="MQTLPNCPKCSSEFTWQEGEQLNCPECGHEWSESSHSTEADEGL
                     VVYDANGNLLADGDAVTVVKDLKVKGSSSTLKIGTKVKGIRLVEGDHNIDCKIDGFGQ
                     MKLKSEFVKKS"
     gene            complement(2548731..2549939)
                     /locus_tag="CH60_2354"
     CDS             complement(2548731..2549939)
                     /locus_tag="CH60_2354"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12443.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(2549987..2550337)
                     /locus_tag="CH60_2355"
     CDS             complement(2549987..2550337)
                     /locus_tag="CH60_2355"
                     /note="[S] COG1917 Uncharacterized conserved protein,
                     contains double-stranded beta-helix domain"
                     /codon_start=1
                     /transl_table=11
                     /product="cupin domain protein"
                     /protein_id="AJK13978.1"
                     /translation="MKMFFINDETPWEELGNGIKRKVMTWSDELMMVCVHFEKGAIGV
                     AHKHDIHDQIAYVAAGSFEVEIEGQKRILKAGDAYRAVKNEMHGAVSLEDNSILIDTF
                     TPKRDDFETVNNIV"
     gene            2550673..2551509
                     /locus_tag="CH60_2356"
     CDS             2550673..2551509
                     /locus_tag="CH60_2356"
                     /note="[G] COG3717 5-keto 4-deoxyuronate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="kduI/IolB family protein"
                     /protein_id="AJK12916.1"
                     /translation="MQVRQSIHSDHAKQLDTAGLRREFLIEKIFAADDYTMTYSHIDR
                     IIVGGILPVSKAVSIGNEVGKQLGVSYFLERRELGAINIGGPGLIVVDGQTYDIGNEE
                     ALYVGKGAKEVKFSSIDRANPAKFYYNSAPAHTTYPNKKITLAEASPQTLGDDATSNR
                     RTINKYIVPDVLPTCQLSMGLTKLAPGSLWNTMPCHTHERRMEVYFYFDMDEETAVFH
                     MMGQPQETRHLLVHNEQAVISPSWSIHSGVGTKRYTFIWGMVGENQVFGDMDHIAVSE
                     LR"
     gene            2551601..2552362
                     /gene="kduD"
                     /locus_tag="CH60_2357"
     CDS             2551601..2552362
                     /gene="kduD"
                     /locus_tag="CH60_2357"
                     /EC_number="1.1.1.125"
                     /note="kduD: 2-deoxy-D-gluconate 3-dehydrogenase;
                     [IQR] COG1028 Dehydrogenases with different specificities
                     (related to short-chain alcohol dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="2-deoxy-D-gluconate 3-dehydrogenase"
                     /protein_id="AJK13374.1"
                     /translation="MILDSFELKGKVALVTGCDTGLGQGMAIGLAEAGCDIIGVNIVE
                     PRETIEQVTALGRRFFSLTADLSNIECIPSLLERAVAEFGHIDILVNNAGIIRREDAI
                     NFSEKDWDDVMNVNIKSVFFMSQAVAKQFIKQGNGGKIINVASMLSYQGGIRVPSYTA
                     SKSAVMGVTRLLANEWAKHGINVNAVAPGYMATNNTQQLRKDEERSKEILDRIPAGRW
                     GLPDDLKGPVVFLASKASDYISGYTIAVDGGWLAR"
     gene            2552698..2554365
                     /locus_tag="CH60_2358"
     CDS             2552698..2554365
                     /locus_tag="CH60_2358"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic pectate lyase family protein"
                     /protein_id="AJK13640.1"
                     /translation="MGFTGNIKGSDAMMINWLSAIRSYVDLVQSVGHSQLNPSPLLAD
                     GFDVLTHQPVVWEFPDGHHTPISNFASQQNWLRTLDALSLVTQDPQYHQQARIQSGYF
                     MQHGVHNESGLFYWGGHRFLNLDTLKTEGPASKDQVHELKHHLPYYDLLVTIDRERTL
                     NFLQGFWHAHVEDWKTLDLGRHGNYSKQRDPQVFTHPRYDVVNPAELPKLPETKGLTF
                     VNAGTDLIYAAYKYAEYTGDAAAAAWGKHLYRQYVLARNPETGLPVYQFSSPQQRQPI
                     PADDNQTQSWYGDRAKRQFGPEFGEIAREANVLFRDMRPLLIDNPLAMLDILRQQPDA
                     EVLQWVIDGLKNYYRFAYDVESNTLRPLWNDGQDMSGYVLPRDGYYGVKGTVISPFPL
                     DVDYLLPLVRAWRLSEDEELLDLIGVLLLRWQLAELNKTQRRATLMAAQRPIASPYLL
                     LALVELAEHCQCPTLFTLAWQIGDDLFKRHYHRGLFVESAQHRYFRIDNPIALALLTL
                     IAAKQDKLAAIPQFITNGGYIHGDYRVNGESRTLYDIDFIYPTLLNQ"
     gene            2554406..2555296
                     /locus_tag="CH60_2359"
     CDS             2554406..2555296
                     /locus_tag="CH60_2359"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11606.1"
                     /translation="MNENRMLGLAYISPYIIGLIIFTAFPFVSSFFLSFTEYDLMSPP
                     VYNGIENYRYMLTEDDLFWKSMGVTFAYVFLTIPLKLAFALGIAFVLNFKLRGIGFFR
                     TAFYIPSILGSSVAIAVLWRALFAIDGLLNSFIGVFGFEAINWLGEPSLALTSVTLLR
                     VWQFGSAMVIFLAALQNVPQSQYEAAMIDGASKWQMFMKVTVPLITPVIFFNFIMQTT
                     QAFQEFTAPYVITGGGPTHYTYLFSLYIYDTAFKYFDMGYGAALAWVLFLVVALFASI
                     AFKSSKYWVFYSADKGGKND"
     gene            2555289..2556209
                     /locus_tag="CH60_2360"
                     /note="putative inner membrane permease of
                     oligogalacturonide ABC transporter;binding--dependent
                     transport system inner membrane component family protein"
                     /pseudo
     gene            2556223..2557350
                     /locus_tag="CH60_2362"
     CDS             2556223..2557350
                     /locus_tag="CH60_2362"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13900.1"
                     /translation="MAEVIFNKLGKVYSNGFRAVHGIDLKINDGEFMVIVGPSGCAKS
                     TTLRMLAGLETISDGEVRIGDRVVNNLAPKSRGIAMVFQNYALYPHMTVKENLAFGLK
                     LSKLPKDQIEAQVAEAAKILELEDLLDRLPRQLSGGQAQRVAVGRAIVKKPDVFLFDE
                     PLSNLDAKLRASMRIRISDLHKQLKKSGKAATTVYVTHDQTEAMTMGDRICVMKLGHI
                     MQVDTPDNLYHYPTNMFVAGFIGAPEMNIKPSTLVEKEGQIGLTVGQYTLVLNERQQA
                     KVATHTGEKVFFGVRPEFISMSLQPFVGNHSQGELVRVENMGHEFFMYIKVENFELTC
                     RLPSDEARPIIENGLHRTVYFQFDMDKCHIFDAKTEKNISL"
     gene            2557366..2558658
                     /locus_tag="CH60_2363"
     CDS             2557366..2558658
                     /locus_tag="CH60_2363"
                     /note="[G] COG1653 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK10843.1"
                     /translation="MKKAILHTLIASTLALLSHQAFAAQDDVNLRMSWWGGNGRHQVT
                     LKALEEFHKQHPNINVKAEYTGWDGHLSRLTTQIAGGTEPDVMQTNWNWLPIFSKDGT
                     GFFDLNNVKEQLDLAQFDPIELQQTTVNGKLNGIPISVTARIFYFNDATWAKAGLEYP
                     KTWDELLNAGQVFKEKLGDQYYPVVLEHQDTLALIRSYMTQKYNIPTVDEANKKFAYT
                     PEQWVEFFTMYKKMVDSHVMPSSKYYASFGKSNMYEMKPWINGEWAGTYMWNSTITKY
                     SDNLTKPAKLDLGPYPMLPDAKDAGLFFKPAQMLSIGKSTKHPKESAMLINFLLNSKE
                     GVDALGLERGVPLSAAAVAQLRANGVIKDEDPSVAGLNMALELPHEMKTSPYFDDPQI
                     VSLFGDAIQYIDYGQKSVEETAEYFNKQGDRILKRAMR"
     gene            2558956..2559666
                     /gene="kdgM"
                     /locus_tag="CH60_2364"
     CDS             2558956..2559666
                     /gene="kdgM"
                     /locus_tag="CH60_2364"
                     /codon_start=1
                     /transl_table=11
                     /product="oligogalacturonate-specific porin kdgM"
                     /protein_id="AJK11173.1"
                     /translation="MKLKLITLAVAAAAVSVISFSSVATTIDYRHEMKDTSKSDHKDR
                     LLISNRFANGFGLSLEGKWGQHSSDTTPNKPFNEQVSNGTEMVASYVYKFNNTFQIEP
                     GFSLDSTSDSNNYRPYIRGKVAFTDDFSTSLRYRPYYKRNQPAQTKSTEKGHEFTMLF
                     AYNFLKDYSAEYELNYKKSEDEILANKEKYEWAHDVKIAYKWDKNWKPYMAIGNVPGS
                     KVTDERQTRYRVGIQYSF"
     gene            2560146..2560694
                     /locus_tag="CH60_2365"
     CDS             2560146..2560694
                     /locus_tag="CH60_2365"
                     /note="conserved hypothetical protein;
                     [R] COG1988 Predicted membrane-bound metal-dependent
                     hydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11825.1"
                     /translation="MTGEGHLIFSVACVILAKKVGLTPELAHGDWWHIIPGALLTSLL
                     PDIDHPKSILGQRLKWVSVPIARVFGHRGFTHSLLAVIAGIALFQVDAPLNGVLPPDV
                     FHAMIIGYFSHLLADMITPAGVPLLWPCRWRFSIPLLRPQKGNQLERVLCVLLVCFSV
                     YWQTDTTIPLLYYMEQLKSFRL"
     gene            2560898..2562289
                     /locus_tag="CH60_2366"
     CDS             2560898..2562289
                     /locus_tag="CH60_2366"
                     /note="sodium:dicarboxylate symporter family protein;
                     [R] COG1823 Predicted Na+/dicarboxylate symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="dicarboxylate symporter family protein"
                     /protein_id="AJK11566.1"
                     /translation="MNLPLVVNVLVFATLLLLLAQTRHKQWSLAKKVLIGLVLGVLFG
                     SGLQWVYGADNPILKESITWFNIIGNGYVQLLQMIVMPLVFASILSAVAKLHNASSLG
                     KISILTIGTLLFTTLIAALVGVFVTNLFGLTAEGLIQGTQETARLSAIESNYLGKVAD
                     LTVPQLILSFIPKNPFADLTGASPTSIISIVIFATFLGIAALQLLKDDVTKGQRVLAA
                     IDTLQAWVMKLVRLVMKLTPYGVLALMTKVVAGSNIQDIMKLGSFVVASYLGLAIMFV
                     VHAVLLSLTGINPLKFFKKVWPVLTFAFTSRSSAASIPLNVEAQTRRLGVPESIASFS
                     ASFGATIGQNGCAGLYPAMLAVMVAPTVGINPLDPVWIATLVGIVTISSAGVAGVGGG
                     ATFAALIVLPALGLPVTLVALLISVEPLIDMGRTALNVNGSMTAGTITSQLMKQTDKN
                     ILNNEDDDVLTHQ"
     gene            complement(2562504..2563355)
                     /locus_tag="CH60_2367"
     CDS             complement(2562504..2563355)
                     /locus_tag="CH60_2367"
                     /note="[V] COG3023 Negative regulator of beta-lactamase
                     expression"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AJK11087.1"
                     /translation="MRKLLSGGLLLLLAGCSSSDHRNSNELIDRGTYQIDTHYPSVAK
                     NERVRFLVLHYTAVGDAESLRLLTQGEVSAHYLIPTHPKKAGGKAIALQLVPEAQRAW
                     HAGVSSWQGRNNLNDTSIGIEIVNLGFTEKMLGRTWYPYNESQIELIEQLTKDIVQRY
                     NISPSDVVAHSDIAPLRKSDPGPLFPWKRLAEKGVGAWPDDATVAKYIGGRDKKGAAS
                     VAVIQQALAAYGYKIPQNGQLDTETRQVIKAFQMHFRPQDFSGVPDVETEAIALALVE
                     KYRTLST"
     gene            complement(2563740..2564531)
                     /gene="kdgR"
                     /locus_tag="CH60_2368"
     CDS             complement(2563740..2564531)
                     /gene="kdgR"
                     /locus_tag="CH60_2368"
                     /note="[K] COG1414 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="pectin degradation repressor protein kdgR"
                     /protein_id="AJK14181.1"
                     /translation="MAIADLDKQPDSVSSVLKVFGILQALGEEREIGITELSQRVMMP
                     KSTVYRFLQTMKSLGYVAQEGESEKYSLTLKLFELGAKALQNVDLIRSADIQMRELSN
                     ETRETIHLGALDEDSIVYIHKIDSMYNLRMHSRIGRRNPLHSTAIGKVLLAWRDRGEV
                     EEILSHIEFTRSTKYTLDSTAALLPVLDKVREQGFGEDIEEQEEGLRCIAVPVFDRFG
                     VVIAGLSISFPTLRFAEDRKSDYVKSLHCAARNISEQMGYRDYPF"
     gene            complement(2564718..2565884)
                     /gene="ogl"
                     /locus_tag="CH60_2369"
     CDS             complement(2564718..2565884)
                     /gene="ogl"
                     /locus_tag="CH60_2369"
                     /note="[U] COG0823 Periplasmic component of the Tol
                     biopolymer transport system"
                     /codon_start=1
                     /transl_table=11
                     /product="oligogalacturonate lyase"
                     /protein_id="AJK13542.1"
                     /translation="MAKGKQIPLTYHTYQDASTGAQVTRLTPPDVTCHRNYFYQKCFT
                     RDGSKLLFGGAFDGPWNYYLLDLNSRVATQLTEGRGDNTFGGFLSPEDDALFYVKDGR
                     NLMRVDLATLEENVVYQVPEEWVGYGTWVANSDCTKLVGIEIKREDWQPLTDWKKFHE
                     FYFTKPCCRLMRVDLKTGESAVILQENQWLGHPIYRPYDDSTVAFCHEGPHDLVDARM
                     WLINEDGSNMRKVKTHAEGESCTHEVWVPDGSALVYVSYLKGSSDRFIYSADPVTLKN
                     RQLTSMPACSHLMSNYDGTLMVGDGSDAPVDVQDNSGYKIENDPFLYVFNIKNGTQHR
                     IARHDTSWQVFEGDRQVTHPHPSFTPDDKQVLFTSDVHGKPALYMVTLPESVWQ"
     gene            2566211..2567578
                     /locus_tag="CH60_2370"
     CDS             2566211..2567578
                     /locus_tag="CH60_2370"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13350.1"
                     /translation="MNPSTSDGLPVPQRYAAILVIALGIMMAVLDGTIANVALPTIAR
                     DLNTSPATSIWVVNAYQLAITISLLSMASLGDIIGYRRVYQAGLLIFSVTSLFCALSD
                     SLWTLTFARVLQGFGAAALMSVNTALIRIIYPRAQLGRGIGINTLIVAVSSAAGPSIA
                     AAVLSVASWQWLFALNVPIGLLAWCLGIKFLPANNTKSNGNRFDITSCVLNALTFGLL
                     ITAISGFSQGQSPAVIAAQVVALLLIGFFFVRRQLTQSFPLLPVDLLRIPIFALSIGT
                     SIFSFAAQMLAMVSLPFFLQTVLGRDEVATGLLLTPWPLATMVIAPIAGRLVERYHAG
                     LLGGIGLAVFASGLFLLAVLPANPSDVDIIWRMILCGAGFGLFQTPNNHTIISAAPQH
                     RSGGASGMLGTARLLGQTSGAALVALMFNMFSTNGTHASLILAGCFASIAALVSLLRV
                     TQKSH"
     gene            complement(2567632..2568435)
                     /locus_tag="CH60_2371"
     CDS             complement(2567632..2568435)
                     /locus_tag="CH60_2371"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13768.1"
                     /translation="MKTLWLILRPRARKVNNLRTLLITAILSSLVLSATVQAGVAIGL
                     TRVIVTGADKSGSVQILNDGLHPALLQLWVDNNIAEMDKPIEQINVPFVVDSPVFRLN
                     AKTNKSIRIYYTGGANQLPSDRESMFWLNVLEVPPKASANQSSQNAVQIAFRSRIKLF
                     YRPAGIPISSEGVATKLSFTLVPKGEGRVLRVANPTPFNVTFQTLAIAQSHTAQGVTI
                     KLGADDMVGPKSSVDSAPVGNNALAKNMSVFFTIIDDFGSPIEGQQPLQ"
     gene            complement(2568432..2569595)
                     /locus_tag="CH60_2372"
     CDS             complement(2568432..2569595)
                     /locus_tag="CH60_2372"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK14307.1"
                     /translation="MSAYFYRVKTVIRHINMYLRVYAHVRSVATLLILVVVAGGPSSK
                     VWAEGLGINCDYTGSIYINPPTSIIRVKPNAAIGDPIGSWMTISAPEVWSCALLPAYQ
                     SRDVRAGILVFSPYNPLLTTNIDGGNYKVFRTGDTNPGLGIAVRFRAIGAGFSSDWTQ
                     LEGFGLVDGTVSAPLIGPIPYNDGIKFPLGMEMQIHYVKASEELRSGGVRIFDFAYLY
                     HRRSIDGVPDNSGARYRIVQVPANSIDIQIMTQTCTTPDVVVNLPEVNSRQFTGIGTV
                     KALKAFNLNFNHCPGGLDGINYKFGATTSILDSANGVVALDANSTAEGVGVLLRSQSD
                     AAIELDKEYTMSGYDTSSTQSYTVPMQAGIYQIENTVTPGSVKGEFTFTLIYK"
     gene            complement(2569592..2572204)
                     /locus_tag="CH60_2373"
     CDS             complement(2569592..2572204)
                     /locus_tag="CH60_2373"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12188.1"
                     /translation="MLSAFIFFQKNECLKYLPAFSFAICGIGGMLYIPSSAAENSEYV
                     EFSDAFLRFPVDATRYSEGNPVSPGERQVDIYLNDQWIGRQEMRFALPSPESKVATPC
                     FDVKLFDELGVDTAKLSSDTVKLLESRGACSPLSRLLEGGNAIFDDNQQRLDIQVPQA
                     YLIRQARGYVHPKYWDDGVTAATLKYDYTGYRSNQNDIGSQTYQYLGLLGGLNWQSWR
                     LYYRSALNRSDSQGFDYQNLATYVERAVPSLYSKMTIGDSNTDGQVFDSLSYRGIELT
                     SDDRMYADSQRGYAPVVRGVARTNARVVVRQQGRPIYETTVPPGPFVIDDLYPTGQGG
                     NLNVTITEADGSEQTFIVPFASIAELLRPGTTRYSLMAGEYRDNSMVDKPVLFMGTVR
                     HGLSNLLTGNGGMVAAEGYLSASAGLAFNTPVGAVAFNVTQAQTRLPNKDNQRGQSIG
                     MTYAKSLPETNTNLTIASYHYSSNGFYTPAEAMRMRDYLQHGEVNNTQIDSSWPNGSD
                     RYDDSFKYRRRNQAQVSIAQGLPDGYGSFYANANVQDYWDGRNRDMNFQFGYTNSYKS
                     LSYNVALNRLRDIPSGDWDNQLSVSLSIPLGTHAGAPRLSSSYSNTRGSSAIQTGVSG
                     SAGEDNQFSYGVSAANNRSDENGSYNTLGANGSWQAPYATVGGSYSKSNSYDQASASL
                     SGGVVAYRGGVILAPALGDTVGIIEAPDAAGARVGSYSSMYLDRRGRAILPYLSPYRQ
                     NEVELDPKGLSADVEFKSTSQKVAPTAGAVALVTFETSTGYSVLVRGHLADNTPLPFG
                     AEVKDGGGTRVGFIAQGGQAMVRVNQQAGNLRVIWGDGIGESCSFDYKLPEGNLVKGH
                     LVKGDYRRLEVICK"
     gene            complement(2572286..2573065)
                     /locus_tag="CH60_2374"
     CDS             complement(2572286..2573065)
                     /locus_tag="CH60_2374"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12287.1"
                     /translation="MRRTLLTILSFLRTVRLLTTLTLLILSVVATVARAEVMISGTRV
                     IYEEKQREGVVKVSNTGDMPVLLQAWIDKGDANARPEAIKVPFSVTPPVVRLDPKRDQ
                     TIRLFRTDGGLAADRETLFWFNLLEVPPKPIQSAAGGENKMQLAFRTRIKMFYRPEGL
                     TVLPAQAAKSLAFSMKGNQIVIKNASPYYITLRKLELRTSEKGPVLANFTKINNKMVA
                     PFSELSLPTSAKASINNSAQVFYSVINDQGGETQGTQKLTQ"
     gene            complement(2573218..2573760)
                     /locus_tag="CH60_2375"
     CDS             complement(2573218..2573760)
                     /locus_tag="CH60_2375"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK14484.1"
                     /translation="MKIKSSNVLIAAFAGLFIAQSAFAADGTITINGKITDTTCGISV
                     NNGTKDGTVTLPVVSASALDGINSVAGTTPFNIVLTGCTGATMGNAYAHFEQGTTVEA
                     STGRLNNSDIDGATGVQVRLLDKNSAPIVVGSGNQGNVVEDISGDGATLSYYAQYYAN
                     EANVEAGLVATNVDYTIVYD"
     gene            2574294..2574482
                     /locus_tag="CH60_2377"
     CDS             2574294..2574482
                     /locus_tag="CH60_2377"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10829.1"
                     /translation="MATVKKHPVSLPLTGCEDHIIISRIETSYFALLISITSNTDITS
                     DTDQNVMPLYVYLKAGVT"
     gene            complement(2574418..2575299)
                     /locus_tag="CH60_2376"
     CDS             complement(2574418..2575299)
                     /locus_tag="CH60_2376"
                     /note="[O] COG0501 Zn-dependent protease with chaperone
                     function"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M48 family protein"
                     /protein_id="AJK12563.1"
                     /translation="MMRIALFLLTNLAVMLVFGLVLSLTGIQSSSVQGLMIMAGLFGF
                     GGAFVSLLMSKWMALRSVGGEVIERPRNETEYWLLETVRRQSQQVGIAMPQVAIYQAP
                     DINAFATGARRDASLVAVSTGLLQNMSRDEAEAVIAHEISHVANGDMVTMTLIQGVVN
                     TFVIFISRLIAQIAAGFLSGDRDGESNSPGNPMVYFAVSMVLELVFGILASIITMWFS
                     RHREFHADAGSAKLVGREKMIAALQRLKTSYEPQEAGSMMAFCINGKSKTFSELFMSH
                     PPLDKRIEALRSGQYLK"
     gene            complement(2575791..2577863)
                     /gene="prc"
                     /locus_tag="CH60_2378"
     CDS             complement(2575791..2577863)
                     /gene="prc"
                     /locus_tag="CH60_2378"
                     /EC_number="3.4.21.102"
                     /note="[M] COG0793 Periplasmic protease"
                     /codon_start=1
                     /transl_table=11
                     /product="tail-specific protease"
                     /protein_id="AJK10978.1"
                     /translation="MNKFVRLAAIAGLLLAGASYATDTTYRIDQLPQLRQEPEHATVS
                     ERVTSRFTRSHYRQFALDDQFSAKIFDRYLNMLDYSHNVLLASDVAQFADKKYSLDKE
                     LKSGQLDTPFALFNLAQKRRFERYQYALSVLDRPMVFTGNDTIDIDRAKAPWPSSEAE
                     LNALWDAKVKYDQLNLKLAGKTDKEIKETLTKRYQSAIKRLTQSNSEDVFQLIMNAFA
                     REIDPHTNYLSPRNTEQFNTEMSLSLEGIGAVLQMDDDYTLINSMVPGGPAAKSKTIA
                     VGDRVIGVGQAGKPMVDVIGWRLDDVVALIKGPKGSKVRLEILPAGKGTKPRTVTLTR
                     ERIRLEDRAVKMSVKTIGKERVGVLDIPGFYVGLTEDVKVQLQKLEKQNVSSIIIDLR
                     SNGGGALTEAVSLSGLFIPSGPVVQVRDNNGKVREDSDTDGVVYYKGPLVVLVDRYSA
                     SASEIFAAAMQDYGRALIVGEPTFGKGTVQQYRSLNRIYDQMLRPEWPALGSLQYTIQ
                     KFYRVDGGSTQRKGVTPDIVMPTGVDPAETGENFEDNALPWDRINAASYTKTGDLKPW
                     EPELLKNHAERIAANPEFQYIQKDIERYKALKDKRNIVSLNYAQREKENRDDDMTRLT
                     RLNERFIREGKKPLKSLDDLPKDYQEPDPYLDETVNIALDLAHKEKAQPQIASRPVAA
                     ATAGATVK"
     gene            complement(2577883..2578596)
                     /gene="proQ"
                     /locus_tag="CH60_2379"
     CDS             complement(2577883..2578596)
                     /gene="proQ"
                     /locus_tag="CH60_2379"
                     /note="[T] COG3109 Activator of osmoprotectant transporter
                     ProP"
                     /codon_start=1
                     /transl_table=11
                     /product="proP effector"
                     /protein_id="AJK12744.1"
                     /translation="MENQPKLNSSKEVIAFLAERFPLCFTAEGEARPLKIGIFQDLVE
                     RVQGEENLSKTQLRSALRLYTSSWRYLYGVKVGAERVDLDGNPCGVLEEQHVEHARKQ
                     LEEAKARVQAQRAEQQAKKREAAIAAGETPEPRRPRPAGKKPAPRREAGAAPENRKPR
                     QSPRPQQVRPPRPQVEENQPRPVPVTDISKLQIGQEIKVRAGKSAMDATVLEIAKDGV
                     RVQLSSGLAMIVRAEHLQF"
     gene            complement(2578692..2579189)
                     /locus_tag="CH60_2380"
     CDS             complement(2578692..2579189)
                     /locus_tag="CH60_2380"
                     /note="[T] COG1956 GAF domain-containing protein"
                     /codon_start=1
                     /transl_table=11
                     /product="GAF domain protein"
                     /protein_id="AJK13034.1"
                     /translation="MKKTEFYAELKRDLCALVAGETNFIATLANASALLYERLDGLNW
                     AGFYLVDGKQLVLGPFQGKIACVRIPVGKGVCGTAVAENRVQRVGNVHAFPGHIACDA
                     ASNAEIVLPITVKGKVIGILDIDSIVYDRFDEDDELGLISVVAGLCEHLEFCDSAKYV
                     TETAS"
     gene            2579421..2580668
                     /locus_tag="CH60_2381"
     CDS             2579421..2580668
                     /locus_tag="CH60_2381"
                     /note="pqiA_fam: integral membrane, PqiA family protein;
                     [S] COG2995 Uncharacterized paraquat-inducible protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, PqiA family protein"
                     /protein_id="AJK12562.1"
                     /translation="MKIHAIQRPLSTARAQRCCECDALFTLPPLGGNQTAYCPRCNAQ
                     ITSGRDWSLTRLTAMACAMLLLIPFAFTEPLISIRLLGTRIDASLLAGIWQMSRQGDP
                     ITASMVAFCVLAAPVTLTFSILYLRIGSRIGINLRPILLILERLKEWVMLDIYLIGMA
                     VACIKVKEYADIMPGTGLIAYLTLTLLSILTLVHLNLEQLWERFYPQEQPPGPQETLR
                     VCLSCHYTGHPDSHGRCPRCHTPLRHRRRHSLQKTWAALIAAIVLLLPANLLPISIVY
                     ANGARIEDTIFSGVVSLASSGNFPIAAVVFIASVLVPFTKVIVLITLLLSIHLKTQHS
                     LKTRMRLLRLITWIGRWSMLDLFVIALMMSLINRDQLFSFTMGPAAFYFGSAVILTIL
                     AVEWLDSRLIWDAYATGNTEYTD"
     gene            2580637..2583288
                     /locus_tag="CH60_2382"
     CDS             2580637..2583288
                     /locus_tag="CH60_2382"
                     /note="[R] COG3008 Paraquat-inducible protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="mce related family protein"
                     /protein_id="AJK12550.1"
                     /translation="MQQETPSTPTEAHVKHKRRFSPFWLLPFIALLITGWLIYNNWQE
                     RGTEITIDFQSTAGIVAGRTPIRYQGVDVGLVQSIRLDDNLRNIKVTASIKNDMEDSL
                     REGTQFWLVTPKASLAGVSGLDALVGGNYIGMMPGEGKPQSHFTALDTQPKFRLNTGE
                     LMIHLSAPDLGSLNNGSLVYYRKIPVGKVYDYTIAPDNNGVIIDVLIDRRFANLVKKD
                     SRFWNVSGFKADFSLSGASVQMESLAALVNGAIAFDSPQNSQDAAPDQPFQLYSDLAH
                     SQRGVAITLDLPGGSHLSEGRTPLIYQGLQVGTLTKMTLQPDQKVTGELTIDPSVVNL
                     MRSGTRIEMNSPRISLSNANVSELLTGNTLELIPGDGDPQQHFTVLPSSKSLLQQPNV
                     LELQLTAPQSYGIDVGQPISLRGIKIGQVLTRELSADGVTFTAAIEAKYRHLVHKDSK
                     FVANSRLDVNVGIDGVNVQGASAQEWIDGGILLLSGSKGEVSGSKGEALKQYPLYSSV
                     AKATDGILGSSPATTLTLTASSLPDIQAGSVVLYRKFQVGEITHVRPKANAFEVDVYI
                     QPEYRNLLTEKSIFWSEGGAKVQLSGSGLTVQASPLNRALKGAISFDNLEGVTLDKGA
                     KRTLYSNETAARAVGSQIILRTFDASKLSAGMPIRYLGIDIGQVESLKLAPERNEVLA
                     KAVLYPEYVQNFTRAGTRFSIVSPEISAAGVNNLETLFQPYINVEPGKGGPLRNFELQ
                     TATITDSRYLDGLSIILDTAEAGSLQVGTPVLFRGLEVGTVTGFNLGAMSDRVQVSLR
                     ISQKFQHLVRQNTVFWLASGYNFEFGLIGGVVKSGTFQQFIRGGIAFATPPTIPLAPR
                     ANVNQHFLLAPEEPKDWRKWGTAIPRS"
     gene            2583767..2584321
                     /locus_tag="CH60_2383"
     CDS             2583767..2584321
                     /locus_tag="CH60_2383"
                     /note="[S] COG5430 Uncharacterized secreted protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore Coat Protein U domain protein"
                     /protein_id="AJK12009.1"
                     /translation="MRKTLFTLSVIAILQTAPHITYAAATTGTLSSTLTIISGCYIND
                     GTGSGSLSNLGTINFGSVVALSSVINVAFSGTLSGTLSLYCSANTAYTIAIDNGLYST
                     SGQRRLRGGAAAPTTFEYVNYNLFKDSSYNQPWNATPTTGVQSGTGTGIATPIPLTIY
                     AQVPIQTTPSVSTYIDTVIVTVTW"
     gene            2584327..2584857
                     /locus_tag="CH60_2384"
     CDS             2584327..2584857
                     /locus_tag="CH60_2384"
                     /note="[S] COG5430 Uncharacterized secreted protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore Coat Protein U domain protein"
                     /protein_id="AJK14416.1"
                     /translation="MKNHTLVVFSLSLVCGLLLFQAYPVNAVSKTANITVTATLLPTC
                     LARFLVSGSTSFGTLDFGSTVALTQPISVAGQTNSGAITVQCSNGTSFNVLLSSGQSG
                     NTNNRYLSGGPSAQQVSYNLYTNATYSVIWDDVVGVSQVATGQVVTIPVYGLVPAQST
                     PAVGTYTDTVQVTVSW"
     gene            2584878..2585435
                     /locus_tag="CH60_2385"
     CDS             2584878..2585435
                     /locus_tag="CH60_2385"
                     /note="[S] COG5430 Uncharacterized secreted protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore Coat Protein U domain protein"
                     /protein_id="AJK11987.1"
                     /translation="MISLFSPCHLSAALLISALSIVPTNAAPSPVSSPFTVNATVLTG
                     CVLGGGATDSSNFGSINFGNITSLATAINATSGLNAGTITIQCNGNPSVTLALNSGAN
                     MTGNISAGRHLLNSSTGEYLLYQIYQNSPRTLIWGDGSNGGATQVIATDGTLQQVILY
                     AQLFASNTQPTAGVYLDTLLVTVTY"
     gene            2585466..2586218
                     /locus_tag="CH60_2386"
     CDS             2585466..2586218
                     /locus_tag="CH60_2386"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10530.1"
                     /translation="MIKYHLLSKLILSFILLPIAPLHAAVSVLIWPIDPVINDDENAT
                     ALWLENKDSQPTYMQIRVLSWRQVNGLDDYNAQTAIIASPPVANIQPGKRQLIRLVKN
                     AQVPAGKELAYRILIDEIPRQEPNDKNNPSSTQLGLTFQMRYSVPLFVYGNGMQIAPE
                     ATQPTDIAQPTLSYILNRQQGKQWLTIRNQSEIHARISQVTLNGQTVNNGLLGYVLAR
                     SQMSFPISLAARKGELAAIINSNTKPVTIPYQ"
     gene            2586372..2588819
                     /locus_tag="CH60_2387"
     CDS             2586372..2588819
                     /locus_tag="CH60_2387"
                     /note="[NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane usher family protein"
                     /protein_id="AJK12054.1"
                     /translation="MIIRFRLPPLSVLIYGSILLPSLIPLTILGGSLPPPSTSTTMPD
                     TTLYLELVVNDRNFGSTVPISYRNNRYYLSQSQLRTIGLPISEPLAPEIAIDNMAGVN
                     VKYDGENQRLLINVPSEWLPKQQIEVTEQDDFNLAQSSLGALFNYDIYATQGYPYSSL
                     THFSAWTEQRIFDRFGLLSNTGVYRTHFPSNNNTDDAKGYIRFDTQWQKNDEEHLLRY
                     STGDLITGALPWSSAIRLGGIQIARHFAIRPDLITYPLPQFSGQAAVPSTVDLYIDNF
                     RTQSANINPGPFVINNAPRINGAGQATIVTTDALGRQISTSVPFYVASTLLKPGVWDF
                     SLSGGALRRNYAIRSADYGEMVASGVVRYGTTPWLTLEGRGDIAKEMHVIGGGVNFRM
                     GLLGVLNSAYSISNTSNGAFNNVAEPLNTNNATPNRLPSPAASRRGRGNQRSLGYSYS
                     NAFFNLNAQHIISSDEYSDLANYKTPSLLSRRMTQLTGSLSLGSYGTVGSGYFDVRDA
                     LGEQTRLINISYSTSLLRNSNFYSALNRELGRKGYNVQLVWSIPLGPRGSSSISATRT
                     NDNQWIQQLNYSRSAPSNGGLGWNLAYANSTNNNNQYQQADIVWRTSMMESRMGLYGN
                     SNNYNYWGGLTGSLVVMNRSVYASNMINDAFALVSTNGFSNIPVSYENQLIGTTNAKG
                     YLLIPTVASYYQAKFQIDPMNLPADVMLPNVERRLAIGERSGYLINFPIKRISAVNIR
                     ITDASGQDLPKGSAIYTTGNIPISYVGWDGMVYIEQVAQLNNLRIIRADNGTQCYSQF
                     KLKTTEGIQDAGTTVCR"
     gene            2589025..2590014
                     /locus_tag="CH60_2388"
     CDS             2589025..2590014
                     /locus_tag="CH60_2388"
                     /note="[S] COG5430 Uncharacterized secreted protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore Coat Protein U domain protein"
                     /protein_id="AJK13574.1"
                     /translation="MLSITREITTITNTPKYWLSWRTLPILWLFYVGNTLACTFSSPT
                     VTLPPNSSFNVNTLTESGSGTIAMLCTGTGVSLLASPVLNATVASTTNTLKLKNSAGD
                     VIPYTIYSDAGYNNAIAIGNVINYAGNSSLLIVTLFQISANLPIYIRTGSNNAINVNV
                     SAGTYTDVINLNWNYDLCAISLFSLCLGGPFSGTATSTVTVKLTVSNDCVINSAPNVN
                     FGSYALITQFAPVNQNISATCTKNATFTTYITNGNNFVAPWPRMKLTSGTDYLQYQLY
                     QGAGVIPWNVTNKRTSTATGTQQLIPYNAVINPQQAQKTVGTYQDNVSVVLEY"
     gene            2590222..2590461
                     /locus_tag="CH60_2389"
     CDS             2590222..2590461
                     /locus_tag="CH60_2389"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14287.1"
                     /translation="MGKSIVKIRQFEVDDAELSSQTKGEHTLSIPCKSDPDLCMQLDG
                     WDENTSIPAILDGKDTLLYKQHYDQHQDAWVMKVT"
     gene            complement(2590571..2590960)
                     /locus_tag="CH60_2390"
     CDS             complement(2590571..2590960)
                     /locus_tag="CH60_2390"
                     /note="[S] COG4405 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="ASCH domain protein"
                     /protein_id="AJK11396.1"
                     /translation="MATLPQKYEDVERWAFGDTEQVADELLALVLNGTKTATCAALDD
                     EGVPQAGDIFVVVNGRNQPACAVELTEVELKTFDQVDEAHALAEGEGDSTLAYWRKTQ
                     QRFFEEYDMFSPDMMLICMKFKVLETF"
     gene            2591367..2592056
                     /locus_tag="CH60_2391"
     CDS             2591367..2592056
                     /locus_tag="CH60_2391"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13613.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGLL
                     SPTVSPLQGTD"
     gene            2592076..2592390
                     /locus_tag="CH60_2392"
     CDS             2592076..2592390
                     /locus_tag="CH60_2392"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK14077.1"
                     /translation="MQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVANQRK
                     HETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDSFCRG
                     VA"
     gene            2592390..2592602
                     /locus_tag="CH60_2393"
     CDS             2592390..2592602
                     /locus_tag="CH60_2393"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposition helper domain protein"
                     /protein_id="AJK12386.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHHVNRRCIPEWQPSRR"
     gene            2592581..2593168
                     /locus_tag="CH60_2394"
     CDS             2592581..2593168
                     /locus_tag="CH60_2394"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14346.1"
                     /translation="MAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERNENIVLL
                     GPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAPR
                     LLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSAM
                     LDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            2593229..2593579
                     /locus_tag="CH60_2395"
     CDS             2593229..2593579
                     /locus_tag="CH60_2395"
                     /note="[K] COG2188 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="UTRA domain protein"
                     /protein_id="AJK13915.1"
                     /translation="MTQIVHYENDFPVQVENRCVNPSTAPDYMKQDFNQITPYSYLTQ
                     AAPLTEGEHIVEAVMPSPIERQLLELSEHEPCLLIRRRTWYGKAIVTAAQLLYPGPRY
                     QLYGRFTPQGTVTS"
     gene            2593783..2595003
                     /gene="hutI"
                     /locus_tag="CH60_2396"
     CDS             2593783..2595003
                     /gene="hutI"
                     /locus_tag="CH60_2396"
                     /EC_number="3.5.2.7"
                     /note="hutI: imidazolonepropionase;
                     [Q] COG1228 Imidazolonepropionase and related
                     amidohydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazolonepropionase"
                     /protein_id="AJK14235.1"
                     /translation="MVSVTHCDSLWFGADIITMRGGNYQLIPQGAIAVTGDKIVWIGP
                     HAELPPIHAARQVVYEGGLITPGLIDCHTHLVFGDDRSNEFEQRLNGVSYAEIAANGG
                     GIISTVRATRQASEQQLLEQALFRLKPLLAEGVTTIEIKSGYGLNLESEIKMLRVARR
                     LGELLPIDVKTTCLAAHALPPEFIGQPDDYIDVVCNSIIPQVAVENLADAVDAFCEHL
                     AFSPAQVERVFLAAQKAGLPVKLHAEQLSALRGATLAAKFHAISADHLEYATESDVQA
                     MANAGTVAVLLPGAYYLLRETQCPPIDLFRQYKVPMALASDANPGTSPVLSLRLMLNM
                     ACTLFRMTPEEALAGVTCHAAQALGVQQTQGTLETGKLANWVHWPLSHPAELAYWLGG
                     QLPATVVFRGEVRP"
     gene            2595000..2595806
                     /gene="hutG"
                     /locus_tag="CH60_2397"
     CDS             2595000..2595806
                     /gene="hutG"
                     /locus_tag="CH60_2397"
                     /EC_number="3.5.1.68"
                     /note="hutG_amidohyd: N-formylglutamate deformylase;
                     [E] COG3741 N-formylglutamate amidohydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-formylglutamate deformylase"
                     /protein_id="AJK11445.1"
                     /translation="MNLTDSYYFQGGKIPLLISIPHAGTRLTPAVEAGLTAAAQPLSD
                     TDWHIHRLYDFAREMGASVLIGQYSRLVVDLNRPQDDQPLYATATTGLFPETLFDGRA
                     CFEAGKTPSPNERQSYLTHIWQPYHQRLQQELARLSAQFGYALLLDAHSIASVIPRLF
                     DGQLPDLNIGTNDNASCLLSLTEQLIACCQRQTAFSHVLNGRFKGGYITRTYGLPQNH
                     HHAVQLELAQLNYMSETEPYAYRPDRAIHLQQLLQQFITTMLTWGEQTYR"
     gene            complement(2596135..2597217)
                     /locus_tag="CH60_2398"
     CDS             complement(2596135..2597217)
                     /locus_tag="CH60_2398"
                     /note="[M] COG3203 Outer membrane protein (porin)"
                     /codon_start=1
                     /transl_table=11
                     /product="gram-negative porin family protein"
                     /protein_id="AJK12236.1"
                     /translation="MKNIAMALAATLGIIPALSSAAEIYNKDGNKLDFYGRVAAKYLF
                     KKQSNEDATYVRIGFKGETKINSQLTGFGQWEYNIAANNTESQGDKGNKTRLGFAGLK
                     LADYGSFDYGRNYGVVYDVLSYTDMLPEFGGDSMAATDNYMTARSTGLATYRNDNFFG
                     LVEGLKVAAQYQGRNEDGDVTRNERSIQKANGDGFGLSFNYQNIQGSGVSFAGAYSSS
                     NRTEGQKELVNSAAGDKAQAWATGLKYDANQAYIAAMYGETLNMTPYKRLIANKTQNV
                     ELVAQYQFENGIRPSLAYIQSKGKDLAGVGDTDLVKYAEIGVTYHFNKNMYTYVDYKI
                     NLLDNDKNPLGLNTDDVVAVNLTYRF"
     gene            complement(2597944..2598936)
                     /gene="astE"
                     /locus_tag="CH60_2399"
     CDS             complement(2597944..2598936)
                     /gene="astE"
                     /locus_tag="CH60_2399"
                     /EC_number="3.5.1.96"
                     /note="arg_catab_astE: succinylglutamate desuccinylase;
                     [E] COG2988 Succinylglutamate desuccinylase"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylglutamate desuccinylase"
                     /protein_id="AJK13856.1"
                     /translation="MLDFLAITLSGKPPQVIQGETVNLKWQWLGEGILTLVPHRSYTQ
                     SVVISAGIHGNETAPIEILNQLVTDLLAGQLPLSVRLLVLLGNPPAIRKGKRYLSNDI
                     NRMFGGRYQHYTPSDETRRASTLEQRVMAFFQASHTSERLHYDLHTAIRGSYHPRFGL
                     LPYQQTPYSAAMFRWLRDIELDALVMHTSAGGTFAHFSSERCQAASCTLELGKALPFG
                     ENQLSQFSAITQGLRSLVSDSALPARKTENMKYYRVVKSLLRQHPDFKLRVAEDTVNF
                     TRFAQGTLLTEQPNDNYRVEHPYEWILFPNPHVALGLRAGMMLVKMCESELPIT"
     gene            complement(2598997..2600340)
                     /gene="astB"
                     /locus_tag="CH60_2400"
     CDS             complement(2598997..2600340)
                     /gene="astB"
                     /locus_tag="CH60_2400"
                     /EC_number="3.5.3.23"
                     /note="arg_catab_astB: succinylarginine dihydrolase;
                     [E] COG3724 Succinylarginine dihydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylarginine dihydrolase"
                     /protein_id="AJK14218.1"
                     /translation="MAGYEVNFDGLVGLTHHYAGLSFGNEASTTHQNRTSNPRLAAKQ
                     GLLKMKALADLGYKQGVLPPQERPAIGVLRKLGFSGSDEQVLSDVARNAPRLLSAVSS
                     ASSMWTANAATVSPSADSADGRVHFTVANLHNKFHRAIEAETTAVLLPAVFNNHRHFV
                     HHDALPSVTLLGDEGAANHNRLGGEYDSPAIQMFVYGRQGMESGAVPGRYPARQTREA
                     SQAVARLHQLDPKRTVFVQQNPAVIDQGVFHNDVIAVSNRNVLFHHELAFLSSTQVMD
                     DIRCKMAGLEQQLVNIEVPEAEVSVADAVSTYLFNSQLLHKANGKMLLVIPQESQDNP
                     SVWRYLSELVSGDGPIDELRVFDLRESMRNGGGPACLRLRVVLNDAELQAVNSRVMLT
                     PALFVTLNNWVDQHYRDHLQFKDLADPHLLQEGRQALDELTRILNLGPVYPFQRN"
     gene            complement(2600364..2601851)
                     /gene="astD"
                     /locus_tag="CH60_2401"
     CDS             complement(2600364..2601851)
                     /gene="astD"
                     /locus_tag="CH60_2401"
                     /EC_number="1.2.1.71"
                     /note="arg_catab_astD: succinylglutamate-semialdehyde
                     dehydrogenase;
                     [C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylglutamate-semialdehyde dehydrogenase"
                     /protein_id="AJK11741.1"
                     /translation="MSSHPALFIQGEWRIGNGVSFEKQDPMSQQRLWQARAADHTDVT
                     LACHAARAAFPAWARASLEQRATVIQQFAALLEQHKQSLARTISLETSKPYWETLTEV
                     QAMIGKVAISLQAYQTRTGHSQTPMGDSMSVLRHRPHGVLAVFGPYNFPGHLPNGHIV
                     PALLAGNTVVFKPSELTPWTAEETVKLWQQAGIPDGVLNLVQGGRETGEALAAQPDID
                     GLLFTGSAHTGYHLHRQLAGQPEKMLALEMGGNNALIVEQVKDRDAVVNLAIQSAFIS
                     AGQRCTCSRRLLVKTGAEGDAFLLRFTAVAQALRIGRWDEQPAPFMGAVISSQAAERM
                     LAAQQHLLLLGGESLLNMTRPDSQSALLTPGIIDITNISEVPDEEYFGPLVSVIRYTD
                     FTEALKIANQTRFGLAVGLVSEDRQQFEQLLLEARAGIVNWNKPLTGASSAAPFGGVG
                     ASGNHRPSAFYAADYCAWPMASLECEHLTLPATLSPGISFDLPKV"
     gene            complement(2601878..2602930)
                     /gene="astA"
                     /locus_tag="CH60_2402"
     CDS             complement(2601878..2602930)
                     /gene="astA"
                     /locus_tag="CH60_2402"
                     /EC_number="2.3.1.109"
                     /note="arg_catab_AstA: arginine N-succinyltransferase;
                     [E] COG3138 Arginine/ornithine N-succinyltransferase beta
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine N-succinyltransferase"
                     /protein_id="AJK11358.1"
                     /translation="MMKVRPVERRDLADIFELAGKTGVGMTSLPQNEQHLAARIERAL
                     NTWQGSLDPGEQGYLFVLEDSEQQKVVGVSAIEVAVGLNDPWYNFRVGTLVHASKALN
                     VYKSVPTLFLSNDHTGYSELCTLFLDPDYRKDKNGPFLSKVRFLFIAAFRQYFSRKVI
                     AEMRGYTDEQGRSPFWESVGRHFFSIEFAKADYLSGTGQKAFIAELMPKHPLYVDFLA
                     EEARAVIGQVHPHTAPARAVLETEGLQYQGYVDIFDGGPTLEANTDDVRVVRDSSKRT
                     VVIKDYDIEDYDIDPNGRLYLVANDHYHHFRAILMNTHLSDERLRLTPESAEALGVAA
                     GDSVRIVSLFAPETKR"
     gene            complement(2602960..2604204)
                     /gene="astC"
                     /locus_tag="CH60_2403"
     CDS             complement(2602960..2604204)
                     /gene="astC"
                     /locus_tag="CH60_2403"
                     /EC_number="2.6.1.81"
                     /note="arg_catab_astC: succinylornithine transaminase
                     family protein;
                     [E] COG4992 Ornithine/acetylornithine aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylornithine transaminase family protein"
                     /protein_id="AJK14223.1"
                     /translation="MEQPSPVTRQSFDEWIVPTYAPADFIVVRGEGSTLWDQQGKSYI
                     DFAGGIAVNALGHGHPAVRAALIEQADKVWHLGNGYTNEPVLRLAKQLIDATFAEKVF
                     FCNSGAEANEAALKLARKYALDNFANKAGQQGEKNQIVAFRNAFHGRTLFTVSAGGQP
                     KYSQDFAPLPGGIHHGIFNDLASAEHLITDQTCAVIVEPIQGEGGVLPADKEFLHGLR
                     ALCDRHNALLIFDEIQTGVGRTGELYAYMHYGVSPDVLTSAKALGGGFPIGAMLTTTK
                     YASALSVGSHGTTFGGNPLACAVAGTVLSLINQPTLLAGVKARHQWFIDELAEINARH
                     NVFAEIRGRGLLIGCVLNAQYAGKSKEIVQAAAQYGLIALIAGPDVVRFAPSLIISPK
                     EIKEGLARLAMGIEQVCQKVTS"
     gene            2604458..2604547
                     /locus_tag="CH60_2404"
     CDS             2604458..2604547
                     /locus_tag="CH60_2404"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11529.1"
                     /translation="MRELTYLLRNNMQLRIILTFALQDHIFAT"
     gene            complement(2604682..2604825)
                     /locus_tag="CH60_2405"
     CDS             complement(2604682..2604825)
                     /locus_tag="CH60_2405"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14482.1"
                     /translation="MIINQHQHQHQHQHLRSVDPDGLLESGLHLHSSLPIRHFFSPSD
                     VIT"
     gene            complement(2604841..2606142)
                     /locus_tag="CH60_2406"
     CDS             complement(2604841..2606142)
                     /locus_tag="CH60_2406"
                     /note="[KE] COG1167 Transcriptional regulators containing
                     a DNA-binding HTH domain and an aminotransferase domain
                     (MocR family) and their eukaryotic orthologs"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AJK13400.1"
                     /translation="MTVVQSYQLLESQGWIVARPQSGYYVASRPTQLPQPQRGNKLHL
                     DEQVDINTFIFNVLQAGKDPAIMPFGSAFPDPSLLLQPRLSRALASVARKISPQSSVT
                     NLPPGNESLRRNIAQRYAACGMNVSPEEIVITAGAMESLSLSLQAVTQPGDWVVIESP
                     AFYGALQAIERLRLKAIAITTDPQQGVDLEALEQVISQYPIKACWLMPHFQNPMGATM
                     PWSQKQRLVTLLQQKAISLIEDDVYGELYFGAERLLPAKALDQHRQILHCSSFSKCLA
                     PGFRVGWVAAGEHAQRIQHLQLMSTVSASVPTQLAIADYLSQGGYDTHLRRLRRVMEQ
                     RMSTLHQAVVEHFPKNIKISHPAGGYFLWLELEPPFNASELYRRALEQGVSIAPGRMF
                     TTGSQFDHCFRLNASFAWSEQSAKAIRILAKLIGQLTNERR"
     gene            2606572..2608353
                     /locus_tag="CH60_2407"
     CDS             2606572..2608353
                     /locus_tag="CH60_2407"
                     /note="[T] COG3850 Signal transduction histidine kinase,
                     nitrate/nitrite-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase family protein"
                     /protein_id="AJK13464.1"
                     /translation="MKRYLTPLVNQIALLMILLGMLGLAGMVISSWMAQSIQGNAHAI
                     NQAGSLRMQSYRLLSMIPLDSNELSYLVALEQDKTSHDLQQALLREGLMGQYQQIERY
                     WQDTLKPQLQQAKHPDEVAASVADFVHQLDALVLAIDHKTEQRLLQVTLIPLVFSLLT
                     LSLLLAMIYYLRRRLLRPWLKLISMANAIGRGDFSQRYTLDYQRDEMGMLGTALNRMS
                     QELSLIYGDLEQRVVNKTADLQQKNQVLAFLYHSSRQLHTHQPLSERLAPVIEQLQAL
                     TTLENVQICLYENHLYRDHVNHNADAEYLMPKNRPASLTISGPVRPISHPELWQSLSW
                     SLSDKLGQYGLLLAKQPLDNPLNSDQQQLVDMLVEQLTSTLALESQAKHQQQLLLMEE
                     RSAIARELHDSIAQSLSCLKIQISCLQMQTPDLPENSNLLIKQMRDELNIAYRQLREL
                     LTTFRLKLNEATLEAALQALVNEFSERAGLSITFKYQLPPDQVPNHQAIHMVNIVREA
                     LNNIYKHARASEATVNVHLEQGDVVMSITDNGCGIGQASEQPNHYGLMIMQDRANSLH
                     GHCSINQKEGGGTEVRVQFTPENNDLD"
     gene            2608902..2610002
                     /gene="chaA"
                     /locus_tag="CH60_2408"
     CDS             2608902..2610002
                     /gene="chaA"
                     /locus_tag="CH60_2408"
                     /note="caca2: calcium/proton exchanger family protein;
                     [P] COG0387 Ca2+/H+ antiporter"
                     /codon_start=1
                     /transl_table=11
                     /product="calcium/proton exchanger family protein"
                     /protein_id="AJK13985.1"
                     /translation="MKSQHDPGRSKSRHQEYSLILPILALVILNFWGNTSNFAAIIII
                     NLIALVGILSSAFSVVRHADVLAHRLGEPYGSLILSLSVVVLEVSLISAMMATGDAAP
                     ALMRDTLYSIIMIVIGGLVGVSLLLGGRKFATQHVNLVGIKQYLMAIFPLAIIVLVLP
                     STLPGGNFTVAQSLVVAAISAAMYGVFLTIQTKTHQSLFVYEHEDEGDDPHHGKPSSH
                     SSLWHTVWLLIHLIAVIAVTKFDANPLEALLTELNAPAKFTGFLIALLILSPEGLGAL
                     KAVLANQVQRAMNLFFGSVLATISLTVPAVTLIAVLTGQELNFGLEAPHIVVMVSVLI
                     LSKISFSTGRTNVLNGTAHLALFAAYMMTIML"
     gene            complement(2610105..2610893)
                     /locus_tag="CH60_2409"
     CDS             complement(2610105..2610893)
                     /locus_tag="CH60_2409"
                     /note="[T] COG1702 Phosphate starvation-inducible protein
                     PhoH, predicted ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="phoH-like family protein"
                     /protein_id="AJK14035.1"
                     /translation="MGRQKAVIKARREAKRVIRRDSRSHRQREEESVTSLVQMGGVES
                     IGMARDSRDTSVIQARTEAQGHYLSAIESKQLIFATGEAGCGKTYISAAKAAEALIHK
                     EVDRIIVTRPVLQADEDLGFLPGDISEKFAPYFRPVYDILLRRLGSSFMQYCLRPEIG
                     KVEIAPFAYMRGRTFENAVVILDEAQNVTASQMKMFLTRLGENVTVIVNGDITQCDLP
                     RGVKSGLSDALERFTEDEMIGIIRFDKQDCVRSVLCQRTLNAYS"
     gene            complement(2610953..2611231)
                     /locus_tag="CH60_2410"
     CDS             complement(2610953..2611231)
                     /locus_tag="CH60_2410"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13064.1"
                     /translation="MVESVIGLLKQNQRLTQATRCYEGFLSGTQFPTVRLLSPFDILW
                     LFSALMARNTPLAILFSSKPIPGFGVYCYAHFSLAIIGCKGSQNLIRM"
     gene            complement(2611670..2612380)
                     /locus_tag="CH60_2411"
     CDS             complement(2611670..2612380)
                     /locus_tag="CH60_2411"
                     /note="[J] COG1670 Acetyltransferases, including
                     N-acetylases of ribosomal proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AJK12385.1"
                     /translation="MKQNPFGQTIGAELPYWHLARPPQREIIPGHFCSLEPVSADKHE
                     ASLYQAYHAVSDGQDWTYFYCERPENKDDFHHYLQTLIHANDAVHYTAVDPQLGHALG
                     TVGLQRIDEKNGVIEIGSVNWSPRLKRNTAGTEAIYLLLHYAFDKLGYRRCEWKCDSL
                     NESSNAAAARFGFQYEGQFRQAIVTKGRNRDTNWYAIIDKDWPLIKQAFKDWLMAENF
                     DSQGKQKVRLQDLRGRHS"
     gene            complement(2612902..2613369)
                     /gene="pgaD"
                     /locus_tag="CH60_2412"
     CDS             complement(2612902..2613369)
                     /gene="pgaD"
                     /locus_tag="CH60_2412"
                     /note="PGA_PgaD: poly-beta-1,6-N-acetyl-D-glucosamine
                     biosynthesis protein PgaD"
                     /codon_start=1
                     /transl_table=11
                     /product="poly-beta-1,6-N-acetyl-D-glucosamine
                     biosynthesis protein PgaD"
                     /protein_id="AJK10579.1"
                     /translation="MSTPLIFTEQRLLPRWIDIIITALAWFGFVFLLVRGFLEMISRA
                     PHMGPIPLRIYILSGLTTIALYLAIAAFNAVVLIIWAKYNQVRFQVERRGHRPDLDDD
                     ELASSMALSPELIAQLKSGSCLTLYNDEHGHLLDVKEGLQLPEVAPVIHLRQG"
     gene            complement(2613366..2614700)
                     /gene="pgaC"
                     /locus_tag="CH60_2413"
     CDS             complement(2613366..2614700)
                     /gene="pgaC"
                     /locus_tag="CH60_2413"
                     /note="pgaC_IcaA: poly-beta-1,6 N-acetyl-D-glucosamine
                     synthase;
                     [M] COG1215 Glycosyltransferases, probably involved in
                     cell wall biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="poly-beta-1,6 N-acetyl-D-glucosamine synthase"
                     /protein_id="AJK11171.1"
                     /translation="MIDRIIALLILCLVLSIPAGMILLFTGDVLLNFVFFYPLFMSGI
                     WITGGVYFWLRRERHWPWGDDVPAPELKGHPLVSILVPCFNEGLNARETIHAALAQTY
                     TNIEVIAINDGSSDDTAQVLDALLAEDPRLRVIHLAHNQGKAIALRMGAAAARSEYLV
                     CIDGDALLDKNAVPYLVAPLIANPRTGAVTGNPRIRTRSTLIGRVQVGEFSSIIGLIK
                     RTQRVYGQVFTVSGVVAAFRRRALADVGYWSPDMITEDIDISWKLQLKHWSVFFEPRG
                     LCWILMPETLRGLWKQRLRWAQGGAEVFLKNMFKLWRWRNRRMWLLFLEYSLSITWAF
                     TYLFSITLYLLGLVITLPPGIHVQSVFPPAFTGMVLALTCLLQFAISLVIERRYEPKL
                     GHSLFWIIWYPMVYWMLNLFTTVVSFPKVMLITKRKRARWVSPDRGIGRVKS"
     gene            complement(2614690..2616711)
                     /gene="pgaB"
                     /locus_tag="CH60_2414"
     CDS             complement(2614690..2616711)
                     /gene="pgaB"
                     /locus_tag="CH60_2414"
                     /note="deacetyl_PgaB: poly-beta-1,6-N-acetyl-D-glucosamine
                     N-deacetylase PgaB;
                     [G] COG0726 Predicted xylanase/chitin deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="poly-beta-1,6-N-acetyl-D-glucosamine
                     N-deacetylase PgaB"
                     /protein_id="AJK13007.1"
                     /translation="MAKLLIFIKSLIVGMMIVSTMGCAEKPTFVPPAQRALPQSERPW
                     QKNTFVVIAYHDVEDDSADQRYLSVRSSALNEQFVWLRDNGYHVVSVDQILAARNGGP
                     TLPDKAVLLTFDDGYSSFYRRVYPLLKAYKWSAVLAPVGTWIDTATDKKVDFGGLSTD
                     RDRFATWKQITEMSKSGLVEIGAHTYASHYGVIANPQGNTEPAAANLQYDPKTKQYET
                     VEAFKQRMEKDVALITQRIVQATGKQPRVWVWPYGAPNGTVLNILRQHGYQLAMTLDP
                     GVANINDLMNIPRILISNNPSLKDFALTVTSVQEKNIMRVAHVDLDYLYDPDPAQEKE
                     NLDKLVQRISDLRVTHVFLQAFSDPKGDGNIRQVYFPNRWIPMRQDLFNRVVWQLASR
                     PDVEVYAWMPVLAFDMDPSLPRITRIDPKTGKTSIDPDQYRRLSPFNPEVRQRIIDIY
                     RDMAYSAPIDGIIYHDDAVMSDFEDASPDAIRAYEKAGFPGSITTIRQDPEMMQRWTR
                     YKSKYLIDFTNELTREVRDIRGPQVKSARNIFAMPILEPESEAWFAQNLDDFLANYDW
                     VAPMAMPLMEKVPLSESNEWLAELVNKVAQRPGALEKTVFELQSKDWTQPEGNNAISG
                     PILAGWMRQLQLSGAQSFGYYPDNFITGEPPLKDVRPVLSSAWYPLYDR"
     gene            complement(2616724..2619192)
                     /gene="pgaA"
                     /locus_tag="CH60_2415"
     CDS             complement(2616724..2619192)
                     /gene="pgaA"
                     /locus_tag="CH60_2415"
                     /note="PGA_TPR_OMP: poly-beta-1,6 N-acetyl-D-glucosamine
                     export porin PgaA"
                     /codon_start=1
                     /transl_table=11
                     /product="poly-beta-1,6 N-acetyl-D-glucosamine export
                     porin PgaA"
                     /protein_id="AJK12765.1"
                     /translation="MYNAFTTLLRPLHWHRMTLLALFISGFVVNPAMADTQYDSLIIR
                     ARAGDTAPVLDYLQEESKAGPLQSGQVDDWLQIAGWAGRDQEVIDVYERYQSSMNISS
                     RGLASAARAYRNEKRWDQALALWQSSLKKDPTNPDLISGMIMTQADAGRGGVVLKQAT
                     ELAERDPTVQNYMTLSYLNRATDRNYDALQASSEAVRLAPTSEEVLKNHLEILQRNRI
                     VEPALRLAKENPNLVSAEHYRQLERDAAAEQVRMAVLPTRSETERFDIADKALADYQN
                     LLTRWGKDPEAQADYQRARIDRLGALLVRHQTADLIKEYEAMEAEGYKMPDYARRWAA
                     SAYIDRRLPEKAAPILSSLYYSDGKTFRNSDDLLDADDLYYSLNESEQLDKAYQFAVN
                     YSEQTPYQVGVYGLPGKEPNDDWIEGQTLLVQSLVALNDLPTAQKKLEDLSSTAPANQ
                     NLRIALASIYLARDLPRKAEQELKAVESLAPRSLILERAQAETAMALQEWHQMELLTD
                     DVISRSPEDIPSQELDRQRKVHNMYELRVSGNRVISSNSPVSGNKDYGVETLLYSPPI
                     AENWRVFGGGSYNNGQFEEGTGISRILRLGGEWTSRDHWVEGEISNQNYGNGNKVGAR
                     LSTWYDLNDHWRVGGQVERLAKDTPLRALKNKVTANSASAYVFWKADDKRDAELSVTP
                     SRFSDGNNRWEYEFNGRQRIWTGPYLTADFNLGLAASQNSKEDVIYYNPKRDFAYVPA
                     VTLNHIMYRRYKTIWSQQVQLGVGGYWEKNYGNGLVTTAGYGQRVQWNDVIDTGVAVV
                     YDKRPYDGKREHDVTLSFDLNYRF"
     gene            complement(2619861..2621078)
                     /locus_tag="CH60_2416"
     CDS             complement(2619861..2621078)
                     /locus_tag="CH60_2416"
                     /note="creatinase/Prolidase N-terminal domain protein;
                     [E] COG0006 Xaa-Pro aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14456.1"
                     /translation="MGKEKIEHLEAVSRKARVVMEREGIDALVVTVCDNFYYLTGFAS
                     FFMYTFRHTGAAVAIMFRDANIPSQIIMNEFEAASTHFDMPNSVLKTFPVWVDVDDPR
                     NPHHHYKKRDRPIGPPVEAVFSLVKNALEDAGVLDKTIAIELQAMSNGGKGVLDKVAP
                     GLKLVDSTALFNEIRMIKSPWEIEHLRKSAEITEYGIASAAKKIRVGCTAAELTAAFK
                     AAVMSFPETNFSRFNLISVGDNFSPKIIADTTPAKVGDLIKFDCGIDVAGYGADLART
                     FVLGEPDKLTQQIYDTIRTGHEHMLSMVAPGVKLKAVFDSTMAVIKTSGLPHYNRGHL
                     GHGDGVFLGLEEVPFVSTQATETFCPGMVLSLETPYYGIGVGSIMLEDMILITDSGFE
                     FLSKLDRDLRRYF"
     gene            complement(2621219..2622106)
                     /gene="tehB"
                     /locus_tag="CH60_2417"
     CDS             complement(2621219..2622106)
                     /gene="tehB"
                     /locus_tag="CH60_2417"
                     /note="tehB: tellurite resistance protein TehB;
                     [QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurite resistance protein TehB"
                     /protein_id="AJK11309.1"
                     /translation="MENTSAQLAPTLLCYKKLPVWNRDGVPAMFQEKHNTKAGTWAKL
                     TILAGEMDFLILDEAGNTVEKHQFSCEQQPPFIEPQVWHRIATCSDDLQCQLSFYCQP
                     EDFYHKKYNLTPTHSEVIEAVKTVKPGKALDLGCGSGRNSLYLNLLGFDVTAVDKNND
                     SIGNLQQIIDKEALKGITASSYNINEASLDERYDFILSTVVLMFLQPERIPHIISNMQ
                     ECTLPGGYNLIISAMSTDDFPCTVPFSFTFQSGELKDYYQDWAILKYNEDVGQLHKTD
                     AQGNRIKLRFATLLAKKIS"
     gene            complement(2622279..2622590)
                     /locus_tag="CH60_2418"
     CDS             complement(2622279..2622590)
                     /locus_tag="CH60_2418"
                     /note="[C] COG2863 Cytochrome c553"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c family protein"
                     /protein_id="AJK13631.1"
                     /translation="MKILLLVASMGVFSVAVQAADGEHIYKQTCSSCHGRSADRKGLD
                     KAPPLISLSRDEIVDGLTARRDGKIIGRGNKAKAHLSDDDIQQLADHIQHLKTAKPKT
                     P"
     gene            complement(2622590..2623060)
                     /locus_tag="CH60_2419"
     CDS             complement(2622590..2623060)
                     /locus_tag="CH60_2419"
                     /note="[OC] COG0526 Thiol-disulfide isomerase and
                     thioredoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="ahpC/TSA family protein"
                     /protein_id="AJK11273.1"
                     /translation="MCSLLLLLSACKQEKVALGEVAPTLAAYDLQGEAVALEQWEGKL
                     VYLNFWSVNCGGCLAEMATLNQLSQEYQDQAVVVAINTDPEQVEIAPVLAQHNINYPV
                     IRDQLGITQERYQVIGTPTSFLIDRNGKVIEWHQGVRNEQELTALFKQKVSEKQ"
     gene            complement(2623077..2623790)
                     /locus_tag="CH60_2420"
     CDS             complement(2623077..2623790)
                     /locus_tag="CH60_2420"
                     /note="[V] COG1136 ABC-type antimicrobial peptide
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13312.1"
                     /translation="MTSSIIGMKPEHLADAVIETRHLYKRFGQVTALEDINIRINRGE
                     FVAIMGASGSGKTTLMNILTCLDTVSEGQVLLDGIDAAGLDEEGRRQFRADKIGLVFQ
                     QFHLIPYLTALENIMLAQHYHSVVDEEAARQVLEQVGMTPRMGHLPSQLSGGEQQRVC
                     IARALVNQPPIIFADEPTGNLDEENEQRVLELLNHIHRQGRTIVMVTHNPDLSCVADR
                     VIRLQHGKYLDEKSRHHVA"
     gene            complement(2623794..2624924)
                     /locus_tag="CH60_2421"
     CDS             complement(2623794..2624924)
                     /locus_tag="CH60_2421"
                     /note="[V] COG0577 ABC-type antimicrobial peptide
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AJK10610.1"
                     /translation="MKGNDSMFWRLVLRALRLRMQRVSVVFAALTVGAAIVTAMSAVY
                     FDINAKMSQELRTFGANFYIGPGQGSTFEQQTFQPIIDSAPKGLINASSPYIYGMART
                     ELEKVVLMGVWFESLQQLVPYWQVTGNWIGVSFDDRNAMIGAKLAERLHVNVGDTLTL
                     VGEGTRQRLQIKGIVEAGDATDNMLIVNLELAQKWLNQPERISNALLSVSNDVGQVET
                     FASHLREQYPDLEIRPIRKVSASEGQVLDKIKGLMGLVSVVILILSSLCVNTTLMAIV
                     GERSKEFALQKALGASGRDIIRQMLTETMIISLAAAVCGAVLGYLLAQVLGQAVFSAA
                     ITLRAPVLPLTLVLSLFVAAVAAIVPTRRAIHIEPAKVLKGE"
     gene            complement(2624947..2626239)
                     /locus_tag="CH60_2422"
     CDS             complement(2624947..2626239)
                     /locus_tag="CH60_2422"
                     /note="[V] COG0577 ABC-type antimicrobial peptide
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AJK12145.1"
                     /translation="MLWLMLKQSWFRNVRRKSLAVFTVFLAAGLISSLLAVSIDIGDK
                     MSRELKSYGANILIEPAGQVALPSLFGERSNPLAGQDFLDQAELPNIKDIFWRNNIVG
                     FAPLLSGEVDVNGHLISLLGTYFNQPVDVPDEENYHTGQQIISPYWQVAGDWPQEPVK
                     AGATEVQALLGKQLAQQTGWKVGDVLPLKGASGPLTVKISGVLSSGGEEEGRLVLPLA
                     AVQSLLGLPGKVQAVRVSALTVPENELSRKARDNLEALNAEEYDLWYCTAYVSSIAHQ
                     LEEAISGSVVRPIWQVAASEGVVIEKIQLLLAVVTLAALIAAAMGIASLMTSTIMERA
                     KEIGLMKALGARQWQILMLFYLEAAISGLMGGVAGCLAGWGLAKTIGLMLFGAPISFA
                     WMVVPCVLVLSVLIAVFGTWFPARRITRLYPVEVLYGR"
     gene            complement(2626242..2627651)
                     /locus_tag="CH60_2423"
     CDS             complement(2626242..2627651)
                     /locus_tag="CH60_2423"
                     /note="[S] COG4393 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="YHS domain protein"
                     /protein_id="AJK14136.1"
                     /translation="MSYFFISVLQAFLPVALLLGLNWVVRPAPVLNRIVWITILMAIV
                     GIWMGNYYPKSQQWQLALAGIQLLSLLLFLCSQFICRVSLGYFWQALLVFGAALNWGN
                     NPNLGALTNTHVINTDLLLNLAATVVAFGWVIFCAVLLLMMVRQLPRCRGPLLVALTL
                     LLILPISGDVFLLLMKLHVVPLTKSLLSYVALVTNGHAWLNYICALLLAFTVLCYLWP
                     WSRSRHVVSQTSEAIAKRKALAAYRNVRRILFLSLLALVVVAAAQFYWDKVASQPPQL
                     SEALPVTLSSDGLVHIPVEQVRDGKLHRFVWIADDGKAVRFFIINRYPDRLRLSVVFD
                     ACLLCGDQGYVMEGNQVICVACAVHIFIPSIGKAGGCNPIPLENWQSDDNELIIPRAS
                     LAAGVNYFTTVVTLDVVDPVDKSHLTNQKSEYKYSYGGKTYFFSSEANYNRFRDHPEQ
                     FVTPVAGEGDASDDRQENP"
     gene            complement(2627952..2628479)
                     /locus_tag="CH60_2424"
     CDS             complement(2627952..2628479)
                     /locus_tag="CH60_2424"
                     /note="[P] COG3470 Uncharacterized protein probably
                     involved in high-affinity Fe2+ transport"
                     /codon_start=1
                     /transl_table=11
                     /product="fe2+ transport family protein"
                     /protein_id="AJK14413.1"
                     /translation="MTMKKTIIASSIIASIFAAPAALAFKEYPAGEPIKINDMEIAAV
                     YLQPIDMEPRGMGLPAAKADIHLEADIHATEGNKNGFGAGEWIPYLTIAYTLVNTDTG
                     DKQEGTFMPMVASDGPHYGANIKMMGVGNYKVTYHISEPSKAGLHRHTDSETGVGRWW
                     KPFDVSYDFKYVGLN"
     gene            complement(2628683..2630602)
                     /locus_tag="CH60_2425"
     CDS             complement(2628683..2630602)
                     /locus_tag="CH60_2425"
                     /note="[P] COG0672 High-affinity Fe2+/Pb2+ permease"
                     /codon_start=1
                     /transl_table=11
                     /product="iron permease FTR1 family protein"
                     /protein_id="AJK10888.1"
                     /translation="MRIWQKFLLLFCCWVLSGPLVWASTDYSLWVNDIQSRLDKTAQL
                     YQQQKTDEARAMVQMAYFEVFENLEGPIRINISAQKSFQMEAAFGEIRRMIGEGKSQA
                     DVDNKINWLKGELTGVLPVLVDGHKLTAEQQHAAYENSDIAVYWQQSFRIIDDLLAQA
                     ISEYQDGKYAEASKSVQQAHYQGFKNSEMEMSVRGNRSAQQAAEINQQFTALIDLARQ
                     PDKMTEVAYRVTGLLHTIEDILPGLPTTREQQQITVDQPISSDAIPDTQANADWAQVS
                     SKINQAVTEAIGQYQQGKITPAMMAVQDAYFDLFEASGMENKVGSRDAAFKSTLEGHF
                     TRLVGLMKAEKPVEQLQAEAVALQKDLVNAAEMLGDGGETDWSLFVYSLLIIVREGLE
                     ALLIVAAIVAYLVKNNHQDKLPLIRQSVVVALIASVLTAFIFQWLFANSGQSRELLEG
                     FTMMIAVVMLFSMSYWLLSKAEARNWKAYLEGKFAKSLSSGSIIGLWLTSFLAVYREG
                     AETVLFYLALIGDANTTSGHLSVLAGFGVGCVILLVAYLVMRFTVVKLPLKPFFIFTG
                     GFMYLMAFVFAGKSVLELIEGKLFEPTLLPGVPEISWLGIYPYVETLIPQGVLLIAAL
                     VALWVMQWRSRTVHR"
     gene            complement(2631182..2632822)
                     /locus_tag="CH60_2426"
     CDS             complement(2631182..2632822)
                     /locus_tag="CH60_2426"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK12314.1"
                     /translation="MANQSVSRTGTEVKESWVPMITIALAQILMSFNVASLPVALGGM
                     VKSFNVPPTTIATAIVMYSLSVAGFVMLGAKLNQRFGPLIVFRCTVLLFGLAQTMMTF
                     SPNVTVMIGAQALSGLAGAALVPALVALIAENYRGPQQATALGALGSARAGAGVAAFL
                     IGGILGTHIGWRPAFGILIVLSVIVFVLSFRLKADKGRPEVGIDVIGVVLAASAIILL
                     SFGFNNLNRWGFGLVRDGAPFDLLGFSPAPFMIVLGIVLGQAFVVWTRRRQEQGKTPL
                     LALDVITSPSERAAVFAMFAVVALEAMLNFSVPLYIQIVQGSSPMATAIAMMPFNLSV
                     FFSAMLIVRFYKKLTPRKIGRYGFITCTLALLWLAFVVRNNWSEWSVLIGLVVFGIGQ
                     GSLVTLLFNVLVSASPKELAGDVGSLRGTTNNLASAIGTAVAGALLVGLLSANVMRGV
                     AETPILTDEIQAQVNMDSINFVSNDRLNSVLAQTSATPEQVAEAVRVNEEARLRALKF
                     GLLVMALLSLLAIFPAGRLPDYLPGELPADNLDKKASK"
     gene            complement(2632933..2633940)
                     /gene="glsA"
                     /locus_tag="CH60_2427"
     CDS             complement(2632933..2633940)
                     /gene="glsA"
                     /locus_tag="CH60_2427"
                     /EC_number="3.5.1.2"
                     /note="gln_ase: glutaminase A;
                     [E] COG2066 Glutaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaminase A"
                     /protein_id="AJK10593.1"
                     /translation="MPTDDSNNGIIDYVSTGHLPDPETVVKLVQEAHKRFSTDTAGVV
                     SNVYPALERIPADLFGICMVGTNGKIHSAGDVDYEFTIMSVSKPFVFALVCQAIGAKT
                     AREKLGVNSTGMAFNSVTAIERASDGRTNPMVNSGAIATTSLVPGATSDEQWKFIYDG
                     LCRFAGRELTLNEEVYQSACETNFRNRGIANVLQGYGRLGCDPIIATDLYTRQCSLNV
                     SARDLAVMGATLADGGVNPLTRERVVDNDICHYALAVMVTAGLYETSGDWLYDIGLPG
                     KSGIGGGIVTVSPGKGGLGTFAPLLDSAGNSIKGQLAARFLSRSLGMDMFVSEPYTEK
                     N"
     gene            2635151..2635921
                     /locus_tag="CH60_2428"
     CDS             2635151..2635921
                     /locus_tag="CH60_2428"
                     /note="[KG] COG1349 Transcriptional regulators of sugar
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-like helix-turn-helix domain protein"
                     /protein_id="AJK12071.1"
                     /translation="MIPIERHQKILALVAERGVVSIAELTERLGVSHMTIRRDVQKLE
                     EQGAVLSVSGGVRSTQRLAIEPSHQDKTMMFSRQKQAIGTSAALHIPRNSCIYLDAGT
                     TTLALARQLEDRDDLLVVTNDFVIANFLIESSQCRMIHSGGTLCRKNRSCIGEAAAHS
                     LRNLSIDIAFISASCWGLRGISTPDEDKVPVKRAISEASSKRVLLADASKYGKVATYL
                     ALPLTAFDVVITDNSLSSTVYEELAEKALELIIASPPR"
     gene            2636643..2638172
                     /locus_tag="CH60_2429"
     CDS             2636643..2638172
                     /locus_tag="CH60_2429"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK12379.1"
                     /translation="MMSGKHSAETHHAAKKRWLDSHDTGYHKSMGLRHIQMIAIGGSI
                     GTGLFLGTGARLQMAGPALALVYLVCGIFSFFILRALGELVLHRPTSGSFVSYAREFL
                     GEKASYVAGWMYFLNWAMTGIVDITAVALYMHYWGTFSDVPQWLFALGALSIVATMNM
                     IGVRWFAEMEFWFALIKVAAIALFLIVGVIFLGTGQSVAGHTTGIHLITDNGGFFPHG
                     LLPALIMVQGVIFAFAGIELIGTAAGECKDPEKMLPKAINSVIWRIGLFYVGSVVLLV
                     CLLPWHAYQAGQSPFVTFFSNLGVPYIGTIMNIVVLSAALSSLNSGLYSTGRILRSLS
                     MGGSAPKFMSKMSPQSVPYAGILVTVGIYVLGVLLNYLVPSQVFEIVLNIASLGIISS
                     WAFIIICQMKLRQAIKRGMAKPVSFKMPGAPVTSWLTLIFLAGVLVMMAFDYPNGTWT
                     IASIPVLTLLLIAGWFSLRKRANEVAAAPIDVWSQEILFEEPDAQNVSPKELYEQKSV
                     G"
     gene            complement(2638368..2639528)
                     /locus_tag="CH60_2430"
     CDS             complement(2638368..2639528)
                     /locus_tag="CH60_2430"
                     /note="[KE] COG1167 Transcriptional regulators containing
                     a DNA-binding HTH domain and an aminotransferase domain
                     (MocR family) and their eukaryotic orthologs"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AJK10730.1"
                     /translation="MNKIITDQRHQFSSRVNDLHPSPIREILSVIDRPGMISFAGGLP
                     AVESFPHMSLEGMPQPMLQYGASEGELELRQQIAQNLCERGLSCTEEQVLIISGSQQG
                     IDLVAKLFIDEGTPVAVESPTYLAALQVFRFFGAQFVAYDSTQPDIDKLRTEKPAFAY
                     TIPTFQNPSGHCLDTEQRELLAKTCDDIMLPLFEDDPYHDLVYDPCERKPVCASLQRA
                     SWIYQGSFSKSLSPALRLGYLVASSELIPYLTRLKQAADLHSSRISQWLVLQQLRSPR
                     HTEHMHELAAYYRTRRDAFEISLQRHFGSLATWKKPAGGLFFWLTLNRCIDTRQLLPK
                     ALASNIAFMPGESFLPHSSEGCGQLRLNFSHATEEQADVGLKILAGLVQEHA"
     gene            2639880..2640479
                     /gene="nqrE"
                     /locus_tag="CH60_2431"
     CDS             2639880..2640479
                     /gene="nqrE"
                     /locus_tag="CH60_2431"
                     /note="NADH:ubiquinone oxidoreductase,
                     Na(+)-translocating, E subunit;
                     nqrE: NADH:ubiquinone oxidoreductase, Na(+)-translocating,
                     E subunit;
                     [C] COG2209 Na+-transporting NADH:ubiquinone
                     oxidoreductase, subunit NqrE"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone oxidoreductase, Na(+)-translocating,
                     E subunit"
                     /protein_id="AJK12682.1"
                     /translation="MTESYLTIFIRAVFVENMALNFFLGMCTFLAISKKVETAFGLGL
                     TVTALLAIATPLNNLIYTYILRENALIDGVDLSFLDFITFIGVLAALVQILEMVLERF
                     LPSLHHTLGAFLPLLTIHCAIFGATIFMVQREYTFTESFVYGTGCGLGWMLAIISMAG
                     LREKMKYSNIPKGLQGLGIVFMTAGLMSLGFMSFSGIRL"
     gene            complement(2640784..2641746)
                     /locus_tag="CH60_2432"
     CDS             complement(2640784..2641746)
                     /locus_tag="CH60_2432"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12975.1"
                     /translation="MTLKQLEAFYWAARCSNFSIAAERLHISISSLSKRIVELEASLG
                     CTLFDRSGYRAVLTETGQNLLPRAFALLESAAEIRNTLGASEGLSGICNFGVGELSAL
                     TWLPSFIASARLLYPKLLLAPHVDVGAALEGRVNKGEMDFAIIAGRSSRQNILSLPIA
                     QAQFVWMASPTLANTVGTADSALRQALPLITLPPGAGSSRIIDAWLMAYGIASVARIN
                     CNSWGAIVGMLIASVGIGILPTSWAEKLSLHNQLEYLPCSEPLAALNYSFQWRRDDPR
                     PLIRKMRVLVADLADFSLNSPLPLNNSLPLHHSLPLHHSLPQRD"
     gene            2641858..2642727
                     /locus_tag="CH60_2433"
     CDS             2641858..2642727
                     /locus_tag="CH60_2433"
                     /note="[R] COG3618 Predicted metal-dependent hydrolase of
                     the TIM-barrel fold"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AJK12224.1"
                     /translation="MKNSSANCPVPFDIMEPSIFALPEDACDSHAHVISPRAIYPMVA
                     ERSYTPPPAPEEKYLSMLAATGMSRGVLVQISVYGSDNRYMLQVLKRHPEYLRGVAVV
                     TEDVTDQELQDMALAGVRGLRINVLFGGGIGFDAMENLASKIAPLGWHMQFLMDVRQL
                     PALIPRMKKLPCPCVIDHMGHMPVSLGLNHPGYQTLLHMVREYGWWVKLSGAYRISES
                     WQDGYLDVVPFAQKLIETAPDRMVWGSDWPHVSVSRMPDTGGLRNLLAAWVPDEQVRN
                     RILVDNPARLYDF"
     gene            2642793..2644022
                     /locus_tag="CH60_2434"
     CDS             2642793..2644022
                     /locus_tag="CH60_2434"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK13122.1"
                     /translation="MRWFSDLNQTERKTFIAAFGGWALDALDFMVFTFVIATLMALWQ
                     IDAGQAGMLSTVTLLFSAIGGWGAGILADRYGRVRILQITILWFSLCTVLIGFAQNFE
                     HVFILRALQGLGFGGEWAVGSVLMGEIVRAEHRGKAVGTVQSGWAIGWGAAALLYTLM
                     FSVLSEEWAWRALFWIGVLPALLVLYIRKNVPEPALFLKSRHEQQAKDRRVSSFAIFS
                     PALLKTTVLASLLCTGVQGGYYAITTWLPTFLKLERNLSVIGTGGYLMVIIFGSFVGY
                     ICGAYLTDKLGRRANLIIFSLLSCITIFAYTQLTLTNTQMLVLGFPLGFSASGIFSGM
                     GAFLTELFPSAVRATGQGFTYSFGRAVGALFPGLVGYLSQSSSLAFAIGVFAGSAYCI
                     VLVMSLLLPETKNKQLE"
     gene            2644242..2644802
                     /locus_tag="CH60_2435"
     CDS             2644242..2644802
                     /locus_tag="CH60_2435"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11212.1"
                     /translation="MTAVNQLISALAQSIPLLDIEPLQANKLEKLDQGNVLNWLYTHL
                     SQQQLMVYEEWKEYCGYTPELKSLDCLFLPENMGDFVISLVDGIDWDSIDPMTAEVDY
                     FMLPYQLPYLEHMNSYLQQYKLRLVDLAPFENAYIFCIHDIPQSINQLKDALKVFDIE
                     LCERDALDQQQAAEYIQSLLHPNSDK"
     gene            2644827..2645300
                     /locus_tag="CH60_2436"
     CDS             2644827..2645300
                     /locus_tag="CH60_2436"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxypeptidase regulatory-like domain protein"
                     /protein_id="AJK10594.1"
                     /translation="MFNQNIQCKKILSLFLVLSGTAFLSGCVYHNYGSPHINGVITDQ
                     GQTLAGVKVSLANFDQKIQTTTTDTKGHFSFIPQGEWNVFIPIGPQDRMNNWSIIIEQ
                     GPLEITGYKRSHLGGAFSGYSYRDHITLVCDVSLSRKDIGDSDNNPVCRPDIDSQ"
     gene            complement(2645375..2646253)
                     /locus_tag="CH60_2437"
     CDS             complement(2645375..2646253)
                     /locus_tag="CH60_2437"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK11624.1"
                     /translation="MELRHIRYFLAVAEERHFTRAAARLGIGQPPLSQQIKDLERELG
                     ALLFRRVSYGAELTEAGIAFLDVVKEIPVMAERAAQAAQRAVRGELGVLRVGFTASSA
                     FNSVVPTAIRAFRRAYPDVRLQLEEDNTTRLADGLNEGSLDVAFLRPGFAGSERFHLR
                     MLSEEPMMIVMAENHPAASYEEISLSAFRDETFLLFPREIGLTLYDSVIESCRTAGFE
                     PTIGQLAPQIASVINLVAAEMGVSIVPASMSQVKVIGVVYRHIADQTPTAKLALAYRR
                     GDTSPVLRNFVLTVFP"
     gene            2646348..2647190
                     /locus_tag="CH60_2438"
     CDS             2646348..2647190
                     /locus_tag="CH60_2438"
                     /note="[G] COG2301 Citrate lyase beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="hpcH/HpaI aldolase/citrate lyase family protein"
                     /protein_id="AJK12696.1"
                     /translation="MSNLDTYQTRSWLFTPATRSDRFAKAAENGADVAIIDLEDSVSQ
                     ADKEQARQKAISYLSSRPATSLPLALRINGLDTRAGIEDIHALLECGSLPDYLVLPKT
                     ESAAHLQILDRLMMFAGSDTRLIGIIESVRGLNAVESIAAATPKLAGLIFGAADMAAD
                     IGAASTWEPLALARARLVSACAMNGIPAIDAPFFDVHDVSGLQSETLRASDFGFSAKA
                     AIHPAQISTINTLFTPTAAEIRHARAVLAENTKGVGTVNGMMIDEAVARQARRVLTRA
                     GISA"
     gene            2647255..2647782
                     /locus_tag="CH60_2439"
     CDS             2647255..2647782
                     /locus_tag="CH60_2439"
                     /note="[I] COG2030 Acyl dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="maoC like domain protein"
                     /protein_id="AJK11815.1"
                     /translation="MDSLLSAYKTVGDCRYREISGLYWEDFTPGDVFEHRPGRTVLDA
                     DNVWFTLLTLNVQQVHFDAAYASKTEWKKLLVDSTFTLALLTGMSVRTVSAKVVANLG
                     WDKVKATHPVFAGDTLYAESTVLHKRLSNSRPGQGIVTVQTRGINQDGIEVMSFERTM
                     LVYRRGHSPEEMAGY"
     gene            2647805..2649127
                     /locus_tag="CH60_2440"
     CDS             2647805..2649127
                     /locus_tag="CH60_2440"
                     /note="acetyl-CoA hydrolase/transferase N-terminal domain
                     protein;
                     [C] COG0427 Acetyl-CoA hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11998.1"
                     /translation="MDIRALYDEKLTTPEEAVSSIASGSHLSMGMFAAEPPALLKALA
                     DRATRGDIGDLRVYYFETAKIAGDTILRYELNNRIKPYSMFVTAVERALIRRGIEDGG
                     RKVVNYVPSNFHQAPRLLAEEIGIDTFMHTVSPMDCHGYFSLGVGNDYSSRIARSARR
                     FIVEVNRYMPRVQGEAAAIHISEVDAIVGNHVPLIEMPVRSAIPEYTSISHIIADLVP
                     DGACLQMGVGALPNLVCGVLKDRNDLGIHTEVLNPGLVDLIRRGVVTNQRKTLDRGRS
                     VFTFAMGQQEMYEYLNDHPAIFSRPVDYVNDPHIIAQNDNVVSINATLQIDLTGACNS
                     EHMLGHQYSASGGQLDFVRGAYASKGGRSIIATPSTAAKGTVSRIIPRIDGPVTTPRI
                     DTHYIVTEFGAVNLKGLSSTERALRIIELAHPDFRDELTQAAKKMHLI"
     gene            complement(2649317..2649448)
                     /locus_tag="CH60_2441"
     CDS             complement(2649317..2649448)
                     /locus_tag="CH60_2441"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11954.1"
                     /translation="MAQHQNTWRDFSQIGLFAYKWENNAKNGDVFTLCHHGSAARWP"
     gene            2649953..2650585
                     /locus_tag="CH60_2442"
     CDS             2649953..2650585
                     /locus_tag="CH60_2442"
                     /note="[TK] COG2197 Response regulator containing a
                     CheY-like receiver domain and an HTH DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK12097.1"
                     /translation="MTKSVMIVDDHPAIRVAIHALLSQSKEFSTISESVDGSEALEKL
                     KNNPVDLVIIDIELPNFDGFSLLKKLQQRGFTGKSLFLSAKNEQVFAVRALQAGANGF
                     ISKNKDISEILFAAQNVLRGYSFFPSETLTQLAGQPSSHDPVNRARLLSEREINVLRY
                     LVNGLSNKQIADEMFISNKTVSTYKTRILTKLGLSSVIELADYAHTHNLV"
     gene            2650560..2654428
                     /locus_tag="CH60_2443"
                     /note="his Kinase A domain protein;response regulator"
                     /pseudo
     gene            2654941..2655471
                     /locus_tag="CH60_2445"
     CDS             2654941..2655471
                     /locus_tag="CH60_2445"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK10507.1"
                     /translation="MKKTLVTLMLFILPGIAFAETSNNTIKFQGEVAEQTCMVDINGT
                     ANTPVVLLPTVSTSNLNQVNSVAGKTNFTINLTGCNIAIQDTQISSVFQGMNVTSGGN
                     LGNIGTARNVAIQLIDPRGTPIRMSGGSVEVPGITLATGATSASQDLSAQYITEEGQA
                     TAGSVIASAQYAITYP"
     gene            2655564..2656208
                     /locus_tag="CH60_2446"
     CDS             2655564..2656208
                     /locus_tag="CH60_2446"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11797.1"
                     /translation="MILIARQIIACSMLLLTSVSLSVQASVVMTGTRIIYPEGSREKV
                     LQLSNKDDHPNLVQLWMDDGNNQSSPSKSDVPFALTPQIFRMEANSGQVVRLTYIARN
                     LPKNRESVFYLNFLQIPALKADTLGEKISVTLDTTTGNKIKVHNPTGYYISLRDAKIV
                     SNGKTVSFATSEMFAPDSTTDLALPIGIKAKKGELLILNVVNDYGATIPNNYYL"
     gene            2656257..2658848
                     /locus_tag="CH60_2447"
     CDS             2656257..2658848
                     /locus_tag="CH60_2447"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12031.1"
                     /translation="MRIAPWLSCLLTQSLLVTHISSAADNNNQDDYIFDDALVRGSSL
                     GLGSIARFNKKNSYDAGQYQVDMYMNNKFVDRLKMLFVDKDNSVEPCLSVAQLLQAGV
                     KEEALKTADPKTPCLAFQSILPASDFRFDHAKLRFDLSIPQKFVKNVPRGYVDPKNLT
                     AGNTIGFSNYNLNQYHVDYNKEGIKRTTNSTYLSLNSGINIGMWRFRQQGSLRYDASR
                     GTNWTSNRLYSQRALPTIGSEITLGETFSSGQFFSSLGFLGVALSTDDRMLPESQRGY
                     APVVRGIARTNARVMVYQNNRSIYQTTVSPGAFEFNDLSVTHFGGDLTVEINEADGSV
                     STFQVPFASVPESLRPGYSRYSFAAGQVRDVGNNETFSELTYQQGISNAITANTGIRL
                     ASGYQAIMLGGVFTHYIGALGLNTTYSHARLPDGEQQQGWMAKASFSRTFQPTNTTLS
                     VAGYRYSTDGYRDLSDVLGVRATSNDSSWNSSTYRQRSRAEISLNQNFHRYGSLYLTA
                     SSQDYRDDRSRDSQLQLGYSNTFWRNTSFNLAISQQKTGGANKIYFVDPGSGMPASNG
                     ANTLATRETVAQMSISFPLGGSSSAPYVSAGAVNSRTSGASYQTSLSGTMGSDQTAGY
                     SVDVARNEPTNENTLSGSLQKQLPTTSLSGSASRSPGYWQGSASARGSVAFHRGGVTL
                     GPYLSDTFALIEAKGASGAKVMYGQGARIDRFGYALVPTLTPYRYNTLSLDPDGMDFN
                     TELQDGERQIAPYAGSTVKVTFRTLNGYPALITIKMPDGSQLPMGTVVYNYNGKGTND
                     KNDIVGMVGQSSQAYLRAEELSGTLTLVWGESSKERCQLDYDLGKPTDNDKQLYKLDA
                     LCVAVQQ"
     gene            2658936..2660213
                     /locus_tag="CH60_2448"
     CDS             2658936..2660213
                     /locus_tag="CH60_2448"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK11178.1"
                     /translation="MSVLSSLCLLGFTLPSQAQCVWKGSDIGGDNYGASLYLGNINIT
                     SNYIQPVDSILASNVISLVPAHRWPDPEAVIYECDIADKDSLFEVFATNGDSNVGGYT
                     HMGDNYFQTFFPYTALKLIHVDSGVEFTRIWQEIPLKKYDILDNKIQIKGKHFSQIRA
                     ELKKTGSVDRSPGPTSWGCPGPAEDNYSGGYTCNQPNGYVVFKGPGMAVPEAGYDSAT
                     NYQTWGTGRYMAFGMNTSPITILTRKNTCVVRNVTPYVVFPIITVNELNDNQTRSAEI
                     TVDIECQSGTESGTSSGQTAIGIQTSLPGYLKALGLGLVNTAGGVSYLLSDSYGTDSR
                     IATGVGISLSDSNGSTMNFVGWGGCAQTQDCLTTADAGWYPILTGASGNGSHSAGYNN
                     YVHHFTATLKKLPNGHPTAGKIDATAYVLVKIQ"
     gene            2660210..2660950
                     /locus_tag="CH60_2449"
     CDS             2660210..2660950
                     /locus_tag="CH60_2449"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13726.1"
                     /translation="MRLLSLFLLLFTISYDALAGLIAGSTRIIYQPELRERTLMLANT
                     NDYPVVVQTWIDNGDVDSTPDQAKAPFMVLPAVFKMQAGSVQALRIINKGENLPSDRE
                     SVYWLNLYEIPPRERSNIDVHAQVAMAMNTQMKIFYRPNGLAPPPIDAMGKIKFSLKN
                     IDNQYVIIANNPTPYFVSFGQIQLQSQQKNYLIAQSMDMMTGPFSTRPYYFEQPPTSL
                     KGKFTVSYIYFDDAGNQVKNSQSVTVTL"
     gene            2661253..2661328
                     /locus_tag="CH60_2450"
     tRNA            2661253..2661328
                     /locus_tag="CH60_2450"
                     /product="tRNA-Asn"
     gene            2661490..2662752
                     /gene="int"
                     /locus_tag="CH60_2451"
     CDS             2661490..2662752
                     /gene="int"
                     /locus_tag="CH60_2451"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="CP4-like integrase"
                     /protein_id="AJK12153.1"
                     /translation="MSLTDAKIRTLKPSDKPFKVSDSHGLYLLVKPGGSRHWYLKYRI
                     SGKESRIALGAYPAISLSDARQQREGIRKMLALNINPVQQRAAERGSRTPEKVFKNVA
                     LAWHKSNRKWSQNTADRLLASLNNHIFPVIGNLPVSELKPRHFIDLLKGIEEKGLLEV
                     ASRTRQHLSNIMRHAVHQELIDTNPAANLGGVTTPPVRRHYPALPLERLPELLERIGA
                     YHQGRELTRHAVLLMLHVFIRSSELRFARWSEIDFTNRVWTIPATREPIIGVRYSGRG
                     AKMRMPHIVPLSEQSIAILKQIKDITGNNELIFPGDHNPYKPMCENTVNKALRVMGYD
                     TKKDICGHGFRAMACSALMESGLWAKDAVERQMSHQEHNTVRMAYIHKAEHLEARKAM
                     MQWWSDYLEACRESYAPPYTIGKNKFIP"
     gene            complement(2662946..2664250)
                     /locus_tag="CH60_2452"
     CDS             complement(2662946..2664250)
                     /locus_tag="CH60_2452"
                     /EC_number="5.4.4.2"
                     /note="salicyl_syn: salicylate synthase;
                     [EH] COG0147 Anthranilate/para-aminobenzoate synthases
                     component I"
                     /codon_start=1
                     /transl_table=11
                     /product="salicylate synthase"
                     /protein_id="AJK12507.1"
                     /translation="MKISEFLHLALPEEQWLPTISGVLRQFAEEECYVYERQPCWYLG
                     KGCQARLHINADGTQATFIDDAGEQKWAVDSIADCARRFMAHPQVKGRRVYGQVGFNF
                     AAHARGIAFNAGEWPLLTLTVPREELIFEKGNVTVYADSADGCRRLCEWVKEAGTTTQ
                     NAPLAVDTALNGEAYKQQVARAVAEIRRGEYVKVIVSRAIPLPSRIDMPATLLYGRQA
                     NTSVRSFMFRQEGREALGFSPELVMSVTGNKVVTEPLAGTRDRMGNPEHNKAKEAELL
                     HDSKEVLEHILSVKEAIAELEAVCQPGSVVVEDLMSVRQRGSVQHLGSGVSGQLAENK
                     DAWDAFTVLFPSITASGIPKNAALNAIMQIEKTPRELYSGAILLLDDTRFDAALVLRS
                     VFQDSQRCWIQAGAGIIAQSTPERELTETREKLASIAPYLMV"
     gene            complement(2664278..2665558)
                     /locus_tag="CH60_2453"
     CDS             complement(2664278..2665558)
                     /locus_tag="CH60_2453"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK14156.1"
                     /translation="MSDVQSNVKPLTLTTGRVIFAIAGVYVTQSLVSALSMQSLPALV
                     RAAGGSLALAGATTLFMLPWALKFIWAPWIERWRLPPGSQERRSRMLILRGQVALAAI
                     LTIAAAIGWFGREGGFPDTQIVALFVLFMVAGTVASTIDIASDGFCVDQLTRTGYGWG
                     NSVQVGGSYLGMMCGGGVFLMLSAASGWPVAMLMMAVLIMALSLPLWRITEPTRTATI
                     PHVPALGYALRRKQARLGLLLVLMLNSGMRFVLPLLAPLLLDHGLSMSALGALFSGGN
                     IAAGIAGTLAGGLLMKYTSPGRALLTAYGVQGIALLAVVMTLMMAPGHLLLPILQCLV
                     IVQSISLACALVCLYATLMSLSSPLQAGVDFTLFQCTDAAIAILAGVIGGVVAQHFGY
                     AACFLFAGAFTLLAAWVAYIRLHSARELMTSAID"
     gene            complement(2665551..2667353)
                     /locus_tag="CH60_2454"
     CDS             complement(2665551..2667353)
                     /locus_tag="CH60_2454"
                     /note="[V] COG1132 ABC-type multidrug transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12396.1"
                     /translation="MKDNNPADNLAWRVIWRQLISSVGSQARMLRRSMLALLLAAFMQ
                     GIAFACLYPIIDALLRGDAPQLLNWAMAFSVAAIVTLVLRWYGLGFEYRGHLAQATHE
                     LRLRLGEQLRRVPLEKLQRGRAGEMNALLLGSVDENLNYVIAIANILLLTIVTPLTAS
                     LATLWIDWRLGLVMLLIFPLLVPFYYWRRPAMRRQMQTLGEAHQRLSGDIVEFAQGMM
                     VLRTCGSDADKSRALLAHFNALENLQTRTHRQGAGATMLIASVVELGLQVVVLSGIVW
                     VVTGTLNLAFLIAAVAMIMRFAEPMAMFISYTSVVELIASALQRIERFMAIAPLPVAE
                     QSEMPERYDIRFDNVSYRYEEGDGHALNHVSLTFPAASMSALVGASGAGKTTVTKLLM
                     RYADPQQGQISIGGVDIRRLTPEQLNSLISVVFQDVWLFDDTLLANIRIARPQATRQE
                     VEEAARAAQCLEFISRLPQGWLTPMGEMGGQLSGGERQRISIARALLKNAPVVILDEP
                     TAALDIESELAVQKAIDNLVHNRTVIIIAHRLSTIAGAGNILVMEEGQVVEQGTHAQL
                     LSHHGRYQALWQAQMAARVWRDDGVSASGEWVHE"
     gene            complement(2667340..2669142)
                     /locus_tag="CH60_2455"
     CDS             complement(2667340..2669142)
                     /locus_tag="CH60_2455"
                     /note="[V] COG1132 ABC-type multidrug transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10939.1"
                     /translation="MSSQSSNTESLSRFPLWQVITPVRRKVILAMALAGLAALTSLGA
                     LLFLAWSLRDIRATPDAIPAWPLGGVIGCVVLTFVLRLQAFNTSHYAAFHLENILRSR
                     LARKALQLPPGVLQQMGSGSVAKVMLDDVKSLHIFVADSTPLYARAIIMPLATIVILF
                     WLDWRLAIATLGVLAFGSVVLVLARQRSEDMAQRYHKAREQVSAAVIEFVQAMPVVRT
                     FDSGSTSFLRYQRALEEWVDVLKTWYRKAGFSARFSFSILNPLPTLFVLIWSGYGLLH
                     YGSFDFIAWVAVLLLGSGMAEAVMPMMMLNNLVAQTRLSIQRIYQVLAMPELSLPQSD
                     QQPQEASITFEQVSFHYPQARTGAALQEVSFHVPAGQIVALVGPSGAGKSTVARLLLR
                     YADPDKGHIRIGGVDLRDMQTDTLMKQLSFVFQDNFLFADTIANNIRLGAPDTPLEAV
                     IAAARVAQAHDFISALPEGYNTRVGERGVFLSGGQRQRITIARALLQDRPILVLDEAT
                     AFADPENEAALIKALAAAMRGRTVIMVAHRLSMVTQADVILLFSDGQLREMGNHTQLL
                     AQGGLYQRLWQHYQQAQHWVPGGTQEEVVENERQ"
     gene            2669309..2670268
                     /locus_tag="CH60_2456"
     CDS             2669309..2670268
                     /locus_tag="CH60_2456"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK10993.1"
                     /translation="MTESPQTQSEISIHQLVVGKPANDGNIPAQCELLRCSLQEGMDI
                     LLWRGHFARPETLQLHDDLGRINFSCILEGTSRFAIQGLRRHTDWELARNRHYITHTP
                     DCRGSASYCGRFESITLSFSPETLALWVPDISAVIKNKIDSHCCCQQQRCNAETHLTA
                     QALRHALMRMHGGFSHEQKPSTLWLQGQSLVMLSLVLDEHREDASCLSCHFNPMERQK
                     LLRAKDLLLADLTQAPGVAELARESGLSVLKIKRGFRVLFNNSVYGLFQAERMQEARR
                     RLANGNTSVMTVAADLGYANASHFSAAFQKQFGVTPSTFKRVM"
     gene            2670459..2676566
                     /locus_tag="CH60_2457"
     CDS             2670459..2676566
                     /locus_tag="CH60_2457"
                     /note="AA-adenyl-dom: amino acid adenylation domain
                     protein;
                     [Q] COG1020 Non-ribosomal peptide synthetase modules and
                     related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid adenylation domain protein"
                     /protein_id="AJK12424.1"
                     /translation="MISGAPSQDSLLPDNRHAADYQQLRERLIQELNLTPQQLHEESN
                     LIQAGLDSIRLMRWLHWFRKNGYRLTLRELYAAPTLAAWNQLMLSRSPENAEEETPPD
                     ESSWPNMTESTPFPLTPVQHAYLTGRMPGQTLGGVGCHLYQEFEGHCLTASQLEQAIT
                     TLLQRHPMLHIAFRPDGQQVWLPQPYWNGVTVHDLRHNDAESRQAYLDALRQRLSHRL
                     LRVEIGETFDFQLTLLPDNRHRLHVNIDLLIMDASSFTLFFDELNALLAGESLPAIDT
                     RYDFRSYLLHQQKINQPLRDDARAYWLAKASTLPPAPVLPLACEPATLREVRNTRRRM
                     IVPATRWHAFSNRAGEYGVTPTMALATCFSAVLARWGGLTRLLLNITLFDRQPLHPAV
                     GAMLADFTNILLLDTACDGDTVSNLARKNQLTFTEDWEHRHWSGVELLRELKRQQRYP
                     HGAPVVFTSNLGRSLYSSRAESPLGEPEWGISQTPQVWIDHLAFEHHGEVWLQWDSND
                     ALFPPALVETLFDAYCQLINQLCDDESAWQKPFADMMPASQRAIRERVNATGAPIPEG
                     LLHEGIFRIALQQPQALAVTDMRYQWNYHELTDYARRCAGRLIECGVQPGDNVAITMS
                     KGAGQLVAVLAVLLAGAVYVPVSLDQPAARREKIYADASVRLVLICQHDASAGSDDIP
                     VLAWQQAIEAEPIANPVVRAPTQPAYIIYTSGSTGTPKGVVISHRGALNTCCDINTRY
                     QVGPHDRVLALSALHFDLSVYDIFGVLRAGGALVMVMENQRRDPHAWCELIQRHQVTL
                     WNSVPALFDMLLTWCEGFADATPENLRAVMLSGDWIGLDLPARYRAFRPQGQFIAMGG
                     ATEASIWSNACEIHDVPAHWRSIPYGFPLTNQRYRVVDEQGRDCPDWVPGELWIGGIG
                     VAEGYFNDPLRSEQQFLTLPDERWYRTGDLGCYWPDGTIEFLGRRDKQVKVGGYRIEL
                     GEIESALSQLAGVKQATVLAIGEKEKTLAAYVVPQGEAFCVTDHRNPALPQAWHTLAG
                     TLPCCAISPEISAEQVADFLQHRLLKLKPGHTAGADPLPLMNSLAIQPRWQAVVERWL
                     AFLVTQRRLKPAAEGYQVCAGEEREDEHPHFSGHDLTLSQILRGARNELSLLNDAQWS
                     PESLAFNHPASAPYIQELATICQQLAQRLQRPVRLLEVGTRTGRAAESLLAQLNAGQI
                     EYVGLEQSQEMLLSARQRLAPWPGARLSLWNADTLAAHAHSADIIWLNNALHRLLPED
                     PGLLATLQQLAVPGALLYVMEFRQLTPSALLSTLLLTNGQPEALLHNSADWAALFSAA
                     AFNCQHGDEVAGLQRFLVQCPDRQVRRDPRQLQAALAGRLPGWMVPQRIVFLDALPLT
                     ANGKIDYQALKRRHTPEAENPAEADLPQGDIEKQVAALWQQLLSTGNVTRETDFFQQG
                     GDSLLATRLTGQLHQAGYEAQLSDLFNHPRLADFAATLRKTDVPVEQPFVHSPEDRYQ
                     PFALTDVQQAYLVGRQPGFALGGVGSHFFVEFEIADLDLTRLETVWNRLIARHDMLRA
                     IVRDGQQQVLEQTPPWVIPAHTLHTPEEALRVREKLAHQVLNPEVWPVFDLQVGYVDG
                     MPARLWLCLDNLLLDGLSMQILLAELEHGYRYPQQLLPPLPVTFRDYLQQPSLQSPNP
                     DSLAWWQAQLDDIPPAPALPLRCLPQEVETPRFARLNGALDSTRWHRLKKRAADAHLT
                     PSAVLLSVWSTVLSAWSAQPEFTLNLTLFDRRPLHPQINQILGDFTSLMLLSWHPGES
                     WLHSAQSLQQRLSQNLNHRDVSAIRVMRQLAQRQNVPAVPMPVVFTSALGFEQDNFLA
                     RRNLLKPVWGISQTPQVWLDHQIYESEGELRFNWDFVAALFPAGQVERQFEQYCALLN
                     RMAEDESGWQLPLAALVPPVKHAGQCAERSPRVCPEHSQPHIAADESTVSLICDAFRE
                     VVGESVTPAENFFEAGATSLNLVQLHVLLQRHEFSTLTLLDLFTHPSPAALADYLAGV
                     ATVEKTKRPRPVRRRQRRI"
     gene            2676654..2686145
                     /locus_tag="CH60_2458"
     CDS             2676654..2686145
                     /locus_tag="CH60_2458"
                     /note="[Q] COG3321 Polyketide synthase modules and related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AJK13654.1"
                     /translation="MDNLRFSSAPTADSIDASIAQHYPDCEPVAVIGYACHFPESPDG
                     ETFWQNLLEGRECSRRFTREELLAVGLDAAIIDDPHYVNIGTVLDNADCFDATLFGYS
                     RQEAESMDPQQRLFLQAVWHALEHAGYAPGAVPHKTGVFASSRMSTYPGREALNVTEV
                     AQVKGLQSLMGNDKDYIATRAAYKLNLHGPALSVQTACSSSLVAVHLACESLRAGESD
                     MAVAGGVALSFPQQAGYRYQPGMIFSPDGHCRPFDASAEGTWAGNGLGCVVLRRLRDA
                     LLSGDPIISVILSSAVNNDGNRKVGYTAPSVAGQQAVIEEALMLAAIDDRQVGYIETH
                     GTGTPLGDAIEIEALRNVYAPRPQDQRCALGSVKSNMGHLDTAAGIAGLLKTVLAVSR
                     GQIPPLLNFHTPNPALKLEESPFTIPVSAQAWQDEMRYAGVSSFGIGGTNCHMIVASL
                     PDALNARLPNTDSGRKSTALLLSAASDSALRRLATDYAGALRENADASSLAFTALHAR
                     RLDLPFRLAAPLNRETAEALSAWAGEKSGALVYSGHGASGKQVWLFTGQGSHWRTMGQ
                     TMYQHSTAFADTLDRCFSACSEMLTPSLREAMFNPDSAQLDNMAWAQPAIVAFEIAMA
                     AHWRAEGLKPDFAIGHSVGEFAAAVVCGHYTIEQVMPLVCRRGALMQQCASGAMVAVF
                     ADEDTLMPLARQFELDLAANNGTQHTVFSGPEARLAVFCATLSQHDINYRRLSVTGAA
                     HSALLEPILDRFQDACAGLHAEPGQIPIISTLTADVIDESTLNQADYWRRHMRQPVRF
                     IQSIQVAHQLGARVFLEMGPDAQLVACGQREYRDNAYWIASARRNKEASDVLNQALLQ
                     LYAAGVALPWADLLAGDGQRIAAPCYPFDTERYWKERVSPACEPADAALSAGLEVASR
                     AATALDLPRLEALKQCATRLHAIYVDQLVQRCTGDAIENGVDAMTIMRRGRLLPRYQQ
                     LLQRLLNNCVVDGDYRCTDGRYVRARPIEHQQRESLLTELAGYCEGFQAIPDTIARAG
                     DRLYEMMSGAEEPVAIIFPQSASDGVEVLYQEFSFGRYFNQIAAGVLRGIVQTRQPRQ
                     PLRILEVGGGTGGTTAWLLPELNGVPALEYHFTDISALFTRRAQQKFADYDFVKYSEL
                     DLEKEAQSQGFQAQSYDLIVAANVIHATRHIGRTLDNLRPLLKPGGRLLMREITQPMR
                     LFDFVFGPLVLPLQDLDAREGELFLTTAQWQQQCRHAGFSKVAWLPQDGSPTAGMSEH
                     IILATLPGQAVSAVTFTAPSEPVLGQALTDNGDYLADWSDCAGQPERFNARWQEAWRL
                     LSQRHGDALPVEPPPVAAPEWLGKVRLSWQNEAFSRGQMRVEARHPTGEWLPLSPAAP
                     LPAPQTHYQWRWTPLNVASIDHPLTFSFSAGTLARSDELAQYGIIHDPHASSRLMIVE
                     ESEDTLALAEKVIAALTASAAGLIVVTRRAWRVEENEALSASHHALWALLRVAANEQP
                     ERLLAAIDLAENTPWETLHQGLSAVSLSQRWLAARGDTLWLPSLAPNTGCAAELPANV
                     FTGDSRWHLVTGAFGGLGRLAVNWLREKGARRIALLAPRVDESWLRDVEGGQTRVCRC
                     DVGDAGQLATVLDDLAANGGIAGAIHAAGVLADAPLQELDDHQLAAVFAVKAQAASQL
                     LQTLRNHDGRYLILYSSAAATLGAPGQSAHALACGYLDGLAQQFSTLDAPKTLSVAWG
                     AWGESGRAATPEMLATLASRGMGALSDAEGCWHLEQAVMRGAPWRLAMRVFTDKMPPL
                     QQALFNISATEKAATPVIPPADDNAFNGSLSDETAVMAWLKKRIAVQLRLSDPASLHP
                     NQDLLQLGMDSLLFLELSSDIQHYLGVRINAERAWQDLSPHGLTQLICSKPEATPAAS
                     QPEVLRHDADERYAPFPLTPIQHAYWLGRTHLIGYGGVACHVLFEWDKRHDEFDLAIL
                     EKAWNQLIARHDMLRMVVDADGQQRILATTPEYHIPRDDLRALSPEEQRIALEKRRHE
                     LSYRVLPADQWPLFELVVSEIDDCHYRLHMNLDLLQFDVQSFKVMMDDLAQVWRGETL
                     APLAITFRDYVMAEQARRQTSAWHDAWDYWQEKLPQLPLAPELPVVETPPETPHFTTF
                     KSTIGKTEWQAVKQRWQQQGVTPSAALLTLFAATLERWSRTTTFTLNLTFFNRQPIHP
                     QINQLIGDFTSVTLVDFNFSAPVTLQEQMQQTQQRLWQNMAHSEMNGVEVIRELGRLR
                     GSQRQPLMPVVFTSMLGMTLEGMTIDQAMSHLFGEPCYVFTQTPQVWLDHQVMESDGE
                     LMFSWYCMDNVLEPGAAEAMFNDYCAILQAVIAAPESLKTLASGIAGHIPRRRWPLNA
                     QADYDLRDIEQATLEYPGIRQARAEITEQGALTLDIVMADDPSPSAAMPDEHELTQLA
                     LPLPEQAQLDELEATWRWLEARALQGIAATLNRHGLFTTPEIAHRFSAIVQALSAQAS
                     HQRLLRQWLQCLTEREWLIREGESWRCRIPLSEIPEPQEACPQSQWSQALAQYLETCI
                     ARHDALFSGQCSPLELLFNEQHRVTDALYRDNPASACLNRYTAQIAALCSAERILEVG
                     AGTAATTAPVLKATRNTRQSYHFTDVSAQFLNDARARFHDESQVSYALFDINQPLDFT
                     AHPEAGYDLIVAVNVLHDASHVVQTLRRLKLLLKAGGRLLIVEATERNSVFQLASVGF
                     IEGLSGYRDFRRRDEKPMLTRSAWQEVLVQAGFANELAWPAQESSPLRQHLLVARSPG
                     VNRPDKKAVSRYLQQRFGTGLPILQIRQREALFTPLHAPSDAPTEPAKPTPVAGGNPA
                     LEKQVAELWQSLLSRPVARHHDFFELGGDSLMATRMVAQLNRRGIARANLQDLFSHST
                     LSDFCAHLQAATSGEDNPIPLCQGDGEETLFVFHASDGDISAWLPLASALNRRVFGLQ
                     AKSPQRFATLDQMIDEYVGCIRRQQPHGPYVLAGWSYGAFLAAGAAQRLYAKGEQVRM
                     VLIDPVCRQDFCCENRAALLRLLAEGQTPLALPEHFDQQTPDSQLADFISLAKTAGMV
                     SQNLTLQAAETWLDNIAHLLRLLTEHTPGESVPVPCLMVYAAGRPARWTPAETEWQGW
                     INNADDAVIEASHWQIMMEAPHVQACAQHITRWLCATSTQPENTL"
     gene            2686142..2687242
                     /locus_tag="CH60_2459"
     CDS             2686142..2687242
                     /locus_tag="CH60_2459"
                     /note="thiaz-red: thiazolinyl imide reductase family
                     protein;
                     [Q] COG4693 Oxidoreductase (NAD-binding), involved in
                     siderophore biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="thiazolinyl imide reductase family protein"
                     /protein_id="AJK11352.1"
                     /translation="MMPSASPKQRVLIVGAKFGEMYLNAFMQPPEGLELVGLLAQGSA
                     RSRELAHAFGIPLYTSPEQITRMPDIACIVVRSTVAGGTGTQLARHFLTRGVHVIQEH
                     PLHPDDISSLQTLAQEQGCCYWVNTFYPHTRAGRTWLRDAQQLRRCLAKTPPVVHATT
                     SRQLLYSTLDLLLLALGVDAAAVECDVVGSFSDFHCLRLFWPEGEACLLLQRYLDPDD
                     PDMHSLIMHRLLLGWPEGHLSLEASYGPVIWSSSLFVADHQENAHSLYRRPEILRDLP
                     GLTRSAAPLSWRDCCETVGPEGVSWLLHQLRSHLAGEHPPAACQSVHQIALSRLWQQI
                     LRKTGNAEIRRLTPPHHDRLAGFYNDDDKEAL"
     gene            2687239..2688042
                     /locus_tag="CH60_2460"
     CDS             2687239..2688042
                     /locus_tag="CH60_2460"
                     /note="[Q] COG3208 Predicted thioesterase involved in
                     non-ribosomal peptide biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="thioesterase domain protein"
                     /protein_id="AJK12291.1"
                     /translation="MTQSAMCIPLWPARNGNTAHLVMCPFAGGSSSAFRHWQAEQLTD
                     CALSLVTWPGRDRLRHLEPLRSITQLAALLANELEASVSPDTPLLLAGHSMGAQVAFE
                     TCRLLEQRGLAPQGLIISGCHAPHLHSERQLSHRDDADFIAELIDIGGCSPELRENQE
                     LMSLFLPLLRADFYATESYHYDSPDVCPPLRTPALLLCGSHDREASWQQVDAWRQWLS
                     HVTGPVVIDGDHFYPIQQARSFFTQIVRHFPHAFSAMTALQKQPSTSER"
     gene            2688046..2689623
                     /locus_tag="CH60_2461"
     CDS             2688046..2689623
                     /locus_tag="CH60_2461"
                     /note="[Q] COG1021 Peptide arylation enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AJK11066.1"
                     /translation="MNSSFESLIEQYPLPIAEQLRHWAARYASRIAVVDAKGSLTYSA
                     LDAQVDELAAGLSSLGLRSGEHVIVQLPNDNAFVTLLFALLRLGVIPVLAMPSQRALD
                     IDALIELAQPVAYVIHGENHAELARQMAHKHACLRHVLVAGETVSDDFTPLFSLHGER
                     QAWPQPDVSATALLLLSGGTTGTPKLIPRRHADYSYNFSASAELCGISQQSVYLAVLP
                     VAHNFPLACPGILGTLACGGKVVLTDSASCDEVMPLIAQERVTHVALVPALAQLWVQA
                     REWEDSDLSSLRVIQAGGARLDPTLAEQVIATFDCTLQQVFGMAEGLLCFTRLDDPHA
                     TILHSQGRPLSPLDEIRIVDQDENDVAPGETGQLLTRGPYTISGYYRAPAHNAQAFTA
                     QGFYRTGDNVRLDEVGNLHVEGRIKEQINRAGEKIAAAEVESALLRLAEVQDCAVVAA
                     PDTLLGERICAFIIAQQVPTDYQQLRQQLTRMGLSAWKIPDQIEFLDHWPLTAVGKID
                     KKRLTALAVDRYRHSAQ"
     gene            2689754..2691775
                     /locus_tag="CH60_2462"
     CDS             2689754..2691775
                     /locus_tag="CH60_2462"
                     /note="tonB-siderophor: TonB-dependent siderophore
                     receptor family protein;
                     [P] COG1629 Outer membrane receptor proteins, mostly Fe
                     transport"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB-dependent siderophore receptor family
                     protein"
                     /protein_id="AJK12720.1"
                     /translation="MKMTRLYPLALGGLLLPAIANAQTSQQDESTLVVTASKQSSRSA
                     SANNVSSTVVSAPELSDAGVTASDKLPRVLPGLNIENSGNMLFSTISLRGVSSAQDFY
                     NPAVTLYVDGVPQLSTNTIQALTDVQSVELLRGPQGTLYGKSAQGGIINIVTQQPDST
                     PRGYIEGGVSSRDSYRSKFNLSGPIQDGLLYGSVTLLRQVDDGDMINPATGSDDLGGT
                     RASIGNVKLRLAPDDQPWEMGFAASRECTRATQDAYVGWNDIKGRKLSISDGSPDPYM
                     RRCTDSQTLSGKYTTDDWVFNLISAWQQQHYSRTFPSGSLIVNMPQRWNQDVQELRAA
                     TLGDARTVDMVFGLYRQNTREKLNSAYDMPTMPYLSSTGYTTAETLAAYSDLTWHLTD
                     RFDIGGGVRFSHDKSSTQYHGSMLGNPFGDQGKSNDDQVLGQLSAGYMLTDDWRVYTR
                     VAQGYKPSGYNIVPTAGLDAKPFVAEKSINYELGTRYETADVTLQAATFYTHTKDMQL
                     YSGPVGMQTLSNAGKADATGVELEAKWRFAPGWSWDINGNVIRSEFTNDSELYHGNRV
                     PFVPRYGAGSSVNGVIDTRYGALMPRLAVNLVGPHYFDGDNQLRQGTYATLDSSLGWQ
                     ATERMNISVYVDNLFDRRYRTYGYMNGSSAVAQVNMGRTVGINTRIDFF"
     gene            2692648..2693575
                     /locus_tag="CH60_2463"
                     /note="hypothetical protein"
                     /pseudo
     gene            2693715..2693900
                     /locus_tag="CH60_2465"
     CDS             2693715..2693900
                     /locus_tag="CH60_2465"
                     /note="[K] COG3311 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage CP4-57 regulatory family protein"
                     /protein_id="AJK13533.1"
                     /translation="MTSYQLLRLRQVEQKTGLKRSQIYLYMKEGAFPRSIKIGPASVA
                     WLESEIDEWINKKLSDR"
     gene            2693922..2694083
                     /locus_tag="CH60_2466"
     CDS             2693922..2694083
                     /locus_tag="CH60_2466"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14479.1"
                     /translation="MNINIPALINFDPAGIKKSTCMYISDLPGIVLYDTIPFTEYSAE
                     LLSTYSVKE"
     gene            2694089..2694670
                     /locus_tag="CH60_2467"
     CDS             2694089..2694670
                     /locus_tag="CH60_2467"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11594.1"
                     /translation="MLPSLNHIILTVALQALREGNIHHCETMGFTYDEMNLLGCLSIN
                     DLITLSQAPLPLVDITIRHDVLQKLLASSHEENRRQEQLNRAVRLGGSIALMNRYFGV
                     GSRETCARRRLLGVSVPNGRTPIPDEETDAAIWHQWQKYRVENIDSPEALDAMMQVTE
                     NLSSCTAPSLTVVWNCITHCERKNTVRRIQRAR"
     gene            2694660..2694869
                     /locus_tag="CH60_2468"
     CDS             2694660..2694869
                     /locus_tag="CH60_2468"
                     /note="C4_traR_proteo: phage/conjugal plasmid C-4 type
                     zinc finger, TraR family protein;
                     [T] COG1734 DnaK suppressor protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage/conjugal plasmid C-4 type zinc finger,
                     TraR family protein"
                     /protein_id="AJK11300.1"
                     /translation="MPDEIDRDQAFNERCLEALIEQSRLRPTPTPSLQHCRFCGKAIP
                     EKRRQTLPGVTTCTDCQSILEKRRR"
     gene            2695112..2695225
                     /locus_tag="CH60_2469"
     CDS             2695112..2695225
                     /locus_tag="CH60_2469"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin expression modulating family protein"
                     /protein_id="AJK12140.1"
                     /translation="MEEKLTGNELEMLYAAADYRRAEIVMNQYFVSTTDEK"
     gene            complement(2695269..2695712)
                     /locus_tag="CH60_2470"
     CDS             complement(2695269..2695712)
                     /locus_tag="CH60_2470"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11490.1"
                     /translation="MGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKT
                     TLQRGVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTF
                     AGDAALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2695675..2696049)
                     /locus_tag="CH60_2471"
     CDS             complement(2695675..2696049)
                     /locus_tag="CH60_2471"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14146.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPIRCGENPSGNSDGL"
     gene            2696091..2696339
                     /locus_tag="CH60_2472"
     CDS             2696091..2696339
                     /locus_tag="CH60_2472"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12033.1"
                     /translation="MMQGVFVEVHQIFIKMHVILFFLRRQCQHGLLLFEPAIAGTGLD
                     CFMLSLVSDIVQPAQTVAVGCSTSTVIPIGRRRVISGM"
     gene            complement(2696383..2696700)
                     /locus_tag="CH60_2473"
     CDS             complement(2696383..2696700)
                     /locus_tag="CH60_2473"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK14350.1"
                     /translation="MQVDWGICVMVAQPLHVFVAVLGYSRMLYIEFTDNMRYDTLETC
                     HRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFSPDCVAPS
                     GTD"
     gene            complement(2696673..2697068)
                     /locus_tag="CH60_2474"
     CDS             complement(2696673..2697068)
                     /locus_tag="CH60_2474"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11950.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPAPVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETDPDDRCRLTGAYA"
     gene            complement(2697082..2697456)
                     /locus_tag="CH60_2475"
     CDS             complement(2697082..2697456)
                     /locus_tag="CH60_2475"
                     /note="beta-ketoacyl synthase, N-terminal domain protein;
                     [IQ] COG0304 3-oxoacyl-(acyl-carrier-protein) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13845.1"
                     /translation="MSTRHVVITGMGVVSPLGCGIETVWQRLLAGQSGIRVLSDEIVG
                     DLPAKIGGQVPTLAEDAKAGFDPDKAVTPKDQKKMDRFIEFAMAAADEAISQAGWHAV
                     TNGAIVIHTQRLKSDPGGNLLS"
     gene            2697702..2697890
                     /locus_tag="CH60_2476"
     CDS             2697702..2697890
                     /locus_tag="CH60_2476"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11454.1"
                     /translation="MDSLLVTLTEAVVSIFNFLFSIARIITRVIYSLTSGPYWKRVLI
                     TTSVFSVIVGAITFFVMR"
     gene            complement(2698156..2698674)
                     /gene="fabA"
                     /locus_tag="CH60_2477"
     CDS             complement(2698156..2698674)
                     /gene="fabA"
                     /locus_tag="CH60_2477"
                     /EC_number="4.2.1.59"
                     /note="fabA: beta-hydroxyacyl-(acyl-carrier-protein)
                     dehydratase FabA;
                     [I] COG0764 3-hydroxymyristoyl/3-hydroxydecanoyl-(acyl
                     carrier protein) dehydratases"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-hydroxyacyl-(acyl-carrier-protein)
                     dehydratase FabA"
                     /protein_id="AJK12517.1"
                     /translation="MVDKRESYTKEDLEASGRGELFGAGGPPLPAGNMLMMDRIVKMI
                     EDGGSHNKGYVEAELDINPDLWFFGCHFIGDPVMPGCLGLDAMWQLVGFYLGWLGGEG
                     KGRALGVGEVKFTGQVLPDAKKVTYRINFKRVIMRKLIMGVADGEVLVDGKVIYTATD
                     LKVGLFKDTNAF"
     gene            complement(2698743..2700326)
                     /locus_tag="CH60_2478"
     CDS             complement(2698743..2700326)
                     /locus_tag="CH60_2478"
                     /note="lon protease (S16) C-terminal proteolytic domain
                     protein;
                     [O] COG1067 Predicted ATP-dependent protease"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13797.1"
                     /translation="MLIKAQESTDYLALIAQAVKALQPEASNLLGGDYLVHGHHVTWQ
                     SAQHGDERFAAQSTCLYQEWVEPEQLFGCVRMYKDQITLQPGLVHQVNGGVLILSVRA
                     LQAQPLMWLRLKQMIVQQRFDWLSTDETRPLPVHIPSMPLDLRLILVGDRLGLADFHD
                     MEPELGDLAIYGEFEAELPLVDIEGMALWCGYINTLLQQKQLPALSADAWPVLFRQAV
                     RYSGDQGSLPLCPQWLTQQLAEAALYAENDTISANALEAALNARNWRQNYLAERMQDE
                     IELGQILVETEGHVVGQINALSVLEYPGHPHAFGEPARISCVVHLGDGEFVDVERKAE
                     LGGNIHAKGMMIMQAFLMSELELDQPLPFSASIVFEQSYGEVDGDSASLAELCALVSA
                     LSQQPINQQIAVTGSVDQFGNVQPIGGVNEKIEGFFETCQRRGLTGNQGVILPTTNVR
                     HLCLNQAVVEAVQKGQFHLWAVDTVAEALPLLTGVTYDDEQQPSLLGAIQERIAQINP
                     QDKRRWPWPLRWLNWFNQG"
     gene            2700705..2701160
                     /locus_tag="CH60_2479"
     CDS             2700705..2701160
                     /locus_tag="CH60_2479"
                     /note="[S] COG3120 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="organizer of macrodomain of Terminus of
                     chromosome family protein"
                     /protein_id="AJK10578.1"
                     /translation="MKYQQLENLESGWKWAYLVKKHREGEAITRHIENSAAQDAVEQL
                     MKLENEPVKVQEWIDAHMNVNLATRMKQTIRARRKRHFNAEHQHTRKKSIDLEFLVWQ
                     RLAVLARRRGNTLSDTVVQLIEDAERKEKYASQMSSLKQDLKDILDKEV"
     gene            complement(2701329..2701787)
                     /locus_tag="CH60_2480"
     CDS             complement(2701329..2701787)
                     /locus_tag="CH60_2480"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13460.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2701988..2702992)
                     /locus_tag="CH60_2481"
     CDS             complement(2701988..2702992)
                     /locus_tag="CH60_2481"
                     /note="[R] COG3081 Nucleoid-associated protein"
                     /codon_start=1
                     /transl_table=11
                     /product="37-kD nucleoid-associated bacterial family
                     protein"
                     /protein_id="AJK13269.1"
                     /translation="MSLDIDQIALHQLIKRDEQTLDVVLRDSLLPTNAVVEEMMAELH
                     RVYSAKSKAYGLFNEQSELADALKRSRKGDEDFLSFSRAATGRLRDELAKYPFAEGGV
                     VLFCQYRYLAVEYLLISVLSSCHSMRVNEQLDLSTTHYLDINRADIVARIDLTEWETN
                     PESTRYLTFLKGRVGRKVSDFFMDFLSAAEGLDTKAQNRGLLQAVDDYCADAELGKNE
                     RQAYRQQVYSYCNEQLQAGEEIALQVLAQELPKLGEKDFQQFSAEQGYALEESFPADR
                     GTLRQLTKFAGSGGGLSINFDALLLDERIFWDAATDTLTIKGTPPNLRDQLQRRAGSK
                     "
     gene            2703170..2703397
                     /locus_tag="CH60_2482"
     CDS             2703170..2703397
                     /locus_tag="CH60_2482"
                     /note="conserved hypothetical protein;
                     [S] COG3082 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12008.1"
                     /translation="MPQSSRYSDEHVEQLLSELVSVLEKHRTPTDLSLMVLGNMVTNL
                     INTSIAPAQRKVLARSFAEALQASVREDKAH"
     gene            2703425..2705221
                     /locus_tag="CH60_2483"
     CDS             2703425..2705221
                     /locus_tag="CH60_2483"
                     /note="[R] COG3083 Predicted hydrolase of alkaline
                     phosphatase superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AJK12612.1"
                     /translation="MVTNRQRYREKVSQMISWGHWFALFNILFSLVLGSRYLFVSDWP
                     SSLIGRVYALVSWLGHFSFLVFAAYLLVIFPLTFVVMSQRLLRFLSAAFATAGLTLLL
                     VDTEVFARFHLHLNPVVWELVVNPEQTELARDWQLMFISVPVIFLIEMLFGTWAWQKL
                     RSLNRQRFVKPLVAVLISAFVASHLMYIWADANFYRPISMQRANLPLSYPMTARKFLE
                     KHGLLDQQEYQRRLTEQGNPDALAVEYPLNPITFNDKGSGYNLLLIVVDGIRVNSLQQ
                     DMPALAEFGRENIQFDHHYSSGNRQDTGLFGLFYGISPTYWDGILSAREPSAFITALG
                     AQGYQFGLFASDGFKSALYRQALLADFTLPAPVAQADAETTAQWKQWLASTAANSNPW
                     FSYISLSGPAEAQDPVIGQKVALPTDFIRNYQSGAKEVDQQIAAILETLKQSGQLDKT
                     VVIITATHGVEFNDSGNNYWGTGSSFNRQQLQVPLVVHWPGTPPQNVGKLTNHEDVMT
                     TLMQRLLHVKTAPEDYSQGEDLFAAQRNNNWVATGDNGILVITTPTQTIVLDNNGGYR
                     TYDQQGHEVKDEKPQLPLLLQVLTDVKRFIAN"
     gene            2705326..2705402
                     /locus_tag="CH60_2484"
     tRNA            2705326..2705402
                     /locus_tag="CH60_2484"
                     /product="tRNA-Pro"
     gene            2705452..2705835
                     /locus_tag="CH60_2485"
     CDS             2705452..2705835
                     /locus_tag="CH60_2485"
                     /note="conserved hypothetical protein;
                     [L] COG5519 Superfamily II helicase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10865.1"
                     /translation="MWLRCETGWDEQECRDAAQHNFNAWIKEFGTGNKKHQQIIELTE
                     GFLNAYGLSRFAPLPYDPQSLPIRDLAGYRDKGKHDRDAMVFYTFPAAFEGEMARGFN
                     VKHFAKSISGRRDVNPTSKRARLSA"
     gene            2706192..2707340
                     /locus_tag="CH60_2486"
     CDS             2706192..2707340
                     /locus_tag="CH60_2486"
                     /codon_start=1
                     /transl_table=11
                     /product="DNase/tRNase domain of colicin-like bacteriocin
                     family protein"
                     /protein_id="AJK10987.1"
                     /translation="MSFNLPGMYLYYLSRDNLAPEEYERIISPHAAWARICREYEFDD
                     SHNTRRYLINMREREQRSSPDQPRPGGIREKEKLEKLVFSGDVVMLSDLYGPARLFYI
                     NGEGQLMSADPHAFRFEGAAKIIKAFDDSVKCRNYQRTGGKPRPTKSPMKVRPSVSEL
                     PVPKAFGTINSKAAGRLLAAGGVYNQNPEMFADTAKKLGGDAAEGFDQVLNEQSAGSL
                     VALSSMVMLGRASVAGRPSVASLGELKNYLGKTKGEQKLLNNIDVIKMDYIRRDRAEL
                     ITMRGQFRGMRSKFLKSISDNPEVKKRFDSATLADLANGKAPKGWDVHHKLPLDDSGT
                     NDVGNLVLIKRDFEHNLFTNTQSNITRQIGTNGAKEILWPVPKGVIYP"
     gene            2707353..2707841
                     /locus_tag="CH60_2487"
     CDS             2707353..2707841
                     /locus_tag="CH60_2487"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14160.1"
                     /translation="MTQLNNIVDELNSLALKLEYDVLPPAVFPSSLYEYDFGLKIGKA
                     PQEFWDQYKALVELADGFDLDGFRMYGIEKHGDYENDLFTYNGYKARLDKEAPSLMSD
                     ESRYCIEIGSSSLDTYTYDVRYGKWESRDRVQYDNLFISCSNLIDFLAAILAEIREAN
                     VQ"
     gene            2708112..2708204
                     /locus_tag="CH60_2488"
     CDS             2708112..2708204
                     /locus_tag="CH60_2488"
                     /note="conserved hypothetical protein;
                     [L] COG3728 Phage terminase, small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12625.1"
                     /translation="MALTEEQKALFDALTQLQRRFVTALLEGAN"
     gene            2708541..2708897
                     /locus_tag="CH60_2489"
     CDS             2708541..2708897
                     /locus_tag="CH60_2489"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14080.1"
                     /translation="MTSAIKITVGYHSFLLPDTHTDYAFPAYINKHIDLIWRYIENND
                     KIEELSSNPFSKGRTAVLVKAKFLSSELKEFKLKTGIIGYPFDMKDISLYLASQNIKI
                     TLCTEFKRNGTLVKRL"
     gene            2708959..2709492
                     /locus_tag="CH60_2490"
     CDS             2708959..2709492
                     /locus_tag="CH60_2490"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK11612.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKSARTVA"
     gene            2709596..2710165
                     /locus_tag="CH60_2491"
     CDS             2709596..2710165
                     /locus_tag="CH60_2491"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12317.1"
                     /translation="MLTELKNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCVIHM
                     VRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHW
                     ENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDAS
                     KKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            2710765..2711766
                     /locus_tag="CH60_2492"
     CDS             2710765..2711766
                     /locus_tag="CH60_2492"
                     /note="conserved hypothetical protein;
                     [LKJ] COG0513 Superfamily II DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12225.1"
                     /translation="MVILRGGVDILVATPGRLLDLEHQNAVDLSKIEILVLDEADRML
                     DMGFIHDIRRVLAKLPAKRQNLLFSATFSDEIKGLASKLLHNPASVEVARRNTASEQI
                     AQSVHFVDKNRKRELLSQMIGEGNWQQVLVFNRTKHGANHLAEQLNKDGITAAAIHGN
                     KSQGARTRALADFKDGKIRVLVATDIAARGLDIDQLPHVVNYELPNVPEDYVHRIGRT
                     GRAERTGEAISLVCVDEHKLLRDIERLLKREIPRIALDGYEPDPSIKADPIQNGRQGR
                     GAQRPGMGRGSSAGRPQNGGGAAGRGDSRNSRPRSQADGQRRPAGPSSRGRSRNPGE"
     gene            2711977..2712435
                     /locus_tag="CH60_2493"
     CDS             2711977..2712435
                     /locus_tag="CH60_2493"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK10910.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            2712850..2713779
                     /locus_tag="CH60_2494"
     CDS             2712850..2713779
                     /locus_tag="CH60_2494"
                     /note="conserved hypothetical protein;
                     [S] COG3595 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11333.1"
                     /translation="MPQVNNISTNNIHSAGFNNSNSIQKYTGAVSSISDDLRINNEKC
                     KSDIGTISGDIKINRHSAVYGNVNSVSGDITVKNSIVDKDITTVSGDVNAVNSTIGKN
                     IKTVSGSIEVEQSTVSGNLETTSGGIDIDTTKINGNVHTTSGSISMNDSTIDGSVTCK
                     AGSVTIVNSTIKESLNVTSEKIIVGTASCIGKINISPPESVNFNIMNFGNDSIVMGMR
                     NFCISGEVNFTITNGKVFVNEQRVGHTASQSTSKKVEEVTINIAKNASVNDIVFYTKK
                     CHIILEGNAKYNGEKKDGMQFTHVNAPKSHAYA"
     gene            2714079..2715017
                     /locus_tag="CH60_2495"
     CDS             2714079..2715017
                     /locus_tag="CH60_2495"
                     /note="[J] COG0042 tRNA-dihydrouridine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrouridine synthase family protein"
                     /protein_id="AJK12683.1"
                     /translation="MRVILAPMEGVLDSLVRELLSEVNDYDLCITEFLRVVDQLLPAK
                     SFYRLCPELHNQSRTQSGTLVRIQLLGQYPEWLAENAARAVALGSYGVDLNCGCPSKL
                     VNGSGGGATLLKDPELIYQGAKAMRAAVPAHLPVTVKIRLGWDSGDRQFEIADAVQQA
                     GATELAVHGRTKEDGYQAERINWQAIGEIRQRLTIPVIANGEIWDYQSAQECMKVTGC
                     DAVMLGRGALNVPNLSRVVKYNEPRMPWLEVVKLLQKYVQLEKQGDTGLYHVARIKQW
                     LGYLRKEYTEATDLFGEIRALKNSKDIALAIQRINR"
     gene            complement(2715091..2715270)
                     /locus_tag="CH60_2496"
     CDS             complement(2715091..2715270)
                     /locus_tag="CH60_2496"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12001.1"
                     /translation="MGTTIFGIIFGVFLIAAGLADIHDEKMASLTFWVDVLIILIGAL
                     FMLGVAKFISRKKKQ"
     gene            2715609..2716544
                     /locus_tag="CH60_2497"
     CDS             2715609..2716544
                     /locus_tag="CH60_2497"
                     /note="[M] COG1686 D-alanyl-D-alanine carboxypeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AJK11388.1"
                     /translation="MYVKIRFALLSFLLLSTGISVAPLAIARGSAVEVKGTAPLELAS
                     GSAMVVDLQTNKVIYANNADKVVPIASITKLMTAMVVLDAKLPLDEILSVDIDQTKEL
                     KGVFSRVRVNSEISRKDMLLLTLMSSENRAAASLAHHYPGGYNAFIKAMNAKAKSLGM
                     NSTHYVEPTGLSINNVSTARDLAKLLMATKQYPLIGQLSTTTEKMATFREPNYTLPFR
                     NTNHLVYNDKWNIQLTKTGFTNQAGHCLVMRTVIGKRPVALVVLDAFGKYTHFADANR
                     LRSWIETGKAAPIPGAAKSYRQQKDSQGRLAQVSE"
     gene            complement(2716665..2718377)
                     /locus_tag="CH60_2498"
     CDS             complement(2716665..2718377)
                     /locus_tag="CH60_2498"
                     /note="[C] COG0277 FAD/FMN-containing dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AJK11895.1"
                     /translation="MSQFNNEKIQLLLTQLQHIVGTRYLLTGERQTERYRTGFRSGKG
                     VALAVVFPSTLLQQWQLLQACVAADTIIIMQAANTGLTEGSTPSGDDYDRPIVILNTL
                     RLNNIQLLDDGKQVIGFPGSTLNQLEKRLKPYGREPHSVIGSSCIGASVVGGICNNSG
                     GSLVQRGPAYTEMALYAQIDAQGELQLINHLGISLGNTPEEILQRLEQGQYGAEDIEQ
                     TGQQASDSEYATRVRDIDATTPSRFNADPRRLFEASGCAGKLAIFAVRLDTFPSEKQQ
                     QVFYIGTNQTQVLTELRRIILRDFKHLPIAGEYLHRDIFDIAETYGKDTFVMINSMGT
                     NNMPRFFTLKGKIDARLNKIPHLVDHLTDRVMQGFSQILPNHLPKRLKTYRNQYEHHL
                     LLKMSGDGITEAQQHLRAFFATAEGNFIACTADEGKKAFLHRFAAAGAAVRYHAVHAD
                     QVEDILALDIALRRNEKQWFETLPPEIEKCLIAKLYYGHFLCHVFHQDYIVKKGVDVK
                     ALKEKMLSLLNDKGAEYPAEHNVGHLYLAKPALKDFYQQIDPTNSFNPGIGKTSKRKR
                     WQQD"
     gene            2718587..2719126
                     /gene="cyaB"
                     /locus_tag="CH60_2499"
     CDS             2718587..2719126
                     /gene="cyaB"
                     /locus_tag="CH60_2499"
                     /EC_number="4.6.1.1"
                     /note="[F] COG1437 Adenylate cyclase, class 2
                     (thermophilic)"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylate cyclase 2"
                     /protein_id="AJK12384.1"
                     /translation="MSEHFVGKYEVELKFRVMDLTTLHEQLVAQKATAFTLNNHEKDI
                     YLDANGQDLADQQISMVLREMNPSGIRLWIVKGPGAERCEASNIEDVSKVQSMLATLG
                     YHPAFTIEKQRSIYFVGKFHITVDHLTGLGDFAEIAIMTDDATELDKLKAECRDFANT
                     FGLQVDQQEPRSYRQLLGF"
     gene            complement(2719152..2719493)
                     /locus_tag="CH60_2500"
     CDS             complement(2719152..2719493)
                     /locus_tag="CH60_2500"
                     /codon_start=1
                     /transl_table=11
                     /product="HNH endonuclease family protein"
                     /protein_id="AJK11430.1"
                     /translation="MAYIPKNYSRLESGYREKALKIFPWVCGKCSREFVYSNLRELTV
                     HHIDHDHGNNPEDGSNWEMLCLFCHDHEHSKYTEVDLYGSTVVAGDDAQKDQGVATHN
                     PFANLKSLMKK"
     gene            2719806..2720909
                     /locus_tag="CH60_2501"
     CDS             2719806..2720909
                     /locus_tag="CH60_2501"
                     /codon_start=1
                     /transl_table=11
                     /product="suppressor of fused family protein"
                     /protein_id="AJK13878.1"
                     /translation="MKESEVLAEVSNENQTLVAVVQQDLRVVYFYIYPQEAFEERFPV
                     RACWVRNRVAAPQSTDNMAMEQGVAPRLAAEFCRNIAGEAELDPQLISIIWSESDDGA
                     ALWYQGQLLAIIPGWSLYIDHSICYSASCIKDNPLVLPLGSASTNTQYALAQHTRQFW
                     RRWQQEEGNPWPLLQTEYIQCYEQHFGPSVKYYAIDQGKWPPMAISQHEKEGIYYFLT
                     IGVSIRPQPWVEILFNDDASQYRRMEMALAIDGQYVNEDNAIHMASALAGFAHVPWNK
                     ITWLGEGHTLESAVAPQGYEGYILSSALYADADHLTLPHQQDDPVNIYWASPIFTRER
                     ELAHSVPNGGSDLLKKLQQQGVNHIFSPRQAVI"
     gene            2721094..2721342
                     /locus_tag="CH60_2502"
     CDS             2721094..2721342
                     /locus_tag="CH60_2502"
                     /note="[S] COG2261 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase associated family protein"
                     /protein_id="AJK12994.1"
                     /translation="MGILSWIIFGLIAGILAKWIMPGEDGGGFIMTIILGIIGALVGG
                     YISTFFGMGRVDGFNLGSFVVAVIGSLVVLFIYRKLRS"
     gene            2721550..2722386
                     /gene="phnC"
                     /locus_tag="CH60_2503"
     CDS             2721550..2722386
                     /gene="phnC"
                     /locus_tag="CH60_2503"
                     /EC_number="3.6.3.28"
                     /note="ABC_phnC: phosphonate ABC transporter, ATP-binding
                     protein;
                     [P] COG3638 ABC-type phosphate/phosphonate transport
                     system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate ABC transporter, ATP-binding
                     protein"
                     /protein_id="AJK12554.1"
                     /translation="MGQALRKLTAADYPVVVQEPRKKVLAVKGLVKAYKSQHRVLDNI
                     NFELHAGEFVAIIGRSGAGKSTLLHILNGTIPTSAGEIINYHENGDTQNIAALTTKQM
                     RKWRAKCGMIFQDFCLVPRLDVITNVLLGRLSYTSTLKSFFKLFSEQDQARAIELLQW
                     LNMLPHALQRAENLSGGQMQRVAICRAMMQNPKILLADEPVASLDPKNTTRIMNTLQK
                     ISENDIAVIVNLHSVDLVKDYCTRVIGIAHGRIIFDGPPSMLNDSIIQDIYSDESAEL
                     LH"
     gene            2722423..2723352
                     /gene="phnD"
                     /locus_tag="CH60_2504"
     CDS             2722423..2723352
                     /gene="phnD"
                     /locus_tag="CH60_2504"
                     /note="phnD: phosphonate ABC transporter, periplasmic
                     phosphonate binding protein;
                     [P] COG3221 ABC-type phosphate/phosphonate transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate ABC transporter, periplasmic
                     phosphonate binding protein"
                     /protein_id="AJK13380.1"
                     /translation="MKKILCLTSLLAGMMIFNATAEDAPKEINLGILGGQNATQQIGD
                     NMCVKEFLDKELNVKTNLHNASDYSGVIQGVLGGKIDLVLSMSPSSFASIYIKDPNAV
                     ELVGIAIDDTDKSRGYHSVVVVKADSPYQKLEDLKGKAFGFADPDSTSGFLIPNQSFK
                     QQFGGSVDNKYNNFFSSVTFSGGHEQDILGVINGQFAGAVTWASMIGDYDTGYTSGAF
                     TRMIRMGQPDLMKKIRIIWQSPLIPNGPILVRSALPPEFKAQLVAAIKKLDKEDHGCF
                     IKAMGGKQHIGETSLSEYQNIIDMKRELTKGDR"
     gene            2723455..2724315
                     /gene="phnE"
                     /locus_tag="CH60_2505"
     CDS             2723455..2724315
                     /gene="phnE"
                     /locus_tag="CH60_2505"
                     /note="phnE: phosphonate ABC transporter, permease protein
                     PhnE;
                     [P] COG3639 ABC-type phosphate/phosphonate transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate ABC transporter, permease protein
                     PhnE"
                     /protein_id="AJK11056.1"
                     /translation="MKTDFNHYYQQIRSKQKRDTVIWSLMLAIIYLGAGNIAEFNLYT
                     VFISIPNFFDYLAETIPVLHWRNLFADGKTEGSLAYWGYRLPIQLPLIWETLQLAVAA
                     TLLSVMVATILAFLAASNTQSPPWLRLAVRTFVTFLRTMPELAWAVMFVMAFGIGAIP
                     GFLALALHTIGSLTKLFYESLETASDKPVRGLAACGASQLQRMRFALWPQVKPIFLSY
                     SFMRLEINFRQSTILGLVGAGGIGQELMTSIKLDRYDQVSITLLLIIIVVSLLDYTSG
                     KLRKRVVEGA"
     gene            2724318..2725199
                     /gene="phnE"
                     /locus_tag="CH60_2506"
     CDS             2724318..2725199
                     /gene="phnE"
                     /locus_tag="CH60_2506"
                     /note="phnE: phosphonate ABC transporter, permease protein
                     PhnE;
                     [P] COG3639 ABC-type phosphate/phosphonate transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate ABC transporter, permease protein
                     PhnE"
                     /protein_id="AJK14150.1"
                     /translation="MLTHHLTTEQILTLKQQNPQLFRQQKRYIRLIAIITAAIFLYYL
                     FFFTVFGIPWQTLVNGSQQLSRYFLRMFVWHDFANWPFKYYLGQIFITLAIVFAGTLT
                     ATLIALPLSFFAARNVMSTPGLRIISFAVRRFLDVFRGIDMAIWGLIFVRAVGMGPLA
                     GVLAIIMQDVGLLGKLYAEGHEAVDKSPSRGLTAMGANSLQKHRFGIFTQSFPTFLAL
                     SLYQLESNTRSAAVLGFVGAGGIGLVYAENMRLWNWDVVMFITLIMVVIVMIMDKISA
                     ILRKKYILGEEIALYQP"
     gene            2725445..2725918
                     /locus_tag="CH60_2507"
     CDS             2725445..2725918
                     /locus_tag="CH60_2507"
                     /note="conserved hypothetical protein;
                     [S] COG4807 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11771.1"
                     /translation="MINNDVLRSVRYMLNVNDTKIAEIIKLADFEVNNADVVNFLKKE
                     DEAGYQDCPDLVMAHFLNGLIFFRRGKDDKFPAPAVEAVITNNIVLKKLRVAFELKDT
                     DMHDVFNAVEFPVSKPELNALFRKEGSKNFRPCGDQVLRYFLKGLTLRIRGAKKA"
     gene            2726353..2727621
                     /locus_tag="CH60_2508"
     CDS             2726353..2727621
                     /locus_tag="CH60_2508"
                     /note="[E] COG0683 ABC-type branched-chain amino acid
                     transport systems, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK10558.1"
                     /translation="MQRRNLIKVFALSASVISMGMAFGTLAADTIKVGILHSLSGTMA
                     ISETPLKDMALMSIDDINAHGGVLGKQLEPVIVDPASNWPLFAEKARQLLTQDNVAVV
                     FGGWTSVSRKSVLPVFEELNGLLFYPVQYEGEEMSPNVFYTGAAPNQQAIPAVEYLLS
                     EEGGAAKRFILLGTDYVYPRTTNKILRAFLHTKGIEDKDIEEVYTPFGYSDYQTIVGN
                     IKKFSAGGKTAVISTINGDSNVPFYKELANQGIKATDVPVIAFSVGEEELRGIDTKPL
                     VGNLAAWNYFQSVDNPTNKQFVEHWKAYAKANKLPNADSAVTNDPMEATWVGMHMWAQ
                     AVEKAQSTDVDKVRAAMAGQTYAAPSGFTLTMDQTNHHLHKPVMIGEIEADGQFNVVW
                     QTDAPIRAQPWSPFIAGNDKKPDHPVKSSQ"
     gene            2727799..2729346
                     /gene="urtB"
                     /locus_tag="CH60_2509"
     CDS             2727799..2729346
                     /gene="urtB"
                     /locus_tag="CH60_2509"
                     /note="urea_trans_UrtB: urea ABC transporter, permease
                     protein UrtB;
                     [E] COG0559 Branched-chain amino acid ABC-type transport
                     system, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="urea ABC transporter, permease protein UrtB"
                     /protein_id="AJK13642.1"
                     /translation="MIGLLLGLSMSAMAGPAQDFVAANRAQQATLLQQWATEPDASRL
                     PLLQALKQETVVVDSAGQAFIKNNQSINSLEGQSQPTGTLKKIWLNNRLRILIANALA
                     AQRLVSDDETVRLQAAVELQRQAQSDQLPLLNQRLKLETDSQVKEALSIALANLQLTD
                     SNPQVRLNAVQLLGQSGSPQTQSRLQSLTDTQVEPNEQVRAAAATSLKQIQHRLMIGE
                     VIGQVFSGLSLGSILLLAALGLAITYGLLGVINMAHGEMLMLGAYSAYLVQSLFQQFA
                     PHWLALYPLIALPVAFFITAGIGMALERTVIRHLYGRPLETLLATWGISLMLIQGIRM
                     LFGPQNLEVANPAWLSGGVQVLPNLVLPWNRIAVIAFVIIVLLLTWLLLNKTRLGLQV
                     RAVTQNRAMAACCGVATGRVDMLAFGLGSGIAGLGGVALSQLGNVGPELGQGYIIDSF
                     LVVVLGGVGQLAGSVVAALGLGMLNKILEPQIGAVLGKILILVLIILFIQKRPQGLFA
                     LKGRVSD"
     gene            2729346..2730422
                     /gene="urtC"
                     /locus_tag="CH60_2510"
     CDS             2729346..2730422
                     /gene="urtC"
                     /locus_tag="CH60_2510"
                     /note="urea_trans_UrtC: urea ABC transporter, permease
                     protein UrtC;
                     [E] COG4177 ABC-type branched-chain amino acid transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="urea ABC transporter, permease protein UrtC"
                     /protein_id="AJK11168.1"
                     /translation="MNQPLTVTLTQKAPLTSLLLGMVTLIALIVLPFLALLPADHPLA
                     ISTYTLTLIGKILCYAVVAIALDLVWGYAGLLSLGHGLFFALGGYAMGMYLMRQAAGD
                     GLPAFMSFLSWSELPWFWSGSQYFVWALCLIVLVPGLLAFLFGYFAFRSKIKGVYFSI
                     MTQALTYAGMLLFFRNETGFGGNNGFTGFTTMLGFPVSATSTRIALFLATLALLIASL
                     ALGLALARTKFGRVLTAVRDAENRLMFCGYDPKGFKLFVWTLSAVLCALAGALYVPQV
                     GIINPSEMSPTNSIEAAIWVALGGRGTLIGPVLGAGIVNGAKSWFTMAMPEYWQFFLG
                     LIFILVTLFLPKGVIGLLRRGKDQ"
     gene            2730419..2731255
                     /gene="urtD"
                     /locus_tag="CH60_2511"
     CDS             2730419..2731255
                     /gene="urtD"
                     /locus_tag="CH60_2511"
                     /note="urea_trans_UrtD: urea ABC transporter, ATP-binding
                     protein UrtD;
                     [R] COG4674 Uncharacterized ABC-type transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="urea ABC transporter, ATP-binding protein UrtD"
                     /protein_id="AJK11897.1"
                     /translation="MSRFQLTEQLIYAEINVQEPGTIQHAADQYRQQRDPVLTLENIN
                     VSFDGFHALRNLSLQIGVGELRCIIGPNGAGKTTLMDVITGKTRPQTGKMVYDQHHDL
                     STMNTIEIAHAGIGRKFQKPTVFEALSVFENLELAQKNHKTVWASLCAKLNSEQRDQI
                     DETLAILRLSDLRQRQAGLLSHGQKQFLEIGMLLVQDPHLLLLDEPAAGMTDAETAYT
                     AELFNQLAGKHSLMVVEHDMGFIETIADHVTVLHQGQVLAEGSLAEVQENDQVIEVYL
                     GR"
     gene            2731349..2732047
                     /gene="urtE"
                     /locus_tag="CH60_2512"
     CDS             2731349..2732047
                     /gene="urtE"
                     /locus_tag="CH60_2512"
                     /note="urea_trans_UrtE: urea ABC transporter, ATP-binding
                     protein UrtE;
                     [E] COG0410 ABC-type branched-chain amino acid transport
                     systems, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="urea ABC transporter, ATP-binding protein UrtE"
                     /protein_id="AJK12467.1"
                     /translation="MLQVNELDQYYGGSHILRGLTFEARVGEVTCLLGRNGVGKTTLL
                     KCLIGLVPIKNGSITWEGKNISHQSPHQRVKEGIAYVPQGREIFPRLTVEENILLGLS
                     RFPGSQSKSVPEHIYQLFPVLQEMKHRRGGDLSGGQQQQLAIGRALACQPRLLILDEP
                     TEGIQPSVIKEIGGVIKKLAAQGDMAILLVEQFYDFAAELADNYLVMSRGKIVQRGLG
                     IDMEHDDVRRLVAI"
     gene            2732162..2733019
                     /locus_tag="CH60_2513"
     CDS             2732162..2733019
                     /locus_tag="CH60_2513"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14106.1"
                     /translation="MTSLPITAKQFKPSIAEEPKIARLKQLDRHSLEQLIRGDILAIR
                     IPNYCPEKTAASLNQYINQTAKLDEYTHEVYEKDQVVQNFYGVHRWGTPFNTAYGKAE
                     NESAKQKYYRDAAQMRILIDRLCAPDLPPIQALIENIKQHWPEGVVTASFEGKPMFAG
                     IIRVMFPETAHLSETVPHVDCLPFSVAELEHQFSANIYIDTPPVGGELVVWDTEAFSF
                     AEVALFEGGKLPEERLQRPLRIQPQKNELVIINTRRPHAICGFDSGKRISMQSFIGYN
                     TNQPFYFWC"
     gene            2733043..2734458
                     /locus_tag="CH60_2514"
     CDS             2733043..2734458
                     /locus_tag="CH60_2514"
                     /note="[E] COG0076 Glutamate decarboxylase and related
                     PLP-dependent proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK12677.1"
                     /translation="MTPEEFRRHGYAMIDLIADYRQNIELRGVNPTTAPGEIKSRLSL
                     NAPEKAEPFEHIISDIEELIMPGLLHWQHPDFFGYFPSNVELSSVLGDCLSTGLGVIG
                     LSWQSSPALTEIEEVATNWLLKMLGLSVAWSGVIQDSASTATLVALISGRERTSNYAL
                     MNKGMQNSDAPLIVYTSSEAHSGVNKAALLAGFGHNNTRLVPTDEHNAMSPLALKKII
                     QQDLVKGNRPCIVVATTGTTAATAMDPLDAIGDITQRYGLWLHVDSAMAGSAMILPEC
                     RHLWCGIEKADSVVINPHKWLGAAFDCSVYCVQDSEHLIRIMSTNPSFLQSDADGKVR
                     NYRDWGIPLGRRFRALKLWFLIREQGVEGLQARLRRDIANANWLAEQIKNSDDWKLVA
                     PVVLQTLCIRHEPGGLMGDALDNYTRSWAEKLNQSGKGYVTPATLGGRWMVRVSIGTL
                     GTERHHVEKLWLLLQSLVKER"
     gene            complement(2734620..2735474)
                     /locus_tag="CH60_2515"
     CDS             complement(2734620..2735474)
                     /locus_tag="CH60_2515"
                     /note="[P] COG2897 Rhodanese-related sulfurtransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AJK11466.1"
                     /translation="MNSDFLVTPQWLAAHANDANIVILDARMSPPGVVPKRNIQAEFE
                     QGHIPGAVYFDIDAIADHSTGLPHMLPSPQLFSEMAGQLGITEQHTVVIYDEGNLFSA
                     PRVWWTFRTFGAKNVRILASGLSGWQQAGYKLESGPAHPTPQTFNVTFNAAAVSSVDE
                     VLAVLGNNEVQILDARPSARYRAQEPEPRPGLRLGRIPGSINIPWGTMVENGHLKSPQ
                     ALAEIFAAQGVDLTKPIITSCGSGVTAAVVVLGLAAVNARSVSLYDGSWAEWGASNSL
                     PIDATPLA"
     gene            2736210..2737142
                     /locus_tag="CH60_2516"
                     /note="substrate binding domain of ABC-type glycine
                     betaine transport system family protein"
                     /pseudo
     gene            2737403..2738557
                     /locus_tag="CH60_2518"
     CDS             2737403..2738557
                     /locus_tag="CH60_2518"
                     /note="[E] COG1174 ABC-type proline/glycine betaine
                     transport systems, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11822.1"
                     /translation="MVVKNRVLLTLSILLVLAGAGLAFLSHAPNRLISGQGIMLISLI
                     TGPVLWLLAPILGLIIFAFLTPSIALYWLIILFAELLLLGLLLLAGATATQLAGGEES
                     LVRTSLGGGFWLMSGVSLLIAIDSLSRVIAHPVWRSLAIALLMLPIIALLASGQLDQL
                     SLMKEYVNRRDVFDDALWRHIQILLTTLVPAVVIGIPLGLLCFHSHRLQGAIFSTLNI
                     IQTIPSIALFGLLIAPLSGLAAAIPWLAELGIGGIGLAPAIIALVLYALLPLVRNVVA
                     GLEAVPDSVVESAKGMGMTRQQLFFRVQMPIAMPLILSGVRIIAVQTVGLAVVAALIG
                     AGGLGAIVFQGLLSSALDLVLLGVIPVIAMAVIVDSLFKFIVIFMDISRR"
     gene            2738554..2739492
                     /locus_tag="CH60_2519"
     CDS             2738554..2739492
                     /locus_tag="CH60_2519"
                     /note="[E] COG1125 ABC-type proline/glycine betaine
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11479.1"
                     /translation="MIQFHQVSKYFAGKRAVDNLSLQISKGEFTVLIGTSGSGKSTTL
                     KMINRLIEHDEGKIRFAGEEIRNYKPEDLRRRMGYAIQSIGLFPHWTVERNIATVPQL
                     LKWPKDRIRQRVVELLELLHLDPQQFCHRYPHQLSGGQQQRVGVARALAVDPEVLLMD
                     EPFGALDPVTRSALQLEITRIHQLSGRTIVLVTHDIDEALSLADRIVLMDEGRVIQQG
                     TPLEMLAQPANDFVRDFFGRSDLGIKLLSLGRVEQRVRCGETLAGQPILGTTSLREAL
                     SLFVSRQTDKLPVADEHGQPLGVLYFADLVANKERV"
     gene            2739489..2740325
                     /locus_tag="CH60_2520"
     CDS             2739489..2740325
                     /locus_tag="CH60_2520"
                     /note="[E] COG1174 ABC-type proline/glycine betaine
                     transport systems, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11258.1"
                     /translation="MKPAETKPDNTAVGDVKSIKPGLRFWFWLKDPLCWALLILCGLV
                     FGMTSLQRFFTALFPELDRPIYLQDTFFSLVVAHVLLVLASSSIAVFIGVTTGIAVTR
                     PAGKEFRSVVETVVAMGQTFPPVAVLAIAVPVMGFSEKPAIIALVLYGLLPILQGTIA
                     GIESVSTSIREVAAGVGMSARQILWQVELPLAAPVIVAGIRTSVIINIGTAAIASTVG
                     TKTLGSPIIIGLSGFNTAYVIQGAAVVALLAIITDMIFDRWTRRLSRWRERHSLSAPR
                     TD"
     gene            2740785..2742119
                     /gene="adiC"
                     /locus_tag="CH60_2521"
     CDS             2740785..2742119
                     /gene="adiC"
                     /locus_tag="CH60_2521"
                     /note="[E] COG0531 Amino acid transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine/agmatine antiporter"
                     /protein_id="AJK10962.1"
                     /translation="MSTDDQKVGLIPVTLMVAGNIMGSGVFLLPANLASTGGIAIWGW
                     LVTIIGALALSMVYAKISSLDDSPGGSYAYARRAFGPFLGYQTNVLYWLACWIGNIAM
                     VVIGVGYLSYFFPILKEPMVLTITCVVFLWIFVGLNIIGPKMITRVQAVATSLALIPI
                     VGIALFGWFWFKGETYMAAWNVSGLGTFGAIQSTLNVTLWSFIGVETASVAAGVVKNP
                     KRNVPIATVGGVLIAAVCYVLSSSAIMGMIPNAELRLSASPFGDAARLALGDTAGAVV
                     SLCAAAGCLGSLGGWTLVAGQTAKAAADDGLFPPIFGKVNKAGTPVAGLLILGVLMTI
                     FQISSISPNAAKEFGLVSSVSVIFTLVPYLYTCSALLLVGHGHLGNQVKTYVGITLIA
                     FVYCIWAVVGSGAEEVMWSFVTLMVITALYTFNYNRTHKNPFPLDAPVKNGQ"
     gene            2742189..2744495
                     /gene="adiA"
                     /locus_tag="CH60_2522"
     CDS             2742189..2744495
                     /gene="adiA"
                     /locus_tag="CH60_2522"
                     /EC_number="4.1.1.19"
                     /note="[E] COG1982 Arginine/lysine/ornithine
                     decarboxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="biodegradative arginine decarboxylase"
                     /protein_id="AJK12948.1"
                     /translation="MIDLSSHKKRNVLVVDSNIRDINTANGRAVNELIIALNDINFNV
                     IAAATFEDGAATVISDSSLCCIFVDWTSGGNDDESHSQAFALLQDIRRRNKSVPVLLM
                     AEHSCINSLSLETMQLVNEFVWMHEDTSEFIAARAKALIIKYYQQLLPPFTQALFQYT
                     QDNPEYSWAAPGHQGGVAFSKTAVGREFLDFFGENLFRTDTGIERESLGSLLDHSGPI
                     KESEAYAAQVFGAHASYSMLNGTSGSNRAIMAAVVGDKQIALCDRNCHKSIEQGLVLS
                     GALPVFFIPTRNRYGIIGPIPKAQFQPTAIAQKIEQNPLKSLACDSKPVYAVITNCTY
                     DGMCYNAQQAQDLLAKSVDQIHFDEAWYAYARFNPLYRERFAMRGDPADHDALGPTIF
                     ATQSTHKLLAALSQASYIHVRNGKKPIEHSRFNESYMLQSTTSPLYAIIAANEVGAAM
                     MEGGQGLALTQEVIDEAVDFRLALARAHDAFAKQGEWFFKPWNTPEITDSKSGKKLPF
                     SQASREQLTTDPACWVLKPGDPWHGFEQLEEDWCMLDPIKAGIMVPGMGDDGKLSEKG
                     IPAAIVTAFLGQRGIVPSRTTDFMVLCLFSVGVTKGKWGTLINVLLEFKQHYDSNTPI
                     SVCLPDLAKNYPHQYAHKGLKVLCDEMFAYMKISEMDKLQAEAFSHLPTPVVLPRQAF
                     QDHMAGRCELLPIDKLAGRVSAVGVIPYPPGIPIVMPGESFGSHEEPWLRYILSITKW
                     GQHFPGFEKILEGSEQKNGQYFIWVLKQ"
     gene            complement(2744613..2744816)
                     /locus_tag="CH60_2523"
     CDS             complement(2744613..2744816)
                     /locus_tag="CH60_2523"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13700.1"
                     /translation="MLRKTLIILIAVMALSSLGGVFLAGLNIYTRSTTPHETNATETD
                     ATETSLVPGIGPAGLSNTGQESP"
     gene            complement(2744941..2745831)
                     /locus_tag="CH60_2524"
     CDS             complement(2744941..2745831)
                     /locus_tag="CH60_2524"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK11054.1"
                     /translation="MLKQNRRNLWLLIGSLFTLYFVWGSTYLVIRIGVESWPPLMMAG
                     LRYLIAGVLLFSFLAIRGHALPTLRQWAAASAIGILLLAIGNGLVTIAEHQHVPSGIA
                     AVMVATVPLFTLCFSLLWGMRNTKLEWAGIALGLVGIILLNTGSNLLGNPVGAMLILL
                     ASASWAFGSVWSSRLALPAGAMSGAAQMLVAGVVLLLASTLSGEELQQPPTMSGILAL
                     LYLIVFGSMLAISAYMFLLKNVRPAVATSYAYVNPVVAVLLGIGFAGESLSPTEWGAL
                     AVIVSAVVLVTLGKFLFARR"
     gene            complement(2746243..2747358)
                     /locus_tag="CH60_2525"
     CDS             complement(2746243..2747358)
                     /locus_tag="CH60_2525"
                     /note="[M] COG3203 Outer membrane protein (porin)"
                     /codon_start=1
                     /transl_table=11
                     /product="gram-negative porin family protein"
                     /protein_id="AJK11873.1"
                     /translation="MKRNILAILIPTLLVATTSHAAEIYNKDGNKLDLYGKVKALHYF
                     SDNTKSDGDKSYVRLGFKGVTQITDELSGYGQWEYNFAANYAESQEAKDNKTRLAFAG
                     LRYGNLGSIDYGRNYGVLYDIAAWTDMLPEFGNDSYTRTDNFMTGRTTGVATYRNTDF
                     FGLVDGLKFSLQYQGKNGAEGETNNGRTDTSKQNGDGFGLSSSYEIGAGVSVGAAYAS
                     SNRTLAQKNSTFGKGDKADAWTTGLKYSDNGVYLAANYAETRNMTPISGTAVINNVST
                     SVSGFANKTQNIELVAQYLFDFGLKPSIAYIQSKGKDIEGIGDTDLVKYVDIGATYYF
                     NKNMSTYVDYKINQLNDDNKLKLNTDNVVALGLVYQF"
     gene            2747628..2749808
                     /locus_tag="CH60_2526"
     CDS             2747628..2749808
                     /locus_tag="CH60_2526"
                     /note="[KL] COG1199 Rad3-related DNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD_2 family protein"
                     /protein_id="AJK14333.1"
                     /translation="MALSSAVKEQISQWYKALQQQIPDFISRAPQRQMIAEVAKTLSG
                     DAGRHLAIEAPTGVGKTLSYLIPGIAVSRAENKPLVVSTANVALQDQIYSKDLPLLKK
                     IIPDLKFTGAFGRGRYVCPRNLAAMCTDVSGQGDLSLFLGDELAPANGEEQATCLALS
                     KSLNSYVWDGLRDHHQLALSDSLWAKLSTDKANCLGRNCHYFRECPFFIARKEIESAD
                     VVVANHALVMAALETESVLPNPKELLLVLDEGHHLPDVARDALEIEGEITAVFANMQL
                     DMIVRLVDQCLVQYRPKNPPGLAHPERLKDHCEQLRELMLSVEQQVSQLLPTEGNPAV
                     YRFEMGDLPENLTESCAKLFKLTDALRGVAEFVLNDLSEQTGKHDIVRLHRAMIQMSR
                     TLGYLEAMSKLWRLAAMEKASNAPISKWVTREYRDNQTHIYFHCVGIRVSDQLDKMLW
                     RKVPHVIVTSATLRSLNSFARLQEMSGLSEKAGDRFETLSSPFNHIEQGKLIIPKMRF
                     EPTMANEAEHLAEMAQFFRAQHASGRHKGMLILFSSHRAMQTFLSHVTDLRLMLLVQG
                     DQPRYRLVEEHRKRVNNGTASVLIGLQSFAEGLDLKGELLTQVHIHKIAFPPIDSPVI
                     LTEGEWLKSLKRYPFEVQSLPSASFNLIQQVGRLIRSNECRGEIVIYDRRLLTKGYGA
                     RLLAALPVFPIEQPDMPEGPLVTPTAVKGPAKRTKRVRKTRDKP"
     gene            complement(2749876..2751315)
                     /gene="katA"
                     /locus_tag="CH60_2527"
     CDS             complement(2749876..2751315)
                     /gene="katA"
                     /locus_tag="CH60_2527"
                     /EC_number="1.11.1.6"
                     /note="[P] COG0753 Catalase"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase"
                     /protein_id="AJK11421.1"
                     /translation="MSKKKGLTTAAGAPVVDNNNVITAGRRGPMLLQDVWFLEKLAHF
                     DREVIPERRMHAKGSGAYGTFTVTHDITQYTRAKIFSEIGKKTDMFVRFSTVAGERGA
                     ADAERDIRGFAMKFYTEEGNWDLVGNDTPVFYLRDPLKFPDLNHVVKRDPRTNLRNPV
                     YKWDFFSQLPEALHQLTIDFSDRGLPKSYRHMHGFGSHTFSLINANNERFWVKFHFRC
                     QQGIENLMDDEAEKLIGSDRESSQRDLYEAIERGDFPRWKLQIQVMPEHEASQTPYNP
                     FDLTKVWPHGDYPLIDVGYFELNRNPENYFAEVEQSSFNPANVVPGISFSPDRMLQGR
                     LFSYGDAARYRLGVNHHQIPVNSAKCPFHNYHRDGAMRVDGNSGNGATYEPNSFGLFQ
                     EQPDFSEPPLTLEGAADHWNHREDTDYFSQPRALFNLLSEEEHQRMFTRIAGELSQVP
                     EAIQRRQIALFTQVDPAYGAGVKKALGLN"
     gene            2751676..2752218
                     /locus_tag="CH60_2528"
     CDS             2751676..2752218
                     /locus_tag="CH60_2528"
                     /codon_start=1
                     /transl_table=11
                     /product="yfaZ family protein"
                     /protein_id="AJK14232.1"
                     /translation="MNKHLVACAASLLLVAGSASAVSFNAETGRHYTNLGFGLGTNTG
                     GLAISGNWARSDHDGDVLGLGLGFNLPVGPMTATVGAKGIYMSPEDGSSGGAVAIGGG
                     LSYPINKSFSVYGEGYFAPEELTSGMKSYSEANGGVRWNVFRPLTVDVGYRYINMEGK
                     EGRRDNRLADGVYIGAGLNF"
     gene            complement(2752475..2753683)
                     /locus_tag="CH60_2529"
     CDS             complement(2752475..2753683)
                     /locus_tag="CH60_2529"
                     /note="araaP: aromatic amino acid transport family
                     protein;
                     [E] COG0814 Amino acid permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="aromatic amino acid transport family protein"
                     /protein_id="AJK12641.1"
                     /translation="MKNRTLGSIFIVAGTTIGAGMLAMPLAAAGVGFGVTLALLVSLW
                     LLMCYTALLLVEVYQYEAADTGLGTLAKRYLGGHGQWLTGFSMMFLMYALTAAYISGA
                     GELLATSISQWTQQSFPTYLGVLLFTLVAGGVVCIGTHSVDLFNRILFSAKIIFLIVM
                     LALMMPHIEKTNLLTLPLEQGLALSAIPVIFTSFGFHGSVPSIVNYMGGNIRKLRWVF
                     IIGSAIPLIAYIFWQLATLGAISSHTFVGILAQQAGLNGLLQAVRDVVASPHVELAVH
                     LFADLALATSFLGVALGLFDYLADLFKRRNSIRGRLQTGLITFTPPLLFALFYPRGFI
                     MALGFAAVALSVLALILPAMLAWKARKLHQGKYQVWGGRPALAIVFACGVTVIGIQIG
                     IVTGALPAVG"
     gene            2754302..2755495
                     /locus_tag="CH60_2530"
     CDS             2754302..2755495
                     /locus_tag="CH60_2530"
                     /note="molyb_syn: molybdenum cofactor synthesis domain
                     protein;
                     [R] COG1058 Predicted nucleotide-utilizing enzyme related
                     to molybdopterin-biosynthesis enzyme MoeA"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor synthesis domain protein"
                     /protein_id="AJK11642.1"
                     /translation="MIRVEMLSTGDEVLHGQIIDTNAAWLADYFFNQGLPISSRETVG
                     DDISALIEVLTERSQVADVLIVNGGLGPTSDDLSALAAARAAGVELIEHPEWIARMEA
                     FFIARGRVMSATNRKQAHIPANAEMLDNPVGTACGFVLRLNKCLMFFTPGVPSEFKVM
                     VEQQIMPRLRQHFEVAEPPLCLRMTTFGRSESDLALELDPLPLPEGVVLGYRSSAPII
                     ELKLTGPASQRSAMEQVWQQVRAVAGESTLFEGTQGLPALLTEQLTQRGLLLAVSEQF
                     TAGLMNWQLQSAGAPLVGGELLPAHCQESLSEVASRAQSLSTLCGAQVVLAISAMQHD
                     CLSVALHTPERTFAQTVRYQASRHGLRIRQESSAMLAQDMLRRWLKGGSVCGQHGWLD
                     IIEIL"
     gene            complement(2755553..2756062)
                     /locus_tag="CH60_2531"
     CDS             complement(2755553..2756062)
                     /locus_tag="CH60_2531"
                     /note="[R] COG4574 Serine protease inhibitor ecotin"
                     /codon_start=1
                     /transl_table=11
                     /product="ecotin family protein"
                     /protein_id="AJK13826.1"
                     /translation="MKKCSIILASVLLATSINAIADTPTPLNQQQPLEKIAPYPQAEK
                     GMSRQVIFLEPQKDESRFKVELLIGKTLNVDCNRHMLGGNLETRTLSGWGFDYLVMDK
                     ISQPASTMMACPEDSKPQVKFVTANLGDAAMQRYNSRLPIVVYVPQGVEVKYRIWEAG
                     EDIRSAQVK"
     gene            complement(2756097..2756354)
                     /locus_tag="CH60_2532"
     CDS             complement(2756097..2756354)
                     /locus_tag="CH60_2532"
                     /note="[C] COG0633 Ferredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="2Fe-2S iron-sulfur cluster binding domain
                     protein"
                     /protein_id="AJK13859.1"
                     /translation="MKAIVTLNTTGAQLSVPASSRNLLETLEYHQVPVEYQCRSGYCG
                     SCRMRLLKGEVCYLQQPLAFIQAGEILPCCCQPKGNIEIEF"
     gene            complement(2756358..2757488)
                     /locus_tag="CH60_2533"
     CDS             complement(2756358..2757488)
                     /locus_tag="CH60_2533"
                     /note="[F] COG0208 Ribonucleotide reductase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleotide reductase, small chain family
                     protein"
                     /protein_id="AJK12258.1"
                     /translation="MAYTTFSQNKNNQLLEPMFFGQSVNVARFDQQKHAIFEKLIEKQ
                     LSFFWRPEEIDVSRDRIDYNALPDHEKHIFISNLKYQTLLDSIQGRSPNVALLPLISI
                     PELETWVETWSFSETIHSRSYTHIIRNIVNDPSVVFDDIVTNEEILKRAKDISAYYDD
                     LIEMTSYYHLLGEGTHQVNGKTVVVKLRDLKKQLYLCLMSVNALEAIRFYVSFACSFA
                     FAERELMEGNAKIIKMIARDEALHLTGTQHILNLMRLGEDDPEMAEIAEECQQQCYDL
                     FVLAAQQEKEWAEYLFRDGSMIGLNKEILCQYVEYITNIRMQAVGLGIPFSTRTNPIP
                     WINSWLVSDNVQVAPQEVEVSSYLVGQIDSEVSADDLSDFEL"
     gene            complement(2757651..2759939)
                     /locus_tag="CH60_2534"
     CDS             complement(2757651..2759939)
                     /locus_tag="CH60_2534"
                     /EC_number="1.17.4.1"
                     /note="nrdE_NrdA: ribonucleoside-diphosphate reductase,
                     alpha subunit;
                     [F] COG0209 Ribonucleotide reductase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-diphosphate reductase, alpha
                     subunit"
                     /protein_id="AJK13149.1"
                     /translation="MNQSLLVTKRDGSKERINLDKIHRVIDWAAEGLHNVSVSQVELR
                     SHIQFYDGIKTSDIHETIIKAAADLISRDAPDYQYLAARLAIFHLRKKAYGQFEPPTL
                     FAHVSKMVEMGKYDKHLLEDYTAEEFEQMDTFIDHWRDMNFSYAAVKQLEGKYLVQNR
                     VSGEIYESAQFLYILVSACLFSGYPRETRLDYIKRFYDAISTFKISLPTPIMAGVRTP
                     TRQFSSCVLIECGDSLDSINATSSAIVKYVSQRAGIGINAGRIRALGSPIRGGEAFHT
                     GCIPFYKHFQTAVKSCSQGGVRGGAATLFYPMWHLEVESLLVLKNNRGVEGNRVRHMD
                     YGVQINKLMYQRLLKGGDITLFSPSDVPGLYDAFFADQDEFERLYVKYEQDSSIRKQR
                     VKAVELFSLMMQERASTGRIYIQNVDHCNTHSPFDPKIAPVRQSNLCLEIALPTKPLN
                     DINDENGEIALCTLSAFNLGAIDSLDDLEDLAILAVRALDALLDYQDYPIAAAQRGAM
                     GRRTLGIGVINFAYYLAKNGVRYSDGSANNLTHRTFEAIQYYLLKASNALAREQGACP
                     WFNETTYSQGILPIDTYKKDLDAISNEPLHYDWETLRKEIQTHGLRNSTLSALMPSET
                     SSQISNATNGIEPPRGYVSIKASKDGILRQVVPEYERLKGAYELLWEMPNNDGYLQLV
                     GLMQKFVDQAISANTNYDPTRFPSGKVPMKQLLKDLLTTYKFGVKTLYYQNTRDGADD
                     VQEDIQSSLPGDDDCEGGACKI"
     gene            complement(2760433..2761161)
                     /gene="ubiG"
                     /locus_tag="CH60_2535"
     CDS             complement(2760433..2761161)
                     /gene="ubiG"
                     /locus_tag="CH60_2535"
                     /EC_number="2.1.1.64"
                     /note="ubiG: 3-demethylubiquinone-9 3-O-methyltransferase;
                     [H] COG2227
                     2-polyprenyl-3-methyl-5-hydroxy-6-metoxy-1,4-benzoquinol
                     methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-demethylubiquinone-9 3-O-methyltransferase"
                     /protein_id="AJK11586.1"
                     /translation="MRAKTTSRHHNVDEQEIAKFEAVASRWWDLEGEFKPLHRINPLR
                     LNYILQRSGGIFEKKVLDVGCGGGILAESMAREGAQVTGLDMGYEPLQVARLHALETG
                     VKLEYVQETVENHAQQHPQHYDVVTCMEMLEHVPDPASVVRACAQLVKPGGHVFFSTI
                     NRNTKSWLMAVVGAEYLLKMVPKGTHDAKKFIRPSELIGWVDQTPLLERHIIGLHYNP
                     ITDHFKLGRNVDVNYMVHTQRDSE"
     gene            2761423..2764098
                     /gene="gyrA"
                     /locus_tag="CH60_2536"
     CDS             2761423..2764098
                     /gene="gyrA"
                     /locus_tag="CH60_2536"
                     /EC_number="5.99.1.3"
                     /note="gyrA: DNA gyrase, A subunit;
                     [L] COG0188 Type IIA topoisomerase (DNA gyrase/topo II,
                     topoisomerase IV), A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA gyrase, A subunit"
                     /protein_id="AJK12277.1"
                     /translation="MSDLAREITPVNIEEELKSSYLDYAMSVIVGRALPDVRDGLKPV
                     HRRVLFAMNVLGNDWNKPYKKSARVVGDVIGKYHPHGDSAVYDTIVRMAQPFSLRYML
                     VDGQGNFGSVDGDSAAAMRYTEIRMSKIAHELLADLEKDTVDFVPNYDGTEQIPAVMP
                     TRIPNLLVNGSSGIAVGMATNIPPHNLSEVIDGCLAYIEDENISIEGLMEYIPGPDFP
                     TAAIINGRRGIEEAYRTGRGKVYIRARAEVEADAKTGRETIIVHEIPYQVNKARLIEK
                     IAELVKEKRVEGISALRDESDKDGMRIVIEIKRDAVGEVVLNNLYSLTQLQVTFGINM
                     VALSQGQPKLLNLKDILVAFVRHRREVVTRRTIFELRKARDRAHILEALAIALANIDP
                     IIELIRRASTPAEAKAGLIASPWELGNVASMLERAGDDAARPEWLEAEFGIRDGKYYL
                     TEQQAQAILDLRLQKLTGLEHEKLLDEYKELLTLIGELIFILENPDRLMEVIREELVA
                     IKEQYNDLRRTEITANTSDINIEDLINQEDVVVTLSHQGYVKYQPLSDYEAQRRGGKG
                     KSAARIKEEDFIDRLLVANTHDTILCFSSRGRLYWMKVYQLPEASRGARGRPIVNLLP
                     LEPNERITAILPVREYEEGCHVFMATASGTVKKTALTEFSRPRSAGIIAVNLNEGDEL
                     IGVDLTDGSNEVMLFSALGKVVRFPEGQVRSMGRTATGVRGINLNGDDRVISLIIPRG
                     DGEILTVTENGYGKRTAVAEYPTKSRATQGVISIKVSERNGKVVGAVQVAPTDQIMMI
                     TDAGTLVRTRVSEVSVVGRNTQGVTLIRTAEDEHVVGLQRVAEPEEDDDILDGESSEG
                     EEGSEENAALNAPSDDVADEDTDAEDDTDVEDDNA"
     gene            2764310..2767159
                     /locus_tag="CH60_2537"
     CDS             2764310..2767159
                     /locus_tag="CH60_2537"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="rcsC Alpha-Beta-Loop family protein"
                     /protein_id="AJK13114.1"
                     /translation="MKYLSSFRTTLKISRYLFRVLAVMLWSLGALLTTFYILNVLNEK
                     KADIRQEYNNNFGLAQNYIRHSAEIIRDIKYMAENRLDKNASDTDATSGMVMNKKAVP
                     QYYPLNSDSGCTTASTSNQASVNTLSNLIWYWKENFTAAYDLNRVFFIGTDTLCMVDF
                     DIRNAPSLQENLLKSLYEHTLKYRDTKNQDKDSNIYWVVPGARPDIGVLYVLSPVYLG
                     NRLEAMIGFEQSVRLEDFISSRTLPIRVTLLNQDNEPVLQMASGDRYPAILDDYPDSP
                     SYFGYADDYKDLILKKALPPSPLSIAYSLPVKTIIEAFKLLIFNALLLNVLSAVVIFT
                     LAWLFERKMFHPAEDNALRLEEHEQFNRKIVASAPVGISILRISDGTNILSNELAHNY
                     ISLLTNEDRERITRIICERQANFVDVMTSNNNNLQISFVHSRYRNEDVAICVLVDVSA
                     RVKMEESLQEMATAAEQASQSKSMFLATVSHELRTPLYGIIGNLDLLQTKELPQGVDR
                     LVTAMNNSSGLLLKIISDILDFSKIESEQLKIEPSEFSTVEVITHITANYLPLVVKKR
                     LGLYCFIEPDVPRLIEGDPVRLQQVISNLLNNAIKFTDTGCIILQVRVRDCYLEFRVR
                     DTGVGIDSREINQLFDPFFQVGTGVQRHFQGTGLGLAICEKLVNLMDGDVEVISELGM
                     GSIFAIRIPLYHHQNTVLSANDRWQGKVLWLDIRNARLESYLLDLLGYFGATIRRYCG
                     EQTQPEDVLICDYPSQLSPPLLAWIQLSIEHIGLPQETRPAYWSLSTSTLLEIVPLLD
                     WILRGQQPVDNSSLQLHAPKTNQDNNADLQILVVDDHPINRRLLADQLTTLGYRVITA
                     NDGLDALVALNTNTVDMVLTDVNMPNMDGYRLTERLRQLNHNFPIIGVTANALAEGKQ
                     RCIEAGMDNCLSKPVTLDTLRQMLLYYSDQVRRSR"
     gene            complement(2767227..2767880)
                     /gene="rcsB"
                     /locus_tag="CH60_2538"
     CDS             complement(2767227..2767880)
                     /gene="rcsB"
                     /locus_tag="CH60_2538"
                     /note="[TK] COG2197 Response regulator containing a
                     CheY-like receiver domain and an HTH DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="rcsB protein"
                     /protein_id="AJK11135.1"
                     /translation="MNNLNVIIADDHPIVLFGIRKSLEQIEWVNVVGEFEDSTALINN
                     LSKLDANVLITDLSMPGDKYGDGITLIKYIKRHYPDLAIIVLTMNNNPAILSSVLDLD
                     IDGIVLKQGAPADLPKALAALQKGKKFTPESVAKLLEKISANGYGDKRLSPKESEVLR
                     LFAEGFLVTEIARKLNRSIKTISSQKKSAMLKLGVDNDIALLNYLSSVTISQVDKEL"
     gene            complement(2767883..2768455)
                     /locus_tag="CH60_2539"
     CDS             complement(2767883..2768455)
                     /locus_tag="CH60_2539"
                     /note="[T] COG2198 FOG: HPt domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hpt domain protein"
                     /protein_id="AJK14151.1"
                     /translation="MLNSFGANCILTDERLPGRDYDVTITDNPQHYDNYTLLLAADET
                     GFHQLQNNYIRANYNLSSAVIDSILLLIERRILSEQSQQKVEYITEDDINLYERQLKT
                     SDYYSLFVETVPVDLKKLYTELQQSDLTSLSQTVHRLKGVFAMLNLVLGKQLCETLEQ
                     HIADGDRLKIENSISQIDFFITRLLQEGNP"
     gene            complement(2768623..2770575)
                     /locus_tag="CH60_2540"
     CDS             complement(2768623..2770575)
                     /locus_tag="CH60_2540"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AJK13738.1"
                     /translation="MQNNSSTHSAANITRYFWLFIVLLLMTVGLYAYNYTNAYLTEKK
                     HALTNIANGLQQRIDDYRYHTYQIYDLVNNPIKASEPPPVVQETRLRPDVYYIEKPRR
                     KTDAIIFGNHEPATLTMALQISDYLDNLWGPQNDTYSMYYLNGQDNSLLLITTQALKE
                     VTSRFKESYLTAFAESRRAEMLQQVNTLDERESFSPLRKLRFQNAYYFTLRTTFNRPG
                     HLATVIAFDLPINDLIPPNMARSNFLLQPDKVPLNEGATPEDIAATSVSLNGSWVEFS
                     APLANVTLKIIYRVPVSHLIIDLLINNFWLILANIVLLALTILAAYFVRHQYGRPSAD
                     VTGQLEAQRLLSQEIITNLPQGLLIYDFSNSTVIASNKIAENLLPHLNLQKIATMAEQ
                     HHGVIQGTVNNEVYEIHMFRSQISPETYLFLLNDQDKEVLVNKKLQQARREYDKNLQA
                     RKLMLHNLGIELGQPVHHLSQLVRTLQDTTDLQQQHDIKTKLVEQSATILELIDNITL
                     LTKLETQDWQTEQQVFSLSTLIDNLLLDLLPSINRKGLNLFNHFHVSLDQIYLGDEKV
                     LRKILSLLLNYSIVTTAYGKITLNVDHEPGHPEQLVIQIMDTGAGISDEEIGNLNYPF
                     LSQALADRYNHGSGLTFFYVTNYVKN"
     gene            complement(2770599..2771753)
                     /locus_tag="CH60_2541"
     CDS             complement(2770599..2771753)
                     /locus_tag="CH60_2541"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK12848.1"
                     /translation="MSTKIHQQAVQPGISQQVSTRLAFFIAGLGMAAWAPLVPFAKAR
                     IGLNDASLGLLLLCIGIGSMLAMPLTGVLTAKWGCRAVILLAGAVLCLDLPLLVLMNT
                     PATMAIALLVFGAAMGIIDVAMNIQAVIVEKASGRAMMSGFHGLFSVGGIVGAGGVSA
                     LLWLGLNPLTAIMATVVLMIILLLAANKNLLRGSGEPHDGPLFVFPRGWVMFIGFLCF
                     VMFLAEGSMLDWSAVFLTTLRGMSPSQAGMGYAVFAIAMTLGRLNGDRIVNGLGRYKV
                     LLGGSLCSAIGIIIAISIDSSMAAIIGFMLVGFGASNVVPILFTAAGNQTVMPANLAV
                     ASITTIGYAGILAGPAAIGFIAQLSSLSVAFGCVALLLLTVAASARAVTR"
     gene            2772526..2772660
                     /locus_tag="CH60_2542"
     CDS             2772526..2772660
                     /locus_tag="CH60_2542"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12465.1"
                     /translation="MMIAWLLYIPVDVFILSICANHMCYNSLFTIAIIFKTIVININQ
                     "
     gene            2772856..2773971
                     /gene="ompC"
                     /locus_tag="CH60_2543"
     CDS             2772856..2773971
                     /gene="ompC"
                     /locus_tag="CH60_2543"
                     /note="[M] COG3203 Outer membrane protein (porin)"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane protein C"
                     /protein_id="AJK14472.1"
                     /translation="MKLRVLSFIIPALLVAGSASAAEIYNKDGNKLDLYGKIDGLHYF
                     SDNKNLDGDQSYMRFGLKGETQITDQLTGYGQWEYQVNLNKAENEDGNHDSFTRVGFA
                     GLKFADYGSLDYGRNYGVLYDVTSWTDVLPEFGGDTYGADNFLSQRGNGMLTYRNTNF
                     FGLVDGLNFALQYQGKNGSSSETNNGRGVADQNGDGYGMSLSYDLGWGVSASAAMASS
                     LRTTAQNDLQYGQGKRANAYTGGLKYDANNVYLAANYTQTYNLTRFGDFSNRSSDAAF
                     GFADKAHNIEVVAQYQFDFGLRPSVAYLQSKGKDIGIYGDQDLLKYVDIGATYFFNKN
                     MSTYVDYKINLLDKNDFTKNARINTDDIVAVGMVYQF"
     gene            2774355..2774442
                     /locus_tag="CH60_2544"
     tRNA            2774355..2774442
                     /locus_tag="CH60_2544"
                     /product="tRNA-Ser"
     gene            2774448..2774523
                     /locus_tag="CH60_2545"
     tRNA            2774448..2774523
                     /locus_tag="CH60_2545"
                     /product="tRNA-Thr"
     gene            complement(2774711..2775877)
                     /locus_tag="CH60_2546"
     CDS             complement(2774711..2775877)
                     /locus_tag="CH60_2546"
                     /note="[V] COG1680 Beta-lactamase class C and other
                     penicillin binding proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="putative enzyme"
                     /protein_id="AJK13283.1"
                     /translation="MDKRLLKRLSAPLLAAALWTIPLHSHADTQPLTSQDTKLLTSQI
                     VDQYAEHIFYNSGAVGMALVVIDNNQVVNRSFGETQPGNNIRPRPDSLIRIASITKLM
                     TSEIMVKLADDGIVKLTDPLKKYAPKGVNVPSYSAKQPIRLLHLASHTSGLPREQPGG
                     PQKRPVFTWPTKDNRWQWLKLAKVTVPPGVKAAYSNLAYDLLADALSRAAGKPYAHLL
                     RDKITAPLGMKNTTLTPTAEQCKRLMIGVGSSRCGNTVAAAGSGGIYSTPEDMQHWMQ
                     QFLASDNSAPKRSAKREQALYFQRGDLVSLKGMDVAGQADALGLGWVYMAPKADLPGI
                     MQKTGGGGGFITYMAMVPEKNIGVFVVVTRSQLTKFSNMSDGVNQLVAELVKNH"
     gene            complement(2776152..2777588)
                     /locus_tag="CH60_2547"
     CDS             complement(2776152..2777588)
                     /locus_tag="CH60_2547"
                     /note="[G] COG2211 Na+/melibiose symporter and related
                     transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="MFS/sugar transport family protein"
                     /protein_id="AJK11595.1"
                     /translation="MSKQISTRHTLAYGSANLLGSGALAISGAWLMYFYTTFCGLSVV
                     EAATIFSIASIIDAISNPVMGYITDNFYNTRLGRIFGRRRFFILLGIPLVLVYPMLWM
                     SGFGFWYYLLTYALFELIYTSIMVPYETLATEMTTDFAKRSKLTGSKAIFGKVANFLA
                     AFIPGQFIAIYGKDSATPFLYTGIAYGLIMCCAMIWLYSSSWERPASEVVRETTSSLG
                     QALKKLCVDMASTFHLRIFRKHLGMYLFGFGAEWLFASAFTYFIIFGLGQDAALVSQL
                     NSFSSIMQLISTAIFIGICVKMGFARPFRIALQVVIVSVVAYAALYFTGWSETTTVIV
                     LFCITAVFGLSTGGIYYIPWTVYTFLADVDEVLTGRRREGIYAGAMTFAGKMVRSIIV
                     FAIGVISLALVAIYYTTQMKLDRKNHSILLEEIERIKNGGAMADIPAHARAVAEELTG
                     WKYEQCWGNNPLGVKESPTVIPKPVTES"
     gene            2778004..2778993
                     /locus_tag="CH60_2548"
     CDS             2778004..2778993
                     /locus_tag="CH60_2548"
                     /note="[R] COG2220 Predicted Zn-dependent hydrolases of
                     the beta-lactamase fold"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase superfamily domain protein"
                     /protein_id="AJK13095.1"
                     /translation="MAKKNPYYDASKPHHTEFGFQNIEPVVHHPQDLKRWREERKRQS
                     LPKPPQQGYPQFVTDWWQQADFSGQQDALWWLGHASLLLRISGQAVLFDPVLSSRVSP
                     VNFYGPQRKTPIPASVQQLPDIDVIVISHNHYDHLDVTTITQLLRRFPDVVFLVPLGL
                     KNWLRQHGARHVHELDWWDQRLVADFEFHCVPARHWSMRTPWDRNHSLWSGWVVKRGE
                     VNFYFSGDTGYCQQLLDIGEALGPFNYAALPIGAYAPRWFMQAQHMDPQQSVQLFQKL
                     HQPVTIPIHWGVFELADEPLDEPPEQLQQALTDAGVAHNKFVPIKIGARIILE"
     gene            complement(2779067..2780854)
                     /locus_tag="CH60_2549"
     CDS             complement(2779067..2780854)
                     /locus_tag="CH60_2549"
                     /note="[NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AJK10672.1"
                     /translation="MLDSIRSRILAACIIIVAGSLAINTFLNYSVANKYNNSAIDNTL
                     TALTVSHSVSIAEWVASKTQMIMSLKDSALTADPLAALKQVAAAGGFINVYIGYADKT
                     AIFSNPDGIPADYDPTGRPWYLQAVNAGKPVVTPPYIDAGTQQLVVTFAWSIVQDGVL
                     KGVIAADVTMGSVIANVNAIHPTDNSFGMLIGADGTIIAHPETLLTLKPLADIAPNLN
                     LQTLLTATVPVSTDISGSSKLLLAQAVPGTQWFTVVALDKSQATAGIHSLLTTSLVTL
                     VIIIFISAGVIALITQRALTPLTHIQQAMDAISSGSADLTQRLPIEGRDEVAQIARSF
                     NQFADKLSLVMAQIRGTSESVRVAANEIAAGNQDLSGRTESAAASLQQTSAALEQISA
                     TVAQSASAARQANNAVFSASEDASRGGDVITKVITTMESIEKASGKIGDITSVIDGIA
                     FQTNILALNAAVEAARAGEQGRGFAVVAGEVRILAQRSAQAAKEIKALIESTVSSVAS
                     GSSQVRQASNAMTDIVSSVSDVTTIMSEITNAADEQMRGIHEINSAVAQLDTMVQQNA
                     ALVQESTAASAALQAQAADLTDTVNQFKI"
     gene            complement(2781261..2782196)
                     /gene="pla"
                     /locus_tag="CH60_2550"
     CDS             complement(2781261..2782196)
                     /gene="pla"
                     /locus_tag="CH60_2550"
                     /EC_number="3.4.23.48"
                     /note="[M] COG4571 Outer membrane protease"
                     /codon_start=1
                     /transl_table=11
                     /product="coagulase/fibrinolysin"
                     /protein_id="AJK11986.1"
                     /translation="MNKEALAKKGAGALALLILSHPAVANNNTDTAGNVTVSTSLGLL
                     NAESIESVYQSSEPNQKLSQLNWEANNTPIVKMDIAWDALPRLTLTAKGWSTLSSGQG
                     VMDNYDWLTPQQTQWSDWSHHEKTNLNYANEIDINAKIWFLKQHNYRVGPILGYQENN
                     QSWTAYGGNFNYNNGANIFTAPDGIVGVGYKQKFDMLYIGLAGSYRYQQLEFNALLKY
                     SNWVNANAYDNHYNRKVSFKDSSKNSSYYSAVIDVGYYFTENTKLFVEAAWNQYSEGR
                     GETQTLNYATGNVGSSKSGIEYQSQTLTVGFQYKF"
     gene            complement(2782368..2782610)
                     /locus_tag="CH60_2551"
     CDS             complement(2782368..2782610)
                     /locus_tag="CH60_2551"
                     /codon_start=1
                     /transl_table=11
                     /product="dinI-like family protein"
                     /protein_id="AJK11545.1"
                     /translation="MRVELIYDKRNVGSLANATEIIRAELTKRVHRVFPDAEVNVKAM
                     HANGINTNASKQEKSVLNRLVEEMFDEADEWLNNEF"
     gene            complement(2782816..2783538)
                     /gene="ci"
                     /locus_tag="CH60_2552"
     CDS             complement(2782816..2783538)
                     /gene="ci"
                     /locus_tag="CH60_2552"
                     /note="[KT] COG1974 SOS-response transcriptional
                     repressors (RecA-mediated autopeptidases)"
                     /codon_start=1
                     /transl_table=11
                     /product="repressor protein CI"
                     /protein_id="AJK13045.1"
                     /translation="MKKKPLTPEQLDDAKRLKELFNAKKKALGISQESVAHELGVGQS
                     AVNQFLNGVNPLNITNAAAFAKVLNEPISSFSPSLAKELAKMAESLSITTRSGAKDKP
                     AVSVANSYPLISWISAGNWYEAIEPYTLRDIEIWPESTKHAHESAFWLSVKGDSMTSP
                     SGISFPEGMIILVDPEKEPMPGNFVIAKLTDDNEATFKKLVVDAGIKYLKPLNPAYRL
                     IELNGNCKILGVVVDARWLQID"
     gene            2783866..2784291
                     /locus_tag="CH60_2553"
     CDS             2783866..2784291
                     /locus_tag="CH60_2553"
                     /codon_start=1
                     /transl_table=11
                     /product="phage antitermination Q family protein"
                     /protein_id="AJK11083.1"
                     /translation="MRDIQLVLARWGVWARYSSGLDYSSIAAGFKGLLADTSKSKASC
                     CDDDGLVVDGCVARLKQCRPNEYELIIRHYVLNQSKRAIARQQKRDEKLIRINMQMAE
                     GFIDGCLAMLNVKLTMDPFIENLPIYEQPSARSEENASA"
     gene            2784502..2785806
                     /locus_tag="CH60_2554"
     CDS             2784502..2785806
                     /locus_tag="CH60_2554"
                     /note="conserved hypothetical protein;
                     [S] COG3395 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13189.1"
                     /translation="MSIQLGVIADDFTGATDIASFMSDSGWKVVQFIEVPTSNNLCPP
                     NTDAVVIALKSRSIPAAEAIEQSLACLQWLKECAQARQIYFKYCSTFDSTPAGNIGQV
                     SDALMSAAGVQQLVHCPALPQNKRTVVHAHLFVNGVLLNQSGMENHPLNPMRDADLRR
                     VLAPQIHGAVGSLNLDAIQQGTLAIHQRLVALSAQGCNHVIADTLTPADLDQLALALA
                     QQPLLAGGSGLGGALAKRFPSIFISGAASTLDAASTSGATKFAFPIKRKTVVLSGSCS
                     AMTQQQVSTYCQQAAHFALDVGRCLEVNSGYINDIADWVMAHSCEALAPLVYATQPSD
                     IIREIQQQYGEQQASLAVEAAFAGLANELLARGVNTFIVAGGETSGTVVKQLGVNMLE
                     IGQSIAPGVPWVRDPQRGLMLALKSGNFGNEHFFVAAQEYTE"
     gene            2785803..2786432
                     /locus_tag="CH60_2555"
     CDS             2785803..2786432
                     /locus_tag="CH60_2555"
                     /note="class II Aldolase and Adducin N-terminal domain
                     protein;
                     [G] COG0235 Ribulose-5-phosphate 4-epimerase and related
                     epimerases and aldolases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11197.1"
                     /translation="MNSPPFSEPPPSLEPPPASKLSPPAKQVPFSEQQVRDDLVNYAR
                     SLFQRGLSSGGAGNISVKLPDGSFLVTPTNSCLGELDSQTLSKLDAEGNHISGDKPSK
                     EVPMHLAMYRARSTCGAVVHLHSPYLTALSCLTNIDHTNCLPPITPYYVMRIGRLPLL
                     SYMKPGDPAIATALADTARDHNAVLLANHGPVVSGSTLKNLKIRHGSIF"
     gene            2786518..2787327
                     /locus_tag="CH60_2556"
     CDS             2786518..2787327
                     /locus_tag="CH60_2556"
                     /note="[KG] COG1349 Transcriptional regulators of sugar
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-like helix-turn-helix domain protein"
                     /protein_id="AJK14048.1"
                     /translation="MIPEQRRDFIYRYVHEQNVASFMDLAELMNVSHMTVRRDIQILE
                     AEGKVVAINGGVKLNNLLKLELAYSEKASLNHELKQNIGVLAAMLIEPGQTLYLDAGT
                     TLFEVAKAVAASNCFNLTVVTNDFTISGYLMDMPHISLYHTGGLVDRRNRSCLGNSAA
                     NFLNTINIDVAFLSSSSWDIARGMSTPSEGKAMVKAAVMRASRRNILVSDSSKFGKYG
                     MFPICNLQALTDIISDGNLPLVAQKQIKESGVKLHLVNKEVRAPCSNSQPI"
     gene            2787303..2788097
                     /locus_tag="CH60_2557"
     CDS             2787303..2788097
                     /locus_tag="CH60_2557"
                     /note="[G] COG3622 Hydroxypyruvate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="xylose isomerase-like TIM barrel family protein"
                     /protein_id="AJK13116.1"
                     /translation="MLKFAANLTWLFTEVPFLQRFALAAKAGFPAVECLFPYQEQIAD
                     VQQAQKASGIPVVLINAPAGEWENGQRGLASLPDAGEPFRHSVRLAREYAVALGCKQI
                     HIMAGNREESITFDEQYALLIERLRYAADYLMADNIRVLIEPLNNDNMPGYFISSFPL
                     AEKIIHQCERKNIFLQFDVYHCQKIHGNLWANLQHYWPLISHIQIASVPERHEPNKGE
                     VNYPWLFQQLVIKNYPGWIGCEYQPENETFSGLGWLGKNKNIKAFS"
     gene            2788711..2789001
                     /locus_tag="CH60_2558"
     CDS             2788711..2789001
                     /locus_tag="CH60_2558"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein"
                     /protein_id="AJK13747.1"
                     /translation="MYEQSQFPYWWAGSLALFSLLSLQDFIFILGTIISVIFTIKTYY
                     VNLREKAAIIKEEQRRTEILQNFLQNKTIENIPAAIVVCHKAASQQAIIKRR"
     gene            2789047..2789664
                     /locus_tag="CH60_2559"
     CDS             2789047..2789664
                     /locus_tag="CH60_2559"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage ATP-binding protein"
                     /protein_id="AJK13531.1"
                     /translation="MTFIDVRRRSFLSGEIMNAAQIRQLAAAALRGKTDAEDRIYLTE
                     AWPITTYPAILLQTPLEVKESIGRNAPQFKTITTLRISGHIQLSEGENPVTVAASALE
                     RLCEQIQRAVINSYELTRQIQQFAKVRTTMGIYTALGSDTAARSAATRSEPSVAEVKV
                     ELDLEYYQGPEDFFPLETPQLAGIDVTINMPDGAPEPLIAITLSE"
     gene            2789669..2789863
                     /locus_tag="CH60_2560"
     CDS             2789669..2789863
                     /locus_tag="CH60_2560"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12195.1"
                     /translation="MFVKPMAGRAVRDPVKGTFLPEFGTEVPDNAFWRRRLQDGDVVQ
                     IAAKPAASVFEELTTESTKL"
     gene            2789860..2791368
                     /locus_tag="CH60_2561"
     CDS             2789860..2791368
                     /locus_tag="CH60_2561"
                     /note="[R] COG4386 Mu-like prophage tail sheath protein
                     gpL"
                     /codon_start=1
                     /transl_table=11
                     /product="phage tail sheath family protein"
                     /protein_id="AJK13630.1"
                     /translation="MTIPFTNIPSNLRTPLFFAEFDNSQANTASTTQRTLIIGQTRAG
                     STLPANIPLLVSSTATVAGLSGAGSMLHGQMAAYLANDTAGEIYLLPLSDADSMVAAI
                     GKITINTAASETGVISLYIGGIRVQTTVVATDSVSTIAAALAAAIENQPELPVTVVHT
                     GDMVSEGAVVVLEAKNKGAHGNNIDLRLNYLGNAGGEITPESLVLMITPMAGGAGAPE
                     LADGLANLQDRTFDFIINPYTDTASLDAIKDFLSDSTGRWSYRQQLYGHSFAAQSGTY
                     GQLTAAGELRNDQHASLLGIHNSPTPAHIWSAAYVGAIAQSLRNDPGRPLQTLAIRGV
                     LAPPLSSRFTLTERNNLLHSGISTVTVADDSTVQVENIITTYQKNKYGAEDDSYLQIE
                     TLFLLMFVTRFLRTQVTSKFARMKLAADGTRFAPGSAIITPNVIRAELIAQYQTLEFN
                     GYVQDAKGFARGLIVEKSASNPNRVDVLWTGVLINQLRIFAVLNQFRLQAAV"
     gene            2791390..2791758
                     /locus_tag="CH60_2562"
     CDS             2791390..2791758
                     /locus_tag="CH60_2562"
                     /codon_start=1
                     /transl_table=11
                     /product="phage tail tube family protein"
                     /protein_id="AJK14480.1"
                     /translation="MSDTSNRLAGTAYVTVDGITVMVAGSFKYSPSRVKRETVMGMDG
                     VHGYKETINAPYIVCQIRDSGGISVSDFNDQTHVNIVCELANGKTIIGSAMWSVNTQE
                     VDSTEGTLEVRWEGGSVTEN"
     gene            2791760..2792059
                     /locus_tag="CH60_2563"
     CDS             2791760..2792059
                     /locus_tag="CH60_2563"
                     /codon_start=1
                     /transl_table=11
                     /product="mu-like prophage FluMu gp41 family protein"
                     /protein_id="AJK12151.1"
                     /translation="MAELERSKTISLVKPIAHDASKTTYEVVELSEPTLLQVQQFYDE
                     QTKSGSLSGMGLLIALVSGVPREAIKKMAFTDYKACEVYMMRFLAYSPTGDDGAK"
     gene            2792180..2793673
                     /locus_tag="CH60_2564"
     CDS             2792180..2793673
                     /locus_tag="CH60_2564"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage coat protein"
                     /protein_id="AJK12539.1"
                     /translation="MTEIFDFDLAIDAQVTESVSQMNKAIKALVPQFNELRKSVEAIN
                     HVIPLFIMRIEGFHNEYGNISGGTRTSSDNSLMTSIANIANSYITGGKFNLIYTIGSE
                     FASAVSQAASEARTVNKVTQNAGAPIDQFSQLYGAMQIRGTDQEAAIKSTERLYNTFN
                     NILWRRDEQGWNLLQDYGLDIASNKNGTVDAPTTLTNMAKEFPQMAPQDQHQLIHILR
                     MDSNAIELLREGGQLTDLLAKSRQYGLTIDPQLNARLTELNIRTNELSMAWDGLKGKA
                     SNKLYDVLFSDGTIADGIGGLTDMITYGPDNFSIMRTLGVTQGIDTDKMRRGYNDADF
                     YQQLNFYEKAMLSAGLMTDGFRKKYQGNNEEKNATSAVNAVAINTVAINSDIPEFNLG
                     KDLFNFGAETENTWKNNWLTDIHAEEPSSDFGYNDIDINPVNLSLISPESAGDFNGNA
                     IADVIATAMQNNRVQIELTLIDSRTGETSLIQAQGGARIAHAMELGH"
     gene            2793940..2795346
                     /locus_tag="CH60_2565"
     CDS             2793940..2795346
                     /locus_tag="CH60_2565"
                     /note="[R] COG4228 Mu-like prophage DNA circulation
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA circularization family protein"
                     /protein_id="AJK10878.1"
                     /translation="MSLIGNTLSALLGGSDDSWQWSEHLHRASFRGVPFVVVSGQGTF
                     GRRQVTHSYPYRDTSYIEDLGRNTRKIVLKGILIQNSQIYTAPDVMTQRDSLIAACEM
                     SGPGTLVHPTLGEMTVSISEAGLLIDDSFSSERVFSFTLTAIESGLRAFAITGSAEMG
                     ASIQSSWLGLSAKAVAGFISTVKGEMRSATQAIKTLKNTAAFWRRMVTGTANEASNLG
                     NALRSTFGRNRYGRYNHGTVGGSSTGATTTVSQQNDTADLSTLVAQRMALVVEGRAAL
                     DAALDELLAASSIESHADSVLAVVDALLATGISTRDIIRIMETLALAHDDTFRANDSD
                     RAVADASHHLMATLCTGAMIQVAAQYQPESYDDAVAVLGRVCLVIDNTALVAADRGND
                     ETYRALVQMRESIVTVLQQAGANLSRVGEVSFNRSLPALMLANRLYQDALRGDALVKM
                     ANPIHPAFMPIRFKALNL"
     gene            2795343..2796398
                     /locus_tag="CH60_2566"
     CDS             2795343..2796398
                     /locus_tag="CH60_2566"
                     /note="gene D family; [R] COG4379 Mu-like prophage tail
                     protein gpP"
                     /codon_start=1
                     /transl_table=11
                     /product="phage late control protein"
                     /protein_id="AJK11971.1"
                     /translation="MNDDLTLEVGGRAITGWSKVKVTRSIEKLPSSFELSLMDRYPAS
                     GGQQWVNPGDPCVVKLGNDSVLNGYIDSWDNAITATTHVVSAMGRGKCQDLVDCSAKW
                     PNSVISQSTVLQIAQKLAEPYGITVTSDITDMTIVPTFTLNWGETAQTVIENVTRWAA
                     LLYYDQLDGNLLLTRVGNRKAASGVAQGVNILSASLHTDINKRFVDYTGVVLSTNAVA
                     RRSPSGGNNTSVLVRVQDTQLAALLPDRYRNRIVIVENTMDSPQLVETSIDWEINRSV
                     GRAKVLTVQVDSWRDREQQLWEINSLIPIDIPALGLRDELWLLSEVVYQKDAKGTVAN
                     MVLMPPAAFDVKPYKIK"
     gene            2796414..2797010
                     /locus_tag="CH60_2567"
     CDS             2796414..2797010
                     /locus_tag="CH60_2567"
                     /note="[S] COG4384 Mu-like prophage protein gp45"
                     /codon_start=1
                     /transl_table=11
                     /product="bacteriophage Mu Gp45 family protein"
                     /protein_id="AJK12419.1"
                     /translation="MSDVSGQISTLYRQIKMLLGIGRVTAFDDSNGVQTVQYQTPLEV
                     HSDTPRLAEFGFSSGLPAGSDVVIGFLGGDRSSGMIIASHHPAYRHMGLNAGETVIYA
                     QWGQFIKLTESGVVIEANNQPVTVNNATEVTVNATVKVRLNTPLLEVSGNIIDNADSN
                     SATLKSLRDAYNSHNHQLKNVQSGSTTLTSETPAKVVR"
     gene            2797007..2797462
                     /locus_tag="CH60_2568"
     CDS             2797007..2797462
                     /locus_tag="CH60_2568"
                     /note="[S] COG4381 Mu-like prophage protein gp46"
                     /codon_start=1
                     /transl_table=11
                     /product="phage GP46 family protein"
                     /protein_id="AJK14202.1"
                     /translation="MTTDIKTVWDVNALLGDWQTGNGGLLEGDDLQTAILLSLFTDRL
                     ARADDAIDSPDRRGWWGDSGAASAIGSRLWLLRREKLTTQVAIKAEDYATEALAWLIE
                     DSVVAAINVRAHIIAPNTLVLVVSYQQPSQTRSANQTQSSIKFSWVWEE"
     gene            2797466..2798602
                     /locus_tag="CH60_2569"
     CDS             2797466..2798602
                     /locus_tag="CH60_2569"
                     /note="[S] COG3299 Uncharacterized homolog of phage Mu
                     protein gp47"
                     /codon_start=1
                     /transl_table=11
                     /product="baseplate J-like family protein"
                     /protein_id="AJK12883.1"
                     /translation="MPFNRPTLSELRQRNQSYIQSELKTGGNLLRFSNIGVISDADAG
                     MAHLHYGYLDYIARQATPYNATDEYLAAWGALKDVFRKAANPATSNEVRFSGIAGRVI
                     PAGRLLNRADGYQYQLNKEVIIAEQGSALGEITAILPSPLDDATGGGNRGNSPAGTVL
                     TLDIAIDGVQATATALTKISGGADIESEDAFRSRMLLAYQNVPQGGNDTDYQSWALAV
                     PGVTRCWVKRRLMGAGTVGVYIMCDDNDHGGFPQGTDGISSLEEWGAVKATGDQGRVA
                     DAIYPQQPIIALVYVCAPVAQAIDFVISGISYADSTTTAAINTAIDEVFFTEGQPGGK
                     ILWSSLLLAIGEVPGSGGFIMASPSANIELQTGKLPVRGTVSYL"
     gene            2798599..2798859
                     /locus_tag="CH60_2570"
     CDS             2798599..2798859
                     /locus_tag="CH60_2570"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13869.1"
                     /translation="MSRYSVSEYTGALQALMPMGLVWPRRHDGIQTEVLRALANAYQR
                     SDEDAQDLLSAAFPATATALLPEWEATLGLPDLCARLVRSIA"
     gene            2798856..2799203
                     /locus_tag="CH60_2571"
     CDS             2798856..2799203
                     /locus_tag="CH60_2571"
                     /note="conserved hypothetical protein;
                     [S] COG3778 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10885.1"
                     /translation="MIQRQRAVVAKLFGIGGQSAAYFIRVAKALGYDITVTQYRQACA
                     GMSVCRDALNGEEWPFTWLITAPETTIHNAQCSLTYCSDPLRSWGNKQLECRLAVLNP
                     SHSILKFGYTLLS"
     gene            2799591..2800079
                     /locus_tag="CH60_2572"
     CDS             2799591..2800079
                     /locus_tag="CH60_2572"
                     /codon_start=1
                     /transl_table=11
                     /product="phage Tail Collar domain protein"
                     /protein_id="AJK11158.1"
                     /translation="MGEGSAIPVGVPLPWPTATPPEGWLKCNGAIFDKVKYPKLALAY
                     PSGILPDLRGEFIRGWDDGLGVDAGREILSIQGDAIRNISGGIQGRNEATSARLFSSN
                     ATGVFRTDGQFGSYAASADVAVGVTDDRLAELFFDASRSVPTANENRPRNIAFNYIVR
                     AA"
     gene            2800377..2801117
                     /locus_tag="CH60_2573"
     CDS             2800377..2801117
                     /locus_tag="CH60_2573"
                     /note="[K] COG1737 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK10553.1"
                     /translation="MFTYKEISTLNELELIVYNYIIKNTDKVMYMTIRELADASGVST
                     TTVLRFCKKMNCDGYSEFRIRFKLYLEHDEKPPVTFGISEIISYFKSINNSEFDELLD
                     NVAKQIAATRRVIFVGIGTSGALGKYSARFFSNVGKYSTYIDDPYYPINSDMYQDAVA
                     IILSVSGETEEIIRIANQFSLQNCKIISLTNSESSTLAKMADLNISYHMPPVILEGQY
                     NITTQIPVLYIIETIGKKLPQLMNKNTK"
     gene            2801286..2801411
                     /locus_tag="CH60_2574"
     CDS             2801286..2801411
                     /locus_tag="CH60_2574"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11562.1"
                     /translation="MAIDHTLTAQHVISLFNVDESAPILSIYRAPICPQLLGRLL"
     gene            2801408..2802844
                     /locus_tag="CH60_2575"
     CDS             2801408..2802844
                     /locus_tag="CH60_2575"
                     /note="[G] COG2723
                     Beta-glucosidase/6-phospho-beta-glucosidase/beta-
                     galactosidase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolase 1 family protein"
                     /protein_id="AJK13843.1"
                     /translation="MSYQQLPKDFLWGGAVAAHQVEGGWDKGGKGVSIADVLSGGSHG
                     VDRVMTDGVLEGYRYPNHEAVDFYSHYKEDIALFAEMGFKCFRTSIAWTRIFPHGDEQ
                     QPNEAGLQFYDDMFDELLKYGIEPVITLSHFEMPWHLVKEYGGWKNRKVVDFFVKFSE
                     VVMARYKSKVKYWMTFNEINNQRNWKYPLFGYCCSGVVFTEQENPEETLYQVLHHQFV
                     ASAKVVKLGHAINPEFKIGCMVAMVPLYPFSCHPDDMMYSVEAMRERYLFGDVHMRGY
                     YPSYILQEWARRGFNIHMEEGDLETLRDGCADYMGLSYYMSNAVSAINPGSGNSLSGF
                     EGSVPNPHVKASDWGWQIDPVGLRYSLSVLYERYQKPLFIVENGFGAIDKVAADGMVH
                     DDYRIAYLKAHIEQMKKAVFEDGVDLMGYTPWGCIDCVSFTTGEYSKRYGFIYVDKND
                     DGTGTMARSRKLSFDWYKKVIASNGEVL"
     gene            complement(2803029..2804237)
                     /locus_tag="CH60_2576"
     CDS             complement(2803029..2804237)
                     /locus_tag="CH60_2576"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK12410.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(2804411..2804725)
                     /locus_tag="CH60_2577"
     CDS             complement(2804411..2804725)
                     /locus_tag="CH60_2577"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13185.1"
                     /translation="MQQMVMGVMGVMDLIVVMVETEEMQEPTVMETAGMVVREVITGE
                     MGDEGEMEMVLEMVVAVVMLDGEGEVEDQVVEVALAAKMVLPVRVRPDKRRLIPANYP
                     FH"
     gene            complement(2804809..2805027)
                     /locus_tag="CH60_2578"
     CDS             complement(2804809..2805027)
                     /locus_tag="CH60_2578"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12406.1"
                     /translation="MAATQALVKTLMVEPEEMGATLVDAAPQVEMVGVVVMEVVAAIL
                     QEDKVGMGVMRVTVVLLNNKVRGKYENS"
     gene            complement(2805186..2805512)
                     /locus_tag="CH60_2579"
     CDS             complement(2805186..2805512)
                     /locus_tag="CH60_2579"
                     /codon_start=1
                     /transl_table=11
                     /product="putative molecular chaperone"
                     /protein_id="AJK14086.1"
                     /translation="MNAIISSKKLLLLSLSCLLPLPASAMQNIVKSISCSALDGKSGE
                     NGLDGLPDSNCKNGGNGGQGTLHINNGSGGNGGNGAANNASGGNGGNGGNGATNGGSG
                     GNGGNG"
     gene            complement(2805546..2805746)
                     /locus_tag="CH60_2580"
     CDS             complement(2805546..2805746)
                     /locus_tag="CH60_2580"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12250.1"
                     /translation="MNLLQPMAVQEATVAMEVGGVIPMVAQEAVVVMGEILEVEAAVV
                     MVVEVIMGQVMVTEVAKPNIVR"
     gene            complement(2806564..2806830)
                     /locus_tag="CH60_2581"
     CDS             complement(2806564..2806830)
                     /locus_tag="CH60_2581"
                     /note="[L] COG3335 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AJK12705.1"
                     /translation="MQNVTLIGIDLGKHSFHVHCQDQSIKALLRKKLTRTKLIPVFYE
                     DEVDIDLNLNPKIGADWCMKGQQKRIATHRGRIKNTILQEQSIR"
     gene            complement(2806960..2808315)
                     /locus_tag="CH60_2582"
     CDS             complement(2806960..2808315)
                     /locus_tag="CH60_2582"
                     /note="conserved hypothetical protein;
                     [LKJ] COG0513 Superfamily II DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12982.1"
                     /translation="MSFDSLGLNADILRAVEEQGYLVPTPIQRQAIPVVLEGRDLMAS
                     AQTGTGKTAGFTLPLLQLLSQDQQPIKGRRPVRALILTPTRELAAQIDENVQSYSKYL
                     KLRSLVVFGGVSINPQMMKLRGGVDILVATPGRLLDLEHQNAVDLSKIEILVLDEADR
                     MLDMGFIHDIRRVLAKLPAKRQNLLFSATFSDEIKGLASKLLHNPASVEVARRNTASE
                     QIAQSVHFVDKNRKRELLSQMIGEGNWQQVLVFNRTKHGANHLAEQLNKDGITAAAIH
                     GNKSQGARTRALADFKDGKIRVLVATDIAARGLDIDQLPHVVNYELPNVPEDYVHRIG
                     RTGRAERTGEAISLVCVDEHKLLRDIERLLKREIPRIALDGYEPDPSIKADPIQNGRQ
                     GRGAQRPGMGRGSSAGRPQNGGGAAGRGDSRNSRPRSQADGQRRPAGPSSRGRSRNPG
                     E"
     gene            2808706..2809416
                     /locus_tag="CH60_2583"
     CDS             2808706..2809416
                     /locus_tag="CH60_2583"
                     /note="[K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AJK13963.1"
                     /translation="MSHSTPHSVTPPSPATTRGEQARQQLLQAAIELFGELGLKGATT
                     RDIAQRAGQNIAAITYYFNSKEGLYLAVAQYIADFIQQAFSPLAQEIDHFLQLPAEHQ
                     PPEQQLHYIRQGLLAFSHLMTQPETLNLSKIMAREQLSPSEAYPLIHTQAIAPLHQTL
                     NQLLAAFTGTDASATKTIIHTHALIGEVLAFRLARETIRRQAGWKSIGEAESQLINQV
                     LIEHIDLLLNGLRAKATL"
     gene            2809468..2810454
                     /locus_tag="CH60_2584"
     CDS             2809468..2810454
                     /locus_tag="CH60_2584"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK10521.1"
                     /translation="MNRKKIIVAAVIVALLATLAYGWHYYRQQNDASLTLYGNVDIRT
                     VNLGFRVAGRLASLAVDEGDDIHPGQTLGKLDDGPYLNALKQAQANVQSAQAQLALLK
                     AGYREEEIAQVRSEVAQRQAAFDYADNFLKRQQGLWASKAVSANELENARTARNQAQA
                     NLQAAKDKLAQFLSGNRPQEIAQAEANLAQTEAELAQAQLNLQDTILLAPSAGTVLTR
                     AVEPGTILSASNTVFTVSLTDPVWVRAYVSERHLGQAIPGSEVEVFTDGRPDKPYHGK
                     IGFVSPTAEFTPKTVETPDLRTDLVYRLRIIITDADESLRQGMPVTVRFPQR"
     gene            2810468..2812210
                     /gene="ccmA"
                     /locus_tag="CH60_2585"
     CDS             2810468..2812210
                     /gene="ccmA"
                     /locus_tag="CH60_2585"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [V] COG1131 ABC-type multidrug transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK13483.1"
                     /translation="MNGIQHIITLEAVEKRFSGLDHPAVASLTTEIRSGAVTGLVGPD
                     GAGKTTLLRMLAGLLKPTQGKITVVGLDPLKDDRQLHAILGYMPQKFGLYEDLTVMEN
                     LSLYADLRGVTGELRRQTFERLLTFTDLTRFTSRLAGKLSGGMKQKLGLACTLVGQPK
                     VLLLDEPGVGVDPISRRELWRMVHELADDGMLILWSTSYLDEAEQCREVLLLNEGKFL
                     YSGAPQTLTQRMSGRTILVAAQRGTNRQLLQHALTLPQVSDGVIQGKYVRLILKPDVD
                     HSQLLQWLNQPDAEMKEAEPRFEDAFIDLLGGGPDSESALAKIMPRVAGNPGETVIEA
                     QALTKKFGDFAATDHVNFQVKRGEIFGLLGPNGAGKSTTFKMMCGLLVPSDGKALVLG
                     MDLKTSSGKARQHLGYMAQKFSLYGNLTVEQNLKFFSGVYGLKGKIQRDKIADMISAF
                     NFTPILKQTPDSLPLGFKQRLALACALMHEPDILFLDEPTSGVDPLTRREFWLHINGM
                     VDKGVTVMVTTHFMDEAEYCDRIGLVYRGKIIAAGTPDELKQQVASDDDPNPSMETAF
                     IELVLRYDQQHDKE"
     gene            2812215..2813390
                     /locus_tag="CH60_2586"
     CDS             2812215..2813390
                     /locus_tag="CH60_2586"
                     /note="[V] COG0842 ABC-type multidrug transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AJK12161.1"
                     /translation="MAEQNISPVAKGETYQDTGFSWRRLRALCHKETRQILRDPSSGL
                     IAVVIPLMLLFIFGYGINLDSSKLHVGILLEQQSKPAQDLANAFANSPYIAAQISDDR
                     EALIHTMQAGTIRGLIVIPNDFAEQLARPEGKAPIQVITDGSEPNTANFVQGYAQGVW
                     QLWQQQQAQNTGQKNDPLIEIQVRYWFNPAAISRHFIIPGAITIIMTVIGAILTSLVI
                     AREWERGTMEALLSTQVTRSELLLSKLLPYYVLGMFAMALCMLVSVFILGVPYRGSLG
                     ILFITTSLFLASTLGMGLLISTLTRNQFNAAMIALNAAFLPAVMLSGFIFEIDSMPAV
                     VRAVTYIIPARYFVSSLQTLFLAGNIGTVLVVNLLFLIASAVVFIGLTAWKTRRRLD"
     gene            2813403..2814509
                     /gene="ybhR"
                     /locus_tag="CH60_2587"
     CDS             2813403..2814509
                     /gene="ybhR"
                     /locus_tag="CH60_2587"
                     /note="[V] COG0842 ABC-type multidrug transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane transport permease ybhR"
                     /protein_id="AJK13618.1"
                     /translation="MFHRLYTLIIKELQSLLREPQTRAILILPVILQVILFPFAATLE
                     VTNATIAIYSEDSGKASVELTQRFAKAAAFSNVLLLHSPHEIQPVIDNQKALLLIRFP
                     AQFSADLANGKTTQLQLVLDGRNSNSAQIAANYIQQIVQNYQLELTSGQIKPNNSELV
                     IRNWYNPNLDYKWFVVPSLIAMITTIGVLIVTSLSVAREREQGTMEQLLVSPLTTWQI
                     FIGKAVPALIVATFQASIVLLIGIFFYQIPFAGSLALFYGTMLLYGLSLVGFGLLISS
                     LCSTQQQAFIGVFVFMMPAILLSGYVSPVENMPIWLQNITWINPIRHFTDITKQIYLK
                     DASFDIIWHSLWPLLVITATTGSAAYGMFRRKIA"
     gene            complement(2814548..2814874)
                     /locus_tag="CH60_2588"
     CDS             complement(2814548..2814874)
                     /locus_tag="CH60_2588"
                     /note="conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12785.1"
                     /translation="MPSVKGFKHVGFLTRKKGQSFEDFVKHWEEVHTAITLKLPGLRG
                     YVLNPIDREKYPDSPVDGFSELWFDSIEDAIAAFDSPIGKAAYEDVPNFVESAAITYI
                     TEIRKL"
     gene            2815667..2816578
                     /locus_tag="CH60_2589"
     CDS             2815667..2816578
                     /locus_tag="CH60_2589"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK10907.1"
                     /translation="MRRTDHLGGITAFVTTAQQGSFTAAAEKLGLTKSAVGKSVSRLE
                     DRLGLKLFQRSTRRLSLTPDGERFLASCQSAIDILEQAEAELMSHICQPSGRLRVDLP
                     AAFGRQRILPILLDIIRLYPELALTVTFSERFVDLIEEGIDLVIRIGELADSSGLVAR
                     RLTTQKLVICASPDYLLYHGEPVSTDELSQHQCVVGFRRSQPISWLLKESDGQISRFA
                     PPPTHEFGDGDAMLAATLAGGGLSQLPLWLVGKYLESGELREVLPGHSGGEMPISALW
                     PKNRQLLPKIRYVVDTLVKAAEDGLLD"
     gene            complement(2816579..2817688)
                     /locus_tag="CH60_2590"
     CDS             complement(2816579..2817688)
                     /locus_tag="CH60_2590"
                     /note="NADH:flavin oxidoreductase / NADH oxidase family
                     protein;
                     [C] COG1902 NADH:flavin oxidoreductases, Old Yellow Enzyme
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="flavin oxidoreductase / NADH oxidase family
                     protein"
                     /protein_id="AJK13084.1"
                     /translation="MDKLFTPFKVGDTELVNRVVMAPMTRSRATVGDTADELTAKYYQ
                     QRASAGLIITEGSQISVQGQGYLFTPGIYNDAQVKGWERVTNAVHNAGGKIYIQLWHV
                     GRISHTGLQNDGQAPVSSVAVKAKNSTCYARDENGQPGLVPVSEPRALSVSEIKDIVQ
                     DYVQAADNAIRAGFDGVEIHAANGYLLEQFINGGLNTRQDEYGGADPENRLRFVLEVT
                     DAISQAIGAGKTGIRLAPFGRLFDMHPFEGEEETWLLLAKELSTRSLSYVHLSDQQTL
                     GEQAIPAGFIEKFRAAYDGPLIIAGGFDKQRAEQYLQQGKADLIGFGRPYIANPDLVE
                     RMVNDWPLNQVDRATMYGGDEKGYTDYPVWSDTQA"
     gene            complement(2818036..2819400)
                     /locus_tag="CH60_2591"
     CDS             complement(2818036..2819400)
                     /locus_tag="CH60_2591"
                     /note="[T] COG2204 Response regulator containing CheY-like
                     receiver, AAA-type ATPase, and DNA-binding domains"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, Fis family protein"
                     /protein_id="AJK13474.1"
                     /translation="MTTHKAHILVVDDDLSHCTIIQALMKGWGYQTTPAHNGLEAIEL
                     AKEIPFDLILTDVRMSEMDGIEALKAIKAYNPAIPILIMTAYSNVESAVEAIKAGAYD
                     YLTKPLDFDMLQLTLERALEHTHLKNENKTLKQQIISNQNIIGRSPQMRYLMDMVGMI
                     APSEATVLICGESGTGKEIIARSVHANSARKDQPLVIVNCAALSESLLESELFGHEKG
                     AFTGADKRREGRFMEAHKATLFLDEIGEISGLMQAKLLRAIQEREIQRVGSNQTLDID
                     VRLIAATNRNLKADVDSGKFRQDLYYRLNVVTIDTPALRERSEDIPPLSMHFLEKFAL
                     KNRKSIKGFTPQAMNMLLKYNWPGNVRELENTVERAVILLTGDFISEKELPLNINHYI
                     QENAGSENIGYEDAEKPIQSLEWVEIDAILTALEKTGGNKTEAAKHLGITRKTLQAKL
                     QKRT"
     gene            complement(2819387..2821201)
                     /locus_tag="CH60_2592"
     CDS             complement(2819387..2821201)
                     /locus_tag="CH60_2592"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AJK13833.1"
                     /translation="MKESKGKSNLFSVIPYGFFVGLVIILIAVIITMAIKDLNRGRNI
                     EFQTLLEKSAVLIRSFESSSRTGMGMSWRQRQTLMEEMAYQPGVIYIAVTDLSGKILA
                     HSNPARVGTQLYSPQEMADLNVQLAEQWRIAAFLDEDNKSQDAFEVYRFFKPLRRNNT
                     HQSHMNMVRRSNVAATQDNNDKYENQSVIFTAFDTEALDAMQAKDIRNTIIFLSILSM
                     LALAGILALFWARRYQLSRRQLQDSKAISTEIINNLPIGLITTNEEQLISVVNHTAEK
                     IFGISKDILTGQNIHQALPPEWNLLVKKSQRHQPVIEHEIDYKLKEGLIIPLSISVAN
                     IVNHNGSFLGNIFIFRDMREVRQLQEEIRRKEKLVAIGNLAAGVAHEIRNPLSSIKGF
                     AKYFEGHSPQGSEEQELAKVMIKEVDRLNRAVTELLGLVRPSDLRIQLVNINEIIAHS
                     LHLIRQDADSKKITIQFISNENLPRVEIDPDRFTQALLNLYLNAIQAMGRAGTLEIAL
                     ALVEESKLRISVIDTGKGIRAEDLENIFNPYFTTKASGTGLGLAIVQKVIEEHQGRIT
                     VTSHPQSGTRFDMTIPLVQRGQYRPDGQEQKASNNDNT"
     gene            2821559..2822032
                     /gene="zraP"
                     /locus_tag="CH60_2593"
     CDS             2821559..2822032
                     /gene="zraP"
                     /locus_tag="CH60_2593"
                     /note="[UNTP] COG3678 P pilus assembly/Cpx signaling
                     pathway, periplasmic inhibitor/zinc-resistance associated
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc resistance-associated protein"
                     /protein_id="AJK11447.1"
                     /translation="MNLNKTAIVTLLSLATLIGFGGSAIAQNAMGTHMNGDGTDMSHS
                     QGKHSGKNSMANLTTEQQAIRQQVLNEFQASTADMRQQLTSKNYEYKALLTSKPVDEQ
                     KVLAVSKEIQTLRDSLYQRRVSMDTQLAKAGIAMTGNHGSRGGNHMGMAGGRGCR"
     gene            complement(2822120..2822725)
                     /locus_tag="CH60_2594"
     CDS             complement(2822120..2822725)
                     /locus_tag="CH60_2594"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13788.1"
                     /translation="MLLGASLQISHTFSSPFLHDFAKNPIYQDSLVVQYPSILLSMAQ
                     IAEVFFILAIPFFLSRFGIKRVMMISMIAWTLRFTLFAYGDPSATGIVLLLLSMVVYG
                     CAFDFFNISGAIYVEKEVDHNIRASAQGLFMTMVNGVGAYVGAITSGHVVDYFTVNGV
                     KDWNSIWLSFAAYTVILVIVFFFVFQDKHEPTDLKNRQLSH"
     gene            complement(2822838..2823296)
                     /locus_tag="CH60_2595"
     CDS             complement(2822838..2823296)
                     /locus_tag="CH60_2595"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11067.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2823286..2824086)
                     /locus_tag="CH60_2596"
     CDS             complement(2823286..2824086)
                     /locus_tag="CH60_2596"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="lacY proton/sugar symporter family protein"
                     /protein_id="AJK11791.1"
                     /translation="MIIKKRLKVMFFLQFFIWGAWLVTLGAYMMNTLNFTGAQVGLVY
                     GAKGIACILMPSLVGIIADRWVKANILYACCHLLGAVALLIAANVSDPNIMFFVMLFN
                     AMVYMPTIALANTISYICLEKAGLDTIKDFPPVRVFGTIGFIFAMWAISLSGFELSNI
                     QLYIASGAALVLAIYALSLPSCPTSNIKKDRSWVNILGLDAFVLFKQKKMAIFFLLCP
                     ENPQLGWGFSKAFSFGSVIKTPFDLLKQFAVWQLQMFNKKSKGGPNEG"
     gene            complement(2824225..2825088)
                     /gene="xapA"
                     /locus_tag="CH60_2597"
     CDS             complement(2824225..2825088)
                     /gene="xapA"
                     /locus_tag="CH60_2597"
                     /EC_number="2.4.2.1"
                     /note="XAPA: xanthosine phosphorylase;
                     [F] COG0005 Purine nucleoside phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="xanthosine phosphorylase"
                     /protein_id="AJK12005.1"
                     /translation="MTTVNSNINVDADFNELPFQAVKYIQKIKPGFKPQIAFILGSGL
                     GDLVDQITNDTTISYADIPGFPVSSVHGHAGELVLGDLCGVPVMCMKGRGHFYEGKGM
                     SIMTNPVRTFKLMGCEFLFCTNAAGSLRPEVLPGSVVMLKDHINTMPGTPLVGPNDDR
                     FGPRFFSLANAYDKDLRADMAKIAQQLDIPLTEGVFVSYLGPCFETPAEIRMMQIIGG
                     DVVGMSVVPEVLSAAHCGLKVIALTAITNLAEGLSDVVLSHEQTLKFAKVASVNFTKL
                     IEAFLKSKALR"
     gene            2825401..2826282
                     /locus_tag="CH60_2598"
     CDS             2825401..2826282
                     /locus_tag="CH60_2598"
                     /note="[GER] COG0697 Permeases of the drug/metabolite
                     transporter (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK11716.1"
                     /translation="MTTRVLKAHLQMLGFTALLGGSFIASATISNALPPMVITWLRYA
                     IASLFFVVLLVSQGLLTLPHYRDLGRYTLISLPPLLYFACMIFSLQTTSAINSSALYT
                     TVPLMSMVMSVVFLNAKSTWPVVAALLLGILGALLIIFKGDLSQVLRLSLMPSDYLFL
                     FGCLGMALNPIVVKKLHRGEHALVLTGWSLICATLLLTVIIAYQLPEIEWRNISVITW
                     SGVLYLATFATALSFFLFQKACIVLSPTKVSGYVYLIPLSVIVTNMMLGQTINWQEIA
                     SGAILVIIAMAILVKAK"
     gene            complement(2826320..2827213)
                     /locus_tag="CH60_2599"
     CDS             complement(2826320..2827213)
                     /locus_tag="CH60_2599"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK11703.1"
                     /translation="MQKLLFSGRINLKMIRYFLAVSDELHFGKAAERLHISQPPLSLQ
                     IKELEDALGFPLFIRDSRNVVLTLAGEMMKAEMKDVFDNIENSLSRVSYIARHEQTHL
                     NIGIIGSALWHQLLEKFKHYKTVNPKTTWSLHELPPSKQYEALLNKKLDIGFWRCADL
                     EQNPALIYRRVEKQRVAVAVSNESLLVNKKILTLKDLSGQTLIFLTFNHSGYSKNLYN
                     SCLNAGCTPQAIYQFDEPQTQLAFVNSNLGIALVPESMQEIPWPNIKFIPLKEDLSAD
                     LFAVYHPDSVTPALNKLLALF"
     gene            complement(2827445..2829493)
                     /locus_tag="CH60_2600"
     CDS             complement(2827445..2829493)
                     /locus_tag="CH60_2600"
                     /note="bcct: transporter, betaine/carnitine/choline
                     transporter family protein;
                     [M] COG1292 Choline-glycine betaine transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, betaine/carnitine/choline
                     transporter family protein"
                     /protein_id="AJK10688.1"
                     /translation="MVTSDIDTKPQKDTLNPVVFFTSAGLILAFCLMTIFYTDLSNRW
                     IGITLNWVSATFGWYYLLAATLYIVFVIYIATSRYGSIKLGPEQSKPEFSLVSWAAML
                     FAAGIGIDLMFFSVAEPVTQYMMPPEGQGQTLEAARQAMVWTLFHYGLTGWSMYALMG
                     IALGYFSYRYNLPLTIRSALYPIFGKRIDGPIGHSVDIAAVIGTIFGIATTLGIGVVQ
                     LNYGLNVLFHIPESLAVQAGLILLSVVMAAVSVTSGVNKGIRILSEVNVLLALGLILF
                     LLFWGNTEFLLNALVLNVGDYINRFLGMTLNSFAFDRPTQWMNSWTLFFWAWWVAWSP
                     FVGLFLARISRGRTIRQFVVGTLIIPFVFTLLWLSIFGNSALYQILHGNIAFANEVME
                     FPERGFYSLLAQYPGFTLSASVATITGLLFYVTSADSGSLVLGNFTSRLADINNDSPN
                     WLRTFWSITIGLLTLGMLMTDGVAALQNATVIMGLPFSFVIFFVMVGLYKSLKIEDYR
                     KASSQQTPTPTLISGNEVLNWKQRLSRVMNYPGTTYTAKILDTICRPAMEEVAQELAV
                     RGVKVEFNELPPKEDEQLNRLNHLELLVHLGDEQNFVYQIWPQRYSVPAFTYRARSGK
                     SHYYRLETYLLEGTQGNDLMDYSKEQIINNILDQYERHMNFLHIQSEAPGNIMTFPDQ
                     "
     gene            2829858..2830454
                     /gene="betI"
                     /locus_tag="CH60_2601"
     CDS             2829858..2830454
                     /gene="betI"
                     /locus_tag="CH60_2601"
                     /note="betaine_BetI: transcriptional repressor BetI;
                     [K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional repressor BetI"
                     /protein_id="AJK13146.1"
                     /translation="MPKVGMQPIRRQQLIEATMAAVNEVGMHEASIAQIAKRAGVSNG
                     IISHYFRDKNGLLEATMRYLIRHLGEAVKQHLAALSVNDPRARLRAIAEGNFDDSQIN
                     SAAMKTWLAFWASSMHSPQLYRLQQVNNRRLYSNLCAEFKRCLPREQAQLAAKGMAGL
                     IDGLWLRSALSGEHFNRQEALLIIHNYIEQQLNIKYKC"
     gene            2830512..2831984
                     /gene="betB"
                     /locus_tag="CH60_2602"
     CDS             2830512..2831984
                     /gene="betB"
                     /locus_tag="CH60_2602"
                     /EC_number="1.2.1.8"
                     /note="BADH: betaine-aldehyde dehydrogenase;
                     [C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="betaine-aldehyde dehydrogenase"
                     /protein_id="AJK11911.1"
                     /translation="MSRYGLQKLYINGAYTDSTSGDTFDAVNPANGECIAQLQAANAQ
                     DVDKAVAAAKQGQPVWAAMTAMERSRILRRAVDILRDRNDELAAIETADTGKPLSETR
                     SVDIVTGADVLEYYAGLIPALEGQQIPLRGSAFVYTRREPLGVVAGIGAWNYPLQIAL
                     WKSAPALAAGNAMIFKPSEVTSLTALKLAGIYTEAGLPAGVFNVLTGSGDQVGQMLTE
                     HPGIAKVSFTGGIASGKKVMANAAGSTLKDVTMELGGKSPLIIFADADLDKAADIAMM
                     ANFYSSGQVCTNGTRVFVPQALQAAFEQKIVERVKRIHIGDPSDERTNFGPLVSFQHR
                     DSVMRYIDSGKREGATLLIGGYSLTEGALAHGAYVAPTVFTHCRDDMQIVREEIFGPV
                     MSILSYQSEEEVIRRANDTEYGLAAGVVTQDLNRAHRVIHQLQAGICWINTWGESAPE
                     MPVGGYKHSGVGRENGISTLEHYTQIKSIQVELGSFNSVF"
     gene            2832007..2833710
                     /gene="betA"
                     /locus_tag="CH60_2603"
     CDS             2832007..2833710
                     /gene="betA"
                     /locus_tag="CH60_2603"
                     /EC_number="1.1.99.1"
                     /note="betA: choline dehydrogenase;
                     [E] COG2303 Choline dehydrogenase and related
                     flavoproteins"
                     /codon_start=1
                     /transl_table=11
                     /product="choline dehydrogenase"
                     /protein_id="AJK13591.1"
                     /translation="MEYDYIIIGAGSAGNVLAARLTEDADVTVLLLEAGGPDYRLDFR
                     TQMPAALAFPLQGKRYNWAYETDPEPHMNNRRMECGRGKGLGGSSLINGMCYIRGNAM
                     DFDHWASLSGLEDWSYLDCLPYFRKAETRDIGPNDFHGGEGPVSVTTPKIGNNPLFHA
                     MVAAGVQAGYPRTDDLNGYQQEGFGPMDRTVTPKGRRASTARGYLDQARPRNNLTIIT
                     HALTDRILFEGKRATGVRYLKGDAGTGQTAYARREVLLCGGAIASPQILQRSGIGPAE
                     LLQRLDIPLVQALPGVGENLQDHLEMYLQYSCKQPVSLYPALLWFNQPKIGIEWLFNG
                     TGVGASNQFEAGGFIRSRDAFTWPNIQYHFLPVAINYNGSNAVKEHGFQAHVGSMRSP
                     SRGRIQVKSKDPRQHPSILFNYMSSEQDWHEFRDAIRITREIIAQPALDPYRGREISP
                     GANVQNDDELDAFIREHAETAYHPSCSCKMGDDKMAVVDGQGRVHGVQGLRVVDASIM
                     PQIITGNLNATTIMIAEKIADRIRGCQPLAKSNAAYFIAGDTPARTSPVRHSLPVTSY
                     P"
     gene            complement(2833939..2834397)
                     /locus_tag="CH60_2604"
     CDS             complement(2833939..2834397)
                     /locus_tag="CH60_2604"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK10968.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2834632..2835342)
                     /locus_tag="CH60_2605"
     CDS             complement(2834632..2835342)
                     /locus_tag="CH60_2605"
                     /note="[R] COG0670 Integral membrane protein, interacts
                     with FtsH"
                     /codon_start=1
                     /transl_table=11
                     /product="inhibitor of apoptosis-promoting Bax1 family
                     protein"
                     /protein_id="AJK14454.1"
                     /translation="MDRYPRSNGSIVERAGSGIQAYMAQVYGWMTCGLLLTAVVAWYA
                     ANTPSIIFALQSNQILFFGLIIAQLGLVFVISGMVNRLSGTAATSLFMLYSALTGLTL
                     SSILIMYTGASIASTFVICAGMFGAMSFYGYTTKRDLSGMGSMLFMGLIGIILASLVN
                     IWLKSPALMWVVTYIGVLVFVGLTAYDTQKLKNLGAQLDVNDKDSFRKYSIVGALTLY
                     LDFINLFLMLLRIFGNRR"
     gene            complement(2835485..2835937)
                     /locus_tag="CH60_2606"
     CDS             complement(2835485..2835937)
                     /locus_tag="CH60_2606"
                     /note="[H] COG0314 Molybdopterin converting factor, large
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="moaE family protein"
                     /protein_id="AJK13147.1"
                     /translation="MENTRIRVGAEAFSVGDEYTWLSQCDEDGAVVTFTGKVRNHNLG
                     ASVSALTLEHYPGMTEKALTEIIADARSRWSLQRVSVIHRVGPLFPGDEIVFVGVTSA
                     HRSMAFEAAEFIMDYLKTRAPFWKREATVEGERWVESRDSDHIAAKRW"
     gene            complement(2835940..2836185)
                     /gene="moaD"
                     /locus_tag="CH60_2607"
     CDS             complement(2835940..2836185)
                     /gene="moaD"
                     /locus_tag="CH60_2607"
                     /note="moaD: molybdopterin converting factor, subunit 1;
                     [H] COG1977 Molybdopterin converting factor, small
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin converting factor, subunit 1"
                     /protein_id="AJK12084.1"
                     /translation="MIQILFFAQVRELVGVDKLQLAAEFPTVEALRQSLCQRGERWQL
                     ALEEGKLLTAVNQSLVSAQHPLAAGDEVAFFPPVTGG"
     gene            complement(2836182..2836661)
                     /gene="moaC"
                     /locus_tag="CH60_2608"
     CDS             complement(2836182..2836661)
                     /gene="moaC"
                     /locus_tag="CH60_2608"
                     /note="moaC: molybdenum cofactor biosynthesis protein C;
                     [H] COG0315 Molybdenum cofactor biosynthesis enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor biosynthesis protein C"
                     /protein_id="AJK11500.1"
                     /translation="MTQLTHINTAGEAHMVDVSAKNETVREARAEAFVDMQAATLAMI
                     IDGSHHKGDVFATARIAGIQAAKKTWELIPLCHPLLLTKVEVKLEAQPEHNRVRIETC
                     CRLTGKTGVEMEALTAASVAALTIYDMCKAVQKDMIIGPVRLLTKSGGKSGDFKVDI"
     gene            complement(2836762..2837742)
                     /gene="moaA"
                     /locus_tag="CH60_2609"
     CDS             complement(2836762..2837742)
                     /gene="moaA"
                     /locus_tag="CH60_2609"
                     /note="moaA: molybdenum cofactor biosynthesis protein A;
                     [H] COG2896 Molybdenum cofactor biosynthesis enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor biosynthesis protein A"
                     /protein_id="AJK12934.1"
                     /translation="MVQLTDAFARKFYYLRLSITDVCNFRCTYCLPEGYRPDGVKSFL
                     SLDEINRVSRAFALLGTEKIRLTGGEPSMRRDFTDIIATIRQNPAIRTLAVTTNGYRL
                     VRDVAQWRDAGLTAINVSVDSLDPRQFHAITGQDKFYQVMQGIDAAFDAGFDKVKVNA
                     VLMRDVNDRQLSAFLDWIKPRPIQLRFIELMETGEGGNLFRKHHVSGGVIRQQLLEQG
                     WQQQDRARSDGPAQVFHHSDYQGEIGLIMPYEKDFCASCNRLRVSALGNLHLCLFGEQ
                     GITLRDLLGSDDQQDELIARIQSALQTKKQTHFLHQGNSGITQNLSFIGG"
     gene            2837994..2838140
                     /locus_tag="CH60_2610"
     CDS             2837994..2838140
                     /locus_tag="CH60_2610"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14461.1"
                     /translation="MIVSRYILLYTTTYLFNVIVIQLTESGIDALFKITKIMAYIAFQ
                     SQIR"
     gene            2838274..2838471
                     /locus_tag="CH60_2611"
     CDS             2838274..2838471
                     /locus_tag="CH60_2611"
                     /note="conserved hypothetical protein;
                     [S] COG0391 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11006.1"
                     /translation="MRNRTLADLERVVALGGGHGLGRVMSSLSSLGSRLTGIVTTTDN
                     GGSTGRIRRSEGGIAWGVNDG"
     gene            complement(2838522..2839073)
                     /locus_tag="CH60_2612"
     CDS             complement(2838522..2839073)
                     /locus_tag="CH60_2612"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11556.1"
                     /translation="MTSHSPPEHRRSKLQSLRSLSFIERNENIVLLGPSGVGKTHLAI
                     AMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAPRLLIIDEIGYLPF
                     SQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSAMLDRILHHSHVVQ
                     IKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2839089..2839301)
                     /locus_tag="CH60_2613"
     CDS             complement(2839089..2839301)
                     /locus_tag="CH60_2613"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposition helper domain protein"
                     /protein_id="AJK13528.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEENWHVINVNRRCIPEWQPSRR"
     gene            complement(2839578..2840321)
                     /locus_tag="CH60_2614"
     CDS             complement(2839578..2840321)
                     /locus_tag="CH60_2614"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK10775.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFTSH"
     gene            2840378..2841154
                     /locus_tag="CH60_2615"
     CDS             2840378..2841154
                     /locus_tag="CH60_2615"
                     /note="cofD_related: conserved hypothetical family
                     protein;
                     [S] COG0391 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12846.1"
                     /translation="MWITIAPFVTWGDTRNCLNQLITEPSVASAMFEYRFTGNGELAG
                     HNLGNLMLKALDHLSIRPIEAINLVRSLLKVDALLIPMSEQPVDLMAIDHEGHPIYGE
                     VNIDQLAQMPQEMLLSPPVHATREAVEAINQADVILIGPGSFLTSLMPLLLLDELTQA
                     LRRSSASMIYIGNLGRELSPAAAALSLQDKLTIMESKIGRKIIDAVIVSPTIDISGVK
                     DRIIVQQPLEAKDIPHRHDRELLRQALENTLQQLNGADSV"
     gene            complement(2841285..2841530)
                     /locus_tag="CH60_2616"
     CDS             complement(2841285..2841530)
                     /locus_tag="CH60_2616"
                     /note="conserved hypothetical protein;
                     [S] COG4628 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10793.1"
                     /translation="MSEHLSKDPLHGITLEQLLTKLVENYGWDGLADRIQINCFISDP
                     SIKSSLKFLRRTPWARQKVEALYIEMSDKAEWLKGQS"
     gene            complement(2841822..2843837)
                     /gene="uvrB"
                     /locus_tag="CH60_2617"
     CDS             complement(2841822..2843837)
                     /gene="uvrB"
                     /locus_tag="CH60_2617"
                     /note="uvrb: excinuclease ABC subunit B;
                     [L] COG0556 Helicase subunit of the DNA excision repair
                     complex"
                     /codon_start=1
                     /transl_table=11
                     /product="excinuclease ABC subunit B"
                     /protein_id="AJK12382.1"
                     /translation="MSKSFKLHSVFKPAGDQPEAIRKLEEGLENGLAHQTLLGVTGSG
                     KTFTVANVIADLNRPTMILAPNKTLAAQLYGEMKEFFPDNAVEYFVSYYDYYQPEAYV
                     PSSDTFIEKDASVNEHIEQMRLSATKALLERRDVVVVASVSAIYGLGDPDLYLKMMLH
                     LTRGMIIDQRSILRRLSELQYSRNDQVFQRGTFRVRGEVIDIFPAESDEWALRVELFD
                     EEVERLSIFDPLTGQLQHEVPRFTVYPKTHYVTPRERILQAMEEIKVELAERRQVLLA
                     NNKLLEEQRLSQRTQFDLEMMNELGYCSGIENYSRYLSGRGPGEAPPTLFDYLPADGL
                     LIVDESHVTIPQIGGMYKGDRSRKETLVEYGFRLPSALDNRPMRFEEFEALAPQTIYV
                     SATPGKYELEKSGGDIIEQVVRPTGLLDPLIEVRPVATQVDDLLSEIRIRAAINERVL
                     VTTLTKRMAEDLTDYLSEHGAKVRYLHSDIDTVERVEIIRDLRLGEFDVLVGINLLRE
                     GLDMPEVSLVAILDADKEGFLRSERSLIQTIGRAARNLNGKAILYGDRITASMEKAIG
                     ETERRRAKQQAYNEERRIIPQGLNKKIGDILQLGQPSMRGKGKGRGSHKMADTTQYQS
                     LSPKALDQKIRELEAKMYTYAQNLEFEQAAELRDQVHQLRQQFIAIS"
     gene            2844928..2845638
                     /locus_tag="CH60_2618"
     CDS             2844928..2845638
                     /locus_tag="CH60_2618"
                     /note="[E] COG0410 ABC-type branched-chain amino acid
                     transport systems, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12220.1"
                     /translation="MLSLTAVNQYYGNNHILWDINLELPRGQCTCLIGRNGVGKTTLI
                     NCIMGHLPIKSGTMIWQPHHEPPQNLQQQPVERRNALGIGYVPQGQQIFSQLSVEDNL
                     LVAVLAGRHKSHPIPGWVFELFPLLHDKRSQRGGELTRNQQQQLAIARALVAEPELLI
                     LDEPGSGTSPALSEDISTVLHQLSRNLGMTLLLVEHRLPFIQHIADRFCLMAGGRNVA
                     QGTLDQLNEGLISEHLAR"
     gene            complement(2845790..2846512)
                     /gene="bioD"
                     /locus_tag="CH60_2619"
     CDS             complement(2845790..2846512)
                     /gene="bioD"
                     /locus_tag="CH60_2619"
                     /EC_number="6.3.3.3"
                     /note="bioD: dethiobiotin synthase;
                     [H] COG0132 Dethiobiotin synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="dethiobiotin synthase"
                     /protein_id="AJK14028.1"
                     /translation="MTKRWFITGTDTDVGKTVASCALLQAATAQGYRTAGYKPVASGS
                     QMTADGLRNSDALALQANSSQRLGYSQVNPFTFLEATSPHIASESEGRAIPLTALSQG
                     LRQLEPSADWILIEGAGGWFTPLSPQATFADWVQQEQLPVIMVVGVKLGCINHALLTA
                     QAIQHAGLTLAGWVANEVTPAGRRQAEYQATLTRMITAPLLGIIPYLSDIEENPVTTR
                     RDLGHYLDLTVLRAAEREAVNM"
     gene            complement(2846505..2847308)
                     /gene="bioC"
                     /locus_tag="CH60_2620"
     CDS             complement(2846505..2847308)
                     /gene="bioC"
                     /locus_tag="CH60_2620"
                     /note="bioC: malonyl-acyl carrier protein
                     O-methyltransferase BioC;
                     [QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="malonyl-acyl carrier protein O-methyltransferase
                     BioC"
                     /protein_id="AJK12316.1"
                     /translation="MASVTEHAQWGVGCLPPLNVDKQAIAAAFSRAAESYDSAANLQR
                     ETGHRLVQLGQQHTGFVVLDAGCGTGHFSQHWRLLGKRVIALDLAAGMLDYARQQQVA
                     DDYLLGDIEHIPLPDQSVDICFSNLAVQWCSDLGAALSEFYRVTRPGGIILFSTLAEG
                     SLDELGQAWQQVDGQRHVNDFLPLQHIQTACQYYRHHLTTALYQPRFPNVIALMRSLQ
                     GIGATHLHHGRQAGLQGRQRLAALQRAYVMQSGGYPLSYHMVYGVIYRD"
     gene            complement(2847292..2848443)
                     /gene="bioF"
                     /locus_tag="CH60_2621"
     CDS             complement(2847292..2848443)
                     /gene="bioF"
                     /locus_tag="CH60_2621"
                     /EC_number="2.3.1.47"
                     /note="bioF: 8-amino-7-oxononanoate synthase;
                     [H] COG0156 7-keto-8-aminopelargonate synthetase and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="8-amino-7-oxononanoate synthase"
                     /protein_id="AJK10839.1"
                     /translation="MSWQDKIAQGLQRRRDAAAYRTRQVNEGANGRWLQSGERQYLNF
                     SSNDYLGLSQNDEVIAAWQQGARRYGVGSGGSGHVTGYSQPHARLEQQLADWLGYPRA
                     LLFISGYAANQAVLTALTDADDRILADKLSHASLLEAAAHSPAQLRRFQHNQPEALQN
                     LLIKPCQGQTLVVTEGVFSMDGDSAPLAALQQQTSAAGGWLLVDDAHGIGVHGEGGRG
                     SCWLQGVQPELLVVTFGKAFGLSGAAVLCQEPVAEYLLQYARHLIYSTAMPPAQACAL
                     QAALRQVQQGDALRQQLQQRIRQFRTAAAHLPLQLGASKTAIQPLLVGDNQQSLIWAE
                     QLRAAGLWVTAIRPPTVPPGSARLRITLSAAHQPEDIDRLLEVLYGLCH"
     gene            complement(2848443..2849480)
                     /gene="bioB"
                     /locus_tag="CH60_2622"
     CDS             complement(2848443..2849480)
                     /gene="bioB"
                     /locus_tag="CH60_2622"
                     /EC_number="2.8.1.6"
                     /note="bioB: biotin synthase;
                     [H] COG0502 Biotin synthase and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin synthase"
                     /protein_id="AJK14110.1"
                     /translation="MATYHHWTVGQALALFDKPLLELLFEAQQVHRQHFDPRQVQVST
                     LLSIKTGACPEDCKYCPQSSRYKTGLESERLMQVEQVLESAKKAKAAGSTRFCMGAAW
                     KNPHERDMPYLAKMVEGVKALGMETCMTLGSLSKQQAHRLADAGLDYYNHNLDTSPEF
                     YGSIITTRSYQERLDTLNEVRDAGIKVCSGGIVGLGETVRDRAGLLVQLANLPKPPES
                     VPINMLVKVKGTPLENNAEVDAFEFIRTIAVARIMMPSSYVRLSAGREQMNEQTQAMC
                     FMAGANSIFYGCKLLTTPNPDEDKDLQLFRKLGLNPQQTATSHGDREQQQALTEQLLH
                     GDTAQFYNAAV"
     gene            2849579..2850859
                     /gene="bioA"
                     /locus_tag="CH60_2623"
     CDS             2849579..2850859
                     /gene="bioA"
                     /locus_tag="CH60_2623"
                     /EC_number="2.6.1.62"
                     /note="bioA: adenosylmethionine-8-amino-7-oxononanoate
                     transaminase;
                     [H] COG0161 Adenosylmethionine-8-amino-7-oxononanoate
                     aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenosylmethionine-8-amino-7-oxononanoate
                     transaminase"
                     /protein_id="AJK13346.1"
                     /translation="MTPSDLVFDQQHIWHPYTSMTEPLPCYPVVGAEGVELQLADGRR
                     LIDGMSSWWAAIHGYNHPVLNFAAHQQLDKMSHVMFGGITHPPAVKLCRQLVAMTPPP
                     LECVFLADSGSVSVEVALKMALQYWQAKGERRQRILTLRHGYHGDTFGAMSVCDPQNS
                     MHSLYQGYLAENLFANAPQCGFDDPWDPQDIANFVALITQHANEIAAVILEPVVQGAG
                     GMRIYHPSYLREVRALCDKHQILLIADEIATGFGRTGKLFACEHAQIVPDILCLGKAL
                     TGGYLTLSATLTTRAVAETISKGDAGCFMHGPTFMANPLACAVASANLSLLAENSWQQ
                     QVSKIEDQLKRELLPLAQEDTVADVRVLGAIGVVEMKKPVNVARLQRSFVEQGVWIRP
                     FGKLIYLMPPYIISQHALTRLTAAVAAAVVDRGS"
     gene            complement(2851044..2852048)
                     /locus_tag="CH60_2624"
     CDS             complement(2851044..2852048)
                     /locus_tag="CH60_2624"
                     /note="[G] COG2706 3-carboxymuconate cyclase"
                     /codon_start=1
                     /transl_table=11
                     /product="lactonase, 7-bladed beta-propeller family
                     protein"
                     /protein_id="AJK12594.1"
                     /translation="MKQAVYVASPDSQQIHVWQLDSAGELTLLQTVDVPGQVQPMAIS
                     PNQRHLYVGVRPDFGIVSYHIADDGTLTAAGMAPLPGSPTHIDTDRQGRFLFSASYSF
                     NCVSISPIDTHGVVQAPIQQLDDLPAPHSANIDPTNQILLVPCLKEDKVRLFDLSAEG
                     QLTPHAQADITVAAGAGPRHMAFHPNHQVAYCVNELNSSVDVYQISNNGQEYHLVQSL
                     DAMPADFTGTRWAADIHITPNGRYLYISDRTANLLGIFTVSEDGRVISLVGHHLTEAQ
                     PRGFNIDHSGNFLIASGQKSDHIEVYRIDQNTGELTTLKRYPVGKGPMWVSIRGAQNS
                     "
     gene            2852339..2853160
                     /locus_tag="CH60_2625"
     CDS             2852339..2853160
                     /locus_tag="CH60_2625"
                     /note="cof-sub: Cof-like hydrolase family protein;
                     [R] COG0561 Predicted hydrolases of the HAD superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="Cof-like hydrolase family protein"
                     /protein_id="AJK10877.1"
                     /translation="MTYRIIALDLDGTLLDHKKRILPESLSALAQARAEGVKVIVVTG
                     RHHVAIHPFYQALQLDTPAICCNGTYIYDYQNKKVLDSNPLTPQQAVQVLQLLEKTQI
                     HGLMYVDDAMLYQQITGHVTRTLSWAESLPPAQRPTFLQVNSLLDAAHSATAIWKFAT
                     SHPDTAQLKAFAARVEAEMGLACEWSWHDQVDIAQAGNSKGKRLQQWVESQGLSMQEV
                     IAFGDNFNDLSMLEAAGLGVAMGNSDDAIKQRADLVITDNEQPGIAAVIRQHVLA"
     gene            complement(2853216..2854295)
                     /gene="modC"
                     /locus_tag="CH60_2626"
     CDS             complement(2853216..2854295)
                     /gene="modC"
                     /locus_tag="CH60_2626"
                     /EC_number="3.6.3.29"
                     /note="modC_ABC: molybdate ABC transporter, ATP-binding
                     protein;
                     [P] COG4148 ABC-type molybdate transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdate ABC transporter, ATP-binding protein"
                     /protein_id="AJK11498.1"
                     /translation="MLELNFSQQLGDLHLQVATDLPAQGITAIFGLSGAGKTSLINVI
                     GGLTRPQQGRVILNGRVLVDAEKNIYLPPEKRRVGYVFQDARLFPHYRVRGNLQYGMA
                     ASMRGQFDAIVGLLGIEPLLNRFPFTLSGGEKQRVAIGRALLTAPELLLMDEPLASLD
                     LPRKRELLPYLERLAQDVNTPILYVSHSMDEILRLADQVVVMDAGKVRAVGGLEEVWA
                     SSALRPWLQREEPSSILRVSVIGHHDRYAMTALALGDQRLWVGKLDAAEGNSMRIRIN
                     AADVSLALQPPHSSSIRNILPVKVAECLDVDGQVDVKLAIGEQWLWARITPWARDELG
                     LKPGQWVYAQIKSVSFNRQNGPVPD"
     gene            complement(2854289..2854984)
                     /gene="modB"
                     /locus_tag="CH60_2627"
     CDS             complement(2854289..2854984)
                     /gene="modB"
                     /locus_tag="CH60_2627"
                     /note="modB_ABC: molybdate ABC transporter, permease
                     protein;
                     [P] COG4149 ABC-type molybdate transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdate ABC transporter, permease protein"
                     /protein_id="AJK10534.1"
                     /translation="MILSEYEWQAIILSLKVSGVAVACSLPLGILMAWVLVRCRFPGK
                     SLLDSVIHLPLVLPPVVIGYLLLISMGRRGFIGEWLYSWFGINFSFSWRGAALASAVV
                     AFPLMVRAIRLALEAVDTRLELAARTLGATPWRVFFTITLPLSLPGVIAGTVLSFARS
                     LGEFGATITFVSNIPGETRTIPLAMYTLIETPGAEAAAARLCVIAIILSLVSLLLSEW
                     LANWGKKRMGAPC"
     gene            complement(2854984..2855763)
                     /gene="modA"
                     /locus_tag="CH60_2628"
     CDS             complement(2854984..2855763)
                     /gene="modA"
                     /locus_tag="CH60_2628"
                     /note="modA: molybdate ABC transporter, periplasmic
                     molybdate-binding protein;
                     [P] COG0725 ABC-type molybdate transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdate ABC transporter, periplasmic
                     molybdate-binding protein"
                     /protein_id="AJK12919.1"
                     /translation="MKNQYGKVSYWVAGAVLLTAFSGPAFAADKITVFAAASLTNALQ
                     DIAVQYKQEKQVDVVASYASSSTLARQIEQGAPADLFISADQQWMDYAIDKQQIVANT
                     RYTLLGNELVLIAPQDSQIDKVEIDKKTDWKKLLEGGRLAVGDPDHVPAGIYAKESLE
                     NLGAWSTLAPEMARANNVRSAMALVERAEAPLGIVYGSDAVASKKVKVVGIFPEASHK
                     PVEYPMAIVKGHDNPTVTAFYDYLKSPAAAVIFKNYGFTPR"
     gene            complement(2855998..2856150)
                     /locus_tag="CH60_2629"
     CDS             complement(2855998..2856150)
                     /locus_tag="CH60_2629"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12903.1"
                     /translation="MFELLKSLVFAVVMVPVVMAVILGLIYGLGEVFNVISKTGHPKE
                     RNTLRS"
     gene            2856416..2857207
                     /locus_tag="CH60_2630"
     CDS             2856416..2857207
                     /locus_tag="CH60_2630"
                     /note="modE_repress: ModE molybdate transport repressor
                     domain protein;
                     [R] COG2005 N-terminal domain of molybdenum-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ModE molybdate transport repressor domain
                     protein"
                     /protein_id="AJK14039.1"
                     /translation="MQAEILLTLKLQQRLFADPRRIALLKQIQHTGSISQGAKLAGIS
                     YKSAWDAINDMNTLSEEILVERATGGKGGGGAHLTRYGERLIQLYDLLATIQQKAFDT
                     LKDDSLPLDSLLAAISRFSLQTSARNQFFGTLIERDHQQVQQHVNILLSDGKTRLTAA
                     ITQQSADRLQLSAGKEVLALIKAPWVKLVTDPALAGAADNALPGTVASIEPGNDHSEV
                     IVTLTGGANLCSTQNNSELHALNLRVGSAVIAQFNADRVIIATLC"
     gene            2857317..2858807
                     /locus_tag="CH60_2631"
     CDS             2857317..2858807
                     /locus_tag="CH60_2631"
                     /note="[P] COG1119 ABC-type molybdenum transport system,
                     ATPase component/photorepair protein PhrA"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK14023.1"
                     /translation="MSELQISQGCFRLSDTQTLILPALHIQAGDCWAFVGANGSGKSA
                     LAKALSGELALLEGSRQSHFRHGVRLSFEQLQQLVNEEWQRNNTDLLSADEDDTGRTT
                     AEIIQEAARDPQRCQQLAALFGISHLLSRRFKYLSTGETRKTLLCQALMPQPDLLILD
                     EPFDGLDVAARAQLAEMLSTLSAQGVTLVLVLNRFDDIPDFVQYVGVLADCHLTHMGP
                     RQQILSEALIAQLAHSENLDGLSLPETEDPQHHLRIPKNEPLIILNDGVVEYNDRPIL
                     HNLSWQVNPGEHWQIIGQNGAGKSTLLSLITGDHPQGYSNDLTLFGRRRGSGETIWDI
                     KRHIGYVSGSLHLDYRVSTRVRTVILSGFFDSIGLYQAASDRQQQLADQWLSLLGFST
                     SVANQPFHSLSWGQQRLVLIARALVKHPALLILDEPLQGLDPLNRLLVRRFIDVMIGE
                     GETQLLFVSHHAEDAPQCITHRLTFVPFGDIYHYQQEKSPSQPQVK"
     gene            2858841..2858969
                     /locus_tag="CH60_2632"
     CDS             2858841..2858969
                     /locus_tag="CH60_2632"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10956.1"
                     /translation="MQPPLTRPLLWCQHVIILTTSHLSVLVAKCKLVDLAQKNALG"
     gene            2859024..2859842
                     /locus_tag="CH60_2633"
     CDS             2859024..2859842
                     /locus_tag="CH60_2633"
                     /note="[R] COG1266 Predicted metal-dependent membrane
                     protease"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AJK12057.1"
                     /translation="MWGVLATSLLFLPLSQVLSLLFLVSSLAMACYSGVLTFPATAFL
                     LAIIILVLLLQKYRQRNGVAAGLELLLVLGVIALFLHLVPGFHNLKVLDKVRTGPLSA
                     PFTMYYNLDKALVPFILLACLPTLFKVKKHPSVGRMGWVVLILSVPALLLLAVALGGL
                     KIELHTPVWIGSFIIANLFFVCLAEEALFRGYLQQRLGQWLGSYPALVITALLFGSAH
                     FAGGPLLMLFAALAGVIYGLAWLWSGRLWVAVAFHFALNLMHLLFFTYPLYLPH"
     gene            2860202..2861218
                     /gene="galE"
                     /locus_tag="CH60_2634"
     CDS             2860202..2861218
                     /gene="galE"
                     /locus_tag="CH60_2634"
                     /EC_number="5.1.3.2"
                     /note="galE: UDP-glucose 4-epimerase GalE;
                     [M] COG1087 UDP-glucose 4-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose 4-epimerase GalE"
                     /protein_id="AJK10689.1"
                     /translation="MYVLVTGGSGYIGSHTCVQLIEAGYKPVILDNLCNSKSSVLARI
                     HSLTGYTPELYAGDIRDRTLLDSIFAAHPIHAVIHFAGLKAVGESVNRPLEYYNNNVF
                     GTLVLLEAMRAAQVKNLIFSSSATVYGDQPQIPYVESFPTGSPSSPYGRSKLMVEQIL
                     QDVQLADPQWNMTILRYFNPVGAHPSGLMGEDPQGIPNNLMPFIAQVAVGRRESLAIF
                     GNDYPTPDGTGVRDYIHVVDLADGHVAAMKTLHGKPGVHIFNLGAGVGHSVLQVVAAF
                     SKACGKPLAYHFAPRREGDLPAYWADATKAAEQLGWRVSRSLDEMAADTWHWQSKNPQ
                     GYPD"
     gene            2861228..2862280
                     /gene="galT"
                     /locus_tag="CH60_2635"
     CDS             2861228..2862280
                     /gene="galT"
                     /locus_tag="CH60_2635"
                     /EC_number="2.7.7.10"
                     /note="galT_1: galactose-1-phosphate uridylyltransferase;
                     [C] COG1085 Galactose-1-phosphate uridylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="galactose-1-phosphate uridylyltransferase"
                     /protein_id="AJK13043.1"
                     /translation="MTHFNPVDHPHRRYNPLKDQWVLVSPHRAKRPWQGQQEAPATEN
                     LPAHDPDCFLCPGNTRVTGDVNPDYSSTYVFTNDFAALMPDTPDAPPSHDPLMRSQSA
                     RGTSRVICFSPDHSKTLPQLTLPALEQVVQTWQQQSAELGKIYPWVQVFENKGAAMGC
                     SNPHPHGQIWANSFLPNEAEQEDRLQQQYFQQHQSPMLLDYVERERRDGQRTVVETEH
                     WLAVVPYWAAWPFETLLLPKAAVLRLEDLSAEQRSDLAIALKKLTSRYDNLFSCSFPY
                     SMGWHGAPYNANDNTHWQLHAHFYPPLLRSASVRKFMVGYELLAETQRDLTAEQAAAL
                     LRAVSDVHYKEAGAKS"
     gene            2862277..2863428
                     /gene="galK"
                     /locus_tag="CH60_2636"
     CDS             2862277..2863428
                     /gene="galK"
                     /locus_tag="CH60_2636"
                     /EC_number="2.7.1.6"
                     /note="gal_kin: galactokinase;
                     [G] COG0153 Galactokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="galactokinase"
                     /protein_id="AJK11713.1"
                     /translation="MSLKQHTQTIFRQQFDRESDITIKAPGRVNLIGEHTDYNDGFVL
                     PCAINYETVISCGKRDDRQIRVIAADYENQQDIFSLDAPIVPHPEYRWADYVRGVVKH
                     LQMRNADFGGADLVICGNVPQGAGLSSSASLEVAVGQALQSLYQLPLSGVELALNGQE
                     AENQFVGCNCGIMDQLISALGKKDHALLIDCRTLETRAVPMPENMAVVIINSNIQRGL
                     VDSEYNTRRQQCEAAARFFGVKALRDVEPSLFFSIQDELDPVVAKRARHVISENARTL
                     AAADALAAGNLKLMGQLMQESHISMRDDFEITVPPIDRLVEIVKSVIGDQGGVRMTGG
                     GFGGCIIALMPLELVEQVRTTVAQEYPAHSGGKKETFYVCQASQGAGLC"
     gene            2863422..2863574
                     /gene="galM"
                     /locus_tag="CH60_2637"
     CDS             2863422..2863574
                     /gene="galM"
                     /locus_tag="CH60_2637"
                     /codon_start=1
                     /transl_table=11
                     /product="galactose mutarotase"
                     /protein_id="AJK10696.1"
                     /translation="MLKNGAASPNSVDPLAPDGHPFEFTKLQNKSGMTVTFMNGGQPG
                     YRPYYR"
     gene            2863595..2864491
                     /gene="galM"
                     /locus_tag="CH60_2638"
     CDS             2863595..2864491
                     /gene="galM"
                     /locus_tag="CH60_2638"
                     /EC_number="5.1.3.3"
                     /note="galM_Leloir: galactose mutarotase;
                     [G] COG2017 Galactose mutarotase and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="galactose mutarotase"
                     /protein_id="AJK13066.1"
                     /translation="MLLGYPTPADYLHQAAYLGATVGRYANRIANAQITLDGETIQLV
                     PNQGPNQLHGGPEGFHAQRWQKVTQDDHQVTYKLDSPDGDQGFPGNLTVEVQYLLTED
                     NRLEIHYQAQVDKTCPVNLTNHAYFNLDGEGHDARSHRLQLFADRYLPVDSAGIPTGG
                     LADVENTGMDFRQPKTLAQDFLQDRCQQRVKGYDHAYLLHRTCGALDSPAAHLWSSDN
                     QVQMSMFTSAPALQLYSGNYLAGTPARNGGTYASYAGVALESEFLPDSPNHPEWPQPD
                     CWLKPGKTYRSTTVYHFIALPL"
     gene            2864784..2865119
                     /locus_tag="CH60_2639"
     CDS             2864784..2865119
                     /locus_tag="CH60_2639"
                     /codon_start=1
                     /transl_table=11
                     /product="psiF repeat family protein"
                     /protein_id="AJK10615.1"
                     /translation="MRLFPLWLLSAGLLLSANVMAADPPKTPSPAQAAQQQQMTDCNQ
                     QASTQSLKGDERKNFMSQCLKAQTAPDGKALTPQQQKMKSCNAEAAQKMLKGDERKTF
                     MSTCLKKAA"
     gene            2865466..2866218
                     /locus_tag="CH60_2640"
     CDS             2865466..2866218
                     /locus_tag="CH60_2640"
                     /note="pgm_1: phosphoglycerate mutase 1 family protein;
                     [G] COG0588 Phosphoglycerate mutase 1"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate mutase 1 family protein"
                     /protein_id="AJK13811.1"
                     /translation="MAVTKLVLVRHGESQWNNENRFTGWYDVDLSEKGRSEAKAAGKL
                     LKDEGFTFDFAYTSVLKRAIHTLWNILDELDQAWLPTEKTWKLNERHYGALQGLNKSE
                     TAEKYGDEQVKQWRRGFAITPPALEKSDERFPGHDPRYAKLTDAELPTTESLALTIER
                     VIPYWNDVIKPRIASGERVIIAAHGNSLRALVKYLDDLGEDEILELNIPTGVPLVYEF
                     DENFKPIKHYYLGNADEIAAKAAAVANQGKAK"
     gene            complement(2866400..2867452)
                     /locus_tag="CH60_2641"
     CDS             complement(2866400..2867452)
                     /locus_tag="CH60_2641"
                     /EC_number="2.5.1.54"
                     /note="aroFGH: 3-deoxy-7-phosphoheptulonate synthase;
                     [E] COG0722 3-deoxy-D-arabino-heptulosonate 7-phosphate
                     (DAHP) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-7-phosphoheptulonate synthase"
                     /protein_id="AJK11338.1"
                     /translation="MNYQNDDLRIKEIKELLPPVALLEKFPSTVNAAETVAKTRNAIH
                     NILRAQDDRLLVVIGPCSIHDTQAAKEYAARLLALREELQGELEVVMRVYFEKPRTTV
                     GWKGLINDPHMDNSYDINEGLRLARELLVEINDSGLPAAGEFLDMITPQYLADLMSWG
                     AIGARTTESQVHRELASGLSCPVGFKNGTDGTIKVAIDAINAASAPHCFLSVTKWGHS
                     AIVNTAGNGDCHIILRGGKEPNYSSKHVNAVKEGLIKAGLEPQIMIDFSHANSCKQFQ
                     KQMEVGTDVCQQIAQGEKSIIGVMIESHLVEGSQNLESGEPLTYGQSITDACIGRKDT
                     EALLRQLAGAVRARRQ"
     gene            complement(2867742..2867849)
                     /locus_tag="CH60_2642"
     CDS             complement(2867742..2867849)
                     /locus_tag="CH60_2642"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11236.1"
                     /translation="MFFLQAMFYLQAMSSPQGILYLEFRGLVIPNRHRR"
     gene            2867901..2868839
                     /locus_tag="CH60_2643"
     CDS             2867901..2868839
                     /locus_tag="CH60_2643"
                     /note="CDF: cation diffusion facilitator transporter
                     family protein;
                     [P] COG1230 Co/Zn/Cd efflux system component"
                     /codon_start=1
                     /transl_table=11
                     /product="cation diffusion facilitator transporter family
                     protein"
                     /protein_id="AJK10805.1"
                     /translation="MAVSTIFSQDSNSKRLLIAFAITTLFMVTEAIGGWLSGSLALLA
                     DAGHMLTDSAALFIALMAVHFSQRKPDPRHTFGYLRLTTLAAFVNAAALLLIVILIVW
                     EAVHRFFSPHEVMGTPMLIIAIAGLLANIFCFWILHKGEEEKNINVRAAALHVLSDLL
                     GSVGAMIAAIVILTTGWTPIDPILSVLVSVLILRSAWRLLKESFHELLEGAPQEIDIN
                     KLRKDLCTNIYEVRNIHHVHLWQVGEQRLMTLHAQVIPPLDHDALLQRIQDYLLHHYR
                     ISHATVQMEYQHCGTPDCGINQAAPADGHHRHHHHE"
     gene            complement(2868954..2869679)
                     /gene="pnuC"
                     /locus_tag="CH60_2644"
     CDS             complement(2868954..2869679)
                     /gene="pnuC"
                     /locus_tag="CH60_2644"
                     /note="NMN_trans_PnuC: nicotinamide mononucleotide
                     transporter PnuC family protein;
                     [H] COG3201 Nicotinamide mononucleotide transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinamide mononucleotide transporter PnuC
                     family protein"
                     /protein_id="AJK11730.1"
                     /translation="MDFLSTGNILVHIPLGAGGYDLSWIEAIGTLFGLLCIWFASKEK
                     IINYLFGLINVTLFAVIFFQIQLYASLLLQLFFFGANIYGWYAWSKQTPDNQAELKIR
                     WLSLPKALAWAAVCIAGIVLMTLHIDTVFAWLTRVAVTVMQSLGANVQMPELQPDAFP
                     FWDSTMMVLSIAAMILMTRKYVENWLIWVVIDVISVAIFAYQGVYAMALEYAFLTLIA
                     LNGSWLWIKSAARNHSRPLSTQG"
     gene            complement(2869801..2870862)
                     /gene="nadA"
                     /locus_tag="CH60_2645"
     CDS             complement(2869801..2870862)
                     /gene="nadA"
                     /locus_tag="CH60_2645"
                     /EC_number="2.5.1.72"
                     /note="nadA: quinolinate synthetase complex, A subunit;
                     [H] COG0379 Quinolinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="quinolinate synthetase complex, A subunit"
                     /protein_id="AJK10914.1"
                     /translation="MSEIFDVNAAIYPFPARPVPLDTNEKAFYREKIKTLLKQRDAVL
                     VAHYYTDPEIQALAEETGGCVADSLEMARFGNNHPASTLLVAGVRFMGETAKILNPEK
                     KVLMPTLNAECSLDLGCPVDEFTAFCDSHPDRTVVVYANTSAAVKAKADWVVTSSIAV
                     ELIEHLDSLGEKIIWAPDRHLGSYVQKKSGADVLCWQGACIVHDEFKTQALARMKALY
                     PDAAVLVHPESPQAVVDMADAVGSTSQLIQAAKTLPQKTLIVATDRGIFYKMQQACPD
                     KELFEAPTAGEGATCRSCAHCPWMAMNGLRAIAEGLEQGGVMHEIHVDEELRQQALIP
                     LNRMLDFANQLKLQVKGNA"
     gene            complement(2871231..2871300)
                     /locus_tag="CH60_2646"
     tRNA            complement(2871231..2871300)
                     /locus_tag="CH60_2646"
                     /product="tRNA-OTHER"
                     /note="tRNA-Pseudo"
     gene            complement(2871329..2871404)
                     /locus_tag="CH60_2647"
     tRNA            complement(2871329..2871404)
                     /locus_tag="CH60_2647"
                     /product="tRNA-Lys"
     gene            complement(2871432..2871507)
                     /locus_tag="CH60_2648"
     tRNA            complement(2871432..2871507)
                     /locus_tag="CH60_2648"
                     /product="tRNA-Lys"
     gene            complement(2871698..2872507)
                     /gene="ygbF"
                     /locus_tag="CH60_2649"
     CDS             complement(2871698..2872507)
                     /gene="ygbF"
                     /locus_tag="CH60_2649"
                     /note="tol_pal_ybgF: tol-pal system protein YbgF;
                     [S] COG1729 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="tol-pal system protein YbgF"
                     /protein_id="AJK11821.1"
                     /translation="MNSNFRRHLVGLSLLVGVAVPWAATAQAPISNVGSGSVEDRVTQ
                     LERISNAHSQLLTQLQQQLSDSQRDVDSLRGQIQESQYQLNQVVERQKQIYQQMESLS
                     GGQGAQNSASAASGATADNTAAGSSGNADAGAAASTAAPAASTGDENSDYNVAVSLAL
                     EKKQYDQAITAFQSFVKQYPKSTYQPNANYWLGQLYYNKGKKDDAAYYYAVVVKNYPK
                     SPKSSEAMFKVGVIMQDKGQSDKAKAVYQQVIKQYPNTDAAKQAQKRLSAL"
     gene            complement(2872517..2873023)
                     /gene="pal"
                     /locus_tag="CH60_2650"
     CDS             complement(2872517..2873023)
                     /gene="pal"
                     /locus_tag="CH60_2650"
                     /note="pal_lipo: peptidoglycan-associated lipoprotein;
                     [M] COG2885 Outer membrane protein and related
                     peptidoglycan-associated (lipo)proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidoglycan-associated lipoprotein"
                     /protein_id="AJK13323.1"
                     /translation="MQLNKVLKGLMLALPVLAVAACSSNKSANNDQSGMGAGTGTENG
                     SNLSSEEQARLQMQELQKNNIVYFGFDKYDIGSDFAQMLDAHAAFLRSNPSDKVVVEG
                     HADERGTPEYNIALGERRASAVKMYLQGKGVSADQISIVSYGKEKPAVLGHDEAAFAK
                     NRRAVLVY"
     gene            complement(2873074..2874366)
                     /gene="tolB"
                     /locus_tag="CH60_2651"
     CDS             complement(2873074..2874366)
                     /gene="tolB"
                     /locus_tag="CH60_2651"
                     /note="propeller_TolB: Tol-Pal system beta propeller
                     repeat protein TolB;
                     [U] COG0823 Periplasmic component of the Tol biopolymer
                     transport system"
                     /codon_start=1
                     /transl_table=11
                     /product="Tol-Pal system beta propeller repeat protein
                     TolB"
                     /protein_id="AJK13999.1"
                     /translation="MKQAFRVALGFLVLWASVLHAEVRIEITQGVDSARPIGVVPFKW
                     MGPGTPPEEIGAIVGADLRNSGKFNPIDAARMPQQPSTAAEVTPAAWTALGIDAVVVG
                     QVQPSADGSYVVSYQLVDTSGSAGSILAQNQYKVTKQWLRYSAHTVSDEVFEKLTGIK
                     GAFRTRIAYVVKTNGGKFPHELRVSDYDGYNQFVVHRSPEPLMSPAWSPDGSKIAYVT
                     FESGKSALVIQTLANGAIRQVASFPRHNGAPAFSPDGTKLAFALSKSGSLNLYVMDLA
                     SGQISQVTDGRSNNTEPSWFPDSQNLAYTSDQGGRPQVYKVNINGGVPQRITWEGSQN
                     QNADVSPDGKFLVLVSSNGGAQHIAKQDLETGAVQVLTDTLLDETPSIAPNGTMVIYS
                     STQGLGSVLQLVSTDGRFKARLPATDGQVKFPAWSPYL"
     gene            complement(2874486..2875652)
                     /gene="tolA"
                     /locus_tag="CH60_2652"
     CDS             complement(2874486..2875652)
                     /gene="tolA"
                     /locus_tag="CH60_2652"
                     /note="tolA_full: protein TolA;
                     [M] COG3064 Membrane protein involved in colicin uptake"
                     /codon_start=1
                     /transl_table=11
                     /product="protein TolA"
                     /protein_id="AJK13852.1"
                     /translation="MGKATEQNDKLNRAVIVSVVLHIILIALLIWGSLTQTTEMGGGG
                     AGGEVIDAVMVDPGAVTEQYNRQQQQQTDAKRAEQQRQKKAEQQAEELQQKQAAEQQR
                     LKELEKERLQAQEDAKLAAEEQKKQVAEQQKQIAEQQKQAAEQQKIAAAAVAKAKEEQ
                     KQAETAAAQAKAEADKIVKAQAEAQKKAEAEAKKEAAVAAAAKKQADADAKKAVEVAE
                     KAAADAAEKKAAADAEKKAAAAKKVAAAAEAKKKAAAEAAASTDVDDLFGGLANAKNA
                     PKSGSGAGAAAAGKGGGKKSGASGADISGYLGQITGAIQSKFYDADLYKGRTCDLRIK
                     LAPDGLLIDVKAEGGDPALCQAAIAAAKQAKIPKPPSTDVYEQFKNAPLVFKPQ"
     gene            complement(2875764..2876192)
                     /gene="tolR"
                     /locus_tag="CH60_2653"
     CDS             complement(2875764..2876192)
                     /gene="tolR"
                     /locus_tag="CH60_2653"
                     /note="tolR: protein TolR;
                     [U] COG0848 Biopolymer transport protein"
                     /codon_start=1
                     /transl_table=11
                     /product="protein TolR"
                     /protein_id="AJK10992.1"
                     /translation="MARVRGRKRRELKSEINIVPLLDVLLVLLLIFMATAPIITQSVE
                     VNLPDATDSKTVSSDDNPPVIVEVSGVGQYTVVVDHQRMELLPSEQVVAEAQARLKTN
                     PKTVFLIGGAKEVPYDEIIKALNMLHQAGVTSVGLMTQPI"
     gene            complement(2876205..2876891)
                     /gene="tolQ"
                     /locus_tag="CH60_2654"
     CDS             complement(2876205..2876891)
                     /gene="tolQ"
                     /locus_tag="CH60_2654"
                     /note="tolQ: protein TolQ;
                     [U] COG0811 Biopolymer transport proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="protein TolQ"
                     /protein_id="AJK12227.1"
                     /translation="MADMNILDLFLQASLFVKLIMLVLMGFSIASWAIIIQRTRILNA
                     ATRDAEAFEDKFWSGIELSRLYQESQARRDTLSGSEQIFHSGFKEFARLHRANSHAPE
                     AVIDGASRAMRISMNRELEALETHIPFLGTVGSISPYIGLFGTVWGIMHAFISLGAVK
                     QATLQMVAPGIAEALIATAIGLFAAIPAVMAYNRLNQHVNKLEQNYDNFMEEFIAILH
                     RQAFASTESK"
     gene            complement(2876891..2877292)
                     /gene="ybgC"
                     /locus_tag="CH60_2655"
     CDS             complement(2876891..2877292)
                     /gene="ybgC"
                     /locus_tag="CH60_2655"
                     /note="thio_ybgC: tol-pal system-associated acyl-CoA
                     thioesterase;
                     [R] COG0824 Predicted thioesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="tol-pal system-associated acyl-CoA thioesterase"
                     /protein_id="AJK10596.1"
                     /translation="MSNTLFRWPVRVYFEDTDAGGMVYHARYVAFYERARTEMLRQRN
                     FHQQQLLSEHVAFAVRSMTVEYLAPARLDDMLEVQSEVTAMRGASLTFAQRILDSHGN
                     LLSSAEVLIACIDPHQMKPRALPKSIVAEFK"
     gene            complement(2877424..2877711)
                     /locus_tag="CH60_2656"
     CDS             complement(2877424..2877711)
                     /locus_tag="CH60_2656"
                     /note="cyd_oper_ybgE: cyd operon protein YbgE;
                     [S] COG3790 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cyd operon protein YbgE"
                     /protein_id="AJK12546.1"
                     /translation="MLSDKLYELMDKGPLRALSLVLAFALAFCVFWDPTRFAAATSSL
                     EVWQEVFIVWAVCTGVIHGVGFRPKQVWLRAFFAPLPAIVILATGLFYFFA"
     gene            complement(2877701..2877835)
                     /locus_tag="CH60_2657"
     CDS             complement(2877701..2877835)
                     /locus_tag="CH60_2657"
                     /note="cyd_oper_ybgT: cyd operon protein YbgT;
                     [S] COG4890 Predicted outer membrane lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="cyd operon protein YbgT"
                     /protein_id="AJK11119.1"
                     /translation="MWYFAWILGTLLACSFGIITALALEQSEANAAAKAANNGNDDAV
                     "
     gene            complement(2877848..2878987)
                     /gene="cydB"
                     /locus_tag="CH60_2658"
     CDS             complement(2877848..2878987)
                     /gene="cydB"
                     /locus_tag="CH60_2658"
                     /note="cydB: cytochrome d ubiquinol oxidase, subunit II;
                     [C] COG1294 Cytochrome bd-type quinol oxidase, subunit 2"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome d ubiquinol oxidase, subunit II"
                     /protein_id="AJK12342.1"
                     /translation="MFDYEVLRFIWWLLIGVLLIGFAVTDGFDMGVGILLRIIGKNDT
                     ERRIMINSIAPHWDGNQVWLITAGGALFAAWPMVYAAAFSGFYIAMILVLAALFFRPV
                     GFDYRSKLENSRWRNMWDWGIFIGSFVPAVVFGVAFGNLLQGVPFHMNEYMRLFYTGN
                     FFQLLNPFGLLAGIVSLTMLVTQGATYLQMRTRGELHLRSRKAAQISALVMSVAFLLA
                     GIWLVKGIDGFVITSVLDTAAESNPMRKEVAHQAGAWLINFNKYPILWALPALGVILP
                     LFTILLSRFEKGAWAFLFSSLTIACVILTAGVTMFPFVMPSSTMPNVSLTMWDATSSL
                     LTLKVMTIVAIIFVPIILLYTSWCYYKMFGRIDKEFIENNKHSLY"
     gene            complement(2879002..2880570)
                     /gene="cydA"
                     /locus_tag="CH60_2659"
     CDS             complement(2879002..2880570)
                     /gene="cydA"
                     /locus_tag="CH60_2659"
                     /note="[C] COG1271 Cytochrome bd-type quinol oxidase,
                     subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome d ubiquinol oxidase subunit 1"
                     /protein_id="AJK10961.1"
                     /translation="MFDIVELSRLQFALTAMYHFLFVPLTLGLAFLLAIMESVYVLSG
                     KQIYKDMTKFWGKLFAINFALGVATGLTMEFQFGTNWSYFSHYVGDIFGAPLAIEGLM
                     AFFLESTFVGLFFFGWDRLTKHQHLAVTWLVALGSNFSALWILVANGWMQNPIASDFN
                     FETMRMEMLSFSELVLNPVAQVKFVHTVAAGYVTGAMFILGISSYYLLKGRDIPFAKR
                     SFAIAASFGLASVLSVIVLGDESGYEMGDVQKTKLAAIEAEWETQPPPAAFTLFAIPN
                     QETMENRFAIQIPYALGLIATRSLDTPVIGLRDLMSQHEVRIRNGIQAYSLLEQLRGG
                     NTDPAVRDAFNKAKQDLGYGMLLKRYTENVADATEEQIQLAAQDSIPRVLPLYFAFRI
                     MVACGFLMLLIIGLAFYNVVRGRIGEKKWLLRAALYGIPLPWIAVEAGWFVAEYGRQP
                     WAIGEVLPTAVANSSVTAGEILFSMALICGLYTLFLIAEMYLMFKFARLGPSSLKTGR
                     YHFEQPTAPVQEAR"
     gene            complement(2881375..2881833)
                     /locus_tag="CH60_2660"
     CDS             complement(2881375..2881833)
                     /locus_tag="CH60_2660"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK14261.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVLYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2882047..2882919)
                     /gene="sucD"
                     /locus_tag="CH60_2661"
     CDS             complement(2882047..2882919)
                     /gene="sucD"
                     /locus_tag="CH60_2661"
                     /note="sucCoAalpha: succinate-CoA ligase, alpha subunit;
                     [C] COG0074 Succinyl-CoA synthetase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate-CoA ligase, alpha subunit"
                     /protein_id="AJK11519.1"
                     /translation="MSILIDKNTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKG
                     GTQHLGLPVFNTVREAVETTGATASVIYVPAPFCKDSILEAIDAGIKLIICITEGIPT
                     LDMLVVKVRLEQSDARMIGPNCPGVITPGECKIGIMPGHIHLPGKVGIVSRSGTLTYE
                     AVKQTTDIGFGQSSCVGIGGDPIPGSNFIDILKLFQEDPQTEVIVMIGEIGGNAEEEA
                     AAYIKEHVTKPVVGYIAGVTAPKGKRMGHAGAIIAGGKGTADDKFAALEAAGVKTVRS
                     LAEIGNAVKAVLPQ"
     gene            complement(2882919..2884085)
                     /gene="sucC"
                     /locus_tag="CH60_2662"
     CDS             complement(2882919..2884085)
                     /gene="sucC"
                     /locus_tag="CH60_2662"
                     /EC_number="6.2.1.5"
                     /note="[C] COG0045 Succinyl-CoA synthetase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinyl-CoA ligase [ADP-forming] subunit beta"
                     /protein_id="AJK13452.1"
                     /translation="MNLHEYQAKQLFARYGMPAPTGYACTTPREAEEAASKIGAGPWV
                     VKCQVHAGGRGKAGGVKLVNSKEDIRAFAEQWLGKKLVTYQTDANGQPVHQILVEAAT
                     DIDKELYLGAVIDRSSRRVVFMASTEGGVEIEKVAEETPELIHKIALDPLTGPQPYQG
                     RELAFKLGLTGKQVGQFTKIFMGLATLFLERDLAMVEINPLVVTKQGDLICLDGKLGA
                     DGNALFRQPELREMRDPSQEDAREAHAAQWELNYVALDGNIGCMVNGAGLAMGTMDIV
                     KLHGGEPANFLDVGGGATKERVTEAFKIILSDDKVKAVFVNIFGGIVRCDLIADGIIG
                     AVEEVGVNVPVVVRLEGNNAELGAKKLADSGLNIIAATSLTDAAQQVVAAVGAK"
     gene            complement(2884198..2885421)
                     /gene="sucB"
                     /locus_tag="CH60_2663"
     CDS             complement(2884198..2885421)
                     /gene="sucB"
                     /locus_tag="CH60_2663"
                     /EC_number="2.3.1.61"
                     /note="sucB: dihydrolipoyllysine-residue
                     succinyltransferase, E2 component of oxoglutarate
                     dehydrogenase complex;
                     [C] COG0508 Pyruvate/2-oxoglutarate dehydrogenase complex,
                     dihydrolipoamide acyltransferase (E2) component, and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyllysine-residue succinyltransferase,
                     E2 component of oxoglutarate dehydrogenase complex"
                     /protein_id="AJK11155.1"
                     /translation="MSSVDINVPDLPESVADGSVATWHKKPGDSVKRDEVLVEIETDK
                     VILEVPASQDGILDAILEDEGATVTSRQVLGRIRPSDSSGKPTEEKSQSTESTPAQRQ
                     TASLEEESNETLSPAIRRLIAEHDLDATAIKGSGVGGRITREDVDSHLASRKSASAVV
                     ADAKAVAAAAPVLAGRSEKRVPMSRLRKRVAERLLEAKNSTAMLTTFNEINMQPIMDL
                     RKQYGEAFEKRHGVRLGFMSFYIKAVVEALKRYPEVNASIDGEDVVYHNYFDVSIAVS
                     TPRGLVTPVLRDVDTLSMADIEKKIKELAVKGRDGKLKVEELTGGNFTITNGGVFGSL
                     MSTPIINPPQSAILGMHAIKDRPMAVNGQVVILPMMYLALSYDHRLIDGRESVGYLVT
                     VKEMLEDPARLLLDV"
     gene            complement(2885451..2888258)
                     /gene="sucA"
                     /locus_tag="CH60_2664"
     CDS             complement(2885451..2888258)
                     /gene="sucA"
                     /locus_tag="CH60_2664"
                     /EC_number="1.2.4.2"
                     /note="2oxo_dh_E1: oxoglutarate dehydrogenase
                     (succinyl-transferring), E1 component;
                     [C] COG0567 2-oxoglutarate dehydrogenase complex,
                     dehydrogenase (E1) component, and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="oxoglutarate dehydrogenase
                     (succinyl-transferring), E1 component"
                     /protein_id="AJK11885.1"
                     /translation="MQNGAMKAWLDSSYLAGANQSYIEQLYEDFLTDPGSVDDSWRSI
                     FQQLPTTGVKPDQLHSQTREYFRRLAKDSTRYNSSINDPDIDAKQVKVLQLINAFRFR
                     GHQHANLDPLGLWKQESVPDLDPSYHNLTEADFQNTFNVGSFAIGKETMKLADLYAAL
                     KQTYCGSVGAEYMHITNTEEKRWIQQRIESVVGKPTFSDAEKRRFLSELTAAEGLERY
                     LGAKFPGAKRFSLEGGDSLVTMLKEMIRHAGKNGTREVVLGMAHRGRLNVLINVLGKK
                     PEDLFDEFAGKHKEHLGTGDVKYHQGFSSDVETEGGLVHLALAFNPSHLEIVSPVVIG
                     SVRARRDRLDEARSNMVLPITIHGDAAITGQGVVQETLNMSQARGYEVGGTVRIVINN
                     QIGFTTSNPLDARSTQYCTDIAKMVQAPIFHVNADDPEAVAFVTRLALDFRNTFKRDV
                     MIDLVCYRRHGHNEADEPSATQPVMYQKIKKHPTPRKIYADKLIEQNIASLEDATEMV
                     NLYRDALDHGDCVVEEWRPMNLQSFTWSPYLNHEWDEAYPSKVEMKRLQELARRISSA
                     PEAIEMQSRVAKIYSDRALMASGEKPFDWGGAETLAYATLVDEGIPIRLSGEDAGRGT
                     FFHRHAVIHNQKNGSVYVPLSNIHSGQGDFQVWDSVLSEEAVLAFEYGYATAEPRTLT
                     IWEAQFGDFANGAQVVIDQFISSGEQKWGRMCGLVMLLPHGYEGQGPEHSSARLERYL
                     QLCAEQNMQVCIPSTPAQVYHMIRRQALRGMRRPLIVMSPKSLLRHPLATSSLDELAN
                     GSFLPAIGEIDELDPKGIKRVVMCSGKVYYDLLEQRRKNGQTDVAIVRIEQLYPFPHQ
                     AVQSVLEQYAHVHDFVWCQEEPLNQGAWYCSQHNFREVIPFGASLRYAGRPASASPAV
                     GYLSVHQKQQQALVNDALNVE"
     gene            complement(2888614..2889330)
                     /locus_tag="CH60_2665"
     CDS             complement(2888614..2889330)
                     /locus_tag="CH60_2665"
                     /note="dhsB: succinate dehydrogenase and fumarate
                     reductase iron-sulfur family protein;
                     [C] COG0479 Succinate dehydrogenase/fumarate reductase,
                     Fe-S protein subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase and fumarate reductase
                     iron-sulfur family protein"
                     /protein_id="AJK10518.1"
                     /translation="MKLEFSIYRYNPDVDNAPHMQDYTLDAEEGRDMMLLDALIQLKE
                     KDPTLSFRRSCREGVCGSDGLNMNGKNGLACITPISALQKGNKKIVIRPLPGLPVVRD
                     LVVDMGQFYTQYEKIKPYLLNDGKNPPAREHLQSPEQRAKLDGLYECILCACCSTSCP
                     SFWWNPDKFVGPAGLLAAYRFLIDSRDTETASRLDDLDDAFSVFRCHSIMNCVSVCPK
                     GLNPTKAIGHIKSMLLQRSA"
     gene            complement(2889380..2891146)
                     /gene="sdhA"
                     /locus_tag="CH60_2666"
     CDS             complement(2889380..2891146)
                     /gene="sdhA"
                     /locus_tag="CH60_2666"
                     /note="sdhA_forward: succinate dehydrogenase, flavoprotein
                     subunit;
                     [C] COG1053 Succinate dehydrogenase/fumarate reductase,
                     flavoprotein subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase, flavoprotein subunit"
                     /protein_id="AJK12328.1"
                     /translation="MNLPIREFDAVVVGAGGAGMRAALQISQMGLSCALISKVFPTRS
                     HTVSAQGGITVALGNTHEDNWEWHMYDTVKGSDYIGDQDAIEYMCKTGPEAVLELEHM
                     GLPFSRLEDGSIYQRPFGGQSLNFGGGQAARTAAAADRTGHALLHTLYQQNLKNHTTI
                     FSEWYALDLVKNQDGAFVGCTAINIETGEVVYFKARATILATGGAGRIYQSTTNAHIN
                     TGDGVGMALRAGVPVQDMEMWQFHPTGIAGAGVLVTEGCRGEGGYLLNKHGERFMERY
                     APNAKDLAGRDVVARSIMIEIREGRGCDGPWGPHAKLKLDHLGKDVLESRLPGILELS
                     RTFAHVDPIKEPIPVIPTCHYMMGGIPTKVTGQAITVNEKGEDVVIPGLFAVGEIACV
                     SVHGANRLGGNSLLDLVVFGRAAGMHLQESLMEQGASRDASESDIEASLARMNRWNNT
                     RSGEDPVEIRKALQACMQNNFSVFREGDAMAKGLEELKTIRERLQNARLDDTSSEFNT
                     QRIECLELDNLMETAFSTAVSANFRTESRGAHSRFDFPDRDDVNWLCHSLYLPGTESM
                     TRREVNMQPKLREAFPPKVRSY"
     gene            complement(2891147..2891494)
                     /gene="sdhD"
                     /locus_tag="CH60_2667"
     CDS             complement(2891147..2891494)
                     /gene="sdhD"
                     /locus_tag="CH60_2667"
                     /note="succ_dehyd_anc: succinate dehydrogenase,
                     hydrophobic membrane anchor protein;
                     [C] COG2142 Succinate dehydrogenase, hydrophobic anchor
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase, hydrophobic membrane
                     anchor protein"
                     /protein_id="AJK13450.1"
                     /translation="MVSNASALGRNGVHDWLLLRASAIVITLYVFYILGFVVIVPDIT
                     YEIWRGFFASHITKVFTLLTLLSILAHAWIGLWQVLTDYIKPLAIRLVLQLVVVITLL
                     VYLLYGTIVVWGA"
     gene            complement(2891488..2891703)
                     /gene="sdhC"
                     /locus_tag="CH60_2668"
     CDS             complement(2891488..2891703)
                     /gene="sdhC"
                     /locus_tag="CH60_2668"
                     /note="succ_dehyd_cytB: succinate dehydrogenase,
                     cytochrome b556 subunit;
                     [C] COG2009 Succinate dehydrogenase/fumarate reductase,
                     cytochrome b subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase, cytochrome b556
                     subunit"
                     /protein_id="AJK14081.1"
                     /translation="MQAATIMNSFFVKFIFWGILTALAYHICGGIRHLLMDFGYLEEN
                     LAVGTRSAQVAMGLTLVLSVLAGVLVW"
     gene            2892587..2893867
                     /gene="gltA"
                     /locus_tag="CH60_2669"
     CDS             2892587..2893867
                     /gene="gltA"
                     /locus_tag="CH60_2669"
                     /EC_number="2.3.3.1"
                     /note="cit_synth_I: citrate (Si)-synthase;
                     [C] COG0372 Citrate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate (Si)-synthase"
                     /protein_id="AJK11295.1"
                     /translation="MADKKATLNLGEAAIELGVLSPTLGTDVIDVRTLGSKGYFTFDP
                     GFTSTASCESKITYIDGDQGILLHRGFPIAQLAKDSTYLEVCYILLYGETPTPEEYKT
                     FKTTVTRHTMIHEQITRLFHGFRRDSHPMAVLCGVTGALAAFYHDALDVNNERHREIT
                     AFRLLSKMPTVAAMCYKYSLGQPFVYPRNDLSYAGNFLHMMFSTPCEKYEVNPVLERA
                     MDRILILHADHEQNASTSTVRTAGSSGANPFACIAAGIASLWGPAHGGANEACLKMLE
                     EIKTVEHIPEFIRRAKDKNDSFRLMGFGHRVYKNYDPRATVMRETCHEVLEELKLNNS
                     LLEVAMELENIALNDPYFIEKKLYPNVDFYSGIILKAMGIPSSMFTVIFAIARTIGWI
                     AHWNEMHNDGIKIARPRQLYTGYTERDFQSQLKK"
     gene            complement(2893975..2894553)
                     /locus_tag="CH60_2670"
     CDS             complement(2893975..2894553)
                     /locus_tag="CH60_2670"
                     /note="[O] COG0576 Molecular chaperone GrpE (heat shock
                     protein)"
                     /codon_start=1
                     /transl_table=11
                     /product="grpE family protein"
                     /protein_id="AJK14089.1"
                     /translation="MSSKEQKTPNEQVSEEMENTAEQQVEATQETGECVDPRVAELEV
                     QLSDALQRERESLLRAKAEVENIRRRTELDVEKAHKFALERFSSELLPVIDNLERALD
                     TADKTNTELTSMIEGVELTLKSLLDAVGKFGIEVVGETHVPFNPEVHQAMTMLESADH
                     EPNHVMMVMQKGYTLNGRLLRPAMVAVSKAKS"
     gene            2894791..2895558
                     /locus_tag="CH60_2671"
     CDS             2894791..2895558
                     /locus_tag="CH60_2671"
                     /note="[G] COG0061 Predicted sugar kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-NAD kinase family protein"
                     /protein_id="AJK12557.1"
                     /translation="MVEQQIAHDLNLTDAITGSLADIGQKADLAVVVGGDGNMLGAAR
                     VLARYDIKVIGVNRGNLGFLTDLDPDNALQQLSDVLEGEYLSEQRFLLETHVRRTNQQ
                     SRISTAINEVVLHPGKVAHMIEFEVYIDDRFAFSQRSDGLIIATPTGSTAYSLSAGGP
                     ILTPTLDAIVLVPMFPHTLTARPLVISSSSTIRLKFSHITSDLEISCDSQIALPIQEG
                     EEVLIRRSDFHLNLIHPKDYSYFNTLSTKLGWSKKLF"
     gene            2895645..2897306
                     /gene="recN"
                     /locus_tag="CH60_2672"
     CDS             2895645..2897306
                     /gene="recN"
                     /locus_tag="CH60_2672"
                     /note="recN: DNA repair protein RecN;
                     [L] COG0497 ATPase involved in DNA repair"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RecN"
                     /protein_id="AJK12648.1"
                     /translation="MLVQLTISNFAIVRELEIDFQPGMTAITGETGAGKSIAVDALGL
                     CLGNRSDGSMVRLGATRADICARFSLADTPSARQWLENNHLDDNNECLLRRAIGADGR
                     SRGFINGTPVPVSQLRELGQHLIQIHGQHAHQLLLKPDHQKQLLDAYANQSSLLAEMK
                     AAYQIWHQSCRDLALHQQQSLERTARQELLQYQLKELNSFSPQAGEYEQIDIEYKRLA
                     NSGQLLSLSQQTLQLLSDDEQNNILSQLYAAKHQLTELASMDEQFNNLLNMLEEASIQ
                     ISEASDELRHYAEQLDMDPNRLYELEKRLSRQLNLARKHHVAPEELPQFHQQLLDEQE
                     LLSQQENDHEQLSNAVNTHYQQALAIAKRLHQERQYYANELAALITESMHELSMPHGK
                     FAIETIFEPEHLSAEGATRIEFCVTTNPGQPLQALVKVASGGELSRIALAIQVITARK
                     MDTPALIFDEVDVGISGPTAAIVGRLLRQLGESTQVMCVTHLPQVAGCGHQHFFVSKQ
                     TDGTETETHMHRLDKKARLQELARLLGGSEVTKNTLANAKELLAA"
     gene            2897420..2897761
                     /gene="smpA"
                     /locus_tag="CH60_2673"
     CDS             2897420..2897761
                     /gene="smpA"
                     /locus_tag="CH60_2673"
                     /note="[J] COG2913 Small protein A (tmRNA-binding)"
                     /codon_start=1
                     /transl_table=11
                     /product="small protein A"
                     /protein_id="AJK12551.1"
                     /translation="MRCKMLTAAAVMLAMLTAGCSTLEKVVYRPDINQGNYLSPIDAS
                     KIHKGMTQQQVAYTLGTPMLQDPFGTQTWFYVFRQQPGHEKITQQTLTLTFDSSGVLT
                     DIKNEPALTGS"
     gene            complement(2897911..2898195)
                     /locus_tag="CH60_2674"
     CDS             complement(2897911..2898195)
                     /locus_tag="CH60_2674"
                     /note="[S] COG2914 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="rnfH Ubiquitin family protein"
                     /protein_id="AJK13594.1"
                     /translation="MPDIRVEVVYALSERQYLRTVSLVVGSTVEDAIKASGLLELRPD
                     IDLEKNKVGIYSRPVKLGDKLNDGDRVEIYRPLIADPKELRRQRAEQAKK"
     gene            complement(2898188..2898622)
                     /locus_tag="CH60_2675"
     CDS             complement(2898188..2898622)
                     /locus_tag="CH60_2675"
                     /note="[I] COG2867 Oligoketide cyclase/lipid transport
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative toxin YfjG"
                     /protein_id="AJK14065.1"
                     /translation="MPQISRSALVPFSVKQMYQLVNDVRSYPEFLPGCTGSRVLDATE
                     NEMIAAVDVAKAGISKTFTTRNTLTDNQSINMQLVDGPFRKLMGGWHFTPLSADACKV
                     ELHLDFEFTNKLIELAFGKIFKELAGNMVQAFTQRAKEVYSA"
     gene            2898783..2899265
                     /gene="smpB"
                     /locus_tag="CH60_2676"
     CDS             2898783..2899265
                     /gene="smpB"
                     /locus_tag="CH60_2676"
                     /note="smpB: SsrA-binding protein;
                     [O] COG0691 tmRNA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SsrA-binding protein"
                     /protein_id="AJK11573.1"
                     /translation="MTKKKAYKPGSATIAQNKRARHEYFIEEEFEAGLALQGWEVKSL
                     RAGKANISDSYVMFKNGEAFLFGATITPLNVASTHVVCEPMRTRKLLLNKRELDSLFG
                     RVNREGYTVVALSMYWKNAWVKVKIGVAKGKKDNDKRDDIRDREWKLDKARIMKHANR
                     "
     gene            2899900..2900358
                     /locus_tag="CH60_2677"
     CDS             2899900..2900358
                     /locus_tag="CH60_2677"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11216.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            2900582..2901781
                     /locus_tag="CH60_2678"
     CDS             2900582..2901781
                     /locus_tag="CH60_2678"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AJK12440.1"
                     /translation="MARTTRPLTHTEVQKAKATDKDLTLHDGDGLFLLVKTTGKKIWR
                     FRYQLPNSSKRTMISLGAYPALSLADAREIRAEKLAMLVRGTDPQTRAGEEAEKLQIA
                     EESIFVNVARKWFELKESHVSAAHAKDIWRSIEKDILPSIENIPIQELKARTLIQVLE
                     PIKARGALETVRRLVQRINEIMIYAVNVGLIDANPASGIGNAFERPKKQHMPTIRPEE
                     LPKLMRTIAMSNLSLPTRCLLEWQLLTLIRPAEASATAWIEIDLENKQWCIPAERMKA
                     KRDHIVPLSEQALELLEIMRPISGNRQHVFPSRNDPRNHMNSQTANAALKRIGYGGKL
                     VAHGLRSIASTAMNEAGFNADVIEAALAHSDKNEVRKAYNRSTYLIQRQELMNWWGLE
                     IYTKRSI"
     gene            2901860..2902948
                     /locus_tag="CH60_2679"
     CDS             2901860..2902948
                     /locus_tag="CH60_2679"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10858.1"
                     /translation="MDSEDTSDNPLSEPQRESAGAQSYDRFEYQYHWALCKAFSSYKE
                     SNDFAIFMEYHEDVVYANSIDKNKVKFTFNQIKANAKKTYTAKVLTKRENGTKPSLLG
                     KLCSSVSDKKYFEKVEKLDFITTSGFNLTKNNKLNLASYKLSSLSSDEASEIIKCLSD
                     ELANFGKFPQEIIHFTTSDIPLESYYEHTISRITDSVEEVYPQHLLRTKDIYRILMDS
                     LRIRGKNVFDYENWNDALTKKALTYKDIHTVVTKIVSKGNSDLNFEAIKYILDDLNLK
                     GTIKAKIIQKINSYSLTLLSPTLAIIKAQKEIQELLKKNSKKIEIEMSYELLERLIID
                     LSKDTIGLFEDNISISSAIIYEMVEATN"
     gene            2902999..2904669
                     /locus_tag="CH60_2680"
     CDS             2902999..2904669
                     /locus_tag="CH60_2680"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11978.1"
                     /translation="MKKLILKKIMILSDSGKSARQFEFGEHLTLITADDDNSVGKSTL
                     AKMIFWTFGCEPIFSEVWRTLDCTSIIEFEINNAPYIIHRYKNEIKIRHSNGKLHSFP
                     KITGDYSKYFSELVNFNVLLPKKGQLTLETPPPAYYFIPFYIDQKRTWAKPWDSFENL
                     QQYSSWAKPVISYHSGLFIKAHFEVEKDIYVIKRELEEVEKGVTELNNAVIILRQNLI
                     DTDNVLPSTEFIFSVIQESEKNKKNLLEERTNLRVEKIRLESQIKLAKGIISELDKDY
                     IFSVENMEDGDIECPTCGTIHENSIAHRTSILIDMELAKNQLESLESEVNGIINLLVI
                     KDEEITEQSNKSERSYNNVIESDSNSLISFTNDKFEKRAHEINSKKNITIEIKKSEEK
                     TAKKSQSDILSKEQKSEIKQSFADRLSKYITKLKVNVDISKIKSPLDYKKIYEVGGAA
                     EDARAVLGYYLAIYEQVADSCEEALPPLVIDTPNQQEQASGNYTNIIKSISDGINNDR
                     QYVICAMEHKALEQIKTNAQVIKLDARKILLQDQYEKISKLRNEVIFD"
     gene            2905866..2906753
                     /locus_tag="CH60_2681"
     CDS             2905866..2906753
                     /locus_tag="CH60_2681"
                     /note="phage integrase, N-terminal SAM-like domain
                     protein;
                     [L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11952.1"
                     /translation="MSRLSREMKMLAKQAGGSHKTVHDRIRIMDRFSRHLLALNIQVR
                     DVKHLKAKHIESYITDRFSQGIAIRSLHNEMAALRTVFRFAGRDKIVLSERLTNKALG
                     LGGASRAGSKFAIPEEVYQAALRTAQQQDKGLACALQLARLLGLRSQEAVQCANSLKT
                     WQKELEQNRSKLTVVFGTKGGRSRETRILDPEAVKRAVKEAQQIAETRGGKLIDKPDL
                     KTAMNFWRSHTTRLGLTGHYSPHSLRYAWAQDAINYYLAAGFSRIEARALTSMDLGHG
                     DGRGRYVERVYTRKEANYV"
     gene            2906746..2906946
                     /locus_tag="CH60_2682"
     CDS             2906746..2906946
                     /locus_tag="CH60_2682"
                     /note="[K] COG3311 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage CP4-57 regulatory family protein"
                     /protein_id="AJK13713.1"
                     /translation="MSDINLIRLPEVIEKIRLKKSSIYHLISLNQFPRPIKLGPRSVA
                     WVESEVDEWVIIRINQREEGRN"
     gene            2906946..2907488
                     /locus_tag="CH60_2683"
     CDS             2906946..2907488
                     /locus_tag="CH60_2683"
                     /codon_start=1
                     /transl_table=11
                     /product="ash family protein"
                     /protein_id="AJK12841.1"
                     /translation="MIFYFFLAGALQYNPFAAAKSVAGISVPKIFLIPSLVIQTWSFI
                     GMACAHPSMVAQAGAPKGAPVSKKSGNANSVWATTQGISVSGGSHYNYFLEAAQWLLP
                     FTVCTRNTFVPIRGCAMHNSSPLTIEEIVDHCHALVLAMLEITDPTAKELLLFILAER
                     LDLLQLMLDEVPDAEEANHE"
     gene            2907481..2908440
                     /locus_tag="CH60_2684"
     CDS             2907481..2908440
                     /locus_tag="CH60_2684"
                     /note="[S] COG4643 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding domain of primase-helicase family
                     protein"
                     /protein_id="AJK12383.1"
                     /translation="MSRFVSDIIRASQHHWSNILSSLAIPIPHLNKHGPCPVCGGKDR
                     FRFDDKKGRGTWFCNYCGHGDGLDLVTLVRQCDVIQAAREISRLTDLAPTAPAKERTE
                     QPLHSDMTQKVTALLAACSQGTSDYLLHKGLNHPVFLMPANSAKNIGGVHFNVGSMVL
                     PLVDLSGNTTGALLINRRGEKRLLPGSRIKSSFIPITHHTLSQTIIITEGFATGLVIS
                     RFVTATVVAAISATNLTQVAVALRERYPDAQIIIAADNDVTNSDNNPGKQQAEYAALA
                     VNGLVTLPPTCGKADWDDYRQQVGTDAARIEFFRQLYNPREWI"
     gene            2908437..2909525
                     /locus_tag="CH60_2685"
     CDS             2908437..2909525
                     /locus_tag="CH60_2685"
                     /note="[L] COG3598 RecA-family ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AJK12055.1"
                     /translation="MKTPLILLEREPVSLTTNLPLRKGSDGYNTPQDYNIKGHLPSNT
                     LASIYGPSGSYKSFLAVSWACHIATGKPWASRRVTQGSVVYIVGEGGIGVPRRIRAWG
                     MEFNGGTPIESLYRIDCPVFPASPESAIQVIKAAQDVTEQTGSPVRLIVLDTLARCFG
                     GSDENAAKDMGAFIQGCDYIKAETGATVLVIHHSGKDLDKGARGSSAFRAALDVEFNV
                     RREGDGGALVLSCTKMKDSEEPTTRAYDLSPLNLYIDNDGEEVNSLVLCDKGREVSDE
                     GSPYEAELASIQRLTANHIALWQSIRSRTASGEACTKSLVRDDMRGMGFDVAKKFTRW
                     LDKLETDGLIHIDGENICPNSLSNTARN"
     gene            complement(2909776..2909877)
                     /locus_tag="CH60_2686"
     CDS             complement(2909776..2909877)
                     /locus_tag="CH60_2686"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13628.1"
                     /translation="MIKSEIKVKNQFNSPVFEVIHRMVLVGFSAKAI"
     gene            complement(2909874..2910188)
                     /locus_tag="CH60_2687"
     CDS             complement(2909874..2910188)
                     /locus_tag="CH60_2687"
                     /note="conserved hypothetical protein;
                     [K] COG3636 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13884.1"
                     /translation="MAKARLHDDAMVQLLMEDPEFAQVYLHQALLDIDEEGGQEAFLM
                     ALRHVVEARGGMASVAKKAGVSRETLYRTLSPSGNPTLKTLLSVVSATGFQFSHLASI
                     TA"
     gene            complement(2910194..2910511)
                     /locus_tag="CH60_2688"
     CDS             complement(2910194..2910511)
                     /locus_tag="CH60_2688"
                     /note="conserved hypothetical protein;
                     [S] COG3657 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13228.1"
                     /translation="MKTIKHYLTPEGRDLYMEYLKSLRDSIAKAKISSRVNRIASGNF
                     GDHKPCREGVWELRIDQGPGYRVYYSLVDGEVVLLLLGGDKRSQNADIDQAIVCLKDY
                     LTR"
     gene            2910926..2911102
                     /gene="intA"
                     /locus_tag="CH60_2689"
     CDS             2910926..2911102
                     /gene="intA"
                     /locus_tag="CH60_2689"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage CP4-57 integrase domain protein"
                     /protein_id="AJK13440.1"
                     /translation="MARTTRPLTHTEVQKAKTTDKDLTLHDGDGLFLLVVTNGAIVIH
                     TQRLKSDPGGNLLS"
     gene            2911116..2912138
                     /locus_tag="CH60_2690"
     CDS             2911116..2912138
                     /locus_tag="CH60_2690"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK12394.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2912138..2912917
                     /locus_tag="CH60_2691"
     CDS             2912138..2912917
                     /locus_tag="CH60_2691"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13220.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            2913389..2915470
                     /locus_tag="CH60_2692"
     CDS             2913389..2915470
                     /locus_tag="CH60_2692"
                     /note="GGDEF: diguanylate cyclase domain protein;
                     [T] COG2202 FOG: PAS/PAC domain"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AJK13168.1"
                     /translation="MALYPASFDDHVFRLLIEAVDDYAIYIIDAKGHVLTWNNGAERN
                     TGYCAEEVIGQSFELFYTPEDLVNGLSVKGLKHANQFGHYESQGWRVRKNGKRFWGNV
                     TLSALHNSENILQGFVHVTRDLTDQWQRDNALRKSEELFRHLISEVEDCAIYMIDTAG
                     RILTWNKGGERHEGYTREEIIGEHFTLLFTQEDISAGVPEKSLAKAVAEGNFQTEGWH
                     VRKNNIRYWASVAISPIHDDQGNLLGFTKIVRDLTERHQREETLRISEERFRLMVDSV
                     EDYAILMLDPWGRVNTWNHGAQHKIGYASNEIIGQHFGCLFLPEDLVAGLPGKLLKTA
                     ASASRIEYEGWLVRKDITRYWALTVITAIHDHNGKLLGYTKLIRDISERKQREDALRA
                     SEAARYEEREQLHQVLSSIPDGIISLNSEGRVVLMNPKAEEMTGCRQNESCGLPIEEV
                     FILWSPLQDKNQLEAFSQCLAEGRQTLLPEGHYLVSRWGERQEIRCSASPIRDRDNIV
                     TGAVVVFQDVTRARHEQRALQYQASHDMLTGLINRRRLEERLTLAINQLAHDGQHILC
                     YVDLDYFKDVNDNAGHEAGDMVLRMVAQTMQQAVRENDIVARLGGDEFAIVLFNCPSK
                     SAAEILEQVVADIAAIQFHWHGQSYVLTASLGAIPLTQQTESASQAMRLADIACYKAK
                     HAGRNQLSLTS"
     gene            2915692..2915970
                     /locus_tag="CH60_2693"
     CDS             2915692..2915970
                     /locus_tag="CH60_2693"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11227.1"
                     /translation="MPYFTVSVVLHNAIEGDYEKLNKKMIDSGFTCLIGREKVYKLPE
                     GEFNYGSGILNKQEVADLALKIAEEIRFIPSILVTESSGRTWRNLDLK"
     gene            complement(2916192..2917031)
                     /locus_tag="CH60_2694"
     CDS             complement(2916192..2917031)
                     /locus_tag="CH60_2694"
                     /note="[QR] COG0500 SAM-dependent methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AJK14029.1"
                     /translation="MSYQCPLCHQALQLSQQQWCCSNNHQFDCAKEGYVNLMPVQHKG
                     SKQPGDSPEMMQARRAFLDAGYYQPLQQRVSEILDEALPLDATRLLDIGCGEGYYTAA
                     VADRLNKLRQMAIFGLDVAKVAVRYGAKRYHQVNFCVASSHRLPFANGALDAVLRIYA
                     PCKAVELARTVKPGGIVVTVAPGPRHLYQLKALIYAQVQLHDDTEEHLDGFELIRRET
                     LAYDMKLTGEQGFNLLQMTPFAWRASVDTGQKLAAQPSFSCETDFVISLHRRKTDNPQ
                     NDI"
     gene            2917426..2918181
                     /locus_tag="CH60_2695"
     CDS             2917426..2918181
                     /locus_tag="CH60_2695"
                     /note="[S] COG1496 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="multi-copper polyphenol oxidoreductase laccase
                     family protein"
                     /protein_id="AJK11288.1"
                     /translation="MTDFSPRLSRIATISHGFGNKSALLPDCLKPYQASQANKKQVHG
                     IQIVDVTEVGQACGEADGLYTTQAGILLSVLTADCLPIIFSQRHGKGVAVVHAGWRGL
                     LEGIVLQMVERISRDDNPTNWVAAIGPAARSCCYEVNEELVERFMNELPLAKHIISPR
                     FRHLNLAAIAEHQLRNAGIQQIDRVGSCTICTTYTVCTTCTVCTATQESEGEHPPQFK
                     YTSFRRTSQQQAIDPTHPGIRGRNQYSGVVILP"
     gene            complement(2918272..2918481)
                     /gene="cspC"
                     /locus_tag="CH60_2696"
     CDS             complement(2918272..2918481)
                     /gene="cspC"
                     /locus_tag="CH60_2696"
                     /note="[K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="cold shock-like protein CspC"
                     /protein_id="AJK12286.1"
                     /translation="MAKIKGQVKWFNESKGFGFITPADGSKDVFVHFSAIQGNGFKTL
                     AEGQNVEFEIQDGQKGPSAVNVTAI"
     gene            2919077..2919241
                     /locus_tag="CH60_2697"
     CDS             2919077..2919241
                     /locus_tag="CH60_2697"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14058.1"
                     /translation="MIANFYSHDRSNNRIFISVSLSGTLAHSLCMLKKKMRMGKYQIK
                     YEPPKTSRDY"
     gene            2919642..2920241
                     /locus_tag="CH60_2698"
     CDS             2919642..2920241
                     /locus_tag="CH60_2698"
                     /codon_start=1
                     /transl_table=11
                     /product="antimicrobial peptide resistance and lipid A
                     acylation PagP family protein"
                     /protein_id="AJK12863.1"
                     /translation="MNYKDIINACILSGVFLLHSPSALADTPSVGVSKGQESLQPAAE
                     GNLWQRLIRNVSLAWNSPHQELYIPVNTWHNRWTYDDEKIASYNERPWGVGYGKYRYD
                     EDNNWHSVYAMAFMDSHNRVEPILGYGYQKMWIPGEREGWRFGAGFTASITARYEYHY
                     IPLPLPLPLISIEYNRLSLQTTYIPGTYNNGNVLFTWIR"
     gene            complement(2920546..2921919)
                     /locus_tag="CH60_2699"
     CDS             complement(2920546..2921919)
                     /locus_tag="CH60_2699"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK14406.1"
                     /translation="MEQQLQNSSLKRGLKNRHIQLIALGGAIGTGLFLGIAQTINMAG
                     PSVILGYAIGGFIAFLIMRQLGEMVVEEPVAGSFSHFAYKYWGDFAGFLSGWNYWAMF
                     ILVGMAELTAVGIYIQYWWPEIPTWVSAAVFFIIINAINLVNVRLYGETEFWFAIIKV
                     AAIIGMIVFGAYLLASGSGGPAASVTNLWAQGGFMPHGFRGLIMAMAVIMFSFGGLEM
                     VGITAAEAEDPRNSIPKATNQVVYRILIFYIGSLTVLLSLFPWNNVVEGGSPFVMIFD
                     ALDSPWVATALNVVVLTAALSVYNSGVYCNSRMLFGLASQGNAPKLLTKLNKRGVPIR
                     SIALSALATSAGVVINYIMPGKAFELLMALVVSTLVINWVMICLAHLKFRKAKVKEGV
                     VPRFKALWYPYGNYLCLVFLALILVIMYLTEGIRISVLMMPVWIALLWCGFVLTRRKC
                     PKTVTSL"
     gene            complement(2922156..2922401)
                     /locus_tag="CH60_2700"
     CDS             complement(2922156..2922401)
                     /locus_tag="CH60_2700"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11841.1"
                     /translation="MKRIIKGDLNLSHLVIAHAAIDRHQKSYGERRQGWPSTYLVRYK
                     NNRVAVEVVTRRQSYVATLMIGARNLSKLCGVSALLP"
     gene            complement(2922510..2922809)
                     /locus_tag="CH60_2701"
     CDS             complement(2922510..2922809)
                     /locus_tag="CH60_2701"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14190.1"
                     /translation="MIKWYEESDSEVNRSIALLTGEDPDKWYPYGGIKGKDYCKNPSD
                     AWPIIYANKIGLFYPETNDNNQWNARITNPQGEWQAYSQSPLRAAMICYLLSQEV"
     gene            complement(2923072..2923347)
                     /locus_tag="CH60_2702"
     CDS             complement(2923072..2923347)
                     /locus_tag="CH60_2702"
                     /codon_start=1
                     /transl_table=11
                     /product="yebO-like family protein"
                     /protein_id="AJK13998.1"
                     /translation="MLDTNMSAFGVASIALPLLTVLFFLIVWFFLSRASVRANEQVRL
                     LREIAEQQKRQTELLTALLENATGTRDGQNDSDTVSPLDFKGFIPER"
     gene            2923930..2924163
                     /locus_tag="CH60_2703"
     CDS             2923930..2924163
                     /locus_tag="CH60_2703"
                     /codon_start=1
                     /transl_table=11
                     /product="yobH-like family protein"
                     /protein_id="AJK13987.1"
                     /translation="MSLFRLFLVAAIVYLGLLFSGYGVLIGSEKNAAGLGLQCKYLTA
                     RNIANAQYINGENGIIGISSCPLVKKIGNNVFE"
     gene            complement(2924254..2924493)
                     /locus_tag="CH60_2704"
     CDS             complement(2924254..2924493)
                     /locus_tag="CH60_2704"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13611.1"
                     /translation="MSEMLTNDQELVSDLVACQLVIKQILDVIDIIAPTEVRDKMSHQ
                     LNTIDFSTHPAGADPVTKRAIEKAIALIDLKFTQK"
     gene            complement(2924705..2924818)
                     /locus_tag="CH60_2705"
     CDS             complement(2924705..2924818)
                     /locus_tag="CH60_2705"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12668.1"
                     /translation="MLIAVIMTLIAVVGVTIFLKMPVMVLHKGKRSGGDEL"
     gene            2925049..2925435
                     /locus_tag="CH60_2706"
     CDS             2925049..2925435
                     /locus_tag="CH60_2706"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK12570.1"
                     /translation="MSQENHLALVCALSKWVETHLGRVIYLEELAAYSGYSLWHMQKI
                     FKDVTGVSLGKYIRERRLAGAVYQLRSSDSTIFDIALDFGFGSQSHFTYMFRKHYGIT
                     PYDFRQNTDIDLNIALPLHAIHQKQA"
     gene            complement(2925517..2925681)
                     /locus_tag="CH60_2707"
     CDS             complement(2925517..2925681)
                     /locus_tag="CH60_2707"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13315.1"
                     /translation="METSLFDDNKVIALIGLLSTALIVVSVMFVMTYMADHQRNDAQL
                     IDVQNCYKED"
     gene            2926337..2928055
                     /locus_tag="CH60_2708"
     CDS             2926337..2928055
                     /locus_tag="CH60_2708"
                     /note="[V] COG1132 ABC-type multidrug transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12596.1"
                     /translation="MLRRFFSYYAPYKGLFFLDFGCAILAGLLELSFPMAVKLFIDKL
                     LPNQDWVMIVWAAAGLLLIYLLNTVLMAIVNYWGHALGVGIETDMRRQAFNHLQKLSF
                     SYYDNIKTGHIITHVTKDLEEVGEVAHHGPEDLFIAVMTFIGAFILMATVHLPLAMVT
                     IIIVPFMTYLVTRYGSKMTDTWRKLFGQVGNFNTRIEESIGGIRVVKAFANEPHEEKL
                     FAKDNENYRTTKLRAYRIMTTSMTMSYLSTRLVQLIVMVVGTWYVIHDQLSYGGFVGF
                     LLLVEVFFRPVEKITSVLESYPKGIAGFKRFTQLIDTLPDIVDQPNARPVGHLRGDIS
                     YQHVCFGYSSQAPIFTDLNLQIHAGETVAFVGPSGAGKTTLCSLLPRFYELNAGAITI
                     DGIDIREMTQQSLRNNIGIVQQDVFLFGGSIRENIAYGKLNASDDEIMVAAQRARLDE
                     LISSLPEGLDTLVGERGVKLSGGQKQRLSIARIFLKNPPILILDEATSALDTATEQAI
                     QLALTELSQGRTTLVIAHRLATIQNADRIIVVDKGGIIEQGDHHELLARQGAYAILHH
                     AQFSAA"
     gene            2928158..2929009
                     /locus_tag="CH60_2709"
     CDS             2928158..2929009
                     /locus_tag="CH60_2709"
                     /note="[TD] COG1718 Serine/threonine protein kinase
                     involved in cell cycle control"
                     /codon_start=1
                     /transl_table=11
                     /product="RIO1 family protein"
                     /protein_id="AJK13040.1"
                     /translation="MKIPKRIQPLVDDGLVDEVIRRLKSGKEADVYVVRCGSDIRCAK
                     VYKEAENRSFKQAVQYQEGRKVRNSRDARAMAKGSKFGRKQQEETWQTAEVDALFLLA
                     NAGVRVPQPYTCLDGVLLMELVTDEDGLAAPRLSDVPLSKEQALADHEIMIQYVVRML
                     CAGLVHGDLSEFNVLMDKDGPVIIDLPQAVNAAANNHAKAMLERDVANMTHYYGQYAP
                     ELLNRKYAKEMWALYEDGKLHPDTPLTGNFAESTQAADVDAVLDEIKAVIAEEQERLR
                     EAQEHNN"
     gene            2929246..2929434
                     /locus_tag="CH60_2710"
     CDS             2929246..2929434
                     /locus_tag="CH60_2710"
                     /note="[S] COG2350 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="YCII-related domain protein"
                     /protein_id="AJK13431.1"
                     /translation="MFIVSLTYHQPIDVVEALTENHKDWLKKYYAQGVFIASGRKVPR
                     TGGIILVKSIAREALDKI"
     gene            2929920..2930732
                     /gene="mtfA"
                     /locus_tag="CH60_2711"
     CDS             2929920..2930732
                     /gene="mtfA"
                     /locus_tag="CH60_2711"
                     /note="[S] COG3228 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="protein mtfA"
                     /protein_id="AJK11871.1"
                     /translation="MIKWLWKANKPQAEMLAQWHEALNIPLLAPLNEPEQQRLVSVAS
                     QLLQQKRFIPLQGLILTPLMQARLALLFALPVMELGAKWLDGFHEVLIYPSPFIVAED
                     WQDDLGLVHSGQSVQSGQSWEQGPIVLNWQDIQDSFDLSGFNLVIHEAAHKLDMRNGG
                     HSNGVPPIAMRDVAVWEHDLHHAMDNIQDEIDMVGVEGASMDAYAASNPAECFAVLSE
                     YFFSAPELLEGRFPAVYQHFCRFYRQDPLARLKRWENSLADNPPPENTHSHR"
     gene            2930910..2930985
                     /locus_tag="CH60_2712"
     tRNA            2930910..2930985
                     /locus_tag="CH60_2712"
                     /product="tRNA-Asn"
     gene            complement(2931133..2932149)
                     /locus_tag="CH60_2713"
     CDS             complement(2931133..2932149)
                     /locus_tag="CH60_2713"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK14306.1"
                     /translation="MSLKKIANELGLSSTTVSRALNGYDDVAAETRERIIDAAKRLGY
                     QPNSLARRLKMGRTDAIALAYPSRPRVLNNSTFLEMISWIGIELGKRGLDLLLIPDEP
                     GEKYQSLIHLVETRRVDALIVAHTQPEDFRLQYLQKQNFPFLALGRSHLPKPYAWFDF
                     DNHAGASLAVKRLLELGHQRIAFVSTDARISYVDQRLQGYVQTMSEAGLMPLAGYLQK
                     ADPTRPGGYLAASRLLALEVPPTAIITDCNMLGDGVASALDKAGLLGGEGISLIAYDG
                     LPDDSLLDIAVTPIVQNTRTSVGKQIASMICDLLGGKDPKELQVLWQPEIGEGETDGV
                     NRRG"
     gene            2932504..2933811
                     /gene="lacY"
                     /locus_tag="CH60_2714"
     CDS             2932504..2933811
                     /gene="lacY"
                     /locus_tag="CH60_2714"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="lactose permease"
                     /protein_id="AJK11025.1"
                     /translation="MSKANAVQSYLRNNNFWLFGLFFFFYFFIMASYYPFFPIWLHDI
                     NNLSKTDTGIVFGSISLFALAFQPIMGPLSDKLGLRKTLMWIIVGLLVLFAPFFIYVF
                     SPLLKYNIFIGAIVGGCYLGFVFTGGSHAIEAYIEKVSRHSNFEYGRVRMFGCIGWAL
                     CATVVGILYTVNNQLIFWMASGCALILAVLLFFARPDRQSTAFVVDTLGANKAVFNLK
                     NALALLRKRELWFFVMYIVGVACIYDVFDQQFANFFTSFFATKQQGTEIFGFVTTGGE
                     ILNATVMFFAPVIIARIGSKNALLLAGTIMSVRILGSAFATTATQVVFLKMLHMFEVP
                     FLLVGSFKYITQVFEVRFSATVYLIGFCFSKQLSMMFMSVFAGRMYDSMGYQDTYMVL
                     GVIVLSFTLISAFTLSGRSAVANLASRLKEDPSVTPPVSQPQS"
     gene            2933889..2936015
                     /locus_tag="CH60_2715"
     CDS             2933889..2936015
                     /locus_tag="CH60_2715"
                     /note="[G] COG3345 Alpha-galactosidase"
                     /codon_start=1
                     /transl_table=11
                     /product="melibiase family protein"
                     /protein_id="AJK10647.1"
                     /translation="MNTTFVRLSSRSSDMIVRCSPYAEIVYWGKPLLDYSPAMMEALN
                     RPVANSRLDSDIPLTLCPENGRGLFSVPGMEGNRDGEDWSPIFTSQSHTLENNLLTII
                     SEDTSAGLRLVSELQMCPDSGVIKTRNTLTNIKAGCYRIDRLAVTLPFPERANEIMAF
                     NGRWIKEFQRHSLKLDHGGYIQENRRGRTSHEYFPGMVVGKAGFSEQQGEVWGLHLAL
                     SGNHRLRADCKSDGRRQVQAEALYFSGEIVLEHLQSVSTPWVYATYSATGLNGMSHSF
                     HHYVRQNIVPSLAEKPRPVHLNTWEGIYFKHDPDYIIQMVKNAAKIGVERFIIDDGWF
                     KGRNNDLSSLGDWYIDAEKYPQGLNPIIEAVNEYGMEFGIWVEPEMINQDSDLYRNHP
                     DWVLKLDGYPLLKGRDQLLLDLSNPAVFDYLLERLSWLLGEHKVDYVKWDFNREMVQP
                     GHRGHPSLVQQTEQLYRLFDQLNLHFPHIEFESCASGGGRIDYEILQRCHRFWPSDSN
                     DALDRQQIQRGMSYFFPPEVMGAHIGGTPCHTTARMHSINFRGLTALFGHMGVELDPV
                     SESPAEQQAFARYIALHKQLRPLLHSGNTIRLDHPDKTTLINAVIAHDQQQAVVLISQ
                     LALPEYALCGNVLIPGLNPSTHYQIEVLDMPDSMHKPRNNTMKRYPAWLKSPLIVSGD
                     WLEKAGIALPILNPESAILIQLSAVN"
     gene            2936032..2936196
                     /locus_tag="CH60_2716"
     CDS             2936032..2936196
                     /locus_tag="CH60_2716"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14315.1"
                     /translation="MAAYFASNGLFGLHVVEQDRTYLFGLYPKQFEWQKNGNTRENQL
                     TEILLQITTT"
     gene            complement(2936263..2936364)
                     /locus_tag="CH60_2717"
     CDS             complement(2936263..2936364)
                     /locus_tag="CH60_2717"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14175.1"
                     /translation="MKEVLTISVLEKSLKDITRYAVNKNDMQLIKII"
     gene            complement(2936402..2937142)
                     /locus_tag="CH60_2718"
     CDS             complement(2936402..2937142)
                     /locus_tag="CH60_2718"
                     /note="[Q] COG2977 Phosphopantetheinyl transferase
                     component of siderophore synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="4'-phosphopantetheinyl transferase superfamily
                     protein"
                     /protein_id="AJK11203.1"
                     /translation="MTSVFIRNFTFAALPANGLNGQPPFHGLLAKCDFEVNEYRDELF
                     AAYGIPFPGSLNKAVIKRRAEYLAGRFVARQVLNLLDIRDYPLATGMDRAPQWPTNLI
                     GSISHNNQRALCAAQMIEPRGVESSTLHGIGLDIESHIAEEKAQEIWSGIISDEEYSL
                     LQQGPLPFNQALTLVFSAKESLFKAVYPQSGRYFDFIEARLLSYSLVSGNFELQLLRH
                     LNDEFPAGRCFSGCFSLSETDLQTFIAY"
     gene            2937665..2938657
                     /locus_tag="CH60_2719"
     CDS             2937665..2938657
                     /locus_tag="CH60_2719"
                     /note="dctP: TRAP transporter solute receptor, DctP family
                     protein;
                     [G] COG1638 TRAP-type C4-dicarboxylate transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="TRAP transporter solute receptor, DctP family
                     protein"
                     /protein_id="AJK10814.1"
                     /translation="MRLPTSFPTLCLTASALLLSQVLFSQSATAQQIKAADVHPKDYP
                     NVVAMKDMGEKLKVATDGRLEMKTFPGGVLGDEKQMIEQAQMGAIDIIRVSMTPVASI
                     LPEINVFTLPYIFRDEDHLHKVLDGKIGQEIGGKITDNKNSKLVFLGWMDGGTRHLIT
                     KQPVIKPEDLSGMKIRVQGSPIALATLKSMGANALSMGVSEVFSGMQTGVIDGTENNQ
                     PTFVAHNYLPVVKNYTLSGHFIIPEVFLYSKAKWDKLSAEDQQTILKLAKEAQAEQRV
                     LWTAYEQQAHEKMKAGGVQYHEIDRDYYYKATQPVRDEFGKGHEDLIKQIGDVQ"
     gene            2938781..2939287
                     /locus_tag="CH60_2720"
     CDS             2938781..2939287
                     /locus_tag="CH60_2720"
                     /note="[G] COG3090 TRAP-type C4-dicarboxylate transport
                     system, small permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="tripartite ATP-independent periplasmic
                     transporter, DctQ component family protein"
                     /protein_id="AJK13725.1"
                     /translation="MARYYLSAMDVLYRLSIWVAGIALIIMVAAIPIGIFARYIQNDG
                     LSWPEPVAILCMVTFTFIGAAASYRSGSHIAVSMVTDRIPEAGKKICALLVNLLMVMI
                     SLFILSYSYILCSELWSQPVAEFPLLTAGQTYLPLPVGSAITLMFIIERLFFGPQTQR
                     PVVMIGNS"
     gene            2939307..2940599
                     /locus_tag="CH60_2721"
     CDS             2939307..2940599
                     /locus_tag="CH60_2721"
                     /note="dctM: TRAP transporter, DctM subunit;
                     [G] COG1593 TRAP-type C4-dicarboxylate transport system,
                     large permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="TRAP transporter, DctM subunit"
                     /protein_id="AJK13413.1"
                     /translation="MDAFILVFTLAILLAIGVPVAYAVGLSAIAGAFWIDLPLEAVMI
                     QITSGVNKFSLLAIPFFILAGAIMAEGGIARRLVNFAYIFVGFIRGGLSLVNIVASTF
                     FGAISGSSVADTASIGSVMIPEMDKKGYPRDFAAAVTASGSVQAILTPPSHNSVIYSL
                     ATGGTVSISALFIAGIVPGLLLSLTLMLMCVGFAYKRGYPKGERVPFRQALKIFVDTL
                     WGLMTVVIIMGGILSGVFTATESAAIACLWSFFVTMFVYRDYKWSELPKLMYRTVKTV
                     TIVMILIGFAASFGAIMTYMQLPERITDFFTSISDNKYVILMCINIMLLLIGTLMDMA
                     PLILILTPVLMPVTNSLGIDPVHFGMIMLINLGIGLITPPVGSVLFVASAVSKQKIEQ
                     VVKAMLPFYGALFFVLMLVTYIPEISLWLPRMFGIYNG"
     gene            2940857..2941486
                     /locus_tag="CH60_2722"
     CDS             2940857..2941486
                     /locus_tag="CH60_2722"
                     /note="[TK] COG2197 Response regulator containing a
                     CheY-like receiver domain and an HTH DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK12333.1"
                     /translation="MINVALIDDHIVVRSGFAQLLSLEEDIRIIGEYGCAAEAWENLP
                     KTDVHVAVIDISMPDESGLSLLKRLRQQIPHFRAIILSIYDTTAFVQSAMDAGASGYL
                     TKRCDPAALVQALRTVNGGGLYLCTDALRALRQMPQQPSKLTILTPREKEIFQLLVKG
                     ISVKALAEQLSLSHKTVHVHRANILSKLNCETTIELVHFALQHQLLAGN"
     gene            2941932..2942007
                     /locus_tag="CH60_2723"
     tRNA            2941932..2942007
                     /locus_tag="CH60_2723"
                     /product="tRNA-Asn"
     gene            complement(2942353..2942892)
                     /locus_tag="CH60_2724"
     CDS             complement(2942353..2942892)
                     /locus_tag="CH60_2724"
                     /note="conserved hypothetical protein;
                     [S] COG3122 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13614.1"
                     /translation="MTKLTLQEQMLKAGLVTSKKMAKVQRTAKKSRAQTREAREAVEE
                     NKKAQLERDKQLSEQQKQAALSKEYKAQVKQLIEMNKIDISKGNIGFNFTDNNLIKKI
                     VVDKLTQAQLISGRLAIARLVVDNSGESEYAIIPASVADKIAQRDASSIVLNSALSQE
                     EQDGEDPYADFKVPDDLMW"
     gene            complement(2942982..2943677)
                     /locus_tag="CH60_2725"
     CDS             complement(2942982..2943677)
                     /locus_tag="CH60_2725"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK12853.1"
                     /translation="MKKKTRSNIFKLSLLSIPPLIVLSFILYIFMLLAFPDTLRKIEG
                     WYKDTFLTKYITLTQDEAAKQLNNYAIVTIDTSLSENIKKSNNIKFVELWYMNHKGGD
                     SINSFRYIEMVIKPISNPNENTQVYLPDMGEYNLHRATIKFEGNSPDDYGHSVTINFD
                     RHEAGRSYNQFVDRYLKEGSLVKSGETIVACEKNDVDLCDANIRLTVTFDEKYSDSNF
                     FGNPRPLSSSGKA"
     gene            2944254..2945135
                     /locus_tag="CH60_2726"
     CDS             2944254..2945135
                     /locus_tag="CH60_2726"
                     /note="[G] COG0726 Predicted xylanase/chitin deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AJK14024.1"
                     /translation="MAKEIFCAFGVDVDAVAGWLGSYGGEDSPDDISRGMFSGEVGTP
                     RLLKLFADHNLRATWFIPGHSIETFPEQMKAVAAAGHEVGIHGYSHENPIAMTPAQEE
                     AVLDHCIALLTQLTGKSPTGYVAPWWEFSNVTNELLLKKGIKYDHSLMHHDFHPYYVR
                     VGDHWTRIDYSKSPDHWMKPLQRGAETALVEIPANWYLDDLPPMMFIKKAPNSHGFVN
                     PRHLEEMWRDQFDWVYREHDYAVFTMTIHPDVSGRPQVLLMLERLLKHIQSHQGVRFV
                     TFDEIADDYLRRMPRKI"
     gene            2945171..2946511
                     /locus_tag="CH60_2727"
     CDS             2945171..2946511
                     /locus_tag="CH60_2727"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK12566.1"
                     /translation="MNIYKKISADGWQPQQLTIKDVKFATWLAFFAWVFAVYDFILFG
                     TLLPEIGDHFGWDEIEQAKLATWVAAGGAVVALTVGPIVDRLGRRLGIVFTVTGAAIS
                     SLLTAIGGAWGKGVLVGIRSIAGLGFAEQTVNATYLTEMYAAINDPILNRHKGFIYSL
                     VQGGWPVGALVASGLSALLMPIIGWQGSFIFAAVPSFIIALLALKLKETPQFQIHQHI
                     RRLTEAGQPEKARQVAKDYHFEYADHQRTGLSAIFRGTSLRTTLVLGGALMINWFAIQ
                     IFGVLGTTVITKVHDVSFESSLWVLVLSNLVGYCGYLAHGWLGDRFGRRNIIALGWML
                     GGLSLATMLYGPADFSLIVILYSAGLFFLIGPYSAALFFFSESFPTAIRATAGAFIIA
                     MGPIGAIIASMGATSILSSGGNWQTAALLFGAIPCFISGVIMLFAHHVAPQSVK"
     gene            complement(2946539..2947936)
                     /locus_tag="CH60_2728"
     CDS             complement(2946539..2947936)
                     /locus_tag="CH60_2728"
                     /note="matE: MATE efflux family protein;
                     [V] COG0534 Na+-driven multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AJK12824.1"
                     /translation="MKIFRESVWYKKRKSSRVLFWREITPLAFPLFIEGLCVLLMGVF
                     STLLVSWLGKEAMAAVGLADSFNMLIAAFFASVALGTSVVVAFSLGQRKRQQAQTAAR
                     QSMTLLVLISLLLVVLVHFSGQTIIDLMANQADPSVKAMALTYLHFTVWNYPAMAITL
                     VGCGALRGAGNTRLPMLINIGMNILNIVISSILIYGLFNWQGLGFIGAGIGITLARSA
                     GALVVVVLLIYGANNTLRIPFKAYFMPFTSAIMFEVLSIGIPASVESVMFNIGKLIIQ
                     RFVAGMGTDVIAGNFIAFSIVAIINLPGNALGYTSTIIIGTRLGKGQILQPIRQIKHI
                     FWLSTLGVCFIALLSIPSAGFLASLYTDDPAVITVVKHLIWMNALFMPIWAASWVLPA
                     GLKGAKDASYTMWVALAGMWGCRIIAGYILGVTLGFGVTGVWMGMFLDWMVRGVLFYR
                     RMSTGRWLWRYRPSV"
     gene            2948263..2949630
                     /gene="argG"
                     /locus_tag="CH60_2729"
     CDS             2948263..2949630
                     /gene="argG"
                     /locus_tag="CH60_2729"
                     /EC_number="6.3.4.5"
                     /note="argG: argininosuccinate synthase;
                     [E] COG0137 Argininosuccinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate synthase"
                     /protein_id="AJK11608.1"
                     /translation="MTTILKHLPINQRVGIAFSGGLDTSAALLWMQKKGAIPYAYTAN
                     LGQPDEEDYEAIPRKAMEYGAEKARLIDCRKQLVAEGIAAIQCGAFHNTTAGVTYFNT
                     TPLGRAVTGTMLVAAMKEDDVNIWGDGSTYKGNDIERFYRYGLLTNAELKIYKPWLDT
                     DFIDELGGRHEMSEFMIQSGFDYKMSTEKAYSTDSNMLGATHEAKDLEFLNSSVKIVN
                     PIMGVKFWDENVVVKAEEVTVRFERGYPVALNGVVFDDSVELMMEANRIGGRHGLGMS
                     DQIENRIIEAKSRGIYEAPGMALLHIAYERLLTGIHNEDTIEQYHANGRVLGRLLYQG
                     RWFDPQALMLRDSIQRWVASEITGEVTLELRRGNDYSILNTVSDNLTYKPERLTMEKG
                     DSVFSPDDRIGQLTMRNLDITDTREKLFNYVETGLLTSSAATGLPQVDNNNLSSGRGL
                     QDKRQ"
     gene            complement(2949835..2950980)
                     /gene="lldD"
                     /locus_tag="CH60_2730"
     CDS             complement(2949835..2950980)
                     /gene="lldD"
                     /locus_tag="CH60_2730"
                     /EC_number="1.1.2.3"
                     /note="[C] COG1304 L-lactate dehydrogenase (FMN-dependent)
                     and related alpha-hydroxy acid dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lactate dehydrogenase cytochrome"
                     /protein_id="AJK12470.1"
                     /translation="MIISASTDYRAAAQRKLPPFLFHYIDGGAYNEQTLRRNTADLAD
                     IALRQRVLKNMSELSLETQLFGETQAMPVVLGPVGLSGMYARRGEVQAARAADKKGIP
                     FTLSTLSVCPIEEVAPAIARPMWFQLYVLKDRGFMRNALTRAQAAGVKTLVFTVDMPV
                     PGARYRDAHSGMSGPNAAARRLLQAIAHPQWAWDVGLNGKPHDLGNISAYLGKPTTLE
                     DYMGWIATNFDPSISWKDLEWVREFWQGPMIIKGILDPEDAKDAVKFGADGIVVSNHG
                     GRQLDGVLSTARALPAIADAVKGDITILADSGIRTGLDVVRMIALGADSVLLGRAFVY
                     ALATAGEAGVINLLTLIEQEMRVAMTLTGAKRIADINRDSLAVSERG"
     gene            complement(2951025..2951198)
                     /locus_tag="CH60_2731"
     CDS             complement(2951025..2951198)
                     /locus_tag="CH60_2731"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11058.1"
                     /translation="MSRTEEERHRIMISVIIMISEIVMRSEIVMISEIDNQVRPVSDW
                     GERKPPTHQQLEI"
     gene            complement(2951277..2952554)
                     /locus_tag="CH60_2732"
     CDS             complement(2951277..2952554)
                     /locus_tag="CH60_2732"
                     /note="[MR] COG4948 L-alanine-DL-glutamate epimerase and
                     related enzymes of enolase superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="methylaspartate ammonia-lyase family protein"
                     /protein_id="AJK13150.1"
                     /translation="MTIITALRTEDVRFPTSLELDGSDAMNPDPDYSAAYVILDTDNP
                     ALSGHGLTFTIGRGNEICCVAIHALEHLIVGRDLASMTANMGKFWREFTSDSQLRWIG
                     PEKGAIHLATGAVINAVWDLWSKAEGKPLWRLVADMSPEELVRCIDFRYITDCITPEE
                     ALTLLQQRAHNKALRLEKLQDEGYPCYTTSAGWLGYPDDKLRRLCQDAVDAGFDYLKL
                     KVGRDLEDDIRRVRITREVLGPDRKLMIDANQIWETNEAIPWVNQLAFANPWFIEEPT
                     NPDDIEGHRRIRQGVAPVKVATGEMCQNRIMFKQFIMREAIDVVQIDACRLGGVNEVL
                     AVMLMAAKYDLPVCPHAGGVGLCEYVQHLAMIDYLCIAGTDKGRVIEYVDHLHEHFVH
                     PCVIKNAAYMPPEQPGFSIEMHQSSIEKYRFRV"
     gene            complement(2952586..2953428)
                     /locus_tag="CH60_2733"
     CDS             complement(2952586..2953428)
                     /locus_tag="CH60_2733"
                     /note="[Q] COG0179 2-keto-4-pentenoate
                     hydratase/2-oxohepta-3-ene-1,7-dioic acid hydratase
                     (catechol pathway)"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarylacetoacetate (FAA) hydrolase family
                     protein"
                     /protein_id="AJK10536.1"
                     /translation="MKLLRYGPVGEERPALLDELGEIRDLSAHIEDISGKFLLPATLY
                     KLRQLDSASLPLVRGEQRLGACVGHVGKFICVGLNYADHAAETGAEIPQEPVIFNKWT
                     SAIIGPNDDIEIPRNSVKTDWEVELGVVIGTGGRYIGEANAMSYVAGYCVVNDISERE
                     FQLEHGGTWDKGKGCDTFGPIGPWLVTRDEIPDPHQLGLWLDVDGRRYQNGSTRTMIF
                     KIPQIISYLSRFMSLQSGDVISTGTPPGVGLGQKPPVYLHAGQIMRLGIEGLGEQCQK
                     TIQA"
     gene            complement(2953476..2954216)
                     /locus_tag="CH60_2734"
     CDS             complement(2953476..2954216)
                     /locus_tag="CH60_2734"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK11106.1"
                     /translation="MNLKGKKALVTAAGQGIGFNTATLFARKGAEVIASDINIAALSN
                     IPGITAVSLDVTDTLAINDVAQAIGPIDVLFNCAGVVHSGDILTCSEQEWQFALDLNV
                     TAMFHMIRAFLPGMIACQQGSIINMSSVASSIKGVPNRFAYSTSKAAVIGLTRSVAAD
                     YVTQGIRCNAICPGTVESPSLRQRIAVQAHAEGRSEADVFQAFAARQPIGRIGKAEEI
                     AQLALYLASDASAYTTGTIHIIDGGWSN"
     gene            2954644..2955066
                     /locus_tag="CH60_2735"
     CDS             2954644..2955066
                     /locus_tag="CH60_2735"
                     /note="conserved hypothetical protein;
                     [S] COG3011 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12226.1"
                     /translation="MSAPLPYIKPGERVIIYDGVCALCTGWVNFLIRHDRRHTVRLSA
                     VQSKKGHALLEWAGLPTDKINTLVLIENQQVYLRSEAIFRVIANLPWPWRILGVLRIF
                     PRPLRDRCYDGIALNRYRLFGRYDAVRKLKADHERRFL"
     gene            complement(2955075..2956379)
                     /locus_tag="CH60_2736"
     CDS             complement(2955075..2956379)
                     /locus_tag="CH60_2736"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK11512.1"
                     /translation="MSNFNHYPDPTLNSAIKKAWYRLMPLMFIMYFVAFIDRINVGFA
                     KDAMSADIGLSQSAFALGAGIFFAAYALFGIPANLMMNKLGAKVWLSSTTVVWGLLSA
                     GTGLVSNEYQFVILRFLLGVAEAGFYPGILLLASIYFPNKIRASVIGIFVLGVPAALT
                     LGSPISGALLDMQGFLGQPGWFWMFLLEGLPAVGLGIFAFFYLDDSPATARYLNPEEK
                     QALLTQLSIEQSDTESSSVKAVLLSPKVWHLALIYGTIQVGVYGLIFFLPSQVATLLG
                     STLGFKESLVAAIPWAFSALGVYYIPRYADRKTHRRNPIATLNLVVAAIGLIISAYAS
                     PVLAIAALCLCAIGFLAVQPIFWTFPAQILSGKALAAGIGFCTTMGAFFSFLAPIIRV
                     EAESQFNSPPAGLITLALFSLLSATLIFSLKFWPAKATAEVI"
     gene            2957405..2960275
                     /locus_tag="CH60_2737"
     CDS             2957405..2960275
                     /locus_tag="CH60_2737"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Ig-like domain family protein"
                     /protein_id="AJK14084.1"
                     /translation="MSLYRISSLHQAKQLNKNKQLNKTRISKSVVWANIVIQAIFPLS
                     IAFTPAVMAAETVGASDEKPRSASQAEQSTANAATRLASILTNDDSAKQASSIARGTA
                     ANAGNEALQKWFNQFGSAKVQLNLDEKLSLKGSQLDVLLPLTDSPDLLTFTQLGGRYI
                     DDRVTLNVGLGQRHFFAQQMLGYNLFIDHDASYSHTRIGVGAEYGRDFINLAANGYFG
                     VSGWKNSPDLDKYDEKVANGFDLRSEAYLPTLPQLGGKLIYEQYFGDEVGLFGVDNRQ
                     KNPLAVTLGVNYTPIPLFTVGVDHKMGRAGMNDTRFNLGFNYAFGTPLTHQLDSDAVA
                     IKRSLMGSRYNLVDRNNQIVMKYRKQNRVTLELPARVSGAARQTMPLVANATAQQGID
                     RLEWEASALTLAGGKITGSGNNWQITLPSYLSGGEGNNTYRISAIAYDTLGNASPVAY
                     SDLVVDSHGVNTNASGLTAAPEILPANASASSVIEFNIKDNANQPITGIADELAFSLE
                     LVELPEELAKAKARSVPLKTVSHTLTKITESAPGIYQATLTSGSKPQLINITAQINGV
                     PLADVQTKVTLIADESTATLQTSSLQIITNGSLADDTDANQIRAVVVDAYGNKLSGVQ
                     VNFTVGNNAKITETTLSDKQGGVTAAITSTKAGTYTVTAELNGVTQQIDVNFIPDAGT
                     ATLDDSDEYKLQWVTNGQVADGESTNSVQLTVVDKFGNTVPGVDVAFTTDIGAIISEV
                     TPTDANGVATAKIISSQAKSHTVKATLNRKEQTVEVNFIADTATAEITANNFTVEVDG
                     QVAGSGTNQVQALVVDKKGNPVANMTVNFTATNGVVVETTSAKTDENGKVTTNLSMTN
                     VGGTISTVTATMINSANVTSTQDKPVIFYPDFTKATLNTPANTYSGFNINSGFPTTGF
                     KNTHFQLSPHGITGANSDYDWVSSHPNVSVSNTGAITLQDNP"
     gene            2960282..2960632
                     /locus_tag="CH60_2738"
     CDS             2960282..2960632
                     /locus_tag="CH60_2738"
                     /codon_start=1
                     /transl_table=11
                     /product="intimin C-type lectin domain protein"
                     /protein_id="AJK13649.1"
                     /translation="MTITATWKHDSSKVFTYDFTLNYWVGLYSSTNLSWAQANASCIN
                     AGMRLPTNREVSAGQDVRGVGSLFGEWGNLNAYPSFPTAQIIWTSVDTNDFHIDTGLT
                     HSASNVTLAYMCIK"
     gene            complement(2960776..2961093)
                     /locus_tag="CH60_2739"
     CDS             complement(2960776..2961093)
                     /locus_tag="CH60_2739"
                     /note="conserved hypothetical protein;
                     [S] COG2926 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13623.1"
                     /translation="MDNASKPTFQDVLEFVRMFRRKNKLQREIVDNEKKIRDNQKRVL
                     LLDNLSEYIKPGMSIEEVQAIIANMRGDYEDRVDDYIIKNADLSKERRELSKKLKAMG
                     EVK"
     gene            complement(2961527..2962636)
                     /locus_tag="CH60_2740"
     CDS             complement(2961527..2962636)
                     /locus_tag="CH60_2740"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AJK14343.1"
                     /translation="MKKLLLTGATGFLGGAVLEKLLLASSDFNYLLLVRANTPEQGLM
                     RIRENLEKFYLPNELINKININHVLLGDLAEPDSFINDVRIDDVTHVINCAAIASFGN
                     NPLIWKVNVEGTLAFGKRMAQVAGLQRFVHVGTAMACTPEADTVVDERVLSTENDAHL
                     VEYTKSKSAIECLLAEHCPTLPLVFARPSIVVGHTRLGCQPSSSIFWVFRMALMLRKF
                     MCSLDDHIDVIPVDYCADALLYILEYPNLPDDIYHISAGEKGSVSFSEIDQAMSVAAK
                     QKPVGVNYSQVEYTALVQMRNQLKGIFGPCNERLMLKAMRLYGSFAMLNVRFSNERLL
                     SLGMPRTPRFTDYIARCVESSHGMTIQQQMAVDFK"
     gene            2962929..2964359
                     /locus_tag="CH60_2741"
     CDS             2962929..2964359
                     /locus_tag="CH60_2741"
                     /note="exonuclease C-terminal family protein;
                     [L] COG2925 Exonuclease I"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14007.1"
                     /translation="MSDKNKQPTFYVHDYETFGQRPALDRPAQFAGVRTDLDFNLVEE
                     PLVIYCKPADDYLPQPEAVMITGITPQHALANGVNEAEFSRQIHQAFSVPGTCILGYN
                     NIRFDDEVSRNIFYRNFYDPYAYSWQGGNSRWDLLDVMRACYALRPEGIVWPENDDGL
                     PSFKLEHLTKANGVEHLQAHDAMSDVYATIAMAKLVKQAQPRLFDYLYQHRSKHKINA
                     LIDIAEMTPLVHVSGMFGAARGNTSWVAPLAWHPENKNAVIMCDLAGDMSPLLELDSD
                     TLRERLYTRRDKLQAQESAIPIKLVHINKCPVLAPAKTLLPENADRLGIDRQRCLQNL
                     QLLRQNPQVREKVVALFAQAEPFAVTDDVDTQLYNGFFSDADRATIKIIQQTESQNLP
                     ALDLTFQDPRLEALLFRFRARNYPNTLNDSEQQRWLQHRREALSPERVQDYVLQLEQF
                     YNQYEDDKEKLALLKALFEYAKGLVS"
     gene            complement(2965036..2966427)
                     /locus_tag="CH60_2742"
     CDS             complement(2965036..2966427)
                     /locus_tag="CH60_2742"
                     /note="[E] COG0531 Amino acid transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK13950.1"
                     /translation="MAHDATVAVGTNQTGTNNRVQLRKTLTLVQVVMMGLAYLQPMTI
                     FDTFGIVSGLTDGHVATSYAIALIAVLFTAVSYGKLVKRFPSAGSAYTYAQKSISPNV
                     GFMVGWSSLLDYLFMPMINILLAKIYLEAIFPGVPSWIFVGALVSLMTLFNLRGINIV
                     ANLNSVIVVVQVAIMVVFMGLLIHGVYQGEGAGTLVSARPFYSENAHLVPMITGATIL
                     CFSFLGFDGISSLSEETPNAGKVIPKAIFLTALIGGIIFIAVSYCLQLYFPDISRFTD
                     PEASQPEIMLFVAGKFFQSVILCFSCVTVLASGMAAHAGVSRLLYVMGRDGVFPEKVF
                     GYVHPKWRTPAINVLLVGGVALSAISFDLVTATALINFGALVAFTFVNLSVIAQFYVR
                     ERRNSTFKDHFNYLILPMIGAGTVGVLWVNLESSSMTLGLVWGAIGLSYMVWKTRAFR
                     RALPQFTEEPAQL"
     gene            complement(2966417..2966632)
                     /locus_tag="CH60_2743"
     CDS             complement(2966417..2966632)
                     /locus_tag="CH60_2743"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11736.1"
                     /translation="MGQLFILAPVPTGMRCTCSDYGAAGMANTRYTALISPLTYPRQI
                     RSFPVTFNRCETFANRVEGMGRLNHGA"
     gene            complement(2966887..2967978)
                     /locus_tag="CH60_2744"
     CDS             complement(2966887..2967978)
                     /locus_tag="CH60_2744"
                     /note="[C] COG0371 Glycerol dehydrogenase and related
                     enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-containing alcohol dehydrogenase family
                     protein"
                     /protein_id="AJK14309.1"
                     /translation="MSANAIRVQVGPANYFSFPGAIDKLSEFYPQAALDKALWIYGER
                     ALAAAQDYLPKAFHGPQAVRAKFSTHCSQSTVADLVSAAGGDRQVVIGIGGGAVLDTA
                     KVVARQLGVPLVAIPTIAATCAAWTPLSVWYNEAGQALNFEIFNDANHLVLVEPRIML
                     HAPVEYLLAGIGDTLAKWYEAVVLSPQPETLSLTVRLGLQAALEIRNVLLKQSEAALQ
                     AVAQGELTQDFLDVVDAIIAGGGMVGGLGERYTRVAAAHAVHNGLTLLPQTEHFLHGT
                     KVAYGILVQTALLGQDEVLRSLIVAFNQLGLPTHLAALDVDINDREAIDRVIGRILKP
                     GESIHYLPIALNSEKVWAAIEQVEIAAQH"
     gene            2968264..2969157
                     /locus_tag="CH60_2745"
     CDS             2968264..2969157
                     /locus_tag="CH60_2745"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13121.1"
                     /translation="MSSIPPSRLEMRNISISFSGFHALQEVDFTLEGGSTHALIGANG
                     AGKSTLMAILSGAHNHYRGEIFIDGQPIDIHSPRQARQHGIHVVQQEVDVALIPTLSV
                     AENIMLDELADRGHLFNWPQLYRQAEALLEQLELKLNVRQRLESCTLAEKQQVLLARA
                     LSHQCRFLILDEPTAPLDQEESARLFRVVRRLQSEGIGIVFISHRIHELREVCDQLTV
                     LRDGRRVSHDTMEGMSGEQIVEKMLGHTLEDISPLGERQSAAKHGCRKHYCRKHCYRS
                     AAYMISISCAISPSHYIRAKF"
     gene            2969115..2969837
                     /locus_tag="CH60_2746"
     CDS             2969115..2969837
                     /locus_tag="CH60_2746"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12697.1"
                     /translation="MRDISLTLHQGEILGIAGLAGAGKTELCKALFGDTPSTLERGEL
                     SGKAWRPRSPDRSVAQGLALVPEERRKEGIFIDEGIPMNLSVAADDSFSRWSLFSRRQ
                     ELSWAKELIERLGIRTSSPQQKLAHLSGGNQQKVAHLSGGNQQKVAIGKWLRGDAQVL
                     IFDEPTKGVDIKAKQDLFSLIDQLAQQGKGIIYASGEFSELVGLCDRICVLWDGRIVA
                     ELNAAEVDEETLLLFSTGGTPQ"
     gene            2969834..2970827
                     /locus_tag="CH60_2747"
                     /note="branched-chain amino acid transport system /
                     permease component family protein;putative membrane
                     protein"
                     /pseudo
     gene            2971096..2971506
                     /locus_tag="CH60_2749"
     CDS             2971096..2971506
                     /locus_tag="CH60_2749"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK10818.1"
                     /translation="MYLRRLYDLPVLSVAGTLSITSLIFLISFSTLAAEVNQNKVQQK
                     NNLENFALSICLAEGFPDGEINSEAFSAVGAYVELGAYPVEAYEEVSELAKKFLEKKY
                     ISKNGESKLTVMKCIDLSQSSELSAIKDKYTRHI"
     gene            complement(2971661..2972488)
                     /locus_tag="CH60_2750"
     CDS             complement(2971661..2972488)
                     /locus_tag="CH60_2750"
                     /note="[MG] COG0451 Nucleoside-diphosphate-sugar
                     epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="rmlD substrate binding domain protein"
                     /protein_id="AJK12494.1"
                     /translation="MKKVAIIGLGWLGMPLAQSLSRRGIDVVGSKTTPDGVDAARMSG
                     INCYPLVLTPELICEPDDLAQLMAVDALVITLPASRTTAGGDHYFQAVQQVVDSALAF
                     GVPRIIFTSSTSVYGETRGRIKESSPLQPVTVAGKTLMALEQWLHQLPHTSVDILRLA
                     GLVGTDRHPGRFLAGKTGVKGGSQGVNLVHQEDVIAAIELLLNRPKGGHLYNLCAPIH
                     PRKRDFYPACARALQLTPPEFAVEEQEGANREIDGSKICSELGFEYLYPDPSRMPLN"
     gene            2973194..2974093
                     /gene="hisG"
                     /locus_tag="CH60_2751"
     CDS             2973194..2974093
                     /gene="hisG"
                     /locus_tag="CH60_2751"
                     /EC_number="2.4.2.17"
                     /note="hisG: ATP phosphoribosyltransferase;
                     [E] COG0040 ATP phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP phosphoribosyltransferase"
                     /protein_id="AJK12330.1"
                     /translation="MLDKTRLRIAMQKSGRLSDESQELLSRCGIKINLQQQRLIAFAE
                     NMPIDILRVRDDDIPGLVMDGVVDLGIIGENVLEEELLNRRAQGDDPRYFTLRRLDFG
                     GCRLSLAAPLDAEYTGPQCLQDTRIATSYPHILKQYLDKQGVRFKSCLLNGSVEVAPR
                     AGLADAICDLVSTGATLEANGLREVEVIYRSKACLIQRDGEMSVDKQQLIDRLMTRIQ
                     GVIQARESKYIMMHAPSERLDEIITLLPGAERPTILPLAGDKSRVAMHMVSSETLFWE
                     TMEKLKALGASSILVLPIEKMME"
     gene            2974097..2975428
                     /gene="hisD"
                     /locus_tag="CH60_2752"
     CDS             2974097..2975428
                     /gene="hisD"
                     /locus_tag="CH60_2752"
                     /EC_number="1.1.1.23"
                     /note="[E] COG0141 Histidinol dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol dehydrogenase"
                     /protein_id="AJK10929.1"
                     /translation="MQPTNFNTLINWQQCSEEQQKALLSRPAINASERITAAVSDILD
                     RVKAEGDSALRDFSQRFDHVQVADIRITASEIAAASARLSDDVKHAMAQAVRNIEIFH
                     NAQKMSVVDVETQPGVRCQQITRPIASVGLYIPGGSAPLPSTVLMLGTPARIAGCQRV
                     VLCSPPPIADEILYAAQLCGIQEVFQIGGAQAIAAMAFGSESVPKVHKIFGPGNAYVT
                     EAKRQVSQRLDGAAIDMPAGPSEVLVIADSGATPAFIAADLLSQAEHGPDSQVILLTP
                     DAAIAQAVAVEVEQQLALLSRADIARQALESSRLIVTNDLQQCIDISNAYGPEHLILQ
                     IRQPEEIIDQIDNAGSVFMGDWSPESAGDYASGTNHVLPTYGYTSTYSSLGLADFVKR
                     MTVQQLTPQGLLGLASTIETLAQAEQLTAHKNAVTLRVTALNNALTAVNKE"
     gene            2975431..2976579
                     /gene="hisC"
                     /locus_tag="CH60_2753"
     CDS             2975431..2976579
                     /gene="hisC"
                     /locus_tag="CH60_2753"
                     /EC_number="2.6.1.9"
                     /note="hisC: histidinol-phosphate transaminase;
                     [E] COG0079 Histidinol-phosphate/aromatic aminotransferase
                     and cobyric acid decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol-phosphate transaminase"
                     /protein_id="AJK12460.1"
                     /translation="MSQSNNVTDLARANIRALTPYMSARRLGGNGDVWLNANEYPLGT
                     EYQLTTQTFNRYPECQPKHVIERYAAYAGLPPEQVLVSRGADEGIELLIRAFCEPGQD
                     AILFCPPTYGMYAVSAETFGVERRTVPAQADWQLDLPAIANNLEQVKVIYVCSPNNPT
                     GNLINPADLQAVLALAQGRAIVAIDEAYIEFCPQASVSNWLKDYPNLVILRTLSKAFA
                     LAGLRCGFTLANSDIIQLLLKVIAPYPLSTPVADIAAQALSPKGIEQMRQRVSEVRAN
                     RAWLQSALQDCACVEQVFTSESNYLLARFTASSSVFNALWDQGIILRDQNKQPGLANC
                     LRITIGTRQECERVIAALAPLPGIDNSNNIDNQNKTYSQTSSIRKGTI"
     gene            2976576..2977643
                     /gene="hisB"
                     /locus_tag="CH60_2754"
     CDS             2976576..2977643
                     /gene="hisB"
                     /locus_tag="CH60_2754"
                     /EC_number="3.1.3.15"
                     /note="hisB_Nterm: histidinol-phosphatase;
                     [E] COG0131 Imidazoleglycerol-phosphate dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol-phosphatase"
                     /protein_id="AJK11453.1"
                     /translation="MSQKFLFIDRDGTIIAEPPTDYQVDRLDKLALEPDVIPALLALQ
                     KADYKLVMITNQDGLGTSSFPQETFDPPHNLMMQILTSQGINFEQILICPHLPEDNCT
                     CRKPKTALVESYLADGVMNSTNSYVIGDRETDLQLAENMGISGLRYQRDGLNWTQIAK
                     QLTQRDRHAYVNRVTKETAIDVNVWLDREGGSKIKTGVGFFDHMLDQIATHGGFRMDI
                     QVSGDLYIDDHHTVEDTALALGEAINIALGDKRGIGRFGFVLPMDECLARCALDISGR
                     PHLEYKAEFNYQRVGDLSTEMVEHFFRSLSYAMACTLHLKTKGRNDHHRVESLFKVFG
                     RTLRQAIRVEGNTLPSSKGVL"
     gene            2977643..2978233
                     /gene="hisH"
                     /locus_tag="CH60_2755"
     CDS             2977643..2978233
                     /gene="hisH"
                     /locus_tag="CH60_2755"
                     /note="IMP_synth_hisH: imidazole glycerol phosphate
                     synthase, glutamine amidotransferase subunit;
                     [E] COG0118 Glutamine amidotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazole glycerol phosphate synthase, glutamine
                     amidotransferase subunit"
                     /protein_id="AJK13807.1"
                     /translation="MDVVILDTGCANLSSVTYAVQRLGYTPVISRDPAVVLRADKLFM
                     PGVGTAHAAMEQLRQRELIELIKSCTQPVLGICLGMQLLATSSEESGGITTLGMIDAP
                     VKKMTDFGLPLPHMGWNQITAQAGNHLFRGIPDGTYFYFVHGYAMPICPNTIAQTNYG
                     EPFTAAVEKDNFFGVQFHPERSGAAGAQLMKNFLEM"
     gene            2978239..2978976
                     /gene="hisA"
                     /locus_tag="CH60_2756"
     CDS             2978239..2978976
                     /gene="hisA"
                     /locus_tag="CH60_2756"
                     /EC_number="5.3.1.16"
                     /note="[E] COG0106
                     Phosphoribosylformimino-5-aminoimidazole carboxamide
                     ribonucleotide (ProFAR) isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-(5-phosphoribosyl)-5-[(5-
                     phosphoribosylamino)methylideneamino]imidazole-4-
                     carboxamide isomerase"
                     /protein_id="AJK14177.1"
                     /translation="MIIPALDLIEGKVVRLHQGDYGQQRDYGNHPLPRLQDYQQQGAQ
                     VLHLVDLTGAKDPAARQIPLLRELLAGVDVPVQVGGGIRNEQDVVALLEAGAARVVVG
                     STAVKQPEMVQQWFERYGAEAIVLALDVRINEAGCKHVAISGWQENSDATLEQIVEQY
                     LPYGLKHVLCTDISRDGTLSGSNVELYQEVCQRYPQVAFQASGGIGCLDDIARLRGSG
                     VQGVIVGRALLDGKFNVKEAIACWQNV"
     gene            2978958..2979734
                     /gene="hisF"
                     /locus_tag="CH60_2757"
     CDS             2978958..2979734
                     /gene="hisF"
                     /locus_tag="CH60_2757"
                     /note="[E] COG0107 Imidazoleglycerol-phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazole glycerol phosphate synthase subunit
                     hisF"
                     /protein_id="AJK11521.1"
                     /translation="MLAKRIIPCLDVKDGQVVKGVQFRNHEIIGDIVPLAQRYAQEGA
                     DELVFYDITASSDGRVVDKSWVARVAEVIDIPFCVAGGIKSVEDASQILTFGADKISI
                     NSPALADPTLITRLADRYGVQCIVVGIDTWYDTESDSYQVYQFTGDEKRTKATTWQTE
                     DWVKEVQLRGAGEIVLNMMNQDGVRNGYDLRQLQQMRAICHVPLIASGGAGTPDHFLE
                     AFRDADVDGALAASVFHKQIINIGELKKYLSEQGVEIRVC"
     gene            2979728..2980342
                     /gene="hisE"
                     /locus_tag="CH60_2758"
     CDS             2979728..2980342
                     /gene="hisE"
                     /locus_tag="CH60_2758"
                     /EC_number="3.6.1.31"
                     /note="histidine_hisI: phosphoribosyl-ATP diphosphatase;
                     [E] COG0139 Phosphoribosyl-AMP cyclohydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl-ATP diphosphatase"
                     /protein_id="AJK14426.1"
                     /translation="MLTEQQINQLDWEKVDHLMPAIVQHAVSGEVLMMGYMNQEALAV
                     TEKTGKVTFFSRTKQRLWTKGESSGHFLNVVNIYPDCDNDTLLILVKPIGPTCHLGNS
                     SCFAPAASDWSFLYQLEQLLASRKSADPASSYTAKLYASGTKRIAQKVGEEGVETALA
                     ATVNDREELTNEASDLMYHLLVLLQDQDLDFSTVIGRLRERHEK"
     gene            complement(2980542..2981951)
                     /gene="gnd"
                     /locus_tag="CH60_2759"
     CDS             complement(2980542..2981951)
                     /gene="gnd"
                     /locus_tag="CH60_2759"
                     /EC_number="1.1.1.44"
                     /note="gnd: 6-phosphogluconate dehydrogenase;
                     [G] COG0362 6-phosphogluconate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphogluconate dehydrogenase"
                     /protein_id="AJK10531.1"
                     /translation="MSKQQIGVVGMAVMGRNLALNIESRGYSVSIFNRSSDKTDEVVA
                     ENPGKNLVPSYTVEEFVDSLEKPRRILLMVKAGEATDKTIASLTPHLDKGDILIDGGN
                     TYYKDTIRRNRELSAQGFNFIGTGVSGGEEGALKGPSIMPGGQKEAYELVAPILEKIA
                     ARADDGDACVAYIGADGAGHYVKMVHNGIEYGDMQLIAEAYSLLKQSLGLSNEELAST
                     FAEWNKGELNSYLIDITKDIFTKKDEDGNYLVDVILDEAANKGTGKWTSQSSLDLGEP
                     LTLITESVFARYLSSLKDQRVAASKVLTGPKVQPFTGDKAEFIEKIRRALYLGKIVSY
                     AQGFSQLKAASNENNWDLNYGEIAKIFRAGCIIRAQFLQKITDAYAENADIANLLLAP
                     YFKQIADEYQQALRDVVSYAVQNGIPTPTFSAAINYYDSYRSAVLPANLIQAQRDYFG
                     AHTYKRTDKEGVFHTEWMA"
     gene            complement(2982337..2983230)
                     /gene="galU"
                     /locus_tag="CH60_2760"
     CDS             complement(2982337..2983230)
                     /gene="galU"
                     /locus_tag="CH60_2760"
                     /EC_number="2.7.7.9"
                     /note="galU: UTP--glucose-1-phosphate uridylyltransferase;
                     [M] COG1210 UDP-glucose pyrophosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="UTP--glucose-1-phosphate uridylyltransferase"
                     /protein_id="AJK12977.1"
                     /translation="MTKLKAVIPVAGLGMRMLPATKAIPKEMLPIVDKPLIQYVVNEC
                     VAAGINEIILITHSSKNAVENHFDTSYELEAMLEARVKRQLLDEVQSICPPGVTIMHI
                     RQGHPEGLGHAVLCAKPLVGDSPFVVLLPDVLIDDEQSDLTRDNLAQLVQRFEETGVS
                     QVLVHSVDPETLSNYSVVSCEKSTLLPGESSRINAMIEKPQSSADLQSNLSAVGRYVL
                     SAHIWPLLEQTKPGAWGRIQLTDAIDALAAVEAVDAVALTGKSYNCGEKLGYMQAYVA
                     YGLRHPQQGAEFKAWLKDFVA"
     gene            complement(2983314..2984204)
                     /gene="galU"
                     /locus_tag="CH60_2761"
     CDS             complement(2983314..2984204)
                     /gene="galU"
                     /locus_tag="CH60_2761"
                     /EC_number="2.7.7.9"
                     /note="galU: UTP--glucose-1-phosphate uridylyltransferase;
                     [M] COG1210 UDP-glucose pyrophosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="UTP--glucose-1-phosphate uridylyltransferase"
                     /protein_id="AJK10931.1"
                     /translation="MKCLKAVIPVAGLGTRMLPATKAIPKEMLPVVDKPLIQYIVDEC
                     VAAGVKEIVLVSHSSKNAIENHFDTSFELEAALESRVKRQLLKEIKNICPADVTIMQV
                     RQGHAKGLGHAVLCAKSMVGDNPFIVMLPDVLLDDSTADLSKENLASMIKRFEETGHS
                     QIMVEPVPKADVSKYGIADCGHVALAPGESTLMTAVVEKPSIAEAPSNLAVVGRYVLS
                     KNIWPLLEKTPRGAGDEIQLTDAIAMLMQQEPVEAFHMTGKSHDCGDKLGYMKAFVTY
                     GVRHHTEGEKFTAWLKQQLD"
     gene            2985150..2986964
                     /locus_tag="CH60_2762"
     CDS             2985150..2986964
                     /locus_tag="CH60_2762"
                     /note="[Q] COG4264 Siderophore synthetase component"
                     /codon_start=1
                     /transl_table=11
                     /product="iucA / IucC family protein"
                     /protein_id="AJK12560.1"
                     /translation="MVSQRQFNENNIQHLNGENWSHANAHLVGKILRELTHEKLIAPV
                     CLVTPEDGYHHYSFTPDQDRIEYLFKAKCYQLDHLDIDPSTLTKTLDGHAQLLDALQL
                     IIELNNRLGISEEMLPVYLDEISSTLYGYAFKYHHNNLSATQLVHANYQTVETAMSEG
                     HPVFIANNGRIGFDITDYAAYAPESAHPINLIWIAVHQDKTVFSSFTGLSYPQLMQEE
                     LGDYQWEQFTQYLTSRGLTAQDYFFMPLHPWQWHERIATSFAADIARNDIIYLGQGQD
                     SYLAQQSIRTFFNLSNPHKNYVKTALSILNMGFMRGLSPHSMVTTPLVNEWLSSLIKQ
                     DTFFQQKKFTLLCERAAMGYFNPHFETALIKDNPHKKMLSALWRESPMPKLVGHQRLM
                     TMASLLHSDNDGNSVVSALVHSSGLSAKAWITHYLDAYLSPLLHAFFTYDLVFMPHGE
                     NLMLVLESNVPVHVLMKDIGEEIAILNGDIRLPDAIKFLHVTVKDDMKINYILLDIFD
                     CFFRYLTPLLQKDLSLNEHQFWRLVADCIHTYQAQHPAMAKKFKKFDLFKADFVRTCL
                     NRLQMANNQQMIDLDDREKNLKFAGTLVNPIHVFKTTY"
     gene            2987177..2989438
                     /locus_tag="CH60_2763"
     CDS             2987177..2989438
                     /locus_tag="CH60_2763"
                     /note="tonB-siderophor: TonB-dependent siderophore
                     receptor family protein;
                     [P] COG4773 Outer membrane receptor for ferric coprogen
                     and ferric-rhodotorulic acid"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB-dependent siderophore receptor family
                     protein"
                     /protein_id="AJK12203.1"
                     /translation="MRILEKNHGKSRVRFNCTHPIKPAAWVLAANVSLLGCAYAATDE
                     NNSQKKERENNPANTTITVTASPLRHAGVTEDSGSYNTSSMSTATGLNISARETPQSV
                     SVLTKQRMRDQNLNSVESAVNNITGISVRQFDSDRFGFTSRGMAVNNVMRDGVATFYD
                     TRFNYGDNTLDTDMFDRIEVVRGAAGLMAGPGNPSAVINLVRKRPTQDFRGSVSAGVG
                     SWEKWRTALDISGPLNSEGSVRGRFVTAYEDKNSFVNRYDQSKNPFYGILEIDVTPNT
                     LFTFGADTQRTLTRGGMFGGLPLFNSAGGRTNYAQSATTASDWASAETRTQTLFSSLQ
                     HNFDNGWNIKGTFTFDNDKLRQDVMWPTGYPDPQTNIGMRPGSLSLIDGARRQQNYDI
                     QVNGQYSLFGRQHQLGLGWNRQRQNIDNDYYLATCNATRTCPDLGDFTQPGWQYPKPV
                     WSDKRAYGSKGRSDQSSQYVVTQLSLIDPLTLILGGRLTTWETRGDNFGTPQNARYKN
                     EFVPYSGLTYDINRDLSVYTSYTEIFNPENRRDRNNTLLAPVSGQNYEAGLKGVAFDN
                     SLDYSLAVFEIRQNNMPVPDTTAPRLPDNSQPYFAVDGTKTRGFEAEVSGKMTEDWNI
                     SAGYTQYNVKLPSSNTQTPVTPVTPRKVLKLFTTYTLPGQLSDLTLGGGVNWQSQIAR
                     NLSSPIGIQQIGQGSFAIYSLMSRYQFTPQLSLTVNLDNLFNQHYYTQIGQYNQYLLG
                     APRNVDATVRYTF"
     gene            2989528..2990607
                     /locus_tag="CH60_2764"
     CDS             2989528..2990607
                     /locus_tag="CH60_2764"
                     /note="[P] COG0614 ABC-type Fe3+-hydroxamate transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK11777.1"
                     /translation="MNKTRTCTTLAPRWLGDISFILAGLLALFFLLSVGDSQAETGAV
                     HTTQANGFPRKITSALGTAVIERPPQRIVALGAGAEDIVLALGKIPVGIESHTWGGDK
                     QGYLPWFRQALEQRGEPLPQVLNMYPELDIEQLINLKPDVIIATQSGMSQSLYNQLSR
                     FAPVVAYPGRPWLTSLTQQVELIGQTLGEESQIYPLLQELKNTLSAAGQTVPGIKNLR
                     FAYIKAASSNTNLSVYVAGDPRVDTLIATGMQLAPSIKDLMASRGSFAANLGLENADQ
                     LDDADILVTWYSSEQERQRVEEKPLFNAMAAVQRGGYIPLTDQAIVMAMSYGTPLSVQ
                     WGLQRFMPLLAEKARHLADTKETLP"
     gene            2990604..2991644
                     /locus_tag="CH60_2765"
     CDS             2990604..2991644
                     /locus_tag="CH60_2765"
                     /note="[P] COG0609 ABC-type Fe3+-siderophore transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AJK14385.1"
                     /translation="MIDNTVQQLRKYRILGWIGLLLLTLMCVLVSLTLGARTLPISAI
                     WHYIEMYYINMPAAHISYNDLVIDARIPRTLIGLLAGAALALSGAVTQGLLRNPLGDP
                     GLLGVNAGASAIIVSFAFFPALAAIPHFWPALLGAALATLLFYLLGGGQRNTHSVRLV
                     LTGAAINACLFAYVQGVVLLNPAVLENYRFWIMGSLAATSVSAMLAVLPYFVIGLVII
                     FAIAPSLNVMVFGENVATTMGANTVRIRMSALVGATLLAATATAVAGPVAFIGLAAPH
                     LGRAMIGSDFRWLLPYCLLLGPILLLSADVVARIIIAPGEVMVGVITAAVGGPLLYAV
                     VNSKKGIVYASR"
     gene            2991631..2992671
                     /locus_tag="CH60_2766"
     CDS             2991631..2992671
                     /locus_tag="CH60_2766"
                     /note="[P] COG4779 ABC-type enterobactin transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AJK13085.1"
                     /translation="MHPVDSVRTLTLGSWVFLAPARRTGVYLLLIWPILLLCLTAALM
                     LSPSGFEGGKMLAVLAGEGSQYEEFILLQLRLPRALVALGAGAALAISGAIFQTTTHN
                     ALASPDIIGITTGASAGVVATLLLWPGVMPVPLGAFIGACTAVALVYAGSMSILSHPE
                     RIIISGIAVGAVCIAFVNFATSQVRLEQASQLAALLSGSLAEKNWRDVGIISLTLGLV
                     MPGLVYLSRQLNYLSLGAAIAQPLGVNIRQTHWLGLLVAIALATAAVLVVGPVAFIAL
                     SAPQITQHLVKANGISLLCTALMGAFLLLASDIITLLLPTSSRLPVGVITAAVGGIYL
                     MSLLYAKVRKTK"
     gene            2992698..2993516
                     /locus_tag="CH60_2767"
     CDS             2992698..2993516
                     /locus_tag="CH60_2767"
                     /note="[PH] COG1120 ABC-type cobalamin/Fe3+-siderophores
                     transport systems, ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12896.1"
                     /translation="MTPLENPGDISDKPRLTTQKLSLGYGQQLIINKLSLSIKNGAFS
                     VIIGPNGCGKSTLLRALSRSLLPQNGSIRLDQQDIQHYKAKVFARQLSLLSQGASISE
                     TLTVFDLVSRGRYAHQSFFHQWSTEDERIVKAAISAVNLESLVQQRVSELSGGQRQRA
                     WFAMTLAQHTPIVLLDEPTTYLDIAHQIEMLDLCQELQQQGKTLVLVLHDINQALRYA
                     THLIMLKEGQIYAEGLPESIVTEDSIAAVFGLRCRIITDPESGKPLVIPRRQSR"
     gene            complement(2993625..2995469)
                     /locus_tag="CH60_2768"
     CDS             complement(2993625..2995469)
                     /locus_tag="CH60_2768"
                     /note="[Q] COG4264 Siderophore synthetase component"
                     /codon_start=1
                     /transl_table=11
                     /product="iucA / IucC family protein"
                     /protein_id="AJK13828.1"
                     /translation="MMMDLSAPLSPHQSLELPHLQPVLWQKVNRLHLCKAISEFSHEC
                     LLAPQRMTDHPDSEGYDYYQLVAAAADKPANYVFRARRLALDHWLIDPDSLHKTVNEK
                     STDLDLLLFIIEFKRQLSISERVLPTYLEEITSTLYSSAFKHCRTGISATALVNASFQ
                     IIEKEMMEGHPSFVANNGRIGFDAQDFQRFSPEAASDVHLVWLAAHKSKAHFACIEQL
                     DYAKLMEQELGAEVLAEFEQQLIARDCNPQDYVLMPVHPWQWQNKLTSIFAADIANQR
                     LVFLGQGKDAYQAQQSIRTFFNRSHPQRYYVKMALSILNMGFMRGLSPYYMATTPGIN
                     EWLFDLVEGDEILQAYDFKILREVASIGFRNSYYEQAITGDSAYKKMAAALWRENPLQ
                     LIQPGQQLMTMAALLHLDQEGKALLPALIDASGLSTQQWLERYLRSYLSPLLHCLYVY
                     DLMFMPHGENIILVLQNAVPQHIFMKDLAEEILVLNTEADLPEKARRIIVDMPDEMKT
                     LTILSDVFDGVFRYLAAVLDQQGDYPERYFWADVAACIRQYQQQYPELAAKFASYPLF
                     TPKIKRCCLNRLQLNNNQHMLDLADPVQSFQFADDLINPLVEFEVSAG"
     gene            complement(2995466..2996044)
                     /locus_tag="CH60_2769"
     CDS             complement(2995466..2996044)
                     /locus_tag="CH60_2769"
                     /note="[J] COG1670 Acetyltransferases, including
                     N-acetylases of ribosomal proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AJK13119.1"
                     /translation="MNAERNIESDTVVRSGGFQLRPLVLAHDVTWLTDWVNREYAHYW
                     GMQGYSPQQVKAFYQELNTSQPGGVFVGVYQQQPAFLLERYLAQHDVIADYYPAQPDD
                     VGMHILVAPPVERITGFTWRVFQAIMTFIFSDPTVARIVVEPDVRNEKIHRLNKRAGF
                     VYQQQLTLPHKTAWLAFCTREQYRLALQKEHQ"
     gene            complement(2996044..2997342)
                     /locus_tag="CH60_2770"
     CDS             complement(2996044..2997342)
                     /locus_tag="CH60_2770"
                     /note="[Q] COG3486 Lysine/ornithine N-monooxygenase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AJK13646.1"
                     /translation="MRPYDFIGIGIGPFNLGLACLTQPLNDVCCLFIDQKAGFDWHPG
                     MMLESATLQTPFMSDLVTLASPTHPLSFLNYIKQQGRIYSFYIRENFFLLRKEYNQYC
                     QWAVEQLPNLRFNTQVDDIHYDEDTALYRLYCSDTCSGSRHEFLCKKLVLGTGPSPHI
                     PECCQPFIQQIVMSGQYLEHKVALQKKRAITILGSGQSAAEIFYDLLCEIDRFDYQLN
                     WLTRSPRFLPLEYTKLTLEMTSPEYVDYFYHLPPEKRDELNLTHKPLYKGINGTLIND
                     IFDLLYTKRLNGALNVNLYTNSELQKVSSSHDGKGLHLSVLQHEQNQLFTLETEGAVL
                     ATGYHYQPPTFIEGIRQHIRWDNKGRYEVQRNYSIDRNNTIFVQNVELHTHGFVTPDL
                     GMACYRNSCLIREITGTEYYPIEKNIAFQQFSAPSLRRKE"
     gene            complement(2997377..2998924)
                     /locus_tag="CH60_2771"
     CDS             complement(2997377..2998924)
                     /locus_tag="CH60_2771"
                     /note="[E] COG0076 Glutamate decarboxylase and related
                     PLP-dependent proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK12681.1"
                     /translation="MYKDIYEENHFIDQGNDITDVLCLENFLNKDSAEHYYENVNNIT
                     ARIKAVFTLVDKPFSGVLPSELSPDFYCIDLNQPLTSLDSALDELQQLYIKDAIYFHH
                     PKYVAHLNCPVVLPAVLAESIISTLNSSLDTWDQSAGATLIEQKVLDWTRDKMALGSQ
                     GDGIFTSGGTQSNLMAILLARDHFCHQRDANHQNKLQGLPADSHKFRIFTSVVSHFST
                     QKAAALLGLGYNAVVAVPYDSEFKMDAQALDQSIALCLSQGNIPLAIVATTGTTDFGS
                     IDPLHTISTLAKQYGLWLHVDAAYGCGLLVSSHYEQLLSGIEMADSVTVDYHKSFFQP
                     VSCSAFFVKDKQHFSYLTYHAEYLNPLSASLEGTPNLVNKSIQTTRRFDALKLWLTLR
                     IMGAKQLGLAFEHVMDTAQQAYQLMLPNPYFELIHRPVLSTLVFRFMPEQPRSDDDID
                     RTNAYIRKALFREGHTVIAGTKVNGKQYLKFTFLNPTTTLQHLNEIVDAIITEGKNYP
                     TLYNSQS"
     gene            complement(2999076..2999855)
                     /gene="fhuF"
                     /locus_tag="CH60_2772"
     CDS             complement(2999076..2999855)
                     /gene="fhuF"
                     /locus_tag="CH60_2772"
                     /note="fe_III_red_FhuF: siderophore-iron reductase FhuF;
                     [R] COG4114 Uncharacterized Fe-S protein"
                     /codon_start=1
                     /transl_table=11
                     /product="siderophore-iron reductase FhuF"
                     /protein_id="AJK14126.1"
                     /translation="MSNTAQLITPSPIGLIADITELFEKTFAHFSRTLKVNADDIPEE
                     TMSFHTWSSIDNFPTLIQKYRDEYYGDNDLKPNDKALYSLWSQWYFGLIIPPMMLLLI
                     EYPQTIDTHHKNFKVLFHHSGRPEVVYYQLKWQSQDPGTLLERYYLLLNHHVIPIAEK
                     IESYQGINGRLLWNNIGYLMFWYLGEFKGRLGDDLYQSIINGLFMELSLPNGQDNPLY
                     RTVMLRNGTLQRRSCCQRNKLPGVRSCHDCPLEKPPLNLIS"
     gene            3000297..3001883
                     /locus_tag="CH60_2773"
     CDS             3000297..3001883
                     /locus_tag="CH60_2773"
                     /note="[R] COG1253 Hemolysins and related proteins
                     containing CBS domains"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane TerC family protein"
                     /protein_id="AJK12905.1"
                     /translation="MEWIADPTIWAGLATLVVLEIVLGIDNLIFIAILAEKLPRHQRD
                     KARVTGLLCALLMRLALLACISWLATLTTPIVTLSEHSFSARDLIMLVGGIFLLFKAT
                     MELNERLEGKDHQQNQQRKAARFWPVVAQIVVLDAIFSLDSVITAVGMVDHLAVMMVA
                     VCIAIGLMLLASKPLTRFVNAHPTIVILCLSFLLMIGFSLVAEGFGYHIPKGYLYAAI
                     GFSVIIESLNQFAQFNRRRFLSTVRPLRERTAEAVLRMLSGKHEEAELDNHTANLIAD
                     NTSEGQEVFNAQERRMIERVLGLAQRTVSSIMTSRHDVEYLDLNDPPEKLTQLLAKNL
                     HTRIVVTEDSSTDEPLGVIHVIDLLKQQLANEKLDLRSLIRQPLIFPEQVSLLMALEQ
                     FRQAQTHFAFVVDEFGSIEGVVTLTDVMETIAGNLPVAGEELDARHDIQQTEDGCWIA
                     NGYMPLEDLVLYLPLPIDEKREYHTLAGLLMEHTQRIPKVGEQLTIGDYLFEPLVVNS
                     HRILKVKITPLKIPEPDYEV"
     gene            complement(3002028..3003884)
                     /locus_tag="CH60_2774"
     CDS             complement(3002028..3003884)
                     /locus_tag="CH60_2774"
                     /note="[M] COG2982 Uncharacterized protein involved in
                     outer membrane biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="asmA family protein"
                     /protein_id="AJK12518.1"
                     /translation="MRRLLTMLVILLIVLVAGMSALVLLVNPNDFRAYMVKQVEKKSG
                     YHLQLEGDLRWHVWPQLSIIAGRMALTAPGALEPVVSAENMRLDVKLWPLLSHQLDVK
                     QVMLKGAVIRLTPDSEAQQQIDAPVAPIAPAGSTPVSDNRGWTLDINRLQIADSLLIW
                     QRSDNDQINVRDINLELKQGGQRQVQVTLASRVNRNQRDLTFSMVIDADMHQYPRQFS
                     ANISQFTYKLEGADIPAGGISGGGALEASYQSDIQQLLLNQLNFTANNNQLAGSVKAT
                     FGDVPDYVVNLTSDNLNLDAIFGWQPKSSTASTDEAKQPVTTAPVIAIQIDDDVGQNL
                     QALRDFTAQTTVVANNVVYRNININQLNLQATNQQGDLQVTRLTGNALEGDFSLAGAL
                     DVTGKKVLATVNPLINHMELGPVLQAAGLPQVMTGKFSMQAQLSGDGVNLAAFKHRWR
                     GEAQVSMNNARLQGLNIQQLIQQAVTRSTNDVKGQERYERYTEVKQLQASLALNRGAV
                     KVSGLNASSSLISVKGSGGLNLPTQQCDMNLAVRVMQGWNGQSSLVKTLQNTDIPLRI
                     YGPWTQLNYQLNVDQLLRSELQQRAKKALGEWAERNQQNRRVDDLKKSLDKL"
     gene            complement(3004071..3004652)
                     /gene="dcd"
                     /locus_tag="CH60_2775"
     CDS             complement(3004071..3004652)
                     /gene="dcd"
                     /locus_tag="CH60_2775"
                     /EC_number="3.5.4.13"
                     /note="dCTP_deam: deoxycytidine triphosphate deaminase;
                     [F] COG0717 Deoxycytidine deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxycytidine triphosphate deaminase"
                     /protein_id="AJK13049.1"
                     /translation="MRLCDRDIEAWLDSGKLGIEPRPPVERINGATVDVRLGNQFRVF
                     RGHTAAFIDLSGPKDEVSAALERVMSDEINLPEGEAFFLHPGELALAVTLESVTIPDD
                     LVGWLDGRSSLARLGLMVHVTAHRIDPGWQGRIVLEFYNSGKLPLALRPGMLIGALSF
                     EPLSGPAARPYNSRQDAKYRGQQGAVASRIDKD"
     gene            complement(3004757..3005398)
                     /gene="udk"
                     /locus_tag="CH60_2776"
     CDS             complement(3004757..3005398)
                     /gene="udk"
                     /locus_tag="CH60_2776"
                     /EC_number="2.7.1.48"
                     /note="udk: uridine kinase;
                     [F] COG0572 Uridine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="uridine kinase"
                     /protein_id="AJK12782.1"
                     /translation="MTDKAHQCVIIGIAGASASGKSLIASTLYRELREQVGDQHIGVI
                     PEDGYYKDQSHLSMEERVKTNYDHPSAMDHNLLLEHLQALKAGKPVELPLYSYTEHTR
                     KKETVHLEPKKVIILEGILLLTDIRLRQEMNFSIFVDTPLDICLMRRMKRDVNERGRS
                     MDSVMAQYQKTVRPMFLQFIEPSKQYADIIVPRGGKNRIAIDILKAKISQFFE"
     gene            complement(3005643..3006755)
                     /locus_tag="CH60_2777"
     CDS             complement(3005643..3006755)
                     /locus_tag="CH60_2777"
                     /note="[D] COG0489 ATPases involved in chromosome
                     partitioning"
                     /codon_start=1
                     /transl_table=11
                     /product="4Fe-4S iron sulfur cluster binding s, NifH/frxC
                     family protein"
                     /protein_id="AJK12292.1"
                     /translation="MSEKSPEQTTPGLLQSQILKVLTAFTHPTLQKDLNTLRAIHHCA
                     LLDNVLHIELVMPFAWQFGFEILKESVSEELLAVTGANAIDWKLSHNITTLRRANDQP
                     GVKGVRNILAVSSGKGGVGKSSTAVNLALSLAEGGVKVGILDADIYGPSIPNMLGTMN
                     QRPTSPDGKHMAPIMAHGMATNSIGYLVTEENAMVWRGPMASKALMQMLQDTLWPDLD
                     YLVIDMPPGTGDIQLTLSQNIPVTGALVVTTPQDIALIDAMKGIVMFEKVHVPVLGIV
                     ENMSMHVCSNCGHLEPIFGTGGAEKLAEKYHCKLLGQIPLHISLREDLDRGEPTVVSR
                     PDSEFTDIYRQLAANVAAEMYWQGEAIPTEISFRAV"
     gene            3007020..3009047
                     /gene="metG"
                     /locus_tag="CH60_2778"
     CDS             3007020..3009047
                     /gene="metG"
                     /locus_tag="CH60_2778"
                     /EC_number="6.1.1.10"
                     /note="metG: methionine--tRNA ligase;
                     [J] COG0143 Methionyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine--tRNA ligase"
                     /protein_id="AJK12048.1"
                     /translation="MAQVAKKILVTCALPYANGSIHLGHMLEHIQADIWVRFQRMRGN
                     QVHFICADDAHGTPIMLKAQQMGIEPEQMIAEMSQEHQQDFAGFAISYDNYHSTHSDE
                     NRELSSLIYGRLKANGYIKNRTISQLYDPEKGMFLPDRFVKGTCPKCKAPEQYGDNCE
                     VCGATYSPTELIDPKSAVSGATPVMRESEHFFFDLPAFSDMLQAWTRSGALQEQVANK
                     MQEWFDSGLQQWDITRDAPYFGFEVPDAPGKYFYVWLDAPIGYMGAFKNLCDKRGDLD
                     FDEFWGKDAKTDLYHFIGKDIVYFHSLFWPAMLEGSNFRKPTNLFVHGYVTVNGAKMS
                     KSRGTFIKAGTYLKYLDADCLRYYYAAKLSSRIDDIDLNLEDFVQRVNADIVNKVVNL
                     ASRNAGFINKRFAGQLADQLADPVLYKTFTDAATSIADAYNNRESGKAIREIMALADV
                     ANRYVDEQAPWVVAKQEGRDADLHAICSMGINLFRVLMTYLKPVLPSLTERTEAFLNT
                     ELTWDSIEQPLLGHSITAFKALFNRIDLDKVNEMVASSKEDMAPATRVTGPLADDPIQ
                     ETISFDDFAKVDMRIALIQQAEFVEGSDKLLKLTLELGGETRQVFSGIRSAYPDPKAL
                     EGRMTVMVANLAPRKMRFGVSEGMVMAAGPGGSDIFLLSPDSGAQPGMQVK"
     gene            complement(3009211..3009669)
                     /locus_tag="CH60_2779"
     CDS             complement(3009211..3009669)
                     /locus_tag="CH60_2779"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13627.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3009887..3010549)
                     /locus_tag="CH60_2780"
     CDS             complement(3009887..3010549)
                     /locus_tag="CH60_2780"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12561.1"
                     /translation="MAVLLPESHDELLHALIRLLPATLSLVLLLPCAARLASQRLSQY
                     LLVFHLFPLITCFSLNPLTIPLSGAFLLYLIFINIYVDTPPSCERKKQQSNILPHEYP
                     VGLTLLCFSGLYLTFFVWFDLDDAIIFLMSLSWLFFLLSKWRWQVVALNALGGVGLFW
                     FFSSGFVDIKYHKNIIVRALIKISLLDSLLFIIFSLSLFINMLFWLEEWQRTRQPLKK
                     DE"
     gene            3011247..3012323
                     /locus_tag="CH60_2781"
     CDS             3011247..3012323
                     /locus_tag="CH60_2781"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK10590.1"
                     /translation="MKKIAYPILALSLLTALPVFAADPVTLAPVPDAIANHQGQIKIA
                     VIRNLGSDDNTTQFLSGVLKEGKKLGFKVDTFLSNGDDARFQDFVNQAISQKYDGIIL
                     SQGRDPYSTELVKRITDNGIAVSVFDTAIQGEIPGLTVTQQDDASLTNESFGQLIKDF
                     DGNANIIKLWVAGFPPMERRQAAYQALLKQNPGIIELESIGAVSSDVQGDTANKVGAV
                     LAKYPKGKIDAIWGTWDAFTQGAYKALQENGRTEIKLYSIDISNQDLQLMREANSPWK
                     VSVAVDPKLIGAINLRLIAKKIAGETTPASYEFRAASIPQALLASQPGPVNVAGLSKI
                     IPGWGQSDDFNSPWFATLAAQNGQ"
     gene            3012359..3013594
                     /locus_tag="CH60_2782"
     CDS             3012359..3013594
                     /locus_tag="CH60_2782"
                     /note="[S] COG5276 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LVIVD repeat family protein"
                     /protein_id="AJK13823.1"
                     /translation="MPIPEYSRNMRLIGHSDQGGKPDGVQVMVHRGYAYVGHMVSKGV
                     SIIDVRDAKNPRPAGFIAAPPNTWNVHLQTHDDLLLVINARDLFADARFAEEKVYYTR
                     SVAETVSTRQEGRNWSAGLRIFDISTPDKPREISFLPLDGIGIHRIWYVGGRWAYVSA
                     LLDGYSDYIFLTIDLADPQKPQVAGRYALPGMDTAAGEQPNWPAGKRYALHHAIISGD
                     TAYGSWRDGGLTLLDVSDRHEPKLISHRNWSPPFGGGTHTALPLPDRDLLVVLDEAVL
                     DNQEDGEKHIWVFDIREPSNPVSISTFPVPEERDYIKKGAHFGPHNLHENRPGSFISS
                     SLIFATYQNAGVRAYDISNPYNPKETGALVPAAPEKMMDKRPGRPQIIQSCDVFVDTQ
                     GIIYSTDYNGGLSIIEYLG"
     gene            3013927..3015108
                     /locus_tag="CH60_2783"
     CDS             3013927..3015108
                     /locus_tag="CH60_2783"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13874.1"
                     /translation="MQRFSSRVTNLLIASLVLTIGRAVTLPFITIYLVEHFQLAPDTV
                     GLLLGASLALGIFTSLYGGYLVDKFNKKRLILLTIILFSATFFALPWIEHPAWVILTL
                     ALLHSAYSVYTIAVKACFADWLPVNERIKAFSANYTLVNVGWAIGPVMGVLVVGFGPQ
                     LPFIISGALALLVAIVLKFRINDADMLATERVSSESVPDLRQTFNILRHDKRLIYFTL
                     GSLLGAMVFAQFSGYLSQYLITVFDAKFAYQVIGAVMTVNATIVIALQYLLSRRMNQQ
                     NLMRWLMIGTLFFIIGLLGFMVAQDSIPLWMLAMAIFSLGEIIVIPAEYLFIDFIAPA
                     NLKGSYYGVQNLGQLGGAINPVLCGFLLAYTVPEMMFYMLIIAATLGLVLFYRGYHLA
                     K"
     gene            3015350..3015757
                     /locus_tag="CH60_2784"
     CDS             3015350..3015757
                     /locus_tag="CH60_2784"
                     /note="[R] COG1380 Putative effector of murein hydrolase
                     LrgA"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgA family protein"
                     /protein_id="AJK12810.1"
                     /translation="MRNMMSLCWQYLRAFTIIYLCLWAGKALALLLPIVIPGSIIGML
                     ILFVLLTLQILPSPWVKPSCQLLIRYMALLFVPIGVGVMQYYEQLTKQFGPIVVSCFI
                     STLIVMLVVAYSSHYVHRDRKVISPSTPTEGEK"
     gene            3015754..3016449
                     /gene="yohK"
                     /locus_tag="CH60_2785"
     CDS             3015754..3016449
                     /gene="yohK"
                     /locus_tag="CH60_2785"
                     /note="[M] COG1346 Putative effector of murein hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein yohK"
                     /protein_id="AJK10500.1"
                     /translation="MISNLWWSLPLTLIVFFGARQLSRWAKIPLLNPLLISMVVIIPL
                     LLVTHMPYANYFAGSKILNDLLQPAVVALAFPLYEQLHQIRASWKSIIAICFIGSITA
                     MVSGTAIALWMGATPEIAASILPKSVTTPIAMAVAESLHGLPAISAVCVIFAGILGAV
                     FGHSLLNLLKITTKASRGLAMGTASHALGTARCAELDFKEGAFSSLALVICGIITSLL
                     APFLFPVLLHLFG"
     gene            3016775..3017659
                     /gene="cdd"
                     /locus_tag="CH60_2786"
     CDS             3016775..3017659
                     /gene="cdd"
                     /locus_tag="CH60_2786"
                     /EC_number="3.5.4.5"
                     /note="cyt_deam_dimer: cytidine deaminase;
                     [F] COG0295 Cytidine deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidine deaminase"
                     /protein_id="AJK11874.1"
                     /translation="MQARFHTSWAELPASLQFALEPILSAENFPAMLTAEQVKTVKNI
                     SGLDDDALAFALLPLATACALTPISHFNVGAIARGKSGNFYFGANMEFRGVPLQQTIH
                     AEQCAVTHAWLRGETNLVAITVNYTPCGHCRQFMNELNSGSELHIHLPGRPPSTLGQY
                     LPDSFGPTDLAITTLLMDPVNHGYTLAETDPLTQAALNAANHSHAPYSQSHSGVALET
                     TNGKIYAGRYAENAAFNPSLPPLQAALILANITGENCASIRRAVLVEGHNAVTSQWDT
                     TLATLNALGCSAVKRVTF"
     gene            3018015..3019712
                     /locus_tag="CH60_2787"
     CDS             3018015..3019712
                     /locus_tag="CH60_2787"
                     /note="[C] COG0281 Malic enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="malic enzyme, NAD binding domain protein"
                     /protein_id="AJK11337.1"
                     /translation="MELEYESKRPLYIPYAGPILLEFPLLNKGSAFTNDERNHFNLHG
                     LLPEAVETIEEQAERAYRQYQDFKNDDDKHIYLRNIQDTNETLFYRLLEAHLSEMMPI
                     IYTPTVGEACEHFSDIYRRARGLFISYPNREHIDDMLQNATKQNVKVIVVTDGERILG
                     LGDQGIGGMGIPIGKLSLYTACGGISPAYTLPVVLDVGTNNPQRLNDPLYMGWRHPRI
                     SGDEYYAFVDEFIQAVKRRWPNVLLQFEDFAQKNATPLLNRYRDELCCFNDDIQGTAA
                     VTLGSLIAASHAAGSQLRDQTVTFLGAGSAGCGIAEQIIAQMMSEGLSEIQARARIFM
                     VDRFGLLTDKLPNLLDFQSKLVQKSDDLHHWNLHNDAISLLDVVRNAKPTVLIGVSGQ
                     PGLFTEELIREMHSHCARPIVMPLSNPTSRVEARPEDIINWTDGAALVATGSPFPPVS
                     YKEKLYPIAQCNNSYIFPGIGLGVLASGASRVTDGMLMAASRALAESSPLARHGEGAL
                     LPNIDDIQAVSKAIAMRVGQAAQLQGVAIVTSEEALSKAIEHNYWQPQYRSYKRTSF"
     gene            3019993..3020730
                     /locus_tag="CH60_2788"
     CDS             3019993..3020730
                     /locus_tag="CH60_2788"
                     /note="conserved hypothetical protein;
                     [S] COG2949 Uncharacterized membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12169.1"
                     /translation="MWKRLIISLIIIIGLLMVTAIALDRWISWKTAPFIYDELQELPH
                     RQVGVVLGTAKYFRTGGINQFYQYRIQGAINAYNSGKISYLLLSGDNAQHSYNEPMTM
                     RRDLIAAGVAPADIVLDYAGFRTLDSIVRTRKVFDTNDFIIITQRFHCERALFIAMYM
                     GIQAQCFAVPSPKNMLSVRVREIFARLGALSDLYILKREPRFLGPLIPIPAVHVIPDD
                     AQGYPAVTPDQLVELERRLAEKKQPSQ"
     gene            complement(3021175..3022185)
                     /locus_tag="CH60_2789"
     CDS             complement(3021175..3022185)
                     /locus_tag="CH60_2789"
                     /note="[G] COG4211 ABC-type glucose/galactose transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK11156.1"
                     /translation="MNVLNKKDMLTYFKESGIYVVLFVLLAIIIIKDPTFLSLMNLSN
                     ILTQSSVRIIIALGVAGLIVTQGTDLSAGRQVGLAAVVAATMLQSMDNVNKVFPDLQT
                     VPIPVVILVVCLIGAVIGLINGIIIAYLNVTPFITTLGTMIIVYGVNSLYYDFVGASP
                     IAGFDPAFSTFAQGFLRFGDFKLSYITFYALIAIMFVWVLWNKTRFGKNIFAIGGNPE
                     AAKVSGVNVPLNLIMIYALSGVFYAFGGMLEAGRIGSATNNLGFMYELDAIAACVVGG
                     VSFSGGVGTVIGVVTGVIIFTVINYGLTYIGVNPYWQYIIKGGIIIFAVALDSLKYAK
                     KK"
     gene            complement(3022206..3023726)
                     /locus_tag="CH60_2790"
     CDS             complement(3022206..3023726)
                     /locus_tag="CH60_2790"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13723.1"
                     /translation="MADINTAQPRDWLLEMSNIDKSFPGVKALDNVNLKVRPYSIHAL
                     MGENGAGKSTLLKCLFGIYKKDSGSIIFQGQEIEFKSSKEALEQGVSMVHQELNLVLQ
                     RTVMDNMWLGRYPTKGFFVDQDKMYKETKAIFDELDIDIDPRDKVATLSVSQMQMIEI
                     AKAFSYNAKIVIMDEPTSSLTEKEVNHLFTIIRKLKARGCGIVYISHKMEEIFQLCDE
                     ITILRDGQWITTQPLDGLTMDQIISMMVGRSLSQRFPDRLNKPGEVILEVKNLTSLRQ
                     PSIRDVSFDLHKGEILGIAGLVGAKRTDIVETLFGIREKVTGTIKLHGKNINNHSANE
                     AINHGFALVTEERRSTGIYAYLDISFNSLISNIRNYKNKFGLLDNTRMKSDTQWVIDA
                     MRVKTPGHRTNIGSLSGGNQQKVIIGRWLLTQPEILMLDEPTRGIDVGAKFEIYQLMT
                     ELAKKDKGIIIISSEMPELLGITDRILVMSNGQVAGIVDTKQTTQNEILRLASLHL"
     gene            complement(3023956..3024948)
                     /gene="mglB"
                     /locus_tag="CH60_2791"
     CDS             complement(3023956..3024948)
                     /gene="mglB"
                     /locus_tag="CH60_2791"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="D-galactose-binding periplasmic protein"
                     /protein_id="AJK13774.1"
                     /translation="MNKKVFTLAALVTSMMVGAYAQAETRIGVTIYKYDDNFMSVVRK
                     AIEKDAKASPEITLLMNDSQNDQSKQNDQIDVLLAKGVKALAINLVDPAAAPVVIDKA
                     RSNDIPIVFYNKEPSRKALDSYDKAYYVGTDSKESGVIQGELIAKHWQANPEWDLNKD
                     GKIQFVLLKGEPGHPDAEARTTYVIKTLNEKGLPTQQLQLDTAMWDTAQAKDKMDAWL
                     SGPNANKIEVVIANNDAMAMGAVEALKAHNKTSVPVFGVDALPEALALVKSGQMAGTV
                     LNDANNQAKATFDLAKNLAAGKPAAEGTTWKIENKIVRIPYVGVDKDNLAEFTK"
     gene            complement(3025696..3026862)
                     /locus_tag="CH60_2792"
     CDS             complement(3025696..3026862)
                     /locus_tag="CH60_2792"
                     /note="conserved hypothetical protein;
                     [S] COG2311 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11800.1"
                     /translation="MRQRIATLDSARGLAILGILLLNISAFGLPKAAYLNPAYLGLPS
                     LSDIWTWAILDIVAQVKFLSIFAMLFGAGLELLLKRGKSWVRARLSLLLLLGLIHGIF
                     FWDGDILLAYSLIGLVCWRIIQDAKDAASLLRTGAVLYLIGVAVLLLLGYITRGEPGR
                     FWLPGPADLQYEQFWKLQGGGEAWRNRLGLLSSNLIAIGAQYGWELAGSMVFGAGLMR
                     CGWLRGKFSLRHYRRLALFLISLSLVIQIPGVALQVYVGWDYRWAGFLLQVPRELGAP
                     LQAVGYLALLYGFWPTLSRWAISHWLAKVGRMALSNYLLQTLICTLIFYHFGLYQQLD
                     RLQLLAVVPLVWACNVIFSLLWLRYFVQGPVEWLWRRLTAYACGQELQIRNTKL"
     gene            complement(3026917..3027579)
                     /gene="folE"
                     /locus_tag="CH60_2793"
     CDS             complement(3026917..3027579)
                     /gene="folE"
                     /locus_tag="CH60_2793"
                     /EC_number="3.5.4.16"
                     /note="folE: GTP cyclohydrolase I;
                     [H] COG0302 GTP cyclohydrolase I"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase I"
                     /protein_id="AJK14282.1"
                     /translation="MSSLSKEAELVHQALLARGLETPLRKPELDAETRKTRIQAHMTE
                     VMHLLNLDLTDDSLADTPRRIAKMYVDEIFSGLDYENFPKITLIQNKMKVDEMVTVRD
                     ITLTSTCEHHFVTIDGKATVAYIPKDSVIGLSKINRIVQFFAQRPQVQERLTQQILLA
                     LQTLLGTNNVAVSIDAVHYCVKARGIRDATSATTTTSLGGLFKSSQNTRQEFLRAVRH
                     HG"
     gene            complement(3027763..3028914)
                     /locus_tag="CH60_2794"
     CDS             complement(3027763..3028914)
                     /locus_tag="CH60_2794"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13890.1"
                     /translation="MALRVALSGFLALVVAMGIGRFAFTPQVPLMIAEHQFTLTSAGL
                     VAAFNYLGYLFGAFDAMRASRHVERRLWLGLWGAALLTLLSAVVVGPWWHGLVRFAIG
                     WASGWSMVLIAAWTNERLAHFGRPALSAAVFAGPGAGIFISGMLAVAIHSYDLSAAEA
                     WWVYGVLALVIIASISINLPRGGELHRPQVVAVPLTLTPALKRLVWSYSLAGFGYILP
                     ATFLSQMASARFPDSLFAQFVWPVFGGAAVIGIALGILTRHCLTSQTRLALTLWVQAL
                     GVLCAEWVPGVSGLALGALLTGGGFLSVVQLSLQHGRELAPEHTRYMAGLLTTGYAIG
                     QLVGPILSAISTTLTHRLEPALYVAVVALIIAGGLVIKTPARTQEALAT"
     gene            3029050..3029919
                     /locus_tag="CH60_2795"
     CDS             3029050..3029919
                     /locus_tag="CH60_2795"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13382.1"
                     /translation="MDLTQLRMFCCVAETGSVARAAEQMHRVPSNLTTRLRQLELELG
                     ADLFIREKQRLRLSPMGHNFLCYANRILALSEEAMSITHAGEPAGNFPLGSMESTAAT
                     RLPNLLAAYHQRYPKVSLSLITGTSGEIIEQVRAGTLATALVDGPVQHDELHGCRSFD
                     EQLVIISCLERPPILQARDAVDETLFAFRPSCSYRLRLESWFRQVGVLPGHIMEIQSY
                     HAMLACVASGAGLALIPLSVLTLLPGHERVQVHPLPPDIAHTATWLIWRKDAFSPNVR
                     ALKELIIENVEIP"
     gene            3030193..3031332
                     /locus_tag="CH60_2796"
     CDS             3030193..3031332
                     /locus_tag="CH60_2796"
                     /EC_number="1.1.1.284"
                     /note="adh_III_F_hyde: S-(hydroxymethyl)glutathione
                     dehydrogenase/class III alcohol dehydrogenase;
                     [C] COG1062 Zn-dependent alcohol dehydrogenases, class
                     III"
                     /codon_start=1
                     /transl_table=11
                     /product="S-(hydroxymethyl)glutathione dehydrogenase/class
                     III alcohol dehydrogenase"
                     /protein_id="AJK10569.1"
                     /translation="MEMIKTRAAVAWGPNQPLSVEEVDLMPPQKGEVLVRIVASGVCH
                     TDAYTLSGADPEGVFPTILGHEGGGIVEAIGEGVTSVAVGDHVIPLYTPECGECKYCR
                     SGKTNLCQAIRSTQGKGLMPDGTTRFSKNGQPIFHYMGTSTFSELTVVPEISLAKINK
                     EAPLEEVCLLGCGVTTGMGAVMNTAKVKPGDTVAIFGLGGIGLSAVIGAQMAGASRII
                     GIDLNTSKFELARKLGATDLINPKDYDKPIQEVIVELTDGGVDFSFECIGNVNVMRSA
                     LECCHKGWGESVIIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVKGRSELPGIVQQYL
                     DGKFALNDFITHTMALDQINEAFDLMHEGKSIRSVIHFNHSSESK"
     gene            3031353..3032195
                     /gene="fghA"
                     /locus_tag="CH60_2797"
     CDS             3031353..3032195
                     /gene="fghA"
                     /locus_tag="CH60_2797"
                     /EC_number="3.1.2.12"
                     /note="fghA_ester_D: S-formylglutathione hydrolase;
                     [R] COG0627 Predicted esterase"
                     /codon_start=1
                     /transl_table=11
                     /product="S-formylglutathione hydrolase"
                     /protein_id="AJK10513.1"
                     /translation="MNTSLELLEEHRMFGCWQQRYRHAASSLNCHMTFSIYLPPPRDD
                     NPPPVLYWLSGLTCNDENFTLKAGAQRVAAELGLVLVMPDTSPRGDNVPNDDSYDLGQ
                     GAGFYLNATQEPWSDHFQMYDYISQELPSLIRQHFSVSERQSISGHSMGGHGALMLAL
                     RNPQQYQSVSAFAPIVNPCQVPWGRKAFTAYLGSDENQWLQYDSCHLLTHAQHQLPIL
                     VDQGDGDQFLADQLQPAKLAELARQRDWPLMLRIQPGYDHSYFTIATFIEDHLRFHAA
                     HLQP"
     gene            3032464..3032664
                     /locus_tag="CH60_2798"
     CDS             3032464..3032664
                     /locus_tag="CH60_2798"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14096.1"
                     /translation="MNPSSQSTVEKSNVNLIKLKSKLKSLEESFKNNPLYITSNEIDE
                     IKNNTLHSKITAWSWSRSFAED"
     gene            3032748..3035108
                     /locus_tag="CH60_2799"
     CDS             3032748..3035108
                     /locus_tag="CH60_2799"
                     /codon_start=1
                     /transl_table=11
                     /product="macB-like periplasmic core domain protein"
                     /protein_id="AJK11052.1"
                     /translation="MLTSEFLNDVKLSPMATLLAIIITAIGMISLFLVLLLYLTDHSI
                     EKFHHDYPQIYRIETQFNLPNGEKVKSAQVPLPLITALQNEKNIKDVAYALRLFIDLQ
                     VNGKTQADVEIYAVSPNFLTALNPYRQKIPHLSHNEIIITPEFNRQYLHLNHPKGQVI
                     TLGKKGKFFIKDVVNLNTSSRFNTRAVIAFSPDIIDDYHDKRHDWYDMHSYLFVTMVG
                     GGKPTHEQLKTLVTRYAPQLPGAPFSPEEFIQLSARNITDIHYDAELPDEMSTVISKS
                     YLYTLYMAGFFIFLTTTMNFFNVNNIVNKNKKSSFQIKKSVGASNYQLLTESFFIATL
                     QAVCVLTLAFIFLSILMQASENVRELILTQETGRLISSFSVAFFSLYIAILISHYLYL
                     STSVFPNKSWHNHAYSAHPISHYIYQVTLSIQIAIAGIIIYLWAGIMTQIDFMQSHMF
                     GYEKENVVTFPLSDELKSLTSLNSLQDELNNSIGISPIALSSWRPFDMSRTTTSVFHQ
                     NQQEQDKLVSVNILNVNKNFTDTWGIKTLAGYENPITPSKNDNTYHAIATKTFMSAMG
                     KSSSDEVLNTLFYINDNDAEYTVRILRVVNDFYLADRDKNTTPLLILISDEVQRYGAL
                     KLHHQSDLSTVKMLLERYGVNIDQIKLAEHIHQEYFNDHNLMKKTISLVTLFSVILLL
                     ISTMIIGMAESKRISKILKIMESVGGSLYTHIIFFIKENITPVLVAIVIAFPIGFILL
                     QKWLSKYNFINNLSYLYAFGSLLLFMVSLVSVMTLSLILSHTKKNK"
     gene            3035110..3036372
                     /locus_tag="CH60_2800"
     CDS             3035110..3036372
                     /locus_tag="CH60_2800"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK14402.1"
                     /translation="MDIKLEKKININSREKIVILFVLLILFLSCFFIYYLFTKESALL
                     VPRERAIFYTAQFEPYQDVLVTRAITVPNESVILSSERGGKIIEIVKQSAENVIKGDV
                     IARLSNYDFTLEATSRMADIMEQINSLRNMRMRLEQDSRDTQLSLQEAQHQIDIISKD
                     LRRYKILDKKFLIAKSELERQADRLINWKVKSDILQKHNSRNQKSFPSQFKNIDESII
                     LLEKMMKMIEVGIEQLVIIAPIDGTLSVLDIELGQQIKSGEKISVIDNLNSYYFNVYF
                     SEYYIDKIKPNTQIIAQINGQDTQLLIESVSAIVDNGKFKAKLRPIESGIAHLKRGQS
                     IEIRIALQEENNHVLLVPTESVFSNSNGDHFIYIYQDKYDRAIKTKVEVKRRNSIKTE
                     ITSGLQPSQRIVKMPDDSDKTANIIEFK"
     gene            3036374..3037042
                     /locus_tag="CH60_2801"
     CDS             3036374..3037042
                     /locus_tag="CH60_2801"
                     /note="[V] COG1136 ABC-type antimicrobial peptide
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13669.1"
                     /translation="MLHLQNAKKYYTTKVIKTRVLNNITLSVEKGEFVSIMGPSGSGK
                     STLLNIVGMFESLDSGSLTLAGKHVDNLGYSQRITLRRELIGYIFQSFNLIPHLSIFD
                     NVELPLKYRGVAKKDRIEQVNQILSLLGIDNRKNHKPMQLSGGQQQRVAIARAMVTCP
                     ALILADEPTGNLDSKNARAVLEQLKAINQSGTTIIMVTHSDEASSYSNRILNMKDGNI
                     NMKK"
     gene            3037052..3038362
                     /locus_tag="CH60_2802"
     CDS             3037052..3038362
                     /locus_tag="CH60_2802"
                     /note="rSAM_more_4Fe4S: radical SAM additional
                     4Fe4S-binding SPASM domain protein;
                     [R] COG0641 Arylsulfatase regulator (Fe-S oxidoreductase)"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM additional 4Fe4S-binding SPASM
                     domain protein"
                     /protein_id="AJK13964.1"
                     /translation="MRETIPIKYIDTIEINKLSIQDLEDLSSCKYKLLSAYLIGKIPA
                     NKILDADELEIYHNERTKKILAKAIKARKLVIVLKATRLCNLRCTYCHSWAEGPNQTI
                     LFSTLIHIVRQILAIPNVNRFEFVWHGGEVTLLKPAFFKKLIWLQEQFKRPEQYITNT
                     MQSNIVNISDEWLIFIKGIGMNVGISLDGIPAVNDKRRVDFRGRGTSDRIAKGIKKLQ
                     KYDILYGALIVVDREVYQTDMREMLDYFILIELNGIEFLNIVPDNRLTAGEDIGNNFI
                     SYAEFIKFLSALFVIWIKGYREKIHIAIFEDFISVLEHPEKKLSACYWSGNCSQEIIT
                     LEPNGDVSPCDKYRGDAGSIYGSLLKTDLAGLLTQSSHNQQAIDEEVAATRKMQHCEW
                     FSICHGGCPHDRVINRRHTKGYNDECCGTGKLLATIKAYLADIR"
     gene            3038897..3040171
                     /locus_tag="CH60_2803"
     CDS             3038897..3040171
                     /locus_tag="CH60_2803"
                     /note="molyb_syn: molybdenum cofactor synthesis domain
                     protein;
                     [H] COG0303 Molybdopterin biosynthesis enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor synthesis domain protein"
                     /protein_id="AJK13175.1"
                     /translation="MDHCNTSDLLSLEQALTKMLSQATPLPATEVIPLSEAAGRITAS
                     AITSPIAVPPFANSAMDGYAVRWHELSDEIPLPVAGVAFAGAPFKDVWPEKTCIRIMT
                     GAPLPKGADAVVMQEHAVVSEQGVIFNSNIRIGQNIRLAGEDIQQGASVFPAGVKLGA
                     AQLPLLASLGIAEIAVYRALKVAIFSTGDELQPIGHPLAEGQIYDTNRFAVRLMLQQL
                     GCQIIDLGVIRDDQHALRAAFQQADTAADLVISSGGVSVGEADYTKQILDELGDIGFW
                     KLAIKPGKPFAFGKLSNAWFCGLPGNPVSAALTFYQLVQPLLAKLSGHTEWHPPLRLK
                     AKATTPLKKTPGRLDFQRGVFSSNADGQLEVRTTGHQGSHIFSSFSQGNCFIVLERER
                     GSVAVGESVEIELFNELLGGNRPFAIHHPVGG"
     gene            3040173..3040943
                     /gene="moeB"
                     /locus_tag="CH60_2804"
     CDS             3040173..3040943
                     /gene="moeB"
                     /locus_tag="CH60_2804"
                     /note="moeB: molybdopterin synthase sulfurylase MoeB;
                     [H] COG0476 Dinucleotide-utilizing enzymes involved in
                     molybdopterin and thiamine biosynthesis family 2"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin synthase sulfurylase MoeB"
                     /protein_id="AJK14257.1"
                     /translation="MLPELSDVEALRYNRQITLRGFDFDGQEKLKAAKVLIVGLGGLG
                     CAAAQYLAAAGVGHLTLLDFDTVALSNLQRQILHRDSRIGMTKVASAAQTLSEINPHL
                     ALNTLDKQLDDEQLLSLIAEHQLVLDCTDNLSTREQLNRLCHTLGKPLVSGAAIRMEG
                     QVSVFTYQDNQPCYRCLSRLFGDTALTCVEAGVMAPLVGIIGNLQAMEAIKLLANYGQ
                     LVSGRLLMYDAMTAEFRSITLAKDPLCEVCQSDRRSPL"
     gene            3041110..3042318
                     /locus_tag="CH60_2805"
     CDS             3041110..3042318
                     /locus_tag="CH60_2805"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13662.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(3042340..3042984)
                     /locus_tag="CH60_2806"
     CDS             complement(3042340..3042984)
                     /locus_tag="CH60_2806"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11443.1"
                     /translation="MNISGHIATGLDYGWQGIGYLERGVHWLKTGLDAVGKCAGLPEL
                     QPAVYLSSLNIKYNKIDQDTQETLKNINDKLHRAFLLTSPEQIEEKQKIIDAVSDDLE
                     KMKRNVLSERGDLYCGEEVKLHGKMRTTLSEHITVERRDNFIKSLVNLYQIVRGVKAT
                     ITNAPNNTISSLINSNANESYNGLVQVDAVLARDFNAIEKNNRVPNVIVDRACP"
     gene            complement(3043212..3044807)
                     /gene="ccmA"
                     /locus_tag="CH60_2807"
     CDS             complement(3043212..3044807)
                     /gene="ccmA"
                     /locus_tag="CH60_2807"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [R] COG0488 ATPase components of ABC transporters with
                     duplicated ATPase domains"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK14137.1"
                     /translation="MLSTNNITMQFGSKPLFENISVKFGGGNRYGLIGANGCGKSTFM
                     KILGGDLVPSGGNVFLDPNERLGKLRQDQFAFENNTVLDTVIMGHGELWEVKEERDRI
                     YAMAEMSEEDGYKVADLEVAYGEMDGYSAEARAGELLLGVGIPVEQHYGLMSEIAPGW
                     KLRVLLAQALFSDPEILLLDEPTNNLDIDTIRWLEQVLNERNSTMIIISHDRHFLNMV
                     CTHMADLDYGELRVYPGNYDEYMTAATQARERLLSDNAKKKAQISELQSFVSRFSANA
                     SKSKQATSRARQIDKIQLDEVKASSRQNPFIRFDQDRKLFRNALEVEMLTKGFDNGPL
                     FKNLTLRLEVGEKVAILGPNGIGKSTLLKTLLGEYESDAGTVKWSENSKIGYYAQDHA
                     SDFDIDLTVFDWMSQWKQEKDDEQAVRSVLGRLLFSQDDIKKKVSVLSGGEKGRMLFG
                     KLMMQRPNILVMDEPTNHLDMESIESLNMALEMYEGTLIFVSHDREFVSSLATRVIEM
                     TPNKLIDFTGNYEDYLSSQGIHS"
     gene            3045490..3046113
                     /locus_tag="CH60_2808"
     CDS             3045490..3046113
                     /locus_tag="CH60_2808"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13527.1"
                     /translation="MGLSLSCIKTVDDYVKHLDCNRVLPSKTLGKLKINKNIINAETQ
                     HTINDIKQKLSLIQERYNASTTAEFYFVENQLTDMHESISQRKEDLYEPEDYSLSGVQ
                     ERELKKGKTAQDRNNLVKDLVALYQIKNAIKEMIPEDKTKTIDDYSTYYPKPIHNGKV
                     LDIHHPFYSLVEESVKHKLFSDLYAIENNRKVPYVTYSNGWDEVDYK"
     gene            complement(3046325..3047692)
                     /locus_tag="CH60_2809"
     CDS             complement(3046325..3047692)
                     /locus_tag="CH60_2809"
                     /note="impA-related N-terminal family protein;
                     [S] COG3515 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11279.1"
                     /translation="MAGNTERLLKTGGDPRALADFTALRGELNKLAHPARPDVDWVRV
                     EQLCLALFRQNGVELQTAVDFTLARTHTVGLAGLCEGLELLAGLVCHQWRGLWPPQTH
                     ARVALLAWLSDRLQQVWRTMTLCYGDLAQVYRAERALEQLCTQLQTLELKHLCKLDGV
                     RLMLHNAAQRLESTEAVSGLAKPRGASEPPESLRFASVPVSEPLVYIISEPAPPPVQV
                     VLPASPPRWKAGHGFAAGLSLMAVLMAGSFVIWQSVSSDPVRETLLATASPLPIPLSA
                     NSIAELKKQASDVEWARLAEPVLQASAMQLDQLTQLPPLWAQARGDALLSQAQQLWPT
                     NQEVKRLNALWQQQRAAGAAPLVELKHYALAQDRLRQLAERLNSLDEKKRGYMTVSEL
                     KSAVFAIQQPLAQAVPLEELLRQYQEQLESGQTPSSALRQQIDSRFSQLLNRYALLVV
                     PPGVQ"
     gene            complement(3047717..3048169)
                     /locus_tag="CH60_2810"
     CDS             complement(3047717..3048169)
                     /locus_tag="CH60_2810"
                     /note="gene 25-like; [S] COG3518 Uncharacterized protein
                     conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="lysozyme family protein"
                     /protein_id="AJK14120.1"
                     /translation="MPDTSSPSLYEQLLGNFTGGLDLHQVSDENQVILSVLDNMQRIL
                     NCRAGTLSHLPDYGLPDMSKILQGLPGSAHSLLTTLSATLLKYEPRLKSLQVILLPQT
                     TPGHLEYAIDAELKGLGLVRYGTAFMPEGRVLMRHLKQQHYLNQRESF"
     gene            complement(3048169..3048657)
                     /locus_tag="CH60_2811"
     CDS             complement(3048169..3048657)
                     /locus_tag="CH60_2811"
                     /note="[S] COG3521 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion lipofamily protein"
                     /protein_id="AJK12872.1"
                     /translation="MLLSGCGLTQAVTDSTVSATKSLFYKQIKVLHLDFTAREALNTD
                     AHEANSSSEPVMVRVYQLRDDKTFLKTVYQQLASDGEAALKDDLLASRSVVVKPGGAV
                     TLDMPMEKETQFVAVVALFRHPDMAKDHWRLILTLDDLHPDKPRTLELGNNSLTLRTE
                     KK"
     gene            complement(3048725..3049810)
                     /locus_tag="CH60_2812"
     CDS             complement(3048725..3049810)
                     /locus_tag="CH60_2812"
                     /note="conserved hypothetical protein;
                     [S] COG3520 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13835.1"
                     /translation="MGRESSVPPSRLITRLKRDIGQINFYRFCQLLEQQPGTLPLGST
                     NSPADDPVRFRPHPGMGFPVSELKALENDPLHPEAPLTARTTFMGLYGVDSPLPTAYI
                     DDITQQREGHEALEGFLDIFNHRFMTQFYRIWRKYSYPATFESGGTDNTSQSLLGLIG
                     MGIPGSQQHFATPTSRFLALLGVMRQPGRTAEGVQALVRLLAPFTEADVTPHCLRTVR
                     LTSPMAFADEGANWLDGYTVLGDEAIDANSQLLISLRTADRDEAANWLPDGPLYTDFL
                     VLLRVYLGWRYRACIQLTVATRLLPALVLDETPIRLGLTGVLGLDDATLSDDIPEYFT
                     VALGHYRGLAPQQHQEGNRRVNYRLEK"
     gene            complement(3049774..3051537)
                     /locus_tag="CH60_2813"
     CDS             complement(3049774..3051537)
                     /locus_tag="CH60_2813"
                     /note="conserved hypothetical protein;
                     [S] COG3519 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12689.1"
                     /translation="MDDLTLRYFDAEMRYLREAGEEFARAHPDRAAGLNLDKAGARDP
                     YVERLFEGFAFLMGRLREKLDDDLPELTEGLVSLLWPHYLRTIPSLSIVEFTPQWQGM
                     KERMGVSKGFEVLSRPIGERETRCRYTTTQEMDLLPLTLRRAGLDSEPDGRSVIRLRF
                     DCSALADWSRINLSRLPLYFDADAPLACALHEALTLNTAKLWIRLPGQADRQPLDGHF
                     APLGFGEQDTLWPKADSAFSGYQLLLEYFTFREKFMFVALQGLDGIELPAELPWFEID
                     VVLEKRWQHDFSFSEKNLRLHCVPVINLFPLESDPLSLSSLQTEYLLRPMRIQDGYTE
                     VYSVDSVISSRHTGHQVYVPFTSFRHKGGMLRHDAPEYYYHTRVKRGPSGLHDTWLVL
                     GGEAFDNHSVPDNENLSLSLTGTNGQLPRKALQSTVLDTAVKSTGAQVRVRNLSAPSL
                     PCYPPNRDRFHWRVLSHLGSSFLWMMDNAEVLRGTLALYDWTDNEMNRRRLEAIAEVK
                     HSEIERFERGYLLRGVHIEITLDSNGFTGTGDICLFGEMLSRFFALYTDIHLFNRLTL
                     ILQPTGERLEWEENHQSRLPG"
     gene            complement(3051758..3052228)
                     /locus_tag="CH60_2814"
     CDS             complement(3051758..3052228)
                     /locus_tag="CH60_2814"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14283.1"
                     /translation="MKRIIMVVTIFIVLGIISITVFYFVKPSIFLYNNTNKIIYVYSS
                     ESTYGVEPNEKEVEEIIKMKPDVIDPGETLKLAPSILSLLKKNIRKDTGWRIGGRYSF
                     NSVGGGGQAFMLTRASGVCSVLITINDNKSELEEIEKSYCYKKIKPFKDSYPNG"
     gene            complement(3052228..3053286)
                     /locus_tag="CH60_2815"
     CDS             complement(3052228..3053286)
                     /locus_tag="CH60_2815"
                     /codon_start=1
                     /transl_table=11
                     /product="PAAR motif family protein"
                     /protein_id="AJK12364.1"
                     /translation="MAKGYYLGVGDETTCGGVIIEGDATHVLMGKAVAREQDRVTCGK
                     HPGTYIIIGHVPGDSVNGRKFAGTLNSQSNCPCKAWFIPSLVHDTYEFGARSKSQNMS
                     EISTEVEREMVENVSESEEKSKVVCAHIDGALVVASYILDEIKKNVKSDTADKIRSFI
                     DNDLYKKRLKEWQDSPWYARMNAPPQPEIISASVLWFMAVKSGAKWDHKPKIRDQFKA
                     YAVSRPLVGSGTRSKSYFHKYEEHDYFYDVWSNIHYGYVGLSLGFDESYLLLGSTLEQ
                     VRTSIGSKPDPIDDITCMKIGYALYHQHGKYAETLDVRHILDALESASDLDLAISRQI
                     HWCWNNDNSSQIDHPQGK"
     gene            complement(3053304..3054904)
                     /locus_tag="CH60_2816"
                     /note="hypothetical protein"
                     /pseudo
     gene            complement(3054948..3058370)
                     /locus_tag="CH60_2818"
     CDS             complement(3054948..3058370)
                     /locus_tag="CH60_2818"
                     /note="[S] COG3523 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="intracellular multiplication and
                     macrophage-killing family protein"
                     /protein_id="AJK11097.1"
                     /translation="MKRIALPIKKPEVWFWIVALLFLLAGAVLCWLVWQHPERVGLIP
                     GTPQRDRWLTGLVVGTGILTLCALLSYAGTRLSGRKHFDELRQQAQGDDAPLPEDNAQ
                     AGETQQGEPSRLKTRLRRRYGLFWRDKVRLLMVVGEPDEIAALAPQLAEQGWLEGQRT
                     VLIHGGSLQRPADETGLSEWRKLRRGRPLDGIVWAMTAAQSGTPQWMDNGLRTLEKMG
                     AALRYQPPVYLWQVCDSDWPQDSRTEQPVGAVFPAKATPEKVEQQLRALLPQLREQGM
                     QQLSIEPHHDFLLRLAQSLDQGDAARWRQRLTPWFTEYAARIPLRGLMFSLPDTSASA
                     AQVHEKSWTVPASWQGVLDDCRGARGRRVGLPWEQTLCYSLLALIVLWGVGSVVSFAV
                     NRHQMVSAAQQAQQLAQSHAVSDQQLMALQALRNDIGRLQSRVAQGAPWYQRFGLDHN
                     APLLEVLMPWYGQANNRILRDATAQSLYQKLSELAELPANSPQRAARAKTGYDQLKAY
                     LMMARPEKADAVFYAQVMQTTEPTRAGVSPGLWQSLAPDLWQFYAQNLPAQPDWKITP
                     DTGLISQVRQVLLGQMGQRNAESTLYENMLLSVRRNYADMTLMDMTGDTDAQRLFQTS
                     ESVPGMFTRKAWDEQIQQAIDKTVASRREEIDWVLSDNRRAISEDISPEALKKRLTER
                     YFTDFAGSWLSFLNSLHWNEAHNLSDVIDQLTLMSDVRQSPLIALMNTLAWQGQTGQQ
                     NQALSDSLVKSAKALMNKDQAPAIDQSAGGPVGPLDETFGPLLALMGKGDAQNRLSSD
                     SSLSLQTLLTRVTRVRLKLQQVVNASDPQEMTQVLAQTVFQGKSVDLTDTQEYGSLIA
                     ASLGEEWSSFGQTMFVQPLTQAWETVLQPSSASLNDQWKNAVVANWKSAFDGRYPFAA
                     SKSDASLPMLAEFIRKDSGRIDSFLTRELGGVLHKEGTRWVPNKVNSQGLTFNPAFLA
                     AINQLSQISDILFTDGSQGLRFELLARPVPNVVETNLAIDGQKLHYFNQMESWQSFRW
                     PGETYKPGTMLTWTGVSSGARLYGDYQGTWGLIRWLEQAKQKKLDEGRYQLTFTTADK
                     QPLQWILRTELGKGPLGLLQLRNFTLPAQIFLIQHAPLAIADMSDDEDMAED"
     gene            complement(3058367..3059599)
                     /locus_tag="CH60_2819"
     CDS             complement(3058367..3059599)
                     /locus_tag="CH60_2819"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12307.1"
                     /translation="MPVKLTTIPGPFLRPSPPKPLRWLIVLLGFIAAGILLMRFLGKL
                     LGDTEFWWFAIGIPVVFWLVLMGFRLAIYLMQQIQANAWDSRREQVILQEVRRGRRAL
                     QILAAACSTAHDPDLQFTGIADALLRNDNKIIPQAAWNGGSSVRHSRLPVTDGLSPDA
                     HLSAAFSALLDNLTAPLSQLPPDNAVAILLASSSSVPRARVLALWQQAWQESGIGQPT
                     TLLSGHGLTVIDHWLDHRIKDSAVLLVVAVQIAPEQPEMTGEAVVGLLLANRLTQKIL
                     TPLALLHRPECTLPQQESLQAGVLQAADWVPLPPDTLQHLWLTGLSVESEGYRSAIGI
                     QGKAPLACITPGPDVHNFNEFLGCPGCAGPWLAIAAAAQAIGHSSTPHMILSSEQGSD
                     TVWSTVVSPNASRKENET"
     gene            complement(3061545..3061712)
                     /locus_tag="CH60_2820"
     CDS             complement(3061545..3061712)
                     /locus_tag="CH60_2820"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13513.1"
                     /translation="MKSFKKFRMILLMIFSSLLSIKNVFSSELTVKIVGSVVVIIKIQ
                     NKKISGEGLSK"
     gene            3062311..3062412
                     /locus_tag="CH60_2822"
     CDS             3062311..3062412
                     /locus_tag="CH60_2822"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10905.1"
                     /translation="MFFESIFSSGFGCISAFAEKQIINIAEIIFLYS"
     gene            complement(3062407..3064590)
                     /locus_tag="CH60_2821"
     CDS             complement(3062407..3064590)
                     /locus_tag="CH60_2821"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AJK11297.1"
                     /translation="MIISPPFLRAKMSSQPDEEWVSSMMPADPQRGYPISNSQAWHGG
                     IHIKHTDHTGVPEQVRAIADGTVFSVRQPSLQKRDLLPLNYNGPTDCGYVLIKHETEI
                     GSDEGGKVAYWSLYMHMKSIGSTVSPGSVVYRKDPLGTVGMVDGQNAIHFQIFCDDAN
                     IKKLTGRETPELDLANNGRTDVVYGDIHFYLPAGTPVYDSMPKDNTPVSLMANGPVPR
                     TKSDLFVTMRFHQGSCTMTTLHKAVFSSMYLEVGEPLTDADGADYEYNLYSKALTLYP
                     NSPSAGYELLRFGRVINTDNETLSPAGAPLWRTINYPEGKGVVNLAAASVKVFSDADF
                     PHWMGWQLVDDDTDTNSQCNSPTITLRCKTGVDLSGMICHFPLEWDKTTVDNRFQWLA
                     KENDVLPEPMELCDLGPLTDHAKALCLAENPLPSGRVWHFEPTRFIEHFRKCGWLSNK
                     EMKQLIPTKALSNGQWQTIPDRYGDTSVLARHYSRINKVLRKYLINTPFRMACFFGNA
                     IQETAWLTTTHEGYVYTERNQRTRAIIRHYNIWYYPWYGRGFLQLTSPGNYYKYFKYR
                     GYTYDETVKIKLENEYNRLYRNGSIRYSENHLDDTSNPELSAEILNWRNSLETGDYEP
                     ADSAGFYWCTTQMAKYADPEHILERQVSANHIYYRSPSFWQASATVNLPGARQRTNYS
                     GLNGFIERCYVYGSALAVLTELKFPDSQGTYSLEKPEENNLRRTL"
     gene            complement(3064606..3064866)
                     /locus_tag="CH60_2823"
     CDS             complement(3064606..3064866)
                     /locus_tag="CH60_2823"
                     /note="conserved hypothetical protein;
                     [S] COG4253 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12869.1"
                     /translation="MELLANEVITITSTEDEIKITAKKKITLNAGGSYITLDENRIES
                     GTAGEYLTKAGHYGRVDKAKLETVVPTLAVKAKPPTQKYPFS"
     gene            complement(3065020..3065793)
                     /locus_tag="CH60_2824"
     CDS             complement(3065020..3065793)
                     /locus_tag="CH60_2824"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK12174.1"
                     /translation="MKSFTLLSLFILSQFYSLSALSDDSISVRIDDIKIYLNNNDLSE
                     VILENLITGNAKKCKISNSTEEDTKNGNGFLRITTDKKAIILFSSHRYLLMNELNECS
                     NGKTKLYSLPNSHITMLQDINFENKLFLQFSLEDKDSWLASISHFGSNINLLRGEGFY
                     NPKNKKKEQGFSLGYSNGDGQISTNGKYVVVNDFNCQEGKIPTGSGVWNIKSNKRVIF
                     PTKIDEFGRIGNSDEILEKCIKVFEGTSTIQQLGGTLGL"
     gene            complement(3065790..3068090)
                     /locus_tag="CH60_2825"
     CDS             complement(3065790..3068090)
                     /locus_tag="CH60_2825"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AJK11038.1"
                     /translation="MIISPLFLKDKSNSEDDASWVSRMMHVDPERGFPLNSHRSWHGG
                     IHIPHTDSGGTPEKIRAIADGTVHSLRQPVGDKKGIPPYNYNGATDCGYVLLKHETEI
                     GSGENAKVVYFSLYMHLASIDAAVKTGEKIYRKDPIGTVGQVDGGNAVHFQIFCDDTN
                     LTKLVGRTTPELDLTKNGRTDAVYGDMYFYLPTGTKFYSHAPANNATTTTEAETYTST
                     EPLFVSMSFDKGKCTMLTRKKGVFSIGKYSEVGEKLENADGADYEYNLYAQAKKLYPQ
                     SQSAGYELLRFGRAINTDYETLVPADAPLWRTISYPGGKGVVNLALPAVKKFSDGDFP
                     HWTGWQLIDDDTDENSQCNSEQVLCRIGDDMQGLICHLPLEWDASTLEKRLSWLKTTV
                     INESLANQKASHQVDDTGNNASGYAFDNINPDMSVLNAQSTPSFEQAAKDTAMAEADW
                     NALIEHAKALCFDVSGLPAGRVWHFNPISFIAHFRKCGWVENSVLSLILSSNTNKAPL
                     RKSITEAVEKYGDNINRIMLKYIMNTPIRRAHFIGQGAVESDYLMTIQEVSQKQDIIN
                     GKPVGGDIVQDSKRNERDLGHWYGEVPTEIDVYFSGKKYNKKGSYIAGSYSWSNGNCG
                     DIDAQKFRGRGFKMLTGRANYASYWVYRGWLQTNDFDAYWWDDSEYKKKNTKKMKKKP
                     AIINSPQKVTENEYNCIDTGGYFIRGIKPKTIQSMDDDKEYIMNKGQGENENRVIERV
                     TKAINGADKGLEQRKFFTKKAKGIMI"
     gene            complement(3068106..3070454)
                     /locus_tag="CH60_2826"
     CDS             complement(3068106..3070454)
                     /locus_tag="CH60_2826"
                     /note="vgr_GE: Rhs element Vgr family protein;
                     [S] COG3501 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="Rhs element Vgr family protein"
                     /protein_id="AJK11982.1"
                     /translation="MNTFLPTIRFDHSHHKLVVRDSTAAVDVLGFEGHESLSQPFCYD
                     IQFTSADKAIGPATMLMHDASLTLAAPMAEAFGVTVQQTQRVIQGVVTGFKRLSASKE
                     ECRYELSLQPRLALLSRSHQNGIYQDMSVPQIVEKILRERHDMRGQDFVFTLAREYPR
                     REQVMQYGEDDLTFIRRLLAEVGIWFRFTADPKLNIDVVEFYDDQRFYQQGLTLQAVP
                     PSGMHDSGMESVWDLSSAHQVVEKSVSTGDYNYRTATADLTAGADITRGDTTTYGEAY
                     HYADNYLTAGSEGREPESESGAFYARLRHERYLNNQARFAGVANAAALAPGQELNVTG
                     NDVPAQFGKGVIITRITSHARRDRSYEVHFEAIPYSEDYCFRPALIRKPTMAGTLPAR
                     VTSTTANDTYGHIDKDGRYRVNLMFDRDSWESGYESLWVRQARPYAGDSYGLHLPLLA
                     GTEVAIAFEDGNPDRPYIAYVLHDSAHGDHVTISNYKRNVLRTPSNNKLRLEDERGKE
                     HIKLSTEYGGKSQLNLGHLVDNEKQPRGEGFELRTDSFGVLRAEKGLFITADGQAKAQ
                     GQVLEMQPAISLLKSAQEQMEAISADAQTATASPADLQVQISLLQQNLTELKQAVLLL
                     SAPKGIALSSGEHLQMSASDNLIATAGKNADVSVAKNFFIGVGNTLSIFVRKLGMKLI
                     ANQGPITVQAQNDLMELLARKAITITSTEDEIKITAKKRITLNAGGSYITLDENRIES
                     GTAGEYLTKAGYYGRLDKAKLPTEFPALAAKTEDPIKRWLFS"
     gene            complement(3070457..3073099)
                     /gene="clpV"
                     /locus_tag="CH60_2827"
     CDS             complement(3070457..3073099)
                     /gene="clpV"
                     /locus_tag="CH60_2827"
                     /note="VI_ClpV1: type VI secretion ATPase, ClpV1 family;
                     [O] COG0542 ATPases with chaperone activity, ATP-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion ATPase, ClpV1 family"
                     /protein_id="AJK14147.1"
                     /translation="MTTHSAHLLRRLNPYCAQALAGAATLCQTRAHAEITVEHWLLKL
                     LEQGEGDITVIARRYEWDMDSLWQGLLSHLDTLPRTVQGKPQLSAALQQLIKNAWLDA
                     SLQENADAVRSVHLMAALIATPSLLVAEAAWPLLSLSTTQLQRLLPLLDNQSDERPEV
                     QQAAALADSPVNLTDEAATVTSASGQPQLNDALQAALDKFTLDVTAKARANQIDPIFG
                     RDSEIRQMIDILSRRRKNNPILVGEPGVGKTALVEGLALRIADGNVPDSLKTVSVRTL
                     DLGLLQAGAGVKGEFEQRLKNVIEAVQQSPSPVLLFIDEAHTIIGAGNQAGGADAANL
                     LKPALARGELRTIAATTWSEYKQYFERDAALERRFQMVKVDEPDDDTACLMLRGLKER
                     YATHHGVHILDAAITAAVTLSRRFLTGRQLPDKAVDLLDTAGARVRMSIDTLPTALME
                     INAELAALAMEQQAIEQDLLLLPNVSSTRLPEIEQRRAALAVGQHTLEQQYKEEKRLT
                     TLIIEARQDIANAAHLVALQEELVQIQGNAPLLSLDVDVRTVAAVIADWTGVPLGSLL
                     KDEQTNLLSLENRLGERVIGQDAALGALAQRLRAAKTGLTSENGPLGVFLLVGPSGIG
                     KTETALALADSLFGGEKSLITINLSEYQEAHTVSQLKGSPPGYVGYGQGGVLTEAVRK
                     RPYSVVLLDEVEKAHRDVLNLFYQVFDRGFMRDGEGREIDFRNTVIVMTANLGSDHLM
                     QLLDEQPDAPDSTLHELLRPILRDHFQPALLARFQTLIYRPLQVDALKRIVAIKLNQV
                     AQRLHCHYGLSCQIEDSLTDTLVAACLLPDTGARNIDSLLNQQILPVLSQQLLSRMSE
                     QQRTTSLTLGWHEEDGITLTFEGE"
     gene            complement(3073487..3073978)
                     /locus_tag="CH60_2828"
     CDS             complement(3073487..3073978)
                     /locus_tag="CH60_2828"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK13617.1"
                     /translation="MAIPVYLWLKDDGGADIKGSVDVQSREGSIEIVAQDHNLYIPTD
                     NNTGKLTGTRIHTPFVFTKEIDASTPYLYKAVTTGQTLKTAEFKWYRIDDAGQEVEYF
                     NTKLENVKVVKVAPKMHDVKDPAKEKHNHLELVELRYEKITWTFKDGNIIHSDSWNER
                     ATA"
     gene            complement(3073982..3075718)
                     /locus_tag="CH60_2829"
                     /note="ompA family protein;ompA-family membrane
                     protein;putative membrane protein"
                     /pseudo
     gene            complement(3075718..3076404)
                     /locus_tag="CH60_2832"
     CDS             complement(3075718..3076404)
                     /locus_tag="CH60_2832"
                     /note="IV_VI_DotU: type IV/VI secretion system, DotU
                     family domain protein;
                     [S] COG3455 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV/VI secretion system, DotU family domain
                     protein"
                     /protein_id="AJK13352.1"
                     /translation="MNPHLTEHPPVGDIDALLQDTWLQVISLRQGVTCAEGEGQAFWQ
                     RCVADIERVHQALKDAGHSEQSCQHIRYAQCALLDETVKGRGVQDDAYFVWCHSPLQA
                     HFFNTLDAGSQLYERMRAVLREPAPDRAVLTCFHRVLMLGFLGGYASPAASEREQLID
                     QLSVQVPAFSVAPSRGILASAASRNRLGIWLRYWPVRLGLAALMVALLWWGLDHWLSG
                     LLATLLPEPV"
     gene            complement(3076401..3077753)
                     /locus_tag="CH60_2833"
     CDS             complement(3076401..3077753)
                     /locus_tag="CH60_2833"
                     /note="conserved hypothetical protein;
                     [S] COG3522 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14125.1"
                     /translation="MKIERPLWTRGVLISPQQFQQQASWEAWTNECIAQMAVMHPWGV
                     LQATFELDALAQGRLKAARLHVRFQDGVLVDTECADVLPPTLTLAASLPVEASDATVM
                     LAIPQLYANGGNCLQPDERGERPVRHRQAWRDVQNQFGDDKKQVAVMYHQLTLRLDTQ
                     ENGDYQVCPVARLLRDAQGRWTLDPGFIPPMLSLQASAWCGEQLELLMVQLRARLQRL
                     MGMRRESNARMADFAVADVSLFWLLNALNSAEPVLGNFQRYPQVHPERLYQELARLAG
                     SLLTFSLEHEVTAIPVYQHEQLTRVFPPLFALLNILLEASLPSRVVAIELVHEPRINQ
                     WRATLRDPRLREGADFYLSVRSSLPAAQLQTQFPQLCKAGAPDEVGNVVNVALSGIPL
                     RPLSHVPAAIPLRLENQYFSLDLSHPAATQMMETGACVFYVPGTLGEIQLELFAVLRA
                     "
     gene            complement(3077765..3079309)
                     /locus_tag="CH60_2834"
     CDS             complement(3077765..3079309)
                     /locus_tag="CH60_2834"
                     /note="conserved hypothetical protein;
                     [S] COG3517 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13952.1"
                     /translation="MSVQENRAQGTATTVLKNSPAAQGVYAALFEKINLSPVSSLAGI
                     EAFQNNDALAEATTDERVTAAVSVFLDLLKQSAKKVEKLDKTLLDGHIAALDDQISRQ
                     LDAVMHHPDFQRVESTWRGVKSLIDQTDFRQNVRIELLDISKDHLVQDFEDAPEISQS
                     GLYAQTYIQEYDTPGGEPIAAAISNYEFDRSPQDIALLRNISKVAAAAHMPFIGSVGP
                     AFFGKENMEEVAAIKDIGNYFDRAEYIKWKAFRDSDDSRYIGLTMPRVLGRLPYGPDT
                     VPVRSFNYVEQVKGPDHERYLWTNASFAFAANMVKSFIKNGWCVQIRGPQAGGAVTNL
                     PIHLYDLGTGNQVKIPSEVMIPETREFEFANLGFIPLSYYKNRDYSCFFSANSAQKPA
                     LYDTADATANSRINARLPYIFLLSRIAHYLKLIQRENIGTTKDRRLLELELNNWVRGL
                     VTEMTDPGDDLQASHPLRDAKVTVEDIEDNPGFFRVKLYAVPHFQVEGMDVNLSLVSQ
                     MPKAKA"
     gene            complement(3079358..3079858)
                     /locus_tag="CH60_2835"
     CDS             complement(3079358..3079858)
                     /locus_tag="CH60_2835"
                     /note="conserved hypothetical protein;
                     [S] COG3516 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13074.1"
                     /translation="MSSSSFQNEIPKARINIKLDLHTGGAQKKVELPLKLLVMGDYSN
                     GQEQRPLSEREKLNINKNNFNSVLAEFQPSLKLAVPDTLAGDNTDTAVALTFREMKDF
                     EPESVARQIPQLRALLAMRNLLRDLKSNLLDNATFRRELENILKDDALSDELRAELAA
                     LAPKEG"
     gene            complement(3080678..3080791)
                     /locus_tag="CH60_2836"
     CDS             complement(3080678..3080791)
                     /locus_tag="CH60_2836"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12953.1"
                     /translation="MDYLSFLLPLVLPQLYQTGGSSHYLLSADLRTISWVL"
     gene            complement(3080847..3081695)
                     /gene="pksC"
                     /locus_tag="CH60_2837"
     CDS             complement(3080847..3081695)
                     /gene="pksC"
                     /locus_tag="CH60_2837"
                     /EC_number="2.3.1.39"
                     /note="[I] COG0331 (acyl-carrier-protein)
                     S-malonyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="polyketide biosynthesis malonyl CoA-acyl carrier
                     protein transacylase pksC"
                     /protein_id="AJK13293.1"
                     /translation="MTSNHAILFPGQGAQRADMGAPIFDIYTKLVAEAEEIAEFSIRD
                     FFRDCPADRFSNTLYVQPALYTVNALYYRRYIDESGALPLFLAGHSLGEFNALHAAGV
                     FDFETGLRLVKKRALLMSESQGGGMAAVLGLNAEEVVKILEENNLFDLTIANINSDLQ
                     MVISGPIESIKQAEEIFYDNYAIKYVVLRVSGAFHSTMLNTAAIKFSEYIQGFSFLPP
                     QIPVIANRTACPYTLSSVIKNLSEHINRPVMWRQSVIYMRTHGVERFTEMGETSLLLD
                     MVKNIL"
     gene            complement(3081794..3082042)
                     /locus_tag="CH60_2838"
     CDS             complement(3081794..3082042)
                     /locus_tag="CH60_2838"
                     /note="[IQ] COG0236 Acyl carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopantetheine attachment site family
                     protein"
                     /protein_id="AJK11207.1"
                     /translation="MDRDHIASIVKKHIVNSIDGAKEHEIDLQKSMADYGASSLDIVS
                     VVSGVMRELKIKIPRTELKNIKSINGLIDLFVTSSSES"
     gene            complement(3082080..3082412)
                     /locus_tag="CH60_2839"
     CDS             complement(3082080..3082412)
                     /locus_tag="CH60_2839"
                     /codon_start=1
                     /transl_table=11
                     /product="lipocalin-like domain protein"
                     /protein_id="AJK12746.1"
                     /translation="MLIYTEQYMMVFISSVERTQFSTEDIRAIPSEQIVADFPKFETY
                     CGHYIVNHDEKIVTHFIDNSKIPNQIGTQFRRYFSFEHEKLVLKSIDSLLLNDESWLF
                     ELVWNKQE"
     gene            complement(3082607..3083395)
                     /locus_tag="CH60_2840"
     CDS             complement(3082607..3083395)
                     /locus_tag="CH60_2840"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK10850.1"
                     /translation="MLNNLSEMTVLVTGGTKGIGRATVESFVKAGAKVYGTYFWGDNL
                     DELENHFSQYLNRPVFLQADISDEEITTQLIEKIAQENKKIDILILNAAFAPQFKDTY
                     KFRGLLDSIEHNSWPLITYIDCIKQHFGQYPGYVVAITSEGHRSCHITGYDYVAASKA
                     VLETLTKYIGARENIIINCISPGVVDTEAFELVFGKKAQAFIRKFDPDFIVSPEAVGN
                     VSVALCSGLMDAVRGQVITVDNGRMFTDNFTKWIDMIETNFIEK"
     gene            complement(3083398..3084150)
                     /locus_tag="CH60_2841"
     CDS             complement(3083398..3084150)
                     /locus_tag="CH60_2841"
                     /note="[I] COG1024 Enoyl-CoA hydratase/carnithine
                     racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="enoyl-CoA hydratase/isomerase family protein"
                     /protein_id="AJK11380.1"
                     /translation="MKKIYLRKSDEGIAFMHINDPVNKNAIDDEFCLQLHGIVDTIKQ
                     DKTIKVLILVGLPDIFCTGGTEAFLQSLITHYKTNIEHEYANHLKHFLNIPIPVIAAM
                     EGSATGGGLVLGLYADILVAAEESRYGMSFMNMGFTPGMGSTAMSKEAFGYYTGFEMM
                     VTGNYIRGSELKGKCCFNYILPRAMVMEKAIELATSIAEKPRHSLELLKKYMSIDRRK
                     MLEETSTIEAFMHHIAFNQSNIEQQIQDNYTG"
     gene            complement(3084152..3084871)
                     /locus_tag="CH60_2842"
     CDS             complement(3084152..3084871)
                     /locus_tag="CH60_2842"
                     /note="[I] COG1024 Enoyl-CoA hydratase/carnithine
                     racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="enoyl-CoA hydratase/isomerase family protein"
                     /protein_id="AJK11784.1"
                     /translation="MHEYVTVPIKFSPDSLADFENRFISALNDERYKVIVLIGGPTYF
                     SMGMDLTYISTHYDADFVSQFCHILKMVRNSHKPVLAKVEGNVIAGGLALLSVVDFIL
                     SSDSASFSLPEVTFGITPTIAMSCLLERIRPHHLKYFVWSSSVISAKQALKWGLIDQI
                     NTLENLDQDIQVISNKLSRIPKSAIRESKLLLAEQYSFEESLDLGSHLLVERLNDAQT
                     IEKIRHYLEDIKLFNDEYADD"
     gene            complement(3084864..3086102)
                     /locus_tag="CH60_2843"
     CDS             complement(3084864..3086102)
                     /locus_tag="CH60_2843"
                     /note="[I] COG3425 3-hydroxy-3-methylglutaryl CoA
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-Oxoacyl-[acyl-carrier-(ACP)] synthase III
                     family protein"
                     /protein_id="AJK12098.1"
                     /translation="MNSIGIEKISIYPSSLALKLSELAQARGGDNKYIQESLMVIKRS
                     LVPQWEDAVTLAVNSAKDMLNDQDRSDIGLFIIATESGLDQEKAISTWAHRYLGLPAT
                     CRVFELKSACHAGAAALKMAESWISSCLNRGKKVLLINVDISNNMICHGKMEYSLGAG
                     AIALLISDNPVFAVIETGKSGIHTHEVTDVIRPLPWKEVAFDVEASLFSYMDGLENAF
                     EEYCHQTPEARESTYFNYNLYHVPFPGISKEAHKVLLELQGLFGKEALATSFKQKVMP
                     SLYYAQKIGATYCGSIFLSLFSLMVKAPEIKSGDRIGVYSYGSGSCAEYFSMQVGDQA
                     VEIAQQQGAALDILLTQRKILDVAAYEQLENARSAQMQGKDYRLDGDNLQDWYTHHYS
                     GSGLLILERIDNHLRRYRYA"
     gene            complement(3086118..3086864)
                     /locus_tag="CH60_2844"
     CDS             complement(3086118..3086864)
                     /locus_tag="CH60_2844"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK11662.1"
                     /translation="MVNMNLFISGGASGIGRSVVIAALSKGWNVGFSYHNNKEGAQQL
                     LDIAVAEFPRQLCRAYQLDVIDSGAVEYVGDRLLVDFSNIDAVVCNAGIDLPGNLVSM
                     TDEDWALVLNTNLTGTFYLIRYFLPLFLANKYGRIVTLSSLAKDGSSGQAAYAASKAG
                     LVGLTKTTAKEYGHFGITANVVVPGLINTEIIGDDIKGIKNFFAQYAPVGRLGSPSEV
                     AEAILFLVAKESSYVNGAVFNVTGGIDWVY"
     gene            complement(3086857..3088140)
                     /locus_tag="CH60_2845"
     CDS             complement(3086857..3088140)
                     /locus_tag="CH60_2845"
                     /note="beta-ketoacyl synthase, C-terminal domain protein;
                     [IQ] COG0304 3-oxoacyl-(acyl-carrier-protein) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11621.1"
                     /translation="MSSDRIVITGVAINTPIGDTLDLVGNNLLSGKSAIGYWRNFDTS
                     NIYSKIGGQIPEYDIEGKLHAFSNRIPDIVLSRAEKVFKQTTKGVQLSVLMAMEAWLD
                     AGLFEHIIDPFDCGIICGGHNLSDKYLLDQQKIFSDEPEFIDAFSGLNSLDTDHSSSV
                     AQVLNTKGFAYLVGGTCATGNIAIQTAINAIKVDKKQVVAVVCPMASFHPMMLHSLTI
                     LEAICYSQYQDTPTKASRPYDINRSGFLPSEGGAVLIFEQAEHAKNRGAKIYAELLGA
                     SVNSDANHLGDPSHEGQVRVIQDVLKKCNISPEQVDYVSAHATSTKLGDIVELKSIKR
                     VFGSHAEKLIINAPKSLLGHTMWASGVVEAAIAIWQMRQGEFHQSHNIETLDPAVELN
                     VCASGNVKKEVNIFLNNSFGMGGINSASLFSRYHG"
     gene            complement(3088130..3088654)
                     /locus_tag="CH60_2846"
     CDS             complement(3088130..3088654)
                     /locus_tag="CH60_2846"
                     /note="[I] COG0764
                     3-hydroxymyristoyl/3-hydroxydecanoyl-(acyl carrier
                     protein) dehydratases"
                     /codon_start=1
                     /transl_table=11
                     /product="fabA-like domain protein"
                     /protein_id="AJK13262.1"
                     /translation="MKNTELNFLKTNFLFNQDITNELNTSFGQDIIKKMIPHREPFLM
                     VDNVELINIECRLIKAIRRVDEKDPVFGGHFPNDPIYPGVLQQESMFQTALILMYFLL
                     NETAIPPAEENIIHAVGTRVYDVFHLSAVRPGELMTIRCCITEYDTFLATAIVQITVN
                     DQIVTVGKGEFHVF"
     gene            complement(3088918..3089238)
                     /locus_tag="CH60_2847"
     CDS             complement(3088918..3089238)
                     /locus_tag="CH60_2847"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11804.1"
                     /translation="MMVRATCCCIYGVCGTRDYSLFIDYVYKSIPAHEMYLLQQIELC
                     PDQILHAWKISQNPQVSEVFEIEVVSSEEDAEEAVLFWKAYFSSLGETVIDGRHVGDT
                     FSRF"
     gene            3089867..3090613
                     /locus_tag="CH60_2848"
     CDS             3089867..3090613
                     /locus_tag="CH60_2848"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK12311.1"
                     /translation="MKKTILITGALSGIGNTATKLFSEMGYNVVFSGRRPEEGRVILD
                     DLKRINKDVLYVNADMNSESDIKHLIEMTLERFGSLDVAVNCAGTVGETAEIQAVTQD
                     NFHLVFNTNVLGTLLAMKYQIPVMVERGKGSIINISSIAGLVGLPSTGIYVASKHAIE
                     GLTKTAALEVATTGVRINSISPGPVEGKMFDRFLGHDENNKKAFIEMMPNKRFTTQEE
                     VAHTIVFLAEDNVTAITGQTITIDGGYTAQ"
     gene            3090767..3093184
                     /locus_tag="CH60_2849"
     CDS             3090767..3093184
                     /locus_tag="CH60_2849"
                     /note="[C] COG0277 FAD/FMN-containing dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="berberine and berberine like family protein"
                     /protein_id="AJK13694.1"
                     /translation="MTTTLDIINSAKDLDPAEYRAFFLQSKAPLFYDLRFLIAAEQSP
                     LLNVSKIFYLLARDEGRLIALVPLYLQEFRSADPLGLLISSAKLSIESEERGLFSHII
                     HCTDTTIPTLSHDPSLYARIFDAITAIAQAELARYFCFLNVQDGVLLREAQRNGLNIN
                     YMVDKFSIELDAFPDFDSFAQALPKYRRYEMVRQLRIFNRSDAKVRILAPPFDNEIEK
                     LARLYYLTTQRLGTPYYWPESQLAVFCRLCGDLVRLIVVEQNGQIVSGFICFEEDGAL
                     HFWSAGMDDESSDFSPYTLGVSAVYRYAFEKGINLIECGRLNSHIKTRLGFKPKRLYS
                     IVSQDLGIPAATQTSLSQLKLASQLDGEVRLASHPAFDEWYLTSVWNGRGPTRRPAGI
                     VRAATEADVIRTIVFAKERGMEVSVRGSGHNYVGCFLRVDTLMLDISGLKGLDIDSRH
                     KRAIVESGVSSGQLCHALAAKGLAFPTGHVKEVGISGFLLGGGLGINCSQWGGMSVFN
                     VQALDIVTADGHLRHVSETQEPDLFWAARGAGPCSFFVVTRFYLSCYSLPRVITNSLY
                     TLPFTYLHDLLARLEDASPPTNLQVMVSVSPPTSGDTPAVLLNILAFTDSPQEAQALC
                     ESFETRLELPLTALAINQPSNFETIYEQFSSMVVSKRFYADNILTDNTQELVSILSRY
                     LSDAPSRGALTTIFWRGVTTYPQAAFSAHGKFFVSTYAQWDDAKDDSVNKYWLKRMYD
                     ELQEIARSRYINEYDLETRAGETSKCFAAENWERLQRLRLEYDPDGVFVDVQQLEEHG
                     DQPGANN"
     gene            complement(3093618..3094787)
                     /gene="cnf1"
                     /locus_tag="CH60_2850"
     CDS             complement(3093618..3094787)
                     /gene="cnf1"
                     /locus_tag="CH60_2850"
                     /codon_start=1
                     /transl_table=11
                     /product="cytotoxic necrotizing factor 1 domain protein"
                     /protein_id="AJK11174.1"
                     /translation="MNDNKTMLFIPGATNPFIFADNITDLRDKRKALISDKNTRELFS
                     KHFYLYYRQDGNTYLGVNSMLEQIVSGVVDTNYIMYSNKNIRERNVFESMAFSTRERS
                     FNDGDVIIKSNAEVQRDYALNVLQTILSLSPIFDIVLPEVSIPISLGITASSVGISFD
                     ELINGDTYEERRSAIPGLATNAVLLGISFAIPFLISKAAENKLIINNLVGSDENILNK
                     NNLADFLEKYNISESDIPENGSLVINLKNTNVPVRLVKLNDEEGEIVAIKGSTLSGIY
                     YEVDTETGYEILSRRVFRTEYNEKIYWTRGGGLKGGQPFNFEGLDIPVYFIDKPYSEL
                     ASSVELSFVNDDSPLLFPEMDSRLPKPTPELDIKYYSSNLSSFKEDTVILMRGTT"
     gene            complement(3094784..3095062)
                     /gene="cnf1"
                     /locus_tag="CH60_2851"
     CDS             complement(3094784..3095062)
                     /gene="cnf1"
                     /locus_tag="CH60_2851"
                     /codon_start=1
                     /transl_table=11
                     /product="cytotoxic necrotizing factor 1 domain protein"
                     /protein_id="AJK11475.1"
                     /translation="MLPSEYLYFLRDCDFSNLYNKALSDYWAENYEKFSTLLQNYYIS
                     SAYYLYKDSAISKDEYELSIDAIFNKKIKYCVITLMFMGIIHLICLLL"
     gene            complement(3095069..3095425)
                     /gene="cnf1"
                     /locus_tag="CH60_2852"
     CDS             complement(3095069..3095425)
                     /gene="cnf1"
                     /locus_tag="CH60_2852"
                     /codon_start=1
                     /transl_table=11
                     /product="cytotoxic necrotizing factor 1 domain protein"
                     /protein_id="AJK13320.1"
                     /translation="MKNQWQHQYFLSYSELVANFPSPEKVVSDYIKHKFSTTLPWFGW
                     ADPDNLYFIRFTQSRSNNKSYTGWDHLGKYAIETLTLTQAAIVNIGSRFDIFDEANSS
                     AGIYKKNNADFFDETN"
     gene            complement(3095795..3096082)
                     /locus_tag="CH60_2853"
     CDS             complement(3095795..3096082)
                     /locus_tag="CH60_2853"
                     /note="[L] COG3316 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="DDE domain protein"
                     /protein_id="AJK13466.1"
                     /translation="MDETYIKIKDQWEYLYRAVDTAGQTIDFLLTAKRDAAAALRFFR
                     KAIRHQSEPEVVTIDKSGANTAALVTLNADKAEDEAITIKQISIDKQNEAR"
     gene            complement(3096502..3096589)
                     /locus_tag="CH60_2854"
     tRNA            complement(3096502..3096589)
                     /locus_tag="CH60_2854"
                     /product="tRNA-Ser"
     gene            3096830..3097159
                     /gene="tusE"
                     /locus_tag="CH60_2855"
     CDS             3096830..3097159
                     /gene="tusE"
                     /locus_tag="CH60_2855"
                     /note="dsrC_tusE_dsvC: sulfur relay, TusE/DsrC/DsvC family
                     protein;
                     [P] COG2920 Dissimilatory sulfite reductase
                     (desulfoviridin), gamma subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfur relay, TusE/DsrC/DsvC family protein"
                     /protein_id="AJK10644.1"
                     /translation="MLEFEGRIIDTDAQGYLKNSTDWSEALAPVLAEQEGITLTEPHW
                     EVVRFVRAFYQEFNTSPAIRMLVKAMAQKYGEEKGNSRYLYRLFPKGPAKQATKIAGL
                     PKPVKCI"
     gene            complement(3097211..3097489)
                     /locus_tag="CH60_2856"
     CDS             complement(3097211..3097489)
                     /locus_tag="CH60_2856"
                     /note="[C] COG1254 Acylphosphatases"
                     /codon_start=1
                     /transl_table=11
                     /product="acylphosphatase family protein"
                     /protein_id="AJK11196.1"
                     /translation="MSKIYIVAYVYGVVQGVGFRYSTQRQAQQLGVTGYAKNCDDGSV
                     EVVASGNPQAVERLMEWIRQGGPRGARVDRLLTEPYPPTPFETFSIRY"
     gene            3097583..3098773
                     /locus_tag="CH60_2857"
     CDS             3097583..3098773
                     /locus_tag="CH60_2857"
                     /note="[R] COG1092 Predicted SAM-dependent
                     methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="met-10+ like-family protein"
                     /protein_id="AJK11516.1"
                     /translation="MTVRLILAKGREKSLLRRHPWIFSGAVQRLEGDALSGETIDILD
                     SQGKWLARAAYSPESQILARVWTFQQDEVIDCAFFIRRLQQAQNWRDWLAQRDGLNGY
                     RLIAGESDGLPGITIDRFQNFLVLQLLSAGAEYQRETLVSALQHCYPECSIYDRSDVS
                     VRKKEGLPLTQGLICGEMPPALLPISENGMQLFVDIQQGHKTGFYLDQRDSRLAARNY
                     ANGRRVLNCFSYTGAFAVAALMGNCQQVISVDTSQSVLDIAKQNIELNQLDLSKTEFV
                     RDDVFQLLRSYRAQGEKFDLIIMDPPKFVENKSQLASACRGYKDINMLAIQLLRPGGI
                     LLSFSCSGLMPVDLFQKILADAALDAGHDIQFIEQFRQAADHPVIAAYPEGLYLKGFA
                     CRVM"
     gene            3098834..3099151
                     /locus_tag="CH60_2858"
     CDS             3098834..3099151
                     /locus_tag="CH60_2858"
                     /note="yccV: hemimethylated DNA binding domain protein;
                     [S] COG3785 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hemimethylated DNA binding domain protein"
                     /protein_id="AJK14203.1"
                     /translation="MIASKFGIGQQVRHSLHGYLGVVIDIDPEYSLAPPEPDEVANNK
                     TLRSSPWYHVVIEDDDGQPVHTYLAEAQLTYEDVDAHPEQPSLDELAASIRHQLQAPH
                     LRN"
     gene            complement(3099260..3099676)
                     /locus_tag="CH60_2859"
     CDS             complement(3099260..3099676)
                     /locus_tag="CH60_2859"
                     /note="[R] COG1832 Predicted CoA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="coA binding domain protein"
                     /protein_id="AJK12345.1"
                     /translation="MHDKDIADILKKVKTIALVGASDIPSRPSYRVMAYLLQQGYQVT
                     PVNPKLAGELLLGQLVYAELADIPHAIDMVDVFRNSDAAYCIAQDAIAIGAKVLWLQI
                     GVINEQAAILATDAGLQVVMDRCPKIELPRLGLEKG"
     gene            3099992..3100672
                     /locus_tag="CH60_2860"
     CDS             3099992..3100672
                     /locus_tag="CH60_2860"
                     /note="conserved hypothetical protein;
                     [S] COG3110 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13041.1"
                     /translation="MKLGLVAGMLAVCFSFSSVAMTLKLTPEIDLLVVDGKNMSGSLL
                     KGADSLELNSGMHQILFKVIKPLPTDPLVLYSSPPLIVVFNAHNTRSVAIKLPVINTL
                     RDGHQFSKNPLYQLIGDNGHPLSVRHDVLRQDHLNNSTTLETVMAAYNVGKYNASVPA
                     FAAIPPSPVSAVPGTTIPVAGVNTPHKTASLQGENVTEQMLQYWFLQANPETQKRFLI
                     WAKKQPIH"
     gene            3100851..3101315
                     /gene="mgsA"
                     /locus_tag="CH60_2861"
     CDS             3100851..3101315
                     /gene="mgsA"
                     /locus_tag="CH60_2861"
                     /EC_number="4.2.3.3"
                     /note="MGSA: methylglyoxal synthase;
                     [G] COG1803 Methylglyoxal synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylglyoxal synthase"
                     /protein_id="AJK11503.1"
                     /translation="MELTTRTIAARKHIALVSHDHCKKSLLAWVMENRDLLAQHELYA
                     TGTTGNLVQKATGIDVHCLLSGPMGGDQEVGALISEKKIDILIFFWDPLNAVPHDPDV
                     KALLRLATVWNIPVATNRSTADFLIGSTLFSSEVTIAIPDYDRYMQQRLDLK"
     gene            complement(3101376..3103430)
                     /locus_tag="CH60_2862"
     CDS             complement(3101376..3103430)
                     /locus_tag="CH60_2862"
                     /note="uvrD/REP helicase N-terminal domain protein;
                     [L] COG0210 Superfamily I DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12514.1"
                     /translation="MELKATSFGKHLSQHPYNRVRLLNAGIEVCGDKHQYLIPFNQLV
                     SIQCKRGIVWGELEFELPQQKVVRLHGTEWQETQHFYHYLLGVWQQWSEEMSQVCAEV
                     LHKQVESIKRIEQQDKWFKRSELGQIQVMIREAFSALPMPVERLAAFESCRADYECCL
                     RWLQQGRHSVERCNQQWTARMLEEYQDFFQNVETSPLNASQSRAVVNGEDSVLVLAGA
                     GSGKTSVLVARAGWLLRRNEALPEQILLLAFGRQAADEMNSRIKQRLGVDSIQAKTFH
                     ALALHIIQQGSRKTPVISKLESDSQARRALLIQHWQQQCSEKKAQAKGWREWLTDELE
                     WDVADGDFWQDKRLAARLASRLERWVGLMRMYGGSQAEMIEQANDEVRDLFQKRIRLM
                     APLLKAWKTALKDEGAVDFSGLIHQAVNLLEKGRFVSPWKHVLVDEFQDISPQRAMLL
                     AALRKQNKQTCLFAVGDDWQAIYRFSGAELSLTTAFSEHFGEGAECALDTTYRFNDRI
                     GDIANRFIQQNPYQLKKPLNSLSKGNKKSVMILPDEQLEALLDKLSGFVKDGERILIL
                     ARYHHLRPEVLQKAATRWPKLTIDFMTIHASKGQQADYVIIVGLHEGNDGFPAAARES
                     VLEDVLLPPPEDFPDAEERRLLYVAITRAKHQVWLLQDTARPSIFVSQLSELGALVQR
                     KP"
     gene            3103624..3104070
                     /locus_tag="CH60_2863"
     CDS             3103624..3104070
                     /locus_tag="CH60_2863"
                     /note="conserved hypothetical protein;
                     [S] COG3304 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10701.1"
                     /translation="MRTVLNVLNFVLGGFFTTLGWLLATLVSVILIFTLPLTRSCWEI
                     TKLSFLPYGNEAIHVNELYPEKSNALFTAGGALLNIVWFILFGWWLCLSHITAGIVQC
                     MTIIGIPVGITNFKIAAIALWPVGRRVVSVEVAQQARVANAQRQHR"
     gene            3104100..3106238
                     /locus_tag="CH60_2864"
     CDS             3104100..3106238
                     /locus_tag="CH60_2864"
                     /note="YCCS_YHJK: integral membrane, YccS/YhfK family
                     protein;
                     [S] COG1289 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, YccS/YhfK family protein"
                     /protein_id="AJK12207.1"
                     /translation="MFTFVTDLRRYAYNSSLLYHARIFIALVGVTAVPWWIEQPKLTI
                     PLTLGVVAAALTDLDDRLTGRLRNLFITLICFFVASSSIELLFPYPWFFALGLTLSTC
                     GFTLLGALGQRYATIAFGALLIAIYTMLGASMYPTWYQQPLLLISGAVWYNVLTLFGH
                     LIFPIRPLQDNLARCYQQLAHYLEAKANLFDPDIESDINQPLIDVAMVNSTLVATLNQ
                     AKASLVTRLKGDRGQRGTRRTLHYYFVAQDIHERASSSHFQYQVLREKFRYSDVLFRF
                     QRLLSMQAKACNHLSQSILMHQKYQHDPRFERAFTFLDAALAREELAHHENTQQVKAL
                     SYLLKNLRAIDAQLAGIESEQVLAQDPTPDNHLSDDRITGWSDIKLRISRHLTPQSAL
                     FRHAIRMSIVLCVGYAFIQFTGLRHGYWILLTSLFVCQPNYSATRRRLALRIIGTLAG
                     ILVGLPILYFVPSIEGQLTLIVISGVLFFAFRNVQYAHATMFITLLVLLCFNLLGEGF
                     EVAAPRVFDTLLGCAIAWVAVSFIWPDWKFRQLPTVVHKTFNANCRYLDAILAQYHQG
                     KDNSLLYRVARRDAHNCDAELASVISNMSAEPKNDKETQEAAFRLLCLNHTMLSYISA
                     LGAHREKLTNSTTLNLLNDAICYIEGTLAKEQPDNARMASALAELSNRLQHCHPEPES
                     RDLLVLQQIGLLLELLPELSELNKRISQPA"
     gene            complement(3106340..3106975)
                     /locus_tag="CH60_2865"
     CDS             complement(3106340..3106975)
                     /locus_tag="CH60_2865"
                     /note="tfoX N-terminal domain protein;
                     [K] COG3070 Regulator of competence-specific genes"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13449.1"
                     /translation="MKIMSEKRIAQAQVRFGFLGQITIRSQFGGYGLLVNSIMFAVVS
                     EGELYLRANDNIEDLFRASGMANLVYAKRGLPVLLRYYRVDTSLWNDGLRLHHFVRQA
                     YEGAKIDVLSKKGPVVRLKDLPNLSASLERLLWKVGIKNATELRLEGAKCCYLKLRAL
                     RRSLGINILLALAGAISGYHYAALPLMMRSELIEWFEKHIHPAKAPLYETA"
     gene            3107204..3107710
                     /locus_tag="CH60_2866"
     CDS             3107204..3107710
                     /locus_tag="CH60_2866"
                     /note="[D] COG5404 SOS-response cell division inhibitor,
                     blocks FtsZ ring formation"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division inhibitor SulA family protein"
                     /protein_id="AJK10725.1"
                     /translation="MRTQSLKPYHANYHSLTTNDSPTRVDAPTDSGLISEFVYSENQP
                     VVTQLLLPLLQQLSKQSRWLLWLTPQQKLSRSWLKQSGLPINKVVQLRQINPLSTVEA
                     MEKALLTGNYSVVLGWLPELTEDDRIRLRLAAKLGNAYGFVMRPLNDTKVGSGQCATL
                     KIHSYLYH"
     gene            3108068..3109129
                     /gene="ompA"
                     /locus_tag="CH60_2867"
     CDS             3108068..3109129
                     /gene="ompA"
                     /locus_tag="CH60_2867"
                     /note="[M] COG2885 Outer membrane protein and related
                     peptidoglycan-associated (lipo)proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane protein A"
                     /protein_id="AJK11514.1"
                     /translation="MKKTAIALAVALVGFATVAQAAPKDNTWYTGGKLGWSQYQDTGS
                     IINNDGPTHKDQLGAGAFFGYQANQYLGFEMGYDWLGRMPYKGDINNGAFKAQGVQLA
                     AKLSYPVAQDLDVYTRLGGLVWRADAKGSFDGGLDRASGHDTGVSPLVALGAEYAWTK
                     NWATRMEYQWVNNIGDRETVGARPDNGLLSVGVSYRFGQEDAAAPIVAPTPAPAPIVD
                     TKRFTLKSDVLFGFNKANLKPEGQQALDQLYAQLSSIDPKDGSVVVLGFADRIGQPAP
                     NLALSQRRADSVRDYLVSKGIPADKITARGEGQANPVTGNTCDNVKPRAALIECLAPD
                     RRVEIEVKGYKEVVTQPQA"
     gene            3109319..3109777
                     /locus_tag="CH60_2868"
     CDS             3109319..3109777
                     /locus_tag="CH60_2868"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK10986.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3109916..3110200)
                     /locus_tag="CH60_2869"
     CDS             complement(3109916..3110200)
                     /locus_tag="CH60_2869"
                     /note="[J] COG1825 Ribosomal protein L25 (general stress
                     protein Ctc)"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal L25p family protein"
                     /protein_id="AJK14414.1"
                     /translation="MTTINVEVRNDQGKGASRRLRAANKFPAIVYGGSEAAISIALDH
                     DTTKNLELKPGFYDSVLTLVIDGKETKVKVQAVQRHAFKPKLTHIDFVRV"
     gene            complement(3110362..3112119)
                     /locus_tag="CH60_2870"
     CDS             complement(3110362..3112119)
                     /locus_tag="CH60_2870"
                     /note="[KL] COG1061 DNA or RNA helicases of superfamily
                     II"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD/DEAH box helicase family protein"
                     /protein_id="AJK10771.1"
                     /translation="MAFTLRPYQREAVDATVAYFRRHTTPALIVLPTGAGKSLVIAEL
                     AKLARGRVLVLAHVKELVAQNHAKYCAYGLEADIFAAGLQQRQSEGKVVFGSVQSVAR
                     NLPLFDSAFSLLIIDECHRISDEDDSQYQQIIQHLRTGNPQLRLLGLTATPYRLGKGW
                     IYQFHYHGITRGDEKALFRDCIYELPLRYMIKHGFLVPPERLDMPVVQYDFSRLTSNS
                     DGLFREADLDRELKQQQRITPHIVSQIIEYAAQRRGVMIFAATVEHAKEVYGLLPKGE
                     AALVSAGTPPTERDALINAFKQQQLRYLVNVSVLTTGFDAPHVDLIAILRPTESISLY
                     QQIVGRGLRLFPGKEDCLILDYAGNPHDLFTPEVGTSKPHSGSQPVQVFCPDCGFANI
                     FWGKCTESGEIIEHYGRRCQGWFEDDQGARAQCDYRFRFKSCPHCGAENDIAARRCHQ
                     CQAVLVDPDDMLKAALKLKDALVLRCGGMQLETGQDAKGEWLKATYYDEDGTNTSERF
                     RLTTPAQRMAFEQIFLRPHQRAPGIALKWHTAADIIAQQALLRYPDFVVARRRGQWWQ
                     IREKVFDYKGRFRRADALA"
     gene            3112633..3113340
                     /gene="rsuA"
                     /locus_tag="CH60_2871"
     CDS             3112633..3113340
                     /gene="rsuA"
                     /locus_tag="CH60_2871"
                     /note="[J] COG1187 16S rRNA uridine-516 pseudouridylate
                     synthase and related pseudouridylate synthases"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal small subunit pseudouridine synthase
                     A"
                     /protein_id="AJK13702.1"
                     /translation="MRLDKFLSQQLGVSRALVARELRAKRVTIDGEVVKSGAIKLTPE
                     QDVRFDGNPLQQMVGPRYFMLNKPQGYVCSTEDPDHPTVLYFLDEPVAYKLHAAGRLD
                     IDTTGLVLMTDDGQWSHRVTSPRHHCEKTYLVTLEHPLSDDTAQQFADGVQLYNEKSL
                     TKPAQLDVIEPQRVRLTISEGRYHQVKRMFAAVGNRVIELHRERIGDITLDDDLAPGE
                     YRPLTTEEIASVGAPHL"
     gene            3113459..3114658
                     /locus_tag="CH60_2872"
     CDS             3113459..3114658
                     /locus_tag="CH60_2872"
                     /note="efflux_Bcr_CflA: drug resistance transporter,
                     Bcr/CflA subfamily protein;
                     [GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance transporter, Bcr/CflA subfamily
                     protein"
                     /protein_id="AJK13706.1"
                     /translation="MQKNRTSHIGLIFILGLLSMLMPLAIDMYLPSMPIIAQEFGVES
                     GRVQMTLSAYVLGFAIGQMFYGPMADSIGRKPVIFWGTLIFALAGMACALVQSVEQLI
                     NMRFLHGLSAAAASVVINALMRDMFTKDEFSRMMSFVVLVMTIAPLLAPIIGGALLVW
                     FSWHAIFWTMAGAALVGAVLVALFIQETLPPERRQKFHLRTTIGNFGSLFRHKRVLSY
                     MLASGFSFAGMFSFLSAGPFVYIDLNGVSPQNFGYYFALNIVFLFLMTFINSRNVRRF
                     GALKMFRFGLIVQFVMGIWLVVVCVAGLGFWALVLGVAAYVGCIAMITSNAMAVILDD
                     FPHMAGTASSLAGTLRFGIGAVVGTLLSMASSRSAWPMVSSMAFCIIVAMLLYLYASR
                     PSHKTVS"
     gene            3115643..3115987
                     /locus_tag="CH60_2873"
     CDS             3115643..3115987
                     /locus_tag="CH60_2873"
                     /codon_start=1
                     /transl_table=11
                     /product="yejG-like family protein"
                     /protein_id="AJK14360.1"
                     /translation="MNNIQLSVVHRLPQSYRWLSGFIGAKVEPTPLTTIDDTHDLMGL
                     KLLSHDGNHARHIMQRLHLSLQDIQVNSSIIEWEGEPCLFVHRQDESATLCRLKDVGV
                     AIAETLTAEYPF"
     gene            complement(3116048..3117640)
                     /gene="nikE"
                     /locus_tag="CH60_2874"
     CDS             complement(3116048..3117640)
                     /gene="nikE"
                     /locus_tag="CH60_2874"
                     /EC_number="3.6.3.24"
                     /note="nickel_nikE: nickel import ATP-binding protein
                     NikE;
                     [R] COG4172 ABC-type uncharacterized transport system,
                     duplicated ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="nickel import ATP-binding protein NikE"
                     /protein_id="AJK12439.1"
                     /translation="MATSPLLDIQNLSVAFSQAGVQREVVSELSLQINAGETLALVGE
                     SGSGKSVTALSVLRLLPSPPVVYPTGDILFAGSSLLHADEPTLRRIRGNQISMIFQEP
                     MVSLNPLHNIEKQLAEVLSLHRGMGQEAARAEIIQCLDRVGIRNAKGRLADFPHQLSG
                     GERQRVMIAMAVLTQPKLLIADEPTTALDVSVQAQILSLLKELKQEMNMSLLFITHNL
                     NIVRRLADNVAVMREGRKVEQNNRQALFSAPQHPYTRQLLDAESQDAPLPLAQNTQPL
                     LVVKELQVAFPIKRGLLRRTVDHHYALKSLSFDLKPGESLGLVGESGSGKSTSGLALL
                     RLLPSQGEIWFSGQPLHQFTPKQMLPYRSRIQVVFQDPYSALNPRLNVQQIIAEGLEV
                     HQKLSAAQREERVIKAMEEVGLDPATRSRYPTEFSGGQRQRIAIARALILQPQLLILD
                     EPTSSLDKSVQAQILALLKSLQQRYQLSYLFISHDLQVVRSLCHQVIVLRQGEVVEQG
                     DCQAIFAAPKQLYTQQLLELAD"
     gene            complement(3117642..3118667)
                     /gene="yejE"
                     /locus_tag="CH60_2875"
     CDS             complement(3117642..3118667)
                     /gene="yejE"
                     /locus_tag="CH60_2875"
                     /note="[R] COG4239 ABC-type uncharacterized transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane ABC transporter permease protein
                     yejE"
                     /protein_id="AJK14301.1"
                     /translation="MMRLSAINQARWARFRQNRRGYWSLWIFLTLFVISLFAELIAND
                     KPLLVSYQGKFYMPFMVNYSESTFGGVLTTAADYQDPYVIGRINDSGWAIWAPIRFSN
                     NTINFATDVPFPSPPSRTNLLGTDSTGGDVLAKVIYGFRISLLFGLTLTLFSSVIGIC
                     AGAVQGYYGGRVDLWGQRFIEVWSGMPTLFLVILLSSIVQPNFWWLLAITVIFGWMGL
                     VGVVRAEFLRTRNYDYIRAARAMGVRDRTIMTRHMLPNAMVATLTFLPFILCGSITTL
                     TSLDFLGFGLPIGSPSLGGLLLEGKNNLQAPWLGITAFLVLAVLLSLLIFIGEAVRDA
                     FDPSKVY"
     gene            complement(3118670..3119770)
                     /gene="yejB"
                     /locus_tag="CH60_2876"
     CDS             complement(3118670..3119770)
                     /gene="yejB"
                     /locus_tag="CH60_2876"
                     /note="[R] COG4174 ABC-type uncharacterized transport
                     system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane ABC transporter permease protein
                     yejB"
                     /protein_id="AJK11170.1"
                     /translation="MGAYLLRRLFLVIPTLWAIITINFFIVQIAPGGPVDQAIANIEL
                     GHTTGFTAGSGDGGLGGAKAGLNAAQVGDSNYRGSRGLDPEVIAEIKQRFGFDKPLHQ
                     RYFDMLWRYVRFDFGDSLFRGESVMSLIKQSLPVSISLGLWSTLIIYLVSIPLGIKKA
                     VRNGTAFDTWSSTLIIIGYAIPSFLFAILLVVLFSGGSYFDLFPLRGLVSSNWDTLPW
                     YSKITDYLWHITLPVLATVIGGFATLTMLTKNSFLDEIRKQYVVTARAKGLPEEKILY
                     RHVFRNAMLLVIAGFPATFVSMFFTGSLLIEVMFSLNGLGLLGYDATIQRDYPVMFGT
                     LYIFTLIGLLLNIVSDITYTLVDPRIDFEGRQ"
     gene            complement(3119780..3121588)
                     /locus_tag="CH60_2877"
     CDS             complement(3119780..3121588)
                     /locus_tag="CH60_2877"
                     /note="[E] COG4166 ABC-type oligopeptide transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AJK12991.1"
                     /translation="MFLRLFATLILSAMSFGLAAETIKEGVSFAILGDPKYSSDFSHF
                     DYVNPAAPKGGNITLSAIGTFDNFNRYALRGTSAARTERLYDSLFSPSSDEIGSYYPL
                     IAESARYSPDFSWIEVDINPHARFHDGAPITAEDVAFTFNKFMTEGVPQFRLFYKGVK
                     VNAISRLTVRFEFPEPNKDKMLGLLGFPVMPKHFWKDHKLSDPLSTPPVASGPYRISK
                     YKMGQYVTYERVKDYWAANLPVNRGQYNFDTIRYDYYLDDKVALEAFKAGAFDLRTES
                     SPKSWATQYAGGNFAKNYIVKQDITDNSAQNTRWLAFNVQRPLFSDRRVRQALTLAFD
                     FEWMNKAFYFNSYQRANSFFQNTEYAATGYPDSAELAWLAPLKDKIPAEVFTQIYQPP
                     HTDGSGYSRDNLLKAKELLNEAGWEVKDQQLVNSKTGKPFEFELLLPSGSDFQYVQPF
                     KHNLQRLGITMKIREVDSSQFINRLRSRDFDMIPTVYNAFPYPSPDLQILWSSAYIDS
                     TYNRPGIKDPAIDQLIAQIVSHQDQPEALLSLGRALDRVLTWNYLMIPMWYSNHSRFA
                     YWDKLSMPAVRPTYSLGFDSWWFDVNKAARLPVERR"
     gene            complement(3121670..3123043)
                     /locus_tag="CH60_2878"
     CDS             complement(3121670..3123043)
                     /locus_tag="CH60_2878"
                     /note="[T] COG2200 FOG: EAL domain"
                     /codon_start=1
                     /transl_table=11
                     /product="EAL domain protein"
                     /protein_id="AJK13505.1"
                     /translation="MSQLIPLSTQSCEQASPTLHYRAAFTNGVRAFLLVREGVAYCSS
                     ATGEMHTPVSTIYPKVNLSQPLDFKIQQGTPMMPNKPAIAVWLRQAGRGDTGILATME
                     FSLHPYLLMGRSDNEMSGSAIIIDGLAITTFDSNVLPISQLPNLNAREITLPGYPIKI
                     LIYHNSITKNDIRMTLLGGLLLAGLVGILAYYILITKKSAEAEILRGIRRGEFFVEYQ
                     PVFRSHNQTISGLEALIRWQHPTEGRISPDIFIPYAETQHLIQPLTTHLFELIIRDTA
                     LMVNLFPTGAKLAFNISPAHLADDDFCQDVSRLLQQLNTDIFTPVFEITERGMVQKEL
                     ALKQFAWLHSQGIQIAVDDFGTGHSALIYLERFTLDYIKIDRGFISTIGENTVTTPVL
                     DSVLILAKKLNIETIAEGIETEQQLHYLAKHGVNYLQGYLLSKPLSVEALAKFCHEKM
                     SNKNLLA"
     gene            complement(3123117..3123251)
                     /gene="rtn"
                     /locus_tag="CH60_2879"
     CDS             complement(3123117..3123251)
                     /gene="rtn"
                     /locus_tag="CH60_2879"
                     /codon_start=1
                     /transl_table=11
                     /product="rtn domain protein"
                     /protein_id="AJK14212.1"
                     /translation="MGSNSAFSRNILSRRHLVKKEYPPRALLFYLFCRYNVVITVSQQ
                     "
     gene            complement(3123838..3124422)
                     /locus_tag="CH60_2880"
     CDS             complement(3123838..3124422)
                     /locus_tag="CH60_2880"
                     /note="[M] COG0791 Cell wall-associated hydrolases
                     (invasion-associated proteins)"
                     /codon_start=1
                     /transl_table=11
                     /product="nlpC/P60 family protein"
                     /protein_id="AJK13819.1"
                     /translation="MVKSQPILRYILRALPAVAAAVMLSACSSPQASNVNNTQTEMRA
                     VNDKDGLLLQASQDEFEAMVRNVDIKSKILEQYAGWKGVRYRLGGSSKRGIDCSAFVQ
                     TTFREQFGMDLPRSTSQQQDLGKKVQRTKLRPGDLVLFRAGSTGRHVGIYLGNDKFVH
                     ASTSAGVTISNLNDDYWNKRYRDGRRVLSSSSSS"
     gene            complement(3124864..3125565)
                     /locus_tag="CH60_2881"
     CDS             complement(3124864..3125565)
                     /locus_tag="CH60_2881"
                     /note="[I] COG0671 Membrane-associated phospholipid
                     phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AJK12565.1"
                     /translation="MTRRNLPTILLLNLLGIILFLSWYLPTNHGVWFKIDSAIFFYFN
                     QHLLSSPTFLHLVAITNHRAFDVISLMCMGLLYFSFYIKETPAGRRRLIVIGFVMLLT
                     AVILNQLGHLLPVSHPSPTLTFDNINRVSVLTGVPTKDASSDSFPGDHGMMLIIFACF
                     MLRYFSRGAFAIALLIVVIFSMPRIMIGAHWFTDIAVGSLSIVLVGISWILLTPLSDK
                     IIAWINQHLPGAKHP"
     gene            complement(3125624..3126607)
                     /locus_tag="CH60_2882"
     CDS             complement(3125624..3126607)
                     /locus_tag="CH60_2882"
                     /note="[R] COG0523 Putative GTPases (G3E family)"
                     /codon_start=1
                     /transl_table=11
                     /product="cobW/HypB/UreG, nucleotide-binding domain
                     protein"
                     /protein_id="AJK13302.1"
                     /translation="MTKTNLITGFLGCGKTTTIRHLLAQKPEHEKWAVLVNEFGEIGI
                     DGALLADSGAVLKEIPGGCMCCVNGLPMQIGLNMLLQQAKPDRLLIEPTGLGHPKQIL
                     SLLTSDIYQPWIDLRATLCLLDARQLSEPRYTENENFRDQLAAADIIVVNKQDTYRSA
                     DNAVLQQWQQKQPLSRPLYHSEYGKLDVALLDQPHSNKDELPSGTHHHGTSQPKGLAA
                     LRLKGAEPWRRALNRGQGYLSCGWVFDANTVFDTVPLLEWVRLNPAERVKGVMRIPEG
                     TLMVNRQGNDLQIDTRQIPPLDSRIELISATDIDWNVLQHDLLKIRLRNGV"
     gene            3126923..3127249
                     /locus_tag="CH60_2883"
     CDS             3126923..3127249
                     /locus_tag="CH60_2883"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12351.1"
                     /translation="MSNYRALSIVVIMFSWIISFSASSTQSTLSVTGTITFSGAIVDT
                     PCDTSVLNQTITTSCYRNGKMITSRQTLTRNMPLNARLPGSLATSRLEWLNQQRSLGV
                     LTVTYL"
     gene            3127415..3128158
                     /locus_tag="CH60_2884"
     CDS             3127415..3128158
                     /locus_tag="CH60_2884"
                     /note="[K] COG2186 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AJK12670.1"
                     /translation="MRLYQEVGSQLREAIVSGRYSVGDRLPPERDIAENFSVSRSVVR
                     EALIMLELEKLVEVRKGSGVYVVNVPTMSLNGESATSIDSGYGPFELLQARQLLESEV
                     AAFAAMQATKADIIKMRNAIEQGKAALTAGAIDESADELFHCLLAQSTQNSVLANMVA
                     QTWQVRKSSAMWQGAHSHTADFSYRWQWLDDHQKILQAVLRRDSKAAKQAMWQHLENV
                     KLKLLEISDADHPDFDGYLFESAPYQIEE"
     gene            complement(3128302..3129774)
                     /locus_tag="CH60_2885"
     CDS             complement(3128302..3129774)
                     /locus_tag="CH60_2885"
                     /note="[G] COG0246 Mannitol-1-phosphate/altronate
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="mannitol dehydrogenase Rossmann domain protein"
                     /protein_id="AJK10838.1"
                     /translation="MNTIANSALPSTVQQPNYDRAALRSRIVHIGFGAFHRAHQALLT
                     DRVLNTQGGDWGICEVSLFGADTLIQELRKQDHLFSVLEKGAQGNQAIVVGSVCESVH
                     ARLDGIMQVLAKLVEPQVAIVSLTITEKGYCIEPGTGQLDLQNEFIRADLAVPNAPTS
                     APGVLVEALRLRRLRGLPPFTVLSCDNIPENGDVVRNAVLGLATVRDPALANWIQQHV
                     TFPNTMVDRIVPAATAETLQEIADTLGVADSCGIACEPFIQWVVEDKFVAGRPDWQVA
                     GVQLVDDVLPFEEMKLRMLNGSHSYLSYLGYLAGYQHINDCMADENYRLTARRLMMNE
                     QAPTLRVTGIDLNAYADQLIERYCNPALKHRTWQIAMDGSQKLPQRMLDSVRWHLKQG
                     NAYPCLALGIAGWMRYVGGIDDNGQVIDIRDPMVDSFKQCVAASEDGAARVQSLLTLK
                     ALFGETLPQQPTFVQAVTEAYLSLQQFGAKETVRRLAEQA"
     gene            3130359..3131552
                     /gene="uxuA"
                     /locus_tag="CH60_2886"
     CDS             3130359..3131552
                     /gene="uxuA"
                     /locus_tag="CH60_2886"
                     /EC_number="4.2.1.8"
                     /note="uxuA: mannonate dehydratase;
                     [G] COG1312 D-mannonate dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="mannonate dehydratase"
                     /protein_id="AJK11710.1"
                     /translation="MEQTWRWYGPNDPVSLDDIRQAGATGVVTALHHIPNGVVWPVSE
                     IKQRQAELAAKNLVWSVVESVPIHEDIKTHSGNYQQYIENYQQTLRNIAECGIDTVCY
                     NFMPILDWTRTDLEYELPDGSKALRFDQIAFAAFELHILKRPGASNDYTAEEQVQAEA
                     YFNAMTEADIAKLTGNIIAGLPGAEEGYTLDQFRARLAEYDGIDKAQLRENMAYFLRA
                     IIPVAEQVGLRMAVHPDDPPRPILGLPRIVSTIEDMQWLKETVDSIHNGFTMCTGSYG
                     VRADNDLVKMIETFGDRIHFTHLRSTCREGNPKTFHEGGHLQGDVDMYSVVKAILTEE
                     QRRQSLGDMRPIPMRPDHGHQMLDDLHKKTNPGYSAIGRLKGLAEVRGVELALKRTFF
                     PELKQ"
     gene            complement(3131692..3132264)
                     /gene="yeiP"
                     /locus_tag="CH60_2887"
     CDS             complement(3131692..3132264)
                     /gene="yeiP"
                     /locus_tag="CH60_2887"
                     /note="[J] COG0231 Translation elongation factor P
                     (EF-P)/translation initiation factor 5A (eIF-5A)"
                     /codon_start=1
                     /transl_table=11
                     /product="elongation factor P-like protein"
                     /protein_id="AJK11773.1"
                     /translation="MAKANEIKRGMAVNLNGKLLLVKDIDVQSPSARGASTLYKMRFS
                     DVRTGLKVEERFKGDENLDTITLTRRAVNFSYIDGDEYVFMDDEDYTPYNFKKEQIED
                     ELLFIPEGGMPGMQVLTMEGQLLALELPQTVDMEIVDTAPSIKGASASARNKPAIMST
                     GLSIQVPEYISPGEKIRIHIAERRYMGRAD"
     gene            complement(3132368..3133612)
                     /locus_tag="CH60_2888"
     CDS             complement(3132368..3133612)
                     /locus_tag="CH60_2888"
                     /note="araaP: aromatic amino acid transport family
                     protein;
                     [E] COG0814 Amino acid permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="aromatic amino acid transport family protein"
                     /protein_id="AJK12968.1"
                     /translation="MSMALSQPLSRPSVLGGAMIVAGTAVGAGMFSIPIVTAGVWFSG
                     SVVLLIYTWACMLVSGLMILEANLNYPSGASFHTMVQDLLGKVWSSINGLSITFVLYI
                     LTYAYISAGGSIIAHTLQNVAGIGQTSAGFIFALLVAFIVWLSTRAVDRLSTILIGGM
                     VITFVMSVGDMFSHVESAVLFNQTDSNAHYLPYALAALPYLLTSFGYHGNVPGLVKYY
                     NKDSKAVVRSLLYGTLIALVIYLLWQYAIQGNIARDAFKQVIADGGNIGNLLQQMDTV
                     SASKATSQLLNAFSYMALASSFLGVSLGLFDYISDLFDFTDDRSGRTKSALMTFVPPT
                     LGALLFPDGFLYAIGFAGLAATIWAVIVPALMARASRKRFPQARYRAPGGRFMIGFII
                     LFGLVNAVAHISALFGLLPVYQ"
     gene            3134005..3134259
                     /locus_tag="CH60_2889"
     CDS             3134005..3134259
                     /locus_tag="CH60_2889"
                     /note="[R] COG0727 Predicted Fe-S-cluster oxidoreductase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative zinc-/iron-chelating domain protein"
                     /protein_id="AJK11956.1"
                     /translation="MDCRSDCGACCIAPSISSPIPGMPLGKPANTRCVHLDDNMRCGI
                     FYSPLRPAVCASLQAMREMCHHTREEALVYLIALEAVTAP"
     gene            complement(3134328..3135143)
                     /locus_tag="CH60_2890"
     CDS             complement(3134328..3135143)
                     /locus_tag="CH60_2890"
                     /note="[IQR] COG1028 Dehydrogenases with different
                     specificities (related to short-chain alcohol
                     dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AJK11114.1"
                     /translation="MNDHKKRPDLEKRPDLEKQSYPEKQSLSGKRALVTGAGQGIGAA
                     IAEGLAATGAEVICTDISRERAAATAQALNAKGYNVRAEGLDVTDSAAIDALAAALPP
                     LDVLVCNAGIVTHTPAEEMTDADWDKVIAVNLTGVFRTCRGFGRRMLEAGRGSIINIG
                     SISGQIVNVPQPQCHYNASKAGVHHLTKSLAVEWATRGVRVNAVAPTYIETPLIQGLT
                     SQPGRVSRWLDMTPMGRLGSPHEIASVVQFLASEASSLLTGSIITADAGYTSI"
     gene            complement(3135154..3136104)
                     /locus_tag="CH60_2891"
     CDS             complement(3135154..3136104)
                     /locus_tag="CH60_2891"
                     /note="[HE] COG0111 Phosphoglycerate dehydrogenase and
                     related dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="D-isomer specific 2-hydroxyacid dehydrogenase,
                     NAD binding domain protein"
                     /protein_id="AJK14152.1"
                     /translation="MRLVVTDQAFGNTVYEQAAANAVGADFAAYQCRTEDETRDAVQG
                     ADVVLNNFAPMTERVMAAMPPGAVIVRYGVGVDNIDLSAARKRGMRICNVPDYGIEEV
                     ADHAAAMTLALARKLGRYEAGIRSGRWEIDQMVDGVRSLRDTTVGLIGLGRIARAYAT
                     RMAVFGCRIIGFDPYVTETEARSAGIEPLPQDKVIASAHILSLHVPLTPETRDLIDTT
                     AIARMPEGAILINCARGGLVNEAALIEALTRGHLSGAGLDVFEQEPLPADSALRKAPH
                     LLLSPHAAFFSDASVKKLQQLASEEALRGLRGEPLRCPLT"
     gene            complement(3136116..3137258)
                     /locus_tag="CH60_2892"
     CDS             complement(3136116..3137258)
                     /locus_tag="CH60_2892"
                     /note="[R] COG3970 Fumarylacetoacetate (FAA) hydrolase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarylacetoacetate (FAA) hydrolase family
                     protein"
                     /protein_id="AJK12186.1"
                     /translation="MLPTSLTKAKLVGRVWRPGIGPSVVIVRNHILYDITEAVISMAD
                     FLEDHPSERFTMLTGEPLGTIDDLILPPAEMGYHSTRPCLLAPCDFQALKACGVTFAQ
                     SMVERVIDERTAGDPDRADALRQRIGAVIGSSLNNIQAGSDQAAKVKAALIAEGLWSQ
                     YLEVGIGPDAEIFTKSQPMSAVGYGAQIGVNRISAWSNSEPEVVLAVDSQSNIRGATL
                     GNDVNLRDIEGRSALLLGQAKDNNAACAIGPFIRLFDENFTLHDIEHASLTLTVTGAD
                     GFNLSGSSNMAEISRRPTDLVRQTCNTSHQYPDGFMLFLGTLFAPTQDRAQQNAGFTH
                     QPGDLVEISTPLLGTLHNTVVYSDEAVPWTYGTRALMRNLTKRGVL"
     gene            3137610..3139106
                     /locus_tag="CH60_2893"
     CDS             3137610..3139106
                     /locus_tag="CH60_2893"
                     /note="[C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AJK12515.1"
                     /translation="MSEYHEKNNALFKSITALDGALFINGEFRKGAGGRLPVENPATG
                     KVIGHLAAATPEEIEEAVAAARRAFPAWAAERPKARANALHRLGDLIAGDALNMARNM
                     TIEQGKPVNEAQGEILKLAEICHFYGEEATRVQGDVVPNDPPGFQSLVVREPVGVVGA
                     ITPWNYPAELVGWKLCASLAAGCTLIIKPAELTPYTALAIAEKCLEAGIPAGVVNVLT
                     GKGEQVGQALVEHPQVDKIAFTGSSAVGLHIQQSCPQVKRLSLELGGNGPMVVTACAD
                     VAAAVKGAVRRSFRNCGQVCIAINRIYVHRSCYRAFVSKMGVATNGLRLGNGLDDPAA
                     DLGAMASVEPLNKTRAHLEDALAKGARLVAGGKAPEGVEYAKGHFFRPTVLADCTHQM
                     RVMTEETFGPLVGLAPFDDIDEVISRANDTPYGLAAYVYARDLAAIHRLSAALDYGNV
                     AINNVDASMMNAPYGGRKQSGVGYEHGREGLLEYFNFKHIRLYHGIGD"
     gene            3139110..3140681
                     /gene="xylB"
                     /locus_tag="CH60_2894"
     CDS             3139110..3140681
                     /gene="xylB"
                     /locus_tag="CH60_2894"
                     /EC_number="2.7.1.17"
                     /note="xylB: xylulokinase;
                     [G] COG1070 Sugar (pentulose and hexulose) kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="xylulokinase"
                     /protein_id="AJK10693.1"
                     /translation="MQALLGIDIGTSGCKALLIGIDGAVIAADTASYPLSQPQLGWAE
                     QDPELWVEGARRAVAGALAKAPTLELLCVGLSGQMHGLVSLDAGHQVLRPAILWNDQR
                     NSAECEQITEAAGGLKGLLAATNNRMLVGYTGGKIVWMQQHEPDLFARMTTVLNPKDY
                     LRLRLTGEVATEVSDASGTGLFDVRARQWASDLIENVGIDRALLPPVFESQVISGQVS
                     AVGAELFGIPKGTPVAGGGGDAVIQTFGSGVIAPGELQTTIGTAGILAAALDTPQANP
                     DGRLQVFCHVVADKWHCMGVSLNAGGAMSWFRDTFYVGVNAAVPSFDQFTPSDQITPS
                     DQITPSFEQIVAEAAASPAGARGLLFLPYLNGERCPHPDPAARGAFIGLTACHNRGDV
                     ARAVMEGVVHALVDMHTLMKPLGINGRVVKTSGGGARSPLWRQMQADIFGCDVLTTKG
                     AAEGAAFGAALVAGLAIGVWPDATSATANCRIITREPPNPATAAVVAEAQRIYRTLYP
                     ALRETFAELGDPTFM"
     gene            3140701..3141411
                     /gene="rpiA"
                     /locus_tag="CH60_2895"
     CDS             3140701..3141411
                     /gene="rpiA"
                     /locus_tag="CH60_2895"
                     /EC_number="5.3.1.6"
                     /note="rpiA: ribose 5-phosphate isomerase A;
                     [G] COG0120 Ribose 5-phosphate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose 5-phosphate isomerase A"
                     /protein_id="AJK13165.1"
                     /translation="MSNQQNDAKRAAARRVIQDFVFDGMTLGLGSGTTSHFFVRELGQ
                     HVAKGLQLTCTTTSRATSEVARDVGIELSDPNEMNEIDLTIDGPDEIDRRFNMIKGGG
                     ACLLWEKIIAHASKRMICICDETKIVNCLGQFPLPVEIVPFAWKQTERRVERVLAEQG
                     LHHVPIIRRMGGGHPVITDSGNFILDCHCGAIITAPEPLEIELNRIPGVVENGLFTRE
                     ATGMVVGYFDGSSYVQLR"
     gene            3141559..3142647
                     /locus_tag="CH60_2896"
     CDS             3141559..3142647
                     /locus_tag="CH60_2896"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK14134.1"
                     /translation="MTKATQAGVSRRGLLVGGAVLGLGMVIGRGALAQNRLSIPYSNK
                     SLDYYFFVIQEASVKRAVLARSGEFQATNANFDNTRQLEQWQSLLLSRPSAIISDPID
                     SQAIVSAIRRYNREKIPVGIIDTPADGGDVAITVSFDNFQGGVMAAEEIVNRLITRYG
                     RPKGTVLNCYGALASVAWRLRKEGMDSVFAKYPGITYLARPTDGQLEKMLSVTLSTLS
                     EYPDLDAVHAPSDSPSRGIVTALQQKGRWKKIGEAGHVIFVNIDGEPIALKWIQDGYM
                     DACISQDPVAYGEIAVDMIVKHALKGEAVPLGTYQDKKYFWESGEIVQGKTGPTLIIP
                     AFVINRDNVQDPRHWAAVAEKTWGIPYT"
     gene            3142756..3144330
                     /locus_tag="CH60_2897"
     CDS             3142756..3144330
                     /locus_tag="CH60_2897"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12471.1"
                     /translation="MLNMALHITWFTPINGFTPIMILHTVRDGKAADDPILRIENISK
                     NYGPVQALCGVTTAIRRGAIHGLLGENGAGKSTLVGIISGQVTPTSGRIFMDGRLLEH
                     VDVKAMEEAGVFLVTQEPMIIDKMTTAENLMLGIWPTKNGVIDWKTLRSDAARILDGS
                     GINASTLAGHLDAVARRKLNILRAMFSGGKVIILDEPTAALTVADRRQLFDFMRRLQA
                     AGVTFIFISHYHDEILAICDAVTVLRDGRLAGGSDDIGSMTSVALSEWVIGRGLELFQ
                     RIRRDHTGKPPAVSLRGIQGKALSLDRLDIGAGEIVGFTGLPGAGAKESARAIFGLYP
                     ARGSISINGEAAQALPKRPRMAFNIGIAYLSDDRRREGGVGQMSIGANIALSSLPSRV
                     KWGVIDRRAEALVIAHYFAAMGVKALSPDDAVNTLSGGNQQKVCLGRVFATQPRLLMV
                     DEPTRGIDVGVKQDVLRIIDELSDAGVAVIIVSTDMDELARSVDRVCIFEHGAIKEIL
                     TGDDITAERLRASVQA"
     gene            3144366..3145364
                     /locus_tag="CH60_2898"
     CDS             3144366..3145364
                     /locus_tag="CH60_2898"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK12532.1"
                     /translation="MDKATETRREGAPTASKLNGQAMLGWVLHHIVWIWLIALVVIFG
                     VFNEFFLTISNLQNVMVQATVLGTLGLAVALPLLVAEIDLSIPANAGFSAAVGAMAYA
                     ELGLPWPIAALIGLLVGTFIGFFNGVCITRLKMVSLIETLAMMIIIQGALLALTQGKT
                     LTNLSEGYIWIGQATIGGWPLMPVVFLLVLAVMGAVLKYTVLGRSIYAVGGNPVASNS
                     AGIRVARVKIIAYTISGFLAALAGFLLASWQMAITSNQGSSYLLYAIAAPIIGGVSVF
                     GGHGNVKGVLGGVLLLTVIQVGLAIVNVPSFYVGMIGGVIIFIAVAIDAFRIRYFG"
     gene            complement(3145477..3145932)
                     /locus_tag="CH60_2899"
     CDS             complement(3145477..3145932)
                     /locus_tag="CH60_2899"
                     /note="[F] COG1051 ADP-ribose pyrophosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AJK14373.1"
                     /translation="MSVTVGVGVIIVNQQGEVLMGKRCSQHAPYWSIPGGHLEAGESF
                     EQAARREVFEETGLNINEVQVVALCNNLATWREEGKHTVSVCLLAQHLGGQPELKEPE
                     KCQQWRWCNPRDLPEPHFEASRHSIDLWLSKRFYHPYESPVGLISNTLD"
     gene            3146194..3147327
                     /locus_tag="CH60_2900"
     CDS             3146194..3147327
                     /locus_tag="CH60_2900"
                     /note="PTS_HPr_: phosphocarrier, HPr family protein;
                     [G] COG4668 Mannitol/fructose-specific phosphotransferase
                     system, IIA domain"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphocarrier, HPr family protein"
                     /protein_id="AJK14246.1"
                     /translation="MFQLSTQDIHLAAQADNKNAAITQVAAALTQAGCVTAAYVDGML
                     AREQQTSTYLGNGIAIPHGTTDTRDQVLNTGVQVFQFPQGIEWGADQTAYIVIGIAAR
                     SDEHLALLRQLTHVLSDDAVAARLAKTTSAEELRSLLMGEQKTAEFHFDTSLIALDVA
                     ADNLITLQALNAGRLQQIGAVDARFVSDVITREPLNLGQGIWLSDSTEGNLVSAVTIS
                     RPATAFEHKGEKVALLLTLSVADDQPLTVLNYLSELLLAQKADALLNADAAALLALLT
                     SEYVEQSKVLSAEFVIRNEHGLHARPGTILVNTIKQFTSEITVTNLDGTGKPANGRSL
                     MKVVALGVKKGNRLRFTASGEDAQTALDTIGEVIAAGLGEGAA"
     gene            3147324..3148262
                     /gene="pfkB"
                     /locus_tag="CH60_2901"
     CDS             3147324..3148262
                     /gene="pfkB"
                     /locus_tag="CH60_2901"
                     /EC_number="2.7.1.56"
                     /note="pfkB: 1-phosphofructokinase;
                     [G] COG1105 Fructose-1-phosphate kinase and related
                     fructose-6-phosphate kinase (PfkB)"
                     /codon_start=1
                     /transl_table=11
                     /product="1-phosphofructokinase"
                     /protein_id="AJK12230.1"
                     /translation="MSRRVATITLNPAYDLVGFCPEIERGEVNLVKTAGLHAAGKGIN
                     VAKVLKDLGIDVTVGGFLGKDNQDGFQLLFSELGIANRFQVVPGRTRINVKLTEKDGE
                     VTDFNFSGFEVTKPDWDRFVTDSLSWLGQFDMVAVSGSLPAGVNPDDFTDWMKRLRSQ
                     CPCIIFDSSREALVAGLKASPWLVKPNRRELEIWAGRPLPALGDVVEAAHALRDQGIA
                     HVVISLGAEGALWVNASGAWLAKPPACDVVSTVGAGDSMVGGLIYGLLMRESSEHTLR
                     LATAVAALAVSQSNVGITDRPQLAAMMAKVDLKPFN"
     gene            3148277..3149977
                     /locus_tag="CH60_2902"
     CDS             3148277..3149977
                     /locus_tag="CH60_2902"
                     /EC_number="2.7.1.69"
                     /note="FRU: PTS system, Fru family, IIB component domain
                     protein;
                     [G] COG1299 Phosphotransferase system, fructose-specific
                     IIC component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Fru family, IIB component domain
                     protein"
                     /protein_id="AJK10605.1"
                     /translation="MKTLLIIDSSLGQARGHLATLMLGAAAKKAGLSWVEKAADAELV
                     IVAGSSAPADSTLNGKKVYVGDVEKAVRDPDGFLAQAIAQAAPYQAAATPEPTSVAGA
                     KRSVAGPKRIVAITACPTGVAHTFMAAEAIESEAKKRGWWVKVETRGSVGAGNEITPE
                     EVAAADLVIVAADIEVDLNKFAGKPMYRTTTGLALKKTVQELDKALVEADVYQPKTSS
                     SVASKKTETGGPYRHLLTGVSYMLPMVVAGGLCIALSFVFGIEAFKEKGTLAAALMQI
                     GGDSAFALMVPVLAGFIAFSIADRPGLTPGLIGGMLAVSTGAGFLGGIIAGFLAGYVA
                     KAISTKLHLPQSMEALKPILIIPLVASLIVGLTMIYIVGTPVAKIMTGLTHWLESMGT
                     ANAVLLGAILGAMMCTDMGGPVNKAAYAFGVALLSSSVYAPMAAIMAAGMVPPLAMGL
                     ATLLARNKFDKGEQEGGKAALVLGLCFISEGAIPFAARDPMRVLPCCIAGGALTGALS
                     MAFGAQLMAPHGGLFVLLIPGAIHPVLLYLVAIAAGTLLAGGLYAMLKRPDAMVAKVA
                     "
     gene            3150302..3150946
                     /locus_tag="CH60_2903"
     CDS             3150302..3150946
                     /locus_tag="CH60_2903"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [K] COG3710 DNA-binding winged-HTH domains"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11769.1"
                     /translation="MSHCVVLNKLESVLIIGDSRYALSKNEVLLLECLYLRAGDVISH
                     DELLTTCWPDRVVSPTSLPVAIKHIRDVFRKITRSEVIKTYKNEGYSYQKDSVLIIID
                     DGSTEKESHSAAYTRKEKPDIPIKLVGLQILSHLNSTFFIAIMMVIIIIFFMVGGNDI
                     VSFIDSDTNSVIITNVTTKMNGPTAGLPKVKNSMIFKDDFGLVIICDQSECKQQ"
     gene            3150943..3151431
                     /locus_tag="CH60_2904"
     CDS             3150943..3151431
                     /locus_tag="CH60_2904"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protein psaF"
                     /protein_id="AJK14255.1"
                     /translation="MKAKSLTLISITVMFFLFLIYSFNDLFFYSEVKYGDIHEHLDLR
                     MQGIRFSLSHYIIDDKSQLVISEGIYGIGLKMPTGKYYLFPLHSYQSSPDNMARGSLN
                     SLASPLSLYVYEIHNKKNNVVTFFNGDRGFIDVNGETIHLSSLFLGVQGEHIHTSYHD
                     VS"
     gene            3151976..3152452
                     /gene="myfA"
                     /locus_tag="CH60_2905"
     CDS             3151976..3152452
                     /gene="myfA"
                     /locus_tag="CH60_2905"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial protein myfA"
                     /protein_id="AJK11899.1"
                     /translation="MKMKCFAKNALAVTTLMIAACGMANASTVINSKDVSGEVTVKQG
                     NTFHVDFAPNTGEIFAGKQPGDVTMFTLTMGDTAPHGGWRLIPTGDSKGGYMISADGD
                     YVGLYSYMMSWVGIDNNWYINDDSPKDIKDHLYVKAGTVLKPTTYKFTGRVEEYVF"
     gene            3152774..3153400
                     /locus_tag="CH60_2906"
     CDS             3152774..3153400
                     /locus_tag="CH60_2906"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13512.1"
                     /translation="MANPQDYPILVQTQVKDEDKTSPAPFIVTPPLFRLDAGLQGRVR
                     IIRTGGKFPEDRETLQWLCLTGIPPKNGDAWGNTQNNPKNSSPTMDIQMSISTCIKLL
                     FRPDKVKGDPTDSADSLTWRYKGNYLEVNNPTPFYMNFYSLRIGDEKINLSDLGSKDE
                     IKNGSYVPPFSSRDFIIPVKNKGKATEVFWQVINDNGGVSREFKSTVQ"
     gene            3153502..3155955
                     /locus_tag="CH60_2907"
     CDS             3153502..3155955
                     /locus_tag="CH60_2907"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13739.1"
                     /translation="MGAQRYSFDPNLLVDGNNNTDTSLFEQGNELPGTYLVDIILNGN
                     KVDSTNVTFHSEKSPSGEPFLQSCLTKEQLSRYGVDVDAYPELSPALKNSQTNPCVNL
                     AAIPQASEEFQFYNMQLVLSIPQAALRPEGEVPIERWDDGITAFLLNYMANISETQFR
                     QNGGYRRSQYIQLYPGLNLGAWRVRNATNWSQSGDRGGKWQSAYTYATRGIYRLKSRV
                     TLGESYTPGDFFDSIPFRGVMLGDDPNMQPSNQRDFIPVVRGIARSQAQVEIRQNGYL
                     IYSTVVPPGPFELSDVIPSKSGSDLHVRVLESNGASQAFIVPYEVPAIALRKGHLRYN
                     LVAGQYRPANADVETPPVAQATVAYGLPWNLTAFIGEQWSRHYQATSAGLGGLLGEYG
                     ALSSSITQATSQYHHQQPVKGQAWEVRYNKTLQASDTSFSLVNSQYSTNGFSTLSDVL
                     QSYRQSGSGDNRDKIDENSRSRDLRNQISAVIGQSLGKFGYLNLNWSRQVYRGPIPAK
                     NSLGIHYNLNVGNSFWALSWVQNANENKNDRILSLSVSIPLGGHHDTYASYRMTSSNG
                     SNDHEIGMYGQAFDSRLSWSVRQAEHYGQPNSGHNSGSLRLGWQGSYGNIAGNYYYTP
                     SIRQLSADVSGGAIIHRHGLTLGPQINGTSVLVEVPGVGGVTTTEDRRLKTDFRGYSI
                     VSGLSPYQEHDIVLETADLPPDAEVAKTDTKVLPTEGAIVRASFSPQIGAKALMTITR
                     ANGQTIPFGAMASLVNQSANAAIVDEGGKAYLTGLPETGQLLVQWGKDAGQQCRVDYQ
                     LSPAEKGDTGLYMLSGVCH"
     gene            complement(3156042..3156533)
                     /locus_tag="CH60_2908"
     CDS             complement(3156042..3156533)
                     /locus_tag="CH60_2908"
                     /note="nfo: apurinic endonuclease family protein;
                     [L] COG0648 Endonuclease IV"
                     /codon_start=1
                     /transl_table=11
                     /product="apurinic endonuclease family protein"
                     /protein_id="AJK14228.1"
                     /translation="MARIAESINIALDATEGVTAVIENTAGQGSNLGFKFEHLAAIIE
                     RVEDKSRVGVCIDTCHAFAAGYDLRTEEDCEHTFAALGKIVGFQYLRGMHLNDAKSEF
                     NSRVDRHHSLGEGNIGKTVFSYIMRDSRFDNIPLILETVNMDIWAEEIAWLKSQAEIE
                     PSL"
     gene            complement(3156814..3157593)
                     /locus_tag="CH60_2909"
     CDS             complement(3156814..3157593)
                     /locus_tag="CH60_2909"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14153.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAVPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3157593..3158615)
                     /locus_tag="CH60_2910"
     CDS             complement(3157593..3158615)
                     /locus_tag="CH60_2910"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13740.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(3158629..3158808)
                     /locus_tag="CH60_2911"
     CDS             complement(3158629..3158808)
                     /locus_tag="CH60_2911"
                     /note="[O] COG0435 Predicted glutathione S-transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11310.1"
                     /translation="MGQLINGVWKDVWYDTQSTGGHFKRSTAQFRNWVTTVTNGAIVI
                     HTQRLKSDPGGNLLS"
     gene            complement(3158894..3159289)
                     /locus_tag="CH60_2912"
     CDS             complement(3158894..3159289)
                     /locus_tag="CH60_2912"
                     /note="[S] COG2259 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SURF4 family protein"
                     /protein_id="AJK13157.1"
                     /translation="MNKLQDTGLLVARILMPIIFIVAGYGKMGDAYAGTQQYMQAMGV
                     PGFFLPLTILLEFGGGLAILFGFLTRTTSLFIAGFTLLTAFIFHTDFTDSTNQLMFMK
                     NLSIAGGFLVLAMAGPGGFSIDRLLGKKW"
     gene            complement(3159593..3159877)
                     /locus_tag="CH60_2913"
     CDS             complement(3159593..3159877)
                     /locus_tag="CH60_2913"
                     /codon_start=1
                     /transl_table=11
                     /product="yqjK-like family protein"
                     /protein_id="AJK13370.1"
                     /translation="MSRHQLALEKEALLREIQQQRLDLADSAARWVEVTAPFDRGWAQ
                     IVSMRKYLIAGGSLVALYSVRHPSKLLRWSRRAVSTWSTLQLFRRTFLSR"
     gene            complement(3159874..3160269)
                     /locus_tag="CH60_2914"
     CDS             complement(3159874..3160269)
                     /locus_tag="CH60_2914"
                     /note="conserved hypothetical protein;
                     [S] COG5393 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13277.1"
                     /translation="MAEQPRTQGPAKGVLDTVHRIATIVVGIVETRVRLAVIELEEEK
                     ATLVQLLMMAGITLLLTAFGLMSLLVLVIWAIDPAYRLVALGTTTAVLLILALIGVIW
                     TLTKVRHSTLLGSTRKQLETDRELLEKDH"
     gene            complement(3160272..3160577)
                     /locus_tag="CH60_2915"
     CDS             complement(3160272..3160577)
                     /locus_tag="CH60_2915"
                     /note="conserved hypothetical protein;
                     [S] COG4575 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12344.1"
                     /translation="MPQDKTSEHLRAELKSLADTLEEVLQSSTDKPKAELDKLRAKAE
                     SALKDTRVRLSETSDKIAAQTKEIADKADNYVHDNPWTGVGIGAAVGVVLGVLLSRR"
     gene            complement(3160732..3161112)
                     /locus_tag="CH60_2916"
     CDS             complement(3160732..3161112)
                     /locus_tag="CH60_2916"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12537.1"
                     /translation="MLLRRSLLLALPLITFCGFATAASDNECDIKAKEIQQQIDYAKQ
                     HGNTRRAAGLETALKEVKTHCTEESLQAERQKKIRQKQHNVTERQQELKEAQQKGDAG
                     KIAKQQKKLAEAQAELQQAQSQQH"
     gene            complement(3161338..3161727)
                     /locus_tag="CH60_2917"
     CDS             complement(3161338..3161727)
                     /locus_tag="CH60_2917"
                     /note="secD export N-terminal TM region family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12927.1"
                     /translation="MINFRGRFGRPLWHYLVLPVVLLLLAVILLTPMIVQTESTLKIR
                     PNQQGLSLPDGFYLYQHLNGRGIHIKSIIPENDSLVVSLEFPEQQMQAIEVLQDVLPA
                     GYAIVASESKKRHRLLPVFRSNQQNLG"
     gene            complement(3161724..3162422)
                     /gene="yqjA"
                     /locus_tag="CH60_2918"
     CDS             complement(3161724..3162422)
                     /gene="yqjA"
                     /locus_tag="CH60_2918"
                     /note="[S] COG0586 Uncharacterized membrane-associated
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein YqjA"
                     /protein_id="AJK12321.1"
                     /translation="MDIIKELLHALWAQDYETLADPSLVWAIYLLLFVILFLENGLLP
                     AAFLPGDSLLILVGVLIAKGAMSFPVTLVVLTTAASLGCWVSYIQGRWLGNTKVVQGW
                     LSHLPAHYHQRAHNLFHRHGLSALLVGRFLAFVRTLLPTIAGLSGLDNARFQFFNWMS
                     GLLWVLILTTMGFAFGKTPVFLRYEDEVMFVLMLLPLALLVIGLFGSLYVLWRKKNAT
                     PAKVSHDNKKGKSE"
     gene            complement(3162700..3163233)
                     /locus_tag="CH60_2919"
     CDS             complement(3162700..3163233)
                     /locus_tag="CH60_2919"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AJK14318.1"
                     /translation="MRWLFALFITVSCWASLVSGNMLLPPHSTPSGAALSALSTVYSD
                     NHCASYSLSSFHALSAKLRLQNQDVSPQLRLVGVSVKKTAIKNRLSAAQFTGSANLSL
                     LNNTWPAAYFAISRSHRADDIYKQPRQSLSLVNYSNWIFHAATQQNRVGGWKESNTQY
                     SGMLTYHHYDAMVFMLA"
     gene            complement(3163482..3164276)
                     /locus_tag="CH60_2920"
     CDS             complement(3163482..3164276)
                     /locus_tag="CH60_2920"
                     /note="[K] COG2186 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AJK13196.1"
                     /translation="MEFTETRRLYQQLAAELKRRIEAGVYPVGDKLPAERYISEEMNV
                     SRTVVREAIIMLEVEGYVEVRKGSGIHVMSNQQKHLVTNQGIEFDTAGPFELLQARQL
                     IESNIAEFAATQVTRQDIVQLIEIQKHARQEDRFRDSQWDLKFHVQVALATQNTAMAT
                     IVEKMWSQRTHNPYWIKLHEHIDDVSIESWCEDHDKILEALIRKDPHASKLAMWQHLE
                     NTKQMLFRATTDDFEFNVDRYLFTENPVVHLDNLMNNSKVPISSKN"
     gene            complement(3164539..3165840)
                     /locus_tag="CH60_2921"
     CDS             complement(3164539..3165840)
                     /locus_tag="CH60_2921"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK11518.1"
                     /translation="MRKIKGLRWYMIALVTVGTILGYLTRNAIAVAAPTLQEQLHITT
                     QQYSYIIAAYSAAYTLMQPVAGYVLDVMGTKVGYAMFAVMWAIFCMSTALASSWGGLA
                     IARGAVGMAEAAMIPAGLKASSEWFPAKERSIAVGYFNVGSSIGGMIAPPLVVWAIVM
                     HSWQMAFIITGVLSLIWAIAWLILYKHPKDQKRLSDEEREYILSGQEAQHSTANAKKM
                     SAMQIIRNRQFWGIAIPRFLAEPAWGTFNAWIPLFMFKAYGFNLKEIAMFAWMPMLFA
                     DVGCILGGYLPPLFQKYFKVNLIVSRKLVVTMGGVLMIGPGTIGLFTSPYAAIALLCI
                     GGFAHQALSGALITLSSDVFGRNEVATANGLTGMAAWTASTLFALVVGALADTMGFSP
                     LFAALAVFDLLAVVVIWTVLQDRTADEPTNDPVQRPPVGQN"
     gene            3166588..3167997
                     /locus_tag="CH60_2922"
     CDS             3166588..3167997
                     /locus_tag="CH60_2922"
                     /note="[G] COG1904 Glucuronate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucuronate isomerase family protein"
                     /protein_id="AJK11476.1"
                     /translation="MSQFLTEDFLLDTEFARRLYHDYAKDQPIFDYHCHLPPEQIAEN
                     YRFKNMYDIWLKGDHYKWRAMRTNGVAERLCTGDASDREKFDAWAATVPHTIGNPLYH
                     WTHLELRRPFGITGKLLSPATSEEIWQRGNELLAQDPFSARGIMQQMNVKMVGTTDDP
                     IDDLRHHKAIAADGSFNIKVLPSWRPDKAFNIEAAGFNDYMQRLEAAADTSISRFADL
                     CVALNKRMDHFAAHGCKVSDHALDVVVYGEADETTLDAILARRLAGNQPSTEEIAQFK
                     TAVLLFLSGEYHRREWVQQYHIGALRNNNSRMFNLVGPDIGFDSINDQPLAQPLSRLL
                     DAQGLRNALPKTILYCLNPRDNEVIGTMVGNFQGEGEAGKMQFGSGWWFNDQKDGMQR
                     QMTQLAQLGLLSRFVGMLTDSRSFLSYTRHEYFRRILCQMIGRWVADGEAPADIALLG
                     AMVKNICFDNAQQYFAIEL"
     gene            3168196..3169647
                     /locus_tag="CH60_2923"
     CDS             3168196..3169647
                     /locus_tag="CH60_2923"
                     /note="[G] COG0246 Mannitol-1-phosphate/altronate
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="mannitol dehydrogenase Rossmann domain protein"
                     /protein_id="AJK12175.1"
                     /translation="MQTLNRRDFPGRSHPDKIIQFGEGNFLRAFVDWQIDLLNEHTDL
                     NAGIVVIRPIDTDFPPSLSTQDGLYTAVIRGLNEQGEAVRESRLIRSVNREINIYRQF
                     DDYLALARDANIRFMFSNTTEAGIAWNEADQFSDAPPSSFPAKLTRLLFERFEHFDGA
                     ADKGWVLLPCELIDYNGEALRELVLRYASHWQLPAAFTHWLTENNTFCSTLVDRIVTG
                     YPRDEVAALQTELGYQDSFLDTAEYFYLFVIQGPQGLAQELRLDQLDLNVRIVDDIKP
                     YKERKVAILNGAHTALVPVAYLSGLDTVGQTMDDAQISRFVEKTITEEIVPVLDLPED
                     ELLSFSQAVLSRFRNPFIQHQLLSIALNGMTKFRTRILPQLLTYQQQKGQLPPRLTFA
                     LAALIAFYRGEREGQTYPLQDDAHWLERYSTLWNGVKHGDIALAELVNRVLSDANHWG
                     QDLTSVPQLANQVTEQLQTILSRGMRAAVAAYS"
     gene            3169658..3171148
                     /locus_tag="CH60_2924"
     CDS             3169658..3171148
                     /locus_tag="CH60_2924"
                     /note="D-galactarate dehydratase / Altronate hydrolase, C
                     terminus family protein;
                     [G] COG2721 Altronate dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12876.1"
                     /translation="MQNIIKIHPLDNVAVALQDLAADERIESGEFSVKLAQPVVRGHK
                     FALTAIELGQMIVKYGLPIGHALTLIQPGEHIHSQNAKTNLSDLDEYEYQPEFSSLPP
                     QMADRDVQIYRRPKGDVGIRNELWIIPTVGCVNGIARQIQQRFLKETQDAEGIDGVYL
                     FSHPFGCSQLGQDHENTRTMLQNMVRHPNAGAVLVIGLGCENNQVDVFQTTLGKVDEE
                     RVRFMVCQQHDDEVEAGLEHLHALYQVMRHDRREPGQLSELKFGLECGGSDGLSGITA
                     NPLLGRFSDYVITNGGTSVLTEVPEMFGAERILMSRCRDEATFEKTVSMVNDFKQYFI
                     AHDQPIYENPSPGNKAGGITTLEEKSLGCTQKAGQSQVVDVLKYGERLQRPGLNLLSA
                     PGNDAVATSALAGAGCHMVLFSTGRGTPYGGFVPTVKLATNSELAAKKPHWIDFDAGK
                     LIHGTSMDTLLNEFVDLIVEIANGKPARNEVNDFRELAIFKSGVTL"
     gene            3171301..3171831
                     /locus_tag="CH60_2925"
     CDS             3171301..3171831
                     /locus_tag="CH60_2925"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial inner membrane family protein"
                     /protein_id="AJK11626.1"
                     /translation="MTFYWFAQAVGVLAFFVGITMFFNRDERRFKQQLSVYSAIIGCH
                     FFLMGASAAGSSALLNSLRTLISTKTRSSRVMVVFIILTLALGIWRMQHAVEILPIFG
                     TVISTWALFRTSGLTTRSVMWISTACWFIHNVWLGSIGGSLIEGSFLLLNGFNIIRFR
                     RLQLQGIDPFEIEKKA"
     gene            complement(3171949..3172407)
                     /locus_tag="CH60_2926"
     CDS             complement(3171949..3172407)
                     /locus_tag="CH60_2926"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11639.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3172397..3172657)
                     /locus_tag="CH60_2927"
     CDS             complement(3172397..3172657)
                     /locus_tag="CH60_2927"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13163.1"
                     /translation="MPNWLILTHWQRVSQSKYSVLPTQNASQLSLTGIFLCPENPQLG
                     WGFSKAFSFGSVIKTPFDLLKQFAVWQLQMFNKKSKGGPNEG"
     gene            complement(3172608..3173864)
                     /locus_tag="CH60_2928"
     CDS             complement(3172608..3173864)
                     /locus_tag="CH60_2928"
                     /note="sodium:dicarboxylate symporter family protein;
                     [E] COG3633 Na+/serine symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="dicarboxylate symporter family protein"
                     /protein_id="AJK11555.1"
                     /translation="MEKTQSVFIRFIVNGSLVKQILIGLVAGIVLALVSTPAAIAVGL
                     LGSLFVGALKAVAPVLVLMLVIASIANHKKGQKTSIRPILFLYVLGTFSAALVAVVVS
                     FIYPSTLILVAESADITPPSGIVEVLHGLLNSIIANPIHALLNANYIGILAWAVGLGI
                     ALRHAADTTKALINDMSDAVTLVVRVVIRFAPLGIFGLVASTIAATGFGALQLYAQLL
                     VVLIGCMLLVALVVNPLIVYWKIRRNPYPLVFACLRESGVTAFFTRSSAANIPVNMEM
                     CKKMNLNEDTYSISIPLGATINMAGAAITITVLTLAAVHTLGITVDLPTALLLSVVAA
                     ICACGASGVAGGSLLLIPLACSMFGIPNDVAMQVVGVGFIIGVLQDSAETALNSSTDV
                     LFTAAVCQAEDAKLANPDPLAAGKSV"
     gene            complement(3174399..3175394)
                     /locus_tag="CH60_2929"
     CDS             complement(3174399..3175394)
                     /locus_tag="CH60_2929"
                     /note="[R] COG0673 Predicted dehydrogenases and related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase, NAD-binding Rossmann fold family
                     protein"
                     /protein_id="AJK13553.1"
                     /translation="MIRFAVIGTNWITARFVDAAHESGKMKLVAVYSRKLDQAQTFGD
                     DYHVTDCFDNLEALAASDLIDAVYIASPNALHYSQAKLFLSHKKHVICEKSLASNLAE
                     VESLIACAHQHQVVLFEAFKTAYLPNFIQLQQALPRVGKLRKAFINFCQYSSRYQRYL
                     NGENPNTFNPAFSNGSIMDIGYYCLASALALWGEPKSVWASASLLPSGVDAHGTVSLN
                     YGDFDVIIIHSKVSQSDIPSEIQGEDGSLVIESISECLSVAFTPRGSHSQDLTQPQHI
                     NTMLYEAEAFARLVENNRVDHDGLHLSLLTSRIQTEIRRQTGVIFPADTQYPAAS"
     gene            complement(3175612..3176121)
                     /locus_tag="CH60_2930"
     CDS             complement(3175612..3176121)
                     /locus_tag="CH60_2930"
                     /note="conserved hypothetical protein;
                     [R] COG1451 Predicted metal-dependent hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11517.1"
                     /translation="MSVLTYLQGYPEHLQTQVRQLITEQRLGNVLRQRYPQPHDYNTD
                     KTLYHYTIELKNQYLRNAQPLSKVAYDNKIQVMKHALGLHTAISRVQGGKLKSKAEIR
                     VATVFKNAPEAFLKMIVVHELAHLKEKDHNKAFYNLCCHMEPQYHQLEFDTRLYLTHL
                     DLFGSIYAY"
     gene            complement(3176360..3179349)
                     /locus_tag="CH60_2931"
                     /note="outer membrane autotransporter barrel domain
                     protein"
                     /pseudo
     gene            3179818..3181005
                     /locus_tag="CH60_2933"
     CDS             3179818..3181005
                     /locus_tag="CH60_2933"
                     /note="[J] COG2813 16S RNA G1207 methylase RsmC"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AJK12461.1"
                     /translation="MSQLDLGTQSLELERFPPQENSNTLQAWEAADEYLLQNIDLSQI
                     DGRPVLVFNDQFGTLACALHAYRPFSSSDSYMSQLATAHNLRLNHLDESAVTLLSSVD
                     DLPEAPKLVVIKIPKALALLEHQLRALRRVVAPDTVIIAGAKSRDVHNSTLQLFEKIL
                     GPTKTTLAWKKARLIHCEVADIPLADAPETIDWPLPNTDYIIHNHANVFSRNNLDIGA
                     RFFMEILPYDVTGKIADLGCGNGVVGLIALEQNPLAEMLFVDESYMAVASSELNITVN
                     RPQDLSRCEFMVSHGLAGVERESLQLVLCNPPFHQQHAVSDHVAWQMFCDAKRCLKAG
                     GELMIVGNRHLDYFHKLKRLFGNCETLDSNQKFMVLKSVKQASSRSEGGGSGSLDMSY
                     SDF"
     gene            complement(3181121..3183142)
                     /locus_tag="CH60_2934"
     CDS             complement(3181121..3183142)
                     /locus_tag="CH60_2934"
                     /note="NADH:flavin oxidoreductase / NADH oxidase family
                     protein;
                     [C] COG1902 NADH:flavin oxidoreductases, Old Yellow Enzyme
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="flavin oxidoreductase / NADH oxidase family
                     protein"
                     /protein_id="AJK11867.1"
                     /translation="MLAYPHLFTPLDLGFTTLKNRILMGSMHTGLEELPDGPQRLAAF
                     YAERAAGGVGLIVTGGIAPNMKGGVYQGASVLNDAAQIPHHQVVTEAVHQAGGKIALQ
                     ILHAGRYSYQKHPVAPSALQAPINPFVPQALSHEEILQTIADFAHCAQLAKQAGYDGV
                     EIMGSEGYLINQFLTARTNQRDDEWGGDFTHRMRFAVEIVRAVRQATGHDFILIYRLS
                     MLDLVEEGSNWVEIEQLAQAVEQAGATVINTGIGWHEARIPTIATMVPRAGFSWVTRK
                     LMGKVNIPLITTNRINDPAVAEQVLADGCADMVSMARPFLADAAFVQKAAQGRADEIN
                     TCIGCNQACLDQIFDGKLTSCLVNPRACRETEMPELPTDAPKRLAVVGAGPAGLAFAV
                     TAARRGHQVTLFDAAAEIGGQFNIAKQIPGKEEFYETLRYFRRQLVLNGVTLQLNTLV
                     QVKQLAEFDEVILACGIQPRLPCINGIDHPKVLTYLDVLRDKKPVGQRVAIIGAGGIG
                     FDTAEYLSQSGDSPRFDSTAFSTEWGIDQDLAHRGGLSPAGAKVPPSPRQIFLLQRKA
                     SKVGEGLGKTTGWIHRTSLAMRGVKMLNSVSYEAIDDKGLHIIRAEQACCLPVDTIII
                     CAGQEPRRELHQPLLDMGKTVYLIGGADKAVELDARRAIDQGTRLALAI"
     gene            complement(3183355..3183924)
                     /gene="hdeD"
                     /locus_tag="CH60_2935"
     CDS             complement(3183355..3183924)
                     /gene="hdeD"
                     /locus_tag="CH60_2935"
                     /note="[S] COG3247 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="protein hdeD"
                     /protein_id="AJK12141.1"
                     /translation="MLNIDQKYLTNLDESALKKQRIFMRIVAVLLLLGGIFCLINPLA
                     SGAALSMVIGILLLLSGIAMIVGMIANRSDNFWPMVAGILLGVAYIVMGYVFITNPAI
                     GMISLAVVLAVLFAFGGVLRLINGFKDLKRPGAWLQILLGVLDLVITYLLVSAGPLMS
                     ITMVTTLVGIEMLFSSFSCFMVASLFKRS"
     gene            complement(3184315..3185814)
                     /locus_tag="CH60_2936"
     CDS             complement(3184315..3185814)
                     /locus_tag="CH60_2936"
                     /note="[RTKL] COG0515 Serine/threonine protein kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="kinase domain protein"
                     /protein_id="AJK13230.1"
                     /translation="MANIVTCTTKDGETIQYVDEIIGSGSMKDVYFSPDKSYVVAFYK
                     KPQNDQAKERIDMITGRYRQNIFEQSGGEYWKDLFCWPTHVVEHNGKIGIVVPTYQNH
                     FFFKYGSKNNDFLGIKGREKEGKWFASANNQNKFLDPRERGNILNYLKVCLLLTRAVR
                     RMHAAGLCHSDLSYKNVLIDPEQGHACIIDVDGLVVPGKFPPDVVGTPDFIAPEVVKT
                     SHLLKEDPQRILPNITTDRHALSVLIYMYLFYRHPLRGGKIHDMDDEVRDESLAMGER
                     ALFIEHPTDRSNAVKLNQVKPSSLPWADPQKVPYTIMGPYLTQLFEKAFIDGLHDPSK
                     RPTADEWETALVKTVDLIQPCQNTACEQKWYVFSGKTKPVCPYCGTAFKGKLPILNLY
                     SSRKAGSYRPDDHRLMVWNGQSLYAWHVNRLIAPNERTSEAQKKRVGYFVFHNDQWWL
                     VNEGITGLMSLPDKKTIGIGEKLALTDGAQLVLSTEEGGRLVVVQLVAN"
     gene            complement(3185846..3187579)
                     /locus_tag="CH60_2937"
     CDS             complement(3185846..3187579)
                     /locus_tag="CH60_2937"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatase 2C family protein"
                     /protein_id="AJK13875.1"
                     /translation="MDINDNLHQDDLRQDDVYQKVLRLLLDEAGIVLPETELVALKQD
                     TAIRSLLNDLLASVSAKAEHLALANNETAIDDRQPLVSLSEEKSHEVIGSEENIVKEP
                     DQHNERLLLAETLSAKTLEPNPPADVLPPIEIHHKVPVEEESWQAMLFSPIEQHANTA
                     SSAAGTKLLRPGQIPVGMPNPANCPPQYTQPKAKINIANARVGTPFHSDVDISLDNGA
                     KAEILDLSFAKDIGLIFDQATSSLSGTPTESGDIEATVTWSCHSAPYFSTKVLFIVNP
                     DPRSLWKILEPPADDHYFKENVDHKLISAPGVNIAAASRRGRSHEHVGSFRDDDFFIS
                     SNHDTGWNIMLVADGAGSAKNSRKGSQIVTETVGHYLSAQLSGDKGRELKERIINWTP
                     EDQRVVGETFIRQFHHASVIAINNIKNESLIAEETVKSYSTTLLATVSFRTGTELFAA
                     AFWMGDGAIAAYGPVGRVRILGTPDSGEYAGQTRFLDVDAVGDPEFSKRVSIGKWTGI
                     SHLVLMTDGVSDPRFETDNGLQNPQKWDALIAEISPCLNDNPQAAEQLAEWLNFFSPG
                     NHDDRTMVVSW"
     gene            complement(3187579..3188619)
                     /locus_tag="CH60_2938"
     CDS             complement(3187579..3188619)
                     /locus_tag="CH60_2938"
                     /note="[R] COG4245 Uncharacterized protein encoded in
                     toxicity protection region of plasmid R478, contains von
                     Willebrand factor (vWF) domain"
                     /codon_start=1
                     /transl_table=11
                     /product="von Willebrand factor type A domain protein"
                     /protein_id="AJK10529.1"
                     /translation="MRRLPIFFVLDCSESMIGENLKKMNDGLQMIINDLKKDPHALET
                     AWISVIAFAGVAKTIVPLVEVVSFYPPRLPIGGGTSLGAALQELTRQIDTQVRKTTEE
                     RKGDWKPVVYLLTDGRPTDDTTAEITRWKTHYARKVNLIAIGLGPSADLNILRQLTEN
                     VLLFNDTQEGDFTQFIKWITASVSAHSRSVGEESPPLLNQTDYIVKLAKDDVARAYDE
                     NCVTLIGRCSKSRRPYIIKYERPAVNLSSLNFKLNINGFNLAGCLPIDEDYFAWSDES
                     VSSQQVNTSELHGTPGCPHCGNGSAFAMCNCGKLLCINGADDVICPWCDRGLTFNVDG
                     GGSDFDVIRGRG"
     gene            complement(3188721..3189359)
                     /locus_tag="CH60_2939"
     CDS             complement(3188721..3189359)
                     /locus_tag="CH60_2939"
                     /note="[R] COG4245 Uncharacterized protein encoded in
                     toxicity protection region of plasmid R478, contains von
                     Willebrand factor (vWF) domain"
                     /codon_start=1
                     /transl_table=11
                     /product="von Willebrand factor type A domain protein"
                     /protein_id="AJK13408.1"
                     /translation="MRRLPVYLLIDTSGSMRGESIHAVNVGIQAMMSALRQDPYALES
                     VHLSIITYDNQAREYIPLTALENFQFTDITVPSAGGTFTGAALECLIHCVDRDIQRSD
                     GDQKGDWRPLVFLMTDSTPSDVYAYGEAIKEVKKRAFGSIIACAVGAKAKHEHLKQLT
                     SQVVALETLDSTAFSGFFKWVSASVAAGSSSAGINTGQDNLPPPPPEIQLVL"
     gene            complement(3189361..3190002)
                     /locus_tag="CH60_2940"
     CDS             complement(3189361..3190002)
                     /locus_tag="CH60_2940"
                     /note="[T] COG2310 Uncharacterized proteins involved in
                     stress response, homologs of TerZ and putative
                     cAMP-binding protein CABP1"
                     /codon_start=1
                     /transl_table=11
                     /product="terD domain protein"
                     /protein_id="AJK13410.1"
                     /translation="MSVSLHKGQGVSLRKNEYDLSSVTIGLGWDINEEKKGILGSLFG
                     KKEEEYDLDVIAFLCNAQGKVTDLGNVENGKPSLVNGDIIFFNSLRHKSGQIWLTGDN
                     RTGAGDGDDEQIIVKLNTLDPKYEKIVFIVQIYNGSKLQQHFGKVQNAFIRAVDAKNI
                     EMARFNLSGGPAFNQQCSMLFAELVRESTGWKLNAIGEPSDSDTFVTHLKNYL"
     gene            complement(3190035..3190673)
                     /locus_tag="CH60_2941"
     CDS             complement(3190035..3190673)
                     /locus_tag="CH60_2941"
                     /note="[R] COG4245 Uncharacterized protein encoded in
                     toxicity protection region of plasmid R478, contains von
                     Willebrand factor (vWF) domain"
                     /codon_start=1
                     /transl_table=11
                     /product="von Willebrand factor type A domain protein"
                     /protein_id="AJK11461.1"
                     /translation="MRRLPVYLLLDTSGSMTGEPIEAVKNGVQMLLSTLRQDPYALET
                     AYVSVITFDSSARQAVPLTDLLNFKLPELVANGTTALGDALSLTAKCIGNEVQKTTAD
                     TKGDWRPLVFIMTDGSPTDDWRKGLSDFKAARTGVVVACAAGHAVETKVLQEITEIVL
                     QLDTADSSSIKAFFKWVSASISVGSQKVESGKKEVIGLDDLPPPPPEVNVVL"
     gene            3191388..3193076
                     /locus_tag="CH60_2942"
     CDS             3191388..3193076
                     /locus_tag="CH60_2942"
                     /note="[U] COG2831 Hemolysin activation/secretion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="surface antigen family protein"
                     /protein_id="AJK11354.1"
                     /translation="MSRFYYSILVAGVLLKIVAIPDASYGAELAPVQQSIHQQERQRA
                     LEERLAPPTPDVRLSAPSAFFSRIIFPLETPCFVINRIKISGAEPLPRWLPLQRIADQ
                     AQGQCLGAKGINLLMSQMQNRLVDHGYVTTRVLAPQQDLNSGTLALNVVPGKIRGVEL
                     TPDSNRYVTLFSAFPARAGTLLDLRDIEQGLENLQRVPTVQANMVLIPGSAPGETDII
                     LNWQQRKMWRLAASLDDSGTRSTGRYQGGATLFLDNPLSLSDLFYVSAGGALQRRGDK
                     GTNNLTGHYSLPFGYWTAGMTASRYDYYQAVAGLNGDINYRGESENVAFQLSRLLHRN
                     ASQKTTFTYDVLTRSSKNYINDTEVEVQRRRTSAWRIGLQHRHFISQAILDAGISYQR
                     GTRWFGAIPAQEEYFGEATALSKILRLNAQLDIPFVVMAQNLHYNLQYQRQSTNTPLT
                     PQDQFSIGGRWSVRGFNGERTLIADRGWWVRNDIGWYLPLPGHELYVGVDYGEVGGRS
                     GAYLLGRHLAGSAVGVRGNVLNTRYDLFAGKPLSKPNGFKTDSLAVGFNLNWLY"
     gene            3193121..3203008
                     /locus_tag="CH60_2943"
     CDS             3193121..3203008
                     /locus_tag="CH60_2943"
                     /note="adhes_NPXG: filamentous hemagglutinin family
                     N-terminal domain protein;
                     [U] COG3210 Large exoproteins involved in heme utilization
                     or adhesion"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13813.1"
                     /translation="MNKNLYRIVFNQARGMLMVVADIAASGRAASSPSSGVGHTQRRR
                     VSALSPLSFRLLIALGCISLSAQAAIVADGSAPGNQQPTIISSANGTPQVNIQTPSSG
                     GVSRNAYRQFDVDNRGVILNNGRGVNQTQIAGLVDGNPWLARGEASVILNEVNSRDPS
                     QLNGYIEVAGRKAQVVIANPAGITCEGCGFINANRATLTTGQAQLNNGQLTGYDVERG
                     EIVIQGKGLDSRGQDHTDLIARSVKVNAGIWANELNITTGRNQVDAAHQNINTNAADG
                     RHRPAVAVDVANLGGMYAGKIRLIGTETGVGVHNAGEIGASAGDIVITADGMLVNRGQ
                     ISSAQQLAVNTPSGIENSGVLYGKGNTQLTTAGKLSNSGTVAAAGDTLIRAAEVNSSR
                     NSVLGAGIKSDNSAITRGTLDIKARGQLTAQGKNISGTAQTFNANRIDLSGSQTQSGD
                     LTFTTEGGDIDLTGANLFANRRLSVSTPSLLRTDKANLFAEQIALDAQALANVGGVIT
                     QTGLTDFNLNLPGDIDNRDGTLLTRGNFLLQAEHLTSNSQSLLGAGIQSDGKLAPRGD
                     LNVTTRHALIAQGKTLTAGTLALSGSRLDLTDSLTQAKYMRLTATEGDIALTGATVMA
                     ANTLFADTRQILRSDKAYLTADQINLTAYSLSNVEGRVVQKGSGDFRLDLPGYLDNRG
                     GVLLTKGNLALQAERLTSNSQSLLGAGIQADGSKASKGDLQANTTQALIAQGQNVAAG
                     TMTLSGSRVDLTGSQTHASNITITARDGDVTTREATLITPGTLSMTAVANPEQTLNNR
                     GGKLHADNIQLNLAKLENSNGEIAAATDLWLRLQSDFIHQAGARLTAGRDLLFNSRGA
                     LINQYKLEAGRDMQLTALSIRNTSADRNTNADNSSLLAGRGLSLSTDSLFNRGAIYTT
                     GVGQFTVNGNTENIGEIYTEQQLTFTATGNLANRGVMQTRGEMQLSAQGDVNNSGMLY
                     SAGDQMRLSIAGNLTNEGKLHVANGEMRLLTEGNLDNRGSLYGAGNSDITTQGNAVNT
                     GSVYTQGALQWLTKGSVRNSASIAALGDLQLRANDLLSDNQSLMAAGLKADGSRSDSG
                     NLAVSTEQALIAQGQNIAAGSLALAGSQIDLTGSQTQANAISLTAKSGDITLTSAVIK
                     AATQLLVTQLAATRSSFIPPSSIPPSSTQSSSTQASASPSAWLRTDKASLIADQLTFD
                     VQALSNLGGVIAQTGATDFNLNLPGYLDNRGGTILSKGNVAIQAQGLDSDSGSLLGAG
                     VQSDGKLTNAGDLAVTVRQDLIAHGQSLAAGAMTLTGSGVDLTGSQTQARGITITANK
                     GDVSTQRANILSLGSLAINAGANAGQTLNNQGGSLQANNIALNLGQLDNRTGKIAASQ
                     DLVLGLQSDFNILADSTLQAGRDFSFTTHGALTNDGQLLAGRKLSTRSNSLLNNGNIR
                     AVQADLRASGALTNRGEILTRGGLSTDANTLFNSGTLIGATATLNARERITNSGPNAL
                     IGATDKNGTLALLAPVIENSDTVTRTDTAPTTTLLGMGKVILAGGQDNSGNYSSAAQV
                     LNLSGLIESGNDLLVYAKTLTNRRQILTATTDFIVGDTETGAAYWTAENPDIPGGRYT
                     QPPAGGPMNSDYIGTNYTSTVAYNRIDQISPEAQLLAGGNLTLQVGTLENNWSKVSAQ
                     GVIDLTGVTLQQDDWGSQQRLVEQTTSSGEYRYRTYKGKLWGIAWGPEMKLRLNNQYA
                     SSITAKTLTGSGTVINNTVINNGAAPGAIVAPRDRDSTGKNIAVEFNGIALTLPRSGL
                     YQLKTDKGDYAPGPEAALSLANISPPSSLDATGQRGVPPPSDDLNRTGLVTPDRAVSG
                     GYLVETHPAFASLNNWKGSDLYLQQLSSDPSVIHKRLGDNAYEQRLLRDQVLALTGRT
                     VASDYRSEQAQFEQLFAAGVQYSKAFNLAPGTRLSAEQMATLTGNIVLMENRDVAGQT
                     VLVPVVYLAGVKPGDLRANGALIAAENISLTEVQGFANAGAISASNNLQISMAKDITL
                     NNRCGLLQAGNHLQLSTLNSDIDLTSARLNATNLQLDSGRDVILRTASDQYSSGNGAV
                     QRTQTILGPLASLNISNNAVITAQRDFIQQGAGINIGKDLQVNTGGDWLLSTVQRSDQ
                     ISAQYGGGSATSGSLRHLGSEVKVGGALSANVDNLTAVGARVNAGTIDVRAQNITLSA
                     ATDSLSVTGGSSSKRHTSSVNLYDETLLGSQLNATGDINLQTVNDITLSASAVQTDGA
                     LKLAAGGDVTLTSQTEQHDEQRNHTGTKKGLLSSTTTRSEEGRSQTLAVGSMLSAGSI
                     DVSSQNIAVAGSSVVADKDIRLRAQENLTVSTAQQSESGSQLFEQKKSGLMSTGGIGV
                     FIGTSRQKTTDQTQTVSHVGSTVGSLTGNVRLEAGNQLTLHGSDVVAGKDLALTGADV
                     AISAAENSRSQQYTAESKQRGLTVALSGPVGSAVNTAVTTAKAAREENTGRLAGLQGV
                     KAALSGVQAVQAGQLVQAQGGGITEMVGVSVSLGSQKSSSQQQQEQTQVSGSALTAGN
                     NLSIKASGSDILIAGSQLKAGGDTRLDAARDVQLLGAANRQKTDGSNSSRGGSVGVSV
                     GGSGLSVFANANKGQGNERGDGTFWTETTVDSGGMFSLRSGRDTALTGAQVSAETVKA
                     DVGRNLTLQSQQDRDNYDAKQSRASGGISVPVAGGGAAVNLSMSRDRLSSQYDSVQAQ
                     TGIFAGSGGVDIRVGEHTQLDGAVIASTAAADKNTLDTGTLGFSDIKNKAVFTVEHQG
                     GSLSTGGPVGSDLLSNLGGMVLAGLGNGGYAEGTTQAAVSEGTITVRDTENQQQNVDD
                     LSRDTGNANGSIGPIFDKEKEQNRLKEVQLIGEIGGQALDIASTQGKIIATHAANDKM
                     KAVKPEDIAAAEKQWEKAHPGKAATAEDINQQIYQTAYNQAFNESGFGTGGPVQRGMQ
                     AATAAVQGLAGGNMGAALTGASAPYLAGVIKQSTGDNPAANTMAHAVLGAVTAYASGN
                     NALAGAAGAATAELMAPTIISALGWDKNTLTEGQKQAVSALSTLAAGLAGGLTGDSTA
                     DALAGGQAGKNAVENNLLGGNEFTHTQFVQKHGADVLSCADNPSNAACQRGIAENKAY
                     IAALATGSVALLPGSSQAMWALGAGTNAGMQYADNGKINPVNSVAAGWINVITMGQGW
                     KGTIAWNAAGGALINAINGGDPLTGAITNGTGAGFGYGVGNYVVKPAANTLGKWITGG
                     WNPKFDPNLLKYAEVKGQLGISKEMLPSKIPSAVGNAGGSLSSEFGSSLIQQKKDAME
                     DSK"
     gene            3203005..3203238
                     /locus_tag="CH60_2944"
     CDS             3203005..3203238
                     /locus_tag="CH60_2944"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13148.1"
                     /translation="MKNLLYVVLLMAVCILGLLIVGTIFYLFLEVFMYFYVNAPISLE
                     SFQFTRLLKMSIYGGGILGLGIGLLRIFKIKGF"
     gene            3203504..3203731
                     /locus_tag="CH60_2945"
     CDS             3203504..3203731
                     /locus_tag="CH60_2945"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10727.1"
                     /translation="MSMVVVGSGGSANLSMSRDQLRSNFDSVQEQTEKNAVENNFLSA
                     TKNEKLMKALNDQKEDKTLACYTRKNCSRFR"
     gene            3203827..3204243
                     /locus_tag="CH60_2946"
     CDS             3203827..3204243
                     /locus_tag="CH60_2946"
                     /codon_start=1
                     /transl_table=11
                     /product="immunity 38 family protein"
                     /protein_id="AJK12076.1"
                     /translation="MLLSIAEIQKKVDEMALRAGLPRHSVNLCTEPIGEGTPYITFEN
                     NMYNYIYSERGYEFSRRVTKSLDELLYWIMSELAHKAAFQYELDHRVEGRDGRRIAFP
                     KFIELMANMNSAWESEARHEIQKILAESPYDDSLYT"
     gene            3204276..3205031
                     /locus_tag="CH60_2947"
     CDS             3204276..3205031
                     /locus_tag="CH60_2947"
                     /note="[U] COG3210 Large exoproteins involved in heme
                     utilization or adhesion"
                     /codon_start=1
                     /transl_table=11
                     /product="putative adhesin/hemolysin"
                     /protein_id="AJK10555.1"
                     /translation="MRRTYKGKLWGIAWGPEMKLRPNNQYASSITAKTLTGSGTVINN
                     TVINNGTAPGAIVAPRDRDSTGKNIAVEFNGIALTLPRSGLYQLKTDKGDYAPGPEAA
                     LSLANISPPSSLDATGQRGVPPPSDDLNRTGLVTPDRAVSGGYLVETHPAFASLNNWK
                     GSDLYLQQLSSDPSVIHKRLGDNAYEQRLLRDQVLALTGRTVASDYRSEQAQFEQLFA
                     AGVQYRKAFNLAPGTRLSAEQMATLTGNIVLME"
     gene            complement(3205527..3207812)
                     /locus_tag="CH60_2948"
     CDS             complement(3205527..3207812)
                     /locus_tag="CH60_2948"
                     /codon_start=1
                     /transl_table=11
                     /product="autotransporter beta-domain protein"
                     /protein_id="AJK14100.1"
                     /translation="MNNHKIWRLSAVAVALLISGNSYADQTLHFAQQPHNTGDHTVIA
                     APEVNNFSLADLTANAEGQAVDATNAGALSLRVEPTQGDAQANGVLVTSGTFTNQAQG
                     SITVSASSQDQHAVASGLQATDAYWSTLRNQGSIRATSNSLHGSAEVYGIQAGLAFSD
                     AAGDHYGDHMMLSNEGVMQVSATAEQDAFASGIYTNAGNGVVNNGRLDVSAHASAGDA
                     RATGLHTLSANPSVDPDPWNPANPTHLMSNNGSLSVTASGNNATASAISTEGEGVYIY
                     NNGTLIVDAFSESAQGGASAYGIHVLNGSATINSSGRILATATGGSQQQAYEVMADGS
                     VVNIERYTLALGNETPWAVSNGGSIVLGNGTQGADLVLMAGQASEGFAYGKEYSLDNL
                     AYDTTSGQQSTVGGSIAGLYGITPDIKVIHSGSSSSSLGSAALVYAPDVSHAGVSALA
                     QRSSMEQASNIISSQLHSQLVSNAGCNQKLESADSCVFITPYAGEYRRDPVTSGYSGQ
                     RYGVLLGQNQHFGDFQLGWHGGYESASTDFNGTSVGRKEEINTLMLGVQGGMKLSESL
                     FIAATSTWFSSDTDYSDSNTYYGVGSQSGSYDSSGLYTDVSVGNSWQLNRNYAMTPMV
                     GLTHIWQQRDGYTVSSNNKNYDLIDTRYSSYSDHAVALHAGVRLDGRYPLTNETLLKP
                     FFNVGFQQMLYGDEITIDQSIPNSPVVGVSTKDKTTQGTFDLGMALVSDNGVSASLQL
                     SGMVNSDRQDFTGWANLGWAF"
     gene            complement(3207872..3208867)
                     /locus_tag="CH60_2949"
     CDS             complement(3207872..3208867)
                     /locus_tag="CH60_2949"
                     /codon_start=1
                     /transl_table=11
                     /product="metA-pathway of phenol degradation family
                     protein"
                     /protein_id="AJK10822.1"
                     /translation="MKRLLLSALLITPGTLLAADAQELPLLSGGDAPTIKNSNLDLFG
                     VSRDFGDIIFIDDDRTVNDSAPKRTRVFTGYEYENIKFSNHPAQLYSTLVFADGSTKI
                     TDSFSMGYVLRETTIYDGPRNNAFAGSDKSRRDSFMEIQLLPKYINWVNENLSYGAEL
                     GYERFTDAKDAPEKQMYHIRPEINLGFGRNFLHLNAELGWIDRTDRGAYIETEPLYLY
                     RVTDNFNIGAKAYYHAEDNDYRWRETAIRPLIQYRFANSTYLELRWEIGGIRTHDGSG
                     YNYNNYGLYTEIPFNPTISFMADLQYKDQKQHRGNEWSWGDKEDIFAKVGFILNF"
     gene            complement(3208969..3210348)
                     /locus_tag="CH60_2950"
     CDS             complement(3208969..3210348)
                     /locus_tag="CH60_2950"
                     /codon_start=1
                     /transl_table=11
                     /product="glucoamylase family protein"
                     /protein_id="AJK11687.1"
                     /translation="MINKRKIVLAAILLTVNGGLFAQSVVIDQLKVSEHLYPKGFESE
                     FQNNLDFYRDGVGVDEKAKVPYDTIRIEGTEIVKGYYTNTTEVGLYLNILTESVKAGN
                     LQALQRIKETLTTLEQAPKWNGLFYWPYDIRDGKLVTNPDEIVPAVDNGNLSFALAGV
                     AGAFLDSSDADKQEIVQRIEAILDGQKPGWAALYDENKGLLSSGWSTKNNASLGYFVD
                     RKGNESRAAVAWAVLATKDMGAKALPVSAFSKMELYTQRYEINGKQYNPLLTWDGAYF
                     QMMMPQIWLNERELMPNYGIVEDHTFIQKVYASKHGIPMVSSSATTDNAYHAFGVPQL
                     SESKVRFKNKIDDGYTGTPHAIALSYIVDPAGAISALKKLKQAYPNIESPYGWYDAVD
                     SSGKISKNILSLDVGMFVGAFLAKEINADVEKYLQSKGDMELLKEMYQSYVPNNYKPL
                     DGLSSSSLH"
     gene            3210674..3211789
                     /locus_tag="CH60_2951"
     CDS             3210674..3211789
                     /locus_tag="CH60_2951"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10811.1"
                     /translation="MTGVMLHNVNKIYPNGMQVLHDINLDIKDGEFMVIVGPSGCAKS
                     TMLRMIAGLEEISSGELTIADRKCNDVQPKDRGIAMVFQNYALYPHMTVYENMAFGLK
                     VAKKTKAEIAQRVNEAAELLEITDLLQRKPKEMSGGQCQRVALGRAMVRKPAVFLFDE
                     PLSNLDAKLRVSMRLRISKLHQQLRESGRPATMIYVTHDQVEAMTMGERVCILRKGKI
                     MQVDRPMNVYRHPLNKFVAEFVGSPAMNMFSGRIEEYQEQLVIRCGEYRFPLPADKVA
                     KSRSYLGREIDFGIRPEDISISRADVANALTATVIRVDAMGSDEFIYFNLMGQQAICK
                     RPNPEDEIQINETCHFSFNLDKCHLFDKESEKNILYI"
     gene            3211872..3215225
                     /locus_tag="CH60_2952"
     CDS             3211872..3215225
                     /locus_tag="CH60_2952"
                     /note="conserved hypothetical protein;
                     [G] COG3459 Cellobiose phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13025.1"
                     /translation="MITKSITNVVHSAQGGVLQFNFMQGNMLKNMLAGDIMLNLFDTP
                     RLDMAIANIFLRQLDDSGIVRVTPLLFHNDQLVTYKNAQDEIIWQTTAPDFTAFVTLS
                     FSHEQEETYYYSVRVENHSAQALRYDLIYGQDLSLSDAGATKTNESYCSQYLDHKVFS
                     LDKYGYTVSSRQNLPQSTGNPLLQLGSFSPAVGFSTDGYQFFAKQYKFSHLPTIVTEP
                     SLENRNYQYEMAYVALQLQPVTLSAGDSADSVFYGFYLSHQPEANIAQAFDVARIRAN
                     YRQPQREPATEQASPTQQGYDQRPLSGDKLTAEEIEQLFDGEKQFVEQLDGELLSFFY
                     QEANYVTLAEKERHLERPTGHIISSGNNIDFTNPIMNSTHYIYGVFNSHLTLGNTSFN
                     KLLGVNRNMLNQFKSSGQRILVQIGGEYRILAMPSAYEVGANFSRWIYKLAEGMIQVR
                     AFASQSEPVIQLDIAVSGHSQPLNVIVSHQLIMGNLEEEATVQVERHGDLLQISRTGD
                     DHGPRFSIATRGGFTGVERYVDSDSQGVQYLLLQGQIAQQASIAFGGVLNGVDSRGKW
                     LDFEHERQAYHAQYRALLNDFSVSFSAAPQQAQKLNHAMHWFTHNALTHYSSPHGLEQ
                     PAGAAWGTRDVSQGPIEFFMAMGRYQQVEAILCQTYRHQYLETGTWPQWFMFDEYAQV
                     QQQESHGDIVVWPLKALADYLLATDRVALLDTRLSYTSIKQNFAFTGEQETLLQHVQR
                     QIDHIVAHLVPGTYLSSYGDGDWDDTLQPANQSLRENMVSGWTIPLTLQTLKTLTKAL
                     QAYPQFADFIARIVTLTSNMEADYHKYLIKDGVISGFIHFNQGEAEYLLHPTDTTTQI
                     KYRLLPAKRSIISESFDKEMAEQHMKIIMDNLMYPDGVRLMDRMAEYKAGKQTYFKRA
                     ELSANLGREIGLQYCHAHIRFIEALCKMGMAQELYDNLFKTIPVGIQESVPNAELRQA
                     NSYFSSSDAKFDDRYQAYNNFDQLKTGAVAAKAGWRIYSSGPGIYINQIVSNVLGVRY
                     QAGDLLLDPVISRQFGDVTLNYQLYNLPVTLRIYPQQGEFTPKRVLLDGQSLAFTLQD
                     NPYRSGAALIHRQEIEGRLTAHSQLEIYL"
     gene            3215334..3216320
                     /locus_tag="CH60_2953"
     CDS             3215334..3216320
                     /locus_tag="CH60_2953"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK13475.1"
                     /translation="MSVTIKDVAKRAKVSISTVSYAINGSPKITEETRLRVLKIAQEM
                     NYTANNNAKMLKAKKSGAIGLFFNSWFGPVYSELVRGIEERVHREHYDLVACSLYGGE
                     QSTAHKYLRDRSVDGAIILTSSFDDRFLQSVASDVLPIVVLDRELKSPHIYNVLIDNF
                     GGAFKAVNALLAKGCRDIYFFSGPEQSYDNQKRLDGFIAALGYHNIQLNRDFIIHSNF
                     TEADAYLKMQALIAAGRVPSAIFSANDEMAIGILRAAKEHNIRVPDDLKVVGFDNIYA
                     SSVLTPSLTTINHHKYEMGVISANTLLRAIKEETNIDAVTLLPTELIERETL"
     gene            3216397..3217641
                     /locus_tag="CH60_2954"
     CDS             3216397..3217641
                     /locus_tag="CH60_2954"
                     /note="[G] COG1653 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK12920.1"
                     /translation="MKILYYIAIAIASLPLMAAERLEIMVPSGSYVSFMRNTVTPEFN
                     KLYPEVNLVVSNDEQLDTRMAAGDNPNVYIGVFGYQPAKLAKLGKLAYLDKFPGFAEL
                     NERIDPHFLRENFGRTYYIPWNATTQMMIYNKELFAEAGLDPERPPATWDEFLLAAEK
                     ISALPPRSDGSKVYGTVFWNDVLSFGSWYWNLLAPMYYNVNQGQYQLLNRYGTDIVFD
                     RPDANMAQFMRTMQQAQRFAPLTMEKSFFSRNIGMWLQFGFGWKATLSSAAERPMVVG
                     QDVAIAPIPVQTKGDIHYSVLDGRAIMIFKDEARKEQLSWALLNLLMRDDINLQANIA
                     LGQLPTLKALQDAPYFQSAEAQPFVQQLQHAILSEPFANAMEVANIILANYSKVVLKG
                     EISPEQAVATSAQAARQLLNEH"
     gene            3217695..3218576
                     /locus_tag="CH60_2955"
     CDS             3217695..3218576
                     /locus_tag="CH60_2955"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11078.1"
                     /translation="MKNKNVMMGYLFIAPWIIYFLVFILYPFFLSFQNSFLDINVLSP
                     ESTQFVGLNNWISVSSDELFWRSLFNVIFNQVIFVLLSFVLAMGMALLLHEITHFGGL
                     FRTIMFIPVITSITVAMIIFNFLSSPAGPVQSLLLEWGVLDAPVFWKFERWLPMPLIA
                     VFSTWKWFGIQMIIFLGGIAGISKSLYEAADIDGASWRRKTWSITLPLLKPQIIFVMT
                     MNIINGMQMFIEVLMNFDLHGGPYNAALTPVLYLYKTGFSDMKMGTASTIGLLLAAVI
                     YIFTMLQLKFTQEKEHS"
     gene            3218576..3219394
                     /locus_tag="CH60_2956"
     CDS             3218576..3219394
                     /locus_tag="CH60_2956"
                     /note="[G] COG0395 ABC-type sugar transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13548.1"
                     /translation="MRISKKNLLIYSLLIIISLIVLYPFFFMIMNSFKTGSEIINAPN
                     ALPKNFSFNGYIQAFYSLNLGRIFLNTLFISVTVTLVNTLLSAMVAYAIVKMNLPGRE
                     FWIKLILTSMMVPAVLFTIPTYMMLYSWGWVNTFQALIVPGTISAYNIFLLVQFLKQV
                     DNAYLEAARIDGAGEFTIFFKVVLPMIRPALATVAILTFMGSWNDFMGPLLYVRDDSL
                     MTLQLALFKFVNDIPTDNLEQLWAMTTMIAVPVVLVFFFLQRNFIKAFTGIGVK"
     gene            3219394..3219906
                     /locus_tag="CH60_2957"
     CDS             3219394..3219906
                     /locus_tag="CH60_2957"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK11434.1"
                     /translation="MSGKKGFFALVLIILLAYLSAWLMVYQQSKRYFDFAEQRYAAGD
                     YILALKGMNKIELYRHDVYSGGYQQVIDDWRHGMLVYRPDFYYQALARSSDLLARASD
                     QQLAEFIATYTEIDTRFVAEAATCLLARYRQRGERASQRTMEEYLAEAFPAHALRTSS
                     QLDAGCNTDS"
     gene            3219957..3222140
                     /locus_tag="CH60_2958"
     CDS             3219957..3222140
                     /locus_tag="CH60_2958"
                     /note="glycosyl hydrolase family 3 C-terminal domain
                     protein;
                     [G] COG1472 Beta-glucosidase-related glycosidases"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11166.1"
                     /translation="MSTVYRDATLPIEARIDDLLSQMTLAEKVGQLCQQPMLDYQQHR
                     DDYLAGVRAGRWGSRILADTAWAGNAPGENVDPCQLNEIQRAAVEHSRLGIPLLFARD
                     VIYGQATVLPIPLAQAASWNPELVQQAYRVIAREAASLGIHWTFAPMLDIARDPRWGR
                     TIETSGEDPWLTAQFAAAVVKGFQGDDLSAADSLMACAKHFVGYAAVEGGRDYDTTEL
                     SDNTLHNVHLPPFQAAIEAGVGSVMTGFCDFGGTPVTAHGELIRGWLKQQQNFDGLVI
                     SDWGSIADLTHFGIAQDALRAAELALQAGVDMAMTHEAYEDKLDQLVLQGRIKEALLD
                     DAVRRVLRAKFRCGLFERPYVDEEWHKRELRRPEHLALAQRLAEQSIVLLKNRQALLP
                     ISRTSVPLTLAVIGPHAHSQRQHLGSWCLDGDADQVMSIYQSLCAIAGEVKVITEQSC
                     FSDEMIECAHRADIVILCTGESHRRTGEARNIAELQLPPGQEELIAAVGRTGKPLVVI
                     QCTGRPLPSPATEQYADALLYGWQCGSEAGKAIARIIFGEQVPCGKLPMTVPRSTGQI
                     PIYYGRKPLGKMRDYREYQPYKDLADTPLYPFGFGLSYTRFTYSDLQLSHESLELGAS
                     LRVTMTVTNDGAVAGDEVVQCYIRQYVASTTRPQRELKGFQRISLQPGELGEVSFTLG
                     VRELAFYGQHRRYAQEPSRISVFVGGDSTTPHQADFTLFENLYTV"
     gene            complement(3222204..3223730)
                     /locus_tag="CH60_2959"
     CDS             complement(3222204..3223730)
                     /locus_tag="CH60_2959"
                     /note="[MU] COG1538 Outer membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane efflux family protein"
                     /protein_id="AJK14036.1"
                     /translation="MMTHAVLTARIAKISLTCSILSWSLLIVGCATDRLDLAPASYTE
                     PWTPDGNARASMGGGNFSVPPNPIVAELAQPPTIKSDHAYSLPELIDIAQRQNPDTRI
                     AWQQARQAALAVGMGEAIFLPIISASVIGGYQRTTTPLPYAIGNEKDLKTTGSAVIPA
                     LALQWLIFDFGQRSALLDAAKQTSYAANVTFNGMHQKLIYDVTRTYFQYGAAQAQSQI
                     AKQTLQNSLKIQDAAEERQKKGIATTVEVALARQQVAQSQLRRVVAKGTERDAYQALL
                     GAMGVSPSLDIKAAYTEDRALPDGISAPTEKMIQLALSQRPDVLASYAAVEAAKAGIK
                     ATEADFLPKVYLAGAVAGGDGHFDIQGLPGISPQTSSSSILVGVSVPLYDGGIRAARV
                     KEAESRAAVAAEGFKKTQELAVREIVVAADTLRSALESNQAALNLVKTSFISYDAALE
                     SYRSGVGTITVANEAANGLLNAQQMSTDAHAASLVAAANLAFVMGKMTNTSPPLELLH
                     "
     gene            complement(3223735..3225636)
                     /locus_tag="CH60_2960"
     CDS             complement(3223735..3225636)
                     /locus_tag="CH60_2960"
                     /note="[S] COG1289 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="fusaric acid resistance family protein"
                     /protein_id="AJK13208.1"
                     /translation="MTTVADGTLGGIIRQAKADLAFFPGRVAMAWRVAVLCALMAMIA
                     MIYGIPESAISCYLIIFVMKPDGVESMVMAVAITILVSLVVGLVFLLIHFTLEAAPLR
                     MAALIVSSFLFLYLGSASKLGPVGSIIALVIAYVMTLLSNIPMGEVATRGLLYAWLMA
                     VSPMLLIIGFNLFFGRAPQTLLRASLAERLSTVAETLRYPNAANMARVGEQLQEGQHE
                     HQQRALFVRIFHLRPSAEAAWLESAVKSSYRLLLVTSALPPTSPEAVRLELAAYCSDA
                     AQAIASGDLAAPPHFAIEDTSDEINEIRNALIALANADNGQDLDAPKSSFFAADALTN
                     PVHQQFALKTTAAALICYLIYTALDWQDIHTAMITCYVAALGTTGETVHKLVLRIIGC
                     LIGALMGVLSIIFIIPHMSDIGQLMALVFGCILVAAWVSCGSERIAYAGVQVGLAFLL
                     TVLQGFGPSTDMGVALDRVLGILLGNLVVYLIFSRLWPVAITDAVHVHISRALKGLTN
                     LAALSPDARPAALREATTVEAEITKAQEELALIPFEPVQFRPSRKECARLQAILAEMG
                     KLCPVLFLPTEKSASDVEQLRQLSAGSDAMTLSDEQGQNSGSLRQELSPINLTIQQRI
                     KRLEELLGI"
     gene            complement(3225620..3226669)
                     /locus_tag="CH60_2961"
     CDS             complement(3225620..3226669)
                     /locus_tag="CH60_2961"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [V] COG1566 Multidrug resistance efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK11577.1"
                     /translation="MNKQQGSGRKRQLALIVAGVIIIAAAISGWLSVRQTTLNPLSED
                     AELGASVVHIASSVPGRIISINVEENSKVRRGDLLFSIEPDLYRLQVEQAQAELKMAE
                     ATHDTQQRTVVAERSNAAITNEQIVRAQANLKLATQTLARLQPLRPKGYVTAQQVDDA
                     ATAKHDAEVSLKQALKQSVAAEALVSSTASSEALVVARRAALAIAERELANTQIHAPN
                     DGRVVGLTVSAGEFVAPDQAIFTLINTEHWHASAFFRETELKHIKVGDCATVYVMADR
                     QRAIQGRVEGIGWGVSSEDMLNIPRGLPYVPKSLNWVRVVQRFPVRISLEKPPEDLMR
                     IGATAVVIVRNDDGC"
     gene            complement(3226679..3227014)
                     /locus_tag="CH60_2962"
     CDS             complement(3226679..3227014)
                     /locus_tag="CH60_2962"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12725.1"
                     /translation="MNNMTSLRKLRWFFCTCLTTAKQALWRGPLILLSAIALSGCSGA
                     EAPSFSVVGSYFPYWMACAFIGIITAVIARVLFIRVGIDEVLPWRLLVYVCLALAVAF
                     ICSLLLFTR"
     gene            complement(3227011..3227211)
                     /locus_tag="CH60_2963"
     CDS             complement(3227011..3227211)
                     /locus_tag="CH60_2963"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11964.1"
                     /translation="MENNTLANLTLLEGHPLEDRQLVTQTEKAFRLIMNQKHSGKCSV
                     AVVYDDEPSFLVGFSALIEAVQ"
     gene            3227977..3229209
                     /locus_tag="CH60_2964"
     CDS             3227977..3229209
                     /locus_tag="CH60_2964"
                     /note="[E] COG0436 Aspartate/tyrosine/aromatic
                     aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK12459.1"
                     /translation="MNTIRRKMRPEFQGLQGGLFSSVKKADVGTAVLDLMANGVDMLC
                     WADPFFPDPVLPEHISQAVIKSMENGSASHYTMPIGNPELKEKIALKLQRYNNLTVEA
                     QRNILITPGSDSGLLFAMMPFINNDDEVLIHSPSYPSNFLNVELLGGKPISVELKAEN
                     NFQIDIKDFENKITEKTKMVILTNPNNPTGTVLRRESLQAIADFIIAHDLILVVDQAF
                     EDAIFDEIEFISIASLPGMWERTVSVFSFSKGMGLSGFRVGYLVADAQIVDVLFGCTV
                     NVVGATNTSSQAGMIAALDEPSFMGEYTQIFERRRKVVFEMMNAIPGVCMVMPESGFL
                     SWIDISKLGTSTFICDYLLQHAHVMVNSGVPYGQGGEGYIRLVHGCYKDDEKLYAVLT
                     RIQQALMQLAKEKGICHG"
     gene            3229202..3230653
                     /locus_tag="CH60_2965"
     CDS             3229202..3230653
                     /locus_tag="CH60_2965"
                     /note="[C] COG1757 Na+/H+ antiporter"
                     /codon_start=1
                     /transl_table=11
                     /product="na+/H+ antiporter family protein"
                     /protein_id="AJK12200.1"
                     /translation="MDNEGLIFRGGKNMALLPMLLFIVSCSLFFSVFHVFDMTALAML
                     AFLAIMIGAIFSRNVSHYWKAVISEGIGSEMAVTIATILLIIGMYAKMIAQSGVADSF
                     ALLANHLGLHGGAFTLFTFISVCIVATATGTSVGTLFTAFPVFYPSGILLGADPVVLA
                     SAILCGAIFGDNIAPISDTTVASSSTQTYKHKPGSAEIAGVVAARFRFAIVSAIIAGA
                     LFYFLGSNNIPLAESSLVRDSQASYRSLWMLVPMAVLLIVAMKTRNIFKAIPSGILTG
                     IIIGLLSGIFNLTDIFALDNGNVTGFLYNGFHEMVSTILFVLSLFGIIGILRASKTMD
                     RISAAICSSRLAQSAQGAEWCIAIGSIIATALVGGVTSASILAFGPVANEIGLRKSLH
                     PYRRAVLVDCFAMTLAAIIPFLSAFIFIVSAIISSLQKEYPFIQPVNPIDLSLAAFYP
                     LTLFVVMSFSIIVGWGRSFESKDGSLVKSLPLN"
     gene            3230666..3231103
                     /locus_tag="CH60_2966"
     CDS             3230666..3231103
                     /locus_tag="CH60_2966"
                     /codon_start=1
                     /transl_table=11
                     /product="polyketide cyclase / dehydrase and lipid
                     transport family protein"
                     /protein_id="AJK12686.1"
                     /translation="MMECITVSDVINVSVEEVWKKISAFDEFSDYHPGAVRSFYLHQA
                     ADQQGSIRRVEMSDGYVEELLVNIDPKNYHLEYSILKSSFPLDGYSAEIKLIPVTQDN
                     RTFIQWNVSFTTTHPSPEALVAEIKNNVLIAGINGLNDYFSKS"
     gene            3231237..3231863
                     /locus_tag="CH60_2967"
     CDS             3231237..3231863
                     /locus_tag="CH60_2967"
                     /note="[S] COG2964 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH domain protein"
                     /protein_id="AJK12865.1"
                     /translation="MTQDEIIKSWIPMVEFIARTYGENCEVILHDLRDLDKSIVAIKN
                     NHITGRQIGGTITDFALKLIHEKSWEERDFIINYKGRIPGKSENIRASTFFIKDEEGE
                     IIAMLCMNVDLTSLSLAHKIIGNLMFIEEDNKNDEEVLRNTSITDMLHELITDVLKNY
                     PRAPSLLIMDEKKEIVKKLNEKGVFYLKGQLLRWRCVLKRQSRQFIVI"
     gene            3231879..3232259
                     /locus_tag="CH60_2968"
     CDS             3231879..3232259
                     /locus_tag="CH60_2968"
                     /note="[J] COG0251 Putative translation initiation
                     inhibitor, yjgF family"
                     /codon_start=1
                     /transl_table=11
                     /product="endoribonuclease L-PSP"
                     /protein_id="AJK14367.1"
                     /translation="MKSVIETKNAPSAIGPYSQAICFNGILYASGQIPINPDTGDLVE
                     NDIEKQTRQVLKNIDAVLLQAGTTKDKIVKTTIFITNINNSSQVNDIYADYFKGTIFP
                     ARSTVEVSALPKGALVEIEVIAGV"
     gene            3232544..3232948
                     /locus_tag="CH60_2969"
     CDS             3232544..3232948
                     /locus_tag="CH60_2969"
                     /note="[J] COG0251 Putative translation initiation
                     inhibitor, yjgF family"
                     /codon_start=1
                     /transl_table=11
                     /product="endoribonuclease L-PSP family protein"
                     /protein_id="AJK11104.1"
                     /translation="MNRRVINPETMYPSVPFGFSHAVEQLSGRTLHIAGQVAWNANGE
                     LVGGQDLLAQTQQVLANLKEVLRYAGATPADVVRLRTYVVNHSPANLAAICAQIGAFY
                     EGADPAANSFIGVQALALPELLIEIEATACLG"
     gene            complement(3233163..3233465)
                     /locus_tag="CH60_2970"
     CDS             complement(3233163..3233465)
                     /locus_tag="CH60_2970"
                     /codon_start=1
                     /transl_table=11
                     /product="mono-oxygenase ydhR family protein"
                     /protein_id="AJK13478.1"
                     /translation="MSYILQVDFPYTGPWGNEMTKAMEGLARSIAEEPGLIWKIWTVN
                     ETTNEAGGIYLFSDISAAKAYLAMHTARLKSFGIPHVNGKIFLVNEALSQLDRAPI"
     gene            complement(3233725..3234441)
                     /locus_tag="CH60_2971"
     CDS             complement(3233725..3234441)
                     /locus_tag="CH60_2971"
                     /note="[O] COG3531 Predicted protein-disulfide isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AJK14429.1"
                     /translation="MMKCDPVKGTCQLPDFKSTETAVPAIRNGVAVHYIGDPMCSWCW
                     GISPTVSKVMAFCEAEGIEFSMTMGGLRAGGGDPWNTAFKDFLHNEWRHIAQVTGQPF
                     GFTLLDAAHFDYDTEPACRAVMTVQLLQTRKNLAPSIALKFFSAIQRKFYVEGKDPKV
                     TDFYADICASIGLDFAEFRNLFEYSEARQAVQEAFLRCRQWSVSSFPTLLLESNNKMA
                     PLATGFVTTEQVLSRLRQRI"
     gene            3234603..3235535
                     /locus_tag="CH60_2972"
     CDS             3234603..3235535
                     /locus_tag="CH60_2972"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12479.1"
                     /translation="MDKFSAMTTFAKVVETGSFTRAADVLALPKARVSQRVSDLERHL
                     GVRLLNRTTRSLNLTEDGQAYFAKCQVILQEIDELEGALKGGSVEPRGKLRVEALVSV
                     ARWVIAPSLHEFQARYPNISVRLGGSDRISHLLDNGIDCAIRGGHLEDSSQIARHVCD
                     VHLGLYAAPAYLEAAGAVTHPQELSVHRRISWFTGQRNPFIWSLQSASDAFELPAEEG
                     LLFDDPDVALASCMAGSGICPGAPFAVESWVRAGALVPVLPHWRFKARPIHIIYPSNR
                     HLSARVRCFVDWSLEMMQANTSMRITPWELAERI"
     gene            3235926..3236189
                     /locus_tag="CH60_2973"
     CDS             3235926..3236189
                     /locus_tag="CH60_2973"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fIC domain-containing protein"
                     /protein_id="AJK12278.1"
                     /translation="MSKYELNSAEERYQPDSGDTVLANKLGIIDEYEMEALESGLLLM
                     LYEQLFIEGPLPTTLAFNSIREWHRQWLGNVYTSGQGDYVTLT"
     gene            3236186..3236497
                     /locus_tag="CH60_2975"
     CDS             3236186..3236497
                     /locus_tag="CH60_2975"
                     /note="[S] COG3177 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="fic/DOC family protein"
                     /protein_id="AJK13818.1"
                     /translation="MTKDGFQKQFLARSGELKSLARPELVSYLAECHVEFILIHPFRE
                     GNGRLSRLLCDVLAVLAGKGLLDYSLWDEHKAFYFKAIQAGVSGNYSPMMRLVSDILP
                     D"
     gene            complement(3236494..3236652)
                     /locus_tag="CH60_2974"
     CDS             complement(3236494..3236652)
                     /locus_tag="CH60_2974"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12598.1"
                     /translation="MTKKTAHSQITKTQIYRAVASSTAIETGVSVQKIEQQLKQNLAQ
                     AKAVGLAR"
     gene            3237208..3237438
                     /locus_tag="CH60_2976"
     CDS             3237208..3237438
                     /locus_tag="CH60_2976"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13080.1"
                     /translation="MDTLTTATPSVHRKYFRHILGACGSCYFERQAGKFILGEEGDQF
                     FSAYVREDSAYRIERMESESPLGYQTSGAIPV"
     gene            3237571..3238953
                     /locus_tag="CH60_2977"
     CDS             3237571..3238953
                     /locus_tag="CH60_2977"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hNH endonuclease"
                     /protein_id="AJK11798.1"
                     /translation="MSFNLPGMYLYYLSRDNLAPEEYERIISPHAAWARICREYEFDD
                     SHNTSRYLINMREREQRSSPDQPRPGGIREKEKLEKLVFSGDVVMLSDMYGPARLFYI
                     NGEGQLMSTDPHAFRFEGAAKIIKAFDDSVKCRNYQRTGGKPRSTQTRRLKSTTNTIP
                     DRSMVTRASDESGRVLSAKWQSVTDSAKTLWEATPFTHDKATTEAARGRIADGAVGTL
                     EGLGTLMGPSAQEYMAGAFNPEQAAINKVRQQNQQAAGKAIYDNTKGAVTDAYQRNGL
                     AGAAAMVVTASVAELAGTKGLGTVEKVGTLGDVAKLGKAVELEKLEGYLGTYKGQKVL
                     LQNVDVVKMDYVRRSTADRNLLRKEFDNGVRKKFLKDIANNPEVVKRLDAFDRSVLAK
                     GVVPDGYQVHHKLPLDDSGNNNFDNLVLISTRPEHAAFTTTQKHITKNLTPTGTNIVL
                     WPKPQGIIYP"
     gene            3238962..3239432
                     /locus_tag="CH60_2978"
     CDS             3238962..3239432
                     /locus_tag="CH60_2978"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13896.1"
                     /translation="MTDIEKAVTTFQAYRAAIGYPKIPPYEGEVIEYDFGRKIESNQP
                     DFWTQYHEFLRLSDGLAADGVYFYGIACEGKLIGNRLIDNNDALRDGEMYDESMDGLI
                     AIGSSNSDIFVYDTNTHKWESRDRIAIDDINESYDTLAELIDSQLQRINIGDAF"
     gene            3239459..3239914
                     /locus_tag="CH60_2979"
     CDS             3239459..3239914
                     /locus_tag="CH60_2979"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10794.1"
                     /translation="MANLEKAVNEFTRISKSMGYNINPPYTGKLETYDFGRDISPEQP
                     DFWKQYGSFLRISNGSFADGCVFYGMSGGEDDAGLIEFNNALNIPDFKDETMTGLIVI
                     GGNNTDTFYYDPRTGKWEACDRIGTDRVWESCDSLAELIETQIKMLENG"
     gene            3239931..3240065
                     /locus_tag="CH60_2980"
     CDS             3239931..3240065
                     /locus_tag="CH60_2980"
                     /note="[L] COG3728 Phage terminase, small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="terminase small subunit"
                     /protein_id="AJK11792.1"
                     /translation="MTLTEEQKALFDALTQLQRRFVTALLEGANQTEAYRRAGGKARL
                     "
     gene            3240127..3241335
                     /locus_tag="CH60_2981"
     CDS             3240127..3241335
                     /locus_tag="CH60_2981"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13275.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            3241359..3241544
                     /locus_tag="CH60_2982"
     CDS             3241359..3241544
                     /locus_tag="CH60_2982"
                     /note="[L] COG3728 Phage terminase, small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="terminase small subunit"
                     /protein_id="AJK13616.1"
                     /translation="MDRLGKAKGDGERSKASQLVTNSNVQAFLQSVQHETVNAAIMTY
                     TEALERLTLIDGAHDNS"
     gene            3241522..3241860
                     /locus_tag="CH60_2983"
     CDS             3241522..3241860
                     /locus_tag="CH60_2983"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13391.1"
                     /translation="MGRTTIHDIATFGNYQIGENEEGQPVFQASWKFKDSKDIKPEHL
                     AAVAELSTGKDGLKIKLHDPKAAIKQLAGMCGWEAPKKAELTGANGGPIQTSNLTPDE
                     AAEAYRKMMG"
     gene            complement(3242106..3242182)
                     /locus_tag="CH60_2984"
     tRNA            complement(3242106..3242182)
                     /locus_tag="CH60_2984"
                     /product="tRNA-Met"
     gene            complement(3242378..3244216)
                     /gene="rpoD"
                     /locus_tag="CH60_2985"
     CDS             complement(3242378..3244216)
                     /gene="rpoD"
                     /locus_tag="CH60_2985"
                     /note="rpoD_Cterm: RNA polymerase sigma factor RpoD;
                     [K] COG0568 DNA-directed RNA polymerase, sigma subunit
                     (sigma70/sigma32)"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor RpoD"
                     /protein_id="AJK10881.1"
                     /translation="MEQNPQSQLKLLVTRGKEQGYLTYAEVNDHLPEDIVDSDQIEDI
                     IQMINDMGIQVLEEAPDADDLMLAENTTDTDDDAAEAAAQVLSSVESEIGRTTDPVRM
                     YMREMGTVELLTREGEIDIAKRIEDGINQVQCSVAEYPEAITYLLEQYDRVEAGESRL
                     SDLITGFVDPNAEEDIAPTATHVGSELSTEEMDDEDEDEDEDDDAEDDNSIDPELARQ
                     KFSDLREQYENARMEIKKNGRNHANAAAEILKLSEVFKQFRLVPKQFDYLVNNMRAMM
                     DRVRTQERIIMKLCVEQCKMPKKNFVTLFSSNETSDTWFNAAVAMGKPWSEKLKDVSE
                     DVQRSLQKLRQIEEETGLTIEQVKDINRRMSIGEAKARRAKKEMVEANLRLVISIAKK
                     YTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFSTYATWWIRQAITRSIADQARTIR
                     IPVHMIETINKLNRISRQMLQEMGREPTPEELAERMLMPEDKIRKVLKIAKEPISMET
                     PIGDDEDSHLGDFIEDTTLELPLDSATSESLRSATHDVLAGLTAREAKVLRMRFGIDM
                     NTDHTLEEVGKQFDVTRERIRQIEAKALRKLRHPSRSEVLRSFLDD"
     gene            complement(3244374..3246122)
                     /gene="dnaG"
                     /locus_tag="CH60_2986"
     CDS             complement(3244374..3246122)
                     /gene="dnaG"
                     /locus_tag="CH60_2986"
                     /note="dnaG: DNA primase;
                     [L] COG0358 DNA primase (bacterial type)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA primase"
                     /protein_id="AJK14219.1"
                     /translation="MAGRIPRVFINDLLARTDIIDLIDARVKLKKQGKNYHACCPFHH
                     EKTPSFTVNGEKQFYHCFGCGAHGNAVDFLMNYDRLEFVESIEELATMHGLEVPYEAG
                     SGTTQIERHQRQSLYQLMESLSAFYQQSLKGQNAKQAREYLKHRGLSEEIIQHFAIGF
                     APPGWDNALKRFGRDGESRTALNDAGMLVTNDTGRTYDRFRERVMFPIRDKRGRVIAF
                     GGRILGDGVPKYLNSPETEIFHKGRQLYGLYEAQVNHPNPTRLLVVEGYMDVVALAQF
                     GIDYAVASLGTATTAEHIQLLFRATDNVICCYDGDRAGRDAAWRALETALPYLNDGRQ
                     LRFMFLPDGEDPDTLVRKEGKDAFEQRMEAAQPLSTFLFETLMPQVDLSSPDGRAKLS
                     TLALPLISQVPGEALRLYLRQQLGNKLGLLDDSQLDKLMPKQIDNANTYQPPQLKRTT
                     MRILIGLLVQNPQLATLIPSLQGLEQAKLAGLPLFIELVETCLAQPGLTTGQLLELYR
                     DNKFSQQLETLATWNHMIVEDMVEPTFVDTLASLYDSILEQRQETLIARDRTHGLNAE
                     ERKELWSLNLALARKK"
     gene            complement(3246258..3246473)
                     /gene="rpsU"
                     /locus_tag="CH60_2987"
     CDS             complement(3246258..3246473)
                     /gene="rpsU"
                     /locus_tag="CH60_2987"
                     /note="S21p: ribosomal protein S21;
                     [J] COG0828 Ribosomal protein S21"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S21"
                     /protein_id="AJK10800.1"
                     /translation="MPVIKVRENEPFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTE
                     RKRAKASAVKRHAKKLARENARRTRLY"
     gene            3246879..3247892
                     /gene="tsaD"
                     /locus_tag="CH60_2988"
     CDS             3246879..3247892
                     /gene="tsaD"
                     /locus_tag="CH60_2988"
                     /note="T6A_TsaD_YgjD: tRNA threonylcarbamoyl adenosine
                     modification protein TsaD;
                     [O] COG0533 Metal-dependent proteases with possible
                     chaperone activity"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein TsaD"
                     /protein_id="AJK11062.1"
                     /translation="MRVLGIETSCDETGIAVYDDKAGLLANQLYSQVKLHADYGGVVP
                     ELASRDHVRKTVPLIQAALKEANLSAKDIDAVAYTAGPGLVGALLVGATIGRALAFAW
                     GVPAVPVHHMEGHLLAPMLEENAPEFPFVALLVSGGHTQLISVTGIGEYLLLGESVDD
                     AAGEAFDKTAKLLGLDYPGGPMLSRMAQQGTVGRFTFPRPMTDRPGLDFSFSGLKTFA
                     ANTIRANGDDDQTRADIARAFEDAVVDTLAIKSKRALDQTGFKRLVIAGGVSANQTLR
                     LKLADMMQKRGGEVFYARPEFCTDNGAMIAYAGMVRLRSNLNSELSVSVRPRWPLSEL
                     PKV"
     gene            complement(3248138..3248788)
                     /gene="plsY"
                     /locus_tag="CH60_2989"
     CDS             complement(3248138..3248788)
                     /gene="plsY"
                     /locus_tag="CH60_2989"
                     /note="[S] COG0344 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-phosphate glycerol 3-phosphate
                     acyltransferase"
                     /protein_id="AJK13361.1"
                     /translation="MSAIALGMIIFAYLCGSISSAILVCRVARLPDPRTHGSGNPGAT
                     NVLRIGGRTAAVAVLLFDILKGMLPVWIAYLLHIPPLYLGLTAIAACLGHIYPVFFHF
                     KGGKGVATAFGAIAPIGWDLTGLMTGTWLLTVLLSGYSSLGAIVSALIAPFYVWWFKP
                     QFTFPVAMLSCLILMRHHDNIQRLWRGKEGKIWDKLRKKKQKTPAEEAAELEEKED"
     gene            3248896..3249255
                     /gene="folB"
                     /locus_tag="CH60_2990"
     CDS             3248896..3249255
                     /gene="folB"
                     /locus_tag="CH60_2990"
                     /EC_number="4.1.2.25"
                     /note="folB: dihydroneopterin aldolase;
                     [H] COG1539 Dihydroneopterin aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroneopterin aldolase"
                     /protein_id="AJK12684.1"
                     /translation="MDIVFIEELSVITTIGVYDWEQTIQQKLVFDIEMGWDNRKAAGS
                     DDVNDCLSYADISEAVIQHVGSQRFALVERVAEEVAELLLRRFNSPWVRIKVSKPGAV
                     AQAKNVGVIIERGQRLS"
     gene            3249529..3250347
                     /gene="uppP"
                     /locus_tag="CH60_2991"
     CDS             3249529..3250347
                     /gene="uppP"
                     /locus_tag="CH60_2991"
                     /EC_number="3.6.1.27"
                     /note="undec_PP_bacA: undecaprenyl-diphosphatase UppP;
                     [V] COG1968 Uncharacterized bacitracin resistance protein"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyl-diphosphatase UppP"
                     /protein_id="AJK13027.1"
                     /translation="MTDMYSLFVAFILGVVEGLTEFLPVSSTGHMIIVGELLGFTGDK
                     AKTFEVIIQLGSILAVVVVFWRRLFGLIGIHFGAVPHEGKTNGHLTLGHILLAMIPAV
                     ILGLAFHDVIKALFDPKSVMYALVAGGVLLLAAEWLKPKNPKAVGLDDITYRQAFAIG
                     CFQCLALWPGFSRSGATISGGMLVGVNRYAASEFSFILAVPMMIGASGLDLYKSLHFL
                     TLGDLPMFAVGFITAFIVALIAIKTFLSLIKRISFVPFAIYRFIVAAVVYWVFM"
     gene            complement(3250583..3251821)
                     /locus_tag="CH60_2992"
     CDS             complement(3250583..3251821)
                     /locus_tag="CH60_2992"
                     /note="[J] COG0617 tRNA nucleotidyltransferase/poly(A)
                     polymerase"
                     /codon_start=1
                     /transl_table=11
                     /product="poly A polymerase head domain protein"
                     /protein_id="AJK13226.1"
                     /translation="MNIYLVGGAVRDSLLNLPVTEQDWVVVGATPEQLLKLGYQQVGK
                     DFPVFLHPVSHEEYALARTERKSGQGYTGFTCYAAPDVTLEDDLLRRDLTVNAIARSA
                     DGEFIDPYHGKQDLENRVLRHVSDAFGEDPLRVLRVARFAARFAYLGFTIAPETMSLM
                     SNMAQSGELSALTPERVWKETEKALKTQSPHVYFQVLRDCGALAVLFPEIERLFGVPA
                     PEKWHPEIDTGIHTLMTLAIAAQLSPEVDIRFAALCHDLGKGLTPKEHWPHHHGHGPA
                     GVKLVEQLCQRLRIPNPVRDLAKLVAEYHDLIHTVNKLRPETLLKLFNAIDVWRKPER
                     LEQMIMTSEADARGRTGFENNPYPQGDYLRAAFQIANGVSIQEVVASGLQGLAIRDEL
                     QRRRQQALAEWKQTQETASI"
     gene            complement(3251981..3252604)
                     /locus_tag="CH60_2993"
     CDS             complement(3251981..3252604)
                     /locus_tag="CH60_2993"
                     /note="[T] COG3103 SH3 domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial SH3 domain protein"
                     /protein_id="AJK13585.1"
                     /translation="MQKLRLICLTILSVSLSWGAQAEEKRYISDELDTYVHSGPGNQY
                     RIVGTLKGGDEVTLISVDNGTNYGQIRDSKGKTTWIPLNQLSETPSLRVRVPDLEQQV
                     KTLTDKLANIDNSWNQRTAEMQQKVAASDSVISELQKENESLKNQLIVAQKKVNAVNL
                     QLDDKQRTIILQWFMYGGGVAGIGLLLGLVLPHLIPSRKKNNRWMNC"
     gene            3252908..3254215
                     /locus_tag="CH60_2994"
     CDS             3252908..3254215
                     /locus_tag="CH60_2994"
                     /note="[S] COG3025 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="CYTH domain protein"
                     /protein_id="AJK12244.1"
                     /translation="MTVEIELKFIATPAAIAALPEWIESQKNQHFPPQTLANIYFDTA
                     DKRLRQNDIGLRIRGYDGRYEMTVKTGGKVVGGLHQRPEYNVDIDSDQLDLARFPQDI
                     WPEGWAVDLLQAELQPLFRTDFTREKWVITYGESEIELALDQGSISADTLSEPLSEIE
                     LELKQGTQGDLLALAAELAKMGGLRQSNLSKAARGYHLAQGNPPRELRPFLVFQPVAK
                     STVEQGMAGGLESILEHWQYHEELWLRGEPAAKTMIIDALAMVRQSLAIFGGLVPRKA
                     STELRALLIALEPQLEPKSVDAALLCYSVDYLKCKLALTSWLITAGWRPFMDAKAQAK
                     FDGSFKRFCDIMLSRSAADLKEAFGHNLDDDGYLAQLPRLNRQLIAFQLLSGFYPQSE
                     WHPYIDAWFGLQQAIMARQGHWRDTARKEALSQAAFWLNGAVR"
     gene            3254386..3257241
                     /locus_tag="CH60_2995"
     CDS             3254386..3257241
                     /locus_tag="CH60_2995"
                     /note="[OT] COG1391 Glutamine synthetase
                     adenylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-ammonia ligase adenylyltransferase
                     family protein"
                     /protein_id="AJK12486.1"
                     /translation="MLPLPSELQIQAQSIKQRFSELPAPPDLRDEDIAVLALSDFVSD
                     MLLIHPQWLEELHQQPPQPQEWQYYSQWLSQALAGVQDEAALLTALRLFRRRVMVRIA
                     WSQVLQTSGTAETLQQLSTLAESMIIAARDWLYQVCCRELGTPCNRQGVPQPLLILGM
                     GKLGGGELNFSSDIDLIFAYPENGQTQGGRRELDNAQFFTRLGQRLIKALDQHTIDGF
                     VYRVDMRLRPFGDSGPLVLSFAALEDYYQEQGRDWERYAMVKARLMGGADDPYSQELR
                     QMLRPFVFRRYIDFSVIQSLRNMKGMIAREVRRRGLKDNIKLGAGGIREIEFITQVFQ
                     LIRGGREPRLQERALLPTLQAVAELGLLPEQQVADLSGSYLFLRRLENLLQAIADEQT
                     QTLPNDPLNQARLAWGMGYADWAAMSTALENHMQAVRVVFDDLIGDETPDIGEDPSHG
                     LYKSLWQDVLEESDLAPLTPHLEEAARRQLLATISGFRHDVDKRTIGPRGREVLDQLM
                     PRLFAEVCPRPDANVALSRLILLLLSIVTRTTYLELLVEYHAALKHVIRLCSASPMVA
                     SQLARYPLLLDELLDPQSLYQPLAPSAYRDELRQYLLRVPEDDEEQQLEALRQFKQAQ
                     QLRIAAGDITEALPVMKVSDHLTYLAEAIIDAVIQQAWNQMVARYGQPSHLQQSEGRG
                     FAVIGYGKLGGWELGYSSDLDLVFLLDCPLDVMTDGDRSIDGRQFYLRLAQRIMHLFS
                     TRTSSGILYEVDARLRPSGEAGMLVSTIEAFADYQRNEAWTWEHQALVRARIVYGSPK
                     LHQQFDAIRQQILCRHREDPQLQQEVREMREKMRNHLGSKQRDIFDIKADAGGITDIE
                     FIAQYLVLRYAASEPRLTRWSDNVRIFESMAHYDIMSPEEAAALTRAYVTMRDEIHHL
                     ALQEQSSKVAADSFIAEREQVAASWHKWLAANDANVS"
     gene            3257376..3258806
                     /gene="rfaE1"
                     /locus_tag="CH60_2996"
     CDS             3257376..3258806
                     /gene="rfaE1"
                     /locus_tag="CH60_2996"
                     /note="rfaE_dom_I: bifunctional protein RfaE, domain I;
                     [M] COG2870 ADP-heptose synthase, bifunctional sugar
                     kinase/adenylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional protein RfaE, domain I"
                     /protein_id="AJK13132.1"
                     /translation="MKVTLPDFRRAGVLVVGDVMLDRYWYGPTCRISPEAPVPVVKVD
                     TIEERPGGAANVAMNIASLGAVARLVGLTGIDDAARALICKLSEVRVRCDFVSVPTHP
                     TITKLRVLSRNQQLIRLDFEEGFDGVDPTPIFERIQLALPQIGALVLSDYAKGALNSV
                     QPMIQLARKANVPVLIDPKGSDFERYRGATLLTPNLSEFEAVVGRCKNEEELVNRGMQ
                     LVADFELSALLVTRSEQGMTLLQLGKPPLHLPTQAKEVFDVTGAGDTVIGVLAAALAA
                     GNSLEESCFLANAAAGVVVGKLGTSTVSPIELENAIRGRAETGFGVMDEQQLKIAVAQ
                     ARQRGEKVVMTNGIFDILHAGHVSYLANARKLGDRLIVAVNSDASTKRLKGEKRPVNP
                     LEQRMVVLGALEAVDWVVPFEEDTPQRLIADILPDLLVKGGDYKPHEIAGSEEVWAAG
                     GEVKVLNFEDGVSTTNIIQSIKNGRG"
     gene            3258843..3260093
                     /locus_tag="CH60_2997"
     CDS             3258843..3260093
                     /locus_tag="CH60_2997"
                     /note="[E] COG0531 Amino acid transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK11072.1"
                     /translation="MGGLKQELSLAQGVGLLSTSLLGTGVFAVPALAAMLAGHDSLWA
                     WPVLIVLVFPIAIAFAALGRHFPSAGGAAHFVAIAFGPKLGKVTGWLFLSVIPVGLPA
                     ALQIAAGFWQAMFGWSDTGLLMVQLVTLLVIWLLGTRSAGSSANLQTVIALLVIALVA
                     AIWWQGDIRLSQIPWPALQDVSPPNIFNALAVMFWCFVGLEAFAHLATEFRHPERDFP
                     RALIVGLLVAGAVYWGCTVAVLHFQAYGESQAAAASLPGIVVQLFGEHALWIACIIGY
                     LACFASVNIYTQSFARMVWSQSQVRPQSKLARLSAGQTPVNALTAVVGSCLVFALLIY
                     WLALPLDLLIVYANGIFVLIYLLCMLAGIRLLSGRARVMSVIGSLLCCVLLVMIGWKS
                     VYALLMFALLWMLMSKPKTQLTQP"
     gene            complement(3260418..3260699)
                     /locus_tag="CH60_2998"
     CDS             complement(3260418..3260699)
                     /locus_tag="CH60_2998"
                     /note="[S] COG2960 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane fusogenic activity family protein"
                     /protein_id="AJK13519.1"
                     /translation="MIDPKKIEQIARQVHESMPKGIREFGEDVEKKIRLILQSQLTRL
                     DLVNREEFDVQTQVLLRTREKLALLEQRVGALEAKFNSAPADHGEKTGE"
     gene            complement(3260735..3261079)
                     /locus_tag="CH60_2999"
     CDS             complement(3260735..3261079)
                     /locus_tag="CH60_2999"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11740.1"
                     /translation="MTNAPHLEIYRCISPADTVTLSHPDYNRRPRNYTGSADLYLALL
                     DKRNNMSARGLLHHRRDYIVAIQFTAGGDFHPALRISPMTIALLIHLGNYQNAELNLA
                     SRGLYNQHRALY"
     gene            3261268..3261921
                     /gene="ribB"
                     /locus_tag="CH60_3000"
     CDS             3261268..3261921
                     /gene="ribB"
                     /locus_tag="CH60_3000"
                     /EC_number="4.1.99.12"
                     /note="ribB: 3,4-dihydroxy-2-butanone-4-phosphate
                     synthase;
                     [H] COG0108 3,4-dihydroxy-2-butanone 4-phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3,4-dihydroxy-2-butanone-4-phosphate synthase"
                     /protein_id="AJK12524.1"
                     /translation="MNQTLLSDFGTPVERVERAIDALRNGRGVMVLDDESRENEGDMV
                     FAAEAMTLEQMALTIRHGSGIVCLCITDERRQQLDLPMMVTHNSSQFQTAFTVTIEAA
                     EGVTTGVSAADRLTTIRKAIADNAKPADLNRPGHVFPLRGQPGGVLSRRGHTEASIDL
                     ATLAGYKPAGVLCELTNDDGSMAHAPEVIAFAKLHDMPVVTIDDLAAYLQSRAKKAS"
     gene            3262380..3263162
                     /locus_tag="CH60_3001"
     CDS             3262380..3263162
                     /locus_tag="CH60_3001"
                     /note="[S] COG3384 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="catalytic LigB subunit of aromatic ring-opening
                     dioxygenase family protein"
                     /protein_id="AJK14341.1"
                     /translation="MNTFRMPALFLGHGSPMNVLEENSYTQAWRTLGETLPRPKMILA
                     ISAHWYTRGTAVTAMEHPRTIHDFGGFPQALFDIQYPAPGSPELAAHIQQLLAPTPVR
                     ADTGEWGLDHGSWGVLIKMYPEADIPVVQLSIDGTQPAAYHYELGQKLAALREQGVMI
                     VASGNVVHNLRLGKWQGESSPYPWAESFNQFVRDNLSYQGDDHPLVNFMQHEGAALSN
                     PSPEHYLPLLYVLGSWDGKEPVSIPTDGVEMGSLSMLSVQIG"
     gene            complement(3263323..3264483)
                     /locus_tag="CH60_3002"
     CDS             complement(3263323..3264483)
                     /locus_tag="CH60_3002"
                     /note="[E] COG0754 Glutathionylspermidine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathionylspermidine synthase preATP-grasp
                     family protein"
                     /protein_id="AJK13949.1"
                     /translation="MKRLAISERPDWREKATEFGFRFHTMHGEPYWCEDAYYEFTLAQ
                     IEELEETTAELHQMCLQVVEKVINSDQLLTKCRIPKHCWEFVRHSWRSNQPSLYSRLD
                     LAYDGKNPAKLLENNADTPTSLYEAAFFQWLWLEDQISAGNLSTDSDQYNSLQEKLIE
                     RFVELRDNHGFSLLHLACCQDSEEDRGTVQYLQDCALEAGLPTEFMFMEEIGLGEKGQ
                     FTDLDNQVISNLFKLYPWEFMFREIFSTKLEDAGVRWLEPAWKSIISNKALLPLLWEM
                     FPNHPNLLPAYFAEDDHPPLDHYVIKPLFSREGANIQIVENGKEVAKVDGPYGEEGMI
                     IQQFHPLPKFGDSYTLIGSWLVNDQPCGIGLREDRELITQDLSRFYPHIILG"
     gene            complement(3264493..3265176)
                     /locus_tag="CH60_3003"
     CDS             complement(3264493..3265176)
                     /locus_tag="CH60_3003"
                     /note="conserved hypothetical protein;
                     [S] COG5463 Predicted integral membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13423.1"
                     /translation="MKRTKNINQETFRKSWRSYRLAPVALAVSAVFMLAGCEKTDETV
                     SLYQNADDCSQANPSQSAECTTAYNTALQEAVKTAPKYATREDCVAEFGESQCTQAPA
                     QAGMVPTSSSETTAAAPQQSGSMWMPLMAGYMMGRMMGGGASQPLFTSKAPNSPANGK
                     FVDASGKNFGAATTGRTMTVPKTALAPKPAVTKTITRGGFGESVAKQSSMQRSAATSS
                     KTTRRSMGG"
     gene            3265245..3265415
                     /locus_tag="CH60_3004"
     CDS             3265245..3265415
                     /locus_tag="CH60_3004"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12122.1"
                     /translation="MFEIKAQGSVSGRFYKVILIAESHFTFFIDEKCLLAKLTVLAKQ
                     ITFGRKIEGGKK"
     gene            complement(3265480..3266877)
                     /locus_tag="CH60_3005"
     CDS             complement(3265480..3266877)
                     /locus_tag="CH60_3005"
                     /note="type_I_sec_TolC: type I secretion outer membrane,
                     TolC family protein;
                     [MU] COG1538 Outer membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="type I secretion outer membrane, TolC family
                     protein"
                     /protein_id="AJK13206.1"
                     /translation="MKKLLPLLIGLSLAGFSTMSQAENLLQVYKQARDSNPDLRKAAA
                     DRDAAYEKINEVRSPLLPQLGLSAGYTHANGFRDASNSPDSNATSGSLKLTQTIFDMS
                     KWRALTLQEKAAGIQDVTFQTSEQQLILNTATAYFNVLRAIDSLSYTEAQKQSVYRQL
                     DQTTQRFNVGLVAITDVQNARASYDTVLAAEVAARNNLDNALESLRQITGVYYPELAS
                     LNVERLKTQRPDAVNNLLKEAEKRNLSLLSARLSQDLAREQIKSAETGYMPTVDLTAS
                     SSITNTRYSGGTPSSQQVNNDSGQNQIGVQFSLPLYSGGATNSAVKQAQYNFVGASEL
                     LESAHRNMVQTLRSSFNNISASISSINAYQQVVISNQSSLDAMEAGYQVGTRTILDVL
                     TATTNLYQSKQQLADARYNYLINQLNIKSALGTLNMNDLMALNAVLDKPVPTSAAALA
                     PENTTRQTVTTPRAQ"
     gene            3267273..3267905
                     /locus_tag="CH60_3006"
     CDS             3267273..3267905
                     /locus_tag="CH60_3006"
                     /note="[LR] COG0494 NTP pyrophosphohydrolases including
                     oxidative damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="nudix-type nucleoside diphosphatase, YffH/AdpP
                     family protein"
                     /protein_id="AJK11359.1"
                     /translation="MTSKQSSPVTFDKNDVEIIARESLYRGFFSLNSYRFRHRLFNGE
                     MSGEVKREIFERGHAAVLLPYDPQRDEVVLVEQLRIAAIDSAVSPWLLEMVAGMIEEG
                     ESVEEVARREAEEEAGIQVGRCKPVLSYLASPGGTSERLSIMVGEVDATTASGIHGLA
                     EENEDIRVHVVSREQAYRWVEEGVIDNAASVIALQWLALHHQALRAEWQR"
     gene            3267939..3268364
                     /locus_tag="CH60_3007"
     CDS             3267939..3268364
                     /locus_tag="CH60_3007"
                     /note="conserved hypothetical protein;
                     [S] COG3151 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10883.1"
                     /translation="MSKRYTPDFPEMMRLCEINYAQLRRLIPRINEVGESVAYQIKEV
                     SYRLTIIESTRYTSVVEIVQTAPAASHWSLPSMVVRLYHDAMVAEVCASQQISRFKAS
                     YDYPNKKLHQRDEKHQINQFLADWLRYCLAHGAVAVPVC"
     gene            3268446..3269273
                     /locus_tag="CH60_3008"
     CDS             3268446..3269273
                     /locus_tag="CH60_3008"
                     /note="[R] COG1409 Predicted phosphohydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AJK11008.1"
                     /translation="MESLFKLPMASGARVRILQITDTHLFAGEHETLLGVNTFHSYRA
                     VLDAIIAEQHPFDLVVATGDLAQDHSVAAYQNFAKGISRLPVPCVWLPGNHDFQPAMF
                     DALAEAGIAPSKQVLAGEHWQILLLDSQVFGVPYGELSDYQLEWMERCLIAYPERYTL
                     ILLHHHPMPSGCTWLDQHSLRNAHMLAAILTRYPRVTTLLCGHIHQDLDLDWYGKRLL
                     ASPSTCVQFKPHCTNFTLDAVAPGWRYLDLLPDGGLETEVHRLDSDEFCPDMDSDGY"
     gene            3269273..3269854
                     /locus_tag="CH60_3009"
     CDS             3269273..3269854
                     /locus_tag="CH60_3009"
                     /note="conserved hypothetical protein;
                     [R] COG3150 Predicted esterase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12409.1"
                     /translation="MSTLLYIHGFNSSPSSAKATAFKEWLQQHYPHIEMLTPQLPPYP
                     APAAEMLENIVMDKAGQSIGIVGSSLGGYFATWLSQRFGIPAVVVNPAVRPYELLSDY
                     LGKNENPYTGQQYVLESRHIYDLKAMQIEKLESPDLLWLLQQTGDEILDYRQAVAYYT
                     PCRQTVESGGNHAFIGFDHYFSPIVTFLGLANT"
     gene            3269956..3271851
                     /gene="parE"
                     /locus_tag="CH60_3010"
     CDS             3269956..3271851
                     /gene="parE"
                     /locus_tag="CH60_3010"
                     /note="parE_Gneg: DNA topoisomerase IV, B subunit;
                     [L] COG0187 Type IIA topoisomerase (DNA gyrase/topo II,
                     topoisomerase IV), B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase IV, B subunit"
                     /protein_id="AJK13931.1"
                     /translation="MTESSYNADAIEVLSGLEPVRRRPGMYTDTSRPNHLGQEVIDNS
                     VDEALAGHARRIDVILHADQSLEVIDDGRGMPVDIHPEEGVPAVELILCRLHAGGKFS
                     NKNYQFSGGLHGVGISVVNALSKRVEVTVRRDSQIYSIAFENGDKVQDLQVIGTCGKR
                     NTGTSVHFWPDVSFFDSPRFSVSRLSHLLKAKAVLCPGVEIVFKDQVNNTEQRWCYAD
                     GLTDYLMEAVNGFITLPEAPFVGSFAGDTEAIDWALLWLPEGGELLTESYVNLIPTMQ
                     GGTHVNGLRQGLLDAMRDFCEYRNILPRGVKLSADDIWERCAYVLSVKMQDPQFAGQT
                     KERLSSRQCAAFVSGVVKDAFSLWLNQNVQAAEQLAELAISSAQRRMRAAKKVVRKKL
                     TSGPALPGKLADCTSQDLSLTELFLVEGDSAGGSAKQARDREYQAIMPLKGKILNTWE
                     VSSDEVLASQEVHDISVAIGIDPDSEDLSQLRYGKVCILADADSDGLHIATLLCALFV
                     RHFRALVRNGHVYVAMPPLYRIDLGKEVFYALDEEEKAGVLEQLKRKRGKPNVQRFKG
                     LGEMNPLQLRETTLDPNTRRLVQLTISDDDIDHTLAVMDMLLAKKRSEDRRNWLQEKG
                     DTAEIEV"
     gene            3271855..3272766
                     /locus_tag="CH60_3011"
     CDS             3271855..3272766
                     /locus_tag="CH60_3011"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK11340.1"
                     /translation="MKVTLEELQAFTSVVDCGSITAAAEQRSQTTSGISRALSRLEQK
                     LATTLLRRTTRRLELTEEGALFLSHARQIIGAVDDAEEQIALRRLKPAGRLRVNAAAP
                     FMQHVIVPMITGFRALYPQITLELNTDDLNIDLLEQRTDIAIRIGALRDSTIHARLLG
                     ASRVRLLASPNYLQRHGTPHIIEALADHSLLGFTQPEFLNQWSLPHLPGGRSSIIPNL
                     AASSGETLRLLALQGEGIAELSDFMTREDQLAGRLVEVLADQILETWQPINAVYYRNT
                     QLAARITCFLDYVSEQIKLQGSHWLRI"
     gene            complement(3272824..3273408)
                     /locus_tag="CH60_3012"
     CDS             complement(3272824..3273408)
                     /locus_tag="CH60_3012"
                     /note="[R] COG2249 Putative NADPH-quinone reductase
                     (modulator of drug activity B)"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin-like fold family protein"
                     /protein_id="AJK14142.1"
                     /translation="MSNVLIINAMKEFAHSKGALNLTLTNVAADFLRESGHQVKITTV
                     DQGYDIESEIENYLWADTIIYQMPAWWMGEPWILKKYIDEVFTDGHGRLYQSDGRTRS
                     DATKGYGSGGLIQGKTYMLSVTWNAPREAFTDPEQFFHGVGVDGVYLPFHKANQFLGM
                     KPLPTFMCNDVIKQPDIEGDIARYRQHLAENVNS"
     gene            3273712..3275985
                     /gene="parC"
                     /locus_tag="CH60_3013"
     CDS             3273712..3275985
                     /gene="parC"
                     /locus_tag="CH60_3013"
                     /note="parC_Gneg: DNA topoisomerase IV, A subunit;
                     [L] COG0188 Type IIA topoisomerase (DNA gyrase/topo II,
                     topoisomerase IV), A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase IV, A subunit"
                     /protein_id="AJK12909.1"
                     /translation="MSDLTHDGAERLPLHTFTENAYLNYSMYVIMDRALPFIGDGLKP
                     VQRRIVYAMSELGLNNSAKFKKSARTVGDVLGKYHPHGDSACYEAMVLMAQPFSYRYP
                     LVDGQGNWGAPDDPKSFAAMRYTESRLSKYAEVLLGELAQGTVDWVPNFDGTMQEPKM
                     LPARLPNILLNGTTGIAVGMATDIPPHNVREIAQAVLALIDKPTTSLDELLEFVQGPD
                     FPTEAEIITPRDDIRKIYQNGRGSVRMRAVWKKEDGSAVITALPHQVSGAKVLEQIAN
                     QMRAKKLPMVEDLRDESDHENPTRLVIVPRTNRVDLDQVMSHLFATTDLERSYRINMN
                     MIGLDNRPSVKGLLEILTEWLVFRRQTVRNRLNFRLEKVLKRLHILEGLLIAFLNIDE
                     VIHIIRTEDDPKPLLMQRFSISETQAEAILELKLRHLAKLEEVKIRGEQDELAKERDQ
                     LQALLASERKLNTLIKKEIQADAAAYGDDRRSPLTERGEAKAMSEHDIVPSEPVTIVL
                     SEMGWVRSAKGHDIDPSGLSYKAGDSFRAAARGMSNQPVVFIDSTGRSYALDPLTLPS
                     ARGQGEPLTGKLTPPPGATIEHVLMAPDSQKLLMASDAGYGFVCTFNDLVAKNRAGKT
                     MITLPENAKVLPPLEIYGPDDMLLSITAVGRMLMFPVADLPELSKGKGNKIVSIPAAQ
                     AAAGEDRLAWLFVLPPQTSITLHFGKRKLTLRPEDLQKFRAERGRKGSPLPRGLQRID
                     RIDVDAPPRAIATESEE"
     gene            3276274..3277005
                     /locus_tag="CH60_3014"
     CDS             3276274..3277005
                     /locus_tag="CH60_3014"
                     /EC_number="2.3.1.51"
                     /note="AGP_acyltrn: 1-acylglycerol-3-phosphate
                     O-acyltransferases domain protein;
                     [I] COG0204 1-acyl-sn-glycerol-3-phosphate
                     acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-acylglycerol-3-phosphate O-acyltransferases
                     domain protein"
                     /protein_id="AJK12808.1"
                     /translation="MLLILRTVLAVLYCFLVCVFGSIYCLFSPRNPRHVATFSHLFGR
                     MSVLFGITIEQRIPAEAAKYGNCIYIANHQNNYDMVTMSNVVQPGTVTVGKKSLLWVP
                     LFGPLYWLTGNLLIDRDNRAKAHSTIAQVVEQVQKRNISIWMFPEGTRSRGRGLLPFK
                     TGAFHAAIAAGVPIVPICVSSTNGIKLNRWSNGKVIIEMLPPIDTSGYTKERVRELSE
                     HCRNLMLAKIEQLDAEVAQQSVAKK"
     gene            3277184..3278608
                     /locus_tag="CH60_3015"
     CDS             3277184..3278608
                     /locus_tag="CH60_3015"
                     /note="[Q] COG2132 Putative multicopper oxidases"
                     /codon_start=1
                     /transl_table=11
                     /product="multicopper oxidase family protein"
                     /protein_id="AJK11678.1"
                     /translation="MSLSRRQFIQAAGLALGAGSLPLRAQASSTQQPQLPVPPLLESR
                     RGQPLFLTLQRAHWAFSGNKKAAVWGINGMYLGPTVRVFNGDDVKLIYSNRLTEPVSM
                     TISGLQVPGTLMGGEARMIRPGEDWSPVLPVRQPAANCWYHANTPNRMAPHVYNGLAG
                     MWLVEDAVSKAMPLPSHYGVDDFPLIIQDKRLDNFGVPEYNPPAKGGVVGDTLLVNGA
                     QSPFVEVSRGWVRLRLLNASNARRYTLQLSDGRPLYVVASDQGFLPAPVAVQQLSLAP
                     GERREVVIDMSQGNEVSITAGESAGIMDRLRGLFEPSSILISTLVLTLKPTGLLPLVT
                     DNLPMRLLADQIIEGSVIRSREFQLGDNLPGINGAIWDMNRVDVQAQQGTWERWIIHA
                     DMPQAFHIQGVSFLVKSVNGAAAMAEDRGWKDTVWVDGTVELWVYFNQVSSPQFPFLF
                     YSQTLEMADRGSAGQLVTVAAPTL"
     gene            3278916..3280463
                     /locus_tag="CH60_3016"
     CDS             3278916..3280463
                     /locus_tag="CH60_3016"
                     /note="[C] COG1032 Fe-S oxidoreductase"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM superfamily protein"
                     /protein_id="AJK11167.1"
                     /translation="MSISLIQPERDLFSYQPYWAECYGTAPFLPMSREEMDILGWDSC
                     DIIVITGDAYVDHPSFGMAIVGRMLEAQGFRVGIIAQPDWTNKHDFMRLGEPNLFFGV
                     TAGNMDSMINRYTADRKLRHDDAYTPDNQSGKRPDRATLVYSQRCKEAYSHVPVLLGG
                     IEASLRRIAHYDYWSDTVRRSVIVDAKADMLVYGNGERPLVEVAHRLAAGEKITDIQD
                     VRNTVVMRKTPLPGWSGVDSTRLDKPGRIEAIPNPYGEDLPCATDDISIPEAKPITVR
                     AAKPKPWEKTYVLLPSYEKVKADKVLYAHTSRILHHETNPGCARALMQKHGDRYIWIN
                     PPAIPLSTEEMDSVFALPYQRVPHPSYGKSPIPAYDMIRFSINIMRGCYGGCSFCSIT
                     EHEGRIIQSRSEDSIIREIEEIRDKVPGFTGIISDLGGPTANMYMLRCQSPRAEQTCR
                     RASCVYPEICPHMDTNHQPTISLYRRARDLKGIKKILIASGVRYDLAVEDPRYIKELA
                     SHMWAVI"
     gene            3280448..3281260
                     /locus_tag="CH60_3017"
     CDS             3280448..3281260
                     /locus_tag="CH60_3017"
                     /note="conserved hypothetical protein;
                     [C] COG1032 Fe-S oxidoreductase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12166.1"
                     /translation="MGGYLKIAPEHTEEGPLSKMMKPGMGSYQRFKELFDTYSKQAGK
                     EQYLIPYFISAHPGTEDKDMVNLALWLKKNRFRLDQVQNFYPSPLANSTTMYYTGKNP
                     LAKVDYKSEEVVVPKGDRQRRLHKALLRYHDPANWPMLRSALEDMGLQHLIGARRECL
                     VPAPTLEEQREARRALRHHTPALTKHTSITRQRQPSNRAPAASAGKKAPTVANGTSSA
                     HSTSANQSTSANQSTSAAHSTLATKKSAGKTGVNKAAVNKPSAGSRGKNRQH"
     gene            complement(3281282..3282115)
                     /locus_tag="CH60_3018"
     CDS             complement(3281282..3282115)
                     /locus_tag="CH60_3018"
                     /note="[R] COG0656 Aldo/keto reductases, related to
                     diketogulonate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AJK13596.1"
                     /translation="MTMQPLIKLYDGRLMPQLGLGVWQASIQETELAVSKALEVGYRS
                     IDTAAIYKNEEGVGKALKAAAVARDELFITTKLWNDDQHNPQQALETSLQKLQLDYVD
                     LYLIHWPDPKQDHYVSAWRELVTLKEQGLIRSIGVCNFHIPHLQRLIDETGIAPTVNQ
                     IELHPLLQQRQLHAWNATHHIATESWSPLAQGGKGVFDQEIIRKLAQQYNKTPAQIVI
                     RWHLDSGLIVIPKSVTPARIRENFEVFDFKLQKEELLAITKLDCGKRLGPDPEVFGSD
                     R"
     gene            complement(3282514..3283671)
                     /gene="yqhD"
                     /locus_tag="CH60_3019"
     CDS             complement(3282514..3283671)
                     /gene="yqhD"
                     /locus_tag="CH60_3019"
                     /note="[C] COG1979 Uncharacterized oxidoreductases,
                     Fe-dependent alcohol dehydrogenase family"
                     /codon_start=1
                     /transl_table=11
                     /product="alcohol dehydrogenase YqhD"
                     /protein_id="AJK10631.1"
                     /translation="MQNFTLHTPTKVLFGTGQIAQLTQEIPADARILITYGGGSIKQN
                     GVLDQVHQALKGFDFLEFGGIEPNPTYETLMKAVELCRTEGINFLLAVGGGSVLDGTK
                     FIAAAVNYPQDPWHILETTGRDITEALPMGSVLTLPATGSEANNGAVISRRSTGDKQH
                     FFSPHVQPLFAVLDPVVTYTLPPRQVANGVVDAFVHTIEQYLTYPVDAKVQDRFAEGL
                     LLTLIEEGPKALKDPENYNVRANIMWSATMALNGLIGAGVPQDWATHMLGHELTARHG
                     LDHAQTLAVVLPALLVAKKQQKRAKLLQYAERVWGLREGSEDQRIDAAIEATRHFFES
                     LGVATRLSAYKLDGSSIPDLIKKLEEHGMTKLGEHSDITLADSKRIYEAAV"
     gene            3284069..3284962
                     /locus_tag="CH60_3020"
     CDS             3284069..3284962
                     /locus_tag="CH60_3020"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK10941.1"
                     /translation="MVDVIDIQAQMADKIARLAQGDGLTPSTVSGVKILYSTVHQPRT
                     PVMYTPSVVIIFQGHKVGYLGSKVFQYDPKNYLILSVPLPFECETFASPEIPLAGISI
                     QVDSQMLQDLMMTMGDDELEKPPGNTSGVNSAPLTEEMLCATERLLDVMSIARDARVL
                     GPQIVREILYYVLCGSCGGALQALVNRHGHFNQITKTLRRIENHFADNLSVEQLAAEV
                     NMSVSAFHHNFKAVTNTSPLQYLKSYRLHRARMMMLHDGLKASTAAIKVGYESASQFS
                     REFKRYFGHTPSEGVAKQRIN"
     gene            complement(3285054..3285716)
                     /locus_tag="CH60_3021"
     CDS             complement(3285054..3285716)
                     /locus_tag="CH60_3021"
                     /note="conserved hypothetical protein;
                     [S] COG0586 Uncharacterized membrane-associated protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14247.1"
                     /translation="MDVLREILHALWQQDFSKLADPNVIWVIYGILFTTLFLENGLLP
                     ASFLPGDSLLLLAGALIAKGVMGFLPTLIILTTAASLGCWLSYLQGRWLGDTSVVKRW
                     LLQLPLQYRQRAHTLFVRHGLAALLVGRFLAFVRTLLPTLAGISGLNSIRFQLFNWLS
                     GLLWVGSVVGLGFALSHIPLVKQYENQVMTALMILPIVLLLAGLVGTLILVWCKRKST
                     TE"
     gene            complement(3285909..3287120)
                     /gene="metC"
                     /locus_tag="CH60_3022"
     CDS             complement(3285909..3287120)
                     /gene="metC"
                     /locus_tag="CH60_3022"
                     /EC_number="4.4.1.8"
                     /note="cysta_beta_ly_B: cystathionine beta-lyase;
                     [E] COG0626 Cystathionine beta-lyases/cystathionine
                     gamma-synthases"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine beta-lyase"
                     /protein_id="AJK12491.1"
                     /translation="MAVNKAIPEKLETALVSAGRSKKFTQGSVNTVIQRASSLVFESV
                     KAKKHATINRGNGELFYGRRGTLTHFSLQEAMTELEGGAGCVLYPCGAAAISNAILSF
                     VATGDHVLMTGSAYEPAQSFCDKILSRMNITTTYFDPMIGAGIASLITPKTKVIFLES
                     PGSITMEVQDIPAMVAAIRAVAPDVVIMMDNTWAAGVLFKALDFDIDISIQSGTKYII
                     GHSDAMLGIAVANARCWEQLREDSYLMGQMVDADTAYLASRGLRTLSVRLKQHEKNSI
                     EIANWLAERPEVAVVYHPALPGCKGHEFYKRDFNGCNGLFSFELKEELTQQQLENYLD
                     HFTHFSMAFSWGGFESLILGYQPKDIRAIRKYDAEGIKGTLFRLHIGLENVQDLQDDL
                     AAGFERIQAVK"
     gene            3287599..3288636
                     /gene="exbB"
                     /locus_tag="CH60_3023"
     CDS             3287599..3288636
                     /gene="exbB"
                     /locus_tag="CH60_3023"
                     /note="exbB: tonB-system energizer ExbB;
                     [U] COG0811 Biopolymer transport proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="tonB-system energizer ExbB"
                     /protein_id="AJK11523.1"
                     /translation="MKIAGKESKEISRVQGRVMKGVMVLLLATGLAGHAQAAPGNGSA
                     VAATVTAPTAATSTPLPAPEITSVAAIPESTPESVLTSASALTSESIPAPMVQPVTAP
                     VPQKLAMDLSVWGMYQNADVVVKGVMIGLVLASIVTWTILFSKGTELFRARRRLRQEH
                     EVIGAVTDLDTASERAEDFGQGSVSSLLLHEALNERLLSIESNDNNGIKERTAFRLER
                     RVAAIGRQMGKGNGFLATIGAISPFVGLFGTVWGIMNSFIGIAHSQTTNLAVIAPGIA
                     EALLATALGLVAAIPAVVIYNIFARQIGNYRAQVGDVAAQVLLLLSRDLDLASSAEVK
                     SPRHPHQLRAG"
     gene            3288640..3289071
                     /gene="exbD"
                     /locus_tag="CH60_3025"
     CDS             3288640..3289071
                     /gene="exbD"
                     /locus_tag="CH60_3025"
                     /note="exbD_1: TonB system transport protein ExbD;
                     [U] COG0848 Biopolymer transport protein"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB system transport protein ExbD"
                     /protein_id="AJK11387.1"
                     /translation="MAMRMNDSLDESGELHEINVTPFIDVMLVLLIIFMVAAPLATVD
                     IKVDLPASSAVPQPRPEKPVFLTVKADNQLYVGDQPVDRETLATALDKVTQSNKETTI
                     FFQADKVVDYETLMSVMDALRKSGYLKVGLVGMEAGSSGAK"
     gene            complement(3289017..3289202)
                     /locus_tag="CH60_3024"
     CDS             complement(3289017..3289202)
                     /locus_tag="CH60_3024"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11832.1"
                     /translation="MMKWGEISLKAEIDLKIDIDLKTEISSKTKVDASAVTVTALAKN
                     YFAPLDPASIPTNPTLR"
     gene            complement(3289168..3290724)
                     /locus_tag="CH60_3026"
     CDS             complement(3289168..3290724)
                     /locus_tag="CH60_3026"
                     /note="[U] COG4961 Flp pilus assembly protein TadG"
                     /codon_start=1
                     /transl_table=11
                     /product="von Willebrand factor type A domain protein"
                     /protein_id="AJK12629.1"
                     /translation="MQKKTMITFILEKYEFFIKNRQGAILLSFMALIPVFIGLIFLSF
                     EFSHFIQKRAKLSDALEQASLALSTENNYRNDRASNNRNNYLVTSYAQSYLPSERFSQ
                     PRVVNTYNESLGYTEYNASLQMNYQLALLNSYLKQTPSPTWDVNENGAARKYLSSIAE
                     PIDVVFVTDFSGSMDLPFGDIERNNRITKLDELKAIFVKLNNRIFSNDGINTIGFVPF
                     SWGTKRISANGQVSSTYCHFPYSPKKIDGNGHYLQRYTASNLKNIPGLDNLSGIDNLA
                     YGQLDEDKHHAILSEIEKKHRDNEIPTKTRDQAKNFLDKAYKVNQISTITKIVEEHID
                     YKETINSIDRNGETIDIPMDDILDPFFCLKETNAKSLNFDPNSKGDINEILNMKAEGG
                     TLASSGILVGNKMLTESQNNNKLMIILSDGDDNTQKMSSPHDQKAGIINITQKLITEG
                     MCQKIKDNGIKMVFIGIGYVPDNNIIDWEKDCVGTGNFYLAKNAHELEISIERALVVD
                     DEVGRNIPKS"
     gene            complement(3290749..3291321)
                     /locus_tag="CH60_3027"
     CDS             complement(3290749..3291321)
                     /locus_tag="CH60_3027"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tight adherance operon protein"
                     /protein_id="AJK13929.1"
                     /translation="MFRKNNTLINNQGGAIIVEFAFVTFIIVLFIKLLIAIAEYQSIS
                     GKLDRLSYSAAGIIRERGRLYPHDPELNQQQVDQLRDLVQRALLNSGVPADNLRMRVE
                     TLHFNPIEPPGSRQQQIDEHKSLSFSTGDCSPVQPLRGLVALSPLSQSERWVPLYQVT
                     ICLPPPQRYRDLISVSPLPTLKSSAITIGR"
     gene            complement(3291305..3291778)
                     /locus_tag="CH60_3028"
     CDS             complement(3291305..3291778)
                     /locus_tag="CH60_3028"
                     /codon_start=1
                     /transl_table=11
                     /product="tadE-like family protein"
                     /protein_id="AJK11219.1"
                     /translation="MMRDTILRLLPANRGSIAVEFTLIFILFIFMLLLVAETSRLFYT
                     SANLDFALSEAAKTAKNRDAENVLSYQQLFEHNFNRQVTVLGSLINTAPSAELTVNFS
                     HSVADLINGNSEENNHTLPLAHYQVRLHYQPIFLPFPQAWVNTLLSREVIFVQEK"
     gene            complement(3291775..3292545)
                     /locus_tag="CH60_3029"
     CDS             complement(3291775..3292545)
                     /locus_tag="CH60_3029"
                     /note="[U] COG5010 Flp pilus assembly protein TadD,
                     contains TPR repeats"
                     /codon_start=1
                     /transl_table=11
                     /product="TPR repeat family protein"
                     /protein_id="AJK10846.1"
                     /translation="MLKIFNTIIIIPVMIFLLSGCLSQQGLSSQGLSTKEFSYRESIL
                     IKANNQIGLIKLYRESLKNKEDESIRVKLANAYYLSGDSHSSLYYLQPISHKPNVSIY
                     LLQIKNLINEGDNSGATTVLHRLLSIAPHNPEAHNLKGIILANRGDTAGARTAIVQSQ
                     ALFIQEDIARNNIAVISMLDNRYEDAVKILLPDYLSGKRNNLILHNLVFALIKMGDTR
                     YAKNIIEAERLSDNADELVLALSQVDSFPQEQSFIREK"
     gene            complement(3292529..3293362)
                     /locus_tag="CH60_3030"
     CDS             complement(3292529..3293362)
                     /locus_tag="CH60_3030"
                     /note="[NU] COG2064 Flp pilus assembly protein TadC"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system (T2SS), F family
                     protein"
                     /protein_id="AJK10828.1"
                     /translation="MRIIFFTLLILLGLIIILKVNSRSRRISVYNKINSRENKSKEAN
                     NDTKDKPTVLSDFIKLPVFLSNILYLKVLIVIFILSILTILAIFNVVNINQKTLLTIG
                     LLSIISTLYLPRMIIKNALTKRTNNLLKSLPFFIDITAACVQSGMTIENSLNYTTQKF
                     QTINTDLCLIMSKVTKRAEINGLENAIKELQYYSPAIEMKMFCSTLQYSISFGSTVYE
                     QLTHLSQDMREMQLLMTEESISKLSTKLTLPLFLFILIPFVLLVISPSILELLNYVKN
                     I"
     gene            complement(3293359..3294234)
                     /locus_tag="CH60_3031"
     CDS             complement(3293359..3294234)
                     /locus_tag="CH60_3031"
                     /note="[U] COG4965 Flp pilus assembly protein TadB"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system (T2SS), F family
                     protein"
                     /protein_id="AJK12303.1"
                     /translation="MIYYVVALSGILLLVLNNLKWMKIKRSISNTKKSKAKSTSSITI
                     LIKKIFFEWIDYVSTHSKSTPHILLPICSLVIVYYINSTWINVNYSFVFIINIIFIIV
                     LQLKYARSKHYLLFKQDFPEVLLMINMAASSGASINQVLERCGKEIRGPLGQELGLIC
                     RRLNLGETPETVFYDAYERFHYPEFYFLVTIILLNIQQGGQLKELITRLSQIITKKKT
                     TEQKKAVMTAQIRMSVNIISIMPMLFSFLLYLLDPTTIEFVWQHPTGRFIIYYIIISE
                     VIGILIIRKMLGKSL"
     gene            complement(3294231..3295517)
                     /locus_tag="CH60_3032"
     CDS             complement(3294231..3295517)
                     /locus_tag="CH60_3032"
                     /note="[U] COG4962 Flp pilus assembly protein, ATPase
                     CpaF"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase alpha/beta family,
                     nucleotide-binding domain protein"
                     /protein_id="AJK10678.1"
                     /translation="MIVPLKIQELMRERMLANIDINKVELLVGDRNKLIGLLSQTFDD
                     LFNNNEYNLTTQAQKYIIEMIADEITGFGPLRELMEDDSISDIMVNGPERIFIERYGL
                     LKLTDRRFVNNTQLTDIAKRLMQKVNRRIDEGRPLADARLIDGSRINVAISPIALDGT
                     ALSIRKFSKNKRRLEDLVDMGAMSSDMANFLIIAASCRVNIIISGGTGSGKTTLLNAL
                     SKYISEDERVITLEDAAELNLEQPHVVRMETRLAGLENTGQITMRDLVINSLRMRPDR
                     IIIGECRGEETFEMLQAMNTGHNGSMSTLHANTPRDAVARLESMIMMGPVNMPLITIR
                     RNIASAINLIVQVSRMNDGSRKIRNISEIMGMEGEHVVLQDIFTFQPASTRDDQGRIQ
                     GEFINHGLFNRSSVRINADIHNLANELNSVFSTVSK"
     gene            complement(3295529..3296656)
                     /locus_tag="CH60_3033"
     CDS             complement(3295529..3296656)
                     /locus_tag="CH60_3033"
                     /note="conserved hypothetical protein;
                     [U] COG4963 Flp pilus assembly protein, ATPase CpaE"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11525.1"
                     /translation="MQLILNKDLINKKDNREKSAVVIISTRKGLKDKISEYVRLADIK
                     NIKEIDDDIFSAASILIPDNVKGIIIDINENHDINTILDLMKVHTPRDCWCILVGDID
                     SISIAQQFIERGILYLHIQSQLADLTQNLLKGIQIESDRKAFFISILGCRGGIGTTLL
                     SYQLAHVITQIKKSPTLLLQGNQGSQDLDLITEKKMGEDITGYQKNFDLMRGNERKLS
                     EVNEHNNKKHNFIIFDQPIHNARKEKTLDYISNSNCIILLIDHSMMSVRVAKEFIDTL
                     ERFKRDNRQAIRLFICLNENRPITKDMLTTSDIQSLLGHSIDTAIPYINNAKNSLNSP
                     DYFGRKKTKVVELAKQSLGININLSSHTNMWIREKLNKLFK"
     gene            complement(3296667..3296957)
                     /locus_tag="CH60_3034"
     CDS             complement(3296667..3296957)
                     /locus_tag="CH60_3034"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10844.1"
                     /translation="MKWIFIIMAILFSTRGITAFTIKPSANEYSYVLIGEYFTNKTEK
                     HPFPLKLNNSLPLELNCNYMKNDYRNKNNDVHGCAVYKNRHYAIIESWNKHL"
     gene            complement(3296954..3297376)
                     /locus_tag="CH60_3035"
     CDS             complement(3296954..3297376)
                     /locus_tag="CH60_3035"
                     /note="[U] COG4964 Flp pilus assembly protein, secretin
                     CpaC"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial type II and III secretion system
                     family protein"
                     /protein_id="AJK11799.1"
                     /translation="MLGEEVSSIDKVFNLRGGDSYPSLRIRKANTTVELGDGESFILG
                     GLISSTERESLKKIPFIGDVPLLGALFRNAQTQRNQSELVVVATVNLVKPVSARQIEL
                     PDFMHTSTVERFFNLTNIKDAKRRKQAKEFLQKGGFIK"
     gene            complement(3297418..3298272)
                     /locus_tag="CH60_3036"
     CDS             complement(3297418..3298272)
                     /locus_tag="CH60_3036"
                     /note="[U] COG4964 Flp pilus assembly protein, secretin
                     CpaC"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial type II and III secretion system
                     family protein"
                     /protein_id="AJK13158.1"
                     /translation="MNLYQLKDKKQNIIIFLSIVILYFLFENSANAKQIYLPIGGSHI
                     IKVQEEIDTVFVSAAKTADYEIVDNNSVIIYAKKEGLAEFTLFNKNHQPISKTRVLVN
                     NTINDAYRRIRTEFPDSKIEINKIGESYILTGSAETEEAKDTIASIVGEATASKKEKE
                     RETSYQSNPEYQGVINKIKLPQANQVNVKLTIVEITKDFTENIGLDWNSIKSAAGAFQ
                     FLNFNAQSISTLVHAINDEAIAKVLAEPNLSVLSGEYASFLVGGEIPIVSTNQNGISV
                     ELKSLALS"
     gene            complement(3298269..3299135)
                     /locus_tag="CH60_3037"
     CDS             complement(3298269..3299135)
                     /locus_tag="CH60_3037"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11775.1"
                     /translation="MNRKFLILFSLLIVAIGISGILLNPDKEIPELLTQTEKRKERNI
                     VLAQTRHDLTAGTLISKEDYSLQNITVDESSDLVKNDLSHGHRIDGDSIADDRTHDHK
                     LDGHLLKNNILAGSYIIDEMLISPDSREFSRLNLKHGEIIYKFYITEKNEYLLNTLNP
                     GDFLSFQLLTLETNKTKGMENGIAIDSKSMSSKQRQKYSLNNVIPDMPILSIKTYSPE
                     ELSVKNNKNNKTEEYSLGYIEVIMKIQDLEFIHTVEKAGEVFLTPKSGDHKRIDLDDI
                     IPTLQTIRELRG"
     gene            complement(3299187..3299609)
                     /locus_tag="CH60_3038"
     CDS             complement(3299187..3299609)
                     /locus_tag="CH60_3038"
                     /note="[OU] COG4960 Flp pilus assembly protein, protease
                     CpaA"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV leader peptidase family protein"
                     /protein_id="AJK12027.1"
                     /translation="MDVIRLSLIVLIVSQLLFVCYSDIRHRIISNKFIISISFNAIIF
                     SLVMHHTVSIIIPIVALFIGYIIFHFNVMGGGDVKLITVLLLALTAEQSLNFIIYTAV
                     MGGVVMVVGLLINRVDIQKRGVPYAVAITAGFLSSVLI"
     gene            3299809..3300267
                     /locus_tag="CH60_3039"
     CDS             3299809..3300267
                     /locus_tag="CH60_3039"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK14092.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            3300620..3303100
                     /locus_tag="CH60_3040"
     CDS             3300620..3303100
                     /locus_tag="CH60_3040"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11027.1"
                     /translation="MRIIKKIPIAMTTSLIMLSGAVSAIDFNTDAMDANDKQNIDLSH
                     FTNVGYIMPGEYRLEINVNNHRIPEQVIAFYARDDEPNSSEVCLPEAVVEQFGLKPDV
                     LQKITFWHEGQCADLRELAGLTTEVDLATSTLAINVPQDWMEYSDSNWVPSSQWDEGI
                     PGFLLDYNVNSLFSKPKESGSTRNISLNGTSGLNAGPWRLRGDYQGNYSHNSGEQNSS
                     TSTFDWSRIYMYRAIKSLAATLSVGENYFASSLFDTFRYAGASLSSDERMLPPNLRGY
                     APEVSGIARTNAKVTVSQQGRILYQTTVASGPFRIQELSDSVSGRLDVSVEEQDGTVQ
                     TFQVETAAVPYLTRPGAIRYKTSVGQPSTLNHGTEGPVFASGEFSWGVSNRWSLFGGA
                     IGSGDYNAVSVGVGRDLYAFGAISTDITQTRASGLPNQETQSGKSLRVRYAKRFDELN
                     SDISLAGNRFFEREFMSMNQYLGTRYFDNDLGRNKEMYTVTASKNFPDIQTNINFSYS
                     YQNYWDQPTSNSYSATVSHAFDAFSLKDMTVNLSASRSKNNGVNDDVLYLSFSVPLGN
                     QQTLSYSGQHNGQGNNQTVNYSNSSAIDSSYRLSAGVNNSNDNGARGQFSGFYIHRSS
                     IAETSLNVAYAQDDFTSTGVSMRGGATVTAKGAALHGPGMSGGTRLMVNTDDIAGVPL
                     EERNIRSNRFGIAVLNNINSYYRTDTRIDINQLADDVEVKQSAVEFALTEGAIGYRRF
                     AMMKGEKVLATISLTDSSHPPFGSLVISAKGQELGIVSDDGFTYLSGVEPGETLDVVW
                     SGAKQCQVAIPAVIQPQAQILLPCISVN"
     gene            3303118..3303837
                     /gene="papD"
                     /locus_tag="CH60_3041"
     CDS             3303118..3303837
                     /gene="papD"
                     /locus_tag="CH60_3041"
                     /note="[NU] COG3121 P pilus assembly protein, chaperone
                     PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein papD"
                     /protein_id="AJK11312.1"
                     /translation="MKKLSLIALTSTVVFTSYTANAAIALDRTRIIYNGQDKSISLNI
                     SNENKTLPYLAQAWIENEQQQKVTTPLVATPPVQRVEAGKKSAVRISATPEALKLPQD
                     RESLFYFNLREIPPRSEKSNVMQIALQTKIKLFYRPEGITPATGQIWQEQLVLHKTAQ
                     GFRLENPTPYYITVVGLAEKGKSSADSNFQPLMVAPKSSAELKSASFTAPVLTYINDY
                     GGRPELSFSCSGSTCRAAKAI"
     gene            3303862..3304968
                     /locus_tag="CH60_3042"
     CDS             3303862..3304968
                     /locus_tag="CH60_3042"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK10548.1"
                     /translation="MKKNIFLTLRSERYKAGLLLLLLLLLCTTSKPSFAALQVNSCSL
                     AVSGAGGETPFVIKALPVTLTNGFVLGSMNFSVVTTFTKTGTTADYLYLGGWSMLAGG
                     AVMPVSTGVPGVKMSVNVSDALFGGYEWGNTEKATQSLFVPGTKITIANRVTVQLIVT
                     DASVYQGGVINWFNVARSFALVSGNAQVWSTKSVATGGSRCGDMVTFNIGSTNIVLPP
                     PTVATCDLGATDIVVALDPIDTSSLQTQGDRAGGQAFSIPLGSCAKDAKPYITFTDSS
                     NKANRTNILSLSPSSTATGVGLVLEKSDGNLVTFGAENASVSASNVGQFLIGTSTAAG
                     GSMPLNLTARYIRAEGVLKSGNVKADAIFTVAYP"
     gene            complement(3305180..3306259)
                     /locus_tag="CH60_3043"
     CDS             complement(3305180..3306259)
                     /locus_tag="CH60_3043"
                     /note="[P] COG4592 ABC-type Fe2+-enterobactin transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK13871.1"
                     /translation="MFLYMTYIERKIRHSLFISLGCLGLILSLSGCEPAEETNFHPFP
                     IDENHSTSSPWSRTVDTVKGPVTLTHKPARIVSTSITITGTLLAINAPIIASSATEPN
                     TTLADNKGFFTQWSDIARARHLIPMYQTEPNIKAVAKMRPDLIIISATGDDSTLELYD
                     QLSAIAPTLVINYDDKSWQELTLQLGQATGHEGDAEQVIDKFARRLNEVKQKITLPPQ
                     PVSAFVYQEVSGSAKLWTENSAQGRLLLELGFTLANVPDTLKDNTHTEHRKDIIQLGG
                     DELAQGLNGKTILLFSGVHSAIDALKSNKFLTNLPAIQHDNVYAAGYDTFRLDYYSAN
                     NLLTRIESMFKGKKDSEPTYHESRT"
     gene            3307115..3308110
                     /locus_tag="CH60_3044"
     CDS             3307115..3308110
                     /locus_tag="CH60_3044"
                     /note="[S] COG4461 Uncharacterized protein conserved in
                     bacteria, putative lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK10515.1"
                     /translation="MNILSLRGGFFLWMMLISTSSLAINCQRASTPVEYTVCSNEDLH
                     WLDQTFNSIYQVLLVKYNTEMVYQQRQTWEKSLNSCTSDSCIQRAYLQGIALMSDVDK
                     NFNWDGQWWNITKGNDRGGVIEIHRVTEWGFSLDSRAWSGENMGNFHAEARKTEGVAV
                     VDVIENTANCRLLLIPGKDGSLQVHSNGSWGCRISMPKDVFIDGQYVRAEKDPRKAPT
                     LLSIGIFSEASVDDAFRNLVGEHYAQFVQSANVYIYTNDLDNQGAKVLSTWVRGAANK
                     RASIIMYTHTGQYWAAYVAPDKKGQLQIHYFTNVAADKNKRPKTIVEWQQSFIDN"
     gene            complement(3308202..3308771)
                     /locus_tag="CH60_3045"
     CDS             complement(3308202..3308771)
                     /locus_tag="CH60_3045"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13308.1"
                     /translation="MKIKRAAGLPLLLILTACQTSPLLQSAEINKRATQGKWSFTFVT
                     PESQPAQVTYARIVDTADNLHPFNTRDMTQNSPSQMGESGELIHQTSIHFNQTNSPPQ
                     SMVFCWNSIADKKVYETHLVLPQSVRQSMITPARTGNTTQYKTMLLGLSPGGKVLVWL
                     QDEGGPQNNRVPIVNINTLSGDKLAICKS"
     gene            complement(3308965..3309798)
                     /locus_tag="CH60_3046"
     CDS             complement(3308965..3309798)
                     /locus_tag="CH60_3046"
                     /note="[NU] COG1298 Flagellar biosynthesis pathway,
                     component FlhA"
                     /codon_start=1
                     /transl_table=11
                     /product="FHIPEP family protein"
                     /protein_id="AJK12589.1"
                     /translation="MVSGSRGGEVHVDKLMAIPTTQQYGEVDGILATDPTYGLAIVWI
                     DPQEKPQALNLGYQVVDCASVVATHVNKVVREHLSELFNYDDITLLHQRLAALSPRLA
                     EDLVTTLNFSQLLKVYRQLLTENVSLKDIVTISTTLLDSVTVTKDALLLTSDVRYALR
                     NGIVNSINGDDKDLAVYTINNELENMLLSSLNQAQQAGKVVLDNFPVDPNILTQLQQN
                     LPIIKEQMKAENHQPILLVTPQLRPLISRYARLFCSGLNVLSYNEIPDDMNLNVIGVL
                     E"
     gene            complement(3309761..3311062)
                     /locus_tag="CH60_3047"
     CDS             complement(3309761..3311062)
                     /locus_tag="CH60_3047"
                     /note="[NU] COG1298 Flagellar biosynthesis pathway,
                     component FlhA"
                     /codon_start=1
                     /transl_table=11
                     /product="FHIPEP family protein"
                     /protein_id="AJK13412.1"
                     /translation="MMKHKLYDISRLLKETHIAVPVLLLCVLAMVILPLSPLVLDILF
                     TFNIVMAVLVLLVSVNSKRPLDFSILPPILLIATLMRLTLNVASTRVVLLNGHEGADA
                     AGKVIEAFGQVVIGGNFVVGFVVFIILMIINFVVVTKGAERVSEVSARFTLDALPGKQ
                     MAIDADLNAGLINQEQASIRRKEVASEADFYGAMDGASKFVRGDAVAGMMILVINVID
                     GICIGIFKYDLSASQSFQQYVLLTIGDGLVAQIPSLLLATAAAIIVTRVSDGGDMTDE
                     VKDQLLAKPTILYAAAFVMFILAIVPGMPHLAFLSFTGLLLFAARQQSKKIQQADLNP
                     DFTALNPVISDENALSISWDSIPAVEPIGLNLGYKLVTLVDESKGKPLNQRLRGVRQI
                     ISESSGVLLPEVRVRENFRLKPSQYTININGVRIAGGGSPC"
     gene            complement(3311049..3312182)
                     /gene="flhB"
                     /locus_tag="CH60_3048"
     CDS             complement(3311049..3312182)
                     /gene="flhB"
                     /locus_tag="CH60_3048"
                     /note="flhB: flagellar biosynthetic protein FlhB;
                     [NU] COG1377 Flagellar biosynthesis pathway, component
                     FlhB"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FlhB"
                     /protein_id="AJK11365.1"
                     /translation="MSNSSGEKSEKPTAGKLSKARKKGDIPRSKDVTMAAGLVTSFIL
                     LSLFLPYYKALVSQSFVSVAQLASQLDDQGALEQFLLANLFIFAKFLATLIPIPLFSM
                     LATLIPGGWNFTPVKLIPDLKKLSPLAGIKRIFSASNGTEVLKMLAKCSIVLYTLYLV
                     VHSSLDDLLHLQTLPLEEAITQGFAQYHHILLYFIAIVVVFAAIDIPLSHHLFTKKMK
                     MTKQEVKQEHKNNDGNPEIKSRVRQLQRQYAIGQINKTVPSADVIITNPTHFSVALKY
                     APEKASAPYIVAKGKDDIALYIRSIAQKHKIEIVEFPPLARAIYHTTKVNQQIPAQLY
                     RAIAQVLTYVMQIKSWRSGQASKPVLNTHLGLPKEMQRFHDET"
     gene            complement(3312182..3312955)
                     /gene="fliR"
                     /locus_tag="CH60_3049"
     CDS             complement(3312182..3312955)
                     /gene="fliR"
                     /locus_tag="CH60_3049"
                     /note="fliR: flagellar biosynthetic protein FliR;
                     [NU] COG1684 Flagellar biosynthesis pathway, component
                     FliR"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliR"
                     /protein_id="AJK11567.1"
                     /translation="MGIDIHAMTAPLFALWLPFVRILSFLHFCPVIRHKAFTRKAKIG
                     TALLLAILITPMISQPVVSGELLSIENLLLAGEQILWGWLFGSMLHLVLAALEAAGQI
                     LSMNMGLGMAMMNDPTSGASTAVISQIIFTFSVLIFFTLNGHLLFVTILLKSFSSWPI
                     GEAINDFSLRSLALSLGWILSSATLLALPTTFIMLIVQGSFGLLNRISPTLNLFSLGF
                     PIGMLFGLLCLLLLAINIPDHYLHLTNEILTQFERMKVH"
     gene            complement(3312962..3313234)
                     /gene="fliQ"
                     /locus_tag="CH60_3050"
     CDS             complement(3312962..3313234)
                     /gene="fliQ"
                     /locus_tag="CH60_3050"
                     /note="fliQ: flagellar biosynthetic protein FliQ;
                     [NU] COG1987 Flagellar biosynthesis pathway, component
                     FliQ"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliQ"
                     /protein_id="AJK14364.1"
                     /translation="MMTTDIAGDIIAMGLHLVLMISIVAIVPSLLIGLLVSIFQATTQ
                     INEQTLSFLPRLVMTMLVLIFAGKWMMIKLSDFTVSIFQQAAQLVG"
     gene            complement(3313236..3314006)
                     /gene="fliP"
                     /locus_tag="CH60_3051"
     CDS             complement(3313236..3314006)
                     /gene="fliP"
                     /locus_tag="CH60_3051"
                     /note="fliP: flagellar biosynthetic protein FliP;
                     [NU] COG1338 Flagellar biosynthesis pathway, component
                     FliP"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliP"
                     /protein_id="AJK11069.1"
                     /translation="MSRSLRAITPVTIISRGLLVGGLLYSPLLLAQEGGITLFNTVQT
                     ATGQDYNVKIEILILMTLLGLLPIMMLMMTCFTRFIIVLAILRQALGLQQSPPNKVLT
                     GIALALTLLVMRPVWTKIHQDAVIPFQQDEITLSQALGRAEAPLKNYMLAQTSTKSLD
                     QMMAIAQVSGEPQQQDLSVVTPAYVLSELKTAFQMGFMIYIPFLVIDLIVASILMAMG
                     MMMLSPLIVSLPFKLMLFVLCDGWTLMVGTLTASVQGL"
     gene            complement(3314003..3314416)
                     /gene="fliN"
                     /locus_tag="CH60_3052"
     CDS             complement(3314003..3314416)
                     /gene="fliN"
                     /locus_tag="CH60_3052"
                     /note="fliN: flagellar motor switch protein FliN;
                     [NU] COG1886 Flagellar motor switch/type III secretory
                     pathway protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliN"
                     /protein_id="AJK12092.1"
                     /translation="MTDQQIELNNDLDFTLALDESAISPTEHFDSVINSPEIINTPEK
                     TATKTDEQKRKMSLFSRIPVTLTLEVASVEIPLSELLTVNNDSVIELDKLAGEPLDIR
                     VNGIMFGQAEVVVINEKYGLRIININSQNLGELAL"
     gene            complement(3314409..3315308)
                     /locus_tag="CH60_3053"
     CDS             complement(3314409..3315308)
                     /locus_tag="CH60_3053"
                     /codon_start=1
                     /transl_table=11
                     /product="surface presentation of antigens family protein"
                     /protein_id="AJK14230.1"
                     /translation="MQSNKVKAKVYNHDPRPDIVSLEINKLGRPHHKIPKIVNSYFSI
                     IESEISLYFLKKYRINITLDDIKFQTNCSHKNAKMLTSQMGNIAFDIDRLLLLNILND
                     YYGLSQEKYGLSQEKKTTTTGKLSPLTKTEERLKNKLGLEITDLFLNQPFFGEHLIIN
                     NSTAALIACWSYRIDFFLKDYNKSGFSIFIDAPHIDRLIDTIKTKNEKAVEKNVSLSE
                     RQLEHLVKKLPVTLTSQLSNINLTLAELMALKEGDIISASLPEYFPVFIGKEALFSAA
                     ITENRGKLFFSEFNDQPNEMNHD"
     gene            3315834..3316859
                     /locus_tag="CH60_3054"
     CDS             3315834..3316859
                     /locus_tag="CH60_3054"
                     /note="[T] COG2204 Response regulator containing CheY-like
                     receiver, AAA-type ATPase, and DNA-binding domains"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AJK13577.1"
                     /translation="MNINVDVFPKNDHGFVANAPSSVSVFSLARRVAEFNVPVLVTGE
                     TGTGKECVAKYIHQKAMGDASPYIAVNCAAIPESMLEAILFGYEKGAFTGAIASVAGK
                     FEQANGGTLLLDEIGDMPLALQVKLLRVLQEQEVERLGGHKPIPLDIRIIASTNKDLS
                     VEIAEGRFRQDLYYRLSVVPIHILPLRERPEDILPLVKAFINKYQSFLNVKIDITAEA
                     QCELYKYTWPGNVRELENVIQRGIIMSNNGVIELPSLGLPMAQGISSPVGETSLPFST
                     IQPPDGENNIKLRGRLAQYQYIVDLLQRHQGNKSKTAAFLGITPRALRYRLANMREDG
                     IDIECHS"
     gene            3316876..3317256
                     /gene="fliE"
                     /locus_tag="CH60_3055"
     CDS             3316876..3317256
                     /gene="fliE"
                     /locus_tag="CH60_3055"
                     /note="fliE: flagellar hook-basal body complex protein
                     FliE;
                     [NU] COG1677 Flagellar hook-basal body protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body complex protein FliE"
                     /protein_id="AJK13955.1"
                     /translation="MDNIDSINMPRSQSPVMLEMRQMAAMAGSGLEFGTIQPAATNSP
                     FFPVEKGANNLSFSQVLNGAIKSVDQLQHVASEKQTAMDMGISDDLTGTMLASQKASV
                     AFSAMVQVRNKLTSALDDVMNTAL"
     gene            3317266..3318906
                     /gene="fliF"
                     /locus_tag="CH60_3056"
     CDS             3317266..3318906
                     /gene="fliF"
                     /locus_tag="CH60_3056"
                     /note="fliF: flagellar M-ring protein FliF;
                     [NU] COG1766 Flagellar biosynthesis/type III secretory
                     pathway lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar M-ring protein FliF"
                     /protein_id="AJK13062.1"
                     /translation="MLDKIKQKLSPGQLGENTKTILMSAVALLVTAAIIFSLWRSSQG
                     YTALFGSQENIPITQVVEVLEGEAIAYRINPDNGQVLVAENQLGKARILLAAKGITAT
                     LPIGYELMDKESMLGSSQFIQNVRYKRSLEGELAQSMMALSAVEYARVHLGMSEASSF
                     AISNHADNSASVVLRLRYGQTLSTEQVGAIVQLVAGSIPGMKPANVRVVDQHGELLSQ
                     AYQANSEGVPSVKSGTELAHYLQSTTEKNIANLLNSVIGANNYRISVSTQLDMSRIEE
                     TAEHYGPDPRINDENIQQENSNDDMAMGIPGSLSNQPIPQSQAGQTPAAVSRSQAQRK
                     YIYDRNIRHVRYPGYKLEKMTVAVVLNKSLPVLEQWTPEQQEELKRLIEDAAGIDVKR
                     GDSLTINMMAFAVPTLIDEPVMPWWQEPSTFRWAELLGIGLLSLLVLWFGVRPLMKRY
                     SRKGSENLPLAISSASADEALDHVDTGVDGAESSPRTENAFSASSLWKSDDLPEQGSG
                     LETKIAHLQQLAQSETERTAEVIKQWINSNERIKSQPE"
     gene            3318878..3319921
                     /locus_tag="CH60_3057"
     CDS             3318878..3319921
                     /locus_tag="CH60_3057"
                     /note="[N] COG1536 Flagellar motor switch protein"
                     /codon_start=1
                     /transl_table=11
                     /product="fliG middle domain protein"
                     /protein_id="AJK10550.1"
                     /translation="MNESNLNLNDDSSVKSDTKGRSRLEQASILLLSIGEEAAAMVMQ
                     QLSREEVVCVSQMMSRLHNIKLDQARQALDDFFQDYREQSGINGASRSYLQAILNKAL
                     GSDIAKSVINGIYGDEIRHRMTRLQWVDTPQLVALIDQEHLQLQAVFLAFLPPDVAAA
                     VLAYLDKDRQDDILYRIAKLDDVNRDVVDELDRLIERGVAVLSEHGSKVIGIKQAANI
                     VNRIPGNQQQLLDQLGERDEEVLNELKDEMYEFFILSRQSEATLQRLMDLIPMSDWAI
                     ALKGTEPALRQAIYDVLPKRQIQQLQNATQRTGAVPVSRVEHIRKVIMAQVRELAEAG
                     EIQVQLFAEQTME"
     gene            3319926..3320642
                     /locus_tag="CH60_3058"
     CDS             3319926..3320642
                     /locus_tag="CH60_3058"
                     /note="essential Yae1, N terminal family protein;
                     [NU] COG1317 Flagellar biosynthesis/type III secretory
                     pathway protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13180.1"
                     /translation="MLIKNTPRAGAVKLRVHQFPPLRKVRQVAPSAADQTLDPAEYQK
                     QLMAGFQEGISQGFDKGLAEGKEEGYQEGVRLGHDDGLKKGRIEGRQSELASFNDVIK
                     PFSGYITQLHTYLETYEQRRRDELLQLVEKVTRQVIRCELALQPAQLLTLVEEALAAL
                     PMVPQQLKVYLNPAEFGRINDVAPEKVQAWGLAADPDMVGGECRIVTETTEIDVGCQH
                     RLDQCIGALHSSFLTEPHHE"
     gene            3320635..3321975
                     /locus_tag="CH60_3059"
     CDS             3320635..3321975
                     /locus_tag="CH60_3059"
                     /EC_number="3.6.3.14"
                     /note="fliI_yscN: ATPase, FliI/YscN family protein;
                     [NU] COG1157 Flagellar biosynthesis/type III secretory
                     pathway ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase, FliI/YscN family protein"
                     /protein_id="AJK13129.1"
                     /translation="MSESPALDHALKSIENIHLARVAGRLVRVTGLLLESVGCRLAIG
                     QRCRIESVDETFIEAQVVGFDRDITYLMPFKHPGGVLGGARVFPSEQDGELLIGDSWL
                     GRVINGLGEPLDGKGQLGGSTPLQQQLPQIHPLQRRAVDTPLDVGVNAINGLLTIGKG
                     QRVGLMAGSGVGKSVLLGMITRYTQADVVVVGLIGERGREVKEFIEHSLQAAGMAKSV
                     VVAAPADESPLMRIKATELCHAIATYYRDKGHDVLLLVDSLTRYAMAQREIALSLGEP
                     PATKGYPPSAFSIIPRLAESAGNSSGNGTMTAIYTVLAEGDDQQDPIVDCARAVLDGH
                     IVLSRKLAEAGHYPAIDISQSISRCMSQVIGSQQAKAASLLKQCYADYMAIKPLIPLG
                     GYVAGADPMADQAVHYYPAITQFLRQEVGHPALFSASVEQLTGMFPSFAPTDEA"
     gene            3321979..3322416
                     /gene="fliJ"
                     /locus_tag="CH60_3060"
     CDS             3321979..3322416
                     /gene="fliJ"
                     /locus_tag="CH60_3060"
                     /note="flagell_FliJ: flagellar export protein FliJ"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar export protein FliJ"
                     /protein_id="AJK13688.1"
                     /translation="MSDMIDTLQQLQQLRQRSLNQVTSQLTQQKQLCQRYQRNINALN
                     ALTLSEEAFPGVSALQMANHAGYQRHIQRLIDWQKQEQALADIEVGNLQTQMQQQARR
                     EKIVAVVLEQQQEEYQREQGRLAQKNTDALATQCWQRQQAGDI"
     gene            complement(3322744..3323169)
                     /locus_tag="CH60_3061"
     CDS             complement(3322744..3323169)
                     /locus_tag="CH60_3061"
                     /codon_start=1
                     /transl_table=11
                     /product="flgN family protein"
                     /protein_id="AJK11401.1"
                     /translation="MEPTQRVKQLLIDIQEDRKRYIALEKLLIKQRELMIGHKTEALE
                     ALNPQLTELYSVLDNTATERRLLMQQLQLPANKEGIHQLLSRLPAHYREHAGALWADL
                     RLRAHACHQQNHHNGMLLTQQIALLSSLAEQPTEFLYAG"
     gene            complement(3323176..3323442)
                     /gene="flgM"
                     /locus_tag="CH60_3062"
     CDS             complement(3323176..3323442)
                     /gene="flgM"
                     /locus_tag="CH60_3062"
                     /note="flgM_jcvi: flagellar biosynthesis anti-sigma factor
                     FlgM"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthesis anti-sigma factor FlgM"
                     /protein_id="AJK13568.1"
                     /translation="MEINTHRRRPFVAQPVSTDTVSAVKAIEPIKTVTNNPHYATSDL
                     HAQLDAMPEVDSEKVDAAKAAILAGRITLDSAAVARAILNFHGR"
     gene            complement(3323671..3324519)
                     /gene="flgA"
                     /locus_tag="CH60_3063"
     CDS             complement(3323671..3324519)
                     /gene="flgA"
                     /locus_tag="CH60_3063"
                     /note="flgA_cterm: flagella basal body P-ring formation
                     protein FlgA;
                     [NO] COG1261 Flagellar basal body P-ring biosynthesis
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagella basal body P-ring formation protein
                     FlgA"
                     /protein_id="AJK14421.1"
                     /translation="MQLTCQVYNIIINSIFYFYCSPKWKVNFRLSVTFSIRVRHCLQS
                     LLICGALLCANTISAAENNTRKQVYTQALHAATADIAQTAKNKNWQGYSVKMNIFIPA
                     EISRYKPCQKALQVALPTAETQHLSRLRYEISCPDGQGWEVVATVKPDIYLPIWVAKQ
                     TLERGRKVQADDIELKKKNITGVQGGYITDPDEILGLTIKRRIRQLQAVIPSQLEQPV
                     LVTRNQHVLMLAAQDGIEAQMLGIAQKNGRKGELIKVKNLSSGRVVTATVDGSGRVRM
                     LGLSTP"
     gene            3324577..3325023
                     /gene="flgB"
                     /locus_tag="CH60_3064"
     CDS             3324577..3325023
                     /gene="flgB"
                     /locus_tag="CH60_3064"
                     /note="flgB: flagellar basal-body rod protein FlgB;
                     [N] COG1815 Flagellar basal body protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgB"
                     /protein_id="AJK13418.1"
                     /translation="MGIHFQKALGVHPMAMQLRLTRAELLSANLANVNTPNFQAKDID
                     FAAEMQRAKRGNGVMAAPDRSSAQMLSTQMSSAQMSSPQMMSSPQIMSSPQIKYRLPY
                     QPSLDGNTVALNVEQAEFSKNALDYQTSLSFLNMKLTGLKQAIEGK"
     gene            3325026..3325451
                     /gene="flgC"
                     /locus_tag="CH60_3065"
     CDS             3325026..3325451
                     /gene="flgC"
                     /locus_tag="CH60_3065"
                     /note="flgC: flagellar basal-body rod protein FlgC;
                     [N] COG1558 Flagellar basal body rod protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgC"
                     /protein_id="AJK12826.1"
                     /translation="MSFNQIYRVAGSAMTAQTIRLNTIASNLANAESPAASAATVYKA
                     RSPVFSAVYSARTAADPRGVQSAQVQVLDVVEVGGSVQRYEPNHPMANPQGYVFYPAV
                     NVVSEMADMMSASRSFETNVEVLNSVKSMQQSVLKLGER"
     gene            3325454..3326110
                     /locus_tag="CH60_3066"
     CDS             3325454..3326110
                     /locus_tag="CH60_3066"
                     /note="flagellar hook capping - N-terminal region family
                     protein;
                     [N] COG1843 Flagellar hook capping protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10981.1"
                     /translation="MQINESRNSANVGNQSPAPEGGLPGGEQLNNQFMTLLVAQIKNQ
                     DPLNPADGTEFVSQMAQLSQVQATENMAKLLKSNTVQMAKMQTMATANLVGQQVMVEG
                     HEITLGKDPVAGRLTLKQPAPTLLLHITDILGQEKVIDLGKQPAGPVNFTLDPAAAKL
                     QPGQYQLSAVSGSGEELIPLEVAGKVNNVRISPQGGAPQLNITGLGEVSYSQITQFGA
                     "
     gene            3326165..3327406
                     /locus_tag="CH60_3067"
     CDS             3326165..3327406
                     /locus_tag="CH60_3067"
                     /note="flgEFG_subfam: flagellar hook-basal body family
                     protein;
                     [N] COG1749 Flagellar hook protein FlgE"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body family protein"
                     /protein_id="AJK11700.1"
                     /translation="MSFSIANTALNAHTEQLNTISNNIANSATKGFKASRTEFSSMYA
                     QSQPLGVAVSGVSQNISKDGQKEKTGMGLDLAISGGGFFVVRESSGDKAYTRAGMFRS
                     DVDGYLVNGQGMKLQGYPADAAGNIQAGIISDLKINNAGVPAKASEQLDFMANLNASV
                     TAPSVSVFNPTNEKSYNFTTTSTVYDSLGREHAVAHYFVKSTTPPAGSVASEWAVHHT
                     VDGGTATPPLTLQFTDTGALIPGIPAAGSGMKGSAINLHGTFNPAGAADYDIDIDYTG
                     TTQLSQGFTTTRNKSDGYTSGVKNAERIESDGSVYATFSNGERVLQGKVVLANFASPS
                     GLVTQNGTSWSESNKSGAALLGTPGTGLLGSLESGALENSNVDITAELVGLMTAQRNY
                     QASTKIISTNDSMMNALFQVL"
     gene            3327406..3328137
                     /gene="flgF"
                     /locus_tag="CH60_3068"
     CDS             3327406..3328137
                     /gene="flgF"
                     /locus_tag="CH60_3068"
                     /note="flgF: flagellar basal-body rod protein FlgF;
                     [N] COG4787 Flagellar basal body rod protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgF"
                     /protein_id="AJK11808.1"
                     /translation="MDKLLYTAVSGANRSLSQQQIHANNLANSNTQGFRADLEKATAT
                     QVMGGGYSSRVAVLSQNAGVDMTPASLQETGRDLDIALKNQGLIAVLSGGREAYTRNG
                     QMDVSAEGALTINGLPVLGDGGPIVLPPYSALSIADDGTIAIIPQAGGIKTPEEIERI
                     KLVDIPANQLRKNNRGLLVSNRGPAARDETVQVVNKHLESSNVSAISEMIASISLSRQ
                     FEAQIKMMKVAEDLAQAGNRMIRGS"
     gene            3328205..3328990
                     /gene="flgG"
                     /locus_tag="CH60_3069"
     CDS             3328205..3328990
                     /gene="flgG"
                     /locus_tag="CH60_3069"
                     /note="flgG_G_neg: flagellar basal-body rod protein FlgG;
                     [N] COG4786 Flagellar basal body rod protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgG"
                     /protein_id="AJK12801.1"
                     /translation="MNSALWVSKTGLAAQDAKMGAISNNLANVNTDGFKRDRVVFADL
                     FYQNQRTPGAPLDQNNTTPSGIQFGSGVQIVGTQKQFTVGNIKVTKGDMDVAITGQGF
                     FQIETADGGIAYTRAGNLTTNADGVLVNAQGMPLIPQIELPTGSKQLHIGKDGTVTAT
                     VGGETEPVEVGQITLVNFINPAGLEAIGGNLYRETAASGEAVEGVPGEEAFGQLEQGA
                     LEGSNVQVVEEMVDMITVQRAYEMNAKMVSAADDMLKFVSQKL"
     gene            3329052..3329690
                     /locus_tag="CH60_3070"
     CDS             3329052..3329690
                     /locus_tag="CH60_3070"
                     /note="[N] COG2063 Flagellar basal body L-ring protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar L-ring family protein"
                     /protein_id="AJK14311.1"
                     /translation="MVLALCGCESPALLVQKDDAEFAPPANLIQPATVTEGGGLFQPA
                     NSWSLLQDRRAYRIGDILTVILDESTQSSKQAKTNFGKKNDMSLGVPEVLGKKLNKFG
                     GSISGKRDFDGSATSAQQNMLRGSITVAVHQVLPNGVLVIRGEKWLTLNQGDEYMRVT
                     GLVRADDVARDNSVSSQRIANARISYAGRGALSDANSAGWLTRFFNHPLFPI"
     gene            3329821..3330879
                     /locus_tag="CH60_3071"
     CDS             3329821..3330879
                     /locus_tag="CH60_3071"
                     /note="[N] COG1706 Flagellar basal-body P-ring protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar P-ring family protein"
                     /protein_id="AJK11747.1"
                     /translation="MLPTASAQPLGSLVDIQGVRGNQLVGYSLVVGLDGSGDKNQVKF
                     TGQSMANMLRQFGVQLPEKMDPKVKNVAAVAISATLPPGYGRGQSIDITVSSIGDAKS
                     LRGGTLLLTQLRGADGEVYALAQGNVVVGGIKAEGDSGSSVTVNTPTVGRIPNGASIE
                     RQIPSDFQTNNQVVLNLKRPSFKSANNVALALNRAFGANTATAQSATNVMVNAPQDAG
                     ARVAFMSLLEDVQINAGEQSPRVVFNARTGTVVIGEGVMVRAAAVSHGNLTVNIREQK
                     NVSQPNPLGGGKTVTTPESDIEVTKGKNQMVMVPAGTRLRSIVNTINSLGASPDDIMA
                     ILQALYEAGALDAELVVI"
     gene            3330889..3331182
                     /locus_tag="CH60_3072"
     CDS             3330889..3331182
                     /locus_tag="CH60_3072"
                     /note="[MNO] COG3951 Rod binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="rod binding family protein"
                     /protein_id="AJK11972.1"
                     /translation="MIEAINKSSPVIPGSFVGDLQPQDLEQAAVQFEAVFMRTLLQQM
                     RKAAEVLAADDDPFNSKQQRMMRDFYDDKLASTLASQRSSGIANLLIQQLGSK"
     gene            3331295..3332656
                     /gene="flgK"
                     /locus_tag="CH60_3073"
     CDS             3331295..3332656
                     /gene="flgK"
                     /locus_tag="CH60_3073"
                     /note="flgK_ends: flagellar hook-associated protein FlgK;
                     [N] COG1256 Flagellar hook-associated protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein FlgK"
                     /protein_id="AJK12304.1"
                     /translation="MNFIRTAFSGMQATQAHLNATSMNIANMHTPGYSRQRAEQSAIG
                     ADGQGGVNAGNGVNVDGIRRLSQQYVVMQEWRANSQQQYYDAGEQYLNAVELMVSNES
                     TSLATGLNNFFSSLSAATQLPDSPPMRQQIIESANAMALRFNNVNNFIVQQKKSIGQQ
                     RDITVKEINSLTRSIADYNQQILKNRSDGNNINDLLDKQELQIKKLSGLIETQVNQAE
                     DGTYRISVKQGQPLVNGAVAAELAVDTSSVDTKITLHFSGATQGMNMSCGGQLGGIND
                     YELTTLKKLQDSTQEMAKTVADKFNDQLGKGTDFTGAPGQDLFVFNPSDPNGMLQLSA
                     ITAEQLALAAHGKPAGDNSNLFELLDIRKTPVTGMKNVPLDDAATALVGYIAITSNRN
                     HSELENAENTLNQATRYHESFSGVNNDEEAMNLMEYQRAYQSNMKVIATGDKLFSDLL
                     ALV"
     gene            3332685..3333608
                     /gene="flgL"
                     /locus_tag="CH60_3074"
     CDS             3332685..3333608
                     /gene="flgL"
                     /locus_tag="CH60_3074"
                     /note="flagell_flgL: flagellar hook-associated protein 3;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein 3"
                     /protein_id="AJK12019.1"
                     /translation="MRVSTPTMSSTMNRFITQHNEKLEKINKQMMTQQRITLPSEDPI
                     ASTRLLQINREQANIKQYSSNISGLSNSLTNQTGHVSAINKQLVSIKSSLVSINGNIK
                     SNKDIAGVADELNYMLESVVAGLNAKNSEGRYLFAGTASNKQPITFDSAKNKYTYVGN
                     SDNRQTGVGEGVKITENVHLQSGFTDTSGDLATLNKLKKLCDNIKKPILPAAVASHTA
                     AIDEMMGLIDNASDHMGVTLTELGIRQKHSQLLQKNHEEMELSNATIQENLVGLDLAE
                     SYMELMNLMAVTNANYTTFKQINSLSLFNLI"
     gene            3333620..3334633
                     /locus_tag="CH60_3075"
     CDS             3333620..3334633
                     /locus_tag="CH60_3075"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar hook associated protein lafW"
                     /protein_id="AJK14434.1"
                     /translation="MQVGLNRPQWEVANKTSLPDFDRLQGANSLSLIKKEVDFPESPF
                     ISSQPLRYNVQLNRQLTALQRAEGYLHTTERQVAQLQRALQQERAETEIKPLALKTLH
                     WLQQRTAMSGNAVDRQLNFVPEQRTEVNFALHGAEQLLQPAESETLLFSLTGNGYNVV
                     AVNLPAYASPAQNLLRLNNGLGRLGIHGRLDPQGNAQFHVDEKRWAEIEAHLQVRGGG
                     GRFAKESFQPLKLQPEVVLEDRVRDIAAKPQEAKKHLAGIQQAMGQITGQMRKLSEHK
                     RNTGVQINSMSSFSAPNSALMAAEALAEKLLQGRSQYAMWANMLTAQGNARSAMVRNL
                     LGG"
     gene            complement(3334797..3335243)
                     /locus_tag="CH60_3076"
     CDS             complement(3334797..3335243)
                     /locus_tag="CH60_3076"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13808.1"
                     /translation="MKWLTASNGIPLSILGLFLSLAALASSEGKKKPTLADAQLQMGF
                     YDLLSQQKEIYDARITATQGGVISTITSPNDNRFIFKGKFTEQTTQNSQLSFSYSPIF
                     FNNPTSGRMIEGFLDYLMHNTVFMTPMVVEGQPLLVGQSGIVLGEK"
     gene            complement(3335224..3336270)
                     /locus_tag="CH60_3077"
     CDS             complement(3335224..3336270)
                     /locus_tag="CH60_3077"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [K] COG3710 DNA-binding winged-HTH domains"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14444.1"
                     /translation="MHTIIEKNMNKQSHIVNGWLIDLTSGFITHQETREKKRLGEYQL
                     KLINVLLEHAGEILSRDELTNLVWKRRVIGNNSLPNAIHTLRVALGDENKQQRIIQTI
                     PKIGYLLDASFCEIIDATKETETAEQTALAQTDDEEIVAPLNGVTLHEAVAASASDIA
                     HSRIAETNEEPADTAINAPLPPTQTGPVVMTRQHVTASQRPPWNIFSYWSRGAIALLV
                     LITAVAFYRLFPQNKGVSYTAIEQDQEAYSNIRLFQLVDSALSLQQEEKLNQRLKDTL
                     YAINKQSKAKSMSINIYYYVSLRRLDFTFSVESQCENKQLGMTIYHWRQNSQLLNNLI
                     YREMERKINEMVNC"
     gene            3336896..3338101
                     /locus_tag="CH60_3078"
     CDS             3336896..3338101
                     /locus_tag="CH60_3078"
                     /note="bacterial flagellin C-terminal helical region
                     family protein;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13023.1"
                     /translation="MSLSIHTNASAKTAINSLSNEGLANAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNAMKKLATQAAND
                     TNSAADREAIQKEFSELGKELQNALNNTEYNSEKLFADGGKMRKELNFQSGTDAESSL
                     KLDLNSVIAELTESVTKPGLKANSGGTAEEKELARLEGLAKDAKSTAATTKSAETTLL
                     VDDATGKGGKGGNASIDIIIPAHKDTTGKDVAEKKIASGTAITPANITSMADAKAYWD
                     KQEIETPKAVNEYVVKHSADSGVMNMQLADKDLAMKADKKLSDVIDAYGAFRATLGAN
                     QNRLQSSSNNLDNMISNTAQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAAT
                     QLISTLLQG"
     gene            3338660..3339856
                     /locus_tag="CH60_3079"
     CDS             3338660..3339856
                     /locus_tag="CH60_3079"
                     /note="bacterial flagellin C-terminal helical region
                     family protein;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12111.1"
                     /translation="MSLSIHTNGSAKTAINSLSKAGLANAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNTMKKLATQAAND
                     TNSAADREAIQKEFTELGQELQNALNNTEYNAEKLFADGGKMRKELNFQSGTDANSSL
                     KLDLNKVIEELTESVTEERKKVTGTSASATGSLEKQAFDLNEATTKANTALKEAEILQ
                     EKITTNLTKTFPASVDIPGYINAKGVPVAHEIIPSGTPINTGHIGKIQTAVAALRATH
                     DTAAKTEDEFQAEHSTGGGVMNLLLRNKDRAMEADKKLSDVIDAYGAFRATLGANQNR
                     LQSSSNNLDNMISNTTQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAATQLI
                     STLLQG"
     gene            3340369..3341568
                     /locus_tag="CH60_3080"
     CDS             3340369..3341568
                     /locus_tag="CH60_3080"
                     /note="bacterial flagellin C-terminal helical region
                     family protein;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14468.1"
                     /translation="MSLSIHTNASAKTAINSLSNAGLSNAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNAMKKLATQAAND
                     TNSAADREAIQKEFSELGKELQNALNNTEYNSEKLFADGGKMRKELNFQSGTDAESSL
                     KLDLNSVIAELTESVTKKATPVKADVAGSTLEKEADVLDKATKAAKKAKEAAEGVQKT
                     LETDFAVAGNKASAKITIPEYKDALGKTVPEVVINSGTAITPANSTQMKDAVAALKAT
                     HDAAVKAEATFQAKNSTGGGVMNMQLADKDLAMKADKKLSDVIDAYGAFRATLGANQN
                     RLQSSSNNLDNMISNTAQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAATQL
                     ISTLLQG"
     gene            3341851..3343056
                     /locus_tag="CH60_3081"
     CDS             3341851..3343056
                     /locus_tag="CH60_3081"
                     /note="bacterial flagellin C-terminal helical region
                     family protein;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14188.1"
                     /translation="MSLSIHTNASAKTAINSLSNAGLANAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNAMKKLATQAAND
                     TNSAADREAIQKEFSELGKELQNALNNTEYNSEKLFADGGKMRKELNFQSGTDAESSL
                     KLDLNSVIAELTESVTKQAPKITGKSSSATGSLEKQAYDLDKAVTDTKSLVAGAEGVQ
                     KTLEHDFAASGNKAVAEIKIPEYKDALGKTVPEVVIALGAVITSANSNQMKDAVAALK
                     TTHDAAVKAEATFQAKNSTGGGVMNMQLADKDLAMKADKKLSDVIDAYGAFRATLGAN
                     QNRLQSSSNNLDNMISNTAQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAAT
                     QLISTLLQG"
     gene            3343339..3344379
                     /locus_tag="CH60_3082"
     CDS             3343339..3344379
                     /locus_tag="CH60_3082"
                     /note="bacterial flagellin N-terminal helical region
                     family protein;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13598.1"
                     /translation="MSLSIHTNASAKTAINSLSNAGLANAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNAMKKLATQAAND
                     TNSAADREAIQKEFSELGKELQNALNNTEYNSEKLFADGGKMRKELNFQSGTDAESSL
                     KLDLNSVIAELTESVTKQAPKITGKSSSATGSLEKQAYDLDKAVTDTKSLVAGAEGVQ
                     KTLEHDFAASGNKAVAEIKIPEYKDALGKTVPEVVIALGAVITSANSNQMKDAVAALK
                     TTHDAAVKAEATFQAKNSTGGGVMNMQLADKDLAMKADKKLSDVIDAYGAFRATLGAK
                     TACNPLPITWIT"
     gene            3344376..3344540
                     /locus_tag="CH60_3083"
     CDS             3344376..3344540
                     /locus_tag="CH60_3083"
                     /note="bacterial flagellin C-terminal helical region
                     family protein;
                     [N] COG1344 Flagellin and related hook-associated
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11403.1"
                     /translation="MISNTAQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAA
                     TQLISTLLQG"
     gene            3344760..3346037
                     /locus_tag="CH60_3084"
     CDS             3344760..3346037
                     /locus_tag="CH60_3084"
                     /note="[N] COG1345 Flagellar capping protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated family protein"
                     /protein_id="AJK11748.1"
                     /translation="MITVEPEKQAAFSADKTVFRKRNRLEAQQKQINSQKVSSNKLQT
                     SVTDFRSALNQLNQRDSGLLKIKTTSSDDKLVSASATAQAVKGKYHLFVEQLAKTDQI
                     ALKGITDNQLTLAAGPIDLSVGKTTLTVDLTSVNSLEELANAINNASDKAKNSDGQGI
                     TASLVRTGSDVVLTLSSNKSGAAHKLDVSKLTTKISAATEQQLAAGQDAIVWLGEQNK
                     GIKITHDTNVLDKAIQGLTLSLQKEKVAVEVGVEIDNEASEEQLKTFVSKFNQLQKLV
                     ESSSSVPNASAISTLLNNIIRSPIDGERIYAFGVTSGRDGELTIDSKQLQQTLSSNTQ
                     HFNEFFNGKNGVVNKLTEALEPYINVTSGLFKLDNDRLSLDITAIEKELKVVKDDYDN
                     AYDKYLVVYTGIRNMLTKMNATLELFKPEKEQK"
     gene            3346047..3346427
                     /gene="fliS"
                     /locus_tag="CH60_3085"
     CDS             3346047..3346427
                     /gene="fliS"
                     /locus_tag="CH60_3085"
                     /note="fliS: flagellar protein FliS;
                     [NUO] COG1516 Flagellin-specific chaperone FliS"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FliS"
                     /protein_id="AJK13994.1"
                     /translation="MMYDEPMAGLYQQTDIAIQAAATPHQLVMMLFDGLRDELICAKG
                     HIEAGRYEHKVKSINKCINILNGLTSVLNYEDGGDLSVTISKLYDYCVYRLYEASNLL
                     SIEIIAEVEGILAALYQGWEGMKH"
     gene            3346429..3346755
                     /locus_tag="CH60_3086"
     CDS             3346429..3346755
                     /locus_tag="CH60_3086"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar protein lafD"
                     /protein_id="AJK10572.1"
                     /translation="MTILATAEALSGELESASQSKDWPRLLLLDERVAHLLVSIAKQK
                     LSSDCVQSLKLLQQSHQRAIQRCQAYQQVLKADMEQMRNRQEGISAYAAMAIRAYQDM
                     AQEEGR"
     gene            3346757..3347914
                     /locus_tag="CH60_3087"
     CDS             3346757..3347914
                     /locus_tag="CH60_3087"
                     /note="[N] COG3144 Flagellar hook-length control protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-length control FliK family
                     protein"
                     /protein_id="AJK13796.1"
                     /translation="MITLNTTTLNTLSQVTDSFAPTKEEIKVPATARPEGVSVSNLAN
                     FDAVLSQALVPHQPISLSPAAVEEVIAAFDAEGTVDSHEADLTLSADEQNQQLLDTLL
                     QTQPANVSPMALKPAVQSQAFQPVRSEGEQPTPLSDSVPVSLSTPERSLTQNESLFPL
                     LRNGPSASQVQIDSPVQIGSPVQIGSPVQIGSPVQIGSPVQIDSPVQIDSPVQIDRHV
                     QINSPIQIGSPVLNGSHETSTASRIDSPLTLANNREEWPQQLRMALGERLQVQADNRV
                     QHATIRLDPPDMGKIDISIHFEGGKLQVNINANQGEVYRALQQSSAELRQTLIGQNST
                     EVNVQVSANSQQQQQQPRHSNHHGQADILAAQHFESQAEINADDGTLLITI"
     gene            3347953..3348423
                     /locus_tag="CH60_3088"
     CDS             3347953..3348423
                     /locus_tag="CH60_3088"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal body-associated FliL family
                     protein"
                     /protein_id="AJK13242.1"
                     /translation="MKTKKKVFSPKIRAFLLLISGMAAVFLFSRESVLKQMGYQPATV
                     SQSFTRGNKAVQFVEIKNMVITLKDNNTERYLQLELGMATGDDKDIKNVIAMVPVIQA
                     TTVNLLSSMDYQAVRHTSILDLRRQLMNEYKQDFAGLNVPMPFDDVVISRMVFQ"
     gene            3348429..3349124
                     /locus_tag="CH60_3089"
     CDS             3348429..3349124
                     /locus_tag="CH60_3089"
                     /note="fliA_WhiG: RNA polymerase sigma factor, FliA/WhiG
                     family protein;
                     [K] COG1191 DNA-directed RNA polymerase specialized sigma
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, FliA/WhiG family
                     protein"
                     /protein_id="AJK13840.1"
                     /translation="MENREFEACLTLTAEEEGKYLNAYLPLVKRIVRQLSFQADSVIG
                     KEDMQQIALMGLLEALRRYGHPDGQFAAYAVHRIRGSILDQLREHDWRPRRLRQKTHK
                     TNEAIRQIAKRLGHEPNFEEISAELNLTADEYQEYLLLENAGAMESLDEILALEAHND
                     ILQSRDLEENIIIEDNLKQAISTLDEREQMILHLYYQQELSMKEIAQVLDLTEARICQ
                     LNKKLVQKIKSFF"
     gene            3349140..3350006
                     /gene="motA"
                     /locus_tag="CH60_3090"
     CDS             3349140..3350006
                     /gene="motA"
                     /locus_tag="CH60_3090"
                     /note="motA1: flagellar motor stator protein MotA;
                     [N] COG1291 Flagellar motor component"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor stator protein MotA"
                     /protein_id="AJK12044.1"
                     /translation="MQKLFGLLVIMGCVIGGYLMSGGSLSSFWQPGEIIIIFGSGIGA
                     LILGNPGSVLQEMWHQILAVARRSEYTVEFQQQLLLLLYELLEMVDEGGLKRLDEHIE
                     IPANSSVFQRYPLILQDLHLITFISDNFRLMAMGKINQHELESILEQELSAVEEELLV
                     PSRSFQRIGEAMPGFGICAAVLGIIITMQSIDGSIAMIGIKVAAALVGTFLGVFICYC
                     LMDPLSNAMEQEIKKKLALFECVRMVLVNHVAGKPSLLAVDAGRKMLPMDNKPTFATL
                     DSWINKLITAGV"
     gene            3350006..3350917
                     /locus_tag="CH60_3091"
     CDS             3350006..3350917
                     /locus_tag="CH60_3091"
                     /note="[N] COG1360 Flagellar motor protein"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane MotB of proton-channel complex
                     MotA/MotB family protein"
                     /protein_id="AJK11940.1"
                     /translation="MRNHASGGATTIIKRANRKKHHVRHSGAWKVAFADFTLAMMALF
                     MVLWIVGVVSEEERQEIVAQLNGKTIFAQQSFISIPSKSKSGGGKLSNSIDGKEQAKE
                     TKSNLAIEVPEPEQSLEEVVDKSRHEMEELSRIIMQITSAYNAQSNLQMEVVPQGLRI
                     LIQDDQQRDMFQRSSAVLTPFFSRLLGELAPAFNEMDNKIIITGHTDASRYRDQLLYN
                     NWNLSGERALMAHKALVNGGLDEGRVLQINAMADQMLLDPTDPLAAKNRRIEIMVLTK
                     TASDTLYQFFGHHGENVVKPAAEKAEK"
     gene            3351377..3351973
                     /locus_tag="CH60_3092"
     CDS             3351377..3351973
                     /locus_tag="CH60_3092"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14021.1"
                     /translation="MNGIENHKKTNIFFIVERLYPRDSLAPSVGTVGPSLVQVHRMIY
                     QLTKKQDVFLDGEKVDLSNITLWQRLKSITGGKITTKDSQEVKFAYVLDYAGSEFAAV
                     PIQGLRLEGNTNYFYKKFTKEYKISTPKLLHYGSDTIKNITLHGRSNVSFFMDNGGRN
                     APTAAAKYNKNTGEISLIKSMHELSKSMQDIKNSGART"
     gene            3351973..3352425
                     /locus_tag="CH60_3093"
     CDS             3351973..3352425
                     /locus_tag="CH60_3093"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK14060.1"
                     /translation="MLTTPKWGLPLLIIVYAAIGFVVPNALVEVYFHGKHLMVDDAEA
                     FIRKPLIDAAMFAVGICVIYYLFTLVDKYDSLKKEMIFHVKFLLTNAVLLLVILYLSS
                     RDDVRLNEAVVSVTVDYINFYPYYIISTVISFIILFFLRKKKSNENNQ"
     gene            3352409..3352780
                     /locus_tag="CH60_3094"
     CDS             3352409..3352780
                     /locus_tag="CH60_3094"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14322.1"
                     /translation="MKIINKITALIIRGYKKSFDPTGRDNRLQYVSIVLFQTMLFLCY
                     DYFFIGGTNEGDSNEGDSSEIAFSVFIILLLPLFSSSIRRLHDAGYSAFVWLFVPFLI
                     LPICLFLKSEPVKNKYGEPEV"
     gene            complement(3352933..3353124)
                     /gene="slyB"
                     /locus_tag="CH60_3095"
     CDS             complement(3352933..3353124)
                     /gene="slyB"
                     /locus_tag="CH60_3095"
                     /note="[M] COG3133 Outer membrane lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipoprotein slyB"
                     /protein_id="AJK12985.1"
                     /translation="MAGGVVGQQVQSLMNRSSGVELEVRRDDGSTFLVVQAQGVTQFH
                     PGQRVTIATSGSTVTITPR"
     gene            complement(3353222..3353401)
                     /locus_tag="CH60_3096"
     CDS             complement(3353222..3353401)
                     /locus_tag="CH60_3096"
                     /note="[M] COG3133 Outer membrane lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane lipoprotein pcp"
                     /protein_id="AJK10867.1"
                     /translation="MVKPFILAAIAVATLSGCANNNTLSGDTFSSSQAGQTQSVTHGT
                     LVSVRPVTIQGGGWE"
     gene            3354494..3355009
                     /locus_tag="CH60_3097"
     CDS             3354494..3355009
                     /locus_tag="CH60_3097"
                     /note="[L] COG2963 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK11496.1"
                     /translation="MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFR
                     RQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYRE
                     GGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREE
                     KALREQQKKPE"
     gene            3355063..3355848
                     /locus_tag="CH60_3099"
     CDS             3355063..3355848
                     /locus_tag="CH60_3099"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK14476.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(3355738..3356964)
                     /locus_tag="CH60_3098"
     CDS             complement(3355738..3356964)
                     /locus_tag="CH60_3098"
                     /note="conserved hypothetical protein;
                     [S] COG3519 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12503.1"
                     /translation="MSFEKYFRDELDYLRQLGRDAAIERPHLAAFLSEQGSDPDVERL
                     LEGFAFLTGNLREKIDDQFPELTHGLLNMLWPNYLRPIPSMTIIEYTPDESVVTEATL
                     VKRGSQVMSIPIAQNGQRSAFINSNAHAGPQCTFTLCRDVWLFPMSIREISANSSNEQ
                     GILSIHFAAKAELNLQDLQLDKLRFYLGEDNYTSTQLYFWINHYFERAELVVNGITIP
                     MPDFDFNPVGFERDDALLPYPKNAYMGYRILQEYFCFPEGFLFFDVNGVVDFPPHLNA
                     SEFSLNLYFSQALPPEVKVRSTTLRMNCTPAVNLFQHDSEAIDLDGTQTEYPLCVSYH
                     NPDHYDIFSVDRVDSWLSEKGVPKGRGRALNPKTWTSALLLFYLSPVFCRTHSACFQA
                     NALCIVIMDIFYNVTL"
     gene            complement(3356964..3357404)
                     /locus_tag="CH60_3100"
     CDS             complement(3356964..3357404)
                     /locus_tag="CH60_3100"
                     /note="gene 25-like; [S] COG3518 Uncharacterized protein
                     conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="lysozyme family protein"
                     /protein_id="AJK13988.1"
                     /translation="MAALLNWDRGSSASLFDRIQGKGASSSSDGRLRELLNSIQKHLN
                     EVLNSRPGACQSAVDLGVIDLNDATATSSDFRKSIEKAIKDCIENYEPRISAVTVQSL
                     LNHGDPLQLSFHISARVNFDDMGDVVEFNIQLDNNRRYCFNQET"
     gene            complement(3357411..3358892)
                     /locus_tag="CH60_3101"
     CDS             complement(3357411..3358892)
                     /locus_tag="CH60_3101"
                     /note="conserved hypothetical protein;
                     [S] COG3517 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11157.1"
                     /translation="MPLHEENTVLAAEPASATFLLDEIMSQTRMAPGNDGYDIAKQGV
                     AAFISSILDTGTNEEPINKLLVDRMIIELDKKLSAQMDEILHANEFREIESSWRSLKL
                     LVDRTDFRENIKINIMHATKEELLEDFEFSPEIIQSGFYKHVYSSGYGQFGGEPTAAI
                     IGNYAFNNSSPDMKLLQYVSAVGAMAHAPFLSSVAPDFFGISSFTELPAIKDLKSVFE
                     GPAHTKWRALRESEDSRYLGLTTPRFLLRLPYSTVENPIKNFNYYEDVSRNHEHFLWG
                     NTAFLLASCLTDSFAKYRWCPNIIGPQSGGTVHDLPVHLYEAMGQIQAKIPTEVLITD
                     RREFELAEEGFITLTMRKGSDNAAFFSANSVQKPKVFPNTREGKMAETNYKLGTQLPY
                     MFIINRLAHYIKVLQREQIGSWKERQDLERELNIWLKQYIADQENPPTDVRSRRPLRS
                     AQIQVLDVEGDPGWYQVAMQVRPHFKYMGASFELSLVGRLDKE"
     gene            complement(3358960..3359457)
                     /locus_tag="CH60_3102"
     CDS             complement(3358960..3359457)
                     /locus_tag="CH60_3102"
                     /note="conserved hypothetical protein;
                     [S] COG3516 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13270.1"
                     /translation="MSKNKQSSVAPKERINIKYVPNTGDQVAEIELPLNLLVVGDLKG
                     VREETSIEERQVVSVNKNNFNSVMNEANISLSFNVPNRLEGDGEEDMPVALSIKGLDD
                     FSPDNVAKKVPELKKILELREALVALKGPLGNIPAFRSRLQDLLGNEDMREQLLKELD
                     ILNQK"
     gene            3359981..3360499
                     /locus_tag="CH60_3103"
     CDS             3359981..3360499
                     /locus_tag="CH60_3103"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK11088.1"
                     /translation="MPTPAYISITGKTQGNITAGAFTAESVGNIYVQGHEDEMLVQEF
                     EHIVTVPTDPQSGQPSGQRAHKPLRFTVAYNKAVPLLYNALASGEMLPTVELKWYRTS
                     IEGKQEHFFTTKLEDATIIDIDCKMPHCQDSTKAEFTQLVRVSLAYRKINWDHTTAGT
                     SGADDWRAPIEA"
     gene            complement(3360651..3361061)
                     /locus_tag="CH60_3104"
     CDS             complement(3360651..3361061)
                     /locus_tag="CH60_3104"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11628.1"
                     /translation="MSDINKQINHANDSHFFCHSMTLNMTGSSLVVEKNPVGNFLKFA
                     MNFPNLLLLFSDGTLIKQVERELKTHLICNEFVKNKSKIVTVYITLGNDALLLIYYSN
                     RVFYKKSYIKCGDIACMNYTVNEGYLTTEIILWR"
     gene            complement(3361400..3362311)
                     /locus_tag="CH60_3105"
     CDS             complement(3361400..3362311)
                     /locus_tag="CH60_3105"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose operon periplasmic family protein"
                     /protein_id="AJK12540.1"
                     /translation="MKKNLLSLCLVLALGGTAPLAVQAASTISPANVSIAPTISTTTL
                     QQLPWQPLVPPVTQDIQLTAGSPHISQGEVEGAVAAFALPADRGSLEVTLSSLLTDKQ
                     LFTPSVLVLDEQMRPAAYYPSSYFTYEKAGIMINDRLQGVMKLTPALGQKQIYLLVYT
                     TRDDLKKTTQLLDPAKAYAQGVGNAVPDIPDPIVNHSPTGTLRIKVTSEQGMGNIMIG
                     LIQSAPTSAPVVVGSSIQPVAAPQSEPAKPAAPMLGETENYFNQAIKDAVKAGDVDKA
                     LKLLNEAEHLGSTSARKTFIGSVKGKG"
     gene            complement(3362552..3363823)
                     /gene="lamB"
                     /locus_tag="CH60_3106"
     CDS             complement(3362552..3363823)
                     /gene="lamB"
                     /locus_tag="CH60_3106"
                     /note="[G] COG4580 Maltoporin (phage lambda and maltose
                     receptor)"
                     /codon_start=1
                     /transl_table=11
                     /product="maltoporin"
                     /protein_id="AJK12706.1"
                     /translation="MITLRKLPIALAVAAGVLSTQAMAVDFHGYARSGIGWTASGGEQ
                     QCFQTTGAQSKYRLGNECETYAELKLGQELWKEGDKSFYLDTNVAYSVSQRDDWESTD
                     PAFREANVQGKNLIESLPGSTIWAGKRFYQRHDVHMIDFYYWDISGPGAGLETIDLGF
                     GKLSVAATRNSESGGSSAWIDNQRENAKYTINNVYDVRLAGLETNPGGSLELGVDYGR
                     ADTQEGYSLAPNASKDGVMLTAEHTQSLMGGFNKFVVQYATDSMTSYNTGHSQGTSVN
                     NNGHLLRVIDHGAINLAEKWDMMYVALYQDIDLDNNNGNTWYSVGVRPMYKWTPIMST
                     LLEAGYDNVKSQHTGERNGQYKLTLAQQWQAGDSIWSRPAIRVFATYANWDEKWGYSD
                     TTGVAQDGTIGTNSRGKNNEVTFGAQFEAWW"
     gene            complement(3363894..3365003)
                     /gene="malK"
                     /locus_tag="CH60_3107"
     CDS             complement(3363894..3365003)
                     /gene="malK"
                     /locus_tag="CH60_3107"
                     /EC_number="3.6.3.19"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose/maltodextrin import ATP-binding protein
                     MalK"
                     /protein_id="AJK11561.1"
                     /translation="MANVTLSSVYKAFGEAVISRDINLEIDDGEFVVFVGPSGCGKST
                     LLRMIAGLEDITSGELLIGGKRMNEVPPSERGIGMVFQSYALYPHLSVAENMSFGLKL
                     AGVKKAEIYQRVNQVAEVLQLAHLLDRRPKALSGGQRQRVAIGRTLVSEPDVFLLDEP
                     LSNLDAALRVQMRIEISRLHKRLERTMIYVTHDQVEAMTLADKIVVLDAGNIAQVGKP
                     LELYHYPANRFVAGFIGSPKMNFLPVKVTAAEPRQVQIELPNHQRVWLPVEGDQVQVG
                     ANMSLGIRPEHLLPSSASEVTLEGEIQVVEQLGNETQIHIQIPAIRQNLVYRQNDVVL
                     VEEGATFSIGLPPHRCHLFREDGTACKRLYQELGV"
     gene            complement(3365007..3365243)
                     /locus_tag="CH60_3108"
     CDS             complement(3365007..3365243)
                     /locus_tag="CH60_3108"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosidase"
                     /protein_id="AJK11598.1"
                     /translation="MRLIITLLDQYVEALFNVQPYTQAATPSGATLPLAWRHGAQRES
                     HQGTGGNQWVMPGFASTVFLHSDSYEKLFAQAKE"
     gene            3365831..3367042
                     /gene="malE"
                     /locus_tag="CH60_3109"
     CDS             3365831..3367042
                     /gene="malE"
                     /locus_tag="CH60_3109"
                     /note="[G] COG2182 Maltose-binding periplasmic
                     proteins/domains"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose-binding periplasmic protein"
                     /protein_id="AJK10721.1"
                     /translation="MTRSFTKSGIGKTARVLALSALTTLVLSSSAFAKIEEGKLVIWI
                     NGDKGYNGLAEVGKKFEKDTGIKVTIEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGG
                     YAQSGLLAELTPSKAFQEKLFPFTWDAVRFNGKLIGYPVAVEALSLIYNKDLVKEAPK
                     TWEEIPALDKTLRANGKSAIMWNLQEPYFTWPVIAADGGYAFKFENGVYDAKNVGVNN
                     AGAQAGLQFIVDLVKNKHINADTDYSIAEAAFNKGETAMTINGPWAWSNIDKSKINYG
                     VTLLPTFHGQPSKPFVGVLTAGINAASPNKELATEFLENYLITDQGLAEVNKDKPLGA
                     VALKSFQEQLAKDPRIAATMDNATNGEIMPNIPQMAAFWYATRSAVLNAITGRQTVEA
                     ALNDAATRITK"
     gene            3367229..3368806
                     /locus_tag="CH60_3110"
     CDS             3367229..3368806
                     /locus_tag="CH60_3110"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK11904.1"
                     /translation="MQLSHTELQSRKKKIAWWQSDALKWLVISLLSLFTCYLIVLMYA
                     QGEYLFAIVTLILVSLGLYVFANRRAYAWRYVYPGVAGMGLFVLFPLICTIAIAFTNY
                     SSTNQLTFERAQSVLLDRQFQTGKTFTFGLYPSDNQWRLQLTNPDDGSLFISEPFSFE
                     ATGEQKVMVAPTNTAQTSEPASLRIITQSRQALSSLVAILPDGAELRMSSLRQFSGTK
                     PLYTLGADGKELINQQTGVKYWPNPSTGFYQAVNADGQWENEKLSPGFTVSIGWKNFL
                     RVLHDEGIQKPFISIFIWTILFSVMSVTFTVAVGMVLACVVQWDSLKGKAIYRVMLIL
                     PYAVPSFISILIFKGLFNQSFGEINLMLSHLFGIKPAWFSDPITAKSMILIVNTWLGY
                     PYMMILCMGLLKAIPDDLYEASAMDGAGPFQNFFRITFPLLIKPLTPLMIASFAFNFN
                     NFVLIQLLTNGGPDMIGTSTPAGYTDLLVNYTYRVAFEGEGGQDFGLAAAIATLIFIL
                     VGALAILNLKASKMNFD"
     gene            3368820..3369710
                     /locus_tag="CH60_3111"
     CDS             3368820..3369710
                     /locus_tag="CH60_3111"
                     /note="[G] COG3833 ABC-type maltose transport systems,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK12213.1"
                     /translation="MAMVQPKSQRLRLLGTHFLMLCFIALIMFPLLMVIAISLRPGNF
                     ATGSLIPDQISWEHWKLALGMSVTHADGSVTPPPFPVMLWLWNSIKIALITAMGIVAL
                     STTCAYAFARMRFRGKSALLKGMLIFQMFPAVLSLVALYALFDRIGQYMPFIGLNTHG
                     GVIFAYMGGIALHVWTIKGYFETIDNSLEEAAALDGATPWQAFRLVLLPLSVPILAVV
                     FILSFIAAITEVPVASLLLRDVNSYTLAVGMQQYLNPQNYLWGDFAAAAVLSAIPITT
                     VFLLAQRWLVGGLTAGGVKG"
     gene            complement(3369853..3370260)
                     /locus_tag="CH60_3112"
     CDS             complement(3369853..3370260)
                     /locus_tag="CH60_3112"
                     /note="[S] COG3223 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate-starvation-inducible E family protein"
                     /protein_id="AJK11014.1"
                     /translation="MAKNSRSQWIAKNLQRLLNVGLIMLAAILVVFLVKETIHLGKVL
                     FLSNQETSSYMLIEGIVIYFLYFEFIALIVKYFESGYHFPLRYFIYIGITAIIRLIIV
                     DHENPIDTLIYSGSILVLVVTLYLANTERLKRE"
     gene            complement(3370395..3372041)
                     /gene="pgi"
                     /locus_tag="CH60_3113"
     CDS             complement(3370395..3372041)
                     /gene="pgi"
                     /locus_tag="CH60_3113"
                     /EC_number="5.3.1.9"
                     /note="[G] COG0166 Glucose-6-phosphate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-6-phosphate isomerase"
                     /protein_id="AJK12700.1"
                     /translation="MKNINPSQTAAWKALQQHFEQMKDVTISSLFAKDDQRFNRFSAT
                     FDDQMLVDFSKNRITSETLEKLQDLAKETDLAGAIKSMFSGEKINRTEDRAVLHIALR
                     NRSNTPIVVDGKDVMPEVNAVLAKMKQFCDRVISGDWKGYTGKAITDVVNIGIGGSDL
                     GPYMVTEALRPYKNHLNMHFVSNVDGTHIAEALKPLNPETTLFLVASKTFTTQETMTN
                     AHSARDWFLSAAGDPAHVAKHFAALSTNAKAVGEFGIDTNNMFEFWDWVGGRYSLWSA
                     IGLSIALSVGFEHFEQLLSGAHAMDKHFAETPAEKNLPVLLALIGIWYNNFFGAETEA
                     ILPYDQYMHRFPAYFQQGNMESNGKYVDRNGHPVDYQTGPIIWGEPGTNGQHAFYQLI
                     HQGTKLIPCDFIAPAISHNPLSDHHAKLLSNFFAQTEALAFGKSLEDVEAEFAAAGKT
                     PEQVAHVAPFKVFEGNRPTNSILLREITPFSLGALIALYEHKIFTQGVILNIYTFDQW
                     GVELGKQLANRILPELADDQEVTSHDSSTNALINRFKNWR"
     gene            3372411..3373796
                     /locus_tag="CH60_3114"
     CDS             3372411..3373796
                     /locus_tag="CH60_3114"
                     /EC_number="2.7.2.4"
                     /note="asp_kin_monofn: aspartate kinase, monofunctional
                     class;
                     [E] COG0527 Aspartokinases"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate kinase, monofunctional class"
                     /protein_id="AJK11342.1"
                     /translation="MIQVAPQQTRDAPSATVVAKFGGTSVASFDAMSRSADVVLSNPD
                     VRLVILSASAGITNLLVALADGSEPEKRADHLEDIRHIQYDIIARLTDSTVIREEIDR
                     MLENIAMLSEAASLATSPALTDELVSHGELMSTLLFVELLRQRQVAVEWFDVRKVMRT
                     NDRFGRAEPDTSALAELAQTLLAPRIEDAIVVTQGFIGSEGKGRTTTLGRGGSDYTAA
                     LLGEALNVSRIDIWTDVPGIYTTDPRVVPAAKRIDKIAFEEAAEMATFGAKILHPATL
                     LPAVRSDIPMFVGSSKDPAAGGTLVCNETYNPPLFRALALRRKQTLLTLHSLNMLHAR
                     GFLAEVFNILARHSISVDLITTSEVSVALTLDTTGSTSTGDSLLTTSLLTELSSLCRV
                     EVEEDLALVAIIGNNLSQACGVGKEVFGVLDPFNIRMICYGASSHNLCFLVPGNDADK
                     VVQTLHYNLFE"
     gene            3374591..3376054
                     /gene="shlB"
                     /locus_tag="CH60_3115"
     CDS             3374591..3376054
                     /gene="shlB"
                     /locus_tag="CH60_3115"
                     /note="[U] COG2831 Hemolysin activation/secretion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin transporter protein shlB"
                     /protein_id="AJK10643.1"
                     /translation="MLPEDTQCLPINGVYIQGITLLTEDDLSELSAIPEQCIHPDNIN
                     LLTRELTHIYMDKGYITARIQFIPPDADGKLGLDITEGFVEAIDSTDTGLDGETVFPN
                     MIGKPLNITRLDQGLDQANRLPSNKVTVDILPGTLPGGSILKLHNTPSTPWHLTTSMD
                     NYGNKNTGKWLSRNALSFDNPLGLSDSVSINISNTVDRPQHNYSRAYSMFYSVPYGAL
                     TFSGFGSYAEYRYPMKLQFNTAKLHGETQQHGLRADYVFYRDQSQINGLSAQLTYKRA
                     SNYLNEEKIAISSPTLTIFELGLNHLHVLPMGLFNINVSLEQGLPWLGAERSNGPLAN
                     YQDSQFTKAKTSITSNHYFALFDDTYLFSNQFYGQYTRDRLPGVEWLSITDSSAIRGF
                     SRNTLSADQGWYLQNTLSRRFTLGDATLTPRVGLDTGRLQQKPQGWVSAMGLSAGVSL
                     NYQNATLDIEASRGRLLSGPSKINDPTQILARFSYRF"
     gene            3376124..3381031
                     /gene="shlA"
                     /locus_tag="CH60_3116"
     CDS             3376124..3381031
                     /gene="shlA"
                     /locus_tag="CH60_3116"
                     /note="[U] COG3210 Large exoproteins involved in heme
                     utilization or adhesion"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin"
                     /protein_id="AJK14109.1"
                     /translation="MKKHTFKLSPAGKLAAAVTIISVSVATCYAAGIVGAGDSAHKPD
                     VSSVNGTSVINIVQPSASGLSHNQFQDFNVGEKGAVLNNATSAGNSILAGQLAANQNL
                     NGQAASIILNEVISRNPSLLLGQQEIFGMTADYILANPNGITCNGCGFMNTNRESLVV
                     GNPLIEQGSLKGFETFNNNNWLIIQDKGLTANKILDLIAPRIEVTGMVTSTEAINALS
                     GNNQISTDGQILESRQEDHPNRPTSLGGWFSSLFSSESEESIDGKYLGSMQSGRINLV
                     STREGSGVKIAGSLNGSEEINATIKGKLQLEAAKLGGNDININANSIQAFGNLHKNED
                     NGGVTQSLERTQLKGKNIAIVANKKNQLSAVKIDADNVTLRGGELVLDERILTKTEQE
                     SSSDGGNGVLGLGKWNWSENKEEKQQTSIGTTITAKNNASLESTQDDIKLSAATITAG
                     KNLAIKAKKDLHIDGAIEENSIHDYGHNYKHMVKDESWNNKTTKQTLNKTTLEAGKNL
                     GLTAENKITTQGIKASAGGDVVIDANDVKIGVQKTSNQETTDGKHERNLGLGGVDHNN
                     NDKYAETSHSSEITADGNILISVKDDVAITGSKVKATKDGFVQAKEGGIKIDNAISTT
                     TNKVDERTGVAFDITGSSKKANNSEEKSTGSEVVSEANLKIISKKDVDVIGSLVKSAG
                     ELGIETLGDINVAAAQEKQKIDEQKTLLTIDGFTSDDGKNQYQAGLKVEHTSESEKTE
                     KVINHGSTLEGGTVKLEADKDVTFTGSQLNTTKGDADITAENVSFVAAQDTTTSNKEK
                     ETVGVNAHYTGGMDKAGSGAGVSYEETKTDSEKSTAVVSHTDVKGDLNLNAKQEITNQ
                     GTDHNVEGSYAANATNVNNLAAENSETTTTTTNTVDVKYGGNIAYDGVTRPVEKTIES
                     GKKLDVGGVIENVGNVAPDSVNAGVDLSVNVGEKENKSSNSQAVVTSIKSGDISITAK
                     EDVKDQGTHYQADKGGIKIDAANHTFESAVNRAEESEKVVSGGVDMRIYTTTGEDINV
                     DAKGKGENKQQEVKAEQAQTGSMKAVGDIIINVQENARYQGTDLDSGDGKIAITAGEE
                     IKFEQATSHLSENHNKIDANAKANFGTKPNSKDFGGGLGGGHSQGSTSADIAQVSHLH
                     GKQGIELNAGKDLTLQGTEFGSKNAATGDVQLTAGGKVDFQAAQSQSSKQDMTWSASV
                     KAGKSKSNSTSENDDGTKTHTNNKGFSAGAEANVKNTDETSLTHQGGIINSNGAVTIK
                     ADGKDQQAIHLQNTNIISQETILNADNGGIVMESAQDKEHKNNWNVNTNLNGSQKNTI
                     KSDDQGVVDKDSAKKIHNAAIKLDGGVDKLDSVTQQNTHINSDKVTLNSAKNTELAGA
                     VLQANQISGQIGGDLNVISRENRLNKVNVSAALGGSHSNAKQDSLISQVANASPIMSD
                     KIKNKLEEKSTKIFDKVENKFNTLGKEKDDSVQTISYTKDGQTVKISEADEKKETKDK
                     WWQKGAKSVGKKIKSAVQDEQVVGGNGSVKANVEVVESQGVEEQSAIRGTQNVDLTVK
                     GKTDLVGGKISSKNSDVKLKTNGLETQDINGKYTEGGARLNASSSVMDMISDGAKDVM
                     DGKAPLVSGHGKSEQKNATGGITRE"
     gene            complement(3381127..3384822)
                     /gene="metH"
                     /locus_tag="CH60_3117"
     CDS             complement(3381127..3384822)
                     /gene="metH"
                     /locus_tag="CH60_3117"
                     /EC_number="2.1.1.13"
                     /note="metH: methionine synthase;
                     [E] COG1410 Methionine synthase I, cobalamin-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine synthase"
                     /protein_id="AJK13753.1"
                     /translation="MVDTVIDNKVKELHQQLAQRILVLDGGMGTMIQSYRLEEADYRG
                     ARFADWASDLKGNNDLLVLSKPEVITAIHNAYLEAGADILETNTFNSTSIAMADYQMA
                     SLSAEINYEAARLARICADEWSARTPEKPRYVAGVLGPTNRTASISPKVNDPAFRNVS
                     FDQLVEAYRESTRALIEGGVDLIMIETVFDTLNAKAATFAVESEFEVMGVLLPVMISG
                     TITDASGRTLSGQTTEAFYNSLRHVKPLSFGLNCALGPDELRQYVAELSRISEYYVSA
                     HPNAGLPNAFGEYDLEAKEMAEQIGEWARAGFLNIVGGCCGTTPRHIAAMVNAVAGVP
                     PRPLPDIPVACRLAGLEPLTIDANTLFVNVGERTNVTGSARFKRLIKEEKYGEALDVA
                     RQQVESGAQIIDINMDEGMLDAEAAMVRFLNLIAGEPDIARVPIMIDSSRWDVIEKGL
                     KCIQGKGIVNSISMKEGVDAFIHHAKLVRRYGAAMVVMAFDETGQADTRARKIEICRR
                     AYKILTETVGFPPEDIIFDPNIFAVATGIEEHNNYAVDFIEACADIKAELPHALISGG
                     VSNVSFSFRGNDPVREAIHAVFLYYAIRNGMDMGIVNAGQLAIYDDLSDELRDAVEDV
                     ILNRRDDSTERLLDLAEKYRDSKSGEVAIQQAEWRGWPVVKRLEYSLVKGITEFIELD
                     TEEARQQADRPIEVIEGPLMSGMNVVGDLFGEGKMFLPQVVKSARVMKQAVAYLEPYI
                     EASKQKGTTAGKILLATVKGDVHDIGKNIVGVVLQCNNYEIIDLGVMVPTEKILRTAR
                     EEKVDIIGLSGLITPSLDEMVNVAKEMERQGFTLPLLIGGATTSKAHTAVKIEQNYSG
                     STTYVSNASRSVGVVSALLSDTQREAFVAKTRKEYETVRIQHARKKPRTPPVSLQAAR
                     NNPTVIDWENYTPPVAHKLGVQVVEASIETLRNYIDWTPFFMTWSLAGKYPRILEDEV
                     VGEEAKRLLADANALLDKLSAEDLLHPKGVVGLFPANSVGDDIEIYRDERRDEVLAIS
                     YHLRQQTEKTDFPNYCLADYVAPKSSGKADYFGAFAVTGGLEEDALADAYDAQHDDYN
                     KIMIKALSDRLAEAFAEYLHERVRKVYWGFAPNENLSNEELVRENYQGIRPAPGYPAC
                     PEHTEKGQIWQLLDVETHTGMKLTESYAMWPGASVSGWYFSHPDSKYFAVAQIQRDQV
                     EDYAARKGMPTAEVERWLAPNLGYDAD"
     gene            3385037..3385879
                     /gene="iclR"
                     /locus_tag="CH60_3118"
     CDS             3385037..3385879
                     /gene="iclR"
                     /locus_tag="CH60_3118"
                     /note="[K] COG1414 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="acetate operon repressor"
                     /protein_id="AJK11938.1"
                     /translation="MALPIPIKRGKKPKAATQNTPAATGQVQSLTRGLKLLEYISESD
                     GNVALTDLAQQAGLPNSTTHRLLTTMQQQGFVRQVGDLGLWTMGAHAFIVGSSFLQSR
                     NLLAMVHPMLRRLMDESGETVNLAVLDHSDYQAIIIDQVQCTALMRMSAPIGGKLPMH
                     ASGAGKAFLSTLPDDQLVQLLHKKGLHAYTQHTRTNPTSLKENLALIRKQGYSFDDEE
                     HALGLRCIAACLFDEHHEAFAAISISGPISRITDDRVTELGALVIHAAKEITQSYGGG
                     TGVK"
     gene            complement(3385999..3387726)
                     /locus_tag="CH60_3119"
     CDS             complement(3385999..3387726)
                     /locus_tag="CH60_3119"
                     /note="[T] COG4579 Isocitrate dehydrogenase
                     kinase/phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate dehydrogenase kinase/phosphatase
                     family protein"
                     /protein_id="AJK14170.1"
                     /translation="MVAKLEQLIAQTILQGFDAQYGRFLEVTAGAQHRFEQADWHAVQ
                     QAMKKRIHLYDHHVGLVVEQLKYITDQRHFDVEFLARVKEIYTGLLPDYPRFEIAESF
                     FNSVYCRLFKHRDLTPDKLFVFSSQPERRFREIPRPLARDFIPKGDLSGMLQMVLNDL
                     SLRLHWENLSRDIDYIVMAIRQAFTDEQLASAHFQIANELFYRNKAAWLVGKLRLNGD
                     IYPFLLPIHHNESGELFIDTCLTSKAEASIVFGFARSYFMVYVPLPAAMVEWLREILP
                     GKSTAELYTAIGCQKHGKTESYREYLAFIHQSSEQFIIAPGVKGMVMLVFTLPSFDRV
                     FKVIKDQFAPQKEVTQARVLECYQLVKEHDRVGRMADTQEYENFVIDKHRISPELLAE
                     LQHEVPEKLEDLGDKIVIKHLYMERRMTPLNLYMEQADDQQLKDAIEEYGNAIKQLAA
                     ANIFPGDMLFKNFGVTRHGRVVFYDYDEICYMTEVNFRDIPPPRYPEDEMASEPWYSV
                     SPNDVFPEEFRHFLCSDRKVRHFFEEMHGDLFQASYWRGLQQRIRDGHVEDVFAYRRK
                     QRFSQRALN"
     gene            complement(3387982..3389289)
                     /gene="aceA"
                     /locus_tag="CH60_3120"
     CDS             complement(3387982..3389289)
                     /gene="aceA"
                     /locus_tag="CH60_3120"
                     /EC_number="4.1.3.1"
                     /note="isocit_lyase: isocitrate lyase;
                     [C] COG2224 Isocitrate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate lyase"
                     /protein_id="AJK13497.1"
                     /translation="MTISRTQQIQQLEQEWTSPRWKNITRPYSAEDVIKLRGSVNPEC
                     TFAQNGAKKLWELLHGGSRKGYINCLGALTGGQALQQAKAGVEAIYMSGWQVAADANT
                     ASSMYPDQSLYPVDSVPAVVKRINNSFRRADQIQWSNNIEPGSKGYTDYFLPIVADAE
                     AGFGGVLNAFELMKAMIEAGAAGVHFEDQLAAVKKCGHMGGKVLVPTQEAIQKLVAAR
                     LAADVLGVPTLLIARTDADAADLLTSDCDPYDREFITGDRTAEGFFRTRAGIEQAISR
                     GLAYAPYADLVWCETSTPDLALAKRFADAVHAQFPGKLLAYNCSPSFNWKKNLTDQQI
                     ASFQDELSAMGYKYQFITLAGIHSMWFNMFDLAHAYAQGEGMKHYVEKVQQPEFASVD
                     RGYTFASHQQEVGTGYFDKVTNIIQGGASSVTALTGSTEEQQF"
     gene            complement(3389336..3390934)
                     /gene="aceB"
                     /locus_tag="CH60_3121"
     CDS             complement(3389336..3390934)
                     /gene="aceB"
                     /locus_tag="CH60_3121"
                     /EC_number="2.3.3.9"
                     /note="malate_syn_A: malate synthase A;
                     [C] COG2225 Malate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="malate synthase A"
                     /protein_id="AJK11335.1"
                     /translation="MRQQLAGTELVFTQPFNAAERQVLPDKAIEFLTELVVKFSESRN
                     QLLATRASWQQTIDQGALPDFILETNSIRDGDWKIQGIPADLRDRRVEITGPVERKMV
                     INALNANVKVFMADFEDSLAPSWDKVIDGQINLHDAVKGTISYTNESGKVYQLKPNPA
                     VLIARVRGLHLPEKHVKWQDEAIPGGLFDFALYFYHNYQQLLAKGSGPYFYLPKMQSY
                     QEAAWWSDVFNFTEQRFGLSQGTIKATVLIETLPAVFQMDEILYHLRHHIVGLNCGRW
                     DYIFSYIKTLKNHPDRVLPDRQSVTMNKPFLSAYSRLLIKTCHKRGALAMGGMAAFIP
                     DKDAEKNKLVLDKVRADKELEASNGHDGTWVAHPGLADTVMDVFNKVLGSRPNQLEVS
                     REQDKPITAAELLEPCSGERTEAGMRANIRVAVQYIEAWISGNGCVPIYGLMEDAATA
                     EISRTSIWQWIHHQKSLSNGQTVTKELFRSMLSEEIQVVKLELGAERFDRGRFEEAAR
                     LMERITTQDELIDFLTLPGYALLA"
     gene            complement(3391355..3392284)
                     /gene="metA"
                     /locus_tag="CH60_3122"
     CDS             complement(3391355..3392284)
                     /gene="metA"
                     /locus_tag="CH60_3122"
                     /EC_number="2.3.1.46"
                     /note="metA: homoserine O-succinyltransferase;
                     [E] COG1897 Homoserine trans-succinylase"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine O-succinyltransferase"
                     /protein_id="AJK12693.1"
                     /translation="MPIRVPDELPAVSFLRNENVFVMASSRAKTQEIRPLKVLILNLM
                     PKKIETENQFLRLLSNSPLQVDIQLLRVDSRESKNTPTEHLNNFYCDFEDIQDQNFDG
                     LIVTGAPLGLVDFCDVAYWPQIERIIAWAKEHVTSTLFVCWAVQAALNILYGIPKMTR
                     EVKLSGIYQHQTLEPLALLTRGFDETFLAPHSRYADFPVEVLQQYTDLDILVSSEEAG
                     AYLFASKDKRVAFVTGHPEYDVDTLAGEYQRDLAAGLNPQVPLNYFPSDDASLRPKAS
                     WRSHGHLLFANWLNYYVYQITPFDLRHMNPTLD"
     gene            3392352..3392624
                     /locus_tag="CH60_3123"
     CDS             3392352..3392624
                     /locus_tag="CH60_3123"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14051.1"
                     /translation="MKSRANCNNLKMFHRDSEFITVSLYKAGKGALENSFKLLIVYNV
                     AYRIYCLGKAINFRTLISINTSIRCLLNSLNFKLISDIFIGIILPI"
     gene            complement(3392870..3394078)
                     /locus_tag="CH60_3124"
     CDS             complement(3392870..3394078)
                     /locus_tag="CH60_3124"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK11161.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(3394347..3394459)
                     /locus_tag="CH60_3125"
     rRNA            complement(3394347..3394459)
                     /locus_tag="CH60_3125"
                     /product="5S ribosomal RNA"
     gene            complement(3394503..3394578)
                     /locus_tag="CH60_3126"
     tRNA            complement(3394503..3394578)
                     /locus_tag="CH60_3126"
                     /product="tRNA-Thr"
     gene            complement(3394594..3394706)
                     /locus_tag="CH60_3127"
     rRNA            complement(3394594..3394706)
                     /locus_tag="CH60_3127"
                     /product="5S ribosomal RNA"
     gene            complement(3394820..3397719)
                     /locus_tag="CH60_3129"
     rRNA            complement(3394820..3397719)
                     /locus_tag="CH60_3129"
                     /product="23S ribosomal RNA"
     gene            complement(3397974..3398049)
                     /locus_tag="CH60_3131"
     tRNA            complement(3397974..3398049)
                     /locus_tag="CH60_3131"
                     /product="tRNA-Glu"
     gene            complement(3398191..3399715)
                     /locus_tag="CH60_3132"
     rRNA            complement(3398191..3399715)
                     /locus_tag="CH60_3132"
                     /product="16S ribosomal RNA"
     gene            complement(3399852..3399971)
                     /locus_tag="CH60_3134"
     CDS             complement(3399852..3399971)
                     /locus_tag="CH60_3134"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12728.1"
                     /translation="MRTSRYQPSVANALLFNNLSDNLCGHSQDDIDACFGRQK"
     gene            3400382..3401971
                     /gene="purH"
                     /locus_tag="CH60_3135"
     CDS             3400382..3401971
                     /gene="purH"
                     /locus_tag="CH60_3135"
                     /EC_number="2.1.2.3"
                     /note="purH: phosphoribosylaminoimidazolecarboxamide
                     formyltransferase/IMP cyclohydrolase;
                     [F] COG0138 AICAR transformylase/IMP cyclohydrolase PurH
                     (only IMP cyclohydrolase domain in Aful)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazolecarboxamide
                     formyltransferase/IMP cyclohydrolase"
                     /protein_id="AJK11131.1"
                     /translation="MQQRRPIRRALLSVSDKAGIIEFAQALSQRGIELLSTGGTARLL
                     ADAGLPVTEVSDYTGFPEMMDGRVKTLHPKVHGGILGRRGQDDGIMAQHGIQPIDIVV
                     VNLYPFAQTVARPDCSLEDAVENIDIGGPTMVRSAAKNHKDVAIVVKSSDYPAIITEL
                     DNNDGSLTYPTRFNLAIKAFEHTAAYDSMIANYFGTLVPPYHGDTEQPSGHFPRTLNL
                     NYIKKQDMRYGENSHQQAAFYIEEDVKEASVATAQQLQGKALSYNNIADTDAALECVK
                     EFSEPACVIVKHANPCGVAIGDSILAAYERAYQTDPTSAFGGIIAFNRELDAATASAI
                     ISRQFVEVIIAPTVSSDALALLAAKQNVRVLTCGQWQARSAGLDFKRVNGGLLVQERD
                     LGMVTAADLRVVSKRQPTEQELRDALFCWKVAKFVKSNAIVYARDNMTIGIGAGQMSR
                     VYSAKIAGIKAADEGLEVAGSAMASDAFFPFRDGIDAAAAVGITCVIQPGGSIRDDEV
                     IAAADEHSIAMIFTDMRHFRH"
     gene            3402031..3403317
                     /gene="purD"
                     /locus_tag="CH60_3136"
     CDS             3402031..3403317
                     /gene="purD"
                     /locus_tag="CH60_3136"
                     /EC_number="6.3.4.13"
                     /note="[F] COG0151 Phosphoribosylamine-glycine ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylamine--glycine ligase"
                     /protein_id="AJK12827.1"
                     /translation="MNILIIGNGGREHALGWKAAQSPLADKIYVAPGNAGTALEPTLE
                     NVDIAATDIAGLLAFAQSHDIGLTIVGPEAPLVIGVVDAFRAAGLAIFGPTQAAAQLE
                     GSKAFTKDFLARHNIPSAEYQNFTDVEAALAYVRQKGAPIVIKADGLAAGKGVIVAMT
                     QEEAETAVNDMLAGNAFGDAGHRIVVEEFLDGEEASFIVMVDGENVLPMATSQDHKRV
                     GDGDTGPNTGGMGAYSPAPVVTDDVHQRVMDQVIWPTVRGMAAEGNIYTGFLYAGLMI
                     SADGQPKVIEFNCRFGDPETQPIMLRMRSDLVELCLAGTQGKLNEKTSDWDERPSLGV
                     VLAAGGYPADYRQGDVIHGLPQQEVKDGKVFHAGTKLNGNHEVVTNGGRVLCVTALGE
                     TVAQAQQYAYQLAEGIQWEGVFCRKDIGYRAIARGK"
     gene            complement(3403484..3404137)
                     /locus_tag="CH60_3137"
     CDS             complement(3403484..3404137)
                     /locus_tag="CH60_3137"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14446.1"
                     /translation="MQRVLITFGLTLGLSACSSLSDPPQFSASGYIADSGVVRLWRQD
                     NAQQQPQVLMSVYSPYFGGNTRVTFYEYQNGILREIRRNDLGATPQSVQLRFDEQGQV
                     SFMQRQLASRRESLSADDIAVYQLEAKRILELSRVLRAGDVRLIQGRWQDGMLTTCAG
                     KTLRLNLDDNSQAWLTTRGEKNTQPLGVAWLDSSEGQQLLLVANQDFCRWEPQAGSL"
     gene            complement(3404187..3404462)
                     /gene="hupA"
                     /locus_tag="CH60_3138"
     CDS             complement(3404187..3404462)
                     /gene="hupA"
                     /locus_tag="CH60_3138"
                     /note="[L] COG0776 Bacterial nucleoid DNA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein HU-alpha"
                     /protein_id="AJK10972.1"
                     /translation="MNKTQLIDVIADKADLSKVQAKAALESTLAAITESLKEGDPVQL
                     VGFGTFKVNHRNERTGRNPQTGKEIKIAAANVPAFVSGKALKDAVKS"
     gene            complement(3404651..3405241)
                     /locus_tag="CH60_3139"
     CDS             complement(3404651..3405241)
                     /locus_tag="CH60_3139"
                     /note="conserved hypothetical protein;
                     [S] COG3068 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12593.1"
                     /translation="MLRNPIHLRLEKLESWQHLTFMACLCERMYPNYQQFCLETGFGD
                     PAVYRRILDLIWETLVVKDAKVNFDSQLEKLEEAIPSSDDYAIYGVYPAIDACIALSE
                     AIHSRLSGETLEHAIAISEASIRTVAMLEMTLAGKEMTDEELKILPAIEEEWDIQWEI
                     FRLLADCEERDLDLIKGLRSDLREAAVSNIGINLTQ"
     gene            complement(3405287..3405991)
                     /gene="nfi"
                     /locus_tag="CH60_3140"
     CDS             complement(3405287..3405991)
                     /gene="nfi"
                     /locus_tag="CH60_3140"
                     /EC_number="3.1.21.7"
                     /note="[L] COG1515 Deoxyinosine 3'endonuclease
                     (endonuclease V)"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease V"
                     /protein_id="AJK10820.1"
                     /translation="MFDTKALQAEQRQRASEISLHDGIDNQSVRFIAGADVGFEQHGE
                     ITRAAIAILRYPSLALVEYQVARVATSLPYIPGLLSFREYPALLAAWAQLQQRPDLIL
                     VDGQGIAHPRRLGVASHFGLLVDVPTIGVAKSRLCGDFLPLHQDVGAVQPLFDNDEQL
                     GWVWRSKIRCNPLFISPGHRVSVGSALAWVQRCMAGYRLPEPTRWADAIASNRPQFQR
                     WLRKNPDFLGKRRDMI"
     gene            complement(3406057..3407124)
                     /gene="hemE"
                     /locus_tag="CH60_3141"
     CDS             complement(3406057..3407124)
                     /gene="hemE"
                     /locus_tag="CH60_3141"
                     /EC_number="4.1.1.37"
                     /note="hemE: uroporphyrinogen decarboxylase;
                     [H] COG0407 Uroporphyrinogen-III decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen decarboxylase"
                     /protein_id="AJK13422.1"
                     /translation="MNELKNDRYLRALLRQPVDMTPVWMMRQAGRYLPEYKATRAIAG
                     DFMSLCKNAELACEVTMQPLRRYPLDAAILFSDILTIPDAMGLGLYFETGEGPRFQSP
                     ITCRADVEKLPIPDPEQELGYVMNAVRTIRRELAGSVPLIGFSGSPWTLATYMVEGGS
                     SKAFTKLKKMMYAEPQTLHLLLDKLADSVILYLNAQIKAGAQSVMIFDTWGGVLTGRD
                     YHEFSLNYMHKIVDGLIRENEGRRVPVTLFTKGGGPWLEAMAATGCDALGLDWTTDIA
                     DARRRVGDKVALQGNMDPSVLYAPPARIEQEVSTILASFGQGEGHVFNLGHGIHQDVP
                     PAHAGAFVNAVHALSRPYHQK"
     gene            complement(3407243..3408028)
                     /locus_tag="CH60_3142"
     CDS             complement(3407243..3408028)
                     /locus_tag="CH60_3142"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13179.1"
                     /translation="MRPIITQTVQPVTSMYPSLPKAFIQDKVMLSLHNKAALDSTIKG
                     DAVRALLLHAYVDIKGNEVERRTTAVGIQKLYEEVLQELLYQDPKCISVMISHTANPP
                     TPLSIASPERVMQMMHQNIRQDIASQKTITDRTQTLHNLLSYKNQFQYKAIYDQPRLK
                     PEENYNFKMVNDVHENLHSIQTDSCCKAGALTGATYFLQDSPGEIHVFGIRITQANEE
                     SGKVELFQGLKSDVQTNNKLDSLYLLLRGNSHQSPDDISSSVG"
     gene            complement(3408121..3408903)
                     /locus_tag="CH60_3143"
     CDS             complement(3408121..3408903)
                     /locus_tag="CH60_3143"
                     /note="[L] COG2816 NTP pyrophosphohydrolases containing a
                     Zn-finger, probably nucleic-acid-binding"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH pyrophosphatase zinc ribbon domain protein"
                     /protein_id="AJK11939.1"
                     /translation="MELQLTGKESGWWIVSHENKLWLPKGELPQGNAANWSLQGTTAR
                     QIGEWQGQSVWLIRQMMPSGMGSVRQLLDVDRGLFQLAGRGVQLAEFYRSHRFCGYCG
                     HEMHASRTEWASLCNHCRERYYPQIAPCVIVAIRRGDEILLAQHVRHRGGINTVLAGF
                     VEVGETLEQAVSREVLEESNIHIKNLRYVTSQPWPFPHSLMMAFMADYDSGELCHDPK
                     ELLNAGWYRYDQLPLLPPPGTVARRLIEDTVVLCREHSDLSQ"
     gene            3409000..3409509
                     /locus_tag="CH60_3144"
     CDS             3409000..3409509
                     /locus_tag="CH60_3144"
                     /note="[K] COG3160 Regulator of sigma D"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of RNA polymerase sigma(70) subunit,
                     Rsd/AlgQ family protein"
                     /protein_id="AJK10745.1"
                     /translation="MLNRLESLTQRVGGSNELIDQWLHARKELLVSYCTVIGIKPQKE
                     KHTPLNAKTLENFCHNLVDYLSSGHFHLYDRIIKEVEGASSPKMALTAKIHPALKNNT
                     QTIMAFHDCYTNIEIDDDSCTEYQQALSDIGEALDARFRLEDQLIQWAAESWQAAQLA
                     DADKKSQVN"
     gene            3409885..3411930
                     /gene="thiC"
                     /locus_tag="CH60_3145"
     CDS             3409885..3411930
                     /gene="thiC"
                     /locus_tag="CH60_3145"
                     /EC_number="4.1.99.17"
                     /note="thiC: phosphomethylpyrimidine synthase;
                     [H] COG0422 Thiamine biosynthesis protein ThiC"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphomethylpyrimidine synthase"
                     /protein_id="AJK10789.1"
                     /translation="MSNNTTSLPAENSSHPRKGTPIRKKQREEAQQFINTLQGVTFPN
                     SQRIYLQGSRPDIQVPMREIQLSPTQIGGSKNEPRYEDNEAIPVYDTSGPYGDPQAKL
                     DVHNGLPKLRAAWVADRQDTEALASVSSGFTQQRLADEGLDHLRFEHLPRPRKAATGQ
                     CVTQLHYARQGKITPEMEFIALRENMGRERIRGEVLLQQHPGQAFGAHLPENITAEFV
                     RQEVAAGRAIIPANINHPESEPMIIGRNFLVKVNANIGNSAVTSSIEEEVEKLVWSTR
                     WGADTVMDLSTGRYIHETREWILRNSPVPIGTVPIYQALEKVNGVAENLTWEMFRDTL
                     LEQAEQGVDYFTLHAGVLLRYVPMTAKRLTGIVSRGGSIMAKWCLSHHQENFLYQHFR
                     EICQICAAYDVSLSLGDGLRPGSIQDANDEAQFAELHTLGELTKIAWEYDVQVMIEGP
                     GHVPMQMIRRNMTEELEHCHEAPFYTLGPLTTDIAPGYDHFTSGIGAAMIGWFGCAML
                     CYVTPKEHLGLPNKEDVKQGLITYKIAAHAADLAKGHPGAQIRDNAMSKARFEFRWED
                     QFNLALDPATARAYHDETLPQESGKVAHFCSMCGPKFCSMKISQEVRDYAAAQEQAAA
                     QAQAATPTTAAQPIDITQPINMLQSGMEKMSAEFRSRGSELYHRPANLSAEANNEPT"
     gene            3411917..3412591
                     /gene="thiE"
                     /locus_tag="CH60_3146"
     CDS             3411917..3412591
                     /gene="thiE"
                     /locus_tag="CH60_3146"
                     /EC_number="2.5.1.3"
                     /note="thiE: thiamine-phosphate diphosphorylase;
                     [H] COG0352 Thiamine monophosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine-phosphate diphosphorylase"
                     /protein_id="AJK13980.1"
                     /translation="MSQLDALSPVATPGFPSTEQRLGLYPVVDSLLWIERLLAAGVTT
                     LQLRIKNADDAQVEQDIVAAIELGKRYQARLFINDYWQLAVKHGAYGVHLGQEDLEAA
                     DLAAIQQAGLRLGISTHDEHELAVAKTLRPSYIALGHIFPTQTKQMPSSPQGLASLSR
                     QVKNTPDYPTVAIGGISIERVPHVLATGVGSVAVVSAITLASDWQRATAQLLHLIEGK
                     ELADEK"
     gene            3412581..3413378
                     /locus_tag="CH60_3147"
     CDS             3412581..3413378
                     /locus_tag="CH60_3147"
                     /note="[H] COG0476 Dinucleotide-utilizing enzymes involved
                     in molybdopterin and thiamine biosynthesis family 2"
                     /codon_start=1
                     /transl_table=11
                     /product="thiF family protein"
                     /protein_id="AJK14191.1"
                     /translation="MKNDQTLSDSEFLRYSRQLLLEDIGPEGQRKLKGASVLIVGLGG
                     LGSPAALYLAAAGVGQLLLADDDQLDLTNLQRQILYRTADIGQTLSNPTSSVSHNKAR
                     LAQRHLQQLNPQIRIVALDTRLTGQVLTDAVANADLVLDCSDNMETRHQVNAACVTAQ
                     KPLISGSAVGFSGQLLVIEPPYAQGCYACIYPDKELPQRNCRTAGVLGPVVGVIGTLQ
                     ALEAIKMLAGIPLALSGKLRLFDGKQQSWSTLQLTRAAHCPACGGGL"
     gene            3413375..3413590
                     /gene="thiS"
                     /locus_tag="CH60_3148"
     CDS             3413375..3413590
                     /gene="thiS"
                     /locus_tag="CH60_3148"
                     /note="thiS: thiamine biosynthesis protein ThiS;
                     [H] COG2104 Sulfur transfer protein involved in thiamine
                     biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein ThiS"
                     /protein_id="AJK10960.1"
                     /translation="MKTNYIPIMLNDQPLEVECNLTAEMLLNQLKHHQPGTALAINQV
                     IIPRADWQNHRLQAGDHILLFQAIAGG"
     gene            3413592..3414407
                     /locus_tag="CH60_3149"
     CDS             3413592..3414407
                     /locus_tag="CH60_3149"
                     /note="[H] COG2022 Uncharacterized enzyme of thiazole
                     biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine biosynthesis family protein"
                     /protein_id="AJK12605.1"
                     /translation="MLKIADTTFTSRLFTGTGKFSSPELMLEALRASGSQLITMAMKR
                     VDLQSGNDAILAPLRQLGVRLLPNTSGAKTAEEAIFAARLAREALNTHWVKLEIHPDV
                     RYLLPDPIETLKAAEVLVKEGFVVLPYCGADPVLCKRLEEVGCAAVMPLGSPIGSNLG
                     LRTRDFLQIIIEQSKVPVVVDAGIGAPSHALEALELGADAVLVNTAIAVAHSPVQMAH
                     AFRLAVESGERARLAGLGASPFNPSQPDTLQLRATATSPLTGFLSQLEEQDHV"
     gene            3414400..3415530
                     /gene="thiH"
                     /locus_tag="CH60_3150"
     CDS             3414400..3415530
                     /gene="thiH"
                     /locus_tag="CH60_3150"
                     /note="thiH: thiazole biosynthesis protein ThiH;
                     [HR] COG1060 Thiamine biosynthesis enzyme ThiH and related
                     uncharacterized enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="thiazole biosynthesis protein ThiH"
                     /protein_id="AJK14319.1"
                     /translation="MSEDFNQRWQQLDWDDISLTINSKKPADVERALNAIKPTREDLM
                     ALISPAALAYLEPMAQKAQQLTRQRFGNTVSFYVPLYLSNLCANDCTYCGFSMSNRIK
                     RKTLDEAEIIRECEAIKALGFEHLLLVTGEHQTKVGMDYFRRHLPTIRSRFSSLMMEV
                     QPLAEDEYTELKALGLDGVMVYQETYHPATYQQHHLRGHKQDFHWRLATPDRLGRAGI
                     DKIGLGALIGLSNSWRTDCYMLAEHLFYLQQTYWQTRYSISFPRLRPCAGGIEPASIM
                     SEPQLLQLICAFRLFAPDVELSLSTRESPFFRDNVIPVAINNVSAGSKTQPGGYADDH
                     PELEQFAPHDNRSPEQVAQALTKAGLQPVWKDWDSHLGRSLR"
     gene            complement(3415834..3420054)
                     /gene="rpoC"
                     /locus_tag="CH60_3151"
     CDS             complement(3415834..3420054)
                     /gene="rpoC"
                     /locus_tag="CH60_3151"
                     /EC_number="2.7.7.6"
                     /note="rpoC_TIGR: DNA-directed RNA polymerase, beta'
                     subunit;
                     [K] COG0086 DNA-directed RNA polymerase, beta' subunit/160
                     kD subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, beta' subunit"
                     /protein_id="AJK12823.1"
                     /translation="MKDLLKFLKAQTKTEEFDAIKIALASPDMIRSWSFGEVKKPETI
                     NYRTFKPERDGLFCARIFGPVKDYECLCGKYKRLKHRGVICEKCGVEVTQTKVRRERM
                     GHIELASPTAHIWFLKSLPSRIGLLLDMPLRDIERVLYFESYVVIEGGMTNLERRQIL
                     TEEQYLDALEEFGDEFDAKMGAEAIQALLKNMDLEAECEILREELNETNSETKRKKLT
                     KRIKLLEAFVQSGNKPEWMILTVLPVLPPDLRPLVPLDGGRFATSDLNDLYRRVINRN
                     NRLKRLLDLAAPDIIVRNEKRMLQEAVDALLDNGRRGRAITGSNKRPLKSLADMIKGK
                     QGRFRQNLLGKRVDYSGRSVITVGPYLRLHQCGLPKKMALELFKPFIYGKLELRGLAT
                     TIKAAKKMVEREEAVVWDILDEVIREHPVLLNRAPTLHRLGIQAFEPVLIEGKAIQLH
                     PLVCAAYNADFDGDQMAVHVPLTLEAQLEARALMMSTNNILSPANGEPIIVPSQDVVL
                     GLYYMTRDCVNAKGEGMVLTGPKEAERIYRAGLASLHARVKVRITEEIRNTEGESITR
                     TSIIDTTVGRAILWMIVPQGLPYSIVNQPLGKKAISKMLNTCYRILGLKPTVIFADQI
                     MYTGFAYAARSGASVGIDDMVIPEAKAGIIEEAETEVAEIQEQFQSGLVTAGERYNKV
                     IDIWAAANERVAKAMMDNLSVEDVVNRDGVVEQQVSFNSIFMMADSGARGSAAQIRQL
                     AGMRGLMAKPDGSIIETPITANFREGLNVLQYFISTHGARKGLADTALKTANSGYLTR
                     RLVDVAQDLVVTEDDCGTHNGIVMTPVIEGGDVKEPLRDRVLGRVTAEEVIKPGSADI
                     LVPRNTLLDEKWCDLLEENSVDSVKVRSVVSCETDFGVCANCYGRDLARGHIINKGEA
                     VGVIAAQSIGEPGTQLTMRTFHIGGAASRAAAESSIQVKNKGSLKLSNVKFVTNAAGK
                     LVITSRNTELKLIDEFGRTKESYKVPYGAVMAKGDGAEVQGGETVANWDPHIMPVVTE
                     VSGFIRFADMVDGQTITRQTDELTGLSSLVVLDSAERTGSGKDLRPALKIVDAKGNDV
                     LIPGTDMPAQYFLPGKAIVQLEDGIQIGAGDTLARIPQESSGTKDITGGLPRVADLFE
                     ARRPKEPAILAEISGIISFGKETKGKRRLVISPLDGSDAYEEMIPKWRQLNVFEGEVV
                     ERGDVVSDGPESPHDILRLRGVHAVTRYITNEVQEVYRLQGVKINDKHIEVIVRQMLR
                     KGTIVDAGSTDFLEGEQAEMSRVKIANRKLAAEGKIEATFTRDLLGITKASLATESFI
                     SAASFQETTRVLTEAAVAGKRDELRGLKENVIVGRLIPAGTGYAYHQDRMRRKAQGEA
                     PVVPQVSADEATANLAELLNAGFGNNKG"
     gene            complement(3420183..3424211)
                     /gene="rpoB"
                     /locus_tag="CH60_3152"
     CDS             complement(3420183..3424211)
                     /gene="rpoB"
                     /locus_tag="CH60_3152"
                     /EC_number="2.7.7.6"
                     /note="rpoB: DNA-directed RNA polymerase, beta subunit;
                     [K] COG0085 DNA-directed RNA polymerase, beta subunit/140
                     kD subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, beta subunit"
                     /protein_id="AJK12775.1"
                     /translation="MVYSYTEKKRIRKDFGKRPQVLDIPYLLSIQLDSFQKFIEQDPE
                     GQHGLEAAFRSVFPIQSYSGNSELQYVSYRLGEPVFDVKECQIRGVTYSAPLRVKLRL
                     VIYEREAPEGTVKDIKEQEVYMGEIPLMTENGTFVINGTERVIVSQLHRSPGVFFDSD
                     KGKTHSSGKVLYNARIIPYRGSWLDFEFDPKDNLFVRIDRRRKLPATIILRALNFTTA
                     QILDLFFEKVVFEIRDNKLQMELVPERLRGETASFDIEANGKVYVEKARRITARHIRQ
                     LEKDGIDRIEVPVEYIAGKVVAKDYVDASTGELICAANMELSLDLLAKLSQAGHKQIE
                     TLFTNDLDHGAYISETLRVDPTSDRLSALVEIYRMMRPGEPPTREAAENLFENLFFSE
                     DRYDLSAVGRMKFNRSLLRDEIEGSGILSKEDITEVMKKLIDIRNGRGEVDDIDHLGN
                     RRIRSVGEMAENQFRVGLVRVERAVKERLSLGDLDTLMPQDMINAKPISAAVKEFFGS
                     SQLSQFMDQNNPLSEITHKRRISALGPGGLTRERAGFEVRDVHPTHYGRVCPIETPEG
                     PNIGLINSLSVYAQTNEYGFLETPYRRVRDGVVTDEINYLSAIEEGNFVIAQANSNLD
                     DEGRFLEDLVTCRSKGESSLFSREQVDYMDVSTQQIVSVGASLIPFLEHDDANRALMG
                     ANMQRQAVPTLRADKPLVGTGMERAVAVDSGVTSVAKRGGTVQYVDASRIVIKVNEDE
                     MHPGEAGIDIYNLTKYTRSNQNTCINQMPCVNLGEPIERGDVLADGPSTDLGELALGQ
                     NMRVAFMPWNGYNFEDSILVSERVVQEDRFTTIHIQELACVSRDTKLGPEEITADIPN
                     VGEAALSKLDESGIVYIGAEVTGGDILVGKVTPKGETQLTPEEKLLRAIFGEKASDVK
                     DSSLRVPNGVSGTVIDVQVFTRDGVEKDKRALEIEEMQLKQAKKDLTEELQILEAGLF
                     ARIHAVLVSGGIEAEKLSKLPRERWLELGLTDEDKQNQLEQLAEQYDEMKSEFEKKMD
                     AKRRKITQGDDLAPGVLKIVKVYLAVKRQIQPGDKMAGRHGNKGVISKINPIEDMPYD
                     ENGTPVDIVLNPLGVPSRMNIGQILETHLGMAAKGIGEKINAMLKKQEEVAKLREFIQ
                     KAYDLGDNVCQKVDLSTFTDDEVLRLAENLKKGMPIATPVFDGATEKEIKELLQLGGL
                     PTSGQITLFDGRTGEQFERQVTVGYMYMLKLNHLVDDKMHARSTGSYSLVTQQPLGGK
                     AQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVNGRTKMYKNIVDGDHRMEPGMP
                     ESFNVLLKEIRSLGINIELEEE"
     gene            3424271..3424408
                     /locus_tag="CH60_3153"
     CDS             3424271..3424408
                     /locus_tag="CH60_3153"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11849.1"
                     /translation="MQHYYFDREVETLPGILFSITLKPFHRVTLTTELPEWVVAENAV
                     Y"
     gene            complement(3424554..3424922)
                     /gene="rplL"
                     /locus_tag="CH60_3154"
     CDS             complement(3424554..3424922)
                     /gene="rplL"
                     /locus_tag="CH60_3154"
                     /note="L12: ribosomal protein L7/L12;
                     [J] COG0222 Ribosomal protein L7/L12"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L7/L12"
                     /protein_id="AJK12263.1"
                     /translation="MSTITKDQILEGVAALSVMEIVELISAMEEKFGVSAAAVAAGPA
                     AAVEAAEEQTEFDVVLASFGENKVAVIKAVRGATGLGLKEAKDLVESAPAVLKEGVNK
                     DEAETLKKSLEEAGASVEIK"
     gene            complement(3424989..3425486)
                     /gene="rplJ"
                     /locus_tag="CH60_3155"
     CDS             complement(3424989..3425486)
                     /gene="rplJ"
                     /locus_tag="CH60_3155"
                     /note="[J] COG0244 Ribosomal protein L10"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L10"
                     /protein_id="AJK10869.1"
                     /translation="MALNLQGKQAIVAEVKEVAKGALSAVVADSRGVTVDKMTELRRA
                     GREAGVHMQVVRNTLLRRIVEGTPFECLKDTFVGPTLIAFSAEHPGAAARLFKAFAKD
                     NAKFEVKAAAFEGELIPAAQIDRLATLPTYEEAIARLMGTMKEAAAGKLVRTLAALRD
                     QKEAA"
     gene            complement(3425851..3426555)
                     /gene="rplA"
                     /locus_tag="CH60_3156"
     CDS             complement(3425851..3426555)
                     /gene="rplA"
                     /locus_tag="CH60_3156"
                     /note="rplA_bact: ribosomal protein L1;
                     [J] COG0081 Ribosomal protein L1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L1"
                     /protein_id="AJK11362.1"
                     /translation="MAKLTKRMRVIRDKVDVTKQYDINEAVALLKELATAKFVESVDV
                     AVNLGIDARKSDQNVRGATVLPHGTGRSVRVAVFAQGANAEAAKEAGAELVGMDDLAD
                     QIKKGEMNFDVVIASPDAMRVVGQLGQILGPRGLMPNPKVGTVTPNVAEAVKNAKAGQ
                     VRYRNDKNGIIHTTIGKVDFDSDKLKENLESLVVALKKAKPATAKGIYIKKISLSTTM
                     GAGVAIDQSGLTAVVN"
     gene            complement(3426559..3426987)
                     /gene="rplK"
                     /locus_tag="CH60_3157"
     CDS             complement(3426559..3426987)
                     /gene="rplK"
                     /locus_tag="CH60_3157"
                     /note="L11_bact: ribosomal protein L11;
                     [J] COG0080 Ribosomal protein L11"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L11"
                     /protein_id="AJK10736.1"
                     /translation="MAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
                     KTESIEKGLPIPVVITVYSDRSFTFVTKTPPAAVLLKKAAGIKSGSGVPNKDKVGKVT
                     SAQVREIAETKAADMTGSDVDAMMRSIEGTAHSMGLVVEG"
     gene            complement(3427178..3427723)
                     /gene="nusG"
                     /locus_tag="CH60_3158"
     CDS             complement(3427178..3427723)
                     /gene="nusG"
                     /locus_tag="CH60_3158"
                     /note="nusG: transcription termination/antitermination
                     factor NusG;
                     [K] COG0250 Transcription antiterminator"
                     /codon_start=1
                     /transl_table=11
                     /product="Transcription antiterminator"
                     /protein_id="AJK14383.1"
                     /translation="MSEAPKKRWYVVQAFSGFEGRVAQSLREHIKLHDMEELFGEVMV
                     PTEEVVEIRGGQRRKSERKFFPGYVLVQMVMNDASWHLVRSVPRVMGFIGGTSDRPAP
                     ISDKEVDAIMNRLQQVGDKPRPKTLFEPGELVRVSDGPFADFNGVVEEVDYEKSRLKV
                     SVSIFGRATPVELDFSQVEKG"
     gene            complement(3427725..3428108)
                     /gene="secE"
                     /locus_tag="CH60_3159"
     CDS             complement(3427725..3428108)
                     /gene="secE"
                     /locus_tag="CH60_3159"
                     /note="secE_bact: preprotein translocase, SecE subunit;
                     [U] COG0690 Preprotein translocase subunit SecE"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecE subunit"
                     /protein_id="AJK13754.1"
                     /translation="MSANTEAPGSGRGLETAKWLIVAVLLVVAIVGNYYYREYSLPLR
                     ALAVVVIIAVAGAVALMTAKGKATVAFAREARTEVRKVIWPTRQETLHTTLIVAAVTA
                     VMSLILWGLDGILVRLVSFITGLRF"
     gene            complement(3428359..3429543)
                     /gene="tuf"
                     /locus_tag="CH60_3160"
     CDS             complement(3428359..3429543)
                     /gene="tuf"
                     /locus_tag="CH60_3160"
                     /note="EF-Tu: translation elongation factor Tu;
                     [J] COG0050 GTPases - translation elongation factors"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor Tu"
                     /protein_id="AJK13231.1"
                     /translation="MSKEKFERTKPHVNVGTIGHVDHGKTTLTAAITTVLAKTYGGSA
                     RAFDQIDNAPEEKARGITINTSHVEYDTPARHYAHVDCPGHADYVKNMITGAAQMDGA
                     ILVVAATDGPMPQTREHILLGRQVGVPYIIVFLNKCDMVDDEELLELVEMEVRELLSQ
                     YDFPGDDTPVIRGSALKALEGDAEWEAKIIELAEALDSYIPQPERAIDRPFLLPIEDV
                     FSISGRGTVVTGRVERGIVKVGEEVEIVGIIDTIKTTCTGVEMFRKLLDEGRAGENVG
                     VLLRGTKRDDVQRGQVLAKPGSIKPHTKFESEVYILSKDEGGRHTPFFKGYRPQFYFR
                     TTDVTGTIELPEGVEMVMPGDNVNMVVNLIAPIAMDDGLRFAIREGGRTVGAGVVAKV
                     IE"
     gene            complement(3429652..3429727)
                     /locus_tag="CH60_3161"
     tRNA            complement(3429652..3429727)
                     /locus_tag="CH60_3161"
                     /product="tRNA-Thr"
     gene            complement(3429734..3429808)
                     /locus_tag="CH60_3162"
     tRNA            complement(3429734..3429808)
                     /locus_tag="CH60_3162"
                     /product="tRNA-Gly"
     gene            complement(3429958..3430042)
                     /locus_tag="CH60_3163"
     tRNA            complement(3429958..3430042)
                     /locus_tag="CH60_3163"
                     /product="tRNA-Tyr"
     gene            complement(3430061..3430136)
                     /locus_tag="CH60_3164"
     tRNA            complement(3430061..3430136)
                     /locus_tag="CH60_3164"
                     /product="tRNA-Thr"
     gene            complement(3430600..3431379)
                     /locus_tag="CH60_3165"
     CDS             complement(3430600..3431379)
                     /locus_tag="CH60_3165"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11988.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3431379..3432122)
                     /locus_tag="CH60_3166"
     CDS             complement(3431379..3432122)
                     /locus_tag="CH60_3166"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK13181.1"
                     /translation="MTILRAFIRSLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSP
                     LHVFVAVLGYSRMLYIEFTDNMRYDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRD
                     AYQTGQHRFHPSLWQFGKEMGFSPRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLR
                     PMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDV
                     HLDENLVNFDKHPLHHPLSIYDSFCRGVA"
     gene            complement(3432161..3432400)
                     /locus_tag="CH60_3167"
     CDS             complement(3432161..3432400)
                     /locus_tag="CH60_3167"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK12426.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQANLSR
                     QNIRRDLLLLHSWMNTGIIFVNASPMLILTKSRQR"
     gene            3432723..3432968
                     /locus_tag="CH60_3168"
     CDS             3432723..3432968
                     /locus_tag="CH60_3168"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK14296.1"
                     /translation="MSVSGFMGYLKGKSSLMLYEQFGDLKFKYRNREFWCRGYYVDTV
                     GKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3433420..3434973)
                     /locus_tag="CH60_3169"
     CDS             complement(3433420..3434973)
                     /locus_tag="CH60_3169"
                     /note="[P] COG3119 Arylsulfatase A and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AJK13633.1"
                     /translation="MSLTRRNLLKGIAVSGALGATAAATGVLSTAQAVVPAKKTGKQP
                     NLLIIFPDEMRTQSLGFMGQDPSITPFINQFASQSVVLKQAVSNYPLCTPFRGMLMTG
                     QYPYRNGLQGNCHTGADGNFGGKDFGIELKKESVTWSDILKKQGYSMGYIGKWHLDAP
                     EAPFVPSYNNPMEGRYWNDWTPPEKRHGFDFWYSYGTYDLHLNPMYWTNDTPRDKPLK
                     INQWSPEHEADIAIKYLRNEGGKYRDNDQPFALVVSMNPPHSPYDQVPQKYLDRFKDH
                     TSESLNTRPNVVWDKAYQDGYGPKYFKEYMAMVNGVDEQFGRIVAELDRLNLDKDTLV
                     VFFSDHGCCMGSNGQPTKNVHYEESMRIPMMFRWPGKLPVREDELLFSAPDIYPTLLG
                     LMGMSEHIPDQIEGTDFSNTVAGRPGDKRPTSQLYTFMPYGGQSYGQRGVRTDRYTLV
                     IDRKVGKPLTYTLHDNKNDPYQMKNIAAENMALVNQLIADELIPWLEHSGDVWRPTEV
                     AANAAKAYL"
     gene            3435813..3436589
                     /locus_tag="CH60_3170"
     CDS             3435813..3436589
                     /locus_tag="CH60_3170"
                     /note="[KG] COG1349 Transcriptional regulators of sugar
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-like helix-turn-helix domain protein"
                     /protein_id="AJK11720.1"
                     /translation="MKAAIERRMEIFNIVTQQGKARVEDLAERFNVSSVTIRSDLSFL
                     EKNGYIVRSHGSAIPNTGVIAELTVHEKRRRNSGVKSLIGQAAAKLINSGDTVILDSG
                     TTTREIAANLRSVENVVVMTNGLDVAMELASAPGVEVLISGGVLRKSAMSFSGSQAEA
                     SLKNFRFDKVFLGVDGFDLRVGITTYNEQEASLNRLMCDISEQIIAVADSTKFGKRSC
                     HMIREFGDIDILVTDSDIPEEYVQRLRDMRIEVIIAEKEK"
     gene            3436639..3437937
                     /locus_tag="CH60_3171"
     CDS             3436639..3437937
                     /locus_tag="CH60_3171"
                     /EC_number="4.1.2.40"
                     /note="agaZ_gatZ: D-tagatose-bisphosphate aldolase, class
                     II, non-catalytic subunit;
                     [G] COG4573 Predicted tagatose 6-phosphate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-tagatose-bisphosphate aldolase, class II,
                     non-catalytic subunit"
                     /protein_id="AJK11037.1"
                     /translation="MHPLEKLVQRHKAGEQIGIYSVCSAHPLVIEAALEQALENDSEL
                     LIEATSNQVDQFGGYTGMTPVDFRDYVFAKADALHFPLEKLILGGDHLGPNRWQHLLA
                     NEAMAHADDLIAAYVAAGFKKIHLDCSMSCADDPVPLSDEIVAERAARLAAIAEATEY
                     QHFNTHTAVYVIGTEVPIPGGATEELDEIEVTSPEAARKTIECHQKAFEKSGVAECWP
                     RVIGLVVQPGVEFDHTGVIDFCPEKAHELSKVMDEYDYQVFEAHSTDYQTDDAYRALV
                     KGHFAILKVGPALTFALREALFSLCHIEEELFPAEQCSRLRQVMEDVMLKSPEYWKRY
                     YLGDTEQVRLARVYSFSDRMRYYWPMEAVQAAQEKLFANLNSAPIPLPLLSQYMPRQF
                     TAVREGTLSFEATALVKQQIKNTLIGYVNACHLFNGNTSK"
     gene            3437934..3439100
                     /locus_tag="CH60_3172"
     CDS             3437934..3439100
                     /locus_tag="CH60_3172"
                     /note="agaS_fam: sugar isomerase, AgaS family protein;
                     [M] COG2222 Predicted phosphosugar isomerases"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar isomerase, AgaS family protein"
                     /protein_id="AJK12432.1"
                     /translation="MTQYLGYSREELTRLHASWTAQEIEQQPACWGKTQRIVEESQAA
                     INDFLHQALAASNTRIIFTGAGTSAFAGRALAPLLAPYLSHRIEAIATTDLVATPEQY
                     FSEDIPTLLVSFARSGNSPESVAALQVASACLSRCFHLVLTCNQGGQLYQYCQTAPGA
                     LAVLMPAETNDQSLAMTSSFSSMMMAAMAIFAGIDKYSKEIERFCKGSADWFKEINHK
                     IIDNTKSSQYQRVIYLGSGGLQGLAQESALKLLELTAGKVVATFDTPLGFRHGPKSIV
                     NPDTLVVVYISNDPYTRQYDLDLLAEVRANNVAGKVIAIAAQSDAYVTAGDHVLVPGM
                     AESSDLGLLFAYLMFAQSFAFHSSVALNNTPDSPSPTGEINRVVQGVTIYPFKK"
     gene            3439118..3439615
                     /locus_tag="CH60_3173"
     CDS             3439118..3439615
                     /locus_tag="CH60_3173"
                     /EC_number="2.7.1.69"
                     /note="pts-sorbose: PTS system, mannose/fructose/sorbose,
                     IIB component family protein;
                     [G] COG3444 Phosphotransferase system,
                     mannose/fructose/N-acetylgalactosamine-specific component
                     IIB"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, mannose/fructose/sorbose, IIB
                     component family protein"
                     /protein_id="AJK13541.1"
                     /translation="MTRPNIVWTRIDERLLHGQIRITWGKHTEANLILVANDDAADGP
                     NSAFMQAGMKASAGGEYAVRFFSIQKTIDVIHKASPQQKVFILCNSPTDVARLVEGGV
                     PITQCNVGNMHYHDGKRQIAKTVSVDEKDLDAFQRMAALGVACTVQNTPDQTPINVIE
                     LAARA"
     gene            3439662..3440450
                     /locus_tag="CH60_3174"
     CDS             3439662..3440450
                     /locus_tag="CH60_3174"
                     /note="[G] COG3715 Phosphotransferase system,
                     mannose/fructose/N-acetylgalactosamine-specific component
                     IIC"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system sorbose-specific iic component family
                     protein"
                     /protein_id="AJK12063.1"
                     /translation="MLFEATLVGIWAFLCGIDKYDVALNIHRPLITGPVVGLIMGNME
                     VGLIAGATLELAWLGLVPNAGAQPPDVTMGTIAAVAFAVMTGQSPEVAMGVGMPIAVL
                     MQMIIIGFFAMTAFTMGRADKYAEQADTAGISRLLIGTLLTRSMLYFVIAFVTVYFGE
                     HAATWIDENTPTALLEGLGIGAKMVPAIGFAMLLKIMWSKEVAGVFFIGFVMTTYLKL
                     PIMAIAILGAAVAVLYYFFSGNNNGSNNNGNNTNKQPEDFEDGI"
     gene            3440440..3441330
                     /locus_tag="CH60_3175"
     CDS             3440440..3441330
                     /locus_tag="CH60_3175"
                     /note="[G] COG3716 Phosphotransferase system,
                     mannose/fructose/N-acetylgalactosamine-specific component
                     IID"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system mannose/fructose/sorbose IID
                     component family protein"
                     /protein_id="AJK12261.1"
                     /translation="MASDITVDKDHTAKAKTDSLVDKIDSYQDLEVRKVVTRKDLWKC
                     AIRGLFMEGNFNFERMQAGGFAYSMIPALKKIHGNNRADLAKSLKNHLQFFNASPKLF
                     TFLLGTAVAMEENKEKPSMINVMKVAGMGPTGGIGDAIDHMTLMPLTLALGASIAIEG
                     SIAGPFVFFILYQTVHFLVYFGLMFMGYRAGTAAMVNMGDATEKLAKAANIMGIFVIG
                     ALCATFIRLQTTAAIDLGGKTVELQTALFDKIMPNLLPLALVFFMFKMVKGTGFWAKP
                     PVLIFSTLAAGVVGHLLGIV"
     gene            3441416..3441856
                     /locus_tag="CH60_3176"
     CDS             3441416..3441856
                     /locus_tag="CH60_3176"
                     /note="[G] COG2893 Phosphotransferase system,
                     mannose/fructose-specific component IIA"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system fructose IIA component family
                     protein"
                     /protein_id="AJK13419.1"
                     /translation="MIGIVVSGHINFASGMASAVRAITGEQSQMLFIDFVESMSTDML
                     ESELRRAAHEVDSGEGVLFLTDIPGGSPCNRALNILMSGSNVELLAGVNLPMIANAAF
                     EREGASLSELVEILMDIGASSVQNLRAELDTALVTDSGENEDGL"
     gene            3441859..3443025
                     /gene="nagA"
                     /locus_tag="CH60_3177"
     CDS             3441859..3443025
                     /gene="nagA"
                     /locus_tag="CH60_3177"
                     /EC_number="3.5.1.25"
                     /note="nagA: N-acetylglucosamine-6-phosphate deacetylase;
                     [G] COG1820 N-acetylglucosamine-6-phosphate deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglucosamine-6-phosphate deacetylase"
                     /protein_id="AJK12623.1"
                     /translation="MRTAYLADRTFTPQGIETGVAVIVEQGEIVAVTRELPADAEIVH
                     LTGKTLIPGLIDIHIHGRQGADVMDASAEALRTIARALPQTGVVAWVGTTVSAPIQDI
                     FAALAQVRDFIADPDNARDTRTATLLGSFLEGPYFTAPFRGSHPEKYLTTPTPQELEQ
                     LRHSAGNTLLRAAIAPESPEALAAIRWLVNHGIKTSVAHTAANFEQVTAAYQQGADCG
                     VHLYNGMSGLHHREPGCCGAVLYHDMLAELIADGIHVHPVMMNLAYRMKGYRRIALIT
                     DCMRAGGLGEGRYLLGAQHITVRQGEARTDDGSLAGSTCSLDQALRNMIQHAQVPEWE
                     AVQMASAVPAAYLGLASTLGSIQMGAQASMVVMESDFTVAATLIKGEWAYRHSA"
     gene            3443221..3443976
                     /gene="kduD"
                     /locus_tag="CH60_3178"
     CDS             3443221..3443976
                     /gene="kduD"
                     /locus_tag="CH60_3178"
                     /EC_number="1.1.1.125"
                     /note="kduD: 2-deoxy-D-gluconate 3-dehydrogenase;
                     [IQR] COG1028 Dehydrogenases with different specificities
                     (related to short-chain alcohol dehydrogenases)"
                     /codon_start=1
                     /transl_table=11
                     /product="2-deoxy-D-gluconate 3-dehydrogenase"
                     /protein_id="AJK12165.1"
                     /translation="MQLFDLNGKVAIITGCNTGLGQGMAIGLAKAGADIVGVGVAEAP
                     ETQAQVEALGRKFHFITADLIQQKDIDSIVSQAVEVMGHIDILINNAGIIRRQDLLEF
                     GNKDWDDVININQKTVFFLSQAVAKQFVKQGNGGKIINIASMLSFQGGIRVPSYTASK
                     SAVMGLTRALATELSQYNINVNAIAPGYMATDNTAALRADTARNEAILERIPASRWGT
                     PDDLAGPAIFLSSSASDYVTGYTLAVDGGWLAR"
     gene            3443992..3445050
                     /locus_tag="CH60_3179"
     CDS             3443992..3445050
                     /locus_tag="CH60_3179"
                     /note="[R] COG4225 Predicted unsaturated glucuronyl
                     hydrolase involved in regulation of bacterial surface
                     properties, and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl Hydrolase Family 88 family protein"
                     /protein_id="AJK12483.1"
                     /translation="MSNMTQQTRTQQARETMKRVYRYQAANQTRSVIRRSGKTRFIKD
                     TDWERGVFWSCVAAAWLATDDAEYLEGVMNYTLHTGFRPGPNLRFADDLICCQAYLDV
                     WPQIAVPEALEPTIKAVSAMVDEPKPGREDWWWCDSLFMAPATFAALSQRTGDARYLA
                     YMDTAFWDAVDYLRDPDSGLFYRDHRYIPDGTGTELREENGEKVFWSRGIGWVLAAIP
                     RLLARMPEDYTGRQRYLDLFTDLADNVIRYQQADGLWRTSLLDPQRFPAPESSATALF
                     CYGLSWGINQGILAPETYLPVVEKAWDALQGCIHDNGMMGWVQLPAFNPRDVKFEHNM
                     DYGAGAYLLAASEMLRLA"
     gene            3445481..3446707
                     /locus_tag="CH60_3180"
     CDS             3445481..3446707
                     /locus_tag="CH60_3180"
                     /note="sulfatase_rSAM: anaerobic sulfatase maturase;
                     [R] COG0641 Arylsulfatase regulator (Fe-S oxidoreductase)"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic sulfatase maturase"
                     /protein_id="AJK13004.1"
                     /translation="MAQPHTQQAYFHMMAKPTSYRCNLDCEYCFYLEKETVLPPQKNP
                     SPTMSDSMLRRYVRDYLRSHAGDTVDFAWQGGEPTLAGLDFYRKAVEYQQHYANGKTV
                     TNSFQTNGIAINRQWAAFFAEHRFLIGLSVDGLEAVHDKYRIAVNGQPTFARVKKALD
                     LLREYQVDFNTLTVVNDQNWDKGRETYQALKALGSTFMQFIPIVEVDTRCLSRTTGHY
                     SPPANPPMAPFTVPAAGYGRFMNDVFDAWVTEDVGTVYVREFDSLLGTWMGYPAASCI
                     QSVTCGQALIIEANGDIYSCDHYVYPAHRLGNIADTSLVKLATSRQQQRFGDAKQEKL
                     TQACIRCEVKALCQGGCPKHRIMALPDEKHKHNYLCASYKHFFNHTAPLMQAMCQIIQ
                     RGGIAADIMPQLTQPK"
     gene            3446728..3448335
                     /locus_tag="CH60_3181"
     CDS             3446728..3448335
                     /locus_tag="CH60_3181"
                     /note="[P] COG3119 Arylsulfatase A and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AJK12080.1"
                     /translation="MKLPAGKRSLLAGMIAAAGMSMTPVTLAAPAEKPNVLLVIMDDL
                     GTGQLDFTLNNLDKKALSQRPVPVRYQGDLDKMIDAAQRAMPNVSLLAKNGVKMTNAF
                     VAHPVCGPSRAGIYTGRHPTSFGTYSNDDAMQGIPLDIKLLPALFQEHGYATANIGKW
                     HNARIEKKAFVADEVKSRDYHDNMISVSAPGYAPEKRGFDYSYSYYASGAALWHSPAI
                     WQNSKNIAAPGYLTHNLTDETLKFIDDSGKKPFFISLAYSVPHIPLEQASPAKYMDRF
                     NTGNVEADKYFAAINAADEGIGRIVQHLQEKGELDNTLIFFISDNGAVHESPMPMNGM
                     DRGHKGQMYNGGVHIPFVAYWPKQIPAGTQSDALVSALDILPTALKAAGIAIPAEMRV
                     DGKDILPVLAGKEQTSPHQYMYWAGPGAKHYSDENQSFWHDYWKWITYEHQQAPKNDH
                     VETLSKASWAIRDQEWALYFYDDGTNTPKLFNDKHDPMESKDLADQYPERVSAMKAAF
                     YDWIKDKPKPVAWGQDRYQILASSAKS"
     gene            3448458..3449945
                     /locus_tag="CH60_3182"
     CDS             3448458..3449945
                     /locus_tag="CH60_3182"
                     /note="conserved hypothetical protein;
                     [S] COG4289 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12559.1"
                     /translation="MSVDISAKPRPIIPYEHPDAAMYYQLFKQHMIRQWHKKRPYARH
                     DARLQALFQNQKVSLQSQCDYLVRYVAEAFDHYAVWDYTHAYYPGRPSQQNARTDALE
                     GVSRVLPTLAAWLHSQPTRLDNTRLADLKGGELDIVAILRRAFLAGTDPTHRGYWGTL
                     HDYDQRICESADLALALWLSHESVWQAFTPPEQQQVTRWFSQVNTLQTVDNNWHLFPL
                     TVQFVMRSLNGTGDISDDKYQRIKEFHVGEGWFRDGAQGNYDYYNAWGFHYSLYWLDQ
                     INPDYDRQFIRSCMAEFVAAYRYLITPQGIPFFGRSACYRLAVSAPLLAVASHSTDPV
                     HTGEAKRALEATLRYFIGHGAMRFGAPTQGLFADDERLVDNYSGPASSFWSLRALNIA
                     LYCANDCGLWQCESSQLPIETEDFSFTINAIDLFVMGTFETKEVVVTFRYDYTKEQTP
                     LTRRLVSQPWLERVKENVTGRAERPKNNLLRKGVTSYSSKMTSLF"
     gene            3450055..3450909
                     /locus_tag="CH60_3183"
     CDS             3450055..3450909
                     /locus_tag="CH60_3183"
                     /note="tag_bisphos_ald: class II aldolase, tagatose
                     bisphosphate family;
                     [G] COG0191 Fructose/tagatose bisphosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="class II aldolase, tagatose bisphosphate family"
                     /protein_id="AJK12154.1"
                     /translation="MFLVSSREMLRQAQIGGYAIPAFNIHNLETIQAVVETAAEMASP
                     VILAGTPSTFSYAGTEYLVQICQQAARHYRMPFALHLDHHESYDDITQKVAAGIKSIM
                     IDGSHFNFEQNIALTRQVVEYCHRWDGTVEAELGRLGGQEDDLTVDEKDALYTDPGSA
                     AHFIQATGIDSLAIAIGTAHGMYKEAPSLDFDRLALIRRNTDIPLVLHGGSGIPDEDV
                     RRCIELGISKVNVGTELKIAFSGALKAYFLENKGANDPRHYMVPAKAAMKKVIQDKIN
                     VCGSAGKR"
     gene            3450933..3451511
                     /locus_tag="CH60_3185"
     CDS             3450933..3451511
                     /locus_tag="CH60_3185"
                     /note="[R] COG0693 Putative intracellular
                     protease/amidase"
                     /codon_start=1
                     /transl_table=11
                     /product="DJ-1/PfpI family protein"
                     /protein_id="AJK12788.1"
                     /translation="MTKHVAVLLAHGFEEAEAVIFIDIMRRLDIRVDILSCEATTALS
                     TYFETPISADALLSDRLDHHYDAVMMPGGPKGTDSLTANPQVIAFLRRHIAQDKYICA
                     LCSSGAKVLAAHHLLAGRTYSTGDKLADKFADGAYLDQDVVVDGKFITAKGLGVSFEF
                     AFTVARHLLSDNLPKVEHQASHIYFKHGSAQT"
     gene            complement(3451481..3451762)
                     /locus_tag="CH60_3184"
     CDS             complement(3451481..3451762)
                     /locus_tag="CH60_3184"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10562.1"
                     /translation="MIYKVDSINRTVYAGEDKGLTAVISTPVLGSRRDEPQTMRFING
                     TGYISGAGYINGNATDDINENGTDNAVVGRASCTGANGDNYVCADPCLK"
     gene            complement(3451752..3452834)
                     /locus_tag="CH60_3186"
     CDS             complement(3451752..3452834)
                     /locus_tag="CH60_3186"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK11185.1"
                     /translation="MNGKLKIQEIANQTGLSISTVSRVLAGKGNTSAKAKQQVMAYAK
                     SQGILQNLSSGRLMLNNIMVFAPHRAFDVRTDIFYYKVIQGITQAVSQHEVMIRYCGL
                     SETHSDISLFLDKMTHPQSEAAIIIGIDDPRIHALAASLHKPAVLINCRDKEMSLDSV
                     SPDHQSIGEFSAHYLIQQGHRRILTLQCLRRNTMELRLLGIKDAFASNNMRFDDHQHL
                     ITTHGFGAEEAEQAITTFFTACEDESRLPTAILVGGDYMAVGAVNALNKLNVNVPNRV
                     SVMSMDGFNLAEIHDVPLTAVHVPRDELGAEAIQLLQRRVLRPDAPFSNLLLQGKLVV
                     RSSVKQVNQNRAMPAANKPTDQIYDL"
     gene            3453228..3454535
                     /locus_tag="CH60_3187"
     CDS             3453228..3454535
                     /locus_tag="CH60_3187"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13714.1"
                     /translation="MSIDINQSAKIVGRRKIKSLRWWMLALFLLGVTVNYITRNSLGI
                     LAPELKTSLNMTTEQYSWIVASFQLAYTVFQPLCGWLIDVIGLKMGFLVCASVWAVVC
                     MMHAGAGTWFQLAVLRFFMGSAEAAATPANAKAISDWFPKKERPIAAGWAGVGFSIGA
                     MLAPPIIVLAHVALGWQGAFLFSGALAMIWVLLWWRFYHSPDTHPNLSQEEFELIHQD
                     NEPVLPRLPFLKSLAILSKNKKFYGIAIPAFLAEPAWAVFSFWVPLYLATERGMDLKQ
                     IAMFAWLPFLAADIGSVASGYLTKLYQKWFGCSRVNSVVASSVTGAFMMVSLAFVAVT
                     KDPYLAIALISIGGFGHQVISCMLSALVVDSFDKNQVATVNGLRGSSAWIASFLFTLL
                     IGAVSDTIGFNPLFIAMGFFDLIGAVFLIALFAERRNKPQPTV"
     gene            3454686..3457061
                     /locus_tag="CH60_3188"
     CDS             3454686..3457061
                     /locus_tag="CH60_3188"
                     /note="[G] COG1501 Alpha-glucosidases, family 31 of
                     glycosyl hydrolases"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolases 31 family protein"
                     /protein_id="AJK13775.1"
                     /translation="MKTLKNWLLINEYPDHLELRVDDRHIFCLYVLEPNLCRVLIKRE
                     GELALSRTWSIAPQGDVPWSGRDRLSLEGFSLPGYQLEKHEQQLVVTTECLRVTIHQP
                     LHLTWEYKNPHGEWLPLAADRPTSAYLLSPQGEAIAHYQRRYPNEQYYGLGEKAGDLN
                     RAGRRFEMRNLDAMGYNAASTDPLYKHIPFTITRRDDVSFGLFYDNLSSCWLDLGNEI
                     DNYHLAYRRYQAEAGDLDYYLFLGPKVLDVTKAFVRLTGKTQFGPKWSLGYSGSTMHY
                     TDAPDAQVQLQKFIALCQQHDIPCDSFQLSSGYTSIKNKRYVFNWNYDKVPQPKVMSQ
                     TFLQAGIKLAANIKPCLLQDHPQYQQAAERGLFIRDSETDLPERSTFWDDEGSHLDFT
                     NPDTVNWWQENVTKQLLEMGIGSTWNDNNEYEVWDGEARCNGFGKSIAIKHIRPVMPL
                     LMMRASMEAQKAFAPEMRPYLISRSGCAGMQRYAQTWSGDNRTCWQTLRYNIRMGLGM
                     SLSGLYNLGHDVGGFSGDKPEPELFVRWVQNGVMHPRFTIHSWNDDNTVNEPWMYPAA
                     TPMIRDAMALRYRLLPYFYTLQWQASHDDEPMLRPTFLDHEHDSLTFKENDDFMLGRD
                     LLVASVVDAGQRQRQIYLPDNQVGWYCFHSGQWYSGGQTITLDAPLERLPLLVRAGAA
                     LPLSRRIAFVNPEADCQRELALYPTQGGGQSSGMLFEDDGESHRWQQGHALWLNWQVT
                     TDNHRIDITFSRTGNYQPAWRELTINLPTNESRTLSINGVAGNTLDLTKLA"
     gene            complement(3457390..3458463)
                     /locus_tag="CH60_3189"
     CDS             complement(3457390..3458463)
                     /locus_tag="CH60_3189"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK12266.1"
                     /translation="MKSKSTTLEDVARHAGVSYQTVSRVLNKSAKVSEATRRKVEQSI
                     ELLRYVPNRLAQQLVGKQSMTMGLVTTSLALHAPSQVAAAIKRYAHIEGYQVLISMID
                     ESVNQSIQHSINDLKSQWVGKVIINVPLETAVAEKIAADNDDVTCLFLDVDPYSSVFN
                     VSFNPADGTRASVKYLYELGHREIALLAGPKQSVSANLRLKSWLETLADYGLSPVSVI
                     HGNWDAQSGYSGALQMLRETPQFSAVLVANDQMALGVLSAFHQNQLAVPGEKSVIGYD
                     DTYESSFFYPALTTVSLDLDLQGKEAVRRMLSASDNESMRSSSILPAKLVVRNSTGPQ
                     AKEHRDLQKIAEELRLIAQRLAS"
     gene            3458735..3459994
                     /locus_tag="CH60_3190"
     CDS             3458735..3459994
                     /locus_tag="CH60_3190"
                     /note="[G] COG4580 Maltoporin (phage lambda and maltose
                     receptor)"
                     /codon_start=1
                     /transl_table=11
                     /product="lamB porin family protein"
                     /protein_id="AJK11942.1"
                     /translation="MKTSLRTLSVALAAALVSPSVLAIEKIDFHGYMRAGVGVSSDGG
                     LAEWQKTMVGRLGNESDTYGEIGLGAEVYKKEDVSFYLDSMVSMLSDGSNDSETTIGD
                     DAQFGLRQLNLQIKGLIPGDKEAVIWGGKRYYQRHDLHIIDTKYWNISGSGAGIENYT
                     VGPGAVSVAWVRGDANDVDTRITGDSDVNINYIDVRYAGFKPWAGSWTEVGIDYAMPN
                     PTKQQKEYGGLYDADNAVMLTGEISQDMFGGYNKLVLQYANKGLAQNMISQGGGWYDM
                     WHKTDEAKGYRVINTGLIPITDKFSFNHVLTWGSANDITEYTDKTNLISLVGRAQYQF
                     TQYVRAIGEVGGFYQKDTYHNGSNYKQGGEKYTIALGLAEGPDFLSRPELRVFASYLN
                     DSENGKPFEDGTSNDTWNFGVQVEAWW"
     gene            complement(3460367..3460678)
                     /locus_tag="CH60_3191"
     CDS             complement(3460367..3460678)
                     /locus_tag="CH60_3191"
                     /EC_number="2.7.1.69"
                     /note="EIIB_glc: PTS system, glucose-like IIB component
                     domain protein;
                     [G] COG1264 Phosphotransferase system IIB components"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, glucose-like IIB component domain
                     protein"
                     /protein_id="AJK13287.1"
                     /translation="MISLKSFMHYFSHPKPTPSFTDEEKQQAEMLLHYLGGKENIKNI
                     DACITRLRVTVNDLSKVNSEALQQAGALGVIILGQEVHAIFGKQSDNLRKILDEHFSQ
                     S"
     gene            complement(3460790..3462850)
                     /locus_tag="CH60_3192"
     CDS             complement(3460790..3462850)
                     /locus_tag="CH60_3192"
                     /note="[G] COG1874 Beta-galactosidase"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-galactosidase family protein"
                     /protein_id="AJK14431.1"
                     /translation="MSKFPPLSAKVSALLHGADYNPEQWENYPDIIDKDIAMMKQAKC
                     NVMSVGIFSWVKLEPSEGEYNFSWLDELIEKLYAAGIHIFLATPSGARPAWMSQKYPE
                     VLRVGRDRVPALHGGRHNHCMTSPVYRQKVRQINQKLAERYAHHPAVIGWHISNEYGG
                     ECHCHSCQQKFRLWLQDRYQTLDNLNEAWWSAFWSHTYSDWSQIESPAPQGEVSIHGL
                     NLDWRRFNTAQVTEFCSEEAKPLKAANPELPVTTNFMEYFYDYDYWKLAQVIDFISWD
                     SYPMWHREKDETQLACYTAMYHDLMRTLKQGRPFVLMESTPSATNWQPTSKLKKPGMH
                     ILSSLQAVAHGADAVQYFQWRKSRGSVEKFHGAVVDHVGHIDTRVGREVSELGRILEA
                     MSPVMGSKVDADVAIIFDWESRWAMDDAEGPRNCGLEYEKTVAEHYRPFWERGIAVDI
                     INADCDLSGYKLVIAPMLYMVREGFAERATRFVEQGGQFVATYWSGIVNESDLCHLGG
                     FPGPLRPLLGIWSEEIDCLADGESNQVQGLAGNKAGLQGPYQAIHLCDLIHLEGATAV
                     ARYRDDFYADRAAVTVNFVGEGKAWYVASRNDAAFQRDFFMNIAEELNLARALDTQFP
                     YGVTAHRRTDGESEFIVVENYSNDSKSLVLPAVYRDMVDQQPVQGSLTLAPWGSRVLT
                     RYLE"
     gene            complement(3462901..3464103)
                     /locus_tag="CH60_3193"
     CDS             complement(3462901..3464103)
                     /locus_tag="CH60_3193"
                     /note="[G] COG3867 Arabinogalactan
                     endo-1,4-beta-galactosidase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolase 53 family protein"
                     /protein_id="AJK13155.1"
                     /translation="MKFFKPALLTVCLSLSLMVGANAAEPFTIAPLKNVPADFIKGAD
                     ISTLAEVERQGGKFFNEQNVQQDAMAILKANGVNYVRLRLWVDPKDSDGQSYGGGSND
                     LATTLALAKRAKAQGLKVLLDFHYSDFWTDPGKQFKPKAWQKMNYDQLKVAIHDYTRD
                     TIATFKKEGVLPDMVQIGNESNGGLLWPEGKSWGEGGGEFDRLAGLLNAAIGGLRENL
                     SSPSDVKIMLHLAEGTKNDTFHWWFDEITKRNVPFDIIGLSMYTYWDGPISALQTNMD
                     DISQRYQKDVIVVEAAYGYTLENCDNAENSFTAKEEKDGGYPGTVQGQANFIHDLMQS
                     VINVPDGRGKGIFYWEPTWISVPGNTWATPAGMKYINDNWKEGNARENQALFDCQGKV
                     LPSMKVFN"
     gene            complement(3464108..3464959)
                     /locus_tag="CH60_3194"
     CDS             complement(3464108..3464959)
                     /locus_tag="CH60_3194"
                     /note="[G] COG3833 ABC-type maltose transport systems,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK14185.1"
                     /translation="MAKSQSIKQEKWIRLSLSWLVIILVSVIIIYPLIWTVGASLNAG
                     NSLLSTSIIPENLSFQHYADLFNGEVNYMTWYWNSMKISFLTMVLTLISVSFTAYAFS
                     RFRFKGRQNGLMLFLLLQMIPQFSALIAIFVLSQLLGLINSHMALVLIYVAGMIPMNT
                     YLMKGYLDAIPKDLDESARMDGASNFRIFIEIIMPLSKPIVAVVALFSFTGPLGDFIL
                     SSTILRTPDKYTLPIGLYNLVAQKMGASYTTYAAGAVLIAVPVAILYLALQKYFVSGL
                     TSGSTKG"
     gene            complement(3464971..3466278)
                     /locus_tag="CH60_3195"
     CDS             complement(3464971..3466278)
                     /locus_tag="CH60_3195"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13935.1"
                     /translation="MIISSGDNGAAAKQSSRHAIAAVLCAVVPGFGQFYHRQWAKGLV
                     FLVLISSFVGVFFDFLQEGLWGLYTLGEEVPRDNSIFLLAEGIISVLIIGFGVALYYF
                     SLRDAWVNGKKRDAGIPLNSVRKQYQLLLSEGFPYLMITPGFILLVFAVIFPILFGFS
                     IAFTNYNLYHTPPAKLVDWVGFKNFVNIFTLSIWRSTFFDVLQWTVVWTLLATTLQCT
                     VGVLLAILVNQKDLRFKPLIRTIFILPWAVPGFVTILVFAGMFNDSFGVINNSILAFF
                     GIAPKAWMTDPFWTKTALIMMQTWLGFPFVFAMTTGVLQAIPDDLYEAATMDGASTST
                     KLRTITLPLVLYSIAPIIITQYTFNFNNFNIIYLFNNGGPAVAGSNAGGTDILVSWIY
                     KLTMSSSQYAIAATITILLSIFVVGLALWQFRATKSFKNDDMA"
     gene            complement(3466438..3467673)
                     /locus_tag="CH60_3196"
     CDS             complement(3466438..3467673)
                     /locus_tag="CH60_3196"
                     /note="[G] COG2182 Maltose-binding periplasmic
                     proteins/domains"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK12674.1"
                     /translation="MKINKITALVLTALAVTQFAGFAAHAATQQLTVWEDIKKSAGIK
                     EAIADFEKQHQVKVNVLEMPYAQQIEKLRLDGPAGIGPDVLVIPNDQLGGAVVQGLLT
                     PLSVDPTIVTTFTKPSIAAFTMDNALYGLPKAVETLVMIYNKDMLPTPLATLDEYAAF
                     SKKQRAENKYGLLAKFDQIYYSWGAIEPMGGYIFGKDANGSLKANDIGLNTPGAVEAV
                     TYLKTFYANGLFPIGTIGDNGLNAIDSLFTEKKAAAVINGPWAFQPYEAAGINFGVSP
                     LPALPNGKDMSSFLGVKGYVVSTWSKDKALAQQFIEFINQPQYVKTRYQVTKEIPALT
                     AMIDDPLIKNDEKASAVAIQASRASAMPGIPEMGEVWGPANSALELSVTGKQEPKVAL
                     DNAVKQINMQIEAMQASNQ"
     gene            3468036..3469142
                     /locus_tag="CH60_3197"
     CDS             3468036..3469142
                     /locus_tag="CH60_3197"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12253.1"
                     /translation="MSSIRLRNVTKRFGKTETLHNINLDIEDGEFAVFVGPSGCGKST
                     LLRMIAGLEEISDGEVLIDDEVINDVAPSHRGVAMVFQSYALYPHMTVAENMGYGLKV
                     NKVPKEQIRHQIEMVAKTLQLSHLLDRKPKQLSGGQRQRVAIGRAIVRNPKVFMFDEP
                     LSNLDAELRVEMRLHIAKLHQEMKTTMVYVTHDQVEAMTLADKIVVMNYGKIEQMGSP
                     MSLYYNPVNKFVAGFIGSPKMNFLPATVESWQPDSVTVTVAEGHSLTLALHTSPLQAG
                     DPVTIGIRPEHLSVADSTVQTLDFHCEVVERLGNNTYLFGQCHGHDGFKMLLAGDVHF
                     RPYQKLNLSFDAGYCMVFNADGLRINAEIPVPHE"
     gene            3469701..3471209
                     /locus_tag="CH60_3198"
     CDS             3469701..3471209
                     /locus_tag="CH60_3198"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12833.1"
                     /translation="MIRNEILAKKPDYLLEATGLKKSFGDVIALNNAEFCLKRGSIHA
                     LCGGNGAGKSTFLGLLMGFIQPDDGAFFINGQYCEFDSPGQALAAGITIVQQELSGVQ
                     DLSVAENIYLGSEPRRFGIVDFRALNRQADVLLHELGFAISPKAKMRSLSVAEQQRVE
                     IAKALSHTHADIIIMDEPTSALGEEDAQKLFQTIKKLASLGKGVIYVSHRLSEIFQIA
                     DSYTVFRDGCYICEGETSHITREQLIEHIIGGEIDGEFSKYNTPTNVPLFKASGICWK
                     SKVNDVSLTLHCGEILGIYGLVGSGRSEFLNLLFGLERADHGSIHIGDEILLKHTPEK
                     AINAGIAYVTEDRQETGLVLNHSVSENINISSLNVISRMSIINENDIQRRADHTIRIF
                     NIKTPSRQQRVANLSGGNQQKVVLGRWALLDPKVLLLDEPTRGIDIGAKKEIYRFMSD
                     FALKGKGIVMVSSELSEIIGMSDRILVFKKGKIVGEITGTEATQAKLMSMAV"
     gene            3471281..3472285
                     /locus_tag="CH60_3199"
     CDS             3471281..3472285
                     /locus_tag="CH60_3199"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK14032.1"
                     /translation="MSLTRTSKFRKAIHQYGIILAFVGLCAVIALAGEFAVNSGTWSE
                     NYFLSRDNTLIILRQVSINGILAIGMTFVIITAGVDLSVGAVLGLAGIVAARFATNNS
                     AIALGGTDWPLLVPIVIAIGIGLVCGAINGFILGKYRLQPFIVTMGMLSVARGLTLLT
                     TGGNPVSQLTDEFRWLGNGYILGIPVPVLIFIILFAIAWFVLNKMTFGRYVYAVGGNE
                     KSARTSGINVLRIKVAVYTLCGILAAIAGLILTARTGSAQTGAGVSYELDAIAAVVIG
                     GTSMAGGIGTLRGTLFGVLIIGVMNNGLDLLGVQSYYQQIIKGVLIVFAVMLDPSRKQ
                     "
     gene            3472704..3473705
                     /locus_tag="CH60_3200"
     CDS             3472704..3473705
                     /locus_tag="CH60_3200"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK11132.1"
                     /translation="MKKTMLQTLLAATLILSFAASVQAAPVKIAILMYGMKAEFVQLM
                     EKSAKEHPAVTQGLTTLTLFDGRYDPLVQNNQAETAIRTRYDAIIIVPIDFEANVDVV
                     TMANKANIPVIVANARLNTDKATSGIFSDDVQGGYLEAKAVLDKMQCQGNVVVIEGPI
                     GQSAQIQRGQGNDKAIAECGPGKINVLERKTANWSRAEAMPLMENWLQKHRGKINGVI
                     GQNDEMALGAIEAIKSAGLNVQDFAIAGIDGVSDAIRAVKQGEMMSILQDGQAQIQGA
                     IDIAMRSVQGERYQPMSTIWQQYQGKMDWQQGTAKMYEVPWTEVTPQNADELLKMRQ"
     gene            3474484..3475002
                     /locus_tag="CH60_3201"
     CDS             3474484..3475002
                     /locus_tag="CH60_3201"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK12622.1"
                     /translation="MKNKIFTAIVLLFSFSLSIQAIANKKNDKKIIINNLTLSSTWVR
                     TAISESIDSPSNTINKDDIKRMAAGKHIYIMDNKITIEGVCTFKYVIKKSSPLNYWHS
                     DKTVNLYKEEFLKNGFKLSENLAFISAEDPSNDCDSPYSQIAITDNVIFTVYNGHIVF
                     YTNSNNVNELAL"
     gene            3475378..3476235
                     /locus_tag="CH60_3202"
     CDS             3475378..3476235
                     /locus_tag="CH60_3202"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11423.1"
                     /translation="MRSIGWRFFTLGWLILLAGCATDVSLSGKNKSTEANRIQFQRMG
                     SAPESGAADVTSLDLQPGDILLSSSTGINSLGIRIFSLAPVSHAAIYLGEEQVAEATS
                     TGVNIVSLNEAIDHNTAVIAFRYPGLTPEHAAKLREFALDKEGSDYNFGGIVLIAPYM
                     ITKRICELPLFNATVRNHCLSLLATVQLGDGGSLTEDQRFFCSQFVLEAYNYAGHPIS
                     DSNPVWITPADLLHMREGDSSSFRSNQPLSYIGHLKQRSSLFTGNKGLAMNNADTLLE
                     DKSPRMLSQ"
     gene            3476659..3477339
                     /locus_tag="CH60_3203"
     CDS             3476659..3477339
                     /locus_tag="CH60_3203"
                     /note="[K] COG1695 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AJK12189.1"
                     /translation="MFGHSKHDHRHGGHRHEGQGHCGEKMRRGGRHNVMAEDAESARG
                     GKHGRGRGGKMHRLFEHGDLRVVLLALLNKTPSHGYELIKAIEEASSGLYVPSPGVIY
                     PTLTLLEEQDFVTPVATGNGRKSYQITDAGKFELQKNQAMVDVIFARLAQVNRHKEGN
                     LAEGIADAMHRLRHILRSNMMRADLTPEQVARINTALLAAVDTIEEELQPVGVQPAAV
                     DTTVQEKN"
     gene            3477339..3477659
                     /locus_tag="CH60_3204"
     CDS             3477339..3477659
                     /locus_tag="CH60_3204"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11134.1"
                     /translation="MPGYRYRITIEPLTDRKGEAIDKAPVTFEAENHDEILSIIERLQ
                     AREDLGFGQEKTAAFALGLKLFSETMMENRKHPLFEPLRGAFKDFMILLKKGSPRDRS
                     DHAE"
     gene            complement(3477742..3478008)
                     /locus_tag="CH60_3205"
     CDS             complement(3477742..3478008)
                     /locus_tag="CH60_3205"
                     /note="[S] COG4104 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="PAAR motif family protein"
                     /protein_id="AJK13827.1"
                     /translation="MKGVICIGDKTTHGGQVLSGSGKMKFAGIGVARLNDPVSCPQHG
                     NTFIIEAHPSFKDNGIPVAFHGHRCGCGCTLISSQKGATVIAMR"
     gene            complement(3478264..3479043)
                     /locus_tag="CH60_3206"
     CDS             complement(3478264..3479043)
                     /locus_tag="CH60_3206"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13937.1"
                     /translation="MKKVNLLVWIGLSLNLVLVLASWFFTVDYQELYGELGYRDRMLL
                     DAIAVLRYYFAVSLVLQILSVIFLDKANKLSFGLAIISCLGMLPLSIVFLIGYLFTYN
                     DYVYRGLKTFSLNETGKLDTYLNFATVRYFMLGAFATVAGVFMFFTDMPMSMLIIVVG
                     VLNMINGIRLGPRPVIALMGDNLVFTPALMSNTYIISIEHVDLVESKKGKFKIKLNLE
                     GLEKKITFQKNIMENDKDSSALEKILAKIEKNNGEKQHIFL"
     gene            complement(3479855..3480415)
                     /locus_tag="CH60_3207"
     CDS             complement(3479855..3480415)
                     /locus_tag="CH60_3207"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12998.1"
                     /translation="MGRTAQLLLVSCLLALFMPPAMAEVSDKLQLSHKVYAHDYQAFW
                     LWSGVNPQPALQQANQVYLHQGEVVIRQRAAWFQKMGLPSSRLTLPAMWVTVRITTLD
                     VPDDILAILIDLPRRWAAAGNQVIGLQIDFDAGTYRLDDYAGFLRRVRTKLDPNFALG
                     VTGLLDWAKTGSIQQLNALPIDELVI"
     gene            complement(3480385..3482544)
                     /locus_tag="CH60_3208"
     CDS             complement(3480385..3482544)
                     /locus_tag="CH60_3208"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14463.1"
                     /translation="MGMLGMAVPPSQASSDNTGCVWGKYCPLSGVPFLDVYNDTRVNM
                     MLLVGEPKNFILPRLTMPADITRSRNYHFGEFYYDEMSFPKREKSLTDENNDSPSEET
                     PFDKMAKTLGINSASFKGTNARYREARHISNNPASVEQFFTALLADSSLTADDRHNLA
                     LWRSNIFHNVDAPVDGGITPPPFNIVPGSHVDAFSDYLHGANAFYRGDYPEATALFSA
                     LQKSSQAWVAETATYMLFRVALNESSTNASDKYGMFETKNINQDAARQALDYSRAYLV
                     AYPQGIYAESIQGLERRIYWYLSDWQQLARLYEETLLAAPNAEALWDTVSEVDAKFIS
                     KDAFGGEPFISDMQAPLLTFTQTLRWLRLGGRQSGSELEVTQEKLASYKPMFVDADRL
                     PLWQYLQTAWLYYHEQDYAGVVATVSAVDSLPATDIVTFSQQILYGDALVAQQQWSQA
                     EAHWRKLLGLVQSPQQQQYLQLKLAAVLVNSDQIEAIFTADSPIKNLRYRSLILKTKA
                     QKALLQQQVISGANDEEKTIALHTLLLRDLMLGDYQGYEQDKQLSPHIQQSVDQKSFA
                     DVDLAAFDWQGDNVEQGYACAALDGTVKALVKNKTDGHALNCLGEFFRVTDININTYQ
                     EGEGNEVLNVAVHAHETVITQPNRFDYYQHVINDPKAEPEDKSYALYRAVMCYAPSGY
                     NQCGGEDVDIATRKRWFSSLKTQYKGSRWAERLNYYW"
     gene            complement(3482954..3483238)
                     /locus_tag="CH60_3209"
     CDS             complement(3482954..3483238)
                     /locus_tag="CH60_3209"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial self-protective colicin-like immunity
                     family protein"
                     /protein_id="AJK14201.1"
                     /translation="MSIVILEFAKSFINERVSAQVFANAYIEFWRIERDQRICLKDNE
                     KLNECLSSIFCLADLYNPDSDREEYELDDKQLYEQVLQLINKLNQDALNK"
     gene            complement(3483285..3483488)
                     /locus_tag="CH60_3210"
     CDS             complement(3483285..3483488)
                     /locus_tag="CH60_3210"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11778.1"
                     /translation="MSGELDRSSASEWAFAIIDDDHIRVSDQVVWKVLQCLGGADLPI
                     TDREYLYEKEDFNCWLNEIDSHE"
     gene            complement(3483861..3484055)
                     /locus_tag="CH60_3211"
     CDS             complement(3483861..3484055)
                     /locus_tag="CH60_3211"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine-rich CPCC family protein"
                     /protein_id="AJK11995.1"
                     /translation="MSDEYSCQCCGSKTIDNLGDYEICPICKWEDDPIQSKEPDYVGG
                     ANKMSLNEAKEAYKQGRKVI"
     gene            complement(3484052..3485590)
                     /locus_tag="CH60_3212"
     CDS             complement(3484052..3485590)
                     /locus_tag="CH60_3212"
                     /note="conserved hypothetical protein;
                     [R] COG5529 Pyocin large subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11123.1"
                     /translation="MAKGYYLVVGDETTCGGVITEGEPTHTIMGRAVAREQDRITCGK
                     HPGTYIIVGHIPGDTILGRKFAGSLHSTSNCPCKARFIPSMMNDAYELIGSPTSGQSS
                     IAPSFTETSESPPDVTPVFAKSCLREKGCTDAGTEGEPHRNFGKMGFYQTIPPSPTSP
                     TDNNEVDQRAQTARRKPVETEPDVKTPWYKRVLGRTSAAPAAVVVPVSTGAGLAALEQ
                     AGIQGMRFVGGNLMTAGRWMVGSSPVGAAIMGMMPGTLNEGETDLLDKLKLENIAKNG
                     GSAPTRVRFRWVDSGNGRLKAEGYHMSAEGGLDRVPVRKMTLNVFTGNYEFWEDGAAG
                     PTILWTPNDPGFKAPSNTGNNDGPIIRTTITVLPMPEADETGEHSTTLPMPEEKDFRD
                     YILIHPLLDLPPLYIYLSKNPDTPIWTKTKRLEPVSNAYEHWVKHGHEFSDQPFNNAK
                     EYVESTHDFVNNPPEGTLTKTRPNGDELFYHPQLNTFAVKTKDGVPKTMFKPSDKMGY
                     WNKQ"
     gene            complement(3486094..3487236)
                     /locus_tag="CH60_3213"
     CDS             complement(3486094..3487236)
                     /locus_tag="CH60_3213"
                     /note="[S] COG3177 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="fic/DOC family protein"
                     /protein_id="AJK14363.1"
                     /translation="MPKFNHYDLALLNPSFDSPLVDALTELELLRHLRLETDVHPLLF
                     AQLKSIFHMLESLGSARIEGNHTTLADYVESKVEGAEDSTDQLKEIGNIEHAMNFIDE
                     HLHAGEDITEYFVRELHAMTVNGLEREGDKTPGAYRSHGVSIAQSTHLPPEFIHVPAY
                     MQELVGFMNRADAPKYDLMKVALAHHRFGWIHPFGNGNGRTVRLLTYSLLIKYGFNVK
                     TSGRVLNPTAVFCNDRERYYSMLAEADTGAVEGLEQWCLYVLTGISAELKKVDKLSDL
                     HFLNSKVLYPALEYSKGRGVINETESKILKRTISQGTVKTSDLKEVLPGLKPAQITYQ
                     IGKLVDRGLLQPVEVGSRIYTAGFSKSDLMRGVIHALRKEGFIPDF"
     gene            3487505..3487870
                     /locus_tag="CH60_3214"
     CDS             3487505..3487870
                     /locus_tag="CH60_3214"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10798.1"
                     /translation="MINPAEKLKAKQQEFISIRELIQRISRLHPTMSQAQIANWLLIE
                     LTDARPVSPPLLIQDALGVTRSPGFDDPQFCYFDLLSAAMANPKMDGAPCDGWIPESY
                     KPDEFNHRPDEEDDHELPF"
     gene            3487883..3488119
                     /locus_tag="CH60_3215"
     CDS             3487883..3488119
                     /locus_tag="CH60_3215"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13692.1"
                     /translation="MNCYDYVGFNRTEIEQLLQINLRDSDEEYQNILKDKLPKWLTPF
                     LSRINITIKETAALIVGVMPYSIQIDDIGMVIIN"
     gene            3488125..3488457
                     /locus_tag="CH60_3216"
     CDS             3488125..3488457
                     /locus_tag="CH60_3216"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12642.1"
                     /translation="MEGWVKANGFHWPLPLGAALVPEQRQAEESWGGFAGKETALAFI
                     AGMAITLARNNPQYRRGVKMNKTAIARVATQAMFNAGFSGEMVTEKQMSNLISEALLV
                     SLPGADNP"
     gene            3488639..3488839
                     /locus_tag="CH60_3217"
     CDS             3488639..3488839
                     /locus_tag="CH60_3217"
                     /note="[K] COG3311 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage CP4-57 regulatory family protein"
                     /protein_id="AJK14199.1"
                     /translation="MTYSSLIRLPEVLKRTGFSRPWVYKLLKQKRFPPPIKIGGRAIA
                     FVESEVNDWIEQQIAHSRGNKQ"
     gene            complement(3488998..3489324)
                     /locus_tag="CH60_3218"
     CDS             complement(3488998..3489324)
                     /locus_tag="CH60_3218"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13653.1"
                     /translation="MNYTIEYYDDDVITQLLAQPISLQANFISLAKRMKRYGIKMVDA
                     VPMHYHEDVFELCFYEPKGWNRVIFMAQIDWQIVILHIVVQKTAYMPWKEKGKAAKRM
                     KELRFG"
     gene            3489624..3491915
                     /locus_tag="CH60_3219"
     CDS             3489624..3491915
                     /locus_tag="CH60_3219"
                     /note="[S] COG4643 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding domain of primase-helicase family
                     protein"
                     /protein_id="AJK10799.1"
                     /translation="MNQFITEVAAQARGKWGFILDALAISHSKQHSPCPACGGKDRFR
                     FDDRQGAGTWFCNQCEPQSGDGLDLVKNVRQCSLTEAAQLVADILGVSPKSKAPDLAS
                     LMAKTTPGESRYLINKGLSSHKLPILPDGSLLLILQNMAGDCTGAQIIRPDGTKKLIA
                     GSRKKGTFIPLKPLPEQAETVVLAEGYATAQSLELLLPAAVIIAAIDAGNLLPVAQAF
                     RIYWPAAKIIIAADNDINPQDTANVGQLSAEKAANAVNGWVTLPPTPHKADWDDYRQQ
                     AGTGQARNSFYHGLYQPPPVSQLAENKGLHPTLSQMAASQRGQLLAEHYGQIAVHAES
                     ETVYHYDDERWDKLPDGVLRRELVMIFNANDTPYSPAGIRNAIEAMKLQIPIMGEPPR
                     HLIGFQNGVYDLKAKQFRPHRANDWLQHHNDIIFTEPQPDENLAHHAPHFTKWLAHAA
                     NDELPKMARIKAALFMILSNRFDWQLFLEVTGEGGSGKSVFTYIATLLAGRQNTASGN
                     MAALDQARGRAQFVGKSLITLPDQVKYVGEGAGIKAITGGDLVEIDGKYEKQFSTLLT
                     AVVLATNNEPMSFTERQGGIARRRVIFAFNHPVKEADKDPLIGEKIAAELPVVIRCLL
                     AEFADQDKARKLLLEQRDSREAMGVKRDADPLYGFCAHIVELGEAVGMYMGTLAISPH
                     APRIYLYHAYLAYMEAYGHQRSLSLTKFGKDFPKVMEEFGAEYKKARTDKGFRYNMDL
                     SDTANDWLPALALPHHPQPEEPH"
     gene            complement(3492315..3492710)
                     /gene="mqsA"
                     /locus_tag="CH60_3220"
     CDS             complement(3492315..3492710)
                     /gene="mqsA"
                     /locus_tag="CH60_3220"
                     /note="[K] COG1396 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="antitoxin MqsA"
                     /protein_id="AJK14074.1"
                     /translation="MKCPVCGGVELIHEARDVPFTYKGRKFIVEGVIGQHCPACGETV
                     MTEAESDVYAAKTMLLRKMVNTESIAPAYIVQIRKKLGLNQREASEIFGGGVNAFSRY
                     EKGKALPHPSTIKLLQVLDKHPELLNEIR"
     gene            complement(3492713..3493009)
                     /gene="mqsR"
                     /locus_tag="CH60_3221"
     CDS             complement(3492713..3493009)
                     /gene="mqsR"
                     /locus_tag="CH60_3221"
                     /codon_start=1
                     /transl_table=11
                     /product="mRNA interferase MqsR"
                     /protein_id="AJK10552.1"
                     /translation="MEKRTPHTRLLKVKELVLKGNIKTTRTARDGAEELGLSFRDMCD
                     AVSELISADFYKSMTTHQDHTIWQDVYRPMLSCGRVYLKITVIDDVLNVSFKEI"
     gene            complement(3493173..3493535)
                     /locus_tag="CH60_3222"
     CDS             complement(3493173..3493535)
                     /locus_tag="CH60_3222"
                     /note="[K] COG1396 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11096.1"
                     /translation="MAKLQYIHDEAGKPQFVVLPVAEYQQLISNAKYEDIPYVADNDD
                     DQTIPNEVVQIMVNDGVSLLAAWRIYRGFSQYEIAELLGTTQSAVSQWEAVDSRPQKK
                     TREKLAAIYKCRAAQMIL"
     gene            complement(3493598..3493858)
                     /locus_tag="CH60_3223"
     CDS             complement(3493598..3493858)
                     /locus_tag="CH60_3223"
                     /note="[JD] COG2026 Cytotoxic translational repressor of
                     toxin-antitoxin stability system"
                     /codon_start=1
                     /transl_table=11
                     /product="plasmid stabilization system family protein"
                     /protein_id="AJK10740.1"
                     /translation="MVKVDWSRKAVKQLLSIDARYRKPISEKVNKLTNFPAVDLDIKK
                     LQMGDSQFRMRVGNYRVIFQIVEGTPVICTIQEVKRRTTATY"
     gene            3494456..3494650
                     /locus_tag="CH60_3224"
     CDS             3494456..3494650
                     /locus_tag="CH60_3224"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14420.1"
                     /translation="MYDNTPREVEEVIDHCRALIYAIITLESPEVKEILNFVLQQQID
                     LLSHQRASRGRIISKYKKAS"
     gene            complement(3494706..3495920)
                     /locus_tag="CH60_3225"
     CDS             complement(3494706..3495920)
                     /locus_tag="CH60_3225"
                     /note="phage integrase, N-terminal SAM-like domain
                     protein;
                     [L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12272.1"
                     /translation="MKLNARQVETAKPKDKAYKLADGGGLYLLVNTNGSRYWRLKYRF
                     AGKEKLLALGVYPDVSLAVARVKRDEAKKIVAGGGDPSQNKQQEKLARQGEATNTFEA
                     ITREWYQRRYDRWSESYRLEMMSTFESDVFPYIGYRPIKEIKPLELMAVLSKLEKRGA
                     TEKMRKVRQRCGEVWKYAIITGRAEYNPAPDLASAFAPHKREHYPHLTINEIPEFLSS
                     LASYSGSMLVKLAMRLLILTGTRPGELRQAEWAEFDFDNALWEIPAVRMKMRRPHMVP
                     LPDQAITILKQIQPISGRYQFVFPGRIQHSKPISEMTLNVLIRRIGYGGRATGHGFRH
                     TMSTILHEQGFNTAWIETQLAHVDKNSIRGTYNHAQYLDGRREMLQWYADYMDSLENG
                     ENVIHGRFGKRA"
     gene            complement(3496086..3496159)
                     /locus_tag="CH60_3226"
     tRNA            complement(3496086..3496159)
                     /locus_tag="CH60_3226"
                     /product="tRNA-Gly"
     gene            complement(3496353..3497870)
                     /gene="lysS"
                     /locus_tag="CH60_3227"
     CDS             complement(3496353..3497870)
                     /gene="lysS"
                     /locus_tag="CH60_3227"
                     /EC_number="6.1.1.6"
                     /note="lysS_bact: lysine--tRNA ligase;
                     [J] COG1190 Lysyl-tRNA synthetase (class II)"
                     /codon_start=1
                     /transl_table=11
                     /product="lysine--tRNA ligase"
                     /protein_id="AJK11467.1"
                     /translation="MSEQKPQVAEQAQELNSELQARREKLAVLRGKGIAFPNDFRREN
                     LSDQLHAEFDSKENEELEALNIDVTVAGRMMTRRIMGKASFVTLQDVGGRIQLYVSRD
                     DLPEGVYNEEFKKWDLGDILGARGKLFKTKTGELSIHCSELRLLTKALRPLPDKFHGL
                     ADQETRYRQRYLDLIANDESRHTFKVRSQVMSGIRSFMVEKGFMEVETPMMQVIPGGA
                     SARPFVTHHNALDIDMYLRIAPELYLKRLVVGGFERVFEINRNFRNEGVSPRHNPEFT
                     MMELYMAYADYKDLIVLTEELFRTLTETILGSSVVQYGEQTFDFGKPFAKLTMKEAIC
                     KYRPETNVADLDDMDKAVAIAESLGIKVEKSWGLGRIQCEIFEETAESHLIQPTFITE
                     YPAEVSPLARRNDDNPFITDRFEFFIGGREIGNGFSELNDAEDQAQRFADQVSAKEAG
                     DDEAMFYDEDYITALEHGLPPTAGLGIGIDRMVMLFTNSHTIRDVILFPAMRPVK"
     gene            complement(3497880..3498812)
                     /gene="prfB"
                     /locus_tag="CH60_3228"
     CDS             complement(3497880..3498812)
                     /gene="prfB"
                     /locus_tag="CH60_3228"
                     /note="prfB: peptide chain release factor 2;
                     [J] COG1186 Protein chain release factor B"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide chain release factor 2"
                     /protein_id="AJK12586.1"
                     /translation="MGKERSTLEEIVTTIDQLEQGLEDVSGLLELAVEADDEETFNET
                     IAELEVLDGKLGQLEFRRMFSGEYDRANCYLDLQAGSGGTEAQDWASMLLRMYLRWAE
                     SRGFKTEIIEESDGDVAGLKSATVKIIGEYAFGWLRTETGVHRLVRKSPFDSGGRRHT
                     SFSSAFVYPEVDDDIDIEINPADLRIDVYRASGAGGQHVNKTESAVRITHIPTNIVTQ
                     CQNDRSQHKNKDQAMKQLKAKLYEFEMQKKNADKQVLEDNKSDIGWGSQIRSYVLDDS
                     RIKDLRTGVETRNTQAVLDGDLDKFIEASLKAGL"
     gene            complement(3499157..3500890)
                     /gene="recJ"
                     /locus_tag="CH60_3229"
     CDS             complement(3499157..3500890)
                     /gene="recJ"
                     /locus_tag="CH60_3229"
                     /note="recJ: single-stranded-DNA-specific exonuclease
                     RecJ;
                     [L] COG0608 Single-stranded DNA-specific exonuclease"
                     /codon_start=1
                     /transl_table=11
                     /product="single-stranded-DNA-specific exonuclease RecJ"
                     /protein_id="AJK13820.1"
                     /translation="MTLKTQLRRREAADDSHLPAQLPPLLRRLYASRGVKDAQELERG
                     VKGLLAWQKLDGIDAGVTLLQQALADRRRIVIVGDFDADGATSTALAVLALRSMGGSN
                     LDYLVPNRFEDGYGLSPEVVEQVAARGAELIVTVDNGISSHAGVDLAHAKGIQVLVTD
                     HHLPGETLPAADAIINPNLAGCDFLSKSLAGVGVTFYLMLALRARLRECGWFEQRTLA
                     VPNLAELLDLVALGTVADVVPLDANNRILVHQGLSRIRAGKCRPGIRALLEVANRDAR
                     QLVANDLGFSLGPRLNAAGRLDDMSIGVALLLSDDIAQARALAIDLDTLNQTRREIEQ
                     GMQVEALQLCDQLERTSSELPYGIAMYHPEWHQGVVGILASRIKERFHRPVIAFAPAG
                     EGLLKGSGRSVAGLHMRDALERLDTLNPGLILKFGGHAMAAGLSLEEGKFDEFRQRFA
                     DLVGEWMDASQLEGVIWSDGELNGAELSLETAELLRDGGPWGQSFPEPTFDGKFRILQ
                     QRLVGERHLKLMVEPLNGGPLLDGIAFNVDTTLWPDSSVREVKLAYKLDINEYRGNRS
                     VQLLVQHLWPY"
     gene            complement(3500897..3501613)
                     /locus_tag="CH60_3230"
     CDS             complement(3500897..3501613)
                     /locus_tag="CH60_3230"
                     /note="[O] COG1651 Protein-disulfide isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="DSBA-like thioredoxin domain protein"
                     /protein_id="AJK13831.1"
                     /translation="MKKSLLLLPMLMAALSGVANADDSAIQQTLKKLDIQQADIQPSP
                     IPGISTVMTESGVLYISADGKHLLQGPLYDVSGDQPINVTNQALLKKLEALSSEMIVY
                     KAPEEKHVITVFTDITCGYCRKLHEQMKDYNALGITVRYLAFPRQGLSSQAEKDMRSI
                     WCMADRNKAFDDAMKNNDISPATCKTDISKHYQLGVQFGIQGTPAIVLQNGTIVPGYQ
                     GPKEMLQMLNAHQASLKAGG"
     gene            complement(3501644..3502543)
                     /gene="xerD"
                     /locus_tag="CH60_3231"
     CDS             complement(3501644..3502543)
                     /gene="xerD"
                     /locus_tag="CH60_3231"
                     /note="recomb_XerD: tyrosine recombinase XerD;
                     [L] COG4974 Site-specific recombinase XerD"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine recombinase XerD"
                     /protein_id="AJK12773.1"
                     /translation="MKQQDNPLIEQFLDALWLERNLAENTLASYRLDLHALVGWLTHH
                     NSDLLRASPQDLQSFLAERIEGGYKATSSARLLSAMRRLFQYLYREKLREDDPTALLS
                     SPKLPQRLPKDLSEAQVDALLNSPNVDIPLELRDKAMLEVLYATGLRVSELVGLTISD
                     VSLRQGVVRVIGKGNKERLVPLGEEAVYWIENYMEHGRPWLVNGASLDVLFPSNRSQQ
                     MTRQTFWHRIKHYAILAGIDSERLSPHVLRHAFATHLLNHGADLRVVQMLLGHSDLST
                     TQIYTHVATERLRQLHQQHHPRA"
     gene            3502650..3503168
                     /locus_tag="CH60_3232"
     CDS             3502650..3503168
                     /locus_tag="CH60_3232"
                     /note="flav_long: flavodoxin;
                     [C] COG0716 Flavodoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin"
                     /protein_id="AJK11782.1"
                     /translation="MKIGLFYGSSTCYTEMVAEKIRDILGEDLVDLHNLKEVSPRLME
                     EYSILILGIPTWDFGELQEDWEAIWPQLTQLNLKGKIVAMYGMGDQFGYSEWFLDALG
                     MLHDHIAPLGVKFIGFWPTDGFEFTSPKPLSADGKQFVGLALDEVNQYDLSEERIEQW
                     CEQILLEMEALL"
     gene            complement(3503258..3504715)
                     /locus_tag="CH60_3233"
     CDS             complement(3503258..3504715)
                     /locus_tag="CH60_3233"
                     /note="[V] COG4452 Inner membrane protein involved in
                     colicin E2 resistance"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane CreD family protein"
                     /protein_id="AJK14130.1"
                     /translation="MFKSVLFWKIVTLLGLMLLMMIPKGMLLHVIDERSGYRQSVIDK
                     VSDSTSRSQKILGPLIVVPYREWVETEVDGKKQGKWTHFYHYILPNVMTVKGTPDVEV
                     RQLGIYKTQVYQGEFDFHGEFEVSSLDDLDREGVIIGKPSLVLALSDARGIQRISPLS
                     VGKTKINFEPGAFSGHSVQGVHAPLTIEQVLQGKFDVDFTMSLAGTTSLSVVPVGRNS
                     ELTLQSNWPHPNFVGNFLPLQRKVDEKGFRAHWSSNWLANSMNTNFTGGDAAFHFGSL
                     PAFTTSLIEPVDHYQLTERAIKYAILFIGLTFFSFFLFESLTSLRLHPMQYLLVGAAL
                     VLFYLMLLAFSEHIGFTLAYLLASLSCSLLIAIYLSAVLGGWLRGTLFACGLLLLYGI
                     LFGLLQSEDNALLLGAGLLFVVLTVVMLLTRRLDWYQVADTQRLTEWRAPEPSAEESP
                     SKTAPEGESMKDDNKKKDDHVKKDANEKDEFRLWK"
     gene            complement(3504836..3506260)
                     /locus_tag="CH60_3234"
     CDS             complement(3504836..3506260)
                     /locus_tag="CH60_3234"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AJK13493.1"
                     /translation="MKIGVRLLLGYFLIVAIAGYFVIRIFLQEVKPGVRRATEGTLVD
                     TATLLAQFARQDILQNKVADGQLAQAFSSLNLRPIGANIEGIRKDRNEYRVYLTDTDG
                     QVIFDSSGRALGQDYSRWNDVWLTLRGEYGARSSRTDPDDAESSVMYVAAPVIVENRI
                     VGVLSIGKPNLSMVPVIKRSERKILFAGGLLLGIALLIGLGFVWWINRAIGKLVDYAE
                     RVAEGQAVALPAMGSSELNDLALALALESMRLKLDGKAYIEQYVHTLTHELKSPLAAI
                     SGAAELLRESPPPETAQRFLINIEQQSARIQQLVDKMLVQARLESRVDLQLSPLEISH
                     ILKQSFSAKEAQAVSRGVTLRLKSVDNAMLIGDGLLLSQALNNLIDNALDFTPAGGEI
                     SVSGERQDDTYLITVEDSGSGIPGYAQEKIFDRFYSLPRANSVKSTGLGLNFVREVAA
                     IHQGSICLENRLPQGVSARLTLPL"
     gene            complement(3506285..3506983)
                     /locus_tag="CH60_3235"
     CDS             complement(3506285..3506983)
                     /locus_tag="CH60_3235"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [TK] COG0745 Response regulators consisting of a CheY-like
                     receiver domain and a winged-helix DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13406.1"
                     /translation="MKPLIWLVEDEPSIADTLIYTLESEGFTLRWFDRGEPALAALSS
                     GSPALAIVDVGLPDINGFDLCRRMLAAAPDLPVIFLTARSEELDRIVGLEIGADDYIA
                     KPFSPREVSARVRTILRRLQKSHLLAVTSTSYQFGHFSLDEAGARVTYHQQILGLTRY
                     EYLLLKTLLLAPERIFSRQQLMDIVWAQAEESQDRTVDTHIKTLRSKLRTVYAEDSPI
                     RTHRGLGYSLGYQP"
     gene            complement(3507389..3507655)
                     /locus_tag="CH60_3236"
     CDS             complement(3507389..3507655)
                     /locus_tag="CH60_3236"
                     /note="[S] COG2938 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flavinator of succinate dehydrogenase family
                     protein"
                     /protein_id="AJK13409.1"
                     /translation="MEIDNKARIHWACRRGMRELDISIMPFFEYEYDSLSDNEKQAFI
                     RLLECDDPDLFNWLMNHGEPQDSELYQMVKLIQSRNKARGPVAM"
     gene            3507972..3508964
                     /locus_tag="CH60_3237"
     CDS             3507972..3508964
                     /locus_tag="CH60_3237"
                     /note="[R] COG0354 Predicted aminomethyltransferase
                     related to GcvT"
                     /codon_start=1
                     /transl_table=11
                     /product="aminomethyltransferase folate-binding domain
                     protein"
                     /protein_id="AJK10965.1"
                     /translation="MAYHTPFAAQPPVASSGLPLTLISLDDWALVTLTGADRVKYLQG
                     QVTADIDALSADQHVLCAHCDAKGKMWSNLRLFYRGEGLAFIERRSLLDNQLSELKKY
                     AVFSKVVIEPQPDAVLIGVAGSQAKTALAEIFTELPSAEHPVTQMGNSTLLHFSLPAE
                     RFLLVTDTEQAQQLVEKLAGRAQFNDSKQWLALDIEAGFPIIDAANSAQFIPQATNIQ
                     ALNGISFTKGCYTGQEMVARAKYRGANKRALYWLAGNASRVPAAGEDLEWQLGENWRR
                     TGTVLSAIQLNDGTVWVQAVLNNDLAADSVLRVRDDALGTLAIQPLPYSLAEDK"
     gene            complement(3509037..3509534)
                     /locus_tag="CH60_3238"
     CDS             complement(3509037..3509534)
                     /locus_tag="CH60_3238"
                     /note="conserved hypothetical protein;
                     [S] COG5472 Predicted small integral membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14163.1"
                     /translation="MIMRLSKALMVCAIALFATLVVFGNMTDYNTNFVFVHHVLQMDT
                     IFPDATISYRAIHSPWLQQLGYIGIILLETLTAVFCWVGGIGLLINRKAPAKVFNRKK
                     GIAIIGLTLGFLTWQVVFMSIGGEWFGMWMSKQWNGVPNAFRFFVTTILVLIYLVQPD
                     GELDE"
     gene            complement(3509792..3510493)
                     /locus_tag="CH60_3239"
     CDS             complement(3509792..3510493)
                     /locus_tag="CH60_3239"
                     /note="hlyIII: channel, hemolysin III family protein;
                     [R] COG1272 Predicted membrane protein, hemolysin III
                     homolog"
                     /codon_start=1
                     /transl_table=11
                     /product="channel, hemolysin III family protein"
                     /protein_id="AJK14082.1"
                     /translation="MKNKSGTQPLFATPSVPAAQTATPTPAYPWAEELANSLSHGIGV
                     VFGIVGLVLLLVQAVNSGADTKALTSYSLYGSSIILLFLASTLYHAIPHRRAKLWLQK
                     FDHCAIYILIAGTYTPFLLVGLDSPLARGLMAVIWGLALIGVIFKLAFAHRFEVLSLV
                     TYLTMGWLSLIVIYQLAVKLEIGGLALLAIGGLLYTVGVIFYASKRIRFGHAIWHGFV
                     LGGSVCHFMAIYLYV"
     gene            complement(3510695..3511798)
                     /locus_tag="CH60_3240"
     CDS             complement(3510695..3511798)
                     /locus_tag="CH60_3240"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK12072.1"
                     /translation="MSSFKTLGFFFLSLSLLFSSLLVLLSLLLFAGLLLFPSLLPFSR
                     FLPFAGFSPASGFSLATKYDEGFSGNVSYRGDLNDSPKTDPLWIPLPALPLIQQAVTE
                     LVPTVQGQYQEHVMSQVCALARGERTQEQVAQTLRSYDIDISNIPPQGHPLSLLVSTD
                     QSSRVIGCAAYIASSVMAIPKSDEFMVSTDKPADALPGKKNEAASKEKTLSIDPKKLA
                     QYLQTQLAVAKANADIFAIIAVELEKKPGLTVNEYSVQIKKVFSEVASAYLQRVKALY
                     AVGAGVNYKLITYSDEGFKFISNDGYLFEYGYDSLSLYFNRIPWYGSGKILGKEYFFS
                     VSYIEPNLVKRIREEKREEKSEGVLNQESGVAP"
     gene            complement(3511902..3513878)
                     /locus_tag="CH60_3241"
     CDS             complement(3511902..3513878)
                     /locus_tag="CH60_3241"
                     /note="[UW] COG5295 Autotransporter adhesin"
                     /codon_start=1
                     /transl_table=11
                     /product="coiled stalk of trimeric autotransporter adhesin
                     family protein"
                     /protein_id="AJK13868.1"
                     /translation="MNNADDQSCYAIMDGPSVGPITSPNCNTPSIGIINTNAGQLFVG
                     GTGAAVSGTLGPTFWTGTFATPVGTSNTATAYGMVVQSGGAYITGNTYVQGGLFLNGQ
                     KATNLAPATISSTSTDAVVGSQLYNLVQDGTRYFHANSVNPTDSLASGLETIAVGPAT
                     VVSGDNGVGIGNTALVGAAATGGIAIGFGTQVTAAGATAIGSAAQAQGAQSLALGAGA
                     VTSQANSIALGAASINTVGAQSSYSAYALTAPQASVGELGIGTALGNRKITGVAAGSA
                     SSDAVNVAQLTAVGDQVQQNTANITSLGGRVTTIEGSMASIANGGGVKYFHANSTQPD
                     SVASGTNSVAIGPASLASGNAALASGAGAVAIGDGAAASADGSVAIGQGSGDNGRGVE
                     NYIGKYSNASNTSSGTVSVGNTATGETRTVSNVADGLQATDAVNLRQLDGIAASIVVV
                     ENNVSGLQNGTDGMFQVNNSSGLAKPSATGANSATGGAGSVASGNNSTAFGSGAKATA
                     ANSAALGANSVADRANSVSVGSVGNERQITNVAPATQGTDAVNFDQLKSISNQTNAYT
                     NQRYSELKQDLRKQNSVLSAGIASAMSMASLTQPYTSGSSMTTIGAASYRGQSALSLG
                     VSSISDSGRWVSKLQASSNTQGDFGIGVGVGYQW"
     gene            complement(3513875..3514027)
                     /locus_tag="CH60_3242"
     CDS             complement(3513875..3514027)
                     /locus_tag="CH60_3242"
                     /codon_start=1
                     /transl_table=11
                     /product="hemagglutinin repeat domain protein"
                     /protein_id="AJK10574.1"
                     /translation="MENIIKYDINYFLRFVCFNYFMNIKFYRGLFSISIVMIYLSLAP
                     QLLSFM"
     gene            complement(3515088..3515525)
                     /locus_tag="CH60_3243"
     CDS             complement(3515088..3515525)
                     /locus_tag="CH60_3243"
                     /codon_start=1
                     /transl_table=11
                     /product="lipocalin-like domain protein"
                     /protein_id="AJK12753.1"
                     /translation="MINNRFIGSWSLISQHFILPDNSIHYPMGQNMLGRINYEKQGTM
                     AAQLYRGDRAKFTTEDWLQGSDSEIKNAFLTALTYFGRYHIDEEQGIVTHTVEGCLFP
                     NWVGNQQIRHYQFEEDRLTLRTPPLQMNNSSLVGVLIWQKVKK"
     gene            complement(3515903..3518782)
                     /gene="gcvP"
                     /locus_tag="CH60_3244"
     CDS             complement(3515903..3518782)
                     /gene="gcvP"
                     /locus_tag="CH60_3244"
                     /EC_number="1.4.4.2"
                     /note="gcvP: glycine dehydrogenase;
                     [E] COG1003 Glycine cleavage system protein P
                     (pyridoxal-binding), C-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine dehydrogenase"
                     /protein_id="AJK11695.1"
                     /translation="MTQNLSQLEHNDAFIQRHIGSSVEQQQQMLAAVGASSLSTLIQQ
                     IVPADIQLPGPPPVGEAATEHQALAELKGIASQNQCYKSYIGMGYSPVLTPPVILRNM
                     LENPGWYTAYTPYQPEVSQGRLEALLNFQQLTQDLTGLDLASASLLDEATAAAESMAL
                     AKRASKLKDANRFFVADDVHPQTLDVVLTRAETFGFDVIVDRAEKVLELDGIFGVLLQ
                     QVGTTGELHDYSALLAELKKRKIITSVAADIMALVLLTAPGAQGADVVFGSAQRFGVP
                     MGYGGPHAAFFACRDEFKRSMPGRIIGVSRDAAGNTALRMAMQTREQHIRREKANSNI
                     CTSQVLLANIASLYAVYHGPQGLQRIAGRIHRMTDILAAGLQHAGLTLRFKHWFDTLT
                     VEVKDKAAVLARALSFGINLRTDIHGAVGITLNETTSREDIQTLFALFVGDNHGLDID
                     QLDAAVSQHSQSIQDSMLRRDPILTHPVFNRYHSETEMMRYMHRLERKDLALNQAMIP
                     LGSCTMKLNAAAEMIPITWPEFAELHPFCPPEQAAGYQQMIGQLSQWLVQLTGYDAVC
                     MQPNSGAQGEYAGLLAIRRYHESRNQANRHICLIPSSAHGTNPASAQMAGMSVVVVAC
                     DKQGNIDLHDLRQKAEHAGDELSCIMVTYPSTHGVYEETIREVCQIVHQFGGQVYLDG
                     ANMNAQVGITTPGYIGADVSHLNLHKTFCIPHGGGGPGMGPIGVKAHLAPFVPGHSVV
                     QIDGMTTQQGAVSAAPFGSASILPISWMYIRMMGADGLKQASQVAILNANYIATRLKN
                     AYPVLYTGHDGRVAHECILDIRPLKEATGISEMDIAKRLIDFGFHAPTMSFPVAGTLM
                     VEPTESESKVELDRFIDAMLAIRAEIEKVAQGEWPLEDNPLVNAPHTQAELVGEWTHP
                     YSRELAVFPVAGVLENKYWPTVKRLDDVYGDRNLFCSCVPISDYE"
     gene            complement(3518994..3519380)
                     /gene="gcvH"
                     /locus_tag="CH60_3245"
     CDS             complement(3518994..3519380)
                     /gene="gcvH"
                     /locus_tag="CH60_3245"
                     /note="gcvH: glycine cleavage system H protein;
                     [E] COG0509 Glycine cleavage system H protein
                     (lipoate-binding)"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system H protein"
                     /protein_id="AJK12204.1"
                     /translation="MSNVPTELKYALSHEWVRADGDGVYSVGITEHAQELLGDMVFVD
                     LPEVGSDVSAGSDCAVAESVKAASDIYAPISGEIVAVNTELENSPELVNSAPYTDGWL
                     FSIKAADESELDNLLDADAYLAAIEE"
     gene            complement(3519449..3520546)
                     /gene="gcvT"
                     /locus_tag="CH60_3246"
     CDS             complement(3519449..3520546)
                     /gene="gcvT"
                     /locus_tag="CH60_3246"
                     /EC_number="2.1.2.10"
                     /note="gcvT: glycine cleavage system T protein;
                     [E] COG0404 Glycine cleavage system T protein
                     (aminomethyltransferase)"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system T protein"
                     /protein_id="AJK11079.1"
                     /translation="MAKQTPLYDQHVACGARMVDFHGWMMPLHYGSQIDEHHFVRQDA
                     GMFDVSHMTIVDLHGNRTREFLRYLLANDVAKLTQPGKALYTGMLNESGGVIDDLIVY
                     FLSEDYFRLVVNSATRDKDLAWISQHAEPYQVEVTVRDDLALIAVQGPQAQQKVATLL
                     TTEQQQAIAGMKPFFGIQTGDLFIATTGYTGEAGYEIALPKQQVVAFWQQLLAAGVKP
                     AGLGARDTLRLEAGMNLYGQEMDEKTSPLAANMGWTVAWQPEDRQFIGRAALERQRMK
                     GTEQLVGLIMTEKGVLRNELPVYFFDAAGNQHVGVITSGSFSPTLGFSIALARVPAGI
                     GEHAVVQIRNREMPVRVTKPGFVRAGKAIVL"
     gene            complement(3521267..3522487)
                     /locus_tag="CH60_3247"
     CDS             complement(3521267..3522487)
                     /locus_tag="CH60_3247"
                     /note="ubi-OHases: ubiquinone biosynthesis hydroxylase,
                     UbiH/UbiF/VisC/COQ6 family protein;
                     [HC] COG0654 2-polyprenyl-6-methoxyphenol hydroxylase and
                     related FAD-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone biosynthesis hydroxylase,
                     UbiH/UbiF/VisC/COQ6 family protein"
                     /protein_id="AJK10734.1"
                     /translation="MQSFDIVIAGGGMVGLALACGLQGSGLRIAIIEHQPAPMPLTAP
                     LTGELALRVSAINAASERLLQKIGVWETIQALRASPYHGMEVWDKDSFGKIAFHADEY
                     GFSHLGHIIENQVIQQALWQRASQLPEVTVLAPASFKQVAWGETEAFITLTDDRMLSA
                     RLVVGADGAHSWLRQHADIPLTFWDYAHHALVATIRTDEPHQATARQVFHGDGILAFL
                     PFSDPHLSSIVWSLPPERAAELAVLPAEQFNRELAMTFDMRLGQCQLESERQTFPLTG
                     RYARSFAAHRLVLVGDAAHTVHPLAGQGVNLGFMDVAELVSELRRLQRQGKDIGQHLY
                     LRRYERRRKHSAAMMLASMQGFRDLFAGNNPAKKLLRDIGLTLADHLPGVKPQLVRQA
                     MGLNDLPEWLERSQ"
     gene            complement(3522660..3523838)
                     /gene="ubiH"
                     /locus_tag="CH60_3248"
     CDS             complement(3522660..3523838)
                     /gene="ubiH"
                     /locus_tag="CH60_3248"
                     /note="ubiH: 2-polyprenyl-6-methoxyphenol 4-hydroxylase;
                     [HC] COG0654 2-polyprenyl-6-methoxyphenol hydroxylase and
                     related FAD-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="2-polyprenyl-6-methoxyphenol 4-hydroxylase"
                     /protein_id="AJK12617.1"
                     /translation="MSVIIVGGGMAGVTLALAISSLTHGQVPVALVEAQQPNDRQHPG
                     FDARAIALAQGTCQQLARIGAWSALADCATAIDHVHVSDRGHSGFVNLRAEDYGVPAL
                     GHVLELHDAGERLFALLMKAPGVTLHCPAKVVDVVRTAESARVTLDDGQQLAAKLLVA
                     ADGSHSALAQSCAIQWQRQDYQQVAIIANITTSELPNGRAFERFTRNGPLALLPMSQG
                     RSSLVWCHAKHDQQQIDSWDDARFLAELQQAFGWRLGKMLQAGKRHSYPLQLLIASRH
                     ISHRLALVGNAAQTLHPIAGQGFNLGLRDVMSLAETLAEAAAMGNDLGDYTVLSHYQQ
                     RRQQDQQATIGVTDGLIRLFANRYGPLVAGRNLALMAMEQMPTIRDTFARRTLGWVER
                     "
     gene            complement(3523924..3525237)
                     /locus_tag="CH60_3249"
     CDS             complement(3523924..3525237)
                     /locus_tag="CH60_3249"
                     /note="aminopeptidase P, N-terminal domain protein;
                     [E] COG0006 Xaa-Pro aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11477.1"
                     /translation="MTQQEYQNRRQALLAKMAPGSAAIIFAAPEATRSADSEYPYRQN
                     SDFSYLTGFNEPEAVLILVKSDETHNHSVLFNRIRDLTAEIWFGRRLGQEAAPTKLAV
                     DRALPFDEINEQLYLLLNRLDVIYHAQGQYAYADNIVFAALEKLRHGFRKNLRAPATL
                     TDWRPWLHEMRLFKSAEEIAVLRRAGEISALAHTRAMEKCRPGMFEYQLEGEILHEFT
                     RHGARYPAYNTIVGGGENGCILHYTENECELRDGDLVLIDAGCEYRGYAGDITRTFPV
                     NGKFTPAQRAVYDIVLAAINKSLTLFRPGTSIREVTEEVVRIMVVGLVELGILKGDIE
                     QLIAEQAHRPFFMHGLSHWLGMDVHDVGDYGSSDRGRILEPGMVLTVEPGLYIAPDAD
                     VPPQYRGIGIRIEDDIVITATGNENLTASVVKDPDDIEALMALNH"
     gene            complement(3525325..3525903)
                     /locus_tag="CH60_3250"
     CDS             complement(3525325..3525903)
                     /locus_tag="CH60_3250"
                     /note="ygfB_yecA: yecA family protein;
                     [S] COG3079 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="yecA family protein"
                     /protein_id="AJK13956.1"
                     /translation="MSIENTLPTYPSLALALSQQAVALTPAEMHGLISGMLCGGSKDN
                     GWQTLVHDLTNEGVAFPQALSLPLQQLHEATQEALENEGFMFQLLIPEGEDVTVFDRA
                     DALSGWVNHFLLGLGMLQPKLAQVKDEVGEAIDDLRNIAQLGYDEDEDQEELAQSLEE
                     VVEYVRVAAILCHIEFTQQKPTAPEMHKPTLH"
     gene            3526240..3526569
                     /gene="zapA"
                     /locus_tag="CH60_3251"
     CDS             3526240..3526569
                     /gene="zapA"
                     /locus_tag="CH60_3251"
                     /note="[S] COG3027 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein ZapA"
                     /protein_id="AJK11811.1"
                     /translation="MSAQPVDIQVFGRSLRVNCPPEQQDALNMAAEDLSQRLQDLKVR
                     TRVNNTEQLVFIAALNVCHELAQERLKTRDYASNMEQRIRMLQQTIEQALLEQGRISD
                     RQDTQFE"
     gene            3526933..3527529
                     /locus_tag="CH60_3252"
     CDS             3526933..3527529
                     /locus_tag="CH60_3252"
                     /EC_number="6.3.3.2"
                     /note="MTHFS_bact: 5-formyltetrahydrofolate cyclo-ligase;
                     [H] COG0212 5-formyltetrahydrofolate cyclo-ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="5-formyltetrahydrofolate cyclo-ligase"
                     /protein_id="AJK13250.1"
                     /translation="MPQNPQHALERQRIRAEIREHRRLLTPVQQQQSAHLAAQHIAEH
                     PKIQQAHTVAVFLSFDGELDTQPIIEQLWQQKKQVYLPVLHPFSPGNLLFLRYRPESP
                     LIRNRLKILEPQLDVREVLPLHQLDVVITPLVAFDRHGQRLGMGGGFYDRTLQRWQQN
                     GPYPIGLAHDCQLVDKLPSEYWDVPLPEIVTPAKVWQW"
     gene            complement(3527794..3529035)
                     /locus_tag="CH60_3253"
     CDS             complement(3527794..3529035)
                     /locus_tag="CH60_3253"
                     /note="[HE] COG0111 Phosphoglycerate dehydrogenase and
                     related dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AJK13886.1"
                     /translation="MAKVSLEKDRIKFLLVEGVHQSAVDNLRAAGYSNIEYHKGALDA
                     ESLKASIRDAHFIGIRSRTHLSEDVFAAAEKLVAVGCFCIGTNQVDLKAATKRGVPVF
                     NAPFSNTRSVAEMVLGELLLMFRGIPSANAKAHRGEWNKLAVGSFEARGKKLGIIGYG
                     HIGTQLGILAESIGMKVFFYDIENKLSLGNAQQVRQLSDLLNMSDVVSLHVPENHTTK
                     NMIGAEQLAQMKPGALLINASRGTVVDIPALCDALSSNHLSGAAIDVFPEEPATNKDP
                     FNSPLCEFDNVLLTPHIGGSTQEAQENIGDEVAGKLAKYSDNGSTLSAVNFPEVSLPA
                     HGDNTRRLLHIHENRPGILTSINTIFAEQNVNIAAQYLQTSADIGYVVIDVETDDADN
                     AEKALQAMKAIPGTIRARLLY"
     gene            complement(3529342..3529998)
                     /gene="rpiA"
                     /locus_tag="CH60_3254"
     CDS             complement(3529342..3529998)
                     /gene="rpiA"
                     /locus_tag="CH60_3254"
                     /EC_number="5.3.1.6"
                     /note="rpiA: ribose 5-phosphate isomerase A;
                     [G] COG0120 Ribose 5-phosphate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose 5-phosphate isomerase A"
                     /protein_id="AJK14054.1"
                     /translation="MTQDELKKAVGWAALDYVKPGTIVGVGTGSTAAHFIDALGSIKH
                     QIEGAVSSSDASTAKLKSYGIPVFDCNDVDVLDIYVDGADEINGQMQMIKGGGAALTR
                     EKIIAAIARKFICIADESKQVGVLGKFPLPVEVIPMARSYVARELIKLGGLPEYRQNV
                     LTDNGNVILDVHNLSILDAIALENQINGIAGVVTVGLFANRGADVALIGTANGVKVIG
                     "
     gene            3530340..3531248
                     /gene="iciA"
                     /locus_tag="CH60_3255"
     CDS             3530340..3531248
                     /gene="iciA"
                     /locus_tag="CH60_3255"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="chromosome initiation inhibitor"
                     /protein_id="AJK10898.1"
                     /translation="MKRPDYRTLQALDAVIRERGFERAAQKLCITQSAVSQRIKQLEN
                     LFGQPLLVRTVPPRPTEQGQKLLALLHQVELLEEEWLGNDNGVDTPLLLSLAVNADSL
                     ATWLLPALKPVLADLPIRLNLQVEDETRTQERLRRGEVVGAVSIQPQPLPSCLVDQLG
                     ALDYLFVASKAFAERYFPNGVTRSALLKAPAVAFDHLDDMHQAFLQQNFDLSPGSVPC
                     HIVNSSEAFVQLARQGTTCCMIPHLQIEKELASGELIDLTPGLLQRRMLFWHRFAPES
                     RTMRKVTDALLSYGRQVLRQDSFIGQ"
     gene            complement(3531259..3532038)
                     /locus_tag="CH60_3256"
     CDS             complement(3531259..3532038)
                     /locus_tag="CH60_3256"
                     /note="conserved hypothetical protein;
                     [S] COG2968 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10580.1"
                     /translation="MKLKTLALAAMIGLGTLPLALQAQAAEVPEGPHVVTSGTASVEA
                     TPDIATIAIEVSVSAKDAADAKKQVDTRVAQYFDFLNKSGIEKKDVKAANIRTQPEYD
                     YQKSGEAVLKGYRAVRQVQVTLRQLDKLNDLLDGALKSGLNEIRAVELGVASPETYRE
                     QARKKAIENTITQAGALADGFKVKLGPVYSIRYHIANYQPMPVARMYKSAGAASDTAV
                     EQTYEQQTINFDDQVDVVFELQTGANPASIAATANKTVAAQ"
     gene            complement(3532228..3532845)
                     /gene="lysE"
                     /locus_tag="CH60_3257"
     CDS             complement(3532228..3532845)
                     /gene="lysE"
                     /locus_tag="CH60_3257"
                     /note="2a75: L-lysine exporter family protein;
                     [R] COG1279 Lysine efflux permease"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lysine exporter family protein"
                     /protein_id="AJK12417.1"
                     /translation="MLAVYLHGFILSAAMILPLGPQNVFVMNQGIKRQHHLMSASLCA
                     LSDIILICAGIFGGSALLSRSPLLLALVTWGGVAFLMWYGWGALMAAWRGDGVASSAT
                     SVTQGRWRILVTLLAVTWLNPHVYLDTFVVLGSLGGQLLPDIRPWFALGAVTASIVWF
                     FALALLAAWLSPWLNRPVAQRIINLFVGGVMGFIAFQLARQGFGL"
     gene            complement(3533108..3533977)
                     /locus_tag="CH60_3258"
     CDS             complement(3533108..3533977)
                     /locus_tag="CH60_3258"
                     /note="[M] COG0668 Small-conductance mechanosensitive
                     channel"
                     /codon_start=1
                     /transl_table=11
                     /product="mechanosensitive ion channel family protein"
                     /protein_id="AJK13472.1"
                     /translation="MEELNVVEGINNASTWLANNQDLLIQYAVNIIAALLILIVGSII
                     AKVLSGMLNRVMRLRGIDVTVADFLSAMVRYSILAFTIVAVLGRLGVQTASVIAVIGA
                     AGLAVGLALQGSLSNFAAGVLLVAFRPFKAGEYVDLGGVAGTVVQVQIFSTTLRTVDD
                     KIIVVPNGKIIANNIINTSREPNRRTDMIVGVAYDADIDVVKKVLGDIIAADSRIIHE
                     KGVTVRLNEMAPSSLNFAVRVWTTNGDAQEVFWDLTENFKRALDAHKIGIPYPQMDVH
                     LHQVAKAEAEKPE"
     gene            complement(3534415..3535494)
                     /gene="fbaA"
                     /locus_tag="CH60_3259"
     CDS             complement(3534415..3535494)
                     /gene="fbaA"
                     /locus_tag="CH60_3259"
                     /EC_number="4.1.2.13"
                     /note="fruBisAldo_II_A: fructose-bisphosphate aldolase,
                     class II;
                     [G] COG0191 Fructose/tagatose bisphosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-bisphosphate aldolase, class II"
                     /protein_id="AJK13469.1"
                     /translation="MSKIFDFVKPGVITGDDVQKVFAVAKENNFALPAVNCVGTDSIN
                     AVLETAAKVRAPVIVQFSNGGAAFIAGKGVKTDAPQGAAILGAISGAHHVHQMAEHYG
                     VPVILHTDHCAKKLLPWLDGLLDAGEKHFAATGKPLFSSHMIDLSEESLEENIEICSK
                     YLTRMSKIGMTLEIELGCTGGEEDGVDNSHMDASSLYTQPQDVDYAYEKLNAISPRFT
                     IAASFGNVHGVYKPGNVKLTPTILRDSQDYVSKKHNLPHNSLNFVFHGGSGSTAEEIK
                     EAVSYGVVKMNIDTDTQWATWEGILNYYKKNEGYLQGQLGNPEGADKPNKKYYDPRVW
                     LRAAQVTMITRLELAFKELNAIDVL"
     gene            complement(3535614..3536777)
                     /locus_tag="CH60_3260"
     CDS             complement(3535614..3536777)
                     /locus_tag="CH60_3260"
                     /note="[G] COG0126 3-phosphoglycerate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate kinase family protein"
                     /protein_id="AJK13602.1"
                     /translation="MSVIKMTDLDLAGKRVLIRADLNVPVKEGKVTSDARIRASLPTI
                     EAALKQGAKVMVTSHLGRPTEGEYNEEFSLLPVVNYLKEKLSSPVRLAKDYLDGVEIA
                     AGELVVLENVRFNKGEKKDDEALSKKYAALCDVYVMDAFGTAHRAQASTHGVGKFAPI
                     ACAGPLLSAELEALGKALGNPARPMVAIVGGSKVSTKLTVLGALSKIADKLIVGGGIA
                     NTFVAAQGHNVGKSLYEADLIPEAKRLLETCDIPVPTDVRVATEFSETAAATLKPANE
                     IKDDEQILDLGDESAERLAEILKNAKTILWNGPVGVFEFPNFRKGTEIVARAIAESEA
                     FSIAGGGDTLAAIDLFGIADQISYISTGGGAFLEFVEGKKLPAVVMLEERAKQ"
     gene            complement(3536880..3537896)
                     /gene="epd"
                     /locus_tag="CH60_3261"
     CDS             complement(3536880..3537896)
                     /gene="epd"
                     /locus_tag="CH60_3261"
                     /EC_number="1.2.1.72"
                     /note="E4PD_g-proteo: erythrose-4-phosphate dehydrogenase;
                     [G] COG0057 Glyceraldehyde-3-phosphate
                     dehydrogenase/erythrose-4-phosphate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="erythrose-4-phosphate dehydrogenase"
                     /protein_id="AJK13130.1"
                     /translation="MAIRIAINGFGRIGRSVLRALYESGRRAEISVVAINELASAEGM
                     AHLLKYDSSHGRFAWDVRQECDSLYVGDDIIRLIHQSEIEQLPWSELGIDVVLDCSGV
                     YGSREDGEAHVASGAKKVLFAHPGGHDLDATVVYGVNHQDLRAEHRIVSNASCTTNCI
                     IPIIQLLDIAYGIESGTVTTIHSSMNDQPVIDAYHQDLRRTRAASQSIIPVDTKLAAG
                     ITRIFPKFCDRFEAISVRVPTINVTAIDLSVSVTHPVGVAEVNQLLQKAARGAFRGIV
                     DYTELPLVSMDFNHDPHSAIVDGTQTRVSGQHLIKTLVWCDNEWGFANRMLDTTLAMA
                     KSGF"
     gene            complement(3538237..3538482)
                     /locus_tag="CH60_3262"
     CDS             complement(3538237..3538482)
                     /locus_tag="CH60_3262"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11266.1"
                     /translation="MSVSGFMGYLKGKSSLMLYEQFGDLKFKYRNREFWCRGYYVDTV
                     GKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3539002..3540996)
                     /gene="tkt"
                     /locus_tag="CH60_3263"
     CDS             complement(3539002..3540996)
                     /gene="tkt"
                     /locus_tag="CH60_3263"
                     /EC_number="2.2.1.1"
                     /note="tktlase_bact: transketolase;
                     [G] COG0021 Transketolase"
                     /codon_start=1
                     /transl_table=11
                     /product="transketolase"
                     /protein_id="AJK12196.1"
                     /translation="MSSRKELANAIRALSMDAVQKAKSGHPGAPMGMADIAEVLWRDY
                     LNHNPTNPHWADRDRFVLSNGHGSMLIYSLLHLTGYDLPMEELKNFRQLHSKTPGHPE
                     YGYTAGVETTTGPLGQGIANAVGFAIAERTLGAQFNRPGHDIVDHHTYAFMGDGCMME
                     GISHEVCSLAGTMKLGKLTAFYDDNGISIDGHVEGWFTDDTAARFEAYGWHVVRGVDG
                     HNADSIKAAIEEAHKVTDKPSLLMCKTIIGFGSPNKAGTHDSHGAPLGEAEVAATREA
                     LGWKYPAFEIPQDIYAAWDAKEAGKAKEAAWNEKFAAYAKAYPELAAEFKRRVSGELP
                     ANWAVESKKFIEQLQANPANIASRKASQNALEAFGKVLPEFLGGSADLAPSNLTIWSG
                     SKSLSDDLAGNYIHYGVREFGMSAIMNGIALHGGFIPYGATFLMFVEYARNAVRMAAL
                     MKIRSVFVYTHDSIGLGEDGPTHQPVEQMASLRVTPNMSTWRPCDQVESAVAWQYALE
                     RKDGPSALIFSRQNLAQQPRTAEQLANIAKGGYVLKDCAGQPELILIATGSEVELAVA
                     AADQLTATGRKVRVVSMPSTDAFDKQDAAYRESVLPSAVSARVAVEAGIADYWYKYVG
                     LNGAVVGMTTFGESAPAELLFKEFGFTVENVVAKAQALLK"
     gene            3541487..3542239
                     /locus_tag="CH60_3264"
     CDS             3541487..3542239
                     /locus_tag="CH60_3264"
                     /note="[O] COG0501 Zn-dependent protease with chaperone
                     function"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M48 family protein"
                     /protein_id="AJK11727.1"
                     /translation="MKIRTSMIALSLAALLSGCQSLNTEGLMQSGAQAFQAATLNDAD
                     VKALSEKSCVEMDQKAQIASADSQYGKRMAKIAAALGDNINGTPANYKVYVTKDVNAW
                     AMANGCIRVYSGLMDMMTDNEVEGVVGHEMGHVALGHTRKAMQVAYGTTALRTAIASA
                     GGVVGTLSQSQLADLGEKLVNAQFSQKQESEADDYSFDLLKKRGIDPNGLVTSFEKLA
                     SMEAGRNSSMFDDHPSSQARAEHIRQRIAAEK"
     gene            complement(3542529..3542849)
                     /locus_tag="CH60_3265"
     CDS             complement(3542529..3542849)
                     /locus_tag="CH60_3265"
                     /note="[PR] COG2146 Ferredoxin subunits of nitrite
                     reductase and ring-hydroxylating dioxygenases"
                     /codon_start=1
                     /transl_table=11
                     /product="rieske [2Fe-2S] domain protein"
                     /protein_id="AJK11735.1"
                     /translation="MGWFSVCKVNDIKPDFPFSAQAGNNRVGIYLVEGEYFAMEDICP
                     HAYALLSQGINDGEIIECPLHGALFNVRTGQCLREPGDRDLNTYAVRINGDQIDVNLD
                     GDGE"
     gene            complement(3543009..3544988)
                     /gene="speA"
                     /locus_tag="CH60_3266"
     CDS             complement(3543009..3544988)
                     /gene="speA"
                     /locus_tag="CH60_3266"
                     /EC_number="4.1.1.19"
                     /note="speA: arginine decarboxylase;
                     [E] COG1166 Arginine decarboxylase (spermidine
                     biosynthesis)"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine decarboxylase"
                     /protein_id="AJK11641.1"
                     /translation="MSDDNLISRPLTAGAHVSLRSMQEVAMNDRNASKMLSTYNVAYW
                     GGNYYDVNELGHISVCPDPDIREARVDLAQLVKKMQLEQGQRLPALFCFPQILQHRLR
                     SINAAFKRARESFGYEGGYFLVYPIKVNQHRRVIESLVNSGEPLGLEAGSKAEMMAVL
                     AHAGMTRSVIVCNGYKDREYIRLALIGEKLGHKVYLVIEKMSEIKMVLEEAERLNVVP
                     RLGVRARLASQGSGKWQASGGEKSKFGLSATQVLQLVDMLREANSLESLQLLHFHLGS
                     QLSNIRDISTGVRESARFYVELHKLGVNIQCFDVGGGLGVDYEGTRSQSDCSVNYGLN
                     EYANNVIWGIGDACNEHGLPHPTVITESGRAVTAHHTVLVSNVIGVERNEFCEPQPPE
                     AGAPRALESLWDTWQEMQEPENRRSLREWLHDSQMDLHDVHTQYAHGMLDLTHRAWAE
                     QLYLSICNEIQKQLDPSNRAHRPIIDELQERMADKLYVNFSLFQSMPDAWGIDQLFPV
                     LPLEGLDKPPERRAVLLDITCDSDGTIDHYIDGDGVATTMPMPPYDPENPPLLGFFMV
                     GAYQEILGNMHNLFGDTAAVDVYVFPDGTVEVEQTDEGDTVADMLEYVQLNPEKLLEH
                     FRGQVKETDLDTELQAQFLEEFEAGLYGYTYLEDE"
     gene            complement(3545234..3545395)
                     /locus_tag="CH60_3267"
     CDS             complement(3545234..3545395)
                     /locus_tag="CH60_3267"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12640.1"
                     /translation="MEVVGLMIRCLLVAAYQQLRRSDVQSPLATLLSCTPSTRCYTHM
                     GATQDSRAG"
     gene            3546195..3547349
                     /gene="metK"
                     /locus_tag="CH60_3268"
     CDS             3546195..3547349
                     /gene="metK"
                     /locus_tag="CH60_3268"
                     /EC_number="2.5.1.6"
                     /note="metK: methionine adenosyltransferase;
                     [H] COG0192 S-adenosylmethionine synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine adenosyltransferase"
                     /protein_id="AJK13586.1"
                     /translation="MAKHLFTSESVSEGHPDKIADQISDAVLDAILEQDPKARVACET
                     YVKTGMVLVGGEVTTNAWVDIEEITRRTIREIGYVHSDMGFDANSCAVLSAIGKQSPD
                     INQGVDRENPLEQGAGDQGLMFGYATNETSVLMPAPITYAHRLVERQAEVRKNGALPW
                     LRPDAKSQVTFQYDDGKIVGIDAVVLSTQHSEDINQKDLHEAVMEEIIKPVLPAEWIT
                     AHTKYFINPTGRFVIGGPMGDCGLTGRKIIVDTYGGMARHGGGAFSGKDPSKVDRSAA
                     YAARYVAKNIVAAGLADRCEIQVSYAIGVAEPTSIMVEAFGTEKIPADQLTLLVREFF
                     DLRPYGLIKMLDLLHPIYRETAAYGHFGREHFPWEKTDKAALLRDAAGLK"
     gene            3547542..3548054
                     /locus_tag="CH60_3269"
     CDS             3547542..3548054
                     /locus_tag="CH60_3269"
                     /note="[S] COG3091 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase MA superfamily protein"
                     /protein_id="AJK11463.1"
                     /translation="MSTLRIPIALQQAVMQCLRHYLQLANQHLGTAYPEPKVNYHQRG
                     TNAGSAYLQSFEIRLNPVLLLENKQPFIDEVVPHELAHLLVYRQFGRVAPHGKEWRWM
                     MEQVLKVPASRTHQFEVASVRSKTFNYQCKCQQHALTIRRHNKVLRGESEYRCRQCGE
                     KLQFITINPD"
     gene            3548152..3548859
                     /locus_tag="CH60_3270"
     CDS             3548152..3548859
                     /locus_tag="CH60_3270"
                     /note="[L] COG2356 Endonuclease I"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease I family protein"
                     /protein_id="AJK11303.1"
                     /translation="MLRNILFLLVLSSPLLPLISHSHGINNFSQAKAVAAKIHQDAPG
                     SFYCGCQIDWQGKKGIPDLNSCGYQPRKNAARAARIEWEHVVPAWQFGHQRQCWQQGG
                     RKNCAKDPVYRQIETDLHNLQPAIGEVNGDRNNFMYSQWNGGSGQYGQCAMKVDFKNK
                     LAEPPVRARGAIARTYFYMRDQYQLRLSSQQSKLFGVWDRQYPVTDWECLRDERIAKT
                     QGNHNPYVQRACQRPKS"
     gene            3549111..3549842
                     /gene="rsmE"
                     /locus_tag="CH60_3271"
     CDS             3549111..3549842
                     /gene="rsmE"
                     /locus_tag="CH60_3271"
                     /EC_number="2.1.1.193"
                     /note="[S] COG1385 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal RNA small subunit methyltransferase E"
                     /protein_id="AJK11316.1"
                     /translation="MRIPRIYHPQPLQANTELALTDEAANHVGRVLRMTEGQSLQLFD
                     GSNQIFDAEIIRADKKNLIVRLAEGQWEDRESPLNLHLGQVISRGEKMEFTVQKSIEL
                     GVNVITPLFSARCGVKLDGERLTKKIQQWQKIAIAACEQCGRNTIPEIRDAMQLADWC
                     AESDDSLKLNLHPRASNSINTLPSSLNKVRLLIGPEGGLSADEIAMTSRLGFTDILLG
                     PRVLRTETTALTAITALQVRFGDLG"
     gene            3549868..3550827
                     /gene="gshB"
                     /locus_tag="CH60_3272"
     CDS             3549868..3550827
                     /gene="gshB"
                     /locus_tag="CH60_3272"
                     /EC_number="6.3.2.3"
                     /note="glut_syn: glutathione synthase;
                     [HJ] COG0189 Glutathione synthase/Ribosomal protein S6
                     modification enzyme (glutaminyl transferase)"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione synthase"
                     /protein_id="AJK13305.1"
                     /translation="MIKLGIVMDPISSINIKKDTSFAMLLEAQRRGWELHYMEMGDLY
                     MRGGDGRARTRRLNVKQDKDNWFSFGAEQDLPLYDLDVILMRKDPPFDTEFIYATYIL
                     ERAEDKGTLVVNKPQSLRDCNEKLFTAWFPELTPDTLVSRSKDHIRKFHQEHGDIILK
                     PLDGMGGTSIFRVKQDDPNLSVIIETLTELSSRFCMAQNFLPAIKEGDKRVLVVDGEP
                     VPYCLARIPAQGETRGNLAAGGRGEARPLSESDWEIARTVAPILKQKGLIFVGLDIIG
                     DRLTEINVTSPTCVREIEAAFPEISITGMLMDAIERRLADKKA"
     gene            3550943..3551506
                     /locus_tag="CH60_3273"
     CDS             3550943..3551506
                     /locus_tag="CH60_3273"
                     /note="conserved hypothetical protein;
                     [K] COG1678 Putative transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13647.1"
                     /translation="MNLQHHFLIAMPSLQDPQFKRSVIYICEHGEKGAMGLVINKPLE
                     QLTVETILEKLKIKSPSRDPAIRLDNVVLAGGPLAEDRGFILHSPQEGFASSIHISPE
                     TMITTSKDVLETLGTSGQPKNLLVALGYASWRQGQLEQELLDNVWLTTEADTHILFNT
                     PIAERWQAAANKLGINIFNIAPQAGHA"
     gene            3551506..3551928
                     /locus_tag="CH60_3274"
     CDS             3551506..3551928
                     /locus_tag="CH60_3274"
                     /note="conserved hypothetical protein;
                     [L] COG0816 Predicted endonuclease involved in
                     recombination (possible Holliday junction resolvase in
                     Mycoplasmas and B. subtilis)"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11026.1"
                     /translation="MANRTIIAFDFGTKSIGVAIGQEVTGTARALTAFKAQDGTPDWQ
                     QVEKLLKEWQPNLVVVGLPLNMDGTEQPLTARARRFANRLHGRFGVQVALQDERLSTV
                     EARANLFDRGGYRALDKGSVDAASAVIILESWFDEQAG"
     gene            3552108..3552992
                     /gene="aguB"
                     /locus_tag="CH60_3275"
     CDS             3552108..3552992
                     /gene="aguB"
                     /locus_tag="CH60_3275"
                     /EC_number="3.5.1.53"
                     /note="agmatine_aguB: N-carbamoylputrescine amidase;
                     [R] COG0388 Predicted amidohydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-carbamoylputrescine amidase"
                     /protein_id="AJK13942.1"
                     /translation="MTKVTVAATQMACSWDLPKNIENAEKLVRQAHAKGAQIILIQEL
                     FAAPYFCIDQSPEHYALAQELDNSPLIKHFSKLAAELEVVLPLSFFEKANNAYYNSLV
                     MIDADGSVLDVYRKTHIPNGPAYQEKQFFIPGDTGFKVWQTRYAKVGVGICWDQWFPE
                     TARSLALLGAEVIFYPTAIGSEPAYPEIDSQPHWTRVQQGHAAANLVPVIASNRIGTE
                     KSKYIDGLEMTFYGSSFIADQTGALLAQANKTDEAVLVHEFDLQEIAAQRASWGLFRD
                     RRPEMYQTLATSDGKTRR"
     gene            3552996..3554111
                     /gene="aguA"
                     /locus_tag="CH60_3276"
     CDS             3552996..3554111
                     /gene="aguA"
                     /locus_tag="CH60_3276"
                     /EC_number="3.5.3.12"
                     /note="agmatine_aguA: agmatine deiminase;
                     [E] COG2957 Peptidylarginine deiminase and related
                     enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="agmatine deiminase"
                     /protein_id="AJK11676.1"
                     /translation="MSVQDTMLQQQALPGTPRQDGFFMPAEWAPQDAVWMLWPYRQDN
                     WRGKAIPAQQTFAKVAEAISRATPVFMGVPAEFMAQAKATMPANVTLVEMASDDAWMR
                     DTGPTMVINGAAERRAVDWQFNAWGGLNGGLYADWQQDEKVAVQVSDFLKNAHYSAPL
                     ILEGGSIHTDGEGTLLTTAECLLNPNRNPHLNQAQIEQLLCDYLGVTHFIWLQDGVYN
                     DETDGHIDNMCCFVRPGEVALHWTDDQQDPQYARSVAAFEVLSNTVDAKGRKLKIWKL
                     PAPGPLYNTEEETFDVLTSDAVPRTAGERLAGSYVNFLISNQQIIFPLLDSRTDGQAN
                     DLLQQMFPGYAIVGVPAREILLGGGNIHCITQQIPAA"
     gene            complement(3554220..3555344)
                     /locus_tag="CH60_3277"
     CDS             complement(3554220..3555344)
                     /locus_tag="CH60_3277"
                     /note="pilT_fam: twitching motility family protein;
                     [NU] COG2805 Tfp pilus assembly protein, pilus retraction
                     ATPase PilT"
                     /codon_start=1
                     /transl_table=11
                     /product="twitching motility family protein"
                     /protein_id="AJK13153.1"
                     /translation="MDFTSLNNQHSDLNNPVFSRIKAKRIDLENPDLASDGFNKQDFA
                     NKVAASVDHNASDLHLCTGFHPVLRIDGELKTFTDWPKVTAGWLNGLRRHMLSDAQES
                     RLQQQGQVDCAYTTVGSQRLRANIFQQRQGQSIAFRIIPAICPSLTQLAAPPILNQLI
                     QQDNGLILVTGATGSGKSTTLSAMISAINQQQARHIITLEDPIEFIHSSQSCLIQQRE
                     LGRHTHCFSRALNGALRQDPDIILLGELRDLETIRLALTAAETGHLVLATLHTRTATQ
                     AIDRLIDVFPPEEKAVIRTQLAASLRGVITQKLCRQNGGGRIAVFEILTQTTAVSHLI
                     REGKTYQLPTVIQAGGQWGMQTFEQSIAQRQKQGVLAINH"
     gene            3555364..3556062
                     /locus_tag="CH60_3278"
     CDS             3555364..3556062
                     /locus_tag="CH60_3278"
                     /note="alanine racemase, N-terminal domain protein;
                     [R] COG0325 Predicted enzyme with a TIM-barrel fold"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11304.1"
                     /translation="MSTIQQNLQDVRARIATAAHNCGRSPEEVTLLAVSKTKPVAAIE
                     KAIAAGQYAFGENYVQEGVDKIHSFVDNKTLEWHFIGPLQSNKSRLVAENFAWCHTVD
                     RLKIAQRLSAQRPAAMPALNVLIQINISDEQSKAGISLSELPALADSISTLPNLCLRG
                     LMAIPAPEHDYQRQLAVFTQMNQAFLTLKARYPQIDTLSMGMTDDMDAAISAGSTLVR
                     IGTAIFGARVYNAD"
     gene            3556195..3557016
                     /gene="proC"
                     /locus_tag="CH60_3279"
     CDS             3556195..3557016
                     /gene="proC"
                     /locus_tag="CH60_3279"
                     /EC_number="1.5.1.2"
                     /note="proC: pyrroline-5-carboxylate reductase;
                     [E] COG0345 Pyrroline-5-carboxylate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrroline-5-carboxylate reductase"
                     /protein_id="AJK10895.1"
                     /translation="MQHRNITFIGAGNMARAIIAGLVAGGYPAKMISVCAPSAKNRDA
                     LATEFGVISSDDNIRESQKAEVVVLAVKPQLMADVCQQLQKQVDFSDKLVLSIAAGVQ
                     VARFYALLGNKLNLVRIMPNTPSLVGKGMSGLYAPEQVSAADRDFTTELMSAIGKVCW
                     VDNEDGINSIIAAAGSSPAYFFLFMEAMQQETERLGFDSETARQLVQQAASGACALVE
                     ANPHVPLSALREQVTSKGGTTAEAIRVFNEQHLPEMVANAMRAAIARAKEMEKLF"
     gene            3557304..3557858
                     /locus_tag="CH60_3280"
     CDS             3557304..3557858
                     /locus_tag="CH60_3280"
                     /note="[S] COG0762 Predicted integral membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="YGGT family protein"
                     /protein_id="AJK13656.1"
                     /translation="MLTLTFLAKTVIDLYVMVLLLRIWMQWVHSDFYNPLSQFVVKIT
                     QPIVGPLRRVVPSMGPIDSASLLLAFLLMTIKYPLLLLIDSGSLSLSIYNLLFGLIAL
                     VKAVGYLIFWVMIIRALMSWISQGRSPVDYLLLQLTEPLMAPIRRILPAMGGIDFSAM
                     VVILILYLLNFLGMDLFGAMWVML"
     gene            3557855..3558145
                     /locus_tag="CH60_3281"
     CDS             3557855..3558145
                     /locus_tag="CH60_3281"
                     /note="conserved hypothetical protein;
                     [S] COG1872 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14438.1"
                     /translation="MSAVLSTENGLILKLYIQPKASRDQIVGLHGDELKVAITAPPVD
                     GQANTHLVKFIAKQFRVAKSQVIIEKGELGRHKQIKVINPQQIPPEVTILLE"
     gene            3558245..3558838
                     /gene="rdgB"
                     /locus_tag="CH60_3282"
     CDS             3558245..3558838
                     /gene="rdgB"
                     /locus_tag="CH60_3282"
                     /note="[F] COG0127 Xanthosine triphosphate
                     pyrophosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="non-canonical purine NTP pyrophosphatase,
                     RdgB/HAM1 family"
                     /protein_id="AJK12573.1"
                     /translation="MQKIVLATGNPGKVRELANLLADFGLDVVAQTELGVESAEETGL
                     TFIENAILKARHAAQTTGLPAIADDSGLAVDALGGAPGIYSARYAGTDASDQENLEKL
                     LVALQNVPDEKRGAQFHCVLVYMRHAEDPTPLVFHGQWPGVIAHQPAGAAGFGYDPIF
                     YVPALGKTAAELTREEKHAVSHRGQALKLMLDALRDA"
     gene            3558831..3559961
                     /locus_tag="CH60_3283"
     CDS             3558831..3559961
                     /locus_tag="CH60_3283"
                     /note="[H] COG0635 Coproporphyrinogen III oxidase and
                     related Fe-S oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM superfamily protein"
                     /protein_id="AJK14064.1"
                     /translation="MLKLPPLSLYIHIPWCVQKCPYCDFNSHALKGDVPHQEYVEHVL
                     ADLDADVPLVSGREISTIFIGGGTPSLLSAEAMQQLLDGVRARLPVASDAEITMEANP
                     GAVEADRFSGYQRAGINRISIGVQSFSAQKLTRLGRIHGPDEARRAAELATSLQLRSF
                     NLDLMHGLPDQTLEEALDDLRQAIALNPPHLSWYQLTIEPNTGFSSRPPILPDDDALW
                     DIFQQGHQLLSAAGYLQYETSAYAKPGYQCQHNLNYWRFGDYLGIGCGAHGKITFNDG
                     RILRTIKTKHPRGFMQGKYLDKQYEVAAVDRPFEFFMNRFRLLEAAPRADFYHFTGLT
                     ESTIRPQLDEAIAKEYLIETTEYWQITEKGKLFLNSLLELFL"
     gene            complement(3560151..3560258)
                     /locus_tag="CH60_3284"
     CDS             complement(3560151..3560258)
                     /locus_tag="CH60_3284"
                     /note="[Q] COG2931 RTX toxins and related Ca2+-binding
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="putative virulence determinant"
                     /protein_id="AJK13461.1"
                     /translation="MGGLESTESYSLPLERQTVMAITTHQFVSDSIAAY"
     gene            complement(3560299..3561057)
                     /locus_tag="CH60_3285"
     CDS             complement(3560299..3561057)
                     /locus_tag="CH60_3285"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13749.1"
                     /translation="MAKPPTGCSVSHCYMDCIVVKVRQNGSVINKAVFLALGINTEGQ
                     KELLGMWLAENEGAKFWLSVLTELKNRGLQDILIACVDGLKGFPDAINSVYPQTHIQL
                     CIIHMVRNSLKYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAWDDKYPQISKS
                     WRTHWENLNTFFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLA
                     IKDASKKWSMPIQNWRLAMSRFIIEFGDRLSDHL"
     gene            complement(3560997..3561506)
                     /locus_tag="CH60_3286"
     CDS             complement(3560997..3561506)
                     /locus_tag="CH60_3286"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK10705.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLKSKVTDAVKEQVAEWQNRQLDALY
                     PIVIWTALS"
     gene            complement(3561554..3570805)
                     /locus_tag="CH60_3287"
     CDS             complement(3561554..3570805)
                     /locus_tag="CH60_3287"
                     /note="[Q] COG2931 RTX toxins and related Ca2+-binding
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase C80 family protein"
                     /protein_id="AJK10868.1"
                     /translation="MPNGNEMAGFYIDKLSLSQRLSIVSETYDRVNKNNKKEKLKYSY
                     DDIEMIKKRFVKYIDAQLYSLIREGLSVPATLTQEEKIKITDLAIDAALFNDYERFNE
                     LIIYISSLGISVTPPLPQEEGGSRLYIYFSGDIHAYMDVWRGDLLLGSGTELSDIQSI
                     TGLRFMIDMAESLKLNIINPADKAMVDLINHLRYEMISYASSFCATYSAERGGTVYLS
                     SPDGLRINNYFWNSELPVLRALQKKGLIGDIRILHKPLEFYKDTPLDELGDLLTAKDI
                     SMTVEYQFLPVWLQEKLLVDIYQQWLDEEFQPSLLAVRKEIINTIDIDRHAPEVELLR
                     YFLRKIHEQLDEITEFKVLKEAERIDSIKKKLAVGSEIESWLDNVPAIDVNERKIILE
                     SLLQKESLLFSNVRDIKKSIIPLDFNSDVININTSLLKNTFIPFNLLRESWDVIISDR
                     SLVEGTLTIHFSVGRKIMIKVDANRNQLKQMATLERFLLANFTPRNTPQDLKIIDNVI
                     MSGDVVLAERRDDKGWHNDQQMIEKVKLSEFDYFLKSNDLGVKINDNGFVLYLISDPE
                     DNRDVIIKPNDDYNLKSIKDFIENNYLFFDDVPEYLIVKKNVENKECIFAHDEGETYQ
                     VAYRDGEAWVLLSKMNTSDQIKNLNEITMSVNLNNAESRSVALILSLLNKHARLVSIL
                     PDTHPKVMENFLDIDSLLKNSTHPFEHPLYRKLLNSISNDINKYMESLNEIKDSYHLL
                     PFDVRPGQYMNTWSKIDRDTVIEYSFKQNDKNHHPQFIVLLQDDSLSKRVGEIIASYN
                     NNKSIVLQFDARSSEARIAYGTQNNITEMGKFELSFVTHGTTDGVYSFSVANVIEIYK
                     LTINSFALPPPVKIRLVICSIADNGQGAQGFNGTHPALGIVNMMHQEGFDIPILAYTT
                     KVGVSVEHPGELVVFNSEKPGEVLKNIDDYQVLYHYKNNILLTDGVPVVELLLKDVRN
                     KIKSVDQLIESYSQYLVPFFSDDNGVVDRELLELTINDFDTYSKFENFLDIIRQRPEL
                     RNSDNWQLVVANNATGFLITTLDEPVVKYPDIVKVNEWDLPAIANIDKTATASQYDMQ
                     IVFQCENNPTVNRAATRLAGKHAKNSIIIQLDVDNNHRAFIIDDNTHAEWREISHNEL
                     VTKLKIQPENGKIRWQVVGHGRSEGGNDKHPTLAGQRPEQLTARLNQFSDYLQTEHQI
                     NISPQQVSLVGCAMSSSDRYTSFAHKFMSHLNENGIRTNVSASTKAIEVDPQGHKHDV
                     DTPDIDSYNNKYLSSIKGTEKLYWNRWGEITTERKKDINGRLNNIDSLLDKLITRQLS
                     VNQLNKKQQRKLAEIFPQLTDKKLNKGELLLTLHDSWRMQALKYDLLFLQKISDRPDF
                     DTELWRVTDRWRITETDGNTLQDVRIKSGSQHKTDLATYPHSITSDPDLKTSAPELKT
                     SNPKARTAIFGRFGYGMQGYGFISALRLSADYQRWMSNGDLTEKQEEEIQLQLAMAWG
                     GIGANLATDGLQYAFGKWGIGYLQKLVSKGGRLSPALLSQLTLLKRNPALLLAPGFLK
                     DLRKLALNQFAHGAARFSMPLLSALTSGIDIYQAYHAFSQLATETDPHVRRDLIASGV
                     FSTINATIGLGVAFAMAMGGTAATAAGPAGIALAFTMIIVGDIYSAVSQIERIRDIVP
                     DMTGSQRFENGLRLFLKFGLTPGLDNQIRYNQTMESVYQRQRDYYEALLASKQGVDTL
                     FYSRGEAVLKAIPFIKRDERSQTERDLEKISIFSGDPFTNAKIYTTYAEMGKHEYYEL
                     DKINDVDDYVIADFFEDNNRSVVKLQNKNLHQAFSELDIDSTYSPFILSADVDRNGLN
                     DFIVINEKYNTTIASRKNSVGMTVIDDYVSRWHYELYTWLAQPDGSYLKIDTRLEWEK
                     LFHAIEVDKFNEVVFPVLGDFNGDNVFELVIFHDDKMTTYHYDSLDFNQSGKDNHNVI
                     NIGDFIEPVRLAFEGEKSKNYPYSLVGDINNDGFDDILLLNKSGDMLHLMGNSSGVFR
                     QHKTKLSSELTSLLSSSNLHRSQLQLTDLNKDGGLDLVIILNDGIYYQALGDKIDGEY
                     HFDTPSMVNKITIKNEGGDSVRYQQNRLSQIDKHKIIAISPSDQGENRLISLSDSGEL
                     LAHPLREIKENDVAALFDLGGGDDVAKGYHKKKNIFTIGSGFKQYQGGENADTFILTS
                     AVASKSHILSGGEGNDTVALGEVLGNEIDSIIDISNGYYSQVNGGVEKQVALLYDFEN
                     ILGHENVNDTIIGNDVDNYLNGMGGDDKIWGNGGNDLLALQSGLAQGGTGLDSYHILK
                     STHEKSLQIRIEEVSENNNTDMQISNIFLEHKLNQIKSIELDNIDVLININNDNGFMT
                     QIRLVGVYNINNNQKQQVLNFTIQTVDGFTMVPLWPSYLNEITEFSPNMVAYYSSLVD
                     RNYKELVGKGDPDDIVVRFSLDNGYQQQQVTHLQRVEGEKDIVLRQAILPDFIRLSPQ
                     EHSMLMGFLPRYELLGDNKDNLLQVLSGEGLLEGRGGQDTYLIQEKEGSPTDIIINNF
                     DDSLASDNLVLSSWLLCDVIVERSDDDLLLRYRDQPEKHQSIRLVNYMNDERYRHLKI
                     TDKSGQSQYRDPVTGTFIDYQINLDKNGHPFIAAQQAPVVSSGNDEVVITSATFLPGN
                     YIDTGDGNDAIIYIRGHEGTMLKGGGGDDTYYYSAGSGAINIADTSGLDHLYLDKHIL
                     LHTLSAERRENNLVLNIADNTSGRIIFVDWYLADENKVEFIWVEDSQITFDELFSLRP
                     YSDEYYQLCQHLKSMGLSLTVRQLADLDSQDGYNTLNQLRTIKAWVTKNPIYDVADLD
                     YLVAMSSIAWRGNARNTDPLPLIEQKIDAFFQPLIAERISLTEEHVTWIQREEFDTVD
                     IAKWVKNYHLRSQNEINYLLEQLGLLKESPLSDKALDFTFKNRIDLAQADIELCQQEC
                     GINRQSLINLAMKYHVTGRGHFELLISNIQVLKEYGVVVSESEQPLVLRKPIDLRQYF
                     NQKNLTKDHVGRLAEHDMSFDELTLLLDKNIPIEQAFTQRLQTQLGPLKLFNDERVFN
                     KGDVFDQDISQLAEAMETVNNIV"
     gene            complement(3571301..3571531)
                     /locus_tag="CH60_3288"
     CDS             complement(3571301..3571531)
                     /locus_tag="CH60_3288"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11532.1"
                     /translation="MGGVLQDSLNEMGVKQATSSGNNPLQAILGNLGGLQQAIKNEWN
                     EQEQDFQQFGREVCGRVTTLEQQRIALLKSLE"
     gene            complement(3571504..3572034)
                     /locus_tag="CH60_3289"
     CDS             complement(3571504..3572034)
                     /locus_tag="CH60_3289"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14310.1"
                     /translation="MLHKIKVLRTAGLALLMLTAGQAQAEYQCSVKPQDDVIISPQSV
                     QIVGASGNLQISPDGDVTRNGKTLTLTDAQRQQAFRYQTALRKDLPWIDQGAQQRLEK
                     ARVSLDKVIVQQLGSSSNVRNRLTTLSEQLKQQMARIIEKRSDGLAFHHQAIAQVEKE
                     AVSWSSRAWVACCRIA"
     gene            complement(3572146..3573072)
                     /gene="glsA"
                     /locus_tag="CH60_3290"
     CDS             complement(3572146..3573072)
                     /gene="glsA"
                     /locus_tag="CH60_3290"
                     /EC_number="3.5.1.2"
                     /note="gln_ase: glutaminase A;
                     [E] COG2066 Glutaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaminase A"
                     /protein_id="AJK12243.1"
                     /translation="MVTTLDNALLNDILQQVRPLIGQGKVADYIPALAEVPANKLGIA
                     VCTLDGQIFQAGDADERFSIQSISKVLSLTLALSRYSEQDIWQRVGKEPSGQPFNSLV
                     QLELEKGKPRNPFINLGALVVCDMLQSRLSAPKQRLLEVVRQLVKDDSISYDPRVARS
                     EFEHSDRNAAIAYLMKSFGNFDNDVLTVLQTYFHYCAMRMSCVELARCFVYLANQGRS
                     ISGSESLITPMQARQINALMITSGMYDGAGEFAFRVGMPGKSGVGGGIIAIVPDEFCI
                     AVWSPELDHAGNSLAGTAALERLAQQMGRSIF"
     gene            complement(3573183..3573509)
                     /locus_tag="CH60_3291"
     CDS             complement(3573183..3573509)
                     /locus_tag="CH60_3291"
                     /note="conserved hypothetical protein;
                     [S] COG3171 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11854.1"
                     /translation="MAKNRSRRLRKKMHIDEFQELGFSVQWAFDEGTSVDVIDETVDA
                     FIDEVIEANGLAFDGSGYLQWEGLICLQEIGHCTDEHRALVTKWLEARKLKNVETSEL
                     FDIWWD"
     gene            complement(3573509..3574228)
                     /gene="trmB"
                     /locus_tag="CH60_3292"
     CDS             complement(3573509..3574228)
                     /gene="trmB"
                     /locus_tag="CH60_3292"
                     /EC_number="2.1.1.33"
                     /note="[R] COG0220 Predicted
                     S-adenosylmethionine-dependent methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (guanine-N(7)-)-methyltransferase"
                     /protein_id="AJK11670.1"
                     /translation="MINDVISPEFDENGRALRRIRSFVRRQGRLTKGQQLALDSYWPV
                     MGVEYQAAPVDLNTLFGREAPIVLEIGFGMGTSLVTMATNNPQQNFLGIEVHSPGVGA
                     CLSSAHDAGLSNLRIMCHDAVEVLENMIPEASLDMVQLFFPDPWHKARHNKRRIVQTP
                     FVELVKSKLKVGGVFHMATDWQPYAEHMLEVMSGVSGYLNLSEQNDYVPRPDSRPLTK
                     FELRGQRLGHGVWDLMFERKE"
     gene            3574563..3575681
                     /gene="mutY"
                     /locus_tag="CH60_3293"
     CDS             3574563..3575681
                     /gene="mutY"
                     /locus_tag="CH60_3293"
                     /note="mutY: A/G-specific adenine glycosylase;
                     [L] COG1194 A/G-specific DNA glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="A/G-specific adenine glycosylase"
                     /protein_id="AJK12626.1"
                     /translation="MMQAQQFAHVVLDWYQHFGRKTLPWQLDKTPYQVWLSEVMLQQT
                     QVATVIPYFQRFMLRFPDIQALAAAPLDDVLHLWTGLGYYARARNLHKAAQMVVEHHQ
                     GEFPTTFDQILALPGIGRSTAGAILSLSLGQHFPILDGNVKRVLARCYAVDGWPGKKE
                     VEGRLWQISEDVTPANGVGQFNQAMMDLGAMVCTRSKPKCELCPLNIGCMAYANHSWA
                     RYPGKKPKQTLPEKTAWFLLMQNGSQVWLEQRPPVGLWGGLFCFPQFAEQEELIHWLQ
                     KQGIPANETQQLTAFRHTFSHFHLDIVPIWLNTASVRGCMDDGAGLWYNLAQPPSVGL
                     AAPVERLLHQLLKDPLAKDELTQQQLTKQSPTQPALFD"
     gene            3575859..3576131
                     /locus_tag="CH60_3294"
     CDS             3575859..3576131
                     /locus_tag="CH60_3294"
                     /note="[CO] COG2924 Fe-S cluster protector protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Fe(2+)-trafficking protein"
                     /protein_id="AJK12131.1"
                     /translation="MSRTIFCTFLKKDAEGQDFQLYPGEIGKRIYNEISKEAWSQWIT
                     KQTMLINEKKLSMMNIEDRKLLEQEMVNFLFEGQDVHIAGYTPPSK"
     gene            3576314..3577390
                     /locus_tag="CH60_3295"
     CDS             3576314..3577390
                     /locus_tag="CH60_3295"
                     /note="conserved hypothetical protein;
                     [M] COG0741 Soluble lytic murein transglycosylase and
                     related regulatory proteins (some contain LysM/invasin
                     domains)"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11399.1"
                     /translation="MKKILALLVIAPLLVSCSGNKNQVENEVFVKDTNGFEILMGQFA
                     HNIENIWGLKEVLIAGPKDYVKYTDQYQTRSHINFDAGTITIETIATTNPAAHLRQAI
                     ITTLLMGDDPGSIDLYSDVNDIQISKEPFLYGQVLDNNGEPIRWEWRAAHFADYLLQN
                     KMQTRTSGLHVISFVTIQLVPNHLDKRAHKYLPLVRKSAARYGVEESLILAIMQTESS
                     FNPYAVSRSDALGLMQVVQHTAGKDVFKLKGKSGQPSRSYLFDPENNIDAGTAYLSIL
                     QNTYLGGIQNATSRRYAVITSYNGGAGSVLRVFHSDKNKAVGIINTMSPGDVFQTLTT
                     KHPSGESRRYLVKVNSAQKNYRRY"
     gene            3577690..3578790
                     /locus_tag="CH60_3296"
     CDS             3577690..3578790
                     /locus_tag="CH60_3296"
                     /note="[P] COG0614 ABC-type Fe3+-hydroxamate transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK11127.1"
                     /translation="MRLLLLIFLLCTWAVSAKTITDITGQRIEIPDNPQRIVLGESRM
                     LYTLALLEPGYPAARVVGWPLDLKKYDPQSWALYTDKFPQMTHIPALGSTGLRDINPE
                     KVLELAPDLVILPVLAKTTHEEIALISLLKQAHIPVIRVDLRVDLLNHTIPSLRLLGE
                     ALNRQDRAEAFISLYQSHMDRIHQRIAAYQGPHPSVLLQLHLGRGDECCTTTLKGNLG
                     QLLEFAGGNNIAAAQVKGVFGQLSEEYVLARSPEIYIATGMATAGSQAKTLALGPQVS
                     TAQAQESFRRVIATQSKLQHLPAIQNGHAWGLWHNFYLSPLHVVAAEFFAKTLYPHLF
                     ADVSPQDTLQTIYQQFLPLDFTGTFWSHLDNE"
     gene            3578783..3580927
                     /locus_tag="CH60_3297"
     CDS             3578783..3580927
                     /locus_tag="CH60_3297"
                     /note="tonB-siderophor: TonB-dependent siderophore
                     receptor family protein;
                     [P] COG1629 Outer membrane receptor proteins, mostly Fe
                     transport"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB-dependent siderophore receptor family
                     protein"
                     /protein_id="AJK13996.1"
                     /translation="MNKINMFMLSTFMRSMFMRSTLIPSTFILSTLLLPAVVLAEDTI
                     IVERNRSQTDSYQATTSVTANRSPANIIDTPQNVTVVTHPVLEDYDVTNLGEALYFVS
                     GITQSNTLGGTQDALIKRGFGNNRDGSILHDGIRSIQARNFTPTSERVEVLKGPSSML
                     YGMNEPGGLINVISKKPQLDPHVHLEANASSFKGGGGQLDVTGPLGESGFAGRLIIDH
                     QETDYWRNFGRNRQTVVAPSLDWYGENTTVHLAWERMEYLVPFDRGTVIDPRTGKPVD
                     TPRDRRFDESYNATRGDQDTVTFSINHDLNEFWSTQLNYAFSRNSYSDNQARATAFNA
                     ETGVLTRQSDATANAKSHSQAVQWVVNGDLDWGFTHHQLMFGIDYEARRVFRGDMIRG
                     SKNNGFNVYDPIYGTLPPSTAVSAADSDQRENIDSRALFIQDSMRLNEHWLLLGGLRY
                     DSFDVMAGKGRPFKKNTDSSDSRLVPRAGVVYNLNDWSSLYVSYTESFKPNVSIATAI
                     DALPPEYGKSWEAGYKIDINNRVTGTLAVYDIHKRNIMVSELVDGETVTRTAGKARSR
                     GLELDMAGKVTDSLSLIGSYAYTDARLTEDPDNNGNDLPNVARHTAALFLSRDFGSTS
                     LISGDEVKAGIGARYVGKRAGDAANSFWLDNYTVADAFIAWKMPLSGYQLKWQLNVKN
                     LFDKTYYPSSANNLRIAIGEPRQVVLQGSIDF"
     gene            complement(3581010..3581993)
                     /locus_tag="CH60_3298"
     CDS             complement(3581010..3581993)
                     /locus_tag="CH60_3298"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK12129.1"
                     /translation="MGSIVKEVDDVRQVSLMKRTALFLLDNSTTVVFIVMLIAAGFFS
                     DRFYSGDNITNVLRQSVPLGLAALGMLFVILTGGIDLSIGSIMAFVSVLVGLLIPEFG
                     LWPALIAGVGIATLMGAFSGFLVTWFNIAPFIATLAMMTIARGVALIISKGQPVFIDN
                     DAFVNFGTGYFLGIPLPVYVFLGFAIICQLVYKNSVFGRLVVSIGSNETATRFAGIRV
                     NNYKLAVYAISAFACGAAGIISATRTGVGSPVLSIGFELDVIAAVVVGGASLAGGHGN
                     VVNTIIGVFILSIISNLMNLMNISGYNQQVVKGVIIIIAVMVQSLKSRSKA"
     gene            complement(3582026..3583525)
                     /locus_tag="CH60_3299"
     CDS             complement(3582026..3583525)
                     /locus_tag="CH60_3299"
                     /note="[G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK11405.1"
                     /translation="MDQYAIEVIQVTKSFGGIHALKSINLQIRTGSIHAIIGENGAGK
                     STLMKILSGIYTKDSGRIMIHGEEKNFTSPIHSKESRIGIIYQELALSPDLTVAENIF
                     LDDLGFGTGMINWKRLNEKASLILNELGFQIDPRARVGDLSVAYQQMVEIAKSLAKDV
                     NILILDEPSAVLSGKEVAILFTQLRKLKARGVTIIYISHRLEELMVIADVITVIKDGE
                     TVKTLDPQSCSEDEIITSMVGRKLESLYPEKNVPGNEVVLEVKALSTRALLHGINLTL
                     HKGEIVGLAGLVGAGRSEVARCLFGIDKIAGGTVSKAGTPIQINHPSQAMSHGIGLVP
                     ESRKEQGAILVRPIRENMTLSNLKAVSGWMGFIRRRQERETSQKLQQKLAIKLGSVED
                     PIASLSGGNQQKVVIAKWLNTDCHILILDEPTRGVDVGAKAEIYNIIHQLAERGYSIL
                     VISSEMVEVINLCHRIYVMSEGRITKELQHDEISEENIMRYAIPKRETI"
     gene            complement(3583571..3584530)
                     /locus_tag="CH60_3300"
     CDS             complement(3583571..3584530)
                     /locus_tag="CH60_3300"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK13420.1"
                     /translation="MKKRLIGLLLAGVTISMSVSAAEPLKIGFANRTLNGAFFNGLTE
                     YMKIHAKEKGYTLITTDARGDLNKQIADVEDMLSQGINYLILNPQDPQAGLRITEIAK
                     RAGVPTVILDSDIALEAPVITRVQANNAKNNNLIGEYAVGQFGDKPMNCIFLSGNQGN
                     LVGQARRDNFLLGVAEAQLRKYNRTNVNFLSQGWGNWDQQGGLKAMEDIIVAQGDKIN
                     CVYSEMDDMALGAIRALKAANKLDNVKVYAHDGYKKGLEAVKKGELQATASNNPDLLT
                     STVLEVIGQYQAGQTSFPDYVYIPSILITKDNVDKYYKEDSIF"
     gene            complement(3585086..3587248)
                     /locus_tag="CH60_3301"
     CDS             complement(3585086..3587248)
                     /locus_tag="CH60_3301"
                     /note="[E] COG1982 Arginine/lysine/ornithine
                     decarboxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AJK11672.1"
                     /translation="MTLLKIATSARLASYVETQRGVVYLNQTDFTDVAAVVMSVEDAN
                     AGILSMLHDLGFAIPAFIAVTAEQTVSADYLPLIKGVITLGEANKAFYNAQVEAAASE
                     YQKNLLPPFFSTLKKYVEMNNSTFACPGHQGGEFFRKHPAGRQFFEFYGETIFRSDMC
                     NADVKLGDLLIHEGAAKDAQKYAAKVFNADKTYFVLNGTSAANKVVTNALLTRGDLVL
                     FDRNNHKSNHHGALIQAGATPVYLETARNPFGFIGGIDAHCFNEDYLRQQLREVAPER
                     AEEARPFRLAIIQLGTYDGTVYNARQVVDSIGHLCDYILFDSAWVGYEQFIPMMKDFS
                     PLLLELNENDPGIIVTQSVHKQQAGFSQTSQVHKKDNHIKGQKRHCNHKRFNNAFMLH
                     ASTSPFYPLFAALDVNAKIHSGDSGRRMWMDCVKLGIETRKSLLARCSMLRPFIPPVV
                     GGKNWQDYATDVIANDARFFNFVPDERWHGFEGYNQDQYLVDPCKLLLTTPGIDASTG
                     RYTSFGIPAAILATFLRENGIVPEKCDLNSILFLLTPAENTAKMAHLVDMLVQFERYV
                     EQDAKLCDVLPTIYRKNEERYHGYTLRQLCQEMHDLYVSHDVKQLQKDMFRKASFPQV
                     VMNPQDANIQFIRDNIELIPIAEAEGRIAAEGALPYPPGVLCVVPGEVWGGAVQRYFL
                     ALEEGINLLPGFSPELQGVYIEKGDVSWRRIFGYVITQ"
     gene            3587917..3587992
                     /locus_tag="CH60_3302"
     tRNA            3587917..3587992
                     /locus_tag="CH60_3302"
                     /product="tRNA-Phe"
     gene            complement(3588245..3588553)
                     /locus_tag="CH60_3303"
     CDS             complement(3588245..3588553)
                     /locus_tag="CH60_3303"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AJK11483.1"
                     /translation="MDQLFNISRIDGRKETVTENMDSPPLRSFFRRLSVECRCTISPH
                     RFRHTIATEMMKSPDRNLKVVQTLLGHSSIAVTLEYVEGDIDSLRLALEETFERKEVF
                     "
     gene            complement(3588577..3589008)
                     /locus_tag="CH60_3304"
     CDS             complement(3588577..3589008)
                     /locus_tag="CH60_3304"
                     /note="conserved hypothetical protein;
                     [S] COG4253 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13592.1"
                     /translation="MSASDNLIATAGKNADVSVAKNFFIGVGNTLSIFVRKLGMKLIA
                     NQGSITVQAQNDLMELLARKAITITSTEDEIKITVKKRITLNAGGSYITLDENRIESG
                     TAGEYLTKAGYYGRLDKAKLPTEFPALAAKAKPPTQKYPFS"
     gene            complement(3589029..3589205)
                     /locus_tag="CH60_3305"
     CDS             complement(3589029..3589205)
                     /locus_tag="CH60_3305"
                     /note="conserved hypothetical protein;
                     [S] COG4253 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11240.1"
                     /translation="MQPAISLLKSAQEQMEAISADAQTATASPADLQAQISLLQQNLT
                     ELKQAVLLLSAPKG"
     gene            complement(3589813..3590181)
                     /locus_tag="CH60_3306"
     CDS             complement(3589813..3590181)
                     /locus_tag="CH60_3306"
                     /note="[L] COG1662 Transposase and inactivated
                     derivatives, IS1 family"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AJK11814.1"
                     /translation="MWSFVGNKKQQRWLWYAWESRLKRIIAHVFGRRSKKTFRQLLGL
                     LSGFNIVFWCTDNFSAYEMLPDEKHIRSKLYTQRIERENLNIRNRLKRLNRKTLGDSK
                     SAEMHDRIIGTFIEREHYLV"
     gene            complement(3590235..3590510)
                     /locus_tag="CH60_3307"
     CDS             complement(3590235..3590510)
                     /locus_tag="CH60_3307"
                     /note="insA N-terminal domain protein;
                     [L] COG3677 Transposase and inactivated derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13703.1"
                     /translation="MAKVDVKCPFCEQFHPVKKHGPGRTGHQRYRCQACRRSFQLEYE
                     YRACHPGMKEQIVDLAMNNAGIRDTARALHISINAVMRTLKNSRRSV"
     gene            complement(3590606..3591372)
                     /locus_tag="CH60_3308"
                     /note="hypothetical protein"
                     /pseudo
     gene            complement(3591359..3593656)
                     /locus_tag="CH60_3310"
     CDS             complement(3591359..3593656)
                     /locus_tag="CH60_3310"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AJK10777.1"
                     /translation="MIISPLFLKDKSNSEDDASWVSRMMPVDPERGFPLNSHRSWHGG
                     IHIPHTDSGGTPEKIRAIADGTVHSLRQPVGDKKGIPPYNYNGATDCGYVLLKHETEI
                     GSGENAKVVYFSLYMHLASIDAAVKTGEKIYRKDPIGTVGQVDGGNAVHFQIFCDDTN
                     LTKLVGRTTPELDLTKNGRTDAVYGDMYFYLPTGTKFYSHAPANNATTTTEAETYTST
                     EPLFVSMSFDKGKCTMLTRKKGVFSIGKYSEVGEKLENTDGADYEYNVYAQAKKLYPQ
                     SQSAGYELLRFGRVINTDYETLVPADAPLWRTISYPGGKGVVNLALPAVKKFSDGDFP
                     HWTGWQLIDDDTDENSQCNSEQVLCRIGDDMQGLICHLPLEWDASTLEKRLSWLKTTV
                     INESLANQKASHQVDDTGNNASGYAFDNINPDMSVLNAQSTPSFEQAAKDTAMAEADW
                     NALIEHAKALCFDVSGLPVGRVWHFNPISFIAHFRKCGWLDPEKIKSILTSALNKKRN
                     VRKITLIEKASDSNYTFLNLAMRKYNILTPNRQSHFLGQGAVESDSLTAMQEVSQEQV
                     IVNGKQTGGGIVIKSTLNESELGHWYGSEPSELDIYYSGNKYNKNGGLIAGSYSWSNG
                     NCGDVDAQKFRGRGFKMLTGRDKYADYWVYRGWLLKSSFDAYWWDDVKYKSKNLKAMK
                     KRPAIIDDPHKITASPYNCIDSGSFFITCFRRSTVKEIDKDQAESADDSVVTKVTQAI
                     NGGDIGLSQRKVMTNNAKGKLNDKY"
     gene            complement(3593672..3594307)
                     /locus_tag="CH60_3311"
     CDS             complement(3593672..3594307)
                     /locus_tag="CH60_3311"
                     /note="conserved hypothetical protein;
                     [S] COG4253 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13800.1"
                     /translation="MQPAISLLKSAQEQMEAISADAQTATASPADLQAQISLLQQNLT
                     ELKQAVLLLSAPKGIALSSGEHLQMSASENLIATAGKNADVSVGKNFFIGVGNTLSVF
                     VRKLGIKLIANQGPITVQAQNDLMELLARKAITITSTEDEIKITAKKKITLNAGGSYI
                     TLDENRIESGTAGEYLTKAGYYGRLDKAKLPTEFPALAAKTEDPIKRWLFS"
     gene            complement(3595228..3595503)
                     /locus_tag="CH60_3312"
     CDS             complement(3595228..3595503)
                     /locus_tag="CH60_3312"
                     /note="insA N-terminal domain protein;
                     [L] COG3677 Transposase and inactivated derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11271.1"
                     /translation="MAKVDVKCPFCEQFHPVKKHGPERTGHQRYRCQACRRSFQLEYE
                     YRACYPGMKEQIVDLAMNNAGIRDTARALHISINAVMRTLKNSRRSV"
     gene            complement(3595980..3596468)
                     /locus_tag="CH60_3313"
     CDS             complement(3595980..3596468)
                     /locus_tag="CH60_3313"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13667.1"
                     /translation="MMFFLILFANSCYSGEEHKSTPLGEAAINIPVKWKVNKKNDCLI
                     MRAEHVNASDYLKLCRNSSSEESEESEESDYFTMNDRGEWEAVTDGIPVLADINVTSK
                     FTGMSAVISCKYEDDAGYHSEQCFQAEINLPKKINFIFTGRGDPSLFNYYKSIYLSFK
                     VR"
     gene            complement(3596481..3598703)
                     /locus_tag="CH60_3314"
     CDS             complement(3596481..3598703)
                     /locus_tag="CH60_3314"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydroxyethylthiazole kinase"
                     /protein_id="AJK11264.1"
                     /translation="MIISPPFLRDRDATQSDADWVDAMMPVSSRRGYPLNTSDSWHGG
                     IHIPHTDSGALPEKVRAIADGTVVSFRMPSKPWERDQFPLKYSPLRGTDDGYVLLKHE
                     TEIGSGDDGKVVFYSLYMHLKHLEAEIKTDAKIYRKAPLGSSGMTDGQNEFHFQIFCD
                     EANTRKLVGRTTGELNINESGRKDVVYGDIHFYLPAGTKFYEARPSANIATTTNLNEV
                     HTSAVPLYASMSLSKGAGTMITRQACANAEGAFEPVGSPLVNADGKDYEYNLYKTATS
                     RYPQSPSAGYELLRFGRIINTEHETLVPADAPLWMTVNYPGGQGVVNLAVATVKKFSD
                     ADFPHWTGWQLIDDDKDMHSQCNSAAIRKLREKDRYAAQSSKLICCIPFEWEKSTIDT
                     RYKWLMTGLPWEQCTPEKTATWQIPGSQESKDRILMNEEDYGRFKQHAEALCFDSGAL
                     GSGKVWHFDPRGFIENFRKSRWLDEIDLSRVYSTTAKDVREKYRTSINFILIKYGMNN
                     PIRTAHFLGQGAIESQNLNLMVEGSVSFSRHPDHPSFAEEINGYYADPTDIYGYFHNY
                     EREGNDLGNITKSDLRDSRNNLLTVVIGRDSNNRPILTAPQRRTIDSNLSHIGDGMKF
                     RGRGFKQLTGLANYTGYWTYRGWLRSTDYDNSWWRNPNRLRVPLIDNPQNISTEPYNC
                     IDSGGQFVAKNGVLRRADAGVTRDSSRSVSMVINRWDQQSFERRFQSTQNTYSIVGDE
                     "
     gene            complement(3598718..3601066)
                     /locus_tag="CH60_3315"
     CDS             complement(3598718..3601066)
                     /locus_tag="CH60_3315"
                     /note="vgr_GE: Rhs element Vgr family protein;
                     [S] COG3501 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="Rhs element Vgr family protein"
                     /protein_id="AJK14251.1"
                     /translation="MNTTLPTLRFDHSHHKLVVRDSTAAVDVLGFEGHESLSQPFCYD
                     IQFTSADKAIDPATMLMHDASLTLAAPMAEAFGVTVQQTQRVIQGVVTGFKRLSASKE
                     ECRYELSLQPRLALLSRSHQNGIYQDMSVPQIVEKILRERHDMRGQDFVFTLAREYPR
                     REQVMQYGEDDLTFIRRLLAEVGIWFRFTADPKLNIDVVEFYDDQRFYQQGLTLQAVP
                     PSGMHDSGMESVWDLSSAHQVVEKSVSTGDYNYRTATADMTAGADITRGDTTTYGEAY
                     HYADNYLTAGSEGREPESESGAFYARLRHERYLNNQARFAGVANAAALSPGQELKVTG
                     NDVPAQFGKGVIVTRITSHARRDRSYEVHFEAIPYSEDYCFRPALIRKPTMAGTLPAR
                     VTSTTVNDTYGHIDKDGRYRVNLMFDRDSWEQGYESLWVRQARPYAGDSYGLHLPLLA
                     GTEVAIAFEDGNPDRPYIASVLHDSAHGDHVTISNYKRNVLRTPSNNKLRLEDERGKE
                     HIKLSTEYGGKSQLNLGHLVDNEKQPRGEGFELRTDSFGALRAEKGIFISADGQAKAQ
                     GQVLEMQPAISLLKSAQEQMEAISADAQTATASPANLQVQISLLQQNLTELKQAVLLL
                     SAPKGIALSSGEHLQLSASENLIATAGKNADVSVGKNFFIGVGNTLSVFVRKLGIKLI
                     ANQGRITVQAQNDLMELLARKAITITSTEDEIKITAKKKITLNAGGSYITLDENRIES
                     GTAGEYLTKAGYYGRQEKANKPEDFPSVAPETTEPTSHFTFS"
     gene            complement(3601063..3603711)
                     /gene="clpV"
                     /locus_tag="CH60_3316"
     CDS             complement(3601063..3603711)
                     /gene="clpV"
                     /locus_tag="CH60_3316"
                     /note="VI_ClpV1: type VI secretion ATPase, ClpV1 family;
                     [O] COG0542 ATPases with chaperone activity, ATP-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion ATPase, ClpV1 family"
                     /protein_id="AJK10762.1"
                     /translation="MTTHSAHLLRRLNPYCAQALAGAATLCQTRAHAEITVEHWLLKL
                     LEQGEGDITVIARRYEWDMDSLWQGLLAYLDTLPRTVQGKPQLSAALQQLIKSAWLDA
                     SLQENADAVRSVHLMAALINSPSLLAADAAWPLLSLSTTQLHRLLPLLDSQSDERPEI
                     QQAAALADSPVNLTDEAATVTSASGQPQLNDALQAALDKFTLDVTAKARANQIDPIFG
                     RDSEIRQMIDILSRRRKNNPILVGEPGVGKTALVEGLALRIAEGNVPDSLKTVSVRTL
                     DLGLLQAGAGVKGEFEQRLKNVIEAVQQSPSPVLLFIDEAHTIIGAGNQAGGADAANL
                     LKPALARGELRTIAATTWSEYKQYFERDAALERRFQMVKVDEPDDDTACLMLRGLKER
                     YATHHGVHILDAAITAAVTLSRRFLTGRQLPDKAVDLLDTAGARVRMSIDTLPTALMA
                     INAELAALAMEQQAIEQDLLLLPNVSSTRLPEIEQRRAALAVGQHTLEQQYKEEKRLT
                     TLIIEARQDIANVAHLVALQEELVQIQGNAPLLSLDVDVRTVAAVIADWTGVPLSSLL
                     KDEQTDLLQLENHLATRVVGQDTALGALAQRLRAAKTGLTSENGPLGVFLLVGPSGIG
                     KTETALALADSLFGGEKSLITINLSEYQEAHTVSQLKGSPPGYVGYGQGGVLTEAVRK
                     RPYSVVLLDEVEKAHRDVLNLFYQVFDRGFMRDGEGREIDFRNTVILMTANLGSDHLM
                     QLLDEQPEATHSDLHELLRPILRDHFQPALLARFQTLIYRPLNAIALRTIVEMKLAQV
                     AKRLNKHYGLHCTIEESLYDTLVAACLLPDTGARNIDSLLNQQILPVLSQQLLSRMSE
                     QQRTTSLTLGWDEADGITLEFEGGEK"
     gene            complement(3604129..3604620)
                     /locus_tag="CH60_3317"
     CDS             complement(3604129..3604620)
                     /locus_tag="CH60_3317"
                     /note="VI_effect_Hcp1: type VI secretion system effector,
                     Hcp1 family protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion system effector, Hcp1 family
                     protein"
                     /protein_id="AJK11530.1"
                     /translation="MAIPVYLWLKDDGGADIKGSVDVQSREGSIEIVAQDHNLYIPTD
                     NNTGKLTGTRIHTPFVFTKEIDASTPYLYKAVTTGQTLKTAEFKWYRIDDAGQEVEYF
                     NTKLENVKVVKVAPKMHDVKDPAKEKHNHLELVELRYEKITWTFKDGNIIHSDSWNER
                     ATA"
     gene            complement(3604624..3606360)
                     /locus_tag="CH60_3318"
     CDS             complement(3604624..3606360)
                     /locus_tag="CH60_3318"
                     /note="[M] COG2885 Outer membrane protein and related
                     peptidoglycan-associated (lipo)proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="ompA family protein"
                     /protein_id="AJK12790.1"
                     /translation="MSRWWQRGLWLWAGLLAVILCLAFLPLSPWGRWLMLAWVVLICM
                     LGGSRAGRQAAGASSDPLFAGLATENGLLPENSRLPVVLVCGDGLASWFGRERSHQSA
                     QGCWLRVDDISTLRQFARQLLWQRPEWAAQLAVMMVVNPQQRRDERLLAADLQELRWQ
                     LMQLRRDSRHPVPLLLSSTVATSVARDTVWLSQQQTPPLTLWSTVSTPGSLADWQRAE
                     SRAVQAERLKQAVLFSSQHDWLNAQVLPVLQAPNADVDPLAPQQIIQQQVASLADPVP
                     ASLWQHWLAAHTTLTQVAGWHPPPPAAHDALPLPDFVFSALPLGSGVSSRRRVLRHGV
                     TLLTLAAMVALCSSAWQNRQLLHRVAFDIRQYHSVAMTDYSPKAQAVAVLHRDAGLLD
                     EGYRNGEPLRLGLGLYRGERLRPPLLAAIKSYIPPPPPPPAPPAPKTVRLDSLSLFDV
                     GKFTLNAGSTKMLVTALIDIKAKPGWLIVVAGHTDITGDAQANHILSLKRAEALRDWM
                     LSTSDVSPTCFAVQGYGATRPIADNDTPDGRVLNRRVEISLVPQADACQGPDVKTASQ
                     DESDVSTQEMEK"
     gene            complement(3606360..3607046)
                     /locus_tag="CH60_3319"
     CDS             complement(3606360..3607046)
                     /locus_tag="CH60_3319"
                     /note="IV_VI_DotU: type IV/VI secretion system, DotU
                     family domain protein;
                     [S] COG3455 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV/VI secretion system, DotU family domain
                     protein"
                     /protein_id="AJK12069.1"
                     /translation="MNPHLTEHPPVGDIDALLQDTWLQVISLRQGVTCAEGEGQAFWQ
                     RCVADIERVHQALKDAGHSEQSCQHIRYAQCALLDETVKGRGVQDDAYFVWCHSPLQA
                     HFFNTLDAGSQLYERMRAVLREPAPDRAVLTCFHRVLMLGFLGGYASPAASEREQLID
                     QLSVQVPAFSVAPSRGILASAASRNRLGIWLRYWPVRLGLAALMVALLWWGLDHWLSG
                     LLATLLPEPV"
     gene            complement(3607043..3608395)
                     /locus_tag="CH60_3320"
     CDS             complement(3607043..3608395)
                     /locus_tag="CH60_3320"
                     /note="conserved hypothetical protein;
                     [S] COG3522 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14448.1"
                     /translation="MKIERPLWARGILVSPQQFQQQASWEAWTNECIAQMAVMHPWGV
                     LQATFELDALAQGRLKAARLHVRFQDGVLVDTECADVLPPTLTLAASLPAEASDATVM
                     LAIPQLYANGGNCLQPDERGERPVRYRQAWRDVQNQFGDDKKQVAVMYHQLTLRLDTQ
                     ENGDYQVCPVARLLRDAQGRWTLDPGFIPPMLSLQASAWCGEQLELLMVQLRARLQRL
                     MGMRRESNARMADFAVADVSLFWLLNALNSAEPVLGNFQRYPQVHPERLYQELARLAG
                     SLLTFSLEHEVTAIPVYQHEQLTRVFPPLFALLNILLEASLPSRVVAIELVHEPRINQ
                     WRATLRDPRLREGADFYLSVRSSLPAAQLQTQFPQLCKAGAPDEVGNVVNVALSGIPL
                     RPLSHVPAAIPLRLENQYFSLDLSHPAATQMMETGACVFYVPGTLGEIQLELFAVLRA
                     "
     gene            complement(3608407..3609945)
                     /locus_tag="CH60_3321"
     CDS             complement(3608407..3609945)
                     /locus_tag="CH60_3321"
                     /note="conserved hypothetical protein;
                     [S] COG3517 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13278.1"
                     /translation="MSVQENRAQGTATTVLKNSPAAQGVYAALFEKINLSPVSSLAGI
                     EAFQNNDALAEATTDERVTAAVSVFLDLLKQSAKKVEKLDKTLLDGHIAALDDQISRQ
                     LDAVMHHPDFQRVESTWRGVKSLIDQTDFRQNVRIELLDISKDHLVQDFEDAPEISQS
                     GLYAQTYIQEYDTPGGEPIAAAISNYEFDRSPQDIALLRNISKVAAAAHMPFIGSVGP
                     EFFGKENMEDVAAIKDIANYFDRAEYIKWKAFRDSDDSRYIGLTMPRVLGRLPYGPDT
                     VPVRSFNYVEQVKGPDHDRYLWTNASFAFAANMVKSFIKNGWCVQIRGPQAGGAVTNL
                     PIHLYDLGTGNQVKIPSEVMIPETREFEFANLGFIPLSYYKNRDYSCFFSANSAQKPA
                     LYDTADATANSRINARLPYIFLLSRIAHYLKLIQRENIGTTKDRRLLELNNWVRGLVT
                     EMTDPGDDLQASHPLRDAKVTVEDIEDNPGFFRVKLYAVPHFQVEGMDVNLSLVSQMP
                     KAKA"
     gene            complement(3609994..3610494)
                     /locus_tag="CH60_3322"
     CDS             complement(3609994..3610494)
                     /locus_tag="CH60_3322"
                     /note="conserved hypothetical protein;
                     [S] COG3516 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11801.1"
                     /translation="MSSSSFQNEIPKARINIKLDLHTGGAQKKVELPLKLLVMGDYSN
                     GQEQRPLSEREKLNINKNNFNSVLAEFQPSLKLAVPDTLAGDNTDTAVSLTFNDMKDF
                     EPENVARQIPQLRALLAMRNLLRDLKSNLLDNATFGRELENILKDDALSDELRAELAA
                     LAPKEG"
     gene            complement(3611696..3611851)
                     /locus_tag="CH60_3323"
     CDS             complement(3611696..3611851)
                     /locus_tag="CH60_3323"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13384.1"
                     /translation="MANVDVKYLIFQHRLGEKNMGSGAVGINVIAVRHVAEAFNLNMN
                     TASANRV"
     gene            complement(3611894..3612265)
                     /locus_tag="CH60_3324"
     CDS             complement(3611894..3612265)
                     /locus_tag="CH60_3324"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11224.1"
                     /translation="MVFGIKNKFMLKLIIFIISVIIMIGSYSFVSALYISMFDITSHR
                     SVGMIFISFYFLLIASPVLLITLFTRFRVSFAILLCGVCYLFFEWYSLHPLRVILMGA
                     SVVNGYIFILTTRKIWSVYSI"
     gene            complement(3612439..3612702)
                     /locus_tag="CH60_3325"
     CDS             complement(3612439..3612702)
                     /locus_tag="CH60_3325"
                     /note="insA N-terminal domain protein;
                     [L] COG3677 Transposase and inactivated derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13494.1"
                     /translation="MACINVHCPRCDSALVYRHGQNPKGQSRFRCRECRSVFQLTYTY
                     QARKPEVKGQIVDIAFSGTGVWDTARTLKIGINTVIRTLKNSC"
     gene            complement(3612770..3613096)
                     /locus_tag="CH60_3326"
     CDS             complement(3612770..3613096)
                     /locus_tag="CH60_3326"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AJK13311.1"
                     /translation="MLNPLLMKQAEVEPNNLPDGKLGQPYYAKLRITGGGGAIASFKG
                     ESMPVGSGLVLTSDNPERPPGRDELVIKGIPVISGDITFRVSGALFSSADKGYFGKEY
                     KLKIAE"
     gene            complement(3613616..3614266)
                     /locus_tag="CH60_3327"
     CDS             complement(3613616..3614266)
                     /locus_tag="CH60_3327"
                     /note="[R] COG1266 Predicted metal-dependent membrane
                     protease"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AJK11183.1"
                     /translation="MNGKIDRVTHALTCVSVWIGWFALSFSLLLFPGYVGIYRSGMAT
                     PLLYIVFWLPFTLLAWKHYQKSFGLMPLGRITLQDMLIPGLALLGLTAIFQFFGQPEP
                     WVESLLQPSTFTQILLVITICVFAPISEEIIFRGFLLNAGIGFGRRGRLLAVVITSLL
                     FALVHTQYLYPATFVSLFVFSAILCEVRIRTGSLLMPMVLHSANNIASVAWVLTLS"
     gene            complement(3614971..3615117)
                     /locus_tag="CH60_3328"
     CDS             complement(3614971..3615117)
                     /locus_tag="CH60_3328"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12733.1"
                     /translation="MKRSRSSESQIMAILGQICLLMNCVVTIVSINSYRYKCYSRLAV
                     WPHL"
     gene            3615436..3616086
                     /gene="esaI"
                     /locus_tag="CH60_3330"
     CDS             3615436..3616086
                     /gene="esaI"
                     /locus_tag="CH60_3330"
                     /EC_number="2.3.1.184"
                     /note="[TQ] COG3916 N-acyl-L-homoserine lactone
                     synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-homoserine-lactone synthase"
                     /protein_id="AJK10614.1"
                     /translation="MLEIFDVRYDELTDIRSEDLYKLRKKTFKDRLNWEVNCSNGMEF
                     DEYDNSDTRYLLGIYQGQLICSVRFIELHLPNMITHTFNALFDDVALPKRGYIESSRF
                     FVDKTRAKLLFGNHYPISYLFFLSIINYSRHNGYTGIYTIVSRAMLTILKRSGWQVEV
                     IKEAHITEKERIYLLHLPIDRDNQARLLLQVNQRLQDPCSVLSTWPISLPVMPESA"
     gene            complement(3616067..3616810)
                     /locus_tag="CH60_3329"
     CDS             complement(3616067..3616810)
                     /locus_tag="CH60_3329"
                     /note="[K] COG2771 DNA-binding HTH domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AJK10628.1"
                     /translation="MHSVFNRSNEVIETLRDYIDRKLTIYDSPKYTYMVINKKNPGDI
                     FIVTSYPNEWAELYTNNNYQNIDPVVLIAFRRFSPFSWDENITVLSELKLSKIFTLSK
                     KYNIVNGFTFVLHDTMNNLAMLSLIMDDSALNGVESRVLNDRDRLQMLLIETHEKMLT
                     LSQRNMNIQERQGKGMPGKAILSPRENEVLYWASMGKTYQEIAIITNITPRTVKYHIG
                     NVVKKLGVINAKQAIGLGVELEIIKPILA"
     gene            3617378..3618754
                     /locus_tag="CH60_3331"
     CDS             3617378..3618754
                     /locus_tag="CH60_3331"
                     /note="[R] COG4099 Predicted peptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl oligopeptidase family protein"
                     /protein_id="AJK14417.1"
                     /translation="MLTRRKFLMMSAGAGLLLSVPMLARTGVQPAQAATAITQVFGDG
                     IRLTAVAVEYPTEVSAEGLNPADFHVEGRTVTGVWTSTSTNPADIAPSGRYMIIALSP
                     DDKNATLAEQVQPNSKNNSNKSANGRGGPGNAGDIPAYDTVYRTAQATVLRLPSVHTA
                     SGDTLPASEKALTTQYVENLIVDDFQQLEFYDEKTGKKLKYNLFIPKDYSPDKDYSPD
                     KNYSPDKAWPLVLFMHDAGATSDVTRTTLYQGLGAIAWASPEDQAQRPCFVLAPQYEE
                     IIADDDSKTSDMLDTTIDLINVLSEQYNIDKSRIYATGQSGGCMMTIAMNIKYPDFFA
                     ASFLVAGQWDPALVKPLAQQKLWILVSQDDNKAWPGQNAIIDVLEKEGVQISRAIWDG
                     TWNEEQFRQAFEQIEAEKSPINYVAFREGTVIPEGQSTEGASGHRNTWRIAYTISPIR
                     EWIFRQQR"
     gene            3619131..3619964
                     /locus_tag="CH60_3332"
     CDS             3619131..3619964
                     /locus_tag="CH60_3332"
                     /note="[Q] COG3485 Protocatechuate 3,4-dioxygenase beta
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="dioxygenase family protein"
                     /protein_id="AJK12475.1"
                     /translation="MTNKIMPKVNREGRRSFLQKSIAVVATGVVTHAFSAPNITLEKD
                     TKPQPGTCILSVEQMAGPYIKSNMPIRRNIAENENGVPLLLKITVIDSNSCRPLEYYY
                     VDIWQCNARGRYSGWSYVDPDKDAPSGEVASINRTDEKSFLRGSQVTDSHGLVRFTSI
                     YPGFYAGRAVHIHFAIKPPKASPQEVDKYSFISQLYFPEEFNSEIEQRAEYSLRKIKR
                     LINSDDEIFNEANGENAVLAVSKINENDINDGVLAEITIAINKDILSKRIDPKDILKI
                     T"
     gene            complement(3620254..3621477)
                     /locus_tag="CH60_3333"
     CDS             complement(3620254..3621477)
                     /locus_tag="CH60_3333"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK12519.1"
                     /translation="MRISSESDARSSGLTSSTHWPLAFCVGLLGIGQNGLLVVLPVLV
                     SRTHLSLSVWAGLLTLGSMLFLVGSAWWGRQSEIRGCKFVVIMALAGYLLSFVLLALA
                     VWGLSAGWLSEMAGLGWLIVARIIYGLTVSGMVPASQTWALQRAGYEQRMAALATISS
                     GLSCGRLLGPLCAALALSIHPIAPLWLMAIAPLIALLVVYRQYNDPPLPPVVHQQNRL
                     RLNMLPYLLCALLLAATVSLMQLGLAPHLSRLFSHSATTVSHHVAILLSIAAGCTLLA
                     QFLVVRPQRFTPPQLLLVAALLMVLGLGLMCVQPLVLFYLGCALASFGAAMATPGYQL
                     MLNDRLSTGKGSGVIATSHTLGYGMSALMVPVVAKFYGESQLVAAAFMMAILLGGISG
                     WLWCQHRTTAHSVGE"
     gene            3621617..3622225
                     /locus_tag="CH60_3334"
     CDS             3621617..3622225
                     /locus_tag="CH60_3334"
                     /note="[Q] COG4264 Siderophore synthetase component"
                     /codon_start=1
                     /transl_table=11
                     /product="iucA / IucC family protein"
                     /protein_id="AJK12614.1"
                     /translation="MTIPVETLATDVAAQCFLNALIRETQDWQIVPAAGHQPYPQLHI
                     PLSSSHAIHIALCHISPTQHHHYLFPAYLHQQGNDRQDDDTPVKLGIEQLVTLLLEKP
                     TVKGELSDDVVARFRQRVLESHDNTQQAINIRLDWPSLRDKPLNFAQAEQGLLAGHAF
                     HPAPKSHQPFNEKQAQRYLPILPPASHYAGLQSINATCAAIA"
     gene            3622318..3623388
                     /locus_tag="CH60_3335"
     CDS             3622318..3623388
                     /locus_tag="CH60_3335"
                     /note="[Q] COG4264 Siderophore synthetase component"
                     /codon_start=1
                     /transl_table=11
                     /product="iucA / IucC family protein"
                     /protein_id="AJK11089.1"
                     /translation="MHPWQADHLLKQDWCQQLVQQNALHDLGEAGERWLPTSSSRSLY
                     SPSNRDMVKFSLSVRLTNSVRTLSVKEAKRGMRLARLAQTPRWQELQARYPTFRVMQE
                     DGWAGLRSADFTLQEESLLVLRDNLLFSQPDSQTNVLVTLTQAAPDGGDSLLASAVRR
                     LAARLNLPLQQAAFCWLDAYCQHVLLPLFSTEADYGLVLLAHQQNILVEMQQDLPVGM
                     LYRDCQGSGFTQSALPWLAEIGEAEAENSFSEQQLLRYFPYYLLVNSSLAVTAALAAA
                     GFDSEENLMVRVRDALSALRTCAKNTLCLDYVLDSPHWHCKGNFFCYLHDHNENTIVD
                     PAVIYFDFVNPLHQGVIHGATR"
     gene            3623372..3624322
                     /locus_tag="CH60_3336"
     CDS             3623372..3624322
                     /locus_tag="CH60_3336"
                     /note="[J] COG1670 Acetyltransferases, including
                     N-acetylases of ribosomal proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AJK11650.1"
                     /translation="MGPHAKLIHSGGSFYCEHLGKALTLGLGLDGSAVLHLPGPLPPG
                     WLVQALDQLFIAAPQLTGIALPYAEWRDAPQAMALFALISSDYVAREIFYQLPLWLGA
                     ERNRTAGQMQYDTERHLWYPQRPPRPDGEVYRRFDPNIKRTLSFRLPEVDHDAPQFTR
                     WMNSPRVDAFWEMSGPLDVQAAYLQRQLDSPYCYPLLGCFDDQPFGYFEVYWAAEDRI
                     GRHYRWQPFDRGLHMLVGEENWRGAQYIHSWLRGLTHYLYLDESRTTRVVAEPRIDNQ
                     RLFHHLPAAGYHTLKEFDFPHKRSRLIMNQRADFFREGTR"
     gene            3624319..3626067
                     /locus_tag="CH60_3337"
     CDS             3624319..3626067
                     /locus_tag="CH60_3337"
                     /note="[Q] COG4264 Siderophore synthetase component"
                     /codon_start=1
                     /transl_table=11
                     /product="iucA / IucC family protein"
                     /protein_id="AJK13389.1"
                     /translation="MITTDYANWQQVNRHMIAKILSELEYERTLHAELHGETGRITLP
                     GAVYTFNGKRGIWGWLHIDPATLRCEGVPLAADHMLRQLALVLKMDDSQVAEHLEDLY
                     ATLRGDMQLLSARHGMSAEALIALNDDALQCLLAGHPKFIFNKGRRGWGLTALQHYAP
                     EYQGQFRLHWVAAKRGSFIWCVDAEYPLDNLLNSAMDPAERQRFDRRWRECQLNDDWV
                     PVPLHPWQWQQKIALHFLPQLAEGELIELGEFGDHYLAQQSLRTLTNVSRRVPFDIKL
                     PLTIYNTSCYRGIPGKYISAGPAASRWLQQVFAQDRTLHESGAEILGEPAAGYMLHQT
                     YATLAKAPYRCQEMLGVIWRENPSCYLREGEHAILMATLMETNNQGHPLIAAYIARSG
                     LSAEAWLEQMFRVVVVPMYHLMCCYGVALIAHGQNITLVMKDHAPQRILLKDFQGDMR
                     LVDKDFPQAASLPNVVKDVTVRLSADYLIHDLQTGHFVTVLRFISPLMQACNLSEYRF
                     YQLLAQVLERYMAQHPDLADRFTLFNLFKPQIIRVVLNPVKLTYSEQDGGSRMLPDYL
                     QDLDNPLYLVTKELAQ"
     gene            3626064..3627392
                     /locus_tag="CH60_3338"
     CDS             3626064..3627392
                     /locus_tag="CH60_3338"
                     /note="[Q] COG3486 Lysine/ornithine N-monooxygenase"
                     /codon_start=1
                     /transl_table=11
                     /product="flavin-binding monooxygenase-like family
                     protein"
                     /protein_id="AJK12306.1"
                     /translation="MNQPLDFIGIGIGPFNLSIAALGSEVSGFNSKFLERKPHFSWHP
                     GMMVPDCHMQTCFLKDLVSAVSPTNTYSFLNYLVQHKKFYRFLTTEHRTVSREEFADY
                     LRWAASGMSSLEFSQDIQSVDFDDQQRHFVVTTPRNVYHARHVCLGIGKRIKLPDCVT
                     EQNDRCFHASEMALRNPDLTGKRITIVGGGQSGADLFLNIFLAAWGQPKQLNWISRRN
                     NYNALDEAAFANEYFMPEYVESFYTLNDSAKQHMLAEQRMTSDGITSESLLAIYRAMY
                     HQFEVLHEKPWARLLPSRSLTNMHTRGNGYQLLTHHHLDQGTETFDTDVVIFATGYQQ
                     DRPAFLDPLADRLQTTADCQYQVAPDFVLDWQGPRENCLFAVNAGMHSHGIAEPQLSL
                     MAWRSAHILNRALGRTQFDLTSTPAVIQWRSQQSGVPAHPEHPVLNCIDI"
     gene            3627464..3629644
                     /locus_tag="CH60_3339"
     CDS             3627464..3629644
                     /locus_tag="CH60_3339"
                     /note="tonB-siderophor: TonB-dependent siderophore
                     receptor family protein;
                     [P] COG1629 Outer membrane receptor proteins, mostly Fe
                     transport"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB-dependent siderophore receptor family
                     protein"
                     /protein_id="AJK13729.1"
                     /translation="MKHKHLWVLNPCLLVMLTPAAWAEDQLVVSANRSHRSVAEMAQT
                     TWVIEGQELEQQVQGGLEIKDILAQLIPGIDVSSQGRTNYGMNMRGRSIMVMIDGVRL
                     NSSRSDSRQLDSIDPFNIAHIEVISGATSLYGGGSTGGLINIVTKKGQEGKQVELQIG
                     GKTGFNSHNDHDENISAAMSGGTERAFGRFSVSYQRYGGWYDGKGNEVLIDNTQTGLQ
                     YSNRLDVMGTGTLNIDENQQLQLTTQYFNSESDGKHGLYLGQNFSAVTGTGQASNSAA
                     LNSDRIPGTERHLINLQYSNTDFWGQDLVAQVYYRDESLTFYPFPTLKDGKVSTIGAS
                     QQKTDFYGSKLTLNSEPIDSLTLTYGIDLEHESFNANQQFFNLAKAQQSGGMTLENAY
                     NVGRYPSYTTTNLAPFLQTRYDINPIFTLSGGVRYQYTENKVDDFVGYAQQQAIASGS
                     ATSADPVPGGKTDYNNFLFNAGLLAHLTESQQTWFNFSQGFEIPDLAKYYGSGSYTLV
                     NGHYQLQNSVNVNDSKLEGIKVDSYELGWRYTGDNLRTQMAGYYSLSDQTISINKTDM
                     TINVLPDKRRIYGVEGAVDYFFDNSEWSAGATFNLIKSETKVSGKWQKLTIDAASPSK
                     ATAYIGWAPGDWNLRVQSQQTFDVSDSKGDKIDGYNTIDFLSSYALPVGKLSFSIENL
                     LDKEYTTVWGQRAPILYSPTYGSPNLYSYKGRGRTFGVNYSVLF"
     gene            complement(3629903..3631327)
                     /gene="gph"
                     /locus_tag="CH60_3340"
     CDS             complement(3629903..3631327)
                     /gene="gph"
                     /locus_tag="CH60_3340"
                     /note="phosphoglycolate phosphatase; gph: sugar
                     (Glycoside-Pentoside-Hexuronide) transporter domain
                     protein;
                     [G] COG2211 Na+/melibiose symporter and related
                     transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (Glycoside-Pentoside-Hexuronide)
                     transporter"
                     /protein_id="AJK10549.1"
                     /translation="MSLDSQHLCSLKDEGDKRLKINMNNSGMKIPMKELASYFGYGMG
                     QCFSFGLVGTFILFFYTDIMGISPVAASMIFLIARVWDAIHDPLIAGVMDTINMRRGK
                     FRPYLLFTPFLIFLVTVAAFYNIEASLMTKTIYAGVTYILWGTLYALSDIPFWSMSTV
                     MTDEPQERAKTATCAMLGVNAGIGATMILFPYISGLFAENSADRGYFAGVVILMVLGV
                     ILMLNGFFNTKERVNVTVTEKVTLKQTFIVVWQNKPLFFILSAFFMNVFSNIVNTFYI
                     FFFTYNMGDAELVSVIGLITFTCALACLGTPFLTRHFKKRDLFITLCVLEIIARVGFW
                     FTGYNNVVSVMVWLTVITAIFMMTNPLISAMIADTVEYSYYHTGKRCAAITFSGQTFV
                     GKLSVAVAGGVSGLILSILGYMPNVAQSTWTLNGLFFCISLLPAVGAVVRILIMRKYK
                     FTEDEHAILREELKQGRFHSSVGK"
     gene            complement(3631489..3632562)
                     /locus_tag="CH60_3341"
     CDS             complement(3631489..3632562)
                     /locus_tag="CH60_3341"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolase 10 family protein"
                     /protein_id="AJK12567.1"
                     /translation="MSKWSEEKSWEWHKQQGWLRGFNYLPRTAVNWTEMWQQDTFDPA
                     CMTQELQWAAEAGYNTLRTNLPFVVWQHDPDGLMTRVEHFLDICQRVDIKVMLTLMDD
                     CGFSGDHPFIGQQKQPIPGLHNSQAAASPGRNVVMQPYLWGQVERYLKEIIGHFAHDE
                     RIVIWDLYNEPTNRMIFTLAGEDAFDPALEEYSHQLMEKAFMWAREVNPTQPLTVGAW
                     HIANILDLGAPIYQHPTDIRALELSDIISFHAYVPLDLMNKAIGLLKEYKRPMLCTEW
                     LARHAESKMHEQLPLFNAEGIGCYQWGLVKGATQTHIPWPEIKRTDNDYASRWFHDVF
                     NEEGTAYDPSEMELLKALALKNT"
     gene            3632856..3633875
                     /locus_tag="CH60_3342"
     CDS             3632856..3633875
                     /locus_tag="CH60_3342"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK10927.1"
                     /translation="MNKKTKVTMSHIAAKAGVSQSTVSLVLNGSYSIKLADDTREKVL
                     RIAQEMGYVHKAVERPIARDKIALIINGLINHDPFIEAISAVQQAAWQHNKLLAIFDQ
                     ENEPEHCAALEEEICRGGYQGVIYASCMTSQLAPMFRNLSIPMVMLNGYCPELPDVPC
                     ILPADKIGAYKATSHLLQQGYKRIAILAGELWMDAANDRISGYRQALINHDICPDEGY
                     IQVTNWSLKEAYKKTLELLALTARPEAIFCSSDYIALGCYQAILSQGLRIPDDIAVVG
                     YDNQSISSELSPELSSVNLPYGEMGEMALHTLLNITQQQPLLSLKMKVEGELVIRQSS
                     IRPEK"
     gene            3634174..3635553
                     /locus_tag="CH60_3343"
     CDS             3634174..3635553
                     /locus_tag="CH60_3343"
                     /note="dass: transporter, divalent anion:Na+ symporter
                     family protein;
                     [P] COG0471 Di- and tricarboxylate transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, divalent anion:Na+ symporter family
                     protein"
                     /protein_id="AJK11189.1"
                     /translation="MADAPLSTAAPPSISRRNLAILITDILLFILLLNVLPFDTNANR
                     GLAILAFIGILWLTEALHVTITALLVPLIAVGTGLMDVNTGLRSFANPIIFLFFGGFA
                     LATALHIQGLDKLIANRLLLAAKGQLMVAVLMLFGATALVSMWISNTATTAMMLPLAL
                     GVIGNLNLERERNTYVFILLGIAYSASIGGLGTLVGSPPNAIAAAQLGLDFVGWMKYG
                     TPAMIILMPLMVATLYVILRPNLKHHFDIELEQLPWTAARRITIGIFGMTVIGWIFSS
                     QLSQMLGGVKQFDTLVALSAVVLIGISGVASWRQIQQNTGWGVLLLFGGGLTLSVILR
                     DSGASAVMAQGIVSIFGAYHWFIIILAVATFIIFLTELTSNTASAALLVPVFATVSEA
                     LGMPPLLLTMIIGIGASCAFMLPVATPPNAIVYGTGFIRQPEMVKVGFWLNIICIIVV
                     SLLAWYLWY"
     gene            complement(3635733..3636146)
                     /locus_tag="CH60_3344"
     CDS             complement(3635733..3636146)
                     /locus_tag="CH60_3344"
                     /codon_start=1
                     /transl_table=11
                     /product="putative stress response protein"
                     /protein_id="AJK14138.1"
                     /translation="MPFFYLQIRKNHLTLKNLDSQKVVSGTANFSTERLLIGEFFIAE
                     ACLYPLVSQVLPGFINQLKRRCLRTHILIHAQEMLEGGVSQVEQRIMREFTVPSFPKG
                     YHSLYAAPQTLSDDAVKRIILMGSETLLTAADLKI"
     gene            complement(3636690..3636932)
                     /locus_tag="CH60_3345"
     CDS             complement(3636690..3636932)
                     /locus_tag="CH60_3345"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11420.1"
                     /translation="MIRDSKNWADEVAKRHIKRKVLEFRLKIDHNEFLNGNFSQRANL
                     FLDALQRSIDKMENLGISLEDRNKLYGILASVKSEL"
     gene            complement(3637215..3641531)
                     /locus_tag="CH60_3346"
     CDS             complement(3637215..3641531)
                     /locus_tag="CH60_3346"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein;
                     [M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AJK12065.1"
                     /translation="MAMPAVKHFDPVIGLDVHTVIIPPSPAPIPIPHPHVGFVLDLRE
                     CVNGVKSVVGSIVFSFAAEAAADVMEDNPELLAAGMALVSKAGSALEAAANNPVVKTG
                     LALKDAKDQLSGLKAGIIDTLGGNIGGGGGSNRPVKVNGTLRSTVGTHTFHIPGLHFP
                     LGTLFAPLIPSKDSESFMGSKTVMANGDPLSYMALPAMSCWFVGLPSTPKNAAHTQRK
                     SLSLPTSVMLPIPMGRPVVVGGMPVLNLLALMMGLFKIFRGSKLAKKLAEKLGLKSGF
                     LKCTILDAEPVNSITGEVVVEQNDFVVEGRFPLVWDRYYGSQKAVTGVIGQRWQCPAD
                     IRLEVLVDQGELGVVARFPDHETVFSLMPIEQGWDERVYDWQQGHALYRSGNQLVLRT
                     RHEEEYFFTLPNDWESTVIPFTAADRLTLPILRMADRYGNGWQFKRQGNSLLLALIEL
                     TQGLLSGREVHVIQDENAPISGMLNDFVLVNKTNGERRFLVGYRHDGEGNLIATLDAD
                     NHPYQFEYIADSQMVRHTDRNGLSFYYRYQRHSDGLDRVEHAWGDGGLFDYRFHYDRV
                     YQETQITDSLGHTTLLRYDERGLPFARVTPLGGVYSYQYDAQCRTIAEIDPAGNTHGW
                     MYDQYANLTEETFADRSSVKTEYGDDHKPVRITDPGGRFWRQSWDAQGKVISQTTPGK
                     IATHFTYDDLGQLVAVVDASQQRTELAYDAWGFLRVITDARGNATSFKHDFCGNLLKK
                     VAANGDITRYQYDKKQRLTGCTLPDARTIRCEYDREDNLLLYNENGSRITRFGYFGQG
                     RLQSRTDPDGSLTEYLYDTEEQLIGVKNQRGKTWQLKRNAEGRLIEEVDYWGQSRRYQ
                     YNAVGHLTGSHDPLGQILAVTCDKLGRITEKNIAGDEQAWERYEYNVQGQLIGAVNPA
                     VTVTRRYNQDGQLAQEIQQQPQVSATVEYGYNAAGQQVEQRHLLQYADEDDIQVQQRI
                     RYGYDVLGQCISQQIDDHRPMAFSYDKIGRLTEQRLTPSLSHHLRYSAAGQLAGYQTR
                     RKGMVWSETDYFYDQHGNLTQREDSRQGSERYHYDVLGQIVGYQDPLGTLHRYRYDAC
                     GDRFSTVADNAEGRHTQQDNGTAYQLDKAGQLVSRTDRFSQLALRWNTFGRLAGIKNE
                     HHDHAYTYDALGRRVGKRHLQRPTKLLDGLRVIDKETPSRGEPVWQDETWFMWDGDVM
                     VGELQREVAPRVVTPETWDKPDGIVYSGQFYVYQPDSFEPRAMQRYQQIAEAEDGEIA
                     PLGEEQIYFYQNDPNGMPIRLQDGEGEVVWEAQFTPFGQLSVTGTSQLRQPLRMQGQY
                     YDTESGLHYNRYRYYDPACGVFISQDPIGLKGGLNPYQFAVNTLGWVDPLGLWKKRRN
                     NGQFAKKPGRKKTNLVIQHMEIAMILINQQKGILCVIVISVMLRNMVKQLKVRRDTLR
                     SI"
     gene            complement(3641545..3642864)
                     /locus_tag="CH60_3347"
     CDS             complement(3641545..3642864)
                     /locus_tag="CH60_3347"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AJK12816.1"
                     /translation="METPGVSNPIERRFMQAHDDWLTFAGNKKAKLLLWQANEADEPL
                     LKTYFQVQEENACAVIQFDDVFETAEQFTDAIIKHIIHFYHQRREGSAAAGITADWHP
                     PELTSPGSHQVLFTIAKSLIQHHPDVFPGFVWVFRPNIVVSEPRFTEWLLTLTADLCL
                     DPWLAERLRLVLYGELSDGIQSLSQAAPENIQLINGVYHMAGAPGEMVEESTERGPGA
                     DFRRLFIALTETIPLNDPSRLARLQKQALNISQKEGWFDQSVVIYLLVGAAQLKWQDF
                     PRALSAYQSAAQEGENAIIADHPAGNKLVANALFGEASVYFSQKEYAMAAQCYESIAP
                     YTEAAADAVLTIETWRMSAYCWWEDNYFTLAWNAGLNALKIGLPLGDDIKTNSSLGVA
                     AYWMHQHYGRWENYDDELRTVLSALYGDEWLDIITPLDQRNITLAAG"
     gene            complement(3642890..3645115)
                     /locus_tag="CH60_3348"
     CDS             complement(3642890..3645115)
                     /locus_tag="CH60_3348"
                     /note="vgr_GE: Rhs element Vgr family protein;
                     [S] COG3501 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="Rhs element Vgr family protein"
                     /protein_id="AJK11543.1"
                     /translation="MFADSNKAKVKERSAVNSASTGTAAISAAINAPSGLQFKLTAAG
                     LPPQTFAVVDFSLNEAFSSPFVLHVGLASADPAVDFSAVLDEDATLSIWREGILQRSI
                     TGMIASFEQGNTGFHQTRYSMVIRPALWRTSLRRNSRIFQLESVEAIISTLLKENGIN
                     DFAFGFRHSHPAREFCVQYQESDFDFIQRLTAEEGIFYYFEFSTGKNTVVYADDVGSL
                     PKGASLPYNPNVAAQAQELSITTFTRSAQVRPAMVQLKDYTFKNPKWAAEFSEQAREL
                     QNQRPDYEHFDFPGRFKDEQHGKDFTRYRLEALRNDANKGQGESNEFTLQPGQLFSLS
                     AHPRDDLNHAWQIVSIQHTGKQMQALEQESGDQGTVLFNQFSFIPPTQTWRPTPLPKP
                     VTDGPQIAMVVGPPSEEIYCDEYGRIRLQFQWDRYGQSNDQSSCWIRVTQPWAGQGWG
                     MLAIPRIGQEVVVDFLHGDPDQPIVTGRTYHANNLPPSALPGAKTQMALQSKTHKGEG
                     YNELRFEDQDGKQELSMRAQRDMNTTVLNDRSTTVSGNHTETVTKDQAVTVSGNQTMD
                     ITQDQTITVTGTQRIDVTQDRIIDVTAEQQTTVKADDRLLISGKQKTKIDLDQEYEVV
                     GSQKKTIGANQTLKVGGYQKNTLEGYKKSKIGGDNTTTVGGHDKLTVGDTITITAGTS
                     ITLQCGASSIVMDEAGNIKITGVNITSAASTTHTIKAKTVTSCGDTENIVEGGILKLN
                     P"
     gene            complement(3645701..3649471)
                     /locus_tag="CH60_3349"
     CDS             complement(3645701..3649471)
                     /locus_tag="CH60_3349"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK12940.1"
                     /translation="MFMPFREFISSHVGRHPLFNRAPVAVINPITLAIIVAFSTLALP
                     QTARASCNNSGGSTYICEGENNAGIILSGTDITVETQLGFGIIEPGDIDPALSLIGSG
                     AISYLDTNSSALDTAGAYSLSIQNDTSMIGQSTSTNVQANGSIGSGIYISSQSRDNST
                     IQVDLSGMLSSGLNGTPALSIDSLADNDSTIILNIHAISGIAGIQSDNNSRYGTAITN
                     VDIANDINVEYSGASIQNYSNSGTSILNLNSKSISTDFDALDINNSNYSGEVMTDINI
                     DGDISSANSQAARIYNHTNSGLSSLRFRANNVTGEYAGLYIDNSSQNGAVTDIILTGD
                     LTATSGSALYANTYSEEGNVETAIKLNNVYSLYDALNIYGYNQTGNTLFDLDVSGTVT
                     SENGTGIKVMGTTFEGNSTILINVNNITSSSQSLDINNYNSSGSALSAITATGHLAAE
                     WGQGVTFQTYSSLGDATTLIHVNDITSMGNGIYSLTEASRGTVTTDVTVTGQINVSDG
                     EGITLNTQTIDGNTLVNIDVNNIASEYDAIHLYNNNNTTGVDNGTGVDNGTSTIDLIT
                     RGALVSQQGYGINLETNTADTYVTVGGLVHGGNGSAIGIHRLDNIQTSATLELQSGYA
                     LEGATQSLVFTGNYVDINDAALDLANSHLVLGGTGDAVFDLTRIDNREEAILDGDPNR
                     ITGFGTLTKTNSSIWTLTGSNMADGDANAFLSANIAGGILVLDNATLGLTPATTILNR
                     LSAADIAADPTLVATETGALTLAEGGALSSLGDSVLSGNLISAGGILLSNTYTGGNGA
                     ATDDRLTVTGTYLGENNGSGEGAWLALDTVLGDDDSATDRLVINGDATGTTSVRVNNA
                     GGLGDKTLNGINLITVDGLAQDDTFLLAGDYVTTDGYQAVVAGAYAYTLQADGEAATA
                     GRNWYLSSELMLTEGVRYQVGVPLYEQYPQVLAALNTLPTLQQRVGNRYGAPGALADL
                     NFDDNQWAWGRIEGSHQVTDPARSTSGSQREIDVWKLQTGIDVPLYQSQGGSLLTGGV
                     NFTYGKAKADIHSFFGDGRINSAGYGLGTSLTWYGNNGVYVDGQLQTMWFDSDLSSRT
                     AGHAVASGNNGRGYTSAIEAGKGYALGNGLSLTPQMQVTYSRVDFDTFRDPFDSEVSL
                     QEGDSLRGRLGVSLDKETTWSAKDGTTRRSHIYSHLDLHNEFLNGSKVQVSGVEFATR
                     DERQSVGLGAGGTYEWQNGRYAVYGNVNLLGATRNVSDNYAVGGTIGARVSW"
     gene            complement(3650127..3652115)
                     /locus_tag="CH60_3350"
     CDS             complement(3650127..3652115)
                     /locus_tag="CH60_3350"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK10952.1"
                     /translation="MHGGNGTAIGIHRLENVQTSATLELQSGYALEGVTQALVFTGSY
                     AEINDAALDLANSHLVLGGTGDAVFDLTRIDNREEAILDGDPNRITGFGTLTKTNNSI
                     WTLTGANMADGDANAFLSANIAGGILVLDNATLGLTPATTILNRLSAADIAADPTLVA
                     TETGALTLAEGGALSSLGDSVLSGNLISAGGILLSNTYTGGNGAATDDRLTVTGTYLG
                     ENNGSGEGAWLALDTVLGDDDSATDRLVINGDATGTTSVRVNNAGGLGDKTLNGINLI
                     TVDGLAQDDTFLLAGDYVTTDGYQAVVAGAYAYTLQADGEAATAGRNWYLSSELMLTE
                     GVRYQVGVPLYEQYPQVLAALNTLPTLQQRVGNRYGAPGALADLNFDDNQWAWGRIEG
                     SHQVTDPARSTSGSQREIDVWKLQTGIDVPLYQSQGGSLLTGGVNFTYGKAKADIHSF
                     FGDGRINSAGYGLGTSLTWYGNNGVYVDGQLQTMWFDSDLSSRTAGHAVASGNNGRGY
                     TSAIEAGKGYALGNGLSLTPQMQVTYSRVDFDTFRDPFDSEVSLQEGDSLRGRIGVSL
                     DKETTWSAKDGTTRRSHIYSHLDLHNEFLNGSKVQVSGVEFATRDERQSVGLGAGGTY
                     EWQNGRYAVYGNVNLLGATRNVSDNYAVGGTIGARVSW"
     gene            complement(3652232..3653890)
                     /locus_tag="CH60_3351"
     CDS             complement(3652232..3653890)
                     /locus_tag="CH60_3351"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12299.1"
                     /translation="MYIQFREPISTSPAQPDAGHRHLFSCAPAAAINPITLAIIVAFS
                     ALVLPQTARASCNSSGVGTYVCEGENHAGIILSGTDIAVETQPGFSITEPGGADPALS
                     LIGSGAISYLDTNRSALDTTGADSLYIQNDTSMAGQSTSINIQSNSSIGSGININNRS
                     GADAAIQIDLSGTLSGNQNGSAALSIHSSAEGNSAFILNLDALSGSMGLQSYNDSRSG
                     IATTNINIVNDINVEYSGASINNTGNGETSIINFNSKNITTEFDGLNVYNTNYAGAAI
                     TNINIDGDIRSANSQAATFYNSAYEGPSSLRLRANHVTGEYAGLYISNDSRKSSAITD
                     ILLTGDLTSTSGAGLVFNSYVEEDDIGASIKLNNIYSYYEALSLSANTLNGDMQFDLD
                     ISGDIVNEYGTGILMMGMASEGNSTIIINANNINSGSQSLKVNNYSHLGTAVSDITAT
                     GHLVSEQGVGAIFSTYVSQGDAIAVINLNDITAAGSSVEIDTIASEGNSTTYLTVVGQ
                     INASNGEGITLISQATDGSTWSTLTSIISPVNTMLFTSITLLLA"
     gene            complement(3654891..3656234)
                     /locus_tag="CH60_3352"
     CDS             complement(3654891..3656234)
                     /locus_tag="CH60_3352"
                     /note="gntP: transporter, gluconate:H+ symporter family
                     protein;
                     [GE] COG2610 H+/gluconate symporter and related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, gluconate:H+ symporter family
                     protein"
                     /protein_id="AJK10842.1"
                     /translation="MEWINILWVMLGIGLMLVLNIRYQINSMVALLLAALLVGTLAGM
                     DLLKLLHTIKAGFGGTLGELAIIVVFGAVIGKLMVDSGAAHQIAQTLLRRFGLKYVEA
                     AVIIIGLIFGLAMFYEVAFIILAPLVIAIAVEAKIPFLKLAIPAVAAATTAHSLFPPQ
                     PGPVALVAAYGADMGMVYIYGVLVAIPSVICAGLILPKFLGNLERPIPTFLKSDNPID
                     ENNLPSFSTSILVPLIPAFIMIFTTIANIWLVKGTTSYTILNFIGSSPIAMFIAMLVA
                     FVLFGTGRGHKMEWVMHSFEGAVKGVAMVILIIGAGGALKQVIIDTGIGDTIGMLMSA
                     GGVSPYIMAWLITVLIRLTTGQGVVSAMTAAGIIGAAVMDPVTGTITSVDPALLVLAT
                     AAGSNTFTHINDASFWLFKGYFELSIKDTLKTWGLLELTNSVVGLAVVLLISMFV"
     gene            complement(3657406..3657537)
                     /locus_tag="CH60_3353"
     CDS             complement(3657406..3657537)
                     /locus_tag="CH60_3353"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11905.1"
                     /translation="MCLLIYPVKYRTREINFNKTLNPVMPERKISCQYVAALPGLLR"
     gene            3657774..3658172
                     /locus_tag="CH60_3354"
     CDS             3657774..3658172
                     /locus_tag="CH60_3354"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13436.1"
                     /translation="MFSCIIKTTDNYFRHGLFILLKEALMDCHVNANATLADDADWHT
                     KMVFIDADSSYCHRTLEQTYQAYKNQQSGTPGIFIILRSKGALLPLNMSYNTSAHILY
                     KSDEQADIKSKIGVVIKNALGRKNTINPTV"
     gene            3658608..3659483
                     /locus_tag="CH60_3355"
     CDS             3658608..3659483
                     /locus_tag="CH60_3355"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ornithine carbamoyltransferase"
                     /protein_id="AJK12300.1"
                     /translation="MRSNNKFTLKKLALALMLAGCTISNAYAVLIPVAGAIQGSAPTL
                     SAPSNSALHAVDLSSNATGAVLASGDTITLTYTYNDADEDLDNSINYVNWYYTKGGVD
                     TQIATTNITNSPAKTNDGKGRSVLIIPATAIGADAIKVVIQEFSASGDPISGQTISVA
                     DTSTGGGGTTTRPGPIAPGSNVTPGIYLSTDTLFTNNLLGSETILSANNVYVFKLWDS
                     EAVGVIDLTNAVHYNWRLLGDSATDSVAAPTTGFVTSVSNADFSVPMNTAADGTQLTG
                     SVDGMQGFQLTVDYN"
     gene            complement(3659806..3661563)
                     /locus_tag="CH60_3356"
     CDS             complement(3659806..3661563)
                     /locus_tag="CH60_3356"
                     /note="[V] COG1132 ABC-type multidrug transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10997.1"
                     /translation="MIKLSGLSTLTGGRLKGLKGMVSIAIIDAFLASLPYAFLYYIVL
                     DMLSSHPDAIYQLKLTGFCGLLMLVRVILARVLYFHVAIIGFDAGAKIRIRLGEHLRR
                     LPMGFFYRSDMSSVNNTLLKDIDMIENIFTHLYAPIIATASVLCFFSLGLLLKDWRMA
                     LAMLSTLPLAVCAYILTRRYAQRWQEYMQLLMFKLNDALMEYIDGLKELKAYRMTGAA
                     FQRLSQVLTTTYQQSLTAEKAGVWPIYSFNVLVECGFIVLLVALTWGWVGGRIPLSEV
                     LIFLIAAVRFFRPLLNMSMFLAELNYFGLAVERVEKVFAIPELVHGDLQPNITDMRIR
                     LDNVCFAYPDKPLLFNHLNLTIEKNKITALVGPSGSGKSTLASLIARFWDIEQGHILV
                     GDKANEMSLAEIDVDYWQRHLSVVFQKSYVLNETIANNLRVACPDATNEQLLSVCRAA
                     QLLPLLDKLPSGLDTEIGAGGVHLSGGELQRLAIARALLKDAPLIILDEATASLDPEN
                     EQDIQLAMQALIRGKTVLVIAHKLSSIQYVDHIIVMDSGQIVEEGDHSTLIQHQGLYA
                     ELWSLQQQAQAWQPGRLGE"
     gene            complement(3661556..3663328)
                     /locus_tag="CH60_3357"
     CDS             complement(3661556..3663328)
                     /locus_tag="CH60_3357"
                     /note="[V] COG1132 ABC-type multidrug transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12430.1"
                     /translation="MDTQASAFRWLIQLLSTQHKRLALSMILAVGYSLLSLVPYVLIY
                     QLIANFLYHPSAATSQLWWLVGMAVLALAGKAILQLASGLLSHQAAFQLLFELRRQVI
                     ERVGRLPLSVSHQHTTAKLKKIISDDIGRIETFVAHHLPDMAAAIVTPIAAAILLFFF
                     DWRLALVALIPLPIACLLQCWMFQGFNQRITVYYHVVADLHTSIVDFVKSMPLVKAFN
                     MTVNSHQRYTNAVNAHNQLVREWLTETRTATALFKLSLDLGLLCIMPVGIMLFSQGEV
                     TLAVIFMFMLLGIGLMEPLYNLLRFGNLFSALLKGVENIREFAHAKPQREGQTPLPIK
                     HYDICFNQVSFRHPDAKENTLEQLSFVAKQGEITALVGPSGAGKSTAAQLIPRLYEHQ
                     GGDICIGDTPIEMLPLEQLMSLTAFVFQDTFIFNDTVMNNIRMGNDSLTEAEIINAAK
                     AACADDFIEQLPERYQTVIGPETLSGGQAQRIAIARAIAKNAPIVLLDEATAYADARN
                     EVRIQQALSDLIKDKTVIVIAHRLNTLIHVNHIIVMAEGRKVAEGTHQTLLATHSLYQ
                     NMWAAHQAAKIWHFSTDAKAVSYD"
     gene            complement(3663328..3664632)
                     /locus_tag="CH60_3358"
     CDS             complement(3663328..3664632)
                     /locus_tag="CH60_3358"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AJK13395.1"
                     /translation="MKYNANITSLFGLSSLFGLFSLFGLYCAQGVPLGLAIFALPGIL
                     RSLGADMRLIGLVGLSMLPWAFKMLWASFIENHKPWFFRGLPTGLAWIQFCKVCSLIA
                     MTLLWFFAPETHVLALLLLVTLINFFYASQDVAVGALVVRVFAGSRHVRVNVSQIAGF
                     SLGMLLGGVVSLYVFSVWGWSVTVWWFLLLQGLCHLPFMFHLGRFAAENKLPVIPGSA
                     SLWKIFRRKGWVPIVVMAVVFKFASTMGAALVSPLLVDMGVSLEQIALLAGGVLIISY
                     IVGAILSGVLHRWFSSPQLTIFGLLGSMLCWLGMTLSLSFSAHNSLPVFVFFILEGFF
                     FNLCCVSIFAWFMCWSEGDEDQGIVQPGTDFTLLQCCEVLGGSIAMVLSGTLAYYLGF
                     TYAFGVATVCAFLVVLLTLYCFRRSQSAYAGFQKDRHTVEIG"
     gene            complement(3664622..3665386)
                     /locus_tag="CH60_3359"
     CDS             complement(3664622..3665386)
                     /locus_tag="CH60_3359"
                     /note="[Q] COG3208 Predicted thioesterase involved in
                     non-ribosomal peptide biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase/Carboxylesterase family protein"
                     /protein_id="AJK12631.1"
                     /translation="MIERLFRLIKPGTRQQMVCFHHAGGSAEYFLPWKTDLPPDTALY
                     AIQLPGHGGRINESLLHNLHQMADVIAQSYVYLPVRDTFFFGHSMGAALAFEVALRLQ
                     KAGRGITTLYVSGRLPPHKNTNTDFYRQSDVSILNKITQLGGSTLDYQQPELKDLLLP
                     IFRADFTAIETYQRQCTELLNCSVMACVGEQDTEVSVRQMSEWCQVTKGAFRLQVFPG
                     GHFYLNHAQKRLLAFINQSVAAQQSSKECKEYHDEI"
     gene            complement(3665379..3666506)
                     /locus_tag="CH60_3360"
     CDS             complement(3665379..3666506)
                     /locus_tag="CH60_3360"
                     /note="thiaz-red: thiazolinyl imide reductase family
                     protein;
                     [Q] COG4693 Oxidoreductase (NAD-binding), involved in
                     siderophore biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="thiazolinyl imide reductase family protein"
                     /protein_id="AJK14249.1"
                     /translation="MIQPQKIVVCGTLFGQVYLSAFKTAFEGGELAGILAQGSERSRQ
                     LAHAYGVPLYHHVDELPDDINMACVVIRSTIVGGKGSEITKALLKRGISVLQEHPVCL
                     EDVAECLRLARQQGCHYQVNTHYPHVPAVRQFIAYLHEAMQTQKPCFIEATCGVQVIC
                     GLLDIIGRVLGGHFSPYGFSVAGGDVLLRSLLENPAPYTQLQGVIAGVPLTLNLQNQL
                     DPAAPDNHFHIMHRLCVGLPSGNLLLVNTHGPVIWSPYFHIPRVRTPFGCREVIDPDD
                     APHYFLPPLSQLFSQESDNLLSVLHHQWPSAIRHALREFIEQQQHSSPAYAQFLLSLT
                     QVWKTLMEKVGNPESVHFVEPMMASPKVATFLSQWQGERDD"
     gene            complement(3666503..3667573)
                     /locus_tag="CH60_3361"
     CDS             complement(3666503..3667573)
                     /locus_tag="CH60_3361"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AJK14455.1"
                     /translation="MRQPKTILVVGGQGAVGQAAVTQLSQRGYWVITAGRREHPNHPH
                     HIVFDLFDHKALADSCRQVDLVLNAAGPASDIEAHIALTALAEGKHYVDVAGDPVIER
                     TLLVPMAASSSACVLGAGFIPGLAAMLPRYAVDCLSPVTQLTVYSGGIETFTPTSAHD
                     FLSSQYTGRAQGKSGYVWYDGGLCKESLKKAVSIPTAQRLFDALPYFSFEHERLVTVH
                     SLSHLAAYNLIADQRLLVGLGGEGGGAAQTLIAFSQQLTRQEGEQQHLFMVAKGLLAG
                     QPAALQLQIRFTNSYQLTGTIAALAAHHVLCTHRVGLYWLTDLLPIKVLLSQLNALAL
                     FSHFHIHCQLDNNAVNFQEGAL"
     gene            complement(3667570..3673416)
                     /locus_tag="CH60_3362"
     CDS             complement(3667570..3673416)
                     /locus_tag="CH60_3362"
                     /note="AA-adenyl-dom: amino acid adenylation domain
                     protein;
                     [Q] COG1020 Non-ribosomal peptide synthetase modules and
                     related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid adenylation domain protein"
                     /protein_id="AJK13142.1"
                     /translation="MNINLDSSSATQATDLLVNLEQQEVRFWLEGERIKFRAPEGVMT
                     GAVMASLKALKPQLVAILAVREQQETLPIDTENRFVAFPLSHVQAAYFVGRQSVFEYG
                     GVGCHGYFEILAPCWDKAKLECIWEQMIIRHDMLRAIITPNGEQRILPSVAPFVIEQV
                     DVSSETVRQAMSHRVYQTDKWPLFDLKISHQNGKDCLHFSIDLLIADFLSVQILLAEL
                     FKGYLGQTFPAAPLTASFRDVICYERQQQSGRAYGDARQYWFSRLPTLPACPQLPTCV
                     QLPTGSPSPAMQTNASEIPRFVRYRHQLAPSCWRRLQQGCQQQGVSPSAFLLTVFSEV
                     IGRWSENRHFTLNLTVMNRPNIHKDIDKLVGDFTSVSLLEVDLRSPKTVYERVKQIQK
                     QLWQDLEHRTFSGIEVMREWGRQQGVGHARMPIVFTSALVGEGKNQVQEAISETQLDL
                     VFDYGISQTPQVWIDCQIMVLQGRLQLNWDVMADVFPKGVVAAMFSTFIDSVERIDSV
                     ECIDSIECIDRVKCLCMEEVGTGEALCDSPLFWHSALSLPLPESQQQRRKQVNATEKT
                     LTPRCLHDGILARAAQQPQAIALVDPQHCLTYAALITRAQALAAKLNSHQRYAVLMEK
                     RHEQVVAVLGIFIAGSAYVPVDIHQPPARILTILSDAAVSGVVTASPQACLADAHFRE
                     INLSLLAQIPDAIEAKILPLPHDLAYVIYTSGSTGQPKGVMISHDAAYNTLADMQQRM
                     ALTPDDRVLALARLSFDLSVFDIFGVLGAGGALIFPDEGDLQNPARWAHDIAQHQITL
                     WNSVPAQMKMLTDYLRAEQITLPSLRYILLSGDWIPVNLPPAIAQIAPHCTQLALGGA
                     TEAAIWSNYWRIDPQITYPVSIPYGVPLTNQQFRVVNPWGEDCPDWGAGELLIGGRGV
                     AQGYWQDEAKTQAHFFIDTQGLRWYRTGDLGRYTSEGVIEFLGRRDHQIKVRGYRVET
                     GEIEAQLLKLPEVAQAVVMQTTQAIQTEQAEQATQIAQATQATQATQAAQAAQTAQTA
                     QTTQTTQTTQTTQTTQTAQATQIAQTTQAIQTTQATPTTPTTQATPTTHTELQAYIEA
                     AQVAAASDYTQSLREQGRTALAHLQSAAQQAGDALDRPCIDRLFSLLDKVALMQMVKA
                     LSDMQTVNTHHAVTLDAIMEKGQIASVNRQLLRRWLRALTQHQYLQQINDTYRLISVV
                     AEQEIRLCWQQCEQLITQLDDNRGLLTYLERSSQCLPELLQGKEDPLNLLFPDGRLDV
                     ATQAYQNNLISQFMNRLLLKAAEQKVKNQAQGRVLKVFEIGAGVGGTSNVLIPLFAEG
                     NAEYTFTDISPFFLNEARKRYQHYDFIHYQLFDFNQSPVQQGLDCGQYDLVVAANVLH
                     NAIIARHGLNNLRQLLAPGGWLLIIEATRDNYQLMTSMEFKQGLTAFEDERLALDSPF
                     LPQQNWIHALQDVGAEMLWAYPPTDDVLHKMGQSFIFAQFNSQRMSCEPDALLAYLQQ
                     QLPDYMVPAKLVILDKLPVSANGKIDRKQLPRLPESQQRQAPALQDTDSPLEKTLLAL
                     GRTLIGNNAMGVDDDFFTSGGDSLLITQWINQVREVLGEDKVPWEGCLRQVLQQPTAR
                     ALAAYLRNIREEEPESQRPQMAVTCLKESACLKERSGLKERSGLKERSEEPVVILHEG
                     SGTVLPYLSLVDKLSGPIYGVNVTDSAAFLSIPAERLICQLASTYLPEIQKVGDQCHL
                     VGYCMGGLLAFEIARQALENGRPVSSLTIISSYQIPYHINDPLMIDLVMSWTLGVEPP
                     WNLLKADLEGIYHAILADKPAVITVNAVVERAKANGLTALANEYACLQQQSNEVRLSQ
                     LLTAIEQHSTASSHVSRQPFDVFRHSIQGVCQYQPNYFAGDMTFVCQQGDTYLLPALQ
                     QDMTAFWQTYCLGQINRLTLPGDHFTCLSADNISPLIQHLEQCKGVRG"
     gene            complement(3673429..3675081)
                     /locus_tag="CH60_3363"
     CDS             complement(3673429..3675081)
                     /locus_tag="CH60_3363"
                     /note="AA-adenyl-dom: amino acid adenylation domain
                     protein;
                     [Q] COG1020 Non-ribosomal peptide synthetase modules and
                     related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid adenylation domain protein"
                     /protein_id="AJK13589.1"
                     /translation="MRESAHVGVALPRGCDQIIAVLAIQWLGAAYVPISVEWPACRRS
                     QVITLADIHFLIGDRTLGWPEEVDVLSVESEPVSDERPTPRVVSADSLAYLIFTSGST
                     GVPKGVAVSHGAAVNTIESVNRQHQINPQDTALALSALYFDLSVWDVFGVLSAGARLV
                     LIPQQAQREAAIWLSLVQQHQVTVWNSVPALLEMMLLFNEQIFNEQDEQPPALPSLRV
                     VMLSGDWIVPELPQRLRRFAPNAHCVAMGGATEAAIWSNYWIADTALTGWCSVPYGVP
                     LPNQQFRIVNEQEEDCPDWVAGELWIGGQGVAQGYYGDSAGTEQQFILRDGQRWYRTG
                     DTGRYRPDAIIEFLGRKDQQVKISGYRVELEEITLALKSYPSIEDVVAFVIQHNDRSV
                     LAAVAVTPTPLDRQAVTAFLRERLPEYAIPSRLGHCCAWPLTDNGKRDQHALRAFVTP
                     SFEPTETPQVTQPMTAMEQLLCEQLQLLLNVVSIQSHDNFFALGGDSFIAIRLTSVLR
                     RNYGVELPLWKIFSVQTIAQIALVMEPAHQSAGRIQFVEDSI"
     gene            complement(3675125..3685060)
                     /locus_tag="CH60_3364"
     CDS             complement(3675125..3685060)
                     /locus_tag="CH60_3364"
                     /note="AA-adenyl-dom: amino acid adenylation domain
                     protein;
                     [Q] COG1020 Non-ribosomal peptide synthetase modules and
                     related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid adenylation domain protein"
                     /protein_id="AJK13765.1"
                     /translation="MNLLNNETRWVREALFEQATKSKYDVALRYCDKDDVDSYSYSQL
                     ISLGYSLATQIEIENNPPGPAILLMPGGSLFVISFIACIIRGVPAVPVHLTNHFKLGR
                     SIDTLSHILADSHGEYIFTLSSLSDEIKKQGWHRTHQIVFVDQQLTGSRRYFPTKKNY
                     DALYYPSHLPVYLQYSSGSTAKPKAVCNYDHNMRVQHHILLELHLHCQPKIITANWLP
                     FYHDLGMFSGLLLPLLSGGCCNFMPSVHFITEPFRWLKMINDYQANSGAAPDFAWDLC
                     TTMVTDEHICQLDLSSIKMAMNGAEPIRPETMANFAARFASTGFDAHSFTPGYGMAEA
                     TLTVSHKPIDTDYCCLAFNPMALAAGKAILDPQGCRLVSSGHVVRAWQLQIVDPQTCQ
                     PLPEANIGEVWVRGGSVAGGYWQQPELTKATFHNTLAGNSHHDYLRTGDLAFVYQGEL
                     FICGRLKDLIIVAGQNYMPKDIETAIEYACDDIHTGGVCVCQHFDSGEFIVMAEVYRH
                     LTSTALQRIAQQIVATVARHFQLKSDKVILLARGKLLKTSSGKIRRSHMLSLYFTQQL
                     SALYVQESQRKTQDEMLFDQESVLFEQEAILFDWLHKTGCELLGCEAINPDSGLHQAG
                     LTSLLAIQFCQSINHFLGCHLNVADLFAYPTLRQLTLFLSQHQEDIASSSSTEAGDDR
                     DVAIVAISCRLPGQVGVSWADYCTELSAGNSAVRHEKNRLRHCVLPIGALEDIDQFDA
                     AFFNISEREAILLDPQQRHILELSWHLFEQAGWQPEQLKQGDIGFYIGQSGSEYGQML
                     LQKNDPDYAKSYLATGICSSATSGRLAKFYGTRGPALTIDTACSSSLVALDSAMLSLQ
                     QKQCSAAVVGGVNLLLSAQIEQTLINAGMLSPKGHCATFSDDADGYARGEGAVLFLLK
                     PYRQAVIDGDPVLAIIEGSVVAQDGESSSLTAPNPHAQAAMMSQLLQRASLAPDDISL
                     LETHGTGTSLGDPVELSAIDRVYGQRKTPLRLGASKSQVGHLEAAAGGFALARAVAQI
                     QQQKAFGHPTLNSYNPLIAEKLSRYYFDKDTCPWVIKRVAINAFSFTGTMAAAVLRKP
                     TAVARSIKSITSIKSATSIKSVTSIKPVTSIKSATSIKSVASIEPVASTTWLSDEEAV
                     GWLPISAKTEAALLATARQLAEVLSQHTALARAVVAAWRTKRSHHFPIRALIQYHSLS
                     DLIAQLHQVTGEKSDPRCRFEKAQSPKQWLAGGAFDWAAVTPSEGAVSAEVLALLPLY
                     PFTRQRYWAEGLLAESTPLSSPSVIAHPLDFSFVRTWVAETLAIASGALSDEDDLLSL
                     GLDSLQMLDLVDECKKRHITLTLARLFEKTTLGAWEQYWDSICRSGVCGESVSAVTPL
                     TEEQTTDEYWQGEPFVLTPVQQAYWQGRQKGQTLGQVACQVYLELDCPSLADERLHQA
                     VTQLFHRHELLRMRINEQGMGVIQEIEPVTVTQYHWDQLSARAGAKERYALRARLSHR
                     MADLTDESGFQLIASHDGQNTRLHINVDMVIADAMSLQILLEELGLLLSSQNTPFAPL
                     DYHFPQYLLEQKSTPSTGESEAYWQQRLIAGLPLAPQLPLAIKPEQIDKPIFQHREWR
                     LASEHWAKLQQIARQHRLTPSMLLAGCFAETLRGWAKLPDFSLNLTIFNRRGAHPQLA
                     KLVADFTSLLILACEVKENESLLDHFRRLNQQFMVDLDHGDYSAVHVLRQWSQQRGEQ
                     VTLPVVFTSNLGRELLGENAPGALHYLVSQTPQVWLDCQVMEYQKALLISWDTVDALF
                     PEGMLDQMFAFMQQLLQSIVENEQVLQSPVQAYVDDKVLAHRQQPLSGVHGVPFEAKT
                     LHQGFWQQVALVPNNIAVINASGVLTYREMAIRVGDLAGYLQQRIARQGHVGICLPKG
                     IEQVIAVLAVLSIGAVYVPLDITAPSERLQQLIAQADIGVLISDHEISANCDTVNINI
                     TGGFPSPFTPSVFTSSAAAPSIFVPSIFVQPDEPAYLIFTSGSTGVPKAVVVTHQAAM
                     NTIDEINRRYVDDGKIILFALSALNFDLSVYDIFGPLSVGGSLVLPNAGDEKEAKQWL
                     SALHQHQVTHWNSVPALFEMLLIAAEQGTQALPRSLQQVLLSGDWIGLDLLPRLRALG
                     SQARFTTLGGATEAAIWSNALDIAVIPEEWVSIPYGYPLAHQYYRVVDQAGRDCPDWV
                     TGELWIGGRGVALGYYREPEKTAAQFVSVHRAGFYRTGDYGRFWPNGCLEFLGRQDRQ
                     IKLHGYRIELAEIEAVAEHLATIKRAVVLYLDQPQKHLYLFVEPQNQVSTLFSATVDD
                     VLPETRLVTDIREQENTITAFLLCHVLSNVLKLDLAEYQSTQVLQEKGGISEAYQPLF
                     LAWLHWLVEQGVLLSRDDQFKTTGIQPVRPEVTEPHLLPLLMTLEQKASWIGEVVTGR
                     GNPLLLLDDTLLSPEILVANTHDAQVVIDVLCQRIARLSRQLQRPVNVTELNGRTGLF
                     ASRVLSRLGTEVLSYCLLESANSLRQHAKYRLSGYSHETDVIATPDEQQQLADILIVN
                     NSLHRFDALPEGIAMLQSLCHGGTEIVLFESLALSPLSLLTVLLLQHPNGFRDQRQGA
                     LSPLLDLPAWQSLLTDSGIAIQQLSIIEPYSALFVCQPQITKVPVSREQIKQHLQQHL
                     PAYMVPSSITVLETLPLTPNGKIDRTSLYKQAVEYGQLSHDGEAPRVLSAQQKPPDER
                     ERSDKRELSDKKEQCVARLWQQVLGVTPQSDSNFFLCGGDSLHATRIVALLEKEGTVG
                     VPLSQVFLLPVLRDFAHSLAFRHAPVQEAQLVHCAAQRYSPFELTDVQRAYLMGRQSG
                     FPLGGVATHYYQEYEYQEYEYQENEIYQEHESHQQYKGTPFDRERLERALTLLVARHD
                     ALRIVFDEQGTQRVLPHQPSPALQVIHCGAVEWETVTATQRDRLSHYVSEPTQWPLFH
                     ATLIQSDEGRNRFCLGLDNLVLDGLSMQIFFKELAVLYEDHTATLPSVEIGFRDYLLA
                     ESSSPHRQVSEDYWRESLPMLPDAPRLPLVCDPALVGTPKFKRWQAVLSASDWQMLLH
                     KAKQHQITPSCLLLTCYAQVLAKWSESASLTINVTLFDRKPCHPDINHIMGDFTSLLL
                     LGCRQEKGEGWLATAQRIQQQLWRDLEHREVSAVWVLRELNRQRGTTHIHMPVVFTSA
                     LGAQVDGYPDSAFQAPLWGISQTPQLWIDHQVFERDGELHFNWDVVEALFPAGVIDAM
                     FAAYCQLLEKLCVTEHWHDSVEIALPAPQQQSRQRVNATHQAMIFSPMHCRVAHAMAA
                     YAQQTALIWGGQPPQLSTT"
     gene            complement(3685211..3687283)
                     /locus_tag="CH60_3365"
     CDS             complement(3685211..3687283)
                     /locus_tag="CH60_3365"
                     /note="[P] COG1629 Outer membrane receptor proteins,
                     mostly Fe transport"
                     /codon_start=1
                     /transl_table=11
                     /product="tonB dependent receptor family protein"
                     /protein_id="AJK11084.1"
                     /translation="MMVFYRKFFTVTVLISLPCLAWSQSHNNSKDELDTITVVAQKIN
                     QQQQKTPISISVLTGFDLERENIENIYESIMRIPNVYMVKAGNPSDAGFFTMRGTTPG
                     MEGIQSVGFFIDGVYANTFDTELLDVDRIEVLRGPQATLYGRNTESGVINVITKDPEF
                     SPEYKIGLSYGNYNRTQVTTVLGGSINDSEQFSYRAALKYLYGNGYFKRDYDGKNNVD
                     NLNDFSGRFKLRWQPMDDGWDVMTTFDIQNRRNGNTSFTALDKIKSGQKYVDSNYIGK
                     SDVDAYKGQVNAVYTFDDIDFTSVSAYVDERKVDNQDLDFTRLSISELLMNRKTKQFS
                     QEFRLNSKYSGPFNWLIGSYYFYQDDENEIDFRYLPYNLAQLRKSDIKTNNYAVFGNV
                     NYYLLNDVELVAGARYDYEKKKLNFLMDNGFNPYQPYSHDNNSNSFGAFLPKVGLNYY
                     ITGDAMLYTSIARGYKSGGFNTLGPQSSRAYNAEYMTTYEAGVKTEWFDRTVRWNTSL
                     FWNDMKDQQVEVAYYPISYSVNSGKSLSRGLESELAWRITRGLTVSANVGYTDAYFKN
                     FPTEIKVDNNYIPVNYKGNRPANSPGYTYSIGADYNFLNGYFVNATYNVKGSTYLDNA
                     NSKKQPAYGLLDLTAGYENKDYGVNVWIKNILDETYVTRAFKMDDGIWYGRAGEPINF
                     GVNFNVKF"
     gene            complement(3687671..3688384)
                     /locus_tag="CH60_3366"
     CDS             complement(3687671..3688384)
                     /locus_tag="CH60_3366"
                     /note="[E] COG2195 Di- and tripeptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M20/M25/M40 family protein"
                     /protein_id="AJK13107.1"
                     /translation="MDHYCTVRYTKALDLARFDVDFAYTIDCCELGEVVYENFNAASA
                     EIDIIGVTAHPMSAKNVLINPIRVAYDIISEFSPQETPEHTEGREGYVWFTDMTANPN
                     SAKLKIAIRDFDNVSFAARKAYIGEVVAKVSAQYPRAKISYSVTDVYSNISNSIGEDK
                     RAIDLIFSSMAELNIEPKVIPMRGGTDGAALSTQGLLTPNYFTGAHNFHSPFEFLPIS
                     SFVKSYQLTRTICLSAAKA"
     gene            3688443..3689393
                     /locus_tag="CH60_3367"
     CDS             3688443..3689393
                     /locus_tag="CH60_3367"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK14294.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVEQPTATVCAGCTMSL
                     TNESMKQSRPVPAIAGSKSSSPCWHCLRRKSMTCILMKIW"
     gene            3689460..3689672
                     /locus_tag="CH60_3368"
     CDS             3689460..3689672
                     /locus_tag="CH60_3368"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposition helper domain protein"
                     /protein_id="AJK12223.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEENWHVINVNRRCIPEWQPSRR"
     gene            3689651..3690238
                     /locus_tag="CH60_3369"
     CDS             3689651..3690238
                     /locus_tag="CH60_3369"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14073.1"
                     /translation="MAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERNENIVLL
                     GPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAPR
                     LLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSAM
                     LDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3690282..3690857)
                     /locus_tag="CH60_3370"
     CDS             complement(3690282..3690857)
                     /locus_tag="CH60_3370"
                     /note="[E] COG2195 Di- and tripeptidases"
                     /codon_start=1
                     /transl_table=11
                     /product="M42 glutamyl aminopeptidase family protein"
                     /protein_id="AJK14015.1"
                     /translation="MTIALSEQLTNRFFRYLAVSSQSDAASPTLPSTEGQHKMAQMLA
                     EELRQLGLEDILIDEHATVTARKPGNQPTAPRIGFITHIDTVDVGLSPDIHPQRLRFT
                     GSDLCLNAEQGIYLRTAEHPEILRYQGEEIIFSDGTSVLGADNKAAVTVVMTLLENLT
                     ADDCHGDIVVAFVPDEEIGLRGAKVSTTDEK"
     gene            complement(3691248..3692804)
                     /locus_tag="CH60_3371"
     CDS             complement(3691248..3692804)
                     /locus_tag="CH60_3371"
                     /note="[H] COG2978 Putative p-aminobenzoyl-glutamate
                     transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="abgT transporter family protein"
                     /protein_id="AJK11289.1"
                     /translation="MSDVKPQNDRQTGILNAIERIGNAMPDITMLFIYALGVCWALSF
                     GLSFINFDYFHPLTGDQIKVTNMLAPVELVTFITTMVKNFINFPPLAITIVATLGIGI
                     AEGSGFIQVMLKKMLNVTPQRILTPAVVFIGVVSHVASDSAYVILMPVAAMMFYASGR
                     HPLAGIAAAFAGLAGGFSASYTPSIIDPIMQGFTQGAAHIIDPSYNVNVLCNYFLSFG
                     STFGVILVCWFITDKIVEPRLLKSMPLNSDLSGLQSNNELQKVTPQESKAFKRAGLVM
                     LLMLIGLAAALYPENSLLRSPDGSLTRPDAPIMQAIVPLLFFMFAIPGLIYGFSSGTF
                     KSTKDVTASMENITRSLVSFLVFSFFCAQFLYSFSHSNIGTLMAISGADFLRTLAMPA
                     GFTILGVILLSCALDIIITSASSKWSILAPILVPMLMAVGISPELTQASFRVSSTVNI
                     STPMFAFYPLIIMYCRQYCSKTGVGTLCAMMLPYTLGLTVVLTLMLYLFWGLDIPLGF
                     QSGYTYPATQ"
     gene            3693523..3695340
                     /locus_tag="CH60_3372"
     CDS             3693523..3695340
                     /locus_tag="CH60_3372"
                     /note="C-terminal novel E3 ligase, LRR-interacting family
                     protein;
                     [S] COG4886 Leucine-rich repeat (LRR) protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13368.1"
                     /translation="MNLSNITSNESMPNIEPDREIHSARTSTAALTPADYYAIWEKWE
                     NDPRTVAGEQRGQAVARMKECLENNTERLDLDELGLTSLPDTLPPCNKLNIIENKLTE
                     LPTTLPDNLQTLNAAFNQLRTLPNTLPASLLSLNVYGNELERLPESLPEGLKKLDVGR
                     NESLQRPNRLPPNLESLGMANCRLTELPTLPNSLEKLEVDNNQLHTLPDTLPALLSSL
                     LVSSNRLTALPENLPGSLRDIYAKDNQLSQLPDLAHLPQNCSIRLDGNPFSTSTLQAL
                     QHLYINLDYQGPRISCRELDNLPPVSLRNIVATWVPPEQQKSLAEDWAKIEKETNSGD
                     FNVFLCRLATTQNVKNIPEFKQQIAAWLLQLAGSFTLREQTFLIAQEASATCEDRITL
                     THNDMQKAVMLHEVEKGKYDEKLPELIARGREMFRLEQLENIAREKVKTLKTLNVHSV
                     DDIEVYLAYQVKLRGSLELSSVNKEMRFFGVSDVTTDDLLSAETRVKTAENQDFPRWL
                     SQWSPWKSVVQRIEPERYAAAVEKQYHALENIYPDKLAAELAANGMTGDVDANRIVGK
                     RINDEIMEEIDMALTHEVLSAKGASSLLDNLWMESLISF"
     gene            3695549..3696424
                     /locus_tag="CH60_3373"
     CDS             3695549..3696424
                     /locus_tag="CH60_3373"
                     /note="[S] COG4886 Leucine-rich repeat (LRR) protein"
                     /codon_start=1
                     /transl_table=11
                     /product="leucine rich repeat family protein"
                     /protein_id="AJK12661.1"
                     /translation="MYLSNITSNVSMPNIGPDREIHADRPAATALTPADYHAIWEKWE
                     NDPRTVAGEQRGQAVARMKECLENNAERLNLSSLDLTSLPDTLPPCNELNIICNNLTE
                     LPTTLPDNLQTLKASYNQLRTLPNTLPASLLSLKVHMNELERLPEPLPEGLKTLDVGC
                     NTSLQLPSRLPPVLESLDISNCNLTELPTLPNSLKELDAHGNQLRILPDTLPISLLRL
                     NVAYNQLTALPENLPGSLRCIYTEYNQLSQLPDLAHLRQNCNICLDGNPLSPSTLLAL
                     LRLSTKPNYQGPRIS"
     gene            3696987..3698867
                     /locus_tag="CH60_3374"
     CDS             3696987..3698867
                     /locus_tag="CH60_3374"
                     /note="[S] COG4886 Leucine-rich repeat (LRR) protein"
                     /codon_start=1
                     /transl_table=11
                     /product="leucine rich repeat family protein"
                     /protein_id="AJK11436.1"
                     /translation="MNLSNITSNVSMPNIEPDREIHSARTSTAALTPADYYAIWEKWE
                     SEAIPGTDEQRRFAVECMKDCLEKNTYHLCLRDLNLASLPDILPPCNELDLMGNKLTE
                     LPATLPDNLQKLNASFNQLRTLPDTLPASLLSLNVYGNELERLPESLPEGLKELDVND
                     NESLQLPNRLPPNLESLGIASCGLTELPTLPNSLKRLDADSNQLRTLPDTLPISLLNL
                     SVTSNQLTQLPETLPASLSFLMVLSNRLTKLPENLPGSLRCISAEYNQLSQLPDLARL
                     PQNCEILLEGNPLSTSTLQVLQHLRINPYYQGPRINWSELDNLPPASLRNIVATWLPP
                     EQQNRLAGDWANIETEANSAAFSVFLHRLATTQNANNIPEFKQQIAAWLLQLADSPTL
                     REQTFLIAQEASATCEDRITLTHNDMQKAVMLHEVEKGKYDEKLPELMARGREMFRLE
                     QLENIAREKVKILKTLNVNSVDDIEVYLAYQVKLLNSLQLSSVNKEMRFFGVSHVTAD
                     DLLSAETRVKTAENQDFSRWLSQWSPWKSVVQRIEPERYAAAVEKQYHALENIYPDKL
                     AAELAANGMTGDVDANRIVGKRINDELMGEIDMALTHEVLSAKGASSLLDNLWMEYLI
                     SP"
     gene            complement(3698970..3710087)
                     /locus_tag="CH60_3375"
     CDS             complement(3698970..3710087)
                     /locus_tag="CH60_3375"
                     /note="autotrans_barl: outer membrane autotransporter
                     barrel domain protein;
                     [MU] COG3468 Type V secretory pathway, adhesin AidA"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane autotransporter barrel domain
                     protein"
                     /protein_id="AJK13183.1"
                     /translation="MNTIFKVIWNASLNVWVVVSELAKGRIKTKSSRNLISEGVLPKF
                     EQSMVSKLFRKNLLALSLGSIVFLSTGPVFAADITVSTQAELSAALSNGTYDKIILGA
                     DITLIGSLTVNMTSNQVVIDGQGKFGLTVNNTTNYGLVVSSGSGTLTLQNMSKIDSAN
                     YYSMVVLNGANTAVNVIYNNIDFLGSSQLIYMGAYGAATNSIMTFGDILNDVVVNDRA
                     QEIGEVNKLAFTGRFHVTHTGSSVTSFVSTGGANNTSTMDFASGADVKIDRTGSTGDL
                     TSTGVNAFAYTFADGASFELIANQNVFSGTTTNRGLEIGSYNSIDGFGSGVKIVLQSR
                     SDGSIISGNGIDNATTNAAGINNNASGDANVIYNLGTGSILKATNTGILATKNANNAS
                     DIYIRSAGDITAATGISATHNGTGTVKIKNDGTITSTTAGIAISSASIKEISVDNTDG
                     TITATAGTGVNVLASAILNLFGGTINTSATANGITFAGTEGGHTLTDLTINLLGTGIA
                     LSNVAGVNLTLSNVTLNTLNGTALNSLTGLTLVDSLNGRNTINIEGAGIGIAATNTEL
                     NTFDAEALDINVNGAGIGIQATGGGVNLSASNLIINVANTLGTALQITDGIDNTTTIG
                     NEIQLNAENATAINFLGSSSKTLNNNGTIKGSVIFAGVADHIINNNGTLDGTLTTGAG
                     NDTLVLDSSSQSNDVINLGDGNNSVTIQNGATVSSIITGNGNDTFTINGMSVGSTYLG
                     SLDAGTGLNTLNFNASTDELAAATSLQGFTNINLVDSHITLVSDDNIGSGMVNIDSSS
                     ELLFGSTFDGILHATLGAGTGSAIVNNSANVSLEQASMFAGTWQVNQGGALTASNSNQ
                     LGSAKIGLDGTLNLDNIALFNHVLTGNGTLNVAKNLATTAFDFGSTVGGAFSGIVNLT
                     KTTFALSADNAAALASATLKLSDDSVTTVGTTDRTLHGLDLSGGTLIFDGAVPQSQTS
                     GVVTVTDLALNSGTVNITGSGSWDNTDPLATNVSILEQDRAGSTLELINATNVTGDID
                     ALDLLVNGTAITSGTQGVQSAIQQGGSTVANAIHNYGLASSNSNGDSGLYVNYTLSAL
                     ELLADGADALLLATESGLTANRVLNAELFGVGGLVVDAQNGALTLANGSNRYEGTTTV
                     TAGELILGANGAFGQTSLLDIASGASANINGYSQTVGAVTNVGTVTLGSGGVLTSGLL
                     TNGGILDLTGGALNLTAGGASTVAGGLTGAGTLNINGGNLSVSAANSGLSGQTHIADV
                     ASVTLTDTGTLGTSAVEVLGTLNLNGANAAMTNVLSGDGTINTNAAVTLSGNNSFSGA
                     HQIGTDGELTVGQASNLGASSATVNLGTLTSHLILNGVSESIANVLSGVAGSTVDIIG
                     GADTALTANNSGFLGQYALAGNSKLTVASTNNLGASSSVALAGAGDTLSLSGFNGTFG
                     NSVTGSGVLQVTDDAEVTLTSSNGVSNAVTIDIADATLNLDDIALFNHVLTGNGLLNV
                     AKNDASTAFDFGSTVGGAFSGIVNLTNTTFALSADNAAALARATLKLSDDSVTTVGAT
                     DRTLHGLDLNGGTLIFDGSPPQSQANGVVTVTDLALNSGTISITGAGNWENEHPVTPP
                     NVSLLEQDRGDILLELINAANVTGNANNLDLLVDGTAITSGTQGVESAIQQGGSTVAN
                     AIHNYGLTSSNGNGGSGLYVNYTLSALELLANGANALLLATESGLTANRVLNAELFGV
                     GGLVVDAQNGALTLANGNNRYEGTTTVTAGELILGANGAFGQTSLLNIASGASANING
                     YRQTVGAVTNSGAVTLGNGGVLTSGLLTNGGILDLTGGALNLAAGGSSTVAGGLTGAG
                     TLNINGGDLAVSATNSGLSGQTHIADVASVTLTGTGTLGTSAVEVLGTLNLNGANAAM
                     TNVLSGGGVINTNAAVTLSGNNSFSGAHQIGTDGELTVGQASNLGASSATVNLGTLTS
                     HLILNGVSESIANVLSGVAGSTVDIIGGADTALTANNSGFLGQYALAGNSKLTVASTN
                     NLGASSSVALAGAGDTLSLSGFNGTFGNSVTGSGVLQVTDDAEVTLTSSNGVGNTVKV
                     DIADATLNLNDIALFDHVLTGNGTLNVAKNLATTAFDFGSTVGGAFSGIVNLTNTTFA
                     LSADNAAALARATLKLSDDSVTTVGTTDRILHGLDLNGGTLIFDGSPPQSQANGVVTV
                     TDLALNSGTISITGAGNWENEHPVTPPNVSLLEQDRGDILLQLIDADNVTGNANDLEL
                     MINGTTISAGQGVQSTVQQGGYTVANATHNYGMTSNGGSGLYVNYTLSALELLADGAN
                     ALLLATESGLTANRELNAELSGVGGLVVDAQNGALTLANGNNRYEGTTTVTAGEFILG
                     ANGAFGQTSLLNIASGASANINGYRQTVGAVTNTGTVTLGNGGELTSTDTLINTGMIN
                     VTDGILNLENGGASSISGGLTGNGILNIKGGDFTISIDNNGLAGQTNISDGASVTLGN
                     GGTIIGTGNLGSSVIDVLGDLNLVADNSLANVISGDGTINTTATVTLSGNSSFSGAHQ
                     IGTNGELTVGQASNLGASSATVNLGTLTSHLILNGVSESIANVLSGVAGSTVDIIGGA
                     DTALTANNSGFLGQYALAGNSKLTVASTNNLGASSSVALAGTGDTLSLSGFNGTFGNS
                     VTGSGVLQVTDDAEVTLTSSNGVSNAVTIDIADATLNLDDIALFNHALTGNGLLNVAK
                     NDASTAFDFGATVGGAFTGTVNLNNSTFDLSGNNTTVLAQATLKLSSGNLTSVGNGVQ
                     NIGTLAMNGGTLLFDNIVDNAGIITSDGTIAANSINTTGGGEVRVNLPSNLAPSLDGL
                     SVMELDEGEIIVTLATGAATGTGHELTLTDENGDPISAVTYQGVHNAGSTSAAATGSF
                     NYGMTTGEDYDGLYVNYGLTALELLSTGSEALVLTAILANNGTQSNDLSAQITGSGDL
                     AFASANDGSTASLSNSTNSYTGTTWVSSGNLRLDADSALGQTSLLAMSTATHVDINGT
                     QQVVGELATEGGSTLDLNDGKLTVTGGGQIDGALTGGGELVLSGGLLNVSYDNAGFTG
                     STDIANGAVAHLSQAQGLGNGTINNNGTLHLDNTIGTLFNALTGSDGEVLLSNNASVQ
                     LAGDNSGYSGLFTNQAGSILIANSAEHLGGSSIANSGALILDTGSVWELTNTISGTGT
                     LVKRGSGTVKIEGDTVSAGLTTIEEGLLQLGSSAVTQTLSLEESLQERALLVSFASNM
                     ANLTSNVLITANGSLGGYGQVTGNVENYGNLIMPNALTGGDFGTFTIDGNYTGDEGMI
                     TFNTILAGDTSVTDRLVITGDTAGQSYVTVNNIGGVGARTFEGIKIIDVGGDSAGQFT
                     LNGRAVGGAYEYFLYQGGASTPDDGNWYLRTEADDRRPEPASYTANLAAANNMFVTSL
                     ADRMGETLYTDVFTGEQKTTSLWLRNEGSHNRSRDDSGELKTQDNRYVMQLGGDVAQW
                     SRNAQDLWRVGVMAGYANSSSSTVAQVAGYRSTGSVDGYSVGIYGSWLADNADDTGAY
                     VDSWVQYSWFDNRVSGQDLATEKYDSKGFTASVEGGYAFKVGESVNQSYFIQPKAQVV
                     WMGVKADDHTETNGTVISGDGNGNIQTRLGAKAFINPSDKAKVSGPAFKPFVEANWIH
                     NTKDFGTTLDGVTVKQAGTANIAELKLGVDGQVNSQLNLWGNIGQQVGNKGYSETSVV
                     LGVKYNF"
     gene            complement(3710941..3711528)
                     /locus_tag="CH60_3376"
     CDS             complement(3710941..3711528)
                     /locus_tag="CH60_3376"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14378.1"
                     /translation="MKKTFVVTARLTMIALAAITYSHMASAQSSPSSSVTAQQTDFLA
                     QQGLAGKSAEQMVDAIDQSPQTRPLPYSASVTHTELILSDGQQKFVYPLGDRFYLSFA
                     PYINQTHPCFNHSLSGCRGELANTPFEVKITDNSGKVIMHQQVTSYQNGFIGVWLPRN
                     IEGTLEVSYQGLTAVSPFATGAESQTCLTTLQLQK"
     gene            3711806..3713296
                     /locus_tag="CH60_3377"
     CDS             3711806..3713296
                     /locus_tag="CH60_3377"
                     /note="shET2 enterotoxin, N-terminal region family
                     protein;
                     [R] COG0666 FOG: Ankyrin repeat"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14359.1"
                     /translation="MDIFSSFNLYNKELYSNSPTHPAFDKSKPYISELKSREEKNLNG
                     EVNFKDNVDKLIMCRHLSSQYILDSLSDEDTGKVDLDKFSSKDIIANRITSNVEELYE
                     QLQLQAKEIYFIPNNEFGICLSKIFKSMERKSENTQSILLESFNHAMAVRLRIKENEN
                     NNTKRYVISVYDPNMTNVTVRCEVDDLVKVRDFQVKDFINHHLFGNFYKSYNPTESSE
                     ISTLYICKKPANESVPECTGKKITFYDWIALPASSINLYTFLIEGFSQEIKNLKNQLE
                     IIYKKNPEKLMEILTAKSTDGIMGFEQALLNDHADAINAFGELLQLVPENKRSELLVN
                     NKKTKYTLFDIVCSREKNKTTMAFKNIVSLISKNERYKLIESKVNILDTVINSLITKK
                     DSSHLNEIFELISLAPEEHVINLLSNIDITQSLEYSLYHNDTKSINIITKMLKGLSEQ
                     GRENIPFLRKLDESIVNMYIQLGKKIAVSAYRELLALKPGTLKESK"
     gene            complement(3713431..3716550)
                     /locus_tag="CH60_3378"
     CDS             complement(3713431..3716550)
                     /locus_tag="CH60_3378"
                     /note="2A0602: RND transporter, hydrophobe/amphiphile
                     efflux-1 family protein;
                     [V] COG0841 Cation/multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="RND transporter, hydrophobe/amphiphile efflux-1
                     family protein"
                     /protein_id="AJK14154.1"
                     /translation="MLHFFIRRPKFAIVIALVITLVGWVSLYVIPVEQYPDITPPVVS
                     VSAVYPGASARDVAQAVASPLEAQVNGVSHMLYMESTSANNGSYQLSITFASGTDPDM
                     AAVEVQNRISQVSAQLPAEVNENGISVRKRASNLLLGVSVFSPQQTHDALFVSNYTSI
                     QLRDAIARISGVGDVQVFGARDYSMRVWLDPQRMESLNVSVQDIVAALQQQNVQAAAG
                     QIGSSPSMPNQQQTLTISGQGRLTDARQFADVIIRSNPQGGMIRLGDVARVALGAQNY
                     QVSAAQNQTESAFLVVYPVPGANALNVANGVRDEMARLSAAFPADLTYEINYDSTLPV
                     TATLHEIAVSLTLTLIVVLAVVYLFLQSLRATFIVALTVPVSLLGTFAVLYVFGYSAN
                     TLSLFAIILALTIVVDDAIVVVENVERLLSNDPHLSPAEATRQAMSQIAGPIIATTLV
                     LMAVFVPIAILPGIIGELYRQFAVTLSAAVILSSINALTLSPALCAVLLKRRTLATTG
                     MFGTINKGLDRARDGYVGLTGRINRRAVFSIAALLLVGLATWWGYSRLPTSFLPEEDQ
                     GYFFVSLQLPDGASLNRTQTVMDQMYQQVSTNEAVEDVIKITGFSLLSGNNAPNAGFA
                     IVMLKPWGQRPHIDRVLASIQANLAAIPSAMIMAVNPPAIAGLGSASGFDLRIQALLG
                     QSPQELAQVSQGIIFAANQDPTLSRVFTTFSASVPETNLSIDRDRAALLQVPVSRIFQ
                     TLQTSLGGMNAGDFTLNNRMFRVQLQNDMNFRQRTAQINNLNVRSDNGALVSLANLVT
                     LTPSVGAPFISNFNQFPSVAISGSAADGASSGQAMAAMEALLAQNLPQGYSYSWSGMS
                     WQEQQTGGQVVFIYLAALVFAYLFLVAQYESWSIPLVVVLSVVFAVGGAVAGLSAMGF
                     ANDVYAQIGLVLLIGLAAKNAILIVEFSKARREEGASIAEAAQDGAKQRFRAVMMTAI
                     SFILGVMPLVFASGAGAMSRQIIGITVFGGMLMATAVGILFIPALYLHIQRLREWTKN
                     RKQDVDESL"
     gene            complement(3716563..3717840)
                     /locus_tag="CH60_3379"
     CDS             complement(3716563..3717840)
                     /locus_tag="CH60_3379"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK14214.1"
                     /translation="MFTLNWVRSTPIFYVPRTLRSRLILRSPRMGPLRAKQHRHSLLS
                     HALFLLILGVGTVSAATAPLPAVTVAVVASITPDNAVQYLGRIEAIQAVDVTTRTEGF
                     IARRLFTEGKMVKQGELLYEIDPALHQASVAQAQAQLDSATASANHAQVNLTRLQRLG
                     NNRSVSQAEVDEAQAQRDISRAAVAQAQANLQIQQLQLSFTQIHAPISGQMGHSRFNV
                     GSLINPASGTLVNIVQLDPIRVAIAVNERDYITATYQRAVAREKNIENPLLLLGTFTP
                     RIQLANGKQYPESGVFESVDNQIDKQTGTVIIRTRFANPRHLLLPGGVVNVSLAADDA
                     KPVTVIPIAALQQNKQGHFVLVVTDKAVVEVRPVTLGEQFEQQYAVTDGVKVGEKVIV
                     AGLQHVRPGMAVNASTVNDGTVNDRVAAPLTAN"
     gene            3718279..3720846
                     /locus_tag="CH60_3380"
     CDS             3718279..3720846
                     /locus_tag="CH60_3380"
                     /note="GGDEF: diguanylate cyclase domain protein;
                     [T] COG2200 FOG: EAL domain"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AJK11690.1"
                     /translation="MTNARPPESTSRITGENVFFAKRILQTMALLVGMTIIIAAVGII
                     YIASQLNEQASVQSRFLIEKAWKMQQDSLKTRIKDNAFWGDAYQHLHVKMDTDWAFIS
                     QNMGPSLYKDFSLEGVFVIDGQGKTRYSVINGQLVNTDLQSWLHKDITPLIDIARQRA
                     EKPYIAVDTLEIAGQPALIAAAALTPGEDPRVQWVAGPPSVLVFINILTPAELSALGE
                     NYGIHNLRMPRNSQDATSKPSLVIASSDNSTLTLHWDQEMPGTPLLNILLPLLALVAL
                     IIGLTAWLVIRRAISEAQATDRSRAALAASEERFRHVAESASDWLWETDAELQVTYLS
                     PRFLIISGWSVDHWLGLNLDSLLNCDITSLRTWLQHTHLTDSRNELQCTYFSAKGSKR
                     VCRIHAKPIIQQGEIVGFRGTASDLTREIEAEKRIEHLSLHDALTGLPNRTLMTEFLE
                     NKLHNLAAVEHPLVILNVNLDKFKPVNDIFGHVTGDQVLYQVAERLRSCLRDKDLVSR
                     QGGDEFVLIISNLSSSYEIELLCARVITRLQTPYVINDQEIYLGASIGITLAPQDSMQ
                     AEELLRFADIAMCEAKNSPRNRWRFYASEMNDRLMQRIELEKFLRLAVKKSEFCLYYQ
                     PRYRTDDMQLIGAEALVRWNHPVLGLLMPDQFIALAEETGLITAISDWTLLQACQDAM
                     TWPTSLIVSVNISAIEFRGQCLIERVRQALLVTGLPSHRLELEITERIMIEDADGALK
                     IMTALKTLGIRLSIDDFGTGYSSLNYLHRFPFDGLKIDKSFIDKLTESHEGQSIVEGI
                     INLGHAISMTVIAEGVETAEQLTYLQSLHCDEVQGYFLAKPMPVEALSLVFSEDLSV"
     gene            complement(3721042..3721827)
                     /locus_tag="CH60_3381"
     CDS             complement(3721042..3721827)
                     /locus_tag="CH60_3381"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK13254.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(3721881..3722396)
                     /locus_tag="CH60_3382"
     CDS             complement(3721881..3722396)
                     /locus_tag="CH60_3382"
                     /note="[L] COG2963 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK10629.1"
                     /translation="MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFR
                     RQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYRE
                     GGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREE
                     KALREQQKKPE"
     gene            3722447..3723190
                     /locus_tag="CH60_3383"
     CDS             3722447..3723190
                     /locus_tag="CH60_3383"
                     /note="conserved hypothetical protein;
                     [S] COG3519 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12267.1"
                     /translation="MHRGHGREYTSFESFHHQIEHSQEKTALYYRLRVKNSLFRKGFE
                     HYISFVRSDESKLVLAEENVSVSLTCTNRELPLSLRVGDINQLSTDSPSFATFRNITR
                     PSVPLYPVLDGGLHWSLLSNMSLNYMSLLDKDALKQILHTYDFPSLHNRQSARASQKK
                     LDAIQRIETQPIDRLFRGLPVRGLQTTLWLEQGAFSSEGELYLFSTVLARFFSLYASV
                     NAFHLLKVINLDNQECYEWPVQTGQHALM"
     gene            3723154..3724242
                     /locus_tag="CH60_3384"
     CDS             3723154..3724242
                     /locus_tag="CH60_3384"
                     /note="conserved hypothetical protein;
                     [S] COG3520 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12516.1"
                     /translation="MAGTDRSTCTDVSVVEDVSGVENVNGVEARPEGQALDVSRYNFF
                     QLVELLNQLAVAWQGAAPVATPANEAIRFKSTASLAFPTRDVIALDTSARGQFELEVS
                     FLGLHGSQSPLPGYYLDSLAWEDAQNENRLTDFMNVFNHRLLTLLHQIWRKYRYYICF
                     DNGGDDAFSQRMFSLVGLGSEVVRNKLQINHSKMLAYAGLLASPGRAPEVICSLVSHC
                     FNLPDITLHSWQLRKVDIAPSQQNRLGTRVKVRGKKYDEKSVLGVNFSIGSRVADRSG
                     KFLLCINKLTREQFLSFLPNGANYASLVMFVAFIMRDQFAWDLRLGLAEQQVGGMVLG
                     TEQNSLLGWTSILGDPEQKPSVTIGVME"
     gene            3724368..3725684
                     /locus_tag="CH60_3385"
     CDS             3724368..3725684
                     /locus_tag="CH60_3385"
                     /note="[T] COG3456 Uncharacterized conserved protein,
                     contains FHA domain"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fHA domain protein"
                     /protein_id="AJK11057.1"
                     /translation="MDKKQPTLSLRVVNSDKLESGKQASSLFHTQGGSVGSDGSHHWS
                     IQDQGGNISPSQFAIEWRDGSFCLRMLNGSLNINHSMLTPNSGFVRLQQGDEMTLGNL
                     VIKSHISRSAADMIDPLMVSPESLVSSYSNPMDAMMEGEPLASPHHQQDSRLAATVSH
                     NFSHDPLRVLETESLTTQGHDAVISDADHSLQQDRYRNPLFSSPLSDTPKDSAMDQAF
                     IDLPQISTFLNGKQAGGKPEGLNNQMEQHHVAITPLMRGFDAQLPIRNSQEAHDFLEE
                     AGKTLKATIEGLLALQRSQHGLRDKHLRPIEDNPLRLNMDYDTTLNLMFADQKSPVHL
                     SAPAAVAESLDNLRLHHQANQQAITQALNTMLEAFSPERLLTRFTHYLRSNERQEQDS
                     AWAWDMYKNYYNELASSRQQGFEKLFGEVYEQAYDRALRQGMKDSE"
     gene            3725684..3726229
                     /locus_tag="CH60_3386"
     CDS             3725684..3726229
                     /locus_tag="CH60_3386"
                     /note="[S] COG3521 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion lipofamily protein"
                     /protein_id="AJK13295.1"
                     /translation="MNNARGYLLTWALCVVFLLSGCSGAWEATKKVGKVVMDPDIPVG
                     QATDQPSTVRLTLLSDPDTNPNEKGEAVPTEIVVVYLSENSKLLAADYDQLSSDALEK
                     TLGKNYIDHQEYTLLPDQFKALDPIKLEEKNSYLGVIAHYADANRSEWKKIIKIKGIG
                     HNYQVLVHVRSNDVDLRKEEE"
     gene            3726232..3727578
                     /locus_tag="CH60_3387"
     CDS             3726232..3727578
                     /locus_tag="CH60_3387"
                     /note="conserved hypothetical protein;
                     [S] COG3522 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13138.1"
                     /translation="MPTKNRVIWREGLFIKPQHFQQQQRHNDYQLQRRIIALQGYSYG
                     FSSLILNQELLKLGRIGLTVASGNMADGTVFDIPYQDYSPKPLDVLNCNDAASRDIYL
                     ALPMLNDAINEVAGQQGQAPGTLRYREHSDDVRDLHTEGGDVSQLVLAQLAPRLMQGS
                     EDLSAYSVLPLCRVKEKRPDGSLILDEEFIPTCTTLSVSTQLKGFMDEVEGTLVERAQ
                     LLAKRIGSPGQQGIADVAEFMMLQVFNRTQPLFTHLAHQAILHPEAFYHQLVQTCGEL
                     RTFTDESRLAGTFPVYNHDNLTDSFQPLFLAMRQALSTVLTPRAISIQLHMQAHGIRV
                     ATINDSDLLRSADFVLAVRAQIPQEQLRRQFVQQTKITSLEKIRDLVSVQLPGVPLVA
                     LSAAPRQLPYHSGYTYFMLDLQSPVWKEIQQSNAIAFHVSGDFPDLDMQFWAIRSS"
     gene            3727593..3728345
                     /locus_tag="CH60_3388"
     CDS             3727593..3728345
                     /locus_tag="CH60_3388"
                     /note="IV_VI_DotU: type IV/VI secretion system, DotU
                     family domain protein;
                     [S] COG3455 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV/VI secretion system, DotU family domain
                     protein"
                     /protein_id="AJK13221.1"
                     /translation="MTDNTPFPAAEAVTSHRQYQLPLRGESLNAMIDTATPLLGMVLR
                     LKDMENQALPDQLYQQVVTDIRAIEQYLQTKGYEPGAIISFRYVLCTFIDETALGHGW
                     NTQNGWLQQSLLVHFHNETWGGEKVYVLLERLMGEPKRYQDLLEFIYLCFCLGYRGRY
                     KVTSQNGDDFERLFRRLHHQLQQLRGDAPPTVLYQGGGRLNSRYHLSKRLTIKHLLWG
                     GVSLLVVIYLFYAIHLHTQSQDILQQLNNLLS"
     gene            3728356..3730959
                     /gene="clpV"
                     /locus_tag="CH60_3389"
     CDS             3728356..3730959
                     /gene="clpV"
                     /locus_tag="CH60_3389"
                     /note="VI_ClpV1: type VI secretion ATPase, ClpV1 family;
                     [O] COG0542 ATPases with chaperone activity, ATP-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion ATPase, ClpV1 family"
                     /protein_id="AJK14117.1"
                     /translation="MIQIDLPTLVNRLNPIARHSLEAAAAHCVSQQEAEITVSQVLLQ
                     MISTPLCDVRLILSHAGVEEDELRESLDQRVSGYQAITQAYPSFSPLLVEWLQDSWLL
                     ASTEMEHSQLRSGVMLLTLLLSPSRYLVPTANRLLSPINRELLRQNFANWTADSAETP
                     RAEKGAEAGNGAEINGDSLLARYASNMTEQARNGELDPVLCRDTEIDLMIDILCRRRK
                     NNPIVVGEAGVGKSALIEGLALRIVDNQVPEKLRNSELMTLDLGALQAGAAVKGEFEK
                     RFKGIMAEIAQSTTPIILFIDEAHTLIGAGNQQGGLDISNLLKPALARGELKTIAATT
                     WSEYKKYFEKDAALSRRFQLVKVSEPSAQEATIIMRGLRTVYEQAHGVLIDDEALQAA
                     AVLSDRYISGRQLPDKAIDVLDTAAARVAINLTSAPRQVSALKNELYHQGMEIEMLER
                     EQRLSLSRPDERLSVLQQQRIEIEQQLIALNTGWEKQQHLVQQIIALRAVLLAQEESA
                     TDEQVVNLTALSDELERLQQHQTLVSPHVDKSQIAAVIAEWTGVPLNRLSQSELAVVT
                     ELPSYLGQQIKGQETAIHCLHQHLLTARADLRRPGRPMGAFLLVGPSGVGKTETVLQI
                     ADLLYGGRQYLTTINMSEFQEKHTVSRLIGSPPGYVGYGEGGVLTEAIRQKPYSVVLL
                     DEVEKAHPDVLNLFYQAFDKGELADGEGRIIDCKNIVFFLTSNLGYQTIVDHADEPAL
                     LNERLYPELSAFFKPALLARMEVVPYLPLGMETLQIIIHGKLNRLDTLLRQRFSADVV
                     IEPEVIDEILLRATRAENGARMLESIIDGALLPPVSLLLLQKVAAGTAISHIRIAVEG
                     NVFTAQVEGAI"
     gene            3730956..3731753
                     /locus_tag="CH60_3390"
     CDS             3730956..3731753
                     /locus_tag="CH60_3390"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, Fis family"
                     /protein_id="AJK13639.1"
                     /translation="MRQRLKSVLALLDNDSTEQLIHRFLTINHHRQRFSALMVSMFNA
                     SEGRLDCYHQPDGGMNVALKLDANIEDVNHPLVRVLRNGFPEVWGSLYQGVRIEDDDF
                     RSFIQALPTRCGLYALPLFDVHGHACGVIAVFSENIERFADTRGIFSIYCHIFQHRLN
                     KLQEMDQLRSQFNQIRTVFKEQRQREKQLDELLVSLSTSDTHALPGISQDYSKIDSLT
                     TAVETFECAVLTQRQRLYGNDKSRIAASLGLSLRALTYKLAKYRCQL"
     gene            3731750..3732436
                     /locus_tag="CH60_3391"
     CDS             3731750..3732436
                     /locus_tag="CH60_3391"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14182.1"
                     /translation="MNTWLLISSLLFSGGHTDAFWTMGLPPPVAEKEEAGTLALVMRC
                     RSENSALVRLDCYDKALSPVNAVDEKRVNAGPAWQRAMNQEKGRTDHSTAFLVTEGEG
                     SNPMVLITTPAIGMPPPRPVLMLSCIDNITRLQIALVGPQKESSVTLIIDKAGIIDKT
                     RLDAQWFLRENGYLLESSRGLAGIDEIKRLMSAETLTIEGANGAFPRLTFTLSQLTPA
                     LKPLRNACHW"
     gene            3732442..3733830
                     /locus_tag="CH60_3392"
     CDS             3732442..3733830
                     /locus_tag="CH60_3392"
                     /note="impA-related N-terminal family protein;
                     [S] COG3515 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12624.1"
                     /translation="MDITSQHPWHVLLQAPLSPEQTAQALADDDPQWEYIDGQMVKLG
                     SLAHATLNIDDIQQQAMALLSQKSKDFRLVVHLLRTLQHGGQPDELMLAMSLLTEYVQ
                     LFWTTAWPQNPLHKRRFAQQILKRFDSASSSFSQRADEAQRENVQGLLAHLAQVWHSR
                     EPGLAKEVDALRSRYARPPERVIEAVASDEPLSSNTLAAAMAATPVSPSLAIDNTSDR
                     AWRQTLLKMADLLSEQQPDAAIGFRLRRHAVWGSLTAPPMAQSDGRTPLAAVSADRTA
                     DYLARLANADLPLWHQVEQSLTLAPYWLDGHVLSAQIALQLGYDAVAQAIRDELSVFL
                     ARIPALKTLFFTDMTPFLSSESAAWLQQDANHQGRSRTIEQDEIWQCYQQQGLEAALQ
                     MINRQPQQSEPRDRFYHQLLSAQLFEKAGLTALAQQHYHSLLLVGQQLQLSEWEPALI
                     ALLTEKQRQLKP"
     gene            3733862..3737395
                     /locus_tag="CH60_3393"
     CDS             3733862..3737395
                     /locus_tag="CH60_3393"
                     /note="[S] COG3523 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="intracellular multiplication and
                     macrophage-killing family protein"
                     /protein_id="AJK12582.1"
                     /translation="MKLPFFIRIAKPAIPRLKASIPVVLALMACAALIWVWIYGPEWQ
                     LGENYPFETLLSRWLVTAVFVLVAVCWLSLKVMRRVQHLEKLQLQTKIQLDDPVSADI
                     EQQNHYLNGWKHQLQRHLNTPEYLYRLPWYMVIGARNSGKSTLIKEGYKLTEISASER
                     LHAEDAADLRVRCWLGEQAVIIDPAGVLIEQPTTPIAGKASLNSRLWQSLLSWLIEQR
                     QRQPLNGIILTVDLHQMMTANKAQRETYVADIHQRLQEIRLSLHSQVPLYVVFTKMDL
                     LYGFEAMYQSLDKAEREAVLGVTFSLNAADPDVWRTELKQFWQQWVAQLNGAMPDMML
                     NSVDAGQRSQLFSFTRQMQGLHDYVVQLLEGILYRGEHAQPLLRGVYLTSAQQRGQMD
                     DIFTQSAAVQYHLAPQAFPTWPVSDTTPYFTKALFNQVLLAEPNLAGENGIWLQKTRK
                     RMFIFSGVGALAALTLWGYWHYYHQLNYRAGEEVLTQAKTFLSIPPPEGDDRYGNLQL
                     PLLNPIRDATLAYGNYHERSPFLADMGLYQGNNIGPYVESTYLQLLQQRFVPALMSGL
                     LEQLNAAPKGSEEKLEILRVMRMLEDGSGRNAALVEQYMSHRWSQQFNGQRELQEQLS
                     SHLNYALKHTDWHGARESGDQYAIKSFVPYLRPIQSAQQELSKLSIYQRVYQNLRIKA
                     QDALPPALDLRDQIGASFDDIFVSGNDRLLVIPQFLTRSGLQSYFIKQNDQLVDLTVM
                     DSWVLNLTKNVEYSEADRKEIHRQVTEQYLGDYTATWRAAMNNLSVSDFEGLPQAISA
                     IEQVISGEQPFRRALQTLSDNTRLPVISDLIPAKEQQELLQKPDYLLLTRINREFSPE
                     TAVLVENGDKGSVIQSVYQKLTELHRYLLAIQNSPAPGKAALKAVQLRLDQNNSDPIF
                     EVQQLAKNLPEPLNRWVGELAEQAWRVVMMEAIQSLEVEWNETVIKQYQTYLAGRYPF
                     DPHAKQDVPLSEFERFFGPKGTLDAFYQQNLKPFVENNLTGGSDGELLIRPDVLQQLA
                     QARKIRDTFFSAQNGLGTQFAIEPVLLSGNKRRSVLNLDGQLLDYAHGRSGVVHLVWP
                     NSMRAGVESKLTLVPDESGKSPRTLSFSGPWAQLRLINAGELTNVGTNSFDVRFKVDG
                     GEMTYRIFVDESDNPFAGGLFSKFSLPDTLY"
     gene            3737538..3738320
                     /locus_tag="CH60_3394"
     CDS             3737538..3738320
                     /locus_tag="CH60_3394"
                     /note="impA-related N-terminal family protein;
                     [S] COG3515 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11691.1"
                     /translation="MSDTPQHIIIKTGTDPRNRPEFNAIREEINKINHPARPEVNWGL
                     IESLALTLFRTHGVDLQTAVYYTLARTQKNGLAGFTEGCELLAGMVVGQWDHLWPEQP
                     QARSEILEWFNTRVSNQLRQHDFTRDDLRLVYRAERALQLLYDKLQQVELKRVPRIEN
                     LLYLMQNTAKKLESASDAAKAQQTAAPLKMPPMVYLSVPEAEPVRTAAAAPEPAANIE
                     VRSPPRRLNGGRCCGALVPVSCVVYWWRLRFTLPSSNRCNSK"
     gene            3738317..3738850
                     /locus_tag="CH60_3395"
     CDS             3738317..3738850
                     /locus_tag="CH60_3395"
                     /note="[S] COG3515 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="impA domain family protein"
                     /protein_id="AJK13588.1"
                     /translation="MTVLATQPESAALLWLNRPDVATYGEQLSTLENLSPLFVLNTAD
                     QSVAMARQRWPSDPSQVAESQRWARLVEARIGLAGTDSSYFQLQQRLHALSEKLLEQE
                     RSRGSLTISYLKTAVYQMQTELNREIPLEELLRQLAVSADEHQPASPVLIKQIDDRWN
                     ALLSRYHHLTQQTNSAR"
     gene            3738872..3741274
                     /locus_tag="CH60_3396"
     CDS             3738872..3741274
                     /locus_tag="CH60_3396"
                     /note="vgr_GE: Rhs element Vgr family protein;
                     [S] COG3501 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="Rhs element Vgr family protein"
                     /protein_id="AJK11370.1"
                     /translation="MFAHDKANNNKAADKTGTVTPTHIVSPEAAPTVSGAQMTEMAGG
                     IGDAVGGTAGKRINQAAEVAKTALDAKAKVLDGGVTPTNIVATGPAPTVSGAQMTEMA
                     GGIGDAVGGTAGKRINQAAEVAKTALEAKAKVLDGGVTPMNLAAGGAGAGLPDSAAAA
                     ISRLVKQPSGLQFTLTTASLPPQTFAVVDFTLSEMLSSPFVLNVGLASADPAVDFAAV
                     LDEDATLFIWREGVLQRSITGMVASFEQGDTGFHQTRYSMVIRPALWRTSLRRNARIF
                     QQASVEEIITTLLKENGINDFAFGFRHPHPVREFCVQYQESDFDFIQRLTAEEGIFYY
                     FEFSAGKNTVVYADDVGSLPKGASLPYNPNVAAQAQELSITTFTRSAQVRPAMVQLKD
                     YTFKNPNWAAAFSEQSGELQNQRPDYEHFDFPGRFKDAQHGQDFTRYRLDALRNDANL
                     GQGASNDFTLQPGQLFSLYNHPRGDLNHAWQLLGIQHSGKQMQALEQASGDQGTVLFN
                     HFSFIPHTQTWRPTPLAKPAMDGPQIAMVVGPPGEEIYCDEYGRIRLQFLWDRYGQSN
                     DNSSCWIRVTQPWAGQGWGMLAIPRIGQEVVVDFLHGDPDQPIVTGRTYHANNIPPGS
                     LPASKTQMAFRSKTHKGEGYNEMRFEDAKGGEGLFMHAQKDMTTMVLNDRKTDVTQDH
                     SEHIGQDQSVTVVRNQSNTIQNDRRVEVTRDQQTEVGNDYQLVVKGEKKEFVTKIRYT
                     EVHEDETLTVTKSIKIHAKQGDISISTPNAGITITHDGAIVLQGKYIRLAADMIDLNP
                     EE"
     gene            3741280..3741738
                     /locus_tag="CH60_3397"
     CDS             3741280..3741738
                     /locus_tag="CH60_3397"
                     /note="conserved hypothetical protein;
                     [S] COG5435 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12149.1"
                     /translation="MPENNINTYCIQEGTLECPEGFTDRTVNLFMKGKPGAAFALNIA
                     RDVPEAHEVLSDYVQRQIGILKDNLKKYEVKKHQQIDVGAQHIPGEYVEATYMAETRR
                     VWQRQVAIQVGDHMMIFTATNASPFNPQQQATWEQWIHSFAPWAREAGHV"
     gene            3741731..3744595
                     /locus_tag="CH60_3398"
     CDS             3741731..3744595
                     /locus_tag="CH60_3398"
                     /note="[M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS Repeat family protein"
                     /protein_id="AJK12574.1"
                     /translation="MFEAARVDDKLYHSSALAGFIIGSIIGAAVIFAAAAYAASIVLT
                     GGATLVATGFIVGMGVTTLGVVAGGLIRSVGEKIGSMCHHDVGQITTGSKNVKVNSKR
                     AAHVELSTVACKDDSAIQRMAEGSSNIFINSKAAVRLEDKTTCDAVVDSASSNVTFGG
                     GRVQYLDIKREISDEMRDLSEKLFIVAGLAGGIFGAAKQAGCFGLKCLSKIALGEMAG
                     AAAGYGLEKGVGAIAGYFGYPVDVISGQKLLTGEGDDTDFILPGIFPLHWSRIYRSEN
                     HHVGALGQGWSLVWERSLRKEDDSIVYQNDEGREIVFPLIKRGERYFSPTEHIWLART
                     ERDTYAISSPFETCFIFEAFSEAGVAKLASLEDLNGHALYFSYDDIGQLKKISTTSGY
                     GVYCQYEKGRLVSVACVKGGTPGTLVRYQYNEQHQLVSVTNREGQITRQFGYHGHLIN
                     KLADVRGLECRYTWADIGGTPRITHSATNLGEQWQFDYDIDNQQTTLTDLNTGQTACW
                     GYNAQHLITDYRDFDGGKYAFDYNDLNMPVRVVLAGERTLVLVYDALARPIQITDPLK
                     RETHIDYHRNSLRVVRRQYPDGQVWKGEYDRTGRLLKENAPDGGVTLYHYPGASSLPE
                     RITNAVGAQTHLGWERHGQLTEHTDCSGKLTRYEYDIDGHLLTVIDAENHSTHYSYNR
                     LGQPTGIRYADGRKEQLRYNAQGLVEQFTDPVGRQLHWRYNLRGQPVSFTDRLQREYR
                     YRYDCHGQMIELDNANGGQYHFRWSSGGQLVEEQYPDNLVRRYRYGESGMLMALETTA
                     PTVDDLTVSRQVSFDYDAGGRMTQRLTGMSATRYDWDIMDRLLLAERVPTAVGEQAGI
                     VGHGVRLAYDKAGHLLTESGDLGAVTYQWDPLHHLAALTLPDGQTLSWLRYGAGHVSA
                     IRHGDTLISEFSRDNLHREVSRTQGILTQYRDYDAMGRRL"
     gene            3744623..3745993
                     /locus_tag="CH60_3399"
     CDS             3744623..3745993
                     /locus_tag="CH60_3399"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein;
                     [M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AJK13117.1"
                     /translation="MAADLLPRQGDIWRKFSFDTAGELSMATDFIRGEQQYRYDAEGR
                     LTDSRERHQLSVAEDFAYDNADNLLNLRKLPFDTVDPLYDTPVANNRLTQWQHYRFEY
                     DAWGNMTTRHAGGRMQHFAYDDDNRLLRAWGTGPLGEHDSHYRYDALGRRIHKSVTIK
                     RGAEKTTRQTDFIWQGLRLLQEQHTDGNATYIYDPNESYTPLARVDQRHGETESQVYY
                     FHTDINGTPLDVTDGEGKHRWSGKYHAWGKVTRQNVSDPRQSTVSRFAQPLRYPGQYS
                     DDETGLHYNTFRYYDPEIGRFSTQDPIGLAGGINLYQYGPNPLTWIDPWGWAFGGVDF
                     TGSPDLFPVKGSQLNIVEITMQGARGRDFTEAFKLAGISKADATGYTWHHLNDFDPVS
                     GKTTMQLVTTSAHEATFPHAGSVSQFEKHFNLPSQSYGSADAVAISHSKGWLKGRIPK
                     ALRSGC"
     gene            3745995..3746480
                     /locus_tag="CH60_3400"
     CDS             3745995..3746480
                     /locus_tag="CH60_3400"
                     /codon_start=1
                     /transl_table=11
                     /product="SMI1 / KNR4 family protein"
                     /protein_id="AJK11831.1"
                     /translation="MKNPCQNCEKNIDLSDIKSVEKTLGYSFPEAFVSHYLSFNGGVP
                     LRAWWACDDGCEPLEIAAFKPFKYHKMTNDNPNSLIDGCYNEMIRKNVIPSNIIPFGN
                     DWGGNFFCLNKDDDSVVFYATDSFDPEVSMSKNHDVLQKKLTSSFEEFINGLVEEDDL
                     E"
     gene            complement(3746654..3746800)
                     /locus_tag="CH60_3401"
     CDS             complement(3746654..3746800)
                     /locus_tag="CH60_3401"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12983.1"
                     /translation="MNGNIILNCIMNNNIPELIIDKPDIINAGFTPGAVFKIQQYRNG
                     LDTR"
     gene            complement(3746797..3747021)
                     /locus_tag="CH60_3402"
     CDS             complement(3746797..3747021)
                     /locus_tag="CH60_3402"
                     /codon_start=1
                     /transl_table=11
                     /product="toxin SymE, type I toxin-antitoxin system family
                     protein"
                     /protein_id="AJK10891.1"
                     /translation="MAKAHSTSGTGINKTPKTERYYTVGYVPQRGKRNPPPAINLKGR
                     WLEALGFFSGQPVLITVEHGRLVIQPEIKI"
     gene            complement(3747103..3747510)
                     /locus_tag="CH60_3403"
     CDS             complement(3747103..3747510)
                     /locus_tag="CH60_3403"
                     /note="[K] COG1396 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK10787.1"
                     /translation="MTDVIDEIMQTEEQRRAFGLRLKELRKQQHKTQKEVATRIGLQL
                     SQYNKYESGMHIPPADKLITLAELLVTSIDYLLLGSSNETSSIRNTRLLERFKALSQC
                     QPEEQETVIKLIDAVIVKHRVESALQPVDPEKK"
     gene            3747673..3747849
                     /locus_tag="CH60_3404"
     CDS             3747673..3747849
                     /locus_tag="CH60_3404"
                     /note="[S] COG3515 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="impA domain family protein"
                     /protein_id="AJK11560.1"
                     /translation="MQTELNREIPLEELLRQLAVSADEHQPASPVLIKQIDDRWNALL
                     SRYHHLTQQTNSAR"
     gene            3747871..3750069
                     /locus_tag="CH60_3405"
     CDS             3747871..3750069
                     /locus_tag="CH60_3405"
                     /note="vgr_GE: Rhs element Vgr family protein;
                     [S] COG3501 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="Rhs element Vgr family protein"
                     /protein_id="AJK14180.1"
                     /translation="MFAHDKANNNKTADKTGTVTPTHIVSPEAAPTVSGAQMTEMAGG
                     IGDAVGGTAGKRINQAAEVAKTALDAKAKVLDGGVTPLNLAAGGAGAGLPDSAAAALT
                     RLVKQPSGLQFTLTTASLPPQTFAVVDFTLSEMLSSPFVLNVGLASADPAVDFAAVLD
                     EDATLFIWREGVLQRSITGMVASFEQGDTGFHQTRYSMVIRPALWRTSLRRNARIFQQ
                     ASVEEIITTLLKENGINDFAFGFRHPHPVREFCVQYQESDFDFIQRLTAEEGIFYYFE
                     FSAGKNTVVYADDVGSLPKGASLPYNPNVAAQAQELSITTFTRSAQVRPAMVQLKDYT
                     FKNPNWAAAFSEQSGELQNQRPDYEHFDFPGRFKDAQHGQDFTRYRLDALRNDANLGQ
                     GASNDFTLQPGQLFSLYNHPRGDLNHAWQLLGVQHSGKQMQALEQASGDQGTVLFNHF
                     SFIPHTQTWRPTPLAKPAMDGPQIAMVVGPPGEEIYCDEYGRIRLQFLWDRYGQSNDN
                     SSCWIRVTQPWAGQGWGMLAIPRIGQEVVVDFLHGDPDQPIVTGRTYHANNIPPGSLP
                     ASKTQMAFRSKTHQGEGYNEMRFEDAKGGEGLFMHAQKDMSTTVKDNQTTTVEKGNQT
                     VTVEKGDRTVTVATGNETTDITQGSLTETIKVRRSTCANFIQVKAEGDAPGTQLYTAT
                     EQIKFVVGKSSITLNPDSIILQFSGSTSITLNAANIDAIAPLINLNKDKG"
     gene            3750072..3750494
                     /locus_tag="CH60_3406"
     CDS             3750072..3750494
                     /locus_tag="CH60_3406"
                     /note="conserved hypothetical protein;
                     [S] COG5435 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14234.1"
                     /translation="MYYFNEGSLELPEAWRDMTVNVLTSSLDETVGLSFTVSRDTPPW
                     GMGFHEFFDREIGSLSRQLNHYQLLHQDTGEVNNHPSVTAEFCWSSEQGRIHQLMTLV
                     DIAPRVLILTATMVGELTPQQKEHITAIVQTLQINARS"
     gene            3750539..3755077
                     /locus_tag="CH60_3407"
     CDS             3750539..3755077
                     /locus_tag="CH60_3407"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein;
                     [M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AJK11660.1"
                     /translation="MTVAQSIGTGYGAAGAQSALRQTALGQQSPARTDYQVSNPNVGN
                     IARASDSLLNVAESQQFNTLVTAGFGMQAIAAGVAGGYVGAKIGNKLGHGIARALNFN
                     QVATEGESPAHLGHPIAHQKKDWGVWGAIGGILLGAAAAALVVVTFGTGLVVIAAAAA
                     AAGLIGGIAAATGAALGQYGDNKGVIAEGSANVFFEGQPVARVGDKIQCSDHPSSPPP
                     MIAEGAKTVFANQKQIARLGHRTTCDGNINAGCGSLAITQETAYVYEVADSRNPYLRW
                     SAVILSFLPIQKKFEQGFRSLKKPPNTAVNATHNCPTGSDPVDMVSGDYLQVWPVIDI
                     AGVLPVRLQRTYRSGDYFTVSGCFGHKWADSWSQHLVVHEDNIDYIDEEGVGLSFFTP
                     ENKVQAVNLYNLRYELVGERHGELRVFDRSTQQTLHFNQQQQQQRYLSAITDRKGNRI
                     DFRYQQGELISVEHSDGYVLEIDSRGRTIHAVELVTQEKRQKLLQSTFSERGYLVQCQ
                     SFQYGTLSHEYDPKGYMVRWRDTDSTDVAVRYDISGRVVALKTSTGFFADHFIYHDKE
                     RYTIYRDGEGGETGYHYNENNLLIKLVDPLGNTTLTDWDLTQKIKETDALGRITRFIY
                     NERGDLTAVILPDETRTEYEYNPSGVVTAFTSSAGDSWQYQYDRQGLLRQVTYPSGQT
                     MSFRYGKKGEVLRKIIAEDQVWRYHYDHHGCLSTIIDPKGNSTAVTLDVLGRLFSHQN
                     ALGELTRYTHSDAHASPAGSVTKMVMPDGVEQAIAYDSEKRIAALTDGAGKTTRYEYG
                     GFDLLTGLIRPDGQRLTFGYDTLTRLNQVTNASGDTYRYTRDRAGQVISETDFTGRTV
                     HYQYDAVGRRIGARYPDQRLVRWHYSMQDQVLAQQTWHCDALSSTLVGTVSYGYDGAG
                     RLLSATNADAVVEFDYDEAGQLVAERLNGREVRHQWDALNGTPVARQVGELGLTFVYG
                     AQGELTRLQLAGHQPLQLQHDRLGRETVRESAAGFIQACNYTPSGLLAHQAAGRNSAL
                     FQQQLIAPESPALHGSAVNRSWQYDRAYNVVGMDDGRWGKTQYQYDRNDQVVRADFGG
                     FLPLQEQFSYDVNQNLREHRCLPRGAQAVLAQASQQQQAGRVVKRGDSQYRYDAAGRL
                     VEKRSQKDGYRPQLWRYRWNEQDQLSELITPTGARWRYGYDAFGRRIRKLRVVDTPPL
                     NEMDAPSTGPATASLAGYAYLWSGDQLIEEVPVYADGTVAYEQGIHWLYAPGGLTPMA
                     RYAQGKLHYVVADHLGTPRELLNEQGKVVWASRLSTWGQAELWRQAANEEDRVSCNLR
                     FAGQYADAESGLHYNRFRYYDGETGQYLCPDPIGLEGGLNPYGYVHNPVSWVDPLGLA
                     TCPMREVNGTKIFGKGQKDGTPGHDQFSEVIANKLAMSGKFKEVYLNRSYNFANGKGI
                     SGRRPDIMAVDMNGKVHAIELASKTDMGRKFPSLRTRNQDAMKNLPSIDRGSVIVLEH
                     QYNSSKIKNALDNLISGI"
     gene            3755086..3755880
                     /locus_tag="CH60_3408"
     CDS             3755086..3755880
                     /locus_tag="CH60_3408"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12742.1"
                     /translation="MCTAIAIYGTENIPPETAYEIGMLFFKVIELDITSTGYYKYRED
                     RSEEDIDFIEVSLSDLKNELKNKNATSFRFYNESEKSNYWTASFGFSTSDFGGFYHFD
                     AQCALSKNGKEKFIEFIKEFSSKNNFSYGIVYNPDNVADGFYYAEGGNFVQIYQYENP
                     MFFEKETGGMYEGQERYKNTMLRMVYPVNVINHHHLDIIIGNVSLKEWISSDEKHGTL
                     EGLNNDLWLWTVEDTKLDEVNKYLGEAGVLISWKPPTIKKAPRKLP"
     gene            complement(3756227..3757126)
                     /locus_tag="CH60_3409"
     CDS             complement(3756227..3757126)
                     /locus_tag="CH60_3409"
                     /note="[G] COG1082 Sugar phosphate isomerases/epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="xylose isomerase-like TIM barrel family protein"
                     /protein_id="AJK13401.1"
                     /translation="MINVGIFTGYYPYTLSGTIDKIKQAGMGCVQLDLEFTDIDLRRG
                     RITKEKAHQVRNAFRRANIPIVAISAYTNLVHPDPVKRAENIAAVKEILAHARHFGTP
                     YVISETGTYNTDSDWLYDPKNSTEEAYQEFKAIAKELATFAYEHNAVFLVENYVNNII
                     GSVGQVARLMQEVEHPGLGLALDPTNYFDDKNIDAIDETLHNIFNVLESRIKIAHAKD
                     CKKTDAIAEKFGGGAAEHNSFRGAGSVELPAAGLGALNYPLYVELLAQKHPNIPLIIE
                     HVDEEDIPRAKRFVDEVLMATGS"
     gene            complement(3757123..3758253)
                     /locus_tag="CH60_3410"
     CDS             complement(3757123..3758253)
                     /locus_tag="CH60_3410"
                     /note="[R] COG0673 Predicted dehydrogenases and related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase, NAD-binding Rossmann fold family
                     protein"
                     /protein_id="AJK10864.1"
                     /translation="MDTLISQLEHATQPVLPKRRDYRIGIIGAGFIVEHCHLVAYQKA
                     GFVPYGITSKEHSQNHRLAETFAIKKVYETWQDMVCDPQIDIIDIAVPPHIQLEIVRF
                     ICESNSAAKHIKGILCQKPLAMSLKDGREIVRLSQQSGIPIAVNSNMRYDPSMRALKY
                     ILENQLIGDPVIASIDMRAIPDWQAFLQKYKKLELYAMAIHHIDAFRFLFGDPVKVTA
                     VCRTDPRTTFEHIDGITQYTFQYANGLIATSLDDVWAWPGEPCAKNNYINWRVEGSDG
                     LAEGDFGWHRREPEYCGSTLKLASRNHPGQWIAPKWERQWFPDAFIGTMANLMCAIEE
                     NRPPEISAEDNLGTLACIEACYLSIQQERTVYLNEILLENAK"
     gene            3758523..3759389
                     /locus_tag="CH60_3411"
     CDS             3758523..3759389
                     /locus_tag="CH60_3411"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK11772.1"
                     /translation="MQRTQVVANWYRESDEFSTLVNYRILRAGHIRAADNFHVRRQSV
                     AGHELIFCLNGSGFIRLENNLHEVKKGNLAWLPVRWPHEHFPNKQEPWEILWLRIDGA
                     KLNNIMQILDVAQQPVFEFTSPETITDIYHRLFDLMQSHTLVADAHCDVLCSQLIYTL
                     LENRSFDATKSPVISHRGLGRLIYQIHSHYNDDWDIDKFMQYCQVSKSQLFRLFQETF
                     NQSPLRWLKNYRLSQARRLLVETEETISRIAGLVGYNDPLHFSRDFHRSVGLSPSDFR
                     RQERQLDNDRHD"
     gene            complement(3759551..3760054)
                     /locus_tag="CH60_3412"
     CDS             complement(3759551..3760054)
                     /locus_tag="CH60_3412"
                     /note="[G] COG1869 ABC-type ribose transport system,
                     auxiliary component"
                     /codon_start=1
                     /transl_table=11
                     /product="rbsD / FucU transport family protein"
                     /protein_id="AJK12002.1"
                     /translation="MRPDRILHPELAAALATLGHTDIILVTDAGFPIPPQAKRIDLGF
                     WPGTVDVLHILRVLRKEIFVEEVRFASEVRDCHPQLYRDVQTLYTGSGAEFQAASHET
                     LCHDLAHQAKVVIRSGSFNPWANFALVASTDPFAWFTDESGVKPLPAYVARRQRILDN
                     VVPELNA"
     gene            complement(3760060..3760989)
                     /locus_tag="CH60_3413"
     CDS             complement(3760060..3760989)
                     /locus_tag="CH60_3413"
                     /note="[G] COG0524 Sugar kinases, ribokinase family"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphomethylpyrimidine kinase family protein"
                     /protein_id="AJK11659.1"
                     /translation="MSVFILGSYAKALVMTTDRIPLAGETLIGYDFRQTWGGKGSDMA
                     VQAVRLGAEVAYAGVVGDDTFGHEFVGLMQEEGVNIDALTISGELPTGAGLIVKDKEA
                     RNVIVVDMGANKLFTPALVDSALSQLKQSNVVLTQLEIPLETARYGLQRAKEFGKITI
                     LNPAPARDLRGLDLSAIDYLTPNETEARVALGLPPDDPRSNREIANLLLETGCQYVVM
                     TLGESGSAVFGRNDTQEIPPCIIDVVDSNGAGDSFNAALAVALDEGLPISEAVLFANA
                     TAALCCMDWETVPSYRYREDVDAFMRSITVKEE"
     gene            complement(3761146..3761847)
                     /gene="deoC"
                     /locus_tag="CH60_3414"
     CDS             complement(3761146..3761847)
                     /gene="deoC"
                     /locus_tag="CH60_3414"
                     /EC_number="4.1.2.4"
                     /note="deoC: deoxyribose-phosphate aldolase;
                     [F] COG0274 Deoxyribose-phosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyribose-phosphate aldolase"
                     /protein_id="AJK13286.1"
                     /translation="MIDFNDPRQVAKAIQFTNVNADLTREGVIKHLNICLEYQFDAAM
                     IAPCWVYLAKDVLKGSGVRVATTVNFPQANDTTAMKVAIVRELAKEGADEFDFPPNPG
                     FLLGGLDELYFNELKEVTHIAHDLGMKVKAMLEFGFITEEAMKIKATRYAYEAGIDWV
                     KQSSGWGKGGCAATVEDVQLLKANIQAPCRVKVSGKVNTLEKMKEMFLAGAELVGTSS
                     GPELVKGLTGDINAY"
     gene            3762318..3762899
                     /gene="ssuE"
                     /locus_tag="CH60_3415"
     CDS             3762318..3762899
                     /gene="ssuE"
                     /locus_tag="CH60_3415"
                     /EC_number="1.5.1.38"
                     /note="FMN_reduc_SsuE: FMN reductase;
                     [R] COG0431 Predicted flavoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="FMN reductase"
                     /protein_id="AJK12774.1"
                     /translation="MRVISLAGSPRTPSRSAALLNLSQHWLQQQNVEVIPYTLHDFQA
                     DDLLRANFNSPDVSAFVAQLATADGLLIATPIYKASFSGALKTLLDLLPERALDHKVV
                     LPLATGGSIGHMLAVDYALKPVLTALKAQEVLHGVFVDDSQVVFHGEQVTVSTSATTR
                     LEEALESFYLALGRRKPLASNAVSSSLVQQTAA"
     gene            3762914..3764051
                     /locus_tag="CH60_3416"
                     /note="putative alkanesulfonates-binding protein;ABC
                     transporter, substrate-binding, aliphatic sulfonates
                     family protein"
                     /pseudo
     gene            3764070..3765218
                     /gene="ssuD"
                     /locus_tag="CH60_3418"
     CDS             3764070..3765218
                     /gene="ssuD"
                     /locus_tag="CH60_3418"
                     /EC_number="1.14.14.5"
                     /note="alk_sulf_monoox: alkanesulfonate monooxygenase,
                     FMNH(2)-dependent;
                     [C] COG2141 Coenzyme F420-dependent N5,N10-methylene
                     tetrahydromethanopterin reductase and related
                     flavin-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="alkanesulfonate monooxygenase,
                     FMNH(2)-dependent"
                     /protein_id="AJK11807.1"
                     /translation="MSINVFWFLPTHGDGHYLGSSEGARAVDYSYLQQIAQAADRLGF
                     GGVLIPTGRSCEDSWLVAASLIPVTQRLKFLVALRPGIISPTLAARQAATLDRLSNGR
                     ALFNLVTGGDPEELAAEGLHLNHTERYEASAEFTHVWRKVLEGETVDFAGKHIQVKGA
                     KLLFPPVQHPRPPLYFGGSSAAAQDLAAEQVELYLTWGEPPEQVKEKIEEVRAKAAAK
                     GRTVRFGIRLHVIVRETTEEAWRAANRLIANLDDKTIADAQQAFAGFDSVGQQRMAAL
                     HGGKKDNLEISPNLWAGVGLVRGGAGTALVGDGPTVAQRIQEYADLGIDTFVFSGYPH
                     LEEAYRVSELLFPHLDLATTELPTQRPATQPQGEVVANIYVPQKVSQS"
     gene            3765230..3766024
                     /locus_tag="CH60_3419"
     CDS             3765230..3766024
                     /locus_tag="CH60_3419"
                     /note="[P] COG0600 ABC-type nitrate/sulfonate/bicarbonate
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK14352.1"
                     /translation="MTISAQRILHRLAPWILPVALVVGWQVAVEAGWLSNRILPAPSA
                     VVTAFWALTKSGELWQHLTISSWRALIGFSIGGSIGLVLGVITGLSRWGERLLNSSVQ
                     MIRNVPHLALIPLVILWFGIDESAKIFLVALGTLFPIYLNTYHGIKNIDSGLLEMARS
                     YGLSGFRLLTQVVLPGALPSIMVGVRFALGFMWLTLIVAETISANSGIGYLAMNAREF
                     LQTDVVVVAIVLYALLGKLADGSAQLLERVWLRWHPAYQQKSGEAQ"
     gene            3766021..3766836
                     /locus_tag="CH60_3420"
     CDS             3766021..3766836
                     /locus_tag="CH60_3420"
                     /note="[P] COG1116 ABC-type nitrate/sulfonate/bicarbonate
                     transport system, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12490.1"
                     /translation="MTTLTHIPQGTPITLESIGKRYGNRTVLDNLQLRITAGQFVAVV
                     GRSGCGKSTLLRLLAGLEAASDGTLLSGNALLSHAKDETRLMFQEARLLPWKKVIDNV
                     GLGLRGHWRDEALQVLDTVGLADRANEWPAALSGGQKQRVALARALIHRPRLLLLDEP
                     LGALDALTRIEMQGLIERLWQQHGFTVLLVTHDVSEAIALADRVLLIEEGRIGLDLAI
                     DLPRPRRKGSAKLAALEAEVLERVLSPPQGIEASRQGIKASRQGTATSRRVAN"
     gene            complement(3767455..3767658)
                     /locus_tag="CH60_3421"
     CDS             complement(3767455..3767658)
                     /locus_tag="CH60_3421"
                     /note="[L] COG3077 DNA-damage-inducible protein J"
                     /codon_start=1
                     /transl_table=11
                     /product="relB antitoxin family protein"
                     /protein_id="AJK12477.1"
                     /translation="MANAKALGLDLSTVIRMVVNRLAVNAELPIDLLQPNQETLQAIR
                     DLENGVEVYRVDSVDALKRDLGW"
     gene            3768112..3769467
                     /locus_tag="CH60_3422"
     CDS             3768112..3769467
                     /locus_tag="CH60_3422"
                     /note="[R] COG2252 Permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="permease family protein"
                     /protein_id="AJK13249.1"
                     /translation="MSSSNPQAQPKGTLDAFFKLSERGSNVRQEVLAGLTTFLAMVYS
                     VIVVPSMLGKAGFPPTAVFVATCLVAGLGSLLMGLWANLPMAIGCAISLTAFTAFSLV
                     LGQQISIPVALGAVFLMGVLFTIISVTGIRSWILRNLPMGVAHGTGIGIGLFLLLIAA
                     NGVGLVIKNPIEGLPVALGAFTSFPVIMTLLGLAVIFGLEKLRVPGGILLVIVAISVI
                     GLIFDPSVTYQGLFAMPSLADANGDSLIFSLDIMGALQPVVLPSVLALVMTAVFDATG
                     TIRAVAGQANLLDKDGQIISGGKALTTDSVSSIFAGLVGAAPAAVYIESAAGTAAGGK
                     TGLTATVVGILFLLILFLSPLSYLVPAYATAPALMYVGLLMLSNVSKLDFEDFVDAMS
                     GLLCAVFIVLTCNIVTGIMLGFSSLVIGRVCSGEWRKLNVGTVIIAVALVAFYAGGWA
                     I"
     gene            3769816..3771465
                     /locus_tag="CH60_3423"
     CDS             3769816..3771465
                     /locus_tag="CH60_3423"
                     /note="a_cpa1: Na+/H+ antiporter;
                     [P] COG0025 NhaP-type Na+/H+ and K+/H+ antiporters"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+/H+ antiporter"
                     /protein_id="AJK13322.1"
                     /translation="MEIFFTILILILVVSLSGVVTRMLPFQVPLPLMQIVCGALLAWP
                     NFGLHVNFDPELFLVLFIPPLLFADGWKTPTREFIHHGREILGLALALVLVTIVGIGY
                     LIYWMVPGIPLVAAFALAAVLSPTDAVALSGIVGKGRIPKSIMGVLEGEALMNDASGL
                     VALKFAIAVAMGTMIFTVSGATLEFLKVAIGGLLAGVAITWLYSKSLRIMSRWSGDDP
                     ATQIVLLLLLPFASYLVAEHLGVSGILAAVAAGMTISQSGIIRNAPLAMRLRADSVWS
                     MLEFVFNGMVFILLGLQLPGILETSITQAELDPTIQTWNLFADVAIIYGALLLLRFGW
                     LWSMKKISKRVLTKRPLQFSDYTTRELWVASFAGVRGAITLAGVLSIPLFLSDGSAFP
                     SRYQLVFIATGVILLSVIIGVIALPPLLRGVVVADKSASREEIRLARAAMAEVAIVSL
                     NKMEERLMTSSEENIDSELLKEVSSRVIGTLRRRTGSKDEVENTLLIENLERRFRLTA
                     LRAERGELYHLRATQKISNETLQKLLHDLDLLEALLIEKEG"
     gene            complement(3771683..3772870)
                     /locus_tag="CH60_3424"
     CDS             complement(3771683..3772870)
                     /locus_tag="CH60_3424"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13973.1"
                     /translation="MKSLILLLALLIPASVTANTLSVEPKDTKPALIDSLSATFAIDK
                     IAMLKKEKGANESNLYLPFEQTKDGLAILFGDINQDGKIDALVPFTWEGLNGLDQEIP
                     SNDWYSYYAIYLQDDQGWKQVGQIPTGTFTTDNQTLLTNIEDGVIYGEIMPRMTDDDP
                     QPQQWVLRAHPEKDNLLVPIPTPQPLANALTLNLSKKRPLTRNALVTAFGEPINIGDN
                     YFLVDGDCVGHPDWKYYQYPGAAFNVSQNDNSVGVSHFIGIPDNLSLVLGDLTITQKT
                     SAHQLIKALSQNDSFTVSRTSTDLRTDLGQSSPYFDDANDIFALRLPYYIAGFEAWAK
                     KNEAREVPNDEEADTFTRQFYFTTTIGVAPIQNSPTRLMFYFLGDKMVALSVIYDDGQ
                     VCI"
     gene            complement(3773022..3773942)
                     /gene="lpxL"
                     /locus_tag="CH60_3425"
     CDS             complement(3773022..3773942)
                     /gene="lpxL"
                     /locus_tag="CH60_3425"
                     /note="lipid_A_htrB: lipid A biosynthesis lauroyl (or
                     palmitoleoyl) acyltransferase family protein;
                     [M] COG1560 Lauroyl/myristoyl acyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid A biosynthesis lauroyl (or palmitoleoyl)
                     acyltransferase family protein"
                     /protein_id="AJK11373.1"
                     /translation="MIKPQKFHISLLHPRYWLTWFGLGVLFLLVQLPYPLLNKLGVWL
                     GRTSMRFLKRRVSIARRNLELCFPDMDKQVLEQTIIGNFESLGMGLLETGMAWFWSDT
                     RIQRWFSVSGLENLKRAQQGKRGVLVIGVHFMSLELGGRVMGQCQPMMAMYRPHNNKV
                     MELVQTWGRMRSNKAMLDRRDLRGMVRALKQGEAVWFAPDQDYGPRGSVFAPLFAVEH
                     AATTSGTFMLARLAKPALLPLVLLRKKEGRGYDLLIQPALEDYPIDDEIAAASYMNKV
                     IEKEIMRAPEQYLWLHRRFKTRPIGEPSLY"
     gene            3774736..3775725
                     /locus_tag="CH60_3426"
     CDS             3774736..3775725
                     /locus_tag="CH60_3426"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding domain protein"
                     /protein_id="AJK11102.1"
                     /translation="MKFNLALLNVCIVSACMLFTTQTLAAEKKHEIAVVAKVTGIPWF
                     TRMEVGVNEAAKKLNVNAYQVGPATPDPAQQVKVIEDLIAKNVDAIIVVPNDAKVLEP
                     VLKKAQEKGIVVLTHESPDQRIGQWDVETIDSEKYAQANMDELAKAMGNKGGYAIYVG
                     SLTVPLHNAWADYAIKYQKEKYPEMFEVTPRLPVAENIDKSYSTTLDLMKTYPQMKGI
                     IGFGSLGPIGAGQAVAKKRAKDQIAVVGIAMPAQAAPYLMRGDIKKALLWDPKDAGFA
                     VVEIANQLLNGQKVTEDLTIDGLGKADVDSKNGVIRFNKILEVTKDNAKTLGF"
     gene            3775929..3777425
                     /gene="ccmA"
                     /locus_tag="CH60_3427"
     CDS             3775929..3777425
                     /gene="ccmA"
                     /locus_tag="CH60_3427"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK11707.1"
                     /translation="MTQATAFITLENISKRFPGVLALDGVNLTLNKGEVHCLAGQNGC
                     GKSTIIKVISGVYQPEKGASILIDGKLLHQLTPQLSFYYGVQVIYQDLSLFPNLTVAE
                     NIAVHRYLPGGDFWVKRKSMRERALAAMQRVGVTLDLDKKVEQLSIADRQLVAICRAI
                     AADARLVIMDEPTASLTSQEVKGLLNVVRDLKSQGICVVFVSHRLDEVMEVADRISVM
                     RDGKWVGTWQASELDSHELAFLMTGQRFTYRPLPPLAAKAAPLLEIRKLSRGEQFRNI
                     DLTLHQGEIVSITGLLGAGRTELCLSLFGMTQPESGEIFVAGEPVRFRHNRDAIRHGI
                     GYVSEDRLTQGLIMEQSIYDNTIVSVFDQLHTRSGLLDHSKAAALVNKLVQDLNIKVS
                     DTALPVKTLSGGNAQRIAIAKWVATQPRILILDSPTVGVDIANKEGIYHIAKALAEQG
                     MAVLMICDEIPEAYYNSHRVLVMRKGELIAEFYPHQCTEQQIAEVVNG"
     gene            3777418..3778407
                     /locus_tag="CH60_3428"
     CDS             3777418..3778407
                     /locus_tag="CH60_3428"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK14184.1"
                     /translation="MDKLKLRQLTGHHEFYLGLLVLLLAIGLSVQSPEFLTLGNLTDV
                     ATSYAILGILACGLFVVLIAGGIDISFPAVTAIAQYVMASWVITQGGSFPLALVMAMA
                     VGLLLGLINGLLVYWLKVPAIIITIATLNLFYGLLVYFTNGTWLYGFPDWFMTGINWF
                     SFEGSDGYDYGLTLPLLCLAGTIIFTGVMMNYTRLGRQIFAMGSNKDAASRLGINIFR
                     LHLYVYGYMGILAGVAAVVQAQISQSVAPNSLMGFELTVLAAVVLGGTSMSGGRGSLT
                     GTVLGVMLLAFLQNGLTLLSVSSYWHTVFSGVIILVSISTTAWNEKRKLLREH"
     gene            3778409..3779362
                     /locus_tag="CH60_3429"
     CDS             3778409..3779362
                     /locus_tag="CH60_3429"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK13925.1"
                     /translation="MTWLNRTIPDDRIIRLQLLILIAVMLVFSLTLGQRFFSLGNFQS
                     MSSQLPILGMLALGMGLTMLTGGINLSIIAGANACSLVMAAIIVSHPGQPAFLLLALV
                     AGLLVAVAIGTLNGVLISVIGVSPILATLGTMTLITGLNILLSNGDVISGFPPVIQYI
                     GSGDIVGIPVAMILFLLVAAGLWVLLEHTTLGRSIYLVGSNEQATRFSGVNTHRVQIA
                     VYILSALLGWGAAILMMAKFNSAKAGYGESYLLVTILASVLGGINPDGGFGRIIGLIL
                     ALVVLQLLESGLNLLGVSSYLTMALWGGVLILFIALQNRKA"
     gene            3779381..3781018
                     /locus_tag="CH60_3430"
     CDS             3779381..3781018
                     /locus_tag="CH60_3430"
                     /note="[C] COG1069 Ribulose kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate kinase"
                     /protein_id="AJK10635.1"
                     /translation="MASYFIGVDVGTGSARAGVFDLQGRMVGQASREITMFKPKADFV
                     EQSSENIWQAVCNAVRDAVNQADINPIQVKGLGFDATCSLVVLDKEGNPLTVSPSGRN
                     EQNVIVWMDHRAITQAERINATKHPVLEFVGGVISPEMQTPKLLWLKQHMPNTWSNVG
                     HLFDLPDFLTWRATKDETRSLCSTVCKWTYLGHEDRWDPSYFKLVGLADLLDNNAAKI
                     GATVKPMGAPLGHGLSQRAASEMGLIPGTAVSVSIIDAHAGTIGILGASGVTGENANF
                     DRRIALIGGTSTAHMAMSRSAHFISGIWGPYYSAILPEYWLNEGGQSATGALIDHIIQ
                     SHPCYPALLEQAKNKGETIYEALNYILRQMAGEPENIAFLTNDIHMLPYFHGNRSPRA
                     NPNLTGIITGLKLSTTPEDMALRYLATIQALALGTRHIIETMNQNGYNIDTMMASGGG
                     TKNPIFVQEHANATGCAMLLPEESEAMLLGSAMMGTVAAGVFESLPEAMAAMSRIGKT
                     VTPQTNKIKAYYDRKYRVFHQMYHDHMRYQALMQEGA"
     gene            3781015..3781620
                     /locus_tag="CH60_3431"
     CDS             3781015..3781620
                     /locus_tag="CH60_3431"
                     /note="[M] COG0794 Predicted sugar phosphate isomerase
                     involved in capsule formation"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK12957.1"
                     /translation="MSQNKEWLAASDAWMIYSRELAALKENVDQQVWLQVLDALAECR
                     GKIAVTGVGTSGIAARKVAHMLACVEQPAIYLNATDAAHGDLGFLGAQDIIILISRGG
                     NSDELTRLLPTLQRKQVKIISVTENEQSAIAQVSALVLKTHVKQEIDPLNMLATTSIV
                     LVLALFDAICACLMARTGFSKETLLAVHPGGDVGMVLRKQQ"
     gene            complement(3781810..3782661)
                     /locus_tag="CH60_3432"
     CDS             complement(3781810..3782661)
                     /locus_tag="CH60_3432"
                     /note="glutathione S-transferase, N-terminal domain
                     protein;
                     [O] COG0625 Glutathione S-transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12870.1"
                     /translation="MKDNEYQPPKIWTENNASGGVWSKINRPTAGARYEADLPVGKHP
                     LQLYSMGTPNGQKVTILLEELLALGEKGAEYDAHLIRISEGEQFSSGFVSINPNSKIP
                     ALMDYSSTPPVRVFESGAILLYLADKFGHFLPKSHAARTEALNWLFWLQGAAPYLGGG
                     FGHFYHYAPVKIEYAIDRFTMEAKRQLDLLNTQLKTHEYIAGDEYTIADIAIWPWYGS
                     LVLGLQYEAGEFLDVKSYPHLIRWTETIAKRPAVQRGRIVNRTWGAPEEQLPERHDAA
                     DFDRLIK"
     gene            3782915..3784261
                     /locus_tag="CH60_3433"
     CDS             3782915..3784261
                     /locus_tag="CH60_3433"
                     /note="[S] COG4222 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="esterase-like activity of phytase family
                     protein"
                     /protein_id="AJK11331.1"
                     /translation="MHMSKFRLVLLASSIAFSTSSWAQAVEVPAVLAGHAVLPVKSTV
                     ATPSDAPTDLQQSGKYTSGQRVSALGSVAAKSADRLTGIGLPISGQPLQGHSGIKHMP
                     DGTYWVLTDNGFGSKANSPDAMLYLNHYNIDFKNGNVTPLQTVFLHDPDKKVPFHIIN
                     ESTEKRYLTGSDFDPESFQFADDALWIGDEFGPYLIKADLNGKVLAVFETQVDGNVVK
                     SPDNPTLTLPGAPDGKQNFQVARSKGFEGMAVSPDGSKLYPMLEGALWDGEKFENIDG
                     KRYLRVLEFDVKNQAWTGRSWQYVLEDNQNAIGDFNLIDANHGLVIERDNGEGTADKA
                     CAAGAPTDKCFSQIAKFKRVYKIAFSDDNVGKPVEKVSYIDLLNIKDPQNLARKPLNN
                     GVLTFPFFTIENVDVVDASHIIVGNDNNFPFSSSRQPNEADDNEFILLDVKALLSQ"
     gene            complement(3784368..3785543)
                     /locus_tag="CH60_3434"
     CDS             complement(3784368..3785543)
                     /locus_tag="CH60_3434"
                     /note="conserved hypothetical protein;
                     [O] COG1076 DnaJ-domain-containing proteins 1"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12488.1"
                     /translation="MKKRIKRLEIIKSGIELEDDDIIRHQLPYLKSETQDPVLVFIVM
                     AIEQGKFTQALDAIATWLGSKQGVIQWQDIELAACKLELKALEEQLSELIDKRNERIQ
                     LLDDFNDLYLVRLGPLMKQILNLRRQLAESTLRKAEAEARRRERDYRNCQQYISQAID
                     ELISLKQRWLALPSISNDTIEIRNRIQQQTELITALLAEIKELENSFCTRNTESTRKA
                     REEAKEKYERYQEQQTDAEQRLDNDRKLSSEQRQDLKRLWRQASRLCHPDLVADAFKE
                     KAHQLMVQLNQARQRGDFPAIHALLESLKQGLEPLMASDLIDDLERLRRKISDVRTQI
                     DAILHEIDALKGEESWRLATSLPDKDKWFKEQENVLSKTLNILERQVEEASRVLYEA"
     gene            3785948..3786406
                     /locus_tag="CH60_3435"
     CDS             3785948..3786406
                     /locus_tag="CH60_3435"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11684.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3786589..3786801)
                     /locus_tag="CH60_3436"
     CDS             complement(3786589..3786801)
                     /locus_tag="CH60_3436"
                     /note="[K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="'Cold-shock' DNA-binding domain protein"
                     /protein_id="AJK11948.1"
                     /translation="MSNKMTGLVKWFDAGKGFGFITPADGSKDVFVHFSAIQSNDFKT
                     LDEGQNVEFSIENGAKGPAAVNVIAL"
     gene            complement(3787061..3787273)
                     /locus_tag="CH60_3437"
     CDS             complement(3787061..3787273)
                     /locus_tag="CH60_3437"
                     /note="[K] COG1278 Cold shock proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="'Cold-shock' DNA-binding domain protein"
                     /protein_id="AJK11661.1"
                     /translation="MSNKMTGLVKWFDAGKGFGFITPADGSKDVFVHFSAIQSNDFKT
                     LDEGQNVEFSIENGAKGPSAVNVIAL"
     gene            complement(3787806..3788273)
                     /gene="slyB"
                     /locus_tag="CH60_3438"
     CDS             complement(3787806..3788273)
                     /gene="slyB"
                     /locus_tag="CH60_3438"
                     /note="[M] COG3133 Outer membrane lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipoprotein slyB"
                     /protein_id="AJK13468.1"
                     /translation="MNKLAIAVALAATVLSGCANNTASGDTFTASQARQVQTVTYGSI
                     VSARPVTIQGGNNNNVAGAIGGAVVGGFLGNTIGGGRGNSLATAGGAVAGGVAGQGIQ
                     SAMNRSEGVQLEIRRDDGSNIVVVQAQGPTRFSAGQRVIIASDRSGTVTVSPR"
     gene            3788749..3789561
                     /locus_tag="CH60_3439"
     CDS             3788749..3789561
                     /locus_tag="CH60_3439"
                     /note="[R] COG0491 Zn-dependent hydrolases, including
                     glyoxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AJK14355.1"
                     /translation="MSASHENYRIFAIKYAHHHRLTRDNFLGGDPHDGPMPIDYFVWA
                     IVGTTRTIMVDTGFDAAMAHQRGRTITHCIEDGLSQLGIDAGKIEDVIISHMHYDHAG
                     NHGLFPNARFHLQDREMAFCTGRCMGHHGLSQAFDVEDVKAMVGRLFAGRLQFHHGDA
                     EIAPGISVHRVGGHTDGLQIIRVHTARGWVVLASDATHFYANIQQRRPYPILYNVGDV
                     LEGYNTLYRWADSFDHIIPGHDPMVLQRYPAGTPETAAWIAQVDVAPLTQWT"
     gene            3789626..3790516
                     /locus_tag="CH60_3440"
     CDS             3789626..3790516
                     /locus_tag="CH60_3440"
                     /note="[I] COG2084 3-hydroxyisobutyrate dehydrogenase and
                     related beta-hydroxyacid dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD-binding of NADP-dependent
                     3-hydroxyisobutyrate dehydrogenase family protein"
                     /protein_id="AJK14284.1"
                     /translation="MKQLQRIGFIGLGKMGTPMVQRLVKAGFELYLCDADITKVQILT
                     AELNAESLTVDNAASLDALITMLPNSEAVEQVLLGSDGISGWVAQLSQAAVVIDMSSS
                     DPERSRRLAILLAVWELDYLDAPVSGGVKKAQNGTLSILIGGEDRVLKSCYTALAAMG
                     EQILFVGPAGSGHAAKALNNYVSATGLLATIEALHVAQRFGIEPEVMTEVLNTSTGRS
                     NTSENKVRQFMLNGSYASGFTLQLMNKDLHIARNLAQRLNYPMRLGMHCVDVWDEVSR
                     RATPMADHTEMYRLLIDKEP"
     gene            3790694..3791089
                     /locus_tag="CH60_3441"
     CDS             3790694..3791089
                     /locus_tag="CH60_3441"
                     /note="[S] COG0599 Uncharacterized homolog of
                     gamma-carboxymuconolactone decarboxylase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxymuconolactone decarboxylase family
                     protein"
                     /protein_id="AJK12113.1"
                     /translation="MVAQDRFERGFHNRKVVLGAEHVETSWGNSDEFNRPVQKLITEY
                     CWGEVWGDPALTFKTRSMLNIGILTAMGQHHELSLHVKGALRNGVTREEIRAVLLQTV
                     VYCGAPVALAAFRIASAAIKAYDDEIADS"
     gene            3791243..3792607
                     /locus_tag="CH60_3442"
     CDS             3791243..3792607
                     /locus_tag="CH60_3442"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK14259.1"
                     /translation="METLSADSAITAAENDPLRDVKRKNAIKGAFFSEFIDMFDIYLP
                     VIVLPPVLFYFQPPNLSSSTANILASLVFITTLLGRPIGALLFGIMADRIGRRMASIY
                     SVSGFGVVTFLIALIPGYETLGIASYLLLVLLRFIDGIFLGGGYTGAIPLALEYSKKE
                     QRGFVGGLILSGFPAAYVAINLVAMLMFALIPLDGLYSPYAQWGWRIPFVIGGLLAGF
                     LALYYVFNVTESEVWQQGSSKKRAREKQPLSTLVSGQSGRNLWQVLLMMSGFWLTQNL
                     ITLFLPTGLLINTLNMRGLQVTSILLVTYCVLFFSYIGMGMLGQKIGRRRFFMIAGPL
                     IATMGSALLYVLSHGDGLSFSTVMLLVCLLAVVVTSPWGVIITYINEHFATGVRATGF
                     GVGFSLSVIIPSFYAFYMDWLSVVVPFELTAVVLLALGGMIGTVGAIMGPETKEVDFT
                     SSAG"
     gene            3792697..3793359
                     /locus_tag="CH60_3443"
     CDS             3792697..3793359
                     /locus_tag="CH60_3443"
                     /note="[K] COG1802 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AJK11783.1"
                     /translation="MLAGMGVIKPETLRYQVENVLRQAIMSGRFTPGERLIERELCET
                     LGVSRTSIREALRRLEAEKLVSIVPHKGPIVAIISRQEAAELFALRGLLEGFAAREFA
                     QRATDVAIVHFAQAIQALRMAGMTKDRAKVLKAKTDLYDVLLDNCGNGLVKETLTSLH
                     SRINLLRATSLMDPQRLPVSINEIDDLYQALKARDPDAAERHVANAKEVALRILEETN
                     AT"
     gene            3793425..3793901
                     /locus_tag="CH60_3444"
     CDS             3793425..3793901
                     /locus_tag="CH60_3444"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13752.1"
                     /translation="MNTENKKLSTLIGKIHTIAKSRLAAGYEDRNGINEHQVTPCHHA
                     LTLLGGDDFAESYLPFLRNVNGFDLNGVRLFGYFDDKGDERDLRKQLADLKAFPELFP
                     DAFNDWVLIGETDTDILIFNKKNGSYENRDRIGLDRLNESYDDIVGLLISLMPLIE"
     gene            complement(3794655..3794951)
                     /gene="fis"
                     /locus_tag="CH60_3445"
     CDS             complement(3794655..3794951)
                     /gene="fis"
                     /locus_tag="CH60_3445"
                     /note="[KL] COG2901 Factor for inversion stimulation Fis,
                     transcriptional activator"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein fis"
                     /protein_id="AJK11616.1"
                     /translation="MFEQRVNSDVLTVATVNSQDQVTQKPLRDSVKQALKNYFAQLNG
                     QDVSDLYELVLAEVEQPLLDMVMQYTRGNQTRAALMMGINRGTLRKKLKKYGMN"
     gene            complement(3794976..3795941)
                     /gene="dusB"
                     /locus_tag="CH60_3446"
     CDS             complement(3794976..3795941)
                     /gene="dusB"
                     /locus_tag="CH60_3446"
                     /note="[J] COG0042 tRNA-dihydrouridine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-dihydrouridine synthase B"
                     /protein_id="AJK11107.1"
                     /translation="MRIGHFQLTNCLIAAPMAGITDRPFRALCHGMGAGMAVSEMLSS
                     NPEVWRTDKSRLRMVHVDEPGIRNVQIAGNDPDEMAAAARINVASGAQIIDINMGCPA
                     KKVNRKLAGSALLQHPDLVKQILSAVVNAVDVPVTLKIRTGWSPEHRNCIEIAQLAEN
                     CGIQALTIHGRTRSCLFNGEAEYDSIRAVKQTVSIPVIANGDITDPHKARAVLDYTGA
                     DALMIGRAAQGRPWIFREIQHYLDTGELLPPMPLGEVQRLLDGHIRELHDFYGPGKGF
                     RIARKHVSWYLQEHAPNDQFRRTFNAIEDASEQLEALEAYFENLA"
     gene            complement(3796530..3797411)
                     /gene="prmA"
                     /locus_tag="CH60_3447"
     CDS             complement(3796530..3797411)
                     /gene="prmA"
                     /locus_tag="CH60_3447"
                     /note="prmA: ribosomal protein L11 methyltransferase;
                     [J] COG2264 Ribosomal protein L11 methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L11 methyltransferase"
                     /protein_id="AJK13912.1"
                     /translation="MPWIQLKLNTTGNQAESLGDVLVESGAVSVTFQDTHDNPVFEPL
                     PGETRLWGDTDVIGLYDAETDMADVVAMLECHPQIGKGFIHKIEQLEDKDWEREWMDN
                     FHPMRFGERLWICPSWRDVPDPTAVNVMLDPGLAFGTGTHPTTALCLQWLDSLDLNGK
                     TLIDFGCGSGILAIAALKLGAARAIGIDIDPQAIQASRDNAQRNGVSERLELYLAKDQ
                     PAELSADVVVANILAGPLRELAPLISVLPTTGGHLGLSGVLATQAAGVAQAYEDKFIL
                     DPVAEKEEWCRITGIKK"
     gene            complement(3797487..3798941)
                     /gene="panF"
                     /locus_tag="CH60_3448"
     CDS             complement(3797487..3798941)
                     /gene="panF"
                     /locus_tag="CH60_3448"
                     /note="panF: sodium/pantothenate symporter;
                     [H] COG4145 Na+/panthothenate symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/pantothenate symporter"
                     /protein_id="AJK10645.1"
                     /translation="MQTDVVLPLVGYLVLVFGLSIYAYTRRQTGNFLNEYFIGNRSMG
                     GFVLAMTLTATYISASSFIGGPGAAYKYGLGWVLLAMIQLPAVWLSLGVLGKKFAILA
                     RRYNAVTLNDMLYARYQSRLLVWLASISLLVAFVGAMTVQFIGGARLLETAAGIPYDT
                     GLLIFGISIALYTSFGGFRASVLNDALQGLVMLIGTILLLVAVIHAAGGLHKAVETLQ
                     HIDPALVSPQGGDQILDVPFMASFWILVCFGVIGLPHTAVRCISYRDSKAVHRGIILG
                     TIVVAILMFGMHLAGALGRAVLPDLKIPDQVIPTLMITVLPPFAAGIFLAAPMAAIMS
                     TINAQLLQSSATIVKDLYLNLWPAELKNERKLARISSLSTLILGLLLLLAAWRPPEMI
                     IWLNLLAFGGLEAVFLWPLVLGLYWERANAHGALSAMIVGAVCYTVLASFDIKIAGLH
                     PIVPSLTLNLLAFYIGNLFGDRARARHPAIVSAD"
     gene            complement(3798931..3799173)
                     /locus_tag="CH60_3449"
     CDS             complement(3798931..3799173)
                     /locus_tag="CH60_3449"
                     /note="conserved hypothetical protein;
                     [S] COG3924 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12619.1"
                     /translation="METRFLQANKEARWAFGLTLAYLAGWIITAYLPGNLPGMSGLPA
                     WFEAACIALPLLFIVLCILMVRLIFRDIPLEDDDAN"
     gene            3799985..3800161
                     /locus_tag="CH60_3450"
     CDS             3799985..3800161
                     /locus_tag="CH60_3450"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14405.1"
                     /translation="MKKIIASLLLVCASSSIAPVYASGINWHLDRCPQGGGAMVSYDE
                     NGKEDFFQCMPGAN"
     gene            complement(3800407..3801756)
                     /gene="accC"
                     /locus_tag="CH60_3451"
     CDS             complement(3800407..3801756)
                     /gene="accC"
                     /locus_tag="CH60_3451"
                     /EC_number="6.3.4.14"
                     /note="accC: acetyl-CoA carboxylase, biotin carboxylase
                     subunit;
                     [I] COG0439 Biotin carboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, biotin carboxylase
                     subunit"
                     /protein_id="AJK11094.1"
                     /translation="MLDKIVIANRGEIALRILRACKELGIKTVAVHSVADRDLKHVLL
                     ADETVCIGPAPSVKSYLNIPAIISAAEITGAVAVHPGYGFLSENADFAEQVERSGFIF
                     IGPRAETIRLMGDKVSAISAMKKAGVPCVPGSDGPLSDDTTKNKAFAKRIGYPVIIKA
                     SGGGGGRGMRVVRHDKDLEESINMTRAEAKAAFNNDMVYMEKYLENPRHIEVQILADG
                     QGNAIYLAERDCSMQRRHQKVVEEAPAPGITSEMRRYIGERCAKACMEIGYRGAGTFE
                     FLYENGEFYFIEMNTRIQVEHTVTEMITGIDLIKEQLRIAAGQPLSIKQDEVKVHGHA
                     VECRINAEDPNTFLPSPGKITRFHAPGGFGVRWESHIYAGYTVPPYYDSMIGKLITYG
                     ENRDVAIARMKNALAELIIDGIKTNVELQQRIMNDENFQHGGTNIHYLEKKLGLQET"
     gene            complement(3801768..3802232)
                     /gene="accB"
                     /locus_tag="CH60_3452"
     CDS             complement(3801768..3802232)
                     /gene="accB"
                     /locus_tag="CH60_3452"
                     /note="BCCP: acetyl-CoA carboxylase, biotin carboxyl
                     carrier protein;
                     [I] COG0511 Biotin carboxyl carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, biotin carboxyl carrier
                     protein"
                     /protein_id="AJK14129.1"
                     /translation="MDIRKIKKLIELVEESGISELEISEGEESVRISRAPAAPNYPMM
                     QQPYAFAAPQQQPALAAAVAPAPVAEAAPAAISGHIVCSPMVGTFYRTPSPDAKAFVE
                     VGQKVSVGDTLCIVEAMKMMNQIEADKSGTVKAILVENGQPVEFDEPLVVIE"
     gene            complement(3802390..3802842)
                     /gene="aroQ"
                     /locus_tag="CH60_3453"
     CDS             complement(3802390..3802842)
                     /gene="aroQ"
                     /locus_tag="CH60_3453"
                     /EC_number="4.2.1.10"
                     /note="aroQ: 3-dehydroquinate dehydratase, type II;
                     [E] COG0757 3-dehydroquinate dehydratase II"
                     /codon_start=1
                     /transl_table=11
                     /product="3-dehydroquinate dehydratase, type II"
                     /protein_id="AJK12591.1"
                     /translation="MSDKFHILLLNGPNLNLLGTREPEKYGYTTLAEIVSQLEIQAQG
                     MDVALSHLQSNAEHALIDSIHQARGNTDFILINPAAFTHTSVALRDALLGVQIPFIEI
                     HLSNVHAREPFRHHSYLSDIAVGVICGLGADGYNFALQAAVNRLSKSN"
     gene            complement(3803105..3803725)
                     /locus_tag="CH60_3454"
     CDS             complement(3803105..3803725)
                     /locus_tag="CH60_3454"
                     /note="[S] COG2717 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric reductase like transmembrane component
                     family protein"
                     /protein_id="AJK13451.1"
                     /translation="MRLSLRHITWLKIAIWLAATLPLLWLVLSINLGGLSADPAKDIQ
                     HFTGRMALKLLLATLLVSPLARYSKQPLLLRCRRLLGLWCFAWGTLHLLSYSILELGL
                     SNIGLLGHELINRPYLTLGIISWLVLLALALTSTRWAQRKMGARWQKLHNWVYVVAIL
                     APIHYLWSVKTLSPWPIIYAVMAALLLLLRYKLLLPRYKKFRQWFR"
     gene            complement(3803725..3804825)
                     /locus_tag="CH60_3455"
     CDS             complement(3803725..3804825)
                     /locus_tag="CH60_3455"
                     /note="[R] COG2041 Sulfite oxidase and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase molybdopterin binding domain
                     protein"
                     /protein_id="AJK11033.1"
                     /translation="MHNTFTHTKNNTHTKNNTQAKNSGSQTKSNAVSLNKPRKLTEAD
                     VTPESIFYQRRKVLQALGITAATLALPASAQADLLAWFKGNEPPKAPSGKPLTFTPSA
                     AYHPDLALTPEDKVTGYNNFYEFGLDKADPAANAGTLKTEDWQIKIDGDVVKPMTLDM
                     DYLMKCFPLEERIYRLRCVEAWSMVVPWIGFELGKLLKLAEPTSNARYVAFQTLYAPD
                     QMPGQKNRFIGGGLDYPYVEGLRLDEAMHPLAFMVVGVYGKTLPPQNGAPLRLMTPWK
                     YGFKSIKSIVHIRLTRDQPPTTWNLSAPNEYGFYANVNPHVDHPRWSQATERVIGSGG
                     ILDVKRQPTLLFNGYAEQVASLYRGLDLRKNF"
     gene            complement(3805048..3806025)
                     /locus_tag="CH60_3456"
     CDS             complement(3805048..3806025)
                     /locus_tag="CH60_3456"
                     /note="oxido_YhdH: quinone oxidoreductase, YhdH/YhfP
                     family protein;
                     [CR] COG0604 NADPH:quinone reductase and related
                     Zn-dependent oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="quinone oxidoreductase, YhdH/YhfP family
                     protein"
                     /protein_id="AJK13710.1"
                     /translation="MRALILEQIEGRTTAEVRQISASQLPAGNVTVDVNWSSLNYKDA
                     LAITGQGKIIRQFPMVPGIDFAGTVHSSEDPRFHIGQSVLLTGWGVGENHWGGLAEQA
                     RVNGDWLVPMPDGLDARKAMIIGTAGFTAMLCVMALEDGGVTPKSGEVVVTGASGGVG
                     STAIALLSALGYQIAAISGRDSNSDYLKNLGAQRILPRSDYLDASRPLEKQLWAGAID
                     TVGDSMLAKILAQMNYNGTVAACGLAGGYNLPTTVMPFILRNIRLQGVDSVMTPQPRR
                     LQAWQRLQKILPESFYQQASQAITLADTPTIAARLLANEVTGRTLVKVR"
     gene            3806426..3808342
                     /locus_tag="CH60_3457"
     CDS             3806426..3808342
                     /locus_tag="CH60_3457"
                     /note="[T] COG2200 FOG: EAL domain"
                     /codon_start=1
                     /transl_table=11
                     /product="EAL domain protein"
                     /protein_id="AJK11112.1"
                     /translation="MRFTTKLSAFMTLLVVLAMCLVLLGSTISFFYLCQKKMEQRLQS
                     IVTAYDQSLLLQPINKKREWLPLMMQTLGVVDVSVKNSTSTLYQLHIPAVYTPWNSHS
                     RYRQMVLPLLHQPGTEMHFNYIDPLGSYARSIYAAAILSLVVVVIALTLLLSFRWLRD
                     QTVGQEKLERRARRILNGEREHAVRSEDYEWPPCASRAIDHLLSELMEVRAERNRVDT
                     LIRTFAAQDAQTGLSNRQFFDNQLTTQLEETGAHGVVMMVQLPDFEALNETHDQQQVQ
                     ELMSSLVNLLSTFVARYPSALLARYLNSDIAILLPHKTLKDADVMAAQLVNAVRTLPE
                     PHIIDRESLLHIGIVAYRSGESVEQIMDNAGQATKSAALYGGNGWYVFDTQVPERGRG
                     SVKWRTLLEQTLASGGPRLYQKPVITVDGKISHREIISRIYDGEQELLAAEFMPLVQL
                     LGLGERYDRQKIDKIIPLLSLWPDETLAFSISVDSLLHRPFQRWLRDTLLQCKKSDRM
                     RIIFELAEADVCQHIEEIRQMVRLLRGVGCKVMASQAGLTVVSTSYIKSLQVEMIKLH
                     PGVVRSINFRYENQLFVESLTGACAGTQTKVFAAEVRTREEWQTLQEKGVYGGQGNFF
                     APPTPLNSGKKKYS"
     gene            3808679..3809722
                     /gene="mreB"
                     /locus_tag="CH60_3458"
     CDS             3808679..3809722
                     /gene="mreB"
                     /locus_tag="CH60_3458"
                     /note="[D] COG1077 Actin-like ATPase involved in cell
                     morphogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein mreB"
                     /protein_id="AJK14323.1"
                     /translation="MFKKFRGMFSNDLSIDLGTANTLIYVKGQGIVLNEPSVVAIRQD
                     RAGSPKSVAAVGHDAKQMLGRTPGNIAAIRPMKDGVIADFFVTEKMLQHFIKQVHSNS
                     FMRPSPRVLVCVPVGATQVERRAIRESAQGAGAREVFLIEEPMAAAIGAGLPVSEATG
                     SMVVDIGGGTTEVAVISLNGVVYSSSVRIGGDRFDEAIINYVRRNYGSLIGEATAERI
                     KHSIGSAYPGDEVLEIEVRGRNLAEGVPRGFTLNSNEILEALQEPLTGIVSAVMVALE
                     QCPPELASDISERGMVLTGGGALLRNLDRLLMEETGIPVVVAEDPLTCVARGGGKALE
                     MIDMHGGDLFSEE"
     gene            3809926..3810921
                     /gene="mreC"
                     /locus_tag="CH60_3459"
     CDS             3809926..3810921
                     /gene="mreC"
                     /locus_tag="CH60_3459"
                     /note="mreC: rod shape-determining protein MreC;
                     [M] COG1792 Cell shape-determining protein"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein MreC"
                     /protein_id="AJK13755.1"
                     /translation="MKPIFSRGPSLQLRLFFAIIAAIVLVIADSRLGTFVKIRTYMDT
                     AVSPFYFLANGPRKILDNVSDTLATREQLELENRALRQELLLKNTDLQLLGQFKQENN
                     RLRELLGSPLRQDEQKMVTQVMSSGTDPYSDHVVIDKGSNSGVYEGQPVISDRGVVGQ
                     VVAVSKFTSRVLLICDASHALPIQVLRNDIRVIAAGSGCSDDLLLEHLPSNTDIRVGD
                     VLVTSGLGGRFPEGYPVAVVSSVKVDNQRAYTVIQARPTADLQRLRYLLLLWGADRNG
                     DMPMPPDEVRRVANERLAPMMSQVLPSADAMGPPAPAASTPAGATPGVVTPGVSP"
     gene            3810918..3811406
                     /gene="mreD"
                     /locus_tag="CH60_3460"
     CDS             3810918..3811406
                     /gene="mreD"
                     /locus_tag="CH60_3460"
                     /note="shape_MreD: rod shape-determining protein MreD;
                     [M] COG2891 Cell shape-determining protein"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein MreD"
                     /protein_id="AJK13608.1"
                     /translation="MNRYSSHGRWVIWLSFLIAMVLQIMPWPEQIYMFRPSWLALVLI
                     YWVMALPHRVNVGTGFILGLIMDLILGSTLGVRALAFSIIAYLVAFKFQLFRNMALWQ
                     QALIVMLLSLTMDVVVFWSEFLVINVAFRPEVFWSSVVNGILWPWLFLLMRKIRRQFS
                     VQ"
     gene            3811420..3812013
                     /gene="maf"
                     /locus_tag="CH60_3461"
     CDS             3811420..3812013
                     /gene="maf"
                     /locus_tag="CH60_3461"
                     /note="maf: septum formation protein Maf;
                     [D] COG0424 Nucleotide-binding protein implicated in
                     inhibition of septum formation"
                     /codon_start=1
                     /transl_table=11
                     /product="septum formation protein Maf"
                     /protein_id="AJK14338.1"
                     /translation="MTALYLASASPRRRELLALLDLPFEVLKTEVEEQRHPGESAQVY
                     VQRLAQDKARAGVAVAPQDLPVLGADTIVVLNGQVLEKPRDKEHAQQILSALSGQKHQ
                     VMTAVALADRQNMLSAMVVTDVTFRVLSPLEISDYIATGEPMDKAGAYGIQGKGGCFV
                     RAIAGSYHAVVGLPLVETHELLSHFIAQRNVRGIHDS"
     gene            3812003..3813472
                     /gene="rng"
                     /locus_tag="CH60_3462"
     CDS             3812003..3813472
                     /gene="rng"
                     /locus_tag="CH60_3462"
                     /note="[J] COG1530 Ribonucleases G and E"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease G"
                     /protein_id="AJK12478.1"
                     /translation="MTAELLVNITPSETRVAYIDGGILQEIHIEREAKRGIVGNIYKG
                     RVSRVLPGMQAAFVDIGLDKAAFLHASDIMPHTECVAGDEQKNFNVRDIAELVRQGQD
                     LMVQVVKDPLGTKGARLTTDITLPSRYLVLMPGAAHVGVSQRIESEAERERLKKTVAA
                     YCDEQGGFIIRTAAEGIGEEELSADAAFLKRLWTKVQERKKRNITKYKLYGEMALAQR
                     VLRDFAGAALDKIRVDSKLTYDLLVEFTREYIPEMTDKLELYTGKQPIFDLYDVENEI
                     QRSLERKVELKSGGYLIIDQTEAMTTVDINTGAFVGHRNLEETIFNTNIEATQAIARQ
                     LRMRNLGGIIIIDFIDMSNEDHRRRVLHSLEQALSKDRVKTSINGFSQLGLVEMTRKR
                     TRESIEHVLCHECPTCRGRGTVKSVETVCYEILREIVRVHHAYDSDRFLVYASPAVGE
                     ALKGEESHALAEVEIFVGKQVKVQIEPLYNQEQFDVVMM"
     gene            3813566..3817489
                     /locus_tag="CH60_3463"
     CDS             3813566..3817489
                     /locus_tag="CH60_3463"
                     /note="conserved hypothetical protein;
                     [S] COG3164 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11927.1"
                     /translation="MRRLPKIMFATGATIIVVVALLVSALRMMLPLINEYRPQIVAKI
                     QSVSGIPLDVGFMQGTWETFGPTLELRDIRAQMPKADLQVQRVTLALDVWQSLLHWRW
                     QFRDLTFYQLQLDLHTTLDATQNNGSNLETGNVHNIFLRQLDRFDLRNSRISFLTPSG
                     PRAELEIPQLTWLNSSTRHRAEGQISLSTINGQHGVVQVRMDLHDNQGILNNGTVYMQ
                     ADNIDLKPWISRWLQNNTGLDNAEFSLAAWLSIKSGEVYRGNVLLSQGQANWTVGSNS
                     HQLSVDNFVLEGRRQGNGWQIDAPVLNLKTDGQAWPKGRLSALWLPENTQFIGPEQRQ
                     ELRIRASNLQLERIGPLLPTLSPFTPELLARWADLQPQGYVDALALDIPISQPETTRF
                     QAKWHDVSWQYWGQLPGVNHFDGELSGSARLGRLNINLKNSLLPYGDLFRAPLEVSQA
                     SGALNWRIDDKGWALWSDQLDVQAKSLWGNGSFYYMQPNQKPSQLNQAQPWLKILAGI
                     RLYDATDAWRYFPVSLMGEKLADYLTEALQGGQVDNATLVYNGNPHDFPYKNKEGQFQ
                     VYVPLRNAVFQFQPDWPALDNLAIDLNFLNEGLWMNAPHTLLGKVIGSNISAIIPDYL
                     KEKLYVDADVLGEGRDVHDYFTATPLKDSVAETLDELQVGGKISGRLHLDIPLEEESI
                     THASGEVTLNNNSLLVKPLQSQLENINGKFRFYDGNLESETLSANWYGQPLTVNFTTK
                     EQPKDFLVNVGLQGDWLPAKLPGVPDSLAKMLSGSANWQGKVAVKLPQHGKPDYQVDV
                     SADLKKVSSHLPSPLDKNSGQALPLHVQVNGGLEAFTLSGSAGNNNAFNSQWLLQGEK
                     VELARAIWQTDSKKIPSLPDDKALVFKLPAIDGERWLALLAPELATAASPFAASFSSP
                     SATSSTQPKIKGSKTNVILPKRLTLQTPELLVGGQAWHQLTLQADPLPSGMKITAKGQ
                     EVDGSLLMADYGPWHADLNYLYYNPQWGSREANNPLAQAVSQEPTVLQKPQPPSGISF
                     SDWPALQLRCKACWILGQNIGRVNADLTPKGSALILTNGLIEAGNGRANITGQWQQDR
                     AGDKTTLNIGLNGPRIDETLSFFGLTTLIKNASFAINADLNWRGVPWEPQINTLSGTL
                     KGRLGKGQLTDLGGGRAGQLLRLVSFDALLRKLQLDFSDTFSRDFAFDSIRSTATLKN
                     GVMSTNDLVIDGLAADIAMNGKVDLVKRQIAMEAVITPELSATVGVATAFAINPIVGA
                     AVFAASKILGPLWSKVSLIRYQITGSLDQPTIHEVLRQLKENEAP"
     gene            3817486..3818355
                     /locus_tag="CH60_3464"
     CDS             3817486..3818355
                     /locus_tag="CH60_3464"
                     /note="[R] COG0388 Predicted amidohydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="carbon-nitrogen hydrolase family protein"
                     /protein_id="AJK14194.1"
                     /translation="MKNANVALLQLCSGENTRDNLAQIEQQIKQLNAGIKLVMTPENA
                     LLFANAASYRHHAEHHNDGPLQQEVREMARRYGVWIQVGSMPMVSRESPDLITSSSLL
                     FDDQGELKARYDKIHMFDVDINDIHGHYRESDTYQPGQQLTVVDTPVGRLGMTICYDL
                     RFPGLFQALRAQGAEIISVPAAFTKMTGEAHWETLLRARAIENQCVILAAAQVGRHGA
                     TRRTWGHTMAVDAWGKIIGHNPDAVAALKVRIETAGLKTIRNQMPVMQHNRFQATLEP
                     TLNKPLLNKPPSN"
     gene            3818367..3819812
                     /locus_tag="CH60_3465"
     CDS             3818367..3819812
                     /locus_tag="CH60_3465"
                     /note="[R] COG0312 Predicted Zn-dependent proteases and
                     their inactivated homologs"
                     /codon_start=1
                     /transl_table=11
                     /product="modulator of DNA gyrase family protein"
                     /protein_id="AJK13539.1"
                     /translation="MSLSFVSEQLLTANKLNHQDLFSVLGQLTERRLDYADLYFQSSY
                     HEAWVLEDSIIKDGSYNIDQGVGVRAVSGEKTGFAYADQITLNALQQSAHAARSIVRD
                     TGNGKVHTLGEIAYQALYPLLDPLQSLSREDKIALLHRVDKVARAADKRVQEVSASLT
                     GVYEQILVAATDGTLAADVRPLVRLSVSVLVEDNGKRERGACGGGGRFGYDYFLETVD
                     GEVRADNFANEAVRMALVNLSAIAAPAGAMPVVLGAGWPGVLLHEAVGHGLEGDFNRR
                     GSSVFSGQMGKLVASELCTVVDDGTMQGRRGSLAIDDEGVPGQYNVLIENGILKGYMQ
                     DKLNARLMGVAPTGNGRRESYAHLPMPRMTNTYMLAGQSTPEDIIASVEYGLYAPNFG
                     GGQVDITSGKFVFSTSEAYLIEKGKITHAVKGATLIGSGIEAMQQISMVGNDLALDKG
                     VGVCGKEGQSLPVGVGQPTLKLDNLTVGGTA"
     gene            complement(3820015..3822873)
                     /locus_tag="CH60_3466"
     CDS             complement(3820015..3822873)
                     /locus_tag="CH60_3466"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein;
                     [M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AJK14157.1"
                     /translation="MSTSLPTQLCANTPALTIHDNRGLAIRTLAYNRRDHNETVDELI
                     SRNRYNASGQLIASRDPRLEVDNFRYQYSLSGVPLRTDSVDSGSTLQLADSAGRTVLT
                     LDAHHTRRWVEYETGEHSLGRPLSYHEQAKGGLKTVTDRFFYATNSEQDKNCNLNGQC
                     VRHYDSAGLQALISQSIIGVPLQQQRRLLTNPKGPVDWFGEKENWGARLSEQPFVSHS
                     TTDALGQLLTQTDAKGHIQRMAYNRAGQLIGSWLTIKNSAEQVILRSLTYSAAGQKLR
                     EESGNGVITEYRYEPQTQRLIGIKTTRPAKKDRPTRLQDLRYDYDPVGNILAIHNDAE
                     ATRFYRNQKIVPETTYRYDALYQLIEATGREADTNGIQNSQLPALASLNDSNQFVNYT
                     RSYHYDRAGNLLKIQHTGASQYSTHITVSDSSNHGIQQQDGIIARDIRSQFDAAGNQQ
                     QLQPGQPLRWNSRNQLQQVEPVPRNDGISDSESYLYDGSGRRVAKISLHKTHNAIQTR
                     SVIYLAGLELRGQHNDNNLTESFQVITVGAAGRAQVRVLHWESGQPVDIVNDQLRYSF
                     DNHLGSALIELDSDGDIISQEEYYPFGGTAVLASRNTVEAKYKTVRYSGKERDATGLY
                     YYGYRYYQPWLGRWLSADPAGTIDGLNLYRMVRNNPIRWRDNNGLLTEEQINMYVNLF
                     SNIGLKNDDELKSELLKYGLSEEEQNQIYLNMLRPMQSGSSSSLFSFPSESSSSSGST
                     QSVDSGYLSPVRNYHFFEDIKLATMHRPYPKKQASSDTITYSAEDLTEASPIKILIGL
                     DLTSKNTQPYKSALAEKGIKYITKEKYEITDFFEEGGLSTEQIDLTVNKILKLQKKDL
                     VGIHCGAGNGRSGVIASALSINKQYTTDKINSFDVTHSLRGSILKDTQTYQVDTVTAK
                     AVGIIREINPKAVERNQDVISLYRYSHFLYTRKHTTSL"
     gene            complement(3822934..3825765)
                     /locus_tag="CH60_3467"
     CDS             complement(3822934..3825765)
                     /locus_tag="CH60_3467"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein;
                     [M] COG3209 Rhs family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AJK13625.1"
                     /translation="MPNILPTDLCANTPTLAIHDNRGFAIRTLAYNRRDHNETIGELI
                     SRNRYNASGQLIASRDPRLEVDNFRYQYSLSGVPLRTDSVDSGSTLQLADSAGRTVLT
                     LDAHHTRRWVEYETGEHSLGRPLSYHEQAKGGLKTVTDRFFYATNSEQDKSGNLNGQC
                     VRHYDSAGLQALINQSIIGVPLQQQRRLLTNPKGPVDWFGEKENWGARLSEQPFVSHS
                     TTDALGQLLTQTDAKGHIQRMAYNRAGQLIGSWLTIKNSAEQVILRSLTYSAAGQKLR
                     EESGNGVITEYRYEPQTQRLIGIKTTRPAKKDRPTRLQDLRYDYDPVGNILAIHNDAE
                     ATRFYRNQKIVPETTYRYDALYQLIEATGREADTNGIQNSQLPALASLNDSNQFVNYT
                     RSYHYDRAGNLLKIQHTGASQYSTHITVSDSSNHGIQQQEGITARDIRSQFDAAGNQQ
                     QLQPGQPLRWNSRNQLQQVEPVPRNDGISDSESYLYDGGGSRVVKTSLHKTHNAIQTR
                     SVIYLAGLELRSQYNGNNLTEDFQVITVGAAGRAQVRVLHWERGQPVDIVNDQLRYSF
                     DNHLGSALIELDSDGDIISQEEYYPFGGTAVLASRNTVEAKYKTVRYSGKERDATGLY
                     YYGYRYYQPWLGRWLSADPAGTIDGLNLYRMVRNNPVGLMDGDGLMTDKLLAKHEANF
                     AKKNISSMAELKSEIEKLGLLPADSKQLFLHLNGGESDDEPSGSSGSSGSSEILENTS
                     PHKIKNFHFISEINLATMPRPYYKDFSSTEDMLESAERLKAYGSIDTLLTLDLTSEDI
                     PEFTSILADKGINYIAEKQYEIIDYFSEDELSSENIDRIVNMIKTIQNNNHKVGIHCA
                     AGNGRSGLIATAMIINKKYTQSRINSFEEKNKLKEIIDKNKNEINVDAITYDAMKLVR
                     KTNPFAGERTTDIKAAREYSRYLYSKQNR"
     gene            complement(3825966..3826325)
                     /locus_tag="CH60_3468"
     CDS             complement(3825966..3826325)
                     /locus_tag="CH60_3468"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK10951.1"
                     /translation="MISLSTLFGLGKSMMLLAGVVAIVWGVQASRTLDRLNQENVQLT
                     TQLARIGQINQQLTQHIQATTVQLKQAQEQERLEGEKSSELQKRLRLAQKGNRCAEEP
                     VPAAVIRMQQQSFSDGK"
     gene            complement(3826322..3826723)
                     /locus_tag="CH60_3469"
     CDS             complement(3826322..3826723)
                     /locus_tag="CH60_3469"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AJK10778.1"
                     /translation="MMNDKPTFRLSQISEHNLHHVHPDLVLIVRRALTLSHIDFRVIE
                     GIRTPERQRQMVLNGHSKTMNSRHLTGHAVDLAPMVNNRIPWDDWHAFVHVAKAMKQA
                     AKAMELPLQWGGDWKNFRDGPHFELPRECYP"
     gene            complement(3826736..3827038)
                     /locus_tag="CH60_3470"
     CDS             complement(3826736..3827038)
                     /locus_tag="CH60_3470"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13705.1"
                     /translation="MHVQVPIDDFFITWVIIGTFSAWGGLVRYIVDQNNEYEEWSWVG
                     VLCQVIVSAFTGLIGSLFTLETGSSRYITFAIAGLFGAMGNTALKHLWQRFFSHSK"
     gene            complement(3827172..3831662)
                     /locus_tag="CH60_3471"
     CDS             complement(3827172..3831662)
                     /locus_tag="CH60_3471"
                     /codon_start=1
                     /transl_table=11
                     /product="virulence plasmid 65kDa B family protein"
                     /protein_id="AJK14273.1"
                     /translation="MENSKQQVAVAPLSLPKGGGAITGMGDSLGPIGPSGMATLTLPL
                     PISAGRGYAPSLTLSYSSGSGNGPFGLGWQLGTMAIRRRTNAQVPRYDEYDEFLAPNG
                     EVMVVAADPQGSIERTEQSLNGEQFSVIRYLPRIEGNFHRIEYWRPRTNNSQAPFWLV
                     HSSDGQKHCLGYSAAARIADPLHPEHIAEWLLEESVSLSGEHIGYQYQAEDEQGIDEP
                     SIYKAEKQNHPAASAQRYLKRVVYGNRQAAYELYCLTQQPAPTSWLFSLIFDHGEYSN
                     IAEQVPVIIKGKSWNFRQDAFSHFNYGFEVRTRRLCQQVLMYHNLSALKGDEPDAQAT
                     LVSRLRLHYQHDAYATQLVGCQQLAHEPDGTKRSLPPLEFDYQDFSTRDALGWQPLTD
                     WAEFNYQYQMVDLNGEGMPGMLYQDSGHWIYRPPVRQPGTADGITFGAAQRLPSLPAM
                     RENAMLMDINGDGKLDWVISQPGLAGYFSRDPDLSRDPDLSWTQFIPLSTLPAEYFHP
                     QAQLVDLAGSGLSDLALVGPKSVRVYTNLCDSFAAATQVAQDDDITLPLPGVHFTELV
                     AFSDVMGSGQQHLVRIRHNSVTCWPNLGHGRFGHPLSLPGFNQPVEQFNPLAIYLADI
                     DGSGTIDLIYATTSQLLIYRNQSGNRFAEPLAIALPTGIRFDNSCQLSLADIQGLGVA
                     SIMLSVPHPTTQHWRYDFVASKPYLLCTTNNNMGAESQLLYRSSVQFWLDEKAQAAKQ
                     GRSLACQLPFPIHLLAQTTQFDEITGNSLSQTARYFHGFYDGVQREFSGFGRVDTLDT
                     DTSAQGSAAERTAPTKSSRWFHTGRAGNETLWQSEYWQGDDQAYSLLPTRLTKFINNT
                     QGDELLSELDDNQTFWLHRALKGSLLRSELYGLDDSELATQPYSVNSSRYQVRQIQSS
                     ADGISSPVALPMVLEQLSYHYERIAQDPQCSQQIVLRCNEYGHPLHSVTINYPRRDKA
                     RISPYSWLAKEHWDSHFDEQQQQLRITESQQSYHHEISDKFYVLGLPAGQRSDVLTYP
                     DNFVPTAGIHWEELQQPEGLLGTKAERTFTAQQQVFYTSDTIPGLVAYSQQAEFDDQT
                     LVALDELLPANERKQQLIKAGYQIAPRLFARTGETDIWVAQSGFTDYGDASRFYRPIS
                     QRSTQLVGKTILEWDATCCAVSDIILADYSITHAEYDYRFITPYLLIDINDNQHYIEL
                     DALGRVTSSRFAGTEIDPQTNKVIETGFPSIAEQPFSAPNSVDKALSLENTRIPVAQF
                     SVYQPQSWMISLQLDDIEIWIRANNITPEYLFQNHILIDNYYLCPLALRRWGRQNNLL
                     ITEGVGLTLKNPMRQPPHILTVVVDNYFSASEPQQHQQTLAFSDGFGRVLLSARRVET
                     GPSYSFDPENGLLVDDKGNLVQLEVDQRWAVSGRTEYDNKGLPRRRYQPYFFDNWIWL
                     YIANNRTLKEAYADTHIYDPLGREIKVITAKGYLRRTHYFPWFVISEDENDTASEITP
                     NP"
     gene            complement(3831719..3835312)
                     /locus_tag="CH60_3472"
     CDS             complement(3831719..3835312)
                     /locus_tag="CH60_3472"
                     /codon_start=1
                     /transl_table=11
                     /product="putative insecticidal toxin complex protein
                     TcaB"
                     /protein_id="AJK12269.1"
                     /translation="MPTSTVLNKINESRRDALVNYYLAKNVSGDEKIKTAEQLYQYLL
                     LDTKIGHEVKTSPIAEAISSLQIYINRCVDGEENDLHEKNISTHFSSDNFLHGWNSYN
                     KRYARWAGKEKLMYYAADYIDPTLRYNKTELFNTFEQSINNSRLTEKSVKSALQSYLI
                     SYEKLAQIDTIKELYVENIKTHFFLGKTRESPCQYYWRSGEQLSNDSHHLRWSEWKKV
                     NCNINGTEEKFFINLSWHRSSLYIDWINKFSIRTDKDETTEKYHYNRVYKNDDNTWSE
                     LIINMDIGFKLSTSTEVITLPPFFVNQGDPNAKEEVENLFLTNGTSIKRIESRLHGYI
                     NGHIKILCNDDGISFEIAEKLINGDNGTIGEVKIIENEKIISTINNEKGENKKINLID
                     KFEIRIFPYNELVASTIVFNRIKPEEKIIDELDDKISLLSPNSLPLKEKFQTSVDELL
                     SYNTQKNNVKLNAFNGSYGIYLWELFFHIPLLASMRFLNEQRFDLAQHWLKYLFNSAG
                     YRDGNGNLLKEGDNILYWNILPLQQDTAWDKNTLIQATDDPDVIAMQDPMQYKLAIFM
                     RTLDLIISQGDQAYRQLERDTLAEAKIHYIQASQLLGPRPNLNSSHQWENIKLAEESR
                     QLENSHFLPPYNELLLSYWDKLEIRLYNLRHNLNLDGQPLHLPLFATPVDPKALQRQH
                     GAGNGINSSEQIATAQTSLYRFPLLIERAKSAVSAVIQFGNSLQSVLERQDNEAMTLL
                     FQQQQQKVLQHTKDIQNNNIQVLQASLEATDSLKSAAEQRRKHYKELLDNGISSDEQL
                     AINIRIASAALNGESLVPLGLSAVLDTAPNVFGLADGGSRWGAISQAVGWGMQSMAMA
                     LETTAGVRDAKANYSRRAQEWTLQKDQADKDIEQLAHQYTSVQEQLNMAQKQLNLAEL
                     EQGHADALYQMQSTRFTGKELYNWMAGRLSGLYFQLFDATQPLCLMAKAALEKEVDKA
                     KTDGLFIRSGWNDLYQGLLAGEDLQLNLQKLENVWLMEEQRALEVERTVSLAQHYQQL
                     SDHKFNLAEIVTGYMAQDKDQKTGNEQDFVELKNGTLITSLSIKGLNLVEDYPETMHL
                     GDIRRIKQISVSLPALLGPYQDVQATLDYAGENTHLAKGCTALAISRGMNDSGQFLLD
                     FNDGKYLPFEGIDISDKGTLVLRFPNATSKQKLLLQSLSDIILHIRYTIRS"
     gene            complement(3835353..3837860)
                     /locus_tag="CH60_3473"
     CDS             complement(3835353..3837860)
                     /locus_tag="CH60_3473"
                     /codon_start=1
                     /transl_table=11
                     /product="virulence plasmid 28.1kDa A family protein"
                     /protein_id="AJK11418.1"
                     /translation="MQDNIDHTASVIADTDNTIHQQAKAEERHRQAVRRATQLRNDPV
                     LSGINKLAFSVAPKILQPEARTDLSLAEGIPERANEYADPASIQSLFSPGRYLCELYH
                     VAKELHEDGNKLHIDKRRPDLQELVLSNSNSNMNQEVSSLEILLNVLQTNAPLAKLAK
                     DTEAHANDVSFTLPYDDNLTVINAILEDKAISLREIAALLAENNDPWANPITPALVQE
                     QLGLNPASYALIDIKSPLDDNSAKRLAHATQLSVEQLQWLNKNAIESSSDKDSPLRPE
                     ILTIISEYRRLHQRYGLSVDPFIAIINAVNTTHTNENKTSFFQQIFSTLDVDAGFNFL
                     DQGSWEVIIRKALGITAEELLRIAKYCFGKSSISNVKMNSKKFSQLYRMAMIPRTLGV
                     SFSQAEYLWQLYSHPDENIMEKIAQGNALTIIDAIIVLENTLQWMSEQKLDITTLQAM
                     LTKQYSTTATPELFNFLSNIYQTLGKQVYSESLKPNLYRSLANGFHLKANVVAGLVNW
                     LAKNDSEFTLERFWQNISMTFAEEPSLHQLEIHQPLLIQCQKLSQYVLIAQWAELSEQ
                     EIALILLPNGIDNRGSAPSPSITLLKLLSEFKLCQQEAKVSQSELFDIMQQLITDTNE
                     KQEKLRNSADKVIRSIAKSIGSINNSMDDIDSTISIRNGSATLFPPEHPMYKALKLEV
                     SNLEKSKIQLEGKKKEEEIKLEQAKDNIQSLINNWDSEIIIRLADAYHWDINIANSIF
                     ILIFGEKINFTFHYENRNDYHYEEHYGYRFEQKPMYSFDKKLTNGFGSILLLKNHIYI
                     AEKLKIHPGTIIKIKNYIFDDKSNELENIANKLRVNL"
     gene            complement(3838096..3838908)
                     /locus_tag="CH60_3474"
     CDS             complement(3838096..3838908)
                     /locus_tag="CH60_3474"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12633.1"
                     /translation="MTNAAVKLFTTPPPMSRSLKILEEELGFKLFTRTTSGLKLTLEG
                     AAFYQEIYPTYVRLTEITKNYKKNKNGIINIATYQLNSDHAGVICDYFIKKGNFNIEL
                     RENIGDISQMDIVISTKEIKGYDFDTELTASCEIKLLYASHLNDLPDRVEYLKKLPFI
                     QSSIFCSSCCFKRFSHNLIQQGYSGNVLRIDDARVRHEIIKKGAGISLSTNYFFDKKK
                     ISHSTEISFISDINFDITYYIYFKSSVINKEFFIQYITNNSLLQWQKAEKKH"
     gene            complement(3839223..3840134)
                     /locus_tag="CH60_3475"
     CDS             complement(3839223..3840134)
                     /locus_tag="CH60_3475"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13205.1"
                     /translation="MERLKQMSVFAKVVECGSFTAAARRLENSVSSISQTVSKLENEL
                     NVKLLNRSTRRIGLTEAGRIYYQGCRRMLQEVQQVHEQLYAFNNTPTGTLRIGCSSTM
                     AQNVLATMTADMLKAYPGLSVNLVAGIPAPDLIADGLDVVIRVGALQNSGLFSRRLGA
                     MPMVVCAAKSYLSQYGTPAKPSDMANFSWLEYNVRPDSNFELIAPEGITTQISPQGRF
                     VTNDSQTMIRWLKAGAGIAYTPLMWVIEEIKRGEVEILFKHYHSDPRPVYALYTEKDK
                     MPLKVQVCIDYLTEYFKRVADVYQDYR"
     gene            3840437..3840640
                     /locus_tag="CH60_3476"
     CDS             3840437..3840640
                     /locus_tag="CH60_3476"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13428.1"
                     /translation="MSLLPVMVIFGLSFPPIFLELLISLALFFVVRRILQPTGIYEFV
                     WHPALFNTALYCCLFYLTSRLFS"
     gene            3840648..3841583
                     /locus_tag="CH60_3477"
     CDS             3840648..3841583
                     /locus_tag="CH60_3477"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [V] COG1566 Multidrug resistance efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK12013.1"
                     /translation="MSTFSLKIIRVGITVLVVVLAVIAIFNVWAFYTESPWTRDAKFT
                     ADVVAIAPDVSGLLTEVPVKDNQLVQKGQILFVIDQPRYQQALAEAEADVAYYQTLAA
                     EKQRESSRRHRLGIQALSQEEIDQASNVLQTVQHQLAKAIAVRDLARLDLERTTVRAP
                     AEGWVTNLNVHAGEFINRGATAVALVKKDTFYILAYLEETKLEGVKPGYRAEITPLGS
                     NRILHGTVDSISAGVTNSSSSADSKGLATIDNNLEWVRLAQRVPVKIHLDSEDQQYLY
                     PAGTTATVVITGPNDRDPHQASPMTKLMHRLREFG"
     gene            3841585..3843540
                     /locus_tag="CH60_3478"
     CDS             3841585..3843540
                     /locus_tag="CH60_3478"
                     /note="[S] COG1289 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="fusaric acid resistance family protein"
                     /protein_id="AJK14057.1"
                     /translation="MTHPSFIRLRFAFKLSFAIVAALFLGFHLQLETPRWSVLTAAIV
                     SAGPAFAAGGEPFSGAIRHRGWLRIIGTFIGCIGGLVIIVLTIRAPVLTLMLCCLWAG
                     ICTWISSLVRVENSYAFGLAGYTALIIIVTTGETPLLTPQFAVERCSEIVLGIVCAVM
                     ADLLFSPRSIKQDIDRLVDKVLVDQYRLLQLCIQPAEKSEIDRAWNELVKNTTSLNGM
                     RSYLMMESSRWQRCNRRLQVLHTESLALITQACETYLVMSNHPEVISAELKTMLSEPA
                     QTPAEIHQQMKKLRQFIAASHSEAIPHTISSWVGAATRYLLLSKGIQTNSSINQVEED
                     ILAGDAPVKPISAEGHHAMINGLRTGIATAIGGLFWLWTGWTSGAGCMVMIAVVTSLA
                     MRTPNPRRMALDFLVGVIIALPIGALYFMFIIPSTQQSMLLLCISLGVLAFIIGIEVQ
                     KRRLGSLGTLASTINIIVLSNPMIFNVRQFLDSALGQIVGCFVSLIVLLLIRDNAKDR
                     TGRTLLNRFVYSAVSALTTNKTKRGENHLPALYQQLNQLLMMFPADIDKYRLALTLII
                     AHQRLNRTEIPVNAELSAFHKQIRSTAERVITVNNDQKRRYYFARLLQELDQYQQKLV
                     DYQAADAVIRPVKRLTEMLRKYQSALI"
     gene            3843807..3844940
                     /locus_tag="CH60_3479"
     CDS             3843807..3844940
                     /locus_tag="CH60_3479"
                     /note="[C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AJK12177.1"
                     /translation="MPAQNPLQHQRQHDGIYHIGYFVGGKWSQAQEQFDVYNPATGEL
                     VARVAKSGKQETEAAIKAASEAFPAWRKTPAKQRAEILQRWYLLIMEHQQSLAELMVS
                     EQGKPLKEALVEVAYAASFIQWFSEQAKRANGEIIPSAKEGARILATREPIGVVAAIT
                     PWNFPLAMLTRKLGPALAAGCTGLIKPANNTPLSAFALLALAEQAGVPAGVLNGVVGD
                     THAISDAIMASSDVRKISFTGSTNVGKTLMRNAAATMKRISMELGGNAPYIVFDDADL
                     EAAVAGAMACKFRNAGQVCVCVNRFYIQDAIYDEFVNRLAAEVKKLKVGNGMDKDVNM
                     GPLINLAGLEKVEEHVKDALEKGGRLLAGGIAMRWAVISSSQR"
     gene            3844937..3845275
                     /locus_tag="CH60_3480"
     CDS             3844937..3845275
                     /locus_tag="CH60_3480"
                     /note="[C] COG1012 NAD-dependent aldehyde dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AJK12523.1"
                     /translation="MIADANEQMKVASEETFGPLAACFRFSTEAEVIQRANNTPFGLA
                     AYFYTQNLQRVFRVSEALESGMIGVNECSVSTELAPFGGVKESGLGREGSVLGLDEFM
                     EVKTLHLGNL"
     gene            3845470..3845943
                     /locus_tag="CH60_3481"
     CDS             3845470..3845943
                     /locus_tag="CH60_3481"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease family protein"
                     /protein_id="AJK12852.1"
                     /translation="MNKRLMAILGAVLLLIAGAWQGIDGVTVRDIGSSAELERPALSA
                     SAATESLTQHQKVVKYLQTHHRLPDFYLTKKQAREQGWDAQKGNLCDVLPGKAIGGDR
                     FSNRERQLPDAKGRHWREADVNYRCGRRGSDRLLYSNDGLIYLTQDHYKHFIRME"
     gene            3845948..3846229
                     /locus_tag="CH60_3482"
     CDS             3845948..3846229
                     /locus_tag="CH60_3482"
                     /note="conserved hypothetical protein;
                     [K] COG2732 Barstar, RNAse (barnase) inhibitor"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12091.1"
                     /translation="MVKVVFDFNHIPDLPAFYRAFSQNFALSEDFGANLDALWDVVTG
                     EIALPVEIEFVHFSRRHQRRFAAIVLLLEEAEEELAGRLHFNVVDEHIV"
     gene            complement(3846341..3846889)
                     /locus_tag="CH60_3483"
     CDS             complement(3846341..3846889)
                     /locus_tag="CH60_3483"
                     /note="conserved hypothetical protein;
                     [S] COG3028 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11960.1"
                     /translation="MNKQPEDWLDDVPENKNDDDDEIIWVSKSEIKRDAEALKDLGTE
                     LVDLGKNALERIPLDEDLLAAIELAQKIKKEGRRRQLQLIGKMLRARDVEPIQTALDK
                     LKNRHNQQISLFHKLETLRDRLIAEGDEAIPTVLELYPDADRQQLRSLVRNAQKEQAA
                     NKPPKSFRQIFSYLRELAEKKQ"
     gene            3847070..3848410
                     /locus_tag="CH60_3484"
     CDS             3847070..3848410
                     /locus_tag="CH60_3484"
                     /note="[R] COG0312 Predicted Zn-dependent proteases and
                     their inactivated homologs"
                     /codon_start=1
                     /transl_table=11
                     /product="modulator of DNA gyrase family protein"
                     /protein_id="AJK11823.1"
                     /translation="MKVVTQVAEQRKTLEQAVAQALELARVGSDAAEVAVSKTTGISV
                     STRFGEVENVEFNSDGALGITVYHQQRKGSASTTDLNPDAVARTVQAALDIARYTSPD
                     PYAGPADKSLLAFDAPDLDLFHPGDLDAEQGILLAARAEQAALQADKRITNTEGGSFN
                     SHYGIKVFGNSHGMLQSYCSSRHSLSSSVIAEHNGDMERDYAYTIGRRMEDLATPEWV
                     GEECARRTLSRLSPRKLPTMQSPVLFAAEVATGLFGHLVSAISGGNIYRKSTFLLDHL
                     GQQILPEWLTIEEHPHLLRGLASTPFDSEGVRTLQREIVKDGVLQTYLLTSYSARKLG
                     LQSTGHAGGIHNWRIAGQGQDFAGMLKQLDKGLVVTELMGQGVSTVTGDYSRGAAGFW
                     VENGEIQYPVSEITIAGNLKDMLRNIVSVGSDIETRSNIQCGSVLLPVMKIAGE"
     gene            3848695..3849303
                     /locus_tag="CH60_3485"
     CDS             3848695..3849303
                     /locus_tag="CH60_3485"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12199.1"
                     /translation="MIVMPSTYSPATIAREFKVIHEFELSSMKYGVIFDKNVPKAAII
                     RMNTESFNGIPRHRIIAALDLVAKQELGENVISVQRFWQDSALFQVEGMVVEQGARGK
                     GLATLLYEELVVKCGVILMSDNKQYEAGKALWQKIAQESDKLAVFILDSDVGQFYPYC
                     GDRVPYNGKGIPEEKIWSLHPDTTKWGVVLVAENREKISQYC"
     gene            3849511..3849897
                     /gene="cybC"
                     /locus_tag="CH60_3486"
     CDS             3849511..3849897
                     /gene="cybC"
                     /locus_tag="CH60_3486"
                     /note="[C] COG3783 Soluble cytochrome b562"
                     /codon_start=1
                     /transl_table=11
                     /product="soluble cytochrome b562"
                     /protein_id="AJK12644.1"
                     /translation="MGKTLMALITAALLSTSSLVMAASVADDMETIAEHYGKVLKADS
                     TAVIKQDLQAMRVAAVDAQKGIPTKLKSKVEDSPEMKDFRHGMDVLIGEIDGALALAD
                     QGKLDEAKQAAQDFKDTRNTYHKKYR"
     gene            complement(3850113..3850523)
                     /locus_tag="CH60_3487"
     CDS             complement(3850113..3850523)
                     /locus_tag="CH60_3487"
                     /note="transcription elongation factor, GreA/GreB, C-term
                     family protein;
                     [K] COG0782 Transcription elongation factor"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12690.1"
                     /translation="MTKPTITINELDAERLDALLAQPAFAGSVVATALNEELDRAEIL
                     PPNEIPADVVTMNSRVRFLDLNSQEEHIRTLVYPASLKDSNEQLSVMAPLGAALLGLH
                     VNDEISWKLPGGDETRITVLELLYQPESAGEYHR"
     gene            complement(3850876..3852543)
                     /gene="treC"
                     /locus_tag="CH60_3488"
     CDS             complement(3850876..3852543)
                     /gene="treC"
                     /locus_tag="CH60_3488"
                     /EC_number="3.2.1.93"
                     /note="trehalose_treC: alpha,alpha-phosphotrehalase;
                     [G] COG0366 Glycosidases"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha,alpha-phosphotrehalase"
                     /protein_id="AJK10945.1"
                     /translation="MNNPIPWWQHGVIYQIYPKSFQDSTGNGYGDLAGVAQRLDYLQK
                     LGVDAIWLTPVYVSPQVDNGYDVADYCAIDPAYGTLDDFKRLVAGAHQRGIRIIMDMV
                     FNHTSTEHAWFKASQDRNSPYRQFYIWRDGDGGDGSLPNNWRSKFGGHAWQWHAASGQ
                     YYLHLFAPEQADLNWEHQPVRDELKKVCEFWADLGVDGLRLDVINLVSKQQDFPNDLD
                     GDGRRFYTDGPRIHEFLQELSRDVFQPRRLMTVGEMSSTRLEHCQRYAALGGDELSMT
                     FNFHHLKVDYLNGEKWSLMPPNRVELKHIFNQWQQGMHNRAWNALFWCNHDQPRIVSR
                     FGHEGALRLPAAKMLAMVLHGMQGTPYIYQGEEIGMTNPNFTDITQYRDVESLNMFAE
                     LSVAGREPDELLAILAAKSRDNSRTPMQWDSSDNAGFSQGTPWIAPCSNYHEINVNAA
                     LADADSVFYAYQYLIALRKQYDIFTFGDYQDLCPQHPDLWCYLRSWQGKQLLVVANLS
                     EEPQRWQPEGLTLDGNWQLLMSSYDQSAFQPQDMILRGYEGIYWVCE"
     gene            complement(3852638..3854053)
                     /gene="treP"
                     /locus_tag="CH60_3489"
     CDS             complement(3852638..3854053)
                     /gene="treP"
                     /locus_tag="CH60_3489"
                     /EC_number="2.7.1.69"
                     /note="PTS-IIBC-Tre: PTS system, trehalose-specific IIBC
                     component;
                     [G] COG1263 Phosphotransferase system IIC components,
                     glucose/maltose/N-acetylglucosamine-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, trehalose-specific IIBC component"
                     /protein_id="AJK12730.1"
                     /translation="MGKVKQQDIDQLIVLVGGRENIATVSHCITRLRFVLKDPSIASP
                     KEIENLSMVKGCFTNAGQFQVVIGPEVDDYYKALIAKIGQSEVDKEQTKLAARQNMTW
                     FERGISHFAEIFFPLLPALISGGLILGFRNVIGDIPMSEGKTLAQMYPAWQTIYDFLW
                     LLGEAIFFYLPVAICWSTVKKMGGTPVLGIVLGITLVSPQLMNSYLLGQQLPDVWNFG
                     WFTIEKVGYQAQVIPSILAGLALGWIETNLKRIIPAYLYLVVVPVVSLLLAVFLAHTL
                     IGPFGRMIGDGVAWGVKAVMTGSFAPVGAALFGFLYAPLVITGVHQTTLAIDMQMVQS
                     MGGTPVWPLIALSNIAQASAVLGIIIISRKINEREISVPAAISAYLGVTEPAMYGINL
                     KYRFPMLCAMIGSALAGLICGLTGVMANGIGVGGLPGILSIQPQFWGIYAVAMLVAIV
                     VPLALTILVYKRKERRGELPV"
     gene            complement(3854464..3855417)
                     /gene="treR"
                     /locus_tag="CH60_3490"
     CDS             complement(3854464..3855417)
                     /gene="treR"
                     /locus_tag="CH60_3490"
                     /note="trehalos_R_Ecol: trehalose operon repressor;
                     [K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="trehalose operon repressor"
                     /protein_id="AJK11192.1"
                     /translation="MQNRLTIKDIARMSGVGKSTVSRVLNNEGSVSPQTRERVEAVIR
                     QHGFTPSKSARAMRGQSDKVVGIIVSRLDSPSENQAVRTMLPLFYQQGYDPILMESQF
                     DTTLVSEHLHILQQRHVDGVILFGFSGLTAEMLAPWQEKMVVLAREYRGFSSVCYDDE
                     GAIYLLMDKLRQAGHRHISYIGVQSSDATTGMRRYQAYLDYSQQHGLTPMVALGELSY
                     QSGFQLAPQVITPQTSALVCASDTIAMGVSKYLQQQEREQPPIQVCGIGNTPLLHFLF
                     PDTLTIELGYGRAGVKAAQQLLDQLSNSQPIQQIIIPGQLV"
     gene            complement(3855651..3856127)
                     /locus_tag="CH60_3491"
     CDS             complement(3855651..3856127)
                     /locus_tag="CH60_3491"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK12039.1"
                     /translation="MKLRTWLLIPIICSPFFWGSTAIAKNGVAIPLPDKRVAVLSEGD
                     LESASVGTYSVAIFKNDTFLDFIAGGVFSRDGSIFQDNGKPRVEFTDINGDGNKELIV
                     SQLTAGSGNYLRVDAFSLGPDSINKVLSIQSDTKSDYISLLKELCEICLPIDAPPH"
     gene            complement(3856426..3856812)
                     /locus_tag="CH60_3492"
     CDS             complement(3856426..3856812)
                     /locus_tag="CH60_3492"
                     /note="[J] COG0251 Putative translation initiation
                     inhibitor, yjgF family"
                     /codon_start=1
                     /transl_table=11
                     /product="reactive intermediate/imine deaminase family
                     protein"
                     /protein_id="AJK12181.1"
                     /translation="MLRAIKTKLAPAAIGPYVQGVDLGSMIMTSGQIPIDPKTGLVAD
                     DIAAQARQSLENVKAIVEAAGLKVADIVKTTVFVKDLNDFSIVNATYEAFFTEHSAPF
                     PARSCVEVARLPKDVKIEIEAIAVRR"
     gene            complement(3856950..3857414)
                     /gene="pyrI"
                     /locus_tag="CH60_3493"
     CDS             complement(3856950..3857414)
                     /gene="pyrI"
                     /locus_tag="CH60_3493"
                     /EC_number="2.1.3.2"
                     /note="ATCase_reg: aspartate carbamoyltransferase,
                     regulatory subunit;
                     [F] COG1781 Aspartate carbamoyltransferase, regulatory
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate carbamoyltransferase, regulatory
                     subunit"
                     /protein_id="AJK13686.1"
                     /translation="MTQDYKLQVEAIKCGTVIDHIPAQIGFKLLSLFKLTATDQRITI
                     GLNLPSKRSGRKDLIKIENTFLTEQQANQLAMYAPDATVNRIDNYEVVKKLTLSLPER
                     IDAVLTCPNSNCISHNEPVDSSFTVKAQRGEISLKCKYCEKEFDHLTVLHAD"
     gene            complement(3857426..3858361)
                     /gene="pyrB"
                     /locus_tag="CH60_3494"
     CDS             complement(3857426..3858361)
                     /gene="pyrB"
                     /locus_tag="CH60_3494"
                     /EC_number="2.1.3.2"
                     /note="asp_carb_tr: aspartate carbamoyltransferase;
                     [F] COG0540 Aspartate carbamoyltransferase, catalytic
                     chain"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate carbamoyltransferase"
                     /protein_id="AJK11588.1"
                     /translation="MANPLYHKHIISINDLSRDELELVLRTAASLKKTPQPELLKHKV
                     IASCFFEASTRTRLSFETSIHRLGASVVGFSDSSNTSLGKKGETLADTMSVISTYVDA
                     IVMRHPQEGASRLAAQFSGNVPIVNAGDGANQHPTQTLLDLFTIQETQGRLDNINIAM
                     VGDLKYGRTVHSLTQALAKFNGNHFFFIAPDALAMPAYILQMLEEKEIEYSLHESLEE
                     VVPELDILYMTRVQKERLDPSEYANVKAQFILRSSDLTGARDNLKVLHPLPRIDEITT
                     DVDKTPYAYYFQQAGNGIFARQALLALVLNAELAL"
     gene            complement(3858699..3858971)
                     /gene="ptsO"
                     /locus_tag="CH60_3495"
     CDS             complement(3858699..3858971)
                     /gene="ptsO"
                     /locus_tag="CH60_3495"
                     /note="[G] COG1925 Phosphotransferase system, HPr-related
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphocarrier protein NPr"
                     /protein_id="AJK14370.1"
                     /translation="MTVKQTVEIKNKLGMHARPAMKLFELVQSFDAEVMLRNDSGTEA
                     EASSVIALLMLDSAKGRQIEVEATGVDEIQALAAVIELFNSGFDED"
     gene            complement(3858968..3859822)
                     /locus_tag="CH60_3496"
     CDS             complement(3858968..3859822)
                     /locus_tag="CH60_3496"
                     /note="conserved hypothetical protein;
                     [R] COG1660 Predicted P-loop-containing kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11850.1"
                     /translation="MVLMIVSGRSGSGKSVALRALEDMGFYCVDNLPVVLLPQLASTL
                     ADRNISAAVSIDVRNMPESPEVFEHAMTQLPDSFSPQLLFLDADRNTLIRRYSDTRRL
                     HPLSAKNLSLESAIDEESDLLEPLRSRADLIIDTSEMSVHELAEMLRTRLLGKREREL
                     TMVFESFGFKHGIPIDADYVFDVRFLPNPHWDPKLRPMTGLDKPVISFLDRHTEVHNF
                     IYQTRSYLEQWLPMLETNNRSYLTVAIGCTGGKHRSVYVAEQLADYFRARGKNVQSRH
                     RTLEKRKQ"
     gene            complement(3860128..3860610)
                     /gene="ptsN"
                     /locus_tag="CH60_3497"
     CDS             complement(3860128..3860610)
                     /gene="ptsN"
                     /locus_tag="CH60_3497"
                     /note="nitro_reg_IIA: PTS IIA-like nitrogen-regulatory
                     protein PtsN;
                     [GT] COG1762 Phosphotransferase system
                     mannitol/fructose-specific IIA domain (Ntr-type)"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS IIA-like nitrogen-regulatory protein PtsN"
                     /protein_id="AJK12510.1"
                     /translation="MTNDPALQLSSVLNIESTKSSVHCSSKKRALEIISELAAKQLNL
                     PSQVVFDAVLTRERMGSTGIGSGIAIPHGKLEEDTLRAVGVFIRLEQPIAFDAIDNQP
                     VDLLFALLVPADQCKTHLHTLSLVAKRLADKTVCRRLRSAQSDDELYQIITELPPEIA
                     "
     gene            complement(3860908..3861015)
                     /gene="raiA"
                     /locus_tag="CH60_3498"
     CDS             complement(3860908..3861015)
                     /gene="raiA"
                     /locus_tag="CH60_3498"
                     /note="yfiA: ribosomal subunit interface protein;
                     [J] COG1544 Ribosome-associated protein Y (PSrp-1)"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-associated inhibitor A"
                     /protein_id="AJK14240.1"
                     /translation="MQLNITGHHVEITEALREFVTTKFAKLEQYFDRIN"
     gene            complement(3861039..3862472)
                     /gene="rpoN"
                     /locus_tag="CH60_3499"
     CDS             complement(3861039..3862472)
                     /gene="rpoN"
                     /locus_tag="CH60_3499"
                     /note="rpoN_sigma: RNA polymerase sigma-54 factor;
                     [K] COG1508 DNA-directed RNA polymerase specialized sigma
                     subunit, sigma54 homolog"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-54 factor"
                     /protein_id="AJK12034.1"
                     /translation="MKQGLQLKFSQQLAMTPQLQQAIRLLQLSTLELQQEIQLALESN
                     PLLEQTDLHEEIDAKETVDSESLDTREALEQKDMPEELPLDATWDEIYTAGTPSGMGN
                     DYSDDELPVYQGETTQTLQDYLMWQVDLTPFTETDAAIATSIVDAVDDTGYLTVPLED
                     ILESMGDENVALDEVEAVLKRIQHFDPIGVAARNLRECLLVQLSQYAKDTPYLAEARL
                     IVSEYLDLLGNHDFRMMIRLSRLKEDTLKEAIALIQSLDPRPGQSINTGESEYVIPDV
                     LVRKEKGIWTVELNADSIPRLKVNQQYAAMGNSVRNDSDGQFIRSNLQEAKWLIKSLE
                     SRNETLLKVARCIVEQQVEFFEKGAEFMKPMVLADIAQAVDMHESTISRVTTQKFLHS
                     PRGIFELKYFFSSHVNTDSGGEASSTAIRALVKKLVAAENPAKPLSDSKLTTLLCEQG
                     IMVARRTVAKYRESLSIPPSNQRKQLV"
     gene            complement(3862534..3863259)
                     /gene="lptB"
                     /locus_tag="CH60_3500"
     CDS             complement(3862534..3863259)
                     /gene="lptB"
                     /locus_tag="CH60_3500"
                     /note="LPS_export_lptB: LPS export ABC transporter
                     ATP-binding protein;
                     [R] COG1137 ABC-type (unclassified) transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="LPS export ABC transporter ATP-binding protein"
                     /protein_id="AJK11281.1"
                     /translation="MATLIAEKLAKAYKGRKVVEDVSLNVKSGEIVGLLGPNGAGKTT
                     TFYMVVGIVQRDAGRIVIDDEDISLLPLHERARRGIGYLPQEASIFRRLSVFNNLMAV
                     LEIRKDLSAEQREERAEELMEEFHINHLRDSLGQSLSGGERRRVEIARALAANPKFIL
                     LDEPFAGVDPISVIDIKKIIKHLRDSGLGVLITDHNVRETLDVCERAYIVSQGHLIAH
                     GTPQDILADEQVKRVYLGEEFRL"
     gene            complement(3863266..3863811)
                     /gene="lptA"
                     /locus_tag="CH60_3501"
     CDS             complement(3863266..3863811)
                     /gene="lptA"
                     /locus_tag="CH60_3501"
                     /note="outer_YhbN_LptA: lipopolysaccharide transport
                     periplasmic protein LptA;
                     [S] COG1934 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="lipopolysaccharide transport periplasmic protein
                     LptA"
                     /protein_id="AJK11433.1"
                     /translation="MKSKNKISHLLLACSLLAASLSAFALTGDTEQPAEVKSDKQTLD
                     METNTVTFIDNVVIKQGTIEIKADKVVVTRPGGDQSKMIIEGFGNPVTFYQMQDSGKP
                     VKGHGQKLRYEIANDFVVLTGDAYLEQLDSNIKGDRITYLVKKQQMEAFSDKGKRVTT
                     VLLPSQLQDKGPAASGQKKSK"
     gene            complement(3863795..3864358)
                     /gene="lptC"
                     /locus_tag="CH60_3502"
     CDS             complement(3863795..3864358)
                     /gene="lptC"
                     /locus_tag="CH60_3502"
                     /note="lptC_YrbK: LPS export ABC transporter periplasmic
                     protein LptC;
                     [S] COG3117 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="LPS export ABC transporter periplasmic protein
                     LptC"
                     /protein_id="AJK12866.1"
                     /translation="MSKTRRWITLVLALIALALIGWNMSGFNQQGAPVVADDNEPSSQ
                     SQHTVTTVFNPVGQLNYKLVAEEVQNFSAKELTWFTKPVMTLFGDNAVATWTVRADRA
                     KLTDDKMLYLYGHVEVDSLTADAQLKKIRTDNAQVNLITQDVASDDEVTLFGIGFTSE
                     GMRIRGNLRDKTAELIEKVKTSYEIQK"
     gene            complement(3864355..3864918)
                     /gene="kdsC"
                     /locus_tag="CH60_3503"
     CDS             complement(3864355..3864918)
                     /gene="kdsC"
                     /locus_tag="CH60_3503"
                     /EC_number="3.1.3.45"
                     /note="[R] COG1778 Low specificity phosphatase (HAD
                     superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-manno-octulosonate 8-phosphate
                     phosphatase"
                     /protein_id="AJK11788.1"
                     /translation="MSNTAYIDTCYGPVADDVIQRAANIRLLICDVDGVMSDGLIYMG
                     NQGEELKAFNVRDGYGIRCLITSDIDVAIITGRRAKLLEDRANTLGITHLYQGQSDKL
                     VAYHELLATLQCQPEQVAYIGDDLIDWPVMAQVGLSVAVADAHPLLLPKAHYVTRIKG
                     GRGAVREVCDLILLAQDKLEGATGLSI"
     gene            complement(3865167..3866153)
                     /locus_tag="CH60_3504"
     CDS             complement(3865167..3866153)
                     /locus_tag="CH60_3504"
                     /note="kpsF: sugar isomerase, KpsF/GutQ family protein;
                     [M] COG0794 Predicted sugar phosphate isomerase involved
                     in capsule formation"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar isomerase, KpsF/GutQ family protein"
                     /protein_id="AJK10627.1"
                     /translation="MSTFDLQPGVDFQQAGKQVLQIEREGLAQLDQYINEDFSRACEA
                     IFRCHGKVVVMGMGKSGHIGCKIAATFASTGTPAFFVHPGEASHGDLGMITPQDIVLA
                     ISNSGESNEILTLIPVLKRQKILLICMSSNPESTMGKAADIHLCINVPQEACPLGLAP
                     TTSTTATLVMGDALAVALLKARGFTQEDFALSHPGGALGRKLLLRISDIMHTGTEIPT
                     VSPDASLRDALLEITRKSLGLTVICDDSMRIKGIFTDGDLRRVFDMGIDLNNAKIADV
                     MTRGGIRVPPNILAVDALNLMESRHITALLVADGDQLLGVVHMHDMLRAGVV"
     gene            complement(3866264..3867238)
                     /locus_tag="CH60_3505"
     CDS             complement(3866264..3867238)
                     /locus_tag="CH60_3505"
                     /note="[P] COG0530 Ca2+/Na+ antiporter"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/calcium exchanger family protein"
                     /protein_id="AJK14016.1"
                     /translation="MFLAITLLIIGLVLLVYGADRLVYGAAVLSRSFGVPPLIIGMTI
                     VGIGTSLPELIVSVTAALNGQTDMAVGNVLGSNITNLLLIVGGAALIRPLIVRSEILR
                     RELPLMLVVTALCGFLLADNHLSRGDGVILLLAAAAFIVLMLKIARLAHAEGNDILTR
                     EQLSELPQDSSTTVALLWLVLAFIILPLSAKMIIDNATVIARVAGVSELVIGLTVIAI
                     GTSLPELATFIAGALKGENDIAVGNIIGSNIFNIVIVLGVPALLSPGEINPEAFQRDY
                     WVMLAVSVVFTLLCLGRKHRIGHLAGALLLCGFITYLAVLFFAPISAL"
     gene            3867503..3868321
                     /locus_tag="CH60_3506"
     CDS             3867503..3868321
                     /locus_tag="CH60_3506"
                     /note="[Q] COG1127 ABC-type transport system involved in
                     resistance to organic solvents, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK10667.1"
                     /translation="MKQLASNVMNLIEIRGMSFTRGERLIFADINMTVPRGKVTAIMG
                     PSGIGKTTLLRLIGGQLAPDTGEIWFDGDNIPALSRQRLYDVRKKMSMLFQSGALFTD
                     LTVFENVAFPLREHSRLPEELLHSTVMMKLEAVGLRGAANLMPAELSGGMARRAALAR
                     AIALDPELIMFDEPFVGQDPITMGVLVKLIDELNHALGVTCVVVSHDVPEVLSIADYA
                     YIVADQHVIAEGTPEQLQTNSDMRVRQFLDGIADGPVPFRFPAGDYKTELLYPK"
     gene            3868539..3869321
                     /locus_tag="CH60_3507"
     CDS             3868539..3869321
                     /locus_tag="CH60_3507"
                     /note="[Q] COG0767 ABC-type transport system involved in
                     resistance to organic solvents, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phospholipid ABC transporter permease
                     protein mlaE"
                     /protein_id="AJK12719.1"
                     /translation="MLVKSLASLGRRGINVCASFGRAGLMLFNALVGRPEPRKQWPLL
                     IKQLYSVGVQSLLIIVVSGLFIGMVLGLQGFLILTTYSAEASLGMMVSLSLLRELGPV
                     VTALLFAGRAGSALTAEIGLMKATEQISSLEMMAIDPLRRVVAPRFWAGLISMPLLTA
                     IFVAVGIWGGSVVGVDWKGIDSGFFWSAMQNAVEWRTDLLNCLIKSLVFALTVTWIAL
                     FNGYDAVPTSEGISRATTRTVVHSSLAVLGLDFVLTALMFGN"
     gene            3869326..3869883
                     /gene="mlaD"
                     /locus_tag="CH60_3508"
     CDS             3869326..3869883
                     /gene="mlaD"
                     /locus_tag="CH60_3508"
                     /note="OM_asym_MlaD: outer membrane lipid asymmetry
                     maintenance protein MlaD;
                     [Q] COG1463 ABC-type transport system involved in
                     resistance to organic solvents, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipid asymmetry maintenance
                     protein MlaD"
                     /protein_id="AJK11959.1"
                     /translation="MQTKKSEVWVGMFILIAILAVIFLCLKVADIKSVGNQPTYRIYA
                     NFDNIGGLKNHSPVKIGGVVVGRVAEITLDTKNYTPRVAIDIQQRYNHIPDTSSLAVR
                     TSGLLGEQFLALNVGFEDPEMGTSILKDGGTIQDTKSALVLEDLIGQFLYKSSGDSPA
                     VSETAPATETAAPQAAVPSLPAQHP"
     gene            3869896..3870519
                     /locus_tag="CH60_3509"
     CDS             3869896..3870519
                     /locus_tag="CH60_3509"
                     /note="[Q] COG2854 ABC-type transport system involved in
                     resistance to organic solvents, auxiliary component"
                     /codon_start=1
                     /transl_table=11
                     /product="toluene tolerance, Ttg2 family protein"
                     /protein_id="AJK11291.1"
                     /translation="MFKRLFMVALLAIAPLVHAVDQSNPYRLMDEAAKKTFTRLKNEQ
                     PKIKQNPDYLRTIVREELLPFVQIKYAGALVLGSYYKDATPAQREAYFNAFGKYLEQA
                     YGQALALYHGQTYDVAPDQPLGDANIVAIRVTILDPSGRPPVRLDFQWRKNSQTGNWQ
                     AYDMIAEGVSMISTKQNEWASILRQKGVDGLTQQLLSAAKQPITLDK"
     gene            3870555..3870857
                     /locus_tag="CH60_3510"
     CDS             3870555..3870857
                     /locus_tag="CH60_3510"
                     /note="[R] COG3113 Predicted NTP binding protein (contains
                     STAS domain)"
                     /codon_start=1
                     /transl_table=11
                     /product="STAS domain protein"
                     /protein_id="AJK12050.1"
                     /translation="MAGELSWQSLQETLVLQGELDRETLLPLWQQRETLLADKSRIDV
                     SQLQRVDSSGLALLVHFRELQSQRGHSLEIIGISNRLATLIELYNLQQIIPVETAS"
     gene            3871004..3871258
                     /locus_tag="CH60_3511"
     CDS             3871004..3871258
                     /locus_tag="CH60_3511"
                     /note="[K] COG5007 Predicted transcriptional regulator,
                     BolA superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="bolA-like family protein"
                     /protein_id="AJK14475.1"
                     /translation="MDTNEIKDVLMNALALQEAHVTGDGSHFQVIVVGELFADMNRVK
                     KQQAVYAPLMEYIADNRIHALSIKAYTPQEWQRDRKLNGF"
     gene            3871412..3872674
                     /gene="murA"
                     /locus_tag="CH60_3512"
     CDS             3871412..3872674
                     /gene="murA"
                     /locus_tag="CH60_3512"
                     /EC_number="2.5.1.7"
                     /note="murA: UDP-N-acetylglucosamine
                     1-carboxyvinyltransferase;
                     [M] COG0766 UDP-N-acetylglucosamine enolpyruvyl
                     transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine
                     1-carboxyvinyltransferase"
                     /protein_id="AJK13327.1"
                     /translation="MDKFRVQGRTRLSGEVTISGAKNAALPILFAALLAEEPVELQNV
                     PKLKDIDTTIKLLSQLGTKIERNNGSVFVDASAVNEFCAPYDLVKTMRASIWALGPLV
                     ARFGQGQVSLPGGCAIGARPVDLHITGLEQLGAEIKLEEGYVKASVNGRLKGAHIVMD
                     KVSVGATVTIMSAATLAEGTTVIENAAREPEIVDTANFLNTLGAKISGAGTDRITIEG
                     VTRLGGGVYRVLPDRIETGTFLVAAAISGGKVVCRQTRPDTLDAVLAKLREAGADIEV
                     GDDWISLDMQGKRPKAITFRTAPHPGFPTDMQAQFSLLNLVAEGTGVITETIFENRFM
                     HVPELIRMGAHAEIESNTVICYGVEQLSGAQVMATDLRASASLVLAGCIAEGVTIVDR
                     IYHIDRGYERIEDKLRALGAKIERVKGE"
     gene            complement(3872855..3873943)
                     /gene="degS"
                     /locus_tag="CH60_3513"
     CDS             complement(3872855..3873943)
                     /gene="degS"
                     /locus_tag="CH60_3513"
                     /note="protease_degS: periplasmic serine peptidase DegS;
                     [O] COG0265 Trypsin-like serine proteases, typically
                     periplasmic, contain C-terminal PDZ domain"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic serine peptidase DegS"
                     /protein_id="AJK11522.1"
                     /translation="MFLKLLRSIILGLIVAGILLVALPMLRSPGYLFSGKSNNVNEEV
                     PTSYNQAVRRAAPAVVNVYNRSLSATQQGLAIRTLGSGVIMSDKGYILTNKHVINDAE
                     QIIVAMQNGRISEALLVGSDNLTDLAVLKIDATNLPVIPININRTPHIGDVVLAIGNP
                     YNLGQTVTQGIISATGRIGLSSSGRQNFLQTDASINQGNSGGALVNTLGELMGINTLS
                     FDKSNNGETPEGIGFAIPTALATKVMEKLIRDGRVIRGYIGITGEEYPPFNANDNGSD
                     RVHGIKVKKVSPDGPAAQAGIHVGDIILNVNNKPATSVIETMDQVAEVRPGTTIPVLL
                     LRNGQQIAVQITITELDQNEMLTTQAAD"
     gene            3874169..3874627
                     /locus_tag="CH60_3514"
     CDS             3874169..3874627
                     /locus_tag="CH60_3514"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11280.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            3874774..3876336
                     /gene="leuA"
                     /locus_tag="CH60_3515"
     CDS             3874774..3876336
                     /gene="leuA"
                     /locus_tag="CH60_3515"
                     /EC_number="2.3.3.13"
                     /note="leuA_bact: 2-isopropylmalate synthase;
                     [E] COG0119 Isopropylmalate/homocitrate/citramalate
                     synthases"
                     /codon_start=1
                     /transl_table=11
                     /product="2-isopropylmalate synthase"
                     /protein_id="AJK10654.1"
                     /translation="MSQQVIIFDTTLRDGEQALQASLSVKEKLQIALALERMGVDIME
                     VGFPVSSPGDFESVRTIAQQVKNSRVCALARCVDKDIDVAAEALRIAEAFRIHVFLAT
                     STLHIESKLKRSFDDVLAMAVHSVKRARNYTDDVEFSCEDAGRTPIDNLCRVVEAAIT
                     AGATTINIPDTVGYTTPYQFGGIITDLYERVPNIDKAIISVHCHDDLGMSVANSITAV
                     QAGARQVEGTINGLGERAGNCSLEEVIMAIKVRHEMLGVHTNINHQEIYRTSQLVSKI
                     CNMPIPGNKAIVGSNAFAHSSGIHQDGVLKNRENYEIMTPESIGLKEVQLNLTSRSGR
                     AAVKHRMEEMGYQDKDYNLDSLYDAFLKLADKKGQVFDYDLEALAFINKQQEEPEYYR
                     LDYFSVQSGSSVMATASVKLVCGEEIKSEAATGNGPVDAVYQAINRITDYPIELVKYQ
                     LSAKGQGKDALGQVDIVVDHKGRRFHGVGLATDIVESSAKALVHVLNNIWRAHQVEKE
                     KQRLQQNNQEMV"
     gene            3876339..3877430
                     /gene="leuB"
                     /locus_tag="CH60_3516"
     CDS             3876339..3877430
                     /gene="leuB"
                     /locus_tag="CH60_3516"
                     /EC_number="1.1.1.85"
                     /note="leuB: 3-isopropylmalate dehydrogenase;
                     [CE] COG0473 Isocitrate/isopropylmalate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydrogenase"
                     /protein_id="AJK12798.1"
                     /translation="MTKTYHIAVLPGDGIGPEVMAQASKVLDAVRQRFGLKISTSVYD
                     VGGAAIDRHGSPLPAATVAGCEQADAILFGSVGGPKWEHLPPAEQPERGALLPLRKHF
                     KLFSNLRPARLYQGLEDFCPLRSDIAARGFDILCVRELTGGIYFGQPKGREGQGMHER
                     AFDTEVYHRFEIERIARIAFESARKRRSKVTSIDKANVLQSSILWREVVNGIAADYPD
                     VALSHMYIDNATMQLIKDPSQFDVLLCSNLFGDILSDECAMITGSMGMLPSASLNEQG
                     FGLYEPAGGSAPDIAGKNIANPIAQILSLTLLLRFSLGKDDAADAIERAINQALEQGY
                     RTADLAGDGHAIGTHEMGDIIAKFVVEGV"
     gene            3877432..3878862
                     /gene="leuC"
                     /locus_tag="CH60_3517"
     CDS             3877432..3878862
                     /gene="leuC"
                     /locus_tag="CH60_3517"
                     /EC_number="4.2.1.33"
                     /note="leuC: 3-isopropylmalate dehydratase, large subunit;
                     [E] COG0065 3-isopropylmalate dehydratase large subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydratase, large subunit"
                     /protein_id="AJK12971.1"
                     /translation="MGTTSSQSKTLYQKLYDAHIVHEAPNETPLLYIDRHLVHEVTSP
                     QAFDGLRAMGRPVRQPGKTFATMDHNVSTQTKDINASGEMARIQMQELIKNCAEFGVS
                     LYDLNHPFQGIVHVIGPEQGMTLPGMTIVCGDSHTATHGAFGSLAFGIGTSEVEHVLA
                     TQTLKQGRAKTMRIEVNGTVGAGITAKDIVLAIIGKTGSAGGTGHVVEFCGSAIEALS
                     MEGRMTLCNMAIEMGAKAGLVAPDDTTFAYLKGRQFAPTGEQWEQGVAYWRTLKSDAD
                     AQFDTIVTLDAADIAPQVTWGTNPGQVIAVNQIIPAPESFSDPVERASAEKALAYMDL
                     RPGIKLTEVAIDKVFIGSCTNSRIEDLRAAAAIAQGRKVAKGVQAIVVPGSGPVKAQA
                     EAEGLDKIFIAAGFEWRLPGCSMCLAMNNDRLEPGERCASTSNRNFEGRQGRGGRTHL
                     VSPAMAAAAAVSGHFADVRELSATTH"
     gene            3878877..3879224
                     /gene="leuD"
                     /locus_tag="CH60_3518"
     CDS             3878877..3879224
                     /gene="leuD"
                     /locus_tag="CH60_3518"
                     /EC_number="4.2.1.33"
                     /note="leuD: 3-isopropylmalate dehydratase, small subunit;
                     [E] COG0066 3-isopropylmalate dehydratase small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydratase, small subunit"
                     /protein_id="AJK13566.1"
                     /translation="MAKFIQHIGLVAPLDAANVDTDAIIPKQFLQKVTRTGFGQHLFN
                     DWRFLDDAGKVPNPDFVLNLPRYQGATILLARENFGCGSSREHAPWALTDFGFKVVIA
                     PSFADILSTTDEK"
     gene            complement(3879268..3879855)
                     /locus_tag="CH60_3519"
     CDS             complement(3879268..3879855)
                     /locus_tag="CH60_3519"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13850.1"
                     /translation="MAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERNENIVLL
                     GPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAPR
                     LLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSAM
                     LDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3879834..3880046)
                     /locus_tag="CH60_3520"
     CDS             complement(3879834..3880046)
                     /locus_tag="CH60_3520"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposition helper domain protein"
                     /protein_id="AJK10816.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRNRRCIPEWQPSRR"
     gene            complement(3880046..3881068)
                     /locus_tag="CH60_3521"
     CDS             complement(3880046..3881068)
                     /locus_tag="CH60_3521"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK12274.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3881127..3881438
                     /locus_tag="CH60_3522"
     CDS             3881127..3881438
                     /locus_tag="CH60_3522"
                     /note="[E] COG0066 3-isopropylmalate dehydratase small
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 3-isopropylmalate dehydratase small
                     subunit"
                     /protein_id="AJK12365.1"
                     /translation="MDHYCTVRYNIFYGNAFNNQLLPVTLSEADIDTLFQLVKENEGI
                     EFVVDLEQQTVNAGGKSYAFEIDPFRRHCMINGLDSIGLTLQHEHNISAYEKQQPEFL
                     R"
     gene            complement(3881679..3882860)
                     /gene="setA"
                     /locus_tag="CH60_3523"
     CDS             complement(3881679..3882860)
                     /gene="setA"
                     /locus_tag="CH60_3523"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar efflux transporter A"
                     /protein_id="AJK11010.1"
                     /translation="MRSARAFSRRINPVFLAFFVVAFLSGIAGALQAPTLSLFLSTEL
                     KVRPLWVGLFYTVNAIAGITVSFLLAKRSDLGGDRRKLILICYLMAVGNCLLFAFNRD
                     YLTLITLGVLMASVANTAMPQIFALAREYADNSAREVVMFSSIMRAQLSLAWVIGPPL
                     SFMLALNYGFTLMFSIAAGIFVISALVVWFILPSVKQPEPVADAPVVVQGSLFADKNV
                     LLLFIASMLMWTCNTMYIIDMPLYITANLGLPERLAGLLMGTAAGLEIPIMLLAGYSV
                     RRFGKRKIMLFAVMAGVLFYTGLVLFKFKTALMILQIFNAIFIGIVAGIGMLYFQDLM
                     PGRAGAATTLFTNSISSGVILAGVLQGVLTETWGHNAVYVAAMVLVILALIICAKVRE
                     A"
     gene            3883524..3885185
                     /locus_tag="CH60_3524"
     CDS             3883524..3885185
                     /locus_tag="CH60_3524"
                     /note="[R] COG4533 ABC-type uncharacterized transport
                     system, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AJK10498.1"
                     /translation="MSTSRLQQQFIRLWQRYNGQSTETTLQALAEVLNCSRRHVRSLL
                     GKMQHAGWLDWQAEAGRGKRSQLIFLRSGLALQQQRAEELLEQDHIDQLVQLVGDKKA
                     VRQMLLSQLGRSFRQGKHILRVLYYRPLENLLPGTALRRSETHMVRQIFNGLTRINEE
                     NGELEPDLSHHWQAITPLHWRFYLRPAIHFHHGRELEMSDVISSLTRLIPQPLFSHIA
                     EVRSPTPYVIDVYLHSPDHWLPWLLGSVHAMILPQEWETQPDFHRQPIGTGPYSVIRN
                     HHSQLKIQAFDNYFGFRALIDEVNIWVLPELSEELVYSGVQLQADDTGKNELESRLEE
                     GCYFLLFDQRSPQACTPEIRRWLCELITPIALLSHAAPFYQRYWSPAYGMLPRWHHNR
                     LTTQEPKPEGLNELTLTFYSEHSEFDAISQTLTQLLAAQGVTLKIQVLDYTRWYQGDA
                     QSDIWLGSANFYLPLEFSLFATLYEMPLLQHCLSEELHQDIESWRNNTLLMADWSQRL
                     VSQHQFHPLFHHWLELYGQHSMRGVRMNTLGWFDFKSAWFTPPEA"
     gene            complement(3885286..3885570)
                     /locus_tag="CH60_3525"
     CDS             complement(3885286..3885570)
                     /locus_tag="CH60_3525"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK10921.1"
                     /translation="MAWLYISLSVVSLFFYYYVVSHLLYSKNIYLNISSLAFTCLFSI
                     FHYSAFISDRIPLFGINTEDNDFLHYITLLFSYSYAIPFIIAYKKLYNKK"
     gene            3886125..3887117
                     /gene="thiB"
                     /locus_tag="CH60_3526"
     CDS             3886125..3887117
                     /gene="thiB"
                     /locus_tag="CH60_3526"
                     /note="thiB: thiamin/thiamin pyrophosphate ABC
                     transporter, thiamin/thiamin pyrophospate-binding protein;
                     [H] COG4143 ABC-type thiamine transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamin/thiamine pyrophosphate ABC transporter,
                     thiamin/thiamine pyrophospate-binding protein"
                     /protein_id="AJK12353.1"
                     /translation="MFKHIISCLLLISATSALAAEKPTLTVYTYDSFAADWGPGPAIK
                     QAFEAECDCQLKFVALEDGVSLLNRLRMEGKNSQADVILGLDNNLVQAAEQTGLFTPS
                     QVDTRNLTLPEPWQNKTFVPYDYGYFAFVYNKEKLKNPPKSLHELISSKEPWKVIYQD
                     PRTSTPGLGLMLWMQKVYGDQAPQAWQQLAQKTVTVTKGWSEAYGLFLKGEADLVLSY
                     TTSPAYHLIAEKNNNYAAADFSEGHYLQVEVAGQLAASKQPELAQRFMQFIVTPAFQN
                     HIPTGNWMYPVIKMDLPAGFETLAVPQTALQFDAKDVADNRSKWIQAWQSAVSR"
     gene            3887093..3888700
                     /gene="thiP"
                     /locus_tag="CH60_3527"
     CDS             3887093..3888700
                     /gene="thiP"
                     /locus_tag="CH60_3527"
                     /note="thiP: thiamine/thiamine pyrophosphate ABC
                     transporter, permease protein;
                     [P] COG1178 ABC-type Fe3+ transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine/thiamine pyrophosphate ABC transporter,
                     permease protein"
                     /protein_id="AJK11377.1"
                     /translation="MAIRRQPLIAPWLWPGLLAAGLIVAVALLAFAAIWHHAPTADWQ
                     SVWHDRYLWHVIRFTFWQAFLSALLSVIPAIFLARALYRRNFPGRQFMLRLCAMTLVL
                     PVLVALFGILTVYGRQGWLAHLFDWLGVDYRFSPYGLQGILLAHIFFNLPLATRLLLQ
                     SLEGIAVEQRQLAAQLGMNGWQHFRWVEWPYLRRQILPTAALIFMLCFASFATVLSLG
                     GGPQATTIELAIYQALSYDYDLGRAALLALIQLGCCLGLVVLSQRLNSVLTVGNTHGQ
                     IWRNPQDSGWARLGDTLLICSALLLMVPPLLTVVIDGSNKTILTVLQQPALWQAFFTS
                     VTIAIGAGLLCVILTMMLLWSSRELKLRQRAAYGQALEVSGMVILAMPGIVLATGFFL
                     LLNDTLGLPQSPYGLVILTNALMAVPYALKVLDNPMRDLAERYTPLCLSLDIRGWHRL
                     RYIELRALKRPLAQALAFASVLSIGDFGVVALFGNEHFRTLPFYLYQQIGSYRSNDGA
                     VTALLLLLLCFLLFTLIERLPSRHAKA"
     gene            3888687..3889397
                     /gene="thiQ"
                     /locus_tag="CH60_3528"
     CDS             3888687..3889397
                     /gene="thiQ"
                     /locus_tag="CH60_3528"
                     /note="thiQ: thiamine ABC transporter, ATP-binding
                     protein;
                     [H] COG3840 ABC-type thiamine transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine ABC transporter, ATP-binding protein"
                     /protein_id="AJK14140.1"
                     /translation="MLKLEKITYLYDHLPMCFDLRIQPGERVAILGPSGAGKSTLLSL
                     IAGFLAPTGGHMLLNNQDHTASTPAQRPVSMLFQENNLFAHLTVEQNIGLGLHPGLKL
                     SGEQRLLLQHIAQQVGLESCLDRLPAQLSGGQRQRAALARCLVRSQPILLLDEPFSAL
                     DPALRNEMLQLVDQVCINRQLTLLMVSHNLDDAARIAQRTLLIVEGRIDYDGPTQALV
                     DGSAAKASVLGIKSAVIS"
     gene            complement(3889466..3890233)
                     /locus_tag="CH60_3529"
     CDS             complement(3889466..3890233)
                     /locus_tag="CH60_3529"
                     /note="conserved hypothetical protein;
                     [S] COG0586 Uncharacterized membrane-associated protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12356.1"
                     /translation="MEAYLLHLLTQSLAFTLFIVMLVTFLESLALVGMLLPGTVMMTS
                     VGALIGSGEVDFYFAWVAATLGCLLGDWISYFIGRRFKAPLHNWSFLQKHKSLLNKTE
                     HALHNHSMATVLLGRFIGPTRPIVPMVAGMLNLPTAKFALPSVIGGLTWPPIYLFPGI
                     LAGVAIDIPPSSNSFMFKCLLFVVVVLIWLSLWLSWRWWRFGKRSPDRLSVWLPLARL
                     RWVTLLTIAAAIASFIWLHMQPLMPIYRHLLWKVLAG"
     gene            3890429..3892798
                     /locus_tag="CH60_3530"
     CDS             3890429..3892798
                     /locus_tag="CH60_3530"
                     /note="[L] COG0417 DNA polymerase elongation subunit
                     (family B)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase family B, exonuclease domain
                     protein"
                     /protein_id="AJK13997.1"
                     /translation="MGQTRQGFLLTRHWRDTPAGTEVEFWLATDEGPQHVRLPPQPSV
                     AFIPAEQQQRAETVLRAERHWQLRPLALTDFHQRPVLGLYCTQHRQLIRLEKRLRESG
                     VNVYEGDIRPPERFLMERFITAPVWFSGQENDHGPLLNTQLKPADDYRPTLKLVSLDI
                     ETSEHGELYCIGLEGCGQRQVYMLGPPNGETTGTPLDFNLEYVASRPLLLEKLNQWLA
                     VHDPDAIIGWNLVQFDLRVLQKHADRYQIPLRFGRGGNLLEWREHGFKQGHFFASAAG
                     RLIIDGIEALKSATWNFPSFSLESVSQTLLGEGKASDSPYQRMDEINQRFAHDKPALA
                     RYNLKDCELVTRIFAKTELLSFLLERSTVTGLAADRSGGSVAAFTHLYLPRMHRIGYV
                     APNLGELPEEHSPGGFVMDSQPGLYDSVLVLDYKSLYPSIIRTFLIDPVGLVAGMQQP
                     DIQHSVPGFRGAWFSREKHCLPAIVNQIWQGREAAKRQQNKPLSQALKIIMNAFYGVL
                     GSSGCRFFDPRLASSITLRGHEIMRQTRELIEAQGYQVIYGDTDSTFVWLKSAHNDEQ
                     ATRIGNELVQLVNQWWQNHIQQNFNLPCALELEFEIHYRRFLMPTIRGAEQGSKKRYA
                     GLISTPTGDQMVYKGLETVRTDWTPLAQQFQRELYLRIFQQQPYQDYVRDYVARTLNG
                     ELDEQLVYRKRLRRRLDDYQRNVPPHARAARLADEFNRKLGRPLQYQNGGWISYVMTT
                     AGPEPLETRQSPIDYDHYLTRQLQPVADAILPFTQDDFTTLITGQMGLF"
     gene            3893259..3896165
                     /locus_tag="CH60_3531"
     CDS             3893259..3896165
                     /locus_tag="CH60_3531"
                     /note="[KL] COG0553 Superfamily II DNA/RNA helicases, SNF2
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD/DEAH box helicase family protein"
                     /protein_id="AJK12904.1"
                     /translation="MPFTLGQRWISDTESELGLGTVVAIDVRMITLLFPATGENRLYA
                     RNDSPITRVMFNPSDTITHHEGWQLKVEEVTQENGLITYIGTRLDTEETGVAMREVLL
                     DSKLTFSKPQDRLFAGQIDRMDRFALRFRARKYQSEQFRLPWSGLRGIRASLIPHQLH
                     IAYEVGQRHAPRVLLADEVGLGKTIEAGMIIHQQLLAGRAERVLIVVPESLQHQWLVE
                     MLRRFNLRFSLFDDSRYSEALLDSSNPFDTEQMVICSLDFVRRNKQRLEQLADASWDL
                     LVVDEAHHMAWSEEAPSREYQVIEQLAEHIPGVLLLTATPEQLGQQSHFARLRLLDPD
                     RFHDYEEFVNEQQKYRPIADAVTLLLGGERLTDDKLNLLGELIDEQDIEPLLKAANSQ
                     SEDSEAARQELVTMLMDRHGTSRVLFRNTRNGVKGFPHRVLHQIKLPLPTQYQTAIKV
                     SGIMGAKKTLDARAKDMLYPEQIYQEFEGENATWWNFDPRVEWLLNYLVANRGEKVLV
                     ICAQAATALQLEQVLREREAIRAAVFHEGLSLIERDRAAAYFASEEDGAQVLLCSEIG
                     SEGRNFQFACQLVMFDLPFNPDLLEQRIGRLDRIGQNREIQIMVPYLEDTAQAILVRW
                     YHEGLDAFEHTCPTGRTIYDSSYQELISYLATPSEQEGLDEFIHTCRQQHEGLKLQLE
                     QGRDRLLEMHSNGGEHGQELAQSIAEQDNDINLVSFALNLFDIVGINQEDRSDNLIVL
                     TPSDHMLVPDFPGLPPDGCTVTFDREQALSREDAQFVSWEHPIIRNGLDLILSGDTGS
                     CAVSLLKNKALPVGTLLAELVYVVEAQAPKHLQLTRFLPPTPVRMLMDRNGTNLAAQV
                     EFESFNRQLNAVNRHTSSKLVNAVQQEVHTMLQQAEALVEAQAQALIETAKREADDKL
                     STELARLEALKAVNPNIRDDEIEALEHNRKMVLENLNQAGWRLDAIRLVVVTHQ"
     gene            complement(3896421..3896774)
                     /locus_tag="CH60_3532"
     CDS             complement(3896421..3896774)
                     /locus_tag="CH60_3532"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12939.1"
                     /translation="MLDPKNIQNVLKSSTDLGQQSQSDLQKPFVKGMQNMEMSGADAA
                     RSIMQSVNQSCETMMSDMNKILGGLQDNVDAHQKMQSEERPKDFERAMSDLRSTLSNG
                     FPEEMKSMFDKLPKM"
     gene            complement(3896796..3900290)
                     /locus_tag="CH60_3533"
     CDS             complement(3896796..3900290)
                     /locus_tag="CH60_3533"
                     /note="[S] COG3523 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="intracellular multiplication and
                     macrophage-killing family protein"
                     /protein_id="AJK13385.1"
                     /translation="MIRRMLILIIALVLCYIVWWIGPLIAIGPYFPLGGVWVRKIIIA
                     LILFWALWPFVAIFFSWIFRYARAPLPKRKKKTVQLDRVSARFHDAMLTLQHADLSSQ
                     KTRWQRWRQRRKRQYIDAKPWFLVMGPPGCGKTSIVYESSEKFLLSEQYGLAQTTDIG
                     PTQDCNWWLTDRAVYIDTAGEWILLHGQSEEAGTARQKLFSMIRKYRRYPGVDGIVLC
                     LDVSVLLNSSVTERKSLADTLRLRILEVASTFQADIAVYLFLNNIDKLPGGETFLSLM
                     NDELLAGGLGISMTHNEKGQNNFVADEERYRELLTRVSRYVLEILHDSPNMEMRHQLL
                     LFTESLGALQKPLFGLFEQIFPATPIGYTGCLRQFWFGSTQNLTSWEALYYPSSTSTF
                     ESRPAGQMYFPALSQAITERGVLHATGPMPLRNRLLNIGKYVFVVLVLCILLLMLSAR
                     YFWEYDYIGYATARFEETRRIVRDIPITNQVNDNLVAAYEQLGYINTHYLESSPPLLT
                     PYFEHRLLNQAMLQTYHRHLNKVFWPAVQNYVTNELKKDTQSPDGDNYDTLKVYLMLG
                     QPDHRSQEALVQWFMSRWESFAPQGYGQNDRKLFSYHLSELFSDTASAAPKVKLNDEL
                     IRESRIKAMKTPIHIRVINRIHDAPLPARIEDLSLADAAGPSVTLMLRRKSPSTVTDL
                     AIPAFYTRASYHDVVNPQLQEASEAMINEEAWVLSDGKASVSQVSLLAAAQKLSDEAR
                     KYYLMEYANQWDAFFNDIRVRPINGLDDAALLARQLSDPSSPLANLVRFSTREITLTT
                     DNNGKGAMSSGWFNIQRNKLTTARRNIIDEMSGERSRFRLTPEKAVEDRFELLRRLGY
                     ALQSASTSNSDPLGRTFEQIYNQLITLSTSLRAGQILPQNNDFSRLQIDMARQPEPVR
                     SIMMDLLAVGQTQSLQQSKANLSKGVSSIASDLCSNAVSGRYPFNRLASEEIGIGDFN
                     RMFGRSGAMQSFFDQNLAPYVDTNGNRWKVKPDSNGVVTPKTLRSFENSAQIRDTFFD
                     ASGKMAMSMIIRPISLTPSILEAVLDVDGQIINYSHGSNQPVKVDWPGPKGGVYIRLT
                     FKTQDGNVETVSFNGPWAIFRMYDVSNPRPLGVNSRELMMVMDNVSGVFKIELSSTMK
                     DYPLWSKALAQFSCPKNL"
     gene            complement(3900299..3901909)
                     /locus_tag="CH60_3534"
     CDS             complement(3900299..3901909)
                     /locus_tag="CH60_3534"
                     /note="IV_VI_DotU: type IV/VI secretion system, DotU
                     family domain protein;
                     [S] COG3455 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV/VI secretion system, DotU family domain
                     protein"
                     /protein_id="AJK14481.1"
                     /translation="MNEFERQIRAAISAARNGAKHAEQSLTTPMWQAKSTVASLGGIV
                     PRSGSSSTSQAENYKEGLADQAASGNNMARTSAPPVTLYQQQPNANDSYPNGNNNNPN
                     GDNNNPNGSNNNIARVQRMPHGISRGLYERPGMLLGAWDNAYIAAAMPLLLLVENIRS
                     WPTRNAAEVRPPIVRELQYFQQHLQKKNYPQEDINHLSYLLCTYIDGIFNGLQTPDSY
                     NQSLLVEFHRDAWGGEDCFEHLRVYMNSPKQYREVLEFYDLIMCLGFDGKYQMIEHGA
                     VLLMDLRSRLHTQLYGQDATQSLAIAQAVKGSPRRQYIKALKIFTYGFALCLCAYGVT
                     AWYLHQQSQQIRSNILTWVLPEPRKINIMETLPNPLSNILNEGWLEVRKDPRGWLLIF
                     TSDGAFRTGEATLSEEFINKKNIERLGLALAPWPGDIEVIGHTDNKPFRSTSGNNNLK
                     LSAARASVVADKLRESTQINETHQREISAIGRGESDPLADNATEEGRKRNRRVDILWK
                     IGQRDADKAMKQFLENPTPEVQGTNTQQ"
     gene            complement(3901906..3903261)
                     /locus_tag="CH60_3535"
     CDS             complement(3901906..3903261)
                     /locus_tag="CH60_3535"
                     /note="conserved hypothetical protein;
                     [S] COG3522 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13473.1"
                     /translation="MLPKQRVAWVEGMLMEPQHFQQQERYLEHLTEMRARSLSALAWG
                     FHSLSINQGLLDQGKIALNQASGVFPDGTPFHMAGDEPLPLPFDPGENCQGSVVCLSV
                     LMDIPGNTYIDLKKSNQGSRFVALDAEVQDRNHGVAAEGTPLIATLQLGQLQSKLTLR
                     ASVSDAESMLPVAYIKERTRDGRLILDDNFLPPMLDFRAIGWIDNAVTELLGLIVQRL
                     ESVYRPDVTLSVGGLSELLELLLLQTLSEYNLKISHVLMQKQVHPEQLFQLLLGLLGR
                     LSTIPGGEKPWSRQDLLYTHHEPHNGYFSLFAALRRALSLVIEAPAVALPFIERGDNI
                     YLCQNDSQLRLEKLIFTVSSKLPSETIRTYFPAQTKLGPVEKIVQLIDLQLPGARMIP
                     MSSPPRYIPYYPNSVYFEVDHDDPMYKEMMSGSAIALSIVGDFPELRFEVWGLRQGRL
                     G"
     gene            complement(3903363..3903854)
                     /locus_tag="CH60_3536"
     CDS             complement(3903363..3903854)
                     /locus_tag="CH60_3536"
                     /note="[S] COG3521 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion lipofamily protein"
                     /protein_id="AJK14369.1"
                     /translation="MRSLFRVLPIFILTGCVLLSGCSWFSSSSEAALQKRRIDLQVVA
                     APLINPGPNGQAQPLKVCIIELNKEGWSPPGLYQGTLCSGISVGGEVVSVTEYILAPT
                     EVRQYSRDVPFEQERWWAIAAEFQEMSNGKSLLTLKSDARADFNRVVLVDGKALSLKA
                     STK"
     gene            complement(3903847..3904212)
                     /locus_tag="CH60_3537"
     CDS             complement(3903847..3904212)
                     /locus_tag="CH60_3537"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11348.1"
                     /translation="MTAANTRAGGISFIGSDPMIPISAPNTAPNANGIPNVSNYFCCG
                     GNEQNLNTIRPATIDGGSVMGAASGTHSAKMDPMQGSGKYFIQGSPATRLGDMSMTNN
                     YNAPSTQIAPSQTKYFVNA"
     gene            complement(3904218..3904835)
                     /locus_tag="CH60_3538"
     CDS             complement(3904218..3904835)
                     /locus_tag="CH60_3538"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13204.1"
                     /translation="MSRLTTLLKPKNSLPGYLSYSPRTPLPAVSAPPQVITAKVIRPG
                     NASVSLLGYETLPVTTASSCLFQPENGDLVSAVIDQQQIYITAILYRTSPDAPLVMNS
                     GEVPLHLVTTALEIHSPDRVEIHTRHFSLLTRTTLWVAKTMHQVADSLFVRAKQASRE
                     VENTDDVHARHISQLADQSLMINSRIGSLNASAVLKIDGGQVHMG"
     gene            complement(3904828..3905931)
                     /locus_tag="CH60_3539"
     CDS             complement(3904828..3905931)
                     /locus_tag="CH60_3539"
                     /note="[S] COG1357 Uncharacterized low-complexity
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="pentapeptide repeats family protein"
                     /protein_id="AJK11202.1"
                     /translation="MTPSDTPIMPPDSPRRIIGRHFTQRQLQQLTLSEVYFIQCTFTD
                     ISFAEIAVRNIHFESCHFTHLRLDGGRVENCSFRFCKFNDVSAQGVSILNTSCIEVQW
                     QGCYLTGCLIERWLLTSCQLDDAQLQDIQLNYWTVQDTPMTHLTMSDSKMQDSSWHGC
                     TIQQSVWKNSELIRQVMGSCVLKECQYQAIQSDTVVWSQCQLEQVDFRHQPLENSNFH
                     KSTLTQCGFSDANLAAALFSEATLEGCDFNMAQLAAAQFVDATLRDCNFDTADLQNAS
                     LLRANLTRCHLTQVNLTKADLRSCMLSESSLQASKLSKTRIHGAQIPTLDTPLQMPDP
                     LLSQIDNWYGHHQPGPKNNPKFPSIPSGASRYV"
     gene            complement(3905957..3908176)
                     /locus_tag="CH60_3540"
     CDS             complement(3905957..3908176)
                     /locus_tag="CH60_3540"
                     /note="[S] COG1357 Uncharacterized low-complexity
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="pentapeptide repeats family protein"
                     /protein_id="AJK11669.1"
                     /translation="MRIIRPQQLVVLKSSYQIGHESHMGISVVAGCYLSKPEHMVTES
                     QIWQAWKAAPLSFRMLDSAEPKPFAEFLLAGHAGIGEEVTSLSAEVSVGSLTRRWCIE
                     GESNKTGLVIKPFLRMSMDHTQSWGGKGCKENPLGRGYNDERKPTIMSLGLDGSAIVR
                     SPLASPSPVPHDFQLRKVHINEVASTMTDPQYLETFYPGLPPQIDRRYFQMAPPGQWL
                     KKSAWPDSVPFKLIGFRPDNEEISGAFPAVSARAFVWDNPSAPPSEVTLLRKTLWLLP
                     DNDMGLMVFTGSVPLTHLFDEPIDTLLVGLDDSHSLRELEYYQQVYKSRSVEGAASFE
                     FLKDPELMPEGMPLNVIRDLADHPDSLRYSASAMSEAESERFYQDVQDAIDRQEQQKS
                     EEQETLGDLNVPAAGKEEAGTQWLESKEDTATNVTFLGTDFSGMTLDNKQFRYCMFTG
                     CHFDKATFKDCTFEHCQFTQSDFENSRWNNVHLSGCLFKQAEWQKAAFTHCKWEKSTF
                     EYGVFKHAQFTDNALDNCLINHSDFSLGTFDHCTLNGCFFSETHCDQTQFNQVIITSC
                     IFEKCDGPKACFTESTIEKTSFISSSWVGGRLSHCYLNSLTTGLNTNLSESHFEQCSL
                     NKMGFLKVNLQSSTFINCSMLESCCDKADFSQATLIACDMTAVRLKDANLVHSHWQNT
                     SLQQSMFYNADLRDATFQRCNLAGANLAMISQNMDTRFEHCLTEKTHWIPRRYTVPA"
     gene            complement(3908189..3910536)
                     /locus_tag="CH60_3541"
                     /note="Rhs element Vgr family protein"
                     /pseudo
     gene            complement(3910640..3913228)
                     /gene="clpV"
                     /locus_tag="CH60_3543"
     CDS             complement(3910640..3913228)
                     /gene="clpV"
                     /locus_tag="CH60_3543"
                     /note="VI_ClpV1: type VI secretion ATPase, ClpV1 family;
                     [O] COG0542 ATPases with chaperone activity, ATP-binding
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion ATPase, ClpV1 family"
                     /protein_id="AJK13622.1"
                     /translation="MYQRERLFNRLGTFAYKTFVEATRLCRSYRHEYVELEHWLKILM
                     DQQRGDIPALLTHYGLSQTVISTQLDRIIQHMPVTKASVQDLSSRLESVVEGGLVLSQ
                     LMASPSPIRTSHILLALLQDTQHQRWLYRLCDEFKKLPVPQVAEEYEGLLVNSIEQTS
                     EVQRGDALVTETDSSSSKEAHAALNKWCNDLTQQARDGEIDPVIGREAELRQVIDILL
                     RRRQNNPILVGEAGVGKTAVVEALARKLASGDVPPLLQGARLLSLDLGRMQAGASMRG
                     EFESRLKSLIDGISQSDTPVILFCDEAHTLVGAGGQAGTGDAVNLLKPMLARGALRMI
                     AATTWSEYKQFIEPDAALTRRFQRVLIGEPNESTAVDMLRAIAPHFAQHHNVTIRDGA
                     IHAAVRLSLRNLPSRQLPDKAISLLDTACARVALSQYAQPQAIEQLSAQLDVLKTEHQ
                     YLVREKQLGEAVDQRLDDVQTQIQAFEHELTALQSRHLHEQQLVREVLPEGEGSGMMT
                     ENARWGELMALQEASPLVYPWVDEQSIAAVLSDWTGIPSGKMLQDDIECVLNLEQRLG
                     DHIFGQRNAIKEISQAIRIARAGIQSQERPLGIFLLAGSTGTGKTETANVLVETLYGG
                     AHNLITFNMSEFQEAHTLSTLKGAPPGYVGYGKGGKLTEAVRRKPYSVILLDEFDKAH
                     ADIQDAFYQVFDKGWMEDAEGRRVSFRQCFILLTCNQGAEEIEQAYLTANDIKPGALK
                     PLVYDALLRRFAPALLARVNIIPYIPLDQDALAQIASHHLARLQTRLWDEIGATLVTE
                     GDIPGWIASRVCSHPNHGRAVEELLRQTLLPAVGNEVLKRRHEAEPLREIRLIVEETE
                     LSIEFA"
     gene            complement(3913246..3914229)
                     /locus_tag="CH60_3544"
     CDS             complement(3913246..3914229)
                     /locus_tag="CH60_3544"
                     /note="conserved hypothetical protein;
                     [S] COG3520 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12454.1"
                     /translation="MASLQTLKNTFLPGISASQDFFELLRRIERATPEQGRLGTQRDR
                     SHLRLRIIQPADMGFAPREVSDIRQTLNTHQHLAEITIFCRHFGLFAPYGPLPIHVTE
                     HARNEALAKRNQAFEHFAGILSQRMAILHYRSWAQMHVAVGHDRASANPFMNHVRQIA
                     GLTPQQALNSHVDRVRRCFPGVYLPGRGSLRKLQEILSLYFSVPIRVEARKGLWIDDS
                     RNIESQRMGRLGNTRIGSRFFDVQHSLVLSIGPVSDPQYLDFQRNSKRINTLVQICHD
                     FVRHRMVLDVQLIIQTSPNMACRLGGGTLSRHSWLKPGSALSIQPIYRTVT"
     gene            complement(3914222..3916066)
                     /locus_tag="CH60_3545"
     CDS             complement(3914222..3916066)
                     /locus_tag="CH60_3545"
                     /note="conserved hypothetical protein;
                     [S] COG3519 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12698.1"
                     /translation="MPNESFLALYNEELRYLREDGQRFAHMHPQVAQHLGLHADGVLD
                     PFVERLLEGTAFLSSRIQQRLNNEHPEFALQMLGRLAPLWYTPLPSIATIAMVPDLTS
                     PQWHSRVVLPKGSRVTLSDSSLNNRLANFSTGRTLKIQPLVIENAECASTPPAYLPLS
                     VASQLQAGQAHLRLRLTTQGVASLSELDFAPMNLTLAGGIIQSNQLITTLLNNTLHIV
                     LWANTDGKPLVKVLTKEHLRQGGLDEQEALLPVAISEMPGNRLLREYFAAPSRFFDLE
                     LHGLNDFLQQGDGIHTFEVLFVLDQRPLHLIDRVTGNDFRLFATPIINLFKRRCSPVL
                     INGEHTEYPVIVDPLNPRLYEVHHVLGVNGLLSEGGSVQFSSLHGHARFDDDDKMAGY
                     SIRRRRDFTDKNHQKNSPLPHDSLFIALSPGTSGIDIDHVKSLSIEAMVCERHLIPSQ
                     LQHPEFKLEIALPVGQIEMLRHPAKPQGVPNIDQAWRALQLIANNPLRYALPDVTDCS
                     PLLKDWLSIFCQHEEASQHKRITSLTHASVAHNFERHTAPGPIAWSRGVEATLDFNSS
                     HHSDKGAFLFARILHHALSEYCELGQTLRLHMQVDGETFAKWGPVNYG"
     gene            complement(3916099..3916542)
                     /locus_tag="CH60_3546"
     CDS             complement(3916099..3916542)
                     /locus_tag="CH60_3546"
                     /note="gene 25-like; [S] COG3518 Uncharacterized protein
                     conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="lysozyme family protein"
                     /protein_id="AJK14305.1"
                     /translation="MDISAPILFDKLSLRHEHVRLPHWREVIVRDIESLLNDSAHSAR
                     LKLKKYPHCEASVLNYGLPSLSQQVPVITDLLELARHIQRIIATFESRLDPRSIKVVP
                     LINKGETWVLAILFDIHARCNLPGEEHLVNLRIALDYSYGMVRVL"
     gene            complement(3916616..3917134)
                     /locus_tag="CH60_3547"
     CDS             complement(3916616..3917134)
                     /locus_tag="CH60_3547"
                     /note="conserved hypothetical protein;
                     [S] COG3157 Hemolysin-coregulated protein
                     (uncharacterized)"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14143.1"
                     /translation="MAALVDYFLHIEGVDGESPDQQYNGWIQVQAWQWAEENAGRWGL
                     GGGGGSGKVEMKDFEFRMVSNKASPKLFLMCAIGEHIPQAKLVCRKSGQGQQDFLIVT
                     FSNCLVSSFKTVGNMPLGKGDAVFTDTVLPTDAISLNFARIEVEYKEQQPDGSMGAVI
                     KAGYDLKLNSRI"
     gene            complement(3917297..3918799)
                     /locus_tag="CH60_3548"
     CDS             complement(3917297..3918799)
                     /locus_tag="CH60_3548"
                     /note="conserved hypothetical protein;
                     [S] COG3517 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11666.1"
                     /translation="MQKAQLNDTPDINVDLAENELDDILKRSFRPRTDEASATVRRAI
                     GTLAAYANKGQVKVNRDVVLTIESLVAEIDEKLSDQMNLILHHKEFQKLESAWRGLSY
                     LVDNTDANETLKIRVLNISQDELGKTLRRYRGSAWDQSPIFKQVYEHEYGQFGGEPFG
                     CMIGDYEFDHSPQSVALLTELAKVAAAAHCPFITSSSPSIMQMNNWRELGNPRDIGKI
                     FTTPEYAPWRRLRESNDSRYLVLTLPRFLSRLPYGAKNHPIDDFAFEEVVSPHASEDF
                     TWANAAYAMGVNINRAFNEYGWCSRIRGIESGGSVEELPAYAFPSDEGGYELTCPTEL
                     AISDRRENELSNAGFLPLVYRKNSDFAAFIGSCTLHAPANYDDPDATANARLSARLPY
                     IFATCRFAHYLKCIVRDKIGSFRSRDDMQLWLNDWVMNYVDGDPSISTEATKAKRPLA
                     AAEVQVEDVEDDPGFYRAHFYLRPHYQLEGMTVSLRLVSKLPSNKESEKK"
     gene            complement(3918808..3919368)
                     /locus_tag="CH60_3549"
     CDS             complement(3918808..3919368)
                     /locus_tag="CH60_3549"
                     /note="conserved hypothetical protein;
                     [S] COG3516 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11355.1"
                     /translation="MAKDASSQKFIGRNNAPRVQIEYDVEIYGSNKKVELPFVTGVMA
                     DLSGHRAKPLPAVEDRKFLTFDQDNFDARMRAIKPRLKFYVDNTLSEDNELLDIELDF
                     ESMDDFSPGSLARRIPQMEKLLEARTHLAELITYMDGKTSAEEVVKQLLEQPDFLQNL
                     ATDAQGTISKLSQDDDVLVEDDDGEK"
     gene            complement(3919379..3920365)
                     /locus_tag="CH60_3550"
     CDS             complement(3919379..3920365)
                     /locus_tag="CH60_3550"
                     /note="impA-related N-terminal family protein;
                     [S] COG3515 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14031.1"
                     /translation="MSDIFPQALFGVEYDPAYGEIESILSQLDESADPLSRPHEPPQI
                     NWHHISEQANKLLEQCFDLRVMLWFIRANIHIKGISALYDGFMRINAQTQDTDVVIYP
                     QSEEPPLNSGHAAALGWLSTAQCIAELKTARLTEEHPYILQDLITTEALPNGQERYFV
                     TSSTLFLTVNNYFQQNGLPDLKDQLTKVDMLLEQIESYANQSTESYQLHCEQLRIFLK
                     NNISQLAQLNAPEHDDPETVYQKIDSHESLDTQSFNSNDKSIRSRQEIIMMLDRILEY
                     FQHYEPSHPAPIFIRRTKEMIGMDFYSIVEEILPEAVITLKQFTGKTNLPFR"
     gene            3920722..3921465
                     /locus_tag="CH60_3551"
     CDS             3920722..3921465
                     /locus_tag="CH60_3551"
                     /note="conserved hypothetical protein;
                     [S] COG5419 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13552.1"
                     /translation="MRKKLYNDFAWECLRRNPQYISDWELFMKNTLTNGGGIPDDSEL
                     IQSELDLNAEKKWGVMKYIDPYNSDPTNVFWSLKLSNRSVRVKLSNTGNVKGGYTWGD
                     MSNLPGVKHQRLLMHDNTLCVKIFSQNGYFQLFIESADALKDDSNLYIYIPLNLESDV
                     FAKNIELLQSIVNHKIEVECKEEQYLGLLKTIDDRKQGFSHRDIASEIFGKELVKNEW
                     SADSWVRAKIRYRIKKANALINYGYLNFL"
     gene            3922688..3923308
                     /locus_tag="CH60_3552"
     CDS             3922688..3923308
                     /locus_tag="CH60_3552"
                     /note="[J] COG0564 Pseudouridylate synthases, 23S
                     RNA-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA pseudouridylate synthase family protein"
                     /protein_id="AJK14361.1"
                     /translation="MIVLYQDKHIMVVNKPSGLLSVPGRAPENKDSVMTRVQNDFPTA
                     ESVHRLDMATSGVIVVALTKAAERELKRQFREREPKKTYIARVWGHLAQDEGLIDLPL
                     ICDWPNRPKQKVCYETGKSAQTEYQVISRDDDGSTRVKLSPITGRSHQLRVHMLAMGH
                     PILGDGFYAHPEAKAMASRLQLHAQQLCITHPEFGTPMHFKCEAEF"
     gene            complement(3923606..3924439)
                     /gene="djlA"
                     /locus_tag="CH60_3553"
     CDS             complement(3923606..3924439)
                     /gene="djlA"
                     /locus_tag="CH60_3553"
                     /note="[O] COG1076 DnaJ-domain-containing proteins 1"
                     /codon_start=1
                     /transl_table=11
                     /product="dnaJ-like protein djlA"
                     /protein_id="AJK11504.1"
                     /translation="MRYWGKLLGLVLGVMYAPGVVGALLGLLVGHMVDRALGAKRRGF
                     FADQQTRQSLFFRTTFQVMGHLTKAKGRVTEVDIQLASQLMDRMQLHGAARTAAQQAF
                     REGKESHFPLRKALQEFRRVCFGRFDLIRIFLEIQLQAAFADGSLHPNERQVLYVIAE
                     ELGISRGQFDQFLRMFDGGRQFGGHGGWQGQQGGYSQSGYQRASQGPTLEDACKVLGV
                     NSSDDSVAIKRAYRKLMGEHHPDKLVAKGLPPEMMEMAKQKAQEIQAAYDLIKREKGF
                     K"
     gene            3924714..3926966
                     /locus_tag="CH60_3554"
     CDS             3924714..3926966
                     /locus_tag="CH60_3554"
                     /note="[M] COG1452 Organic solvent tolerance protein OstA"
                     /codon_start=1
                     /transl_table=11
                     /product="organic solvent tolerance family protein"
                     /protein_id="AJK11391.1"
                     /translation="MLGVPTYDQPLVTGDPNQLPVRINADKTEANYPDNALFTGNVIV
                     QQGNSTLTANQVELTQVQKPGEVIPLRTVTATGDVNYDDPQIKLKGPKGWSNLNTKDT
                     DMDKGKYQMVGRQGRGDADLMKLRDQSRYTILKNGTFTSCLPGDNSWSVVGSEVIHDR
                     EEQVVEVWNARFKIGKVPVFYSPYMQLPVGDKRRSGFLIPNAKFTSNNGFEFLLPYYW
                     NIAPNFDATITPHYMERRGLQWQNEFRYLLAPGSGTMALDWLPNDRIYTGPDGTDKNA
                     TRWLYYWGHSGVMDQVWRFNINYTRVSDPAYFTDLTSQYGSTTDGYATQIFTAGYANE
                     NWNATLSSKQFQVFTAAGNSNAYRAQPQLDMNYYKNDVGPFDMHVYGQAAKFTSVNPT
                     NPEASRFHIEPTVNLPLSNSWGSINTEAKLLATHYQQDIPASFADNASNPKLKDSVNR
                     VLPQFKVDGKVVFDRSMDWATGFTQTLEPRAQYLYVPYRNQDDIYIYDTTLMQSDYSG
                     LFRDRTYSGLDRIASANQVSTGLTSRIYDDARVERFNVSVGQIYYFSRSRTGNTEAID
                     NSNATGSLVWAGDTFWRINDQLGLKGGAQYDTRLGSLTLGNAIMEYRKDADRMIQLNY
                     RYASPKYIQAAVPKVYNPDYQQGISQVGTTASWPIADRWAIVGAYYYDTKAKQPASQL
                     VGLQYNTCCWAVNLGYERKITGWNAQGQTSKYDNKIGFNIELRGLSGGHSLGTAQMLN
                     SGILPYQSAF"
     gene            3927034..3928338
                     /locus_tag="CH60_3555"
     CDS             3927034..3928338
                     /locus_tag="CH60_3555"
                     /note="[O] COG0760 Parvulin-like peptidyl-prolyl
                     isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="PPIC-type PPIASE domain protein"
                     /protein_id="AJK13806.1"
                     /translation="MKNWRTLILGLVICANTAFAAPQEVDKVAAVVDNGVVLQSDIDG
                     LLQSVKMNAQQSGQQVPDDSTLRHQILERLIMDNIQLQMAKKMGITITDQALDKAIAD
                     IAAQNRMTLAQMRSRLAADGLSYDTYREQIRKEMLTSEVRNNEVRRRITILPQEVESL
                     AKQMGNQVSGDTELNLSHILIPLPENPTQQQVDQAEDLANKLVADIKGGADFGKLAIA
                     NSADSQALKGGQMGWGKLQELPSLFAERLQSAHKGEIVGPIRSGVGFHILKVNDMRGA
                     DQTISVTEVNARHILLKPSPMMTDEQARAKLEAAAAEIKSGKTSFATIAKEISQDPGS
                     AMQGGELGWASPDIYDPAFRDALMKLKKGEISAPVHSSFGWHLIQLVDTRQVDKTDAA
                     QKERAYRMLFNRKFAEEAQTWMQEQRAAAYVKILDGSNAQPQ"
     gene            3928322..3929317
                     /gene="pdxA"
                     /locus_tag="CH60_3556"
     CDS             3928322..3929317
                     /gene="pdxA"
                     /locus_tag="CH60_3556"
                     /EC_number="1.1.1.262"
                     /note="pdxA: 4-hydroxythreonine-4-phosphate dehydrogenase
                     PdxA;
                     [H] COG1995 Pyridoxal phosphate biosynthesis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxythreonine-4-phosphate dehydrogenase
                     PdxA"
                     /protein_id="AJK12527.1"
                     /translation="MHNHNNRLVITPGEPAGVGPDLAITLAQQDWPVELVVCADPALL
                     LARASQLNLPLQLREYQADQPAIAQQAGSLTILPVKTAVNVVPGKLDVGNSHYVVETL
                     AKACDGAISGEFAALVTGPVQKSIINDAGIPFIGHTEFFADRSHCQRVVMMLATEELR
                     VALATTHLPLLAVPGAITQASLHEVITILDNDLKTKFGITQPQIYVCGLNPHAGEGGH
                     MGHEEIDTIIPALNTLRQQGINLIGPLPADTLFQPKYLQHADAVLAMYHDQGLPVLKY
                     QGFGRAVNITLGLPFIRTSVDHGTALELAATGTADVGSFITALNLAIKMINNSNE"
     gene            3929310..3930128
                     /gene="rsmA"
                     /locus_tag="CH60_3557"
     CDS             3929310..3930128
                     /gene="rsmA"
                     /locus_tag="CH60_3557"
                     /EC_number="2.1.1.182"
                     /note="ksgA: ribosomal RNA small subunit methyltransferase
                     A;
                     [J] COG0030 Dimethyladenosine transferase (rRNA
                     methylation)"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal RNA small subunit methyltransferase A"
                     /protein_id="AJK14336.1"
                     /translation="MNNRVHQGHFARKRFGQNFLNDQFVIDSIVSAIHPVPGEAVVEI
                     GPGLGALTEPVAARMDHMTVIELDRDLAARLASHPQLKDKLTIHQQDAMKVNFSELSE
                     QAGQPLRVFGNLPYNISTPLMFHLFSYTDAIRDMHFMLQKEVVNRLVAGPNSKTYGRL
                     TVMAQYYCNVIPVLEVPPTAFTPAPKVDSAVVRLIPHVQMPHPVGDVRMLSRITTQAF
                     NQRRKTVRNSLGDLFTSEQLIELGIDPILRAENISVAQYCKLANWLSAQSTPQK"
     gene            3930142..3930519
                     /locus_tag="CH60_3558"
     CDS             3930142..3930519
                     /locus_tag="CH60_3558"
                     /note="conserved hypothetical protein;
                     [P] COG2967 Uncharacterized protein affecting Mg2+/Co2+
                     transport"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12992.1"
                     /translation="MIEQPRICVQVHSIYVETQSIPEEERFVFAYTVTVRNLGRSNVQ
                     LLGRYWLITNSNGRQTEVQGEGVIGEQPLILPGNEFQYTSGAVLETPLGTMEGHYEMI
                     DHLGQAFRTVIPVFRLAIPALIH"
     gene            3930536..3931405
                     /gene="apaH"
                     /locus_tag="CH60_3559"
     CDS             3930536..3931405
                     /gene="apaH"
                     /locus_tag="CH60_3559"
                     /EC_number="3.6.1.41"
                     /note="apaH: bis;
                     [T] COG0639 Diadenosine tetraphosphatase and related
                     serine/threonine protein phosphatases; bis"
                     /codon_start=1
                     /transl_table=11
                     /product="Diadenosine tetraphosphatase"
                     /protein_id="AJK12325.1"
                     /translation="MSTYLIGDIHGCLDELLALLAQVNFDPQQDTLWLTGDLVARGPA
                     SLDVLRYVRSLGPAVRMVLGNHDLHLLAVYAGISRNKPKDRITPLLDAPDADELINWL
                     RRQPVLQVDDQLKLIMAHAGITPQWDIETAKMCAREVEAVLSSDSYPLFLDAMYGDMP
                     NNWSPELTGLARLRFSTNALTRMRFCFPNGQLDMICKDTPENAPAPLKPWFDLPRLVD
                     PEYSIIFGHWASLEGKGVPEGIYGLDTGCCWGGDLTLLRWDDKRYFTQRAFKAEAEIN
                     NNNGFAAGEAVQH"
     gene            complement(3931495..3931959)
                     /locus_tag="CH60_3560"
     CDS             complement(3931495..3931959)
                     /locus_tag="CH60_3560"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14375.1"
                     /translation="MKKSMLFLSLMLSAPYIMANELSSCPNKSEINYQQGGYTTPDGK
                     WFGASVGVENSGDVRHFLYVKYIPYNAFNMDIGRLNNCTYALASGSVDMYFYDERALA
                     LEGVFVSLIGHMFWEKTTTSGKESYICTASSVNDCTFTRLDDDVVDDYKNRQ"
     gene            complement(3932801..3933283)
                     /gene="folA"
                     /locus_tag="CH60_3561"
     CDS             complement(3932801..3933283)
                     /gene="folA"
                     /locus_tag="CH60_3561"
                     /EC_number="1.5.1.3"
                     /note="[H] COG0262 Dihydrofolate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrofolate reductase"
                     /protein_id="AJK13246.1"
                     /translation="MIISLIAALAADRVIGMENAMPWHLPADLAWFKRNTLNKPVIMG
                     RKTFESIGRPLPGRLNIVISSQPGTDERVTWAASIEEALAFAGNAEEVMVMGGGRVYK
                     QFLDRANRMYLTHIDAEVGGDTHFPDYEPDEWESVFSEFHDADEANSHSYCFEILERR
                     "
     gene            complement(3933433..3933888)
                     /locus_tag="CH60_3562"
     CDS             complement(3933433..3933888)
                     /locus_tag="CH60_3562"
                     /note="conserved hypothetical protein;
                     [S] COG3610 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13342.1"
                     /translation="MSLLWALLQDMVLAAIPALGFAMVFNVPVRALRYCALLGAIGHG
                     SRMLMIHFGMNIELASLVASIMIGINWSRWLLAHPKVFTVAAVIPMFPGISAYTAMIS
                     VVEISHLGYSEALMSTMVTNFLKASFIVGALSIGLSLPGLWLYRKRPGV"
     gene            complement(3933885..3934685)
                     /locus_tag="CH60_3563"
     CDS             complement(3933885..3934685)
                     /locus_tag="CH60_3563"
                     /note="conserved hypothetical protein;
                     [S] COG2966 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14161.1"
                     /translation="MSLENVINGDVPHHQQRDITRLCIKCALLLLQHGAESMLVEQLS
                     ARLGMALGMDSVESSISANAVVLTTISQGNCLTSTRKNTDRGINMQVVTEVQHIVILA
                     EHRLLDAKDVEKRFENIKPLRYPRWLVVIMVALSCGCFSKLNGGGWDAFSISFVASGL
                     AMFVRQSLTARHMNPLINFCITAFVATSASGLLMRLPFFEQASSVAMAASVLLLVPGF
                     PLINAVADMFKGHVNTGLARWAMASLLTLSTCIGVVFAMALWGLRGWA"
     gene            3935009..3935623
                     /locus_tag="CH60_3564"
     CDS             3935009..3935623
                     /locus_tag="CH60_3564"
                     /note="[E] COG1280 Putative threonine efflux protein"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AJK10737.1"
                     /translation="MLETSLFVATLATLGMISPGPDFFLVIKNAARYRRTAAMTTAVG
                     VILGVATHMSYCVAGLAVVITTTPWLFNLLKYAGACYLIWIGIQALLSRGESKFSIDN
                     TAQHPISLKAAFLQGYLCNLLNPKATLFFLAVFTQILQIDSGVGEKLWYASIIWILAA
                     IWWPLLVILIQSAPVRRGLAKTQKVVDKVLGGLLIGLGIKVALG"
     gene            complement(3935851..3939084)
                     /gene="carB"
                     /locus_tag="CH60_3565"
     CDS             complement(3935851..3939084)
                     /gene="carB"
                     /locus_tag="CH60_3565"
                     /EC_number="6.3.5.5"
                     /note="CPSaseII_lrg: carbamoyl-phosphate synthase, large
                     subunit;
                     [EF] COG0458 Carbamoylphosphate synthase large subunit
                     (split gene in MJ)"
                     /codon_start=1
                     /transl_table=11
                     /product="carbamoyl-phosphate synthase, large subunit"
                     /protein_id="AJK10625.1"
                     /translation="MPKRTDIKSILILGAGPIVIGQACEFDYSGAQACKALREEGYRV
                     ILVNSNLATIMTDPEMADATYIEPIHWEVVRKIIEKERPDAVLPTMGGQTALNCALEL
                     ERQGVLAEFGVTMIGATADAIDKAEDRRRFDIAMKKIGLDTARSGIAHNMEEALAVAA
                     DVGFPCIIRPSFTMGGTGGGIAYNREEFEEICERGLDLSPTKELLIDESLIGWKEYEM
                     EVVRDKNDNCIIVCSIENFDAMGIHTGDSITVAPAQTLTDKEYQIMRNASMAVLREIG
                     VETGGSNVQFSVNPKNGRLIVIEMNPRVSRSSALASKATGFPIAKIAAKLAVGYTLDE
                     LMNDITGGRTPASFEPSIDYVVTKIPRFNFEKFAGANDRLTTQMKSVGEVMAIGRTQQ
                     ESLQKALRGLEVGATGFDPKVSLDDPEALTKIRRELKEAGAERIWYIADAFRAGMSVD
                     GVFNLTNVDRWFLVQIEELVRLEESVAELGINGLTAEFMRHLKRKGFADARLAKLVGA
                     AESEVRKLRYKYGLHPVYKRVDTCAAEFSTDTAYMYSTYEEECESNPTSDRPKVMVLG
                     GGPNRIGQGIEFDYCCVHASLALREDGYETIMVNCNPETVSTDYDTSDRLYFESVTLE
                     DVLEIVRIEKPQGVIVQYGGQTPLKLARELEAAGVPIIGTSPDAIDRAEDRERFQQAV
                     NRLGLKQPANATVATIEQAVEKATGLGYPLVVRPSYVLGGRAMEIVYDEIDLRRYFQN
                     AVSVSNDAPVLLDRFLDDAVEVDVDAICDGERVLIGGIMEHIEQAGVHSGDSACSLPA
                     YTLSKEIQDVMRQQVEKLAFELCVRGLMNVQFAVKNNEVYLIEVNPRAARTVPFVSKA
                     TGMPLAKIAARVMVGQSLAEQGMLEEIIPPYYSVKEVVLPFNKFPGVDPILGPEMRST
                     GEVMGVGRTFAEAFSKAMLGSQSGMKKSGRALLSVREGDKHRVVDLAAKLLKQGFELD
                     ATHGTAVVLGEAGINPRLVNKVHEGRPHIQDRIKNGEYTYIVNTTAGRQAIEDSKLIR
                     RSALQYKVHYDTTLNGGFATAMALNADPTDQVISVQEMHAKIKNMKA"
     gene            complement(3939100..3940275)
                     /gene="carA"
                     /locus_tag="CH60_3566"
     CDS             complement(3939100..3940275)
                     /gene="carA"
                     /locus_tag="CH60_3566"
                     /EC_number="6.3.5.5"
                     /note="CPSaseIIsmall: carbamoyl-phosphate synthase, small
                     subunit;
                     [EF] COG0505 Carbamoylphosphate synthase small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="carbamoyl-phosphate synthase, small subunit"
                     /protein_id="AJK13784.1"
                     /translation="MIKSALLVLEDGTQFHGRAIGAEGTAVGEVVFNTSMTGYQEILT
                     DPSYSRQIVTLTYPHIGNVGTNASDEESSAVHAQGLVIRDLPLIASNYRNEEGLSEYL
                     KRHNIVAIADIDTRKLTRLLREKGAQNGCIIVGELSDAALALEKAKAFPGLKGMDLAK
                     EVTTKEMYQWLQGSWTLEGDLPAAKQPEDLPFHVVAYDYGVKRNILRMLVDRGCRLTV
                     VPAQTPAEDVLKLNPDGIFLSNGPGDPEPCDYAITAIKRFLETDIPVFGICLGHQLLA
                     LASGAKTVKMKFGHHGGNHPVKDLDASCVMITAQNHGFAVDETSLPSNLRTTHVSLFD
                     GSLQGLHRTDKAAFSFQGHPEASPGPHDAAPLFDHFIELIEAYRASSVSLNCSNSHK"
     gene            complement(3940748..3941569)
                     /gene="dapB"
                     /locus_tag="CH60_3567"
     CDS             complement(3940748..3941569)
                     /gene="dapB"
                     /locus_tag="CH60_3567"
                     /EC_number="1.17.1.8"
                     /note="dapB: 4-hydroxy-tetrahydrodipicolinate reductase;
                     [E] COG0289 Dihydrodipicolinate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-tetrahydrodipicolinate reductase"
                     /protein_id="AJK12407.1"
                     /translation="MTDSTIRIAIVGAGGRMGRQLIQAVTQMEGVVLGAAIERKGSTL
                     VGSDAGELAGVGLLNVIVGDDLSQLTDNFDVLIDFTRPEGTLEHLAICRQHRKAMVIG
                     TTGFDEAGKAAISEAAADIGIVFAANFSVGVNVVLKLLEKAAKVMGDYTDIEIIEAHH
                     RHKVDAPSGTALAMGEAIADAMGRSLKDCAVYSREGYTGERKPGTIGFATVRAGDIVG
                     EHTAMFADIGERVEITHKATSRMTFAHGAVKSAIWLGKHDNGLFDMRDVLNLNEL"
     gene            complement(3942022..3942480)
                     /locus_tag="CH60_3568"
     CDS             complement(3942022..3942480)
                     /locus_tag="CH60_3568"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK11350.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3942862..3943815)
                     /gene="ispH"
                     /locus_tag="CH60_3569"
     CDS             complement(3942862..3943815)
                     /gene="ispH"
                     /locus_tag="CH60_3569"
                     /EC_number="1.17.1.2"
                     /note="ispH_lytB: 4-hydroxy-3-methylbut-2-enyl diphosphate
                     reductase;
                     [IM] COG0761 Penicillin tolerance protein"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-3-methylbut-2-enyl diphosphate
                     reductase"
                     /protein_id="AJK11437.1"
                     /translation="MQILLANPRGFCAGVDRAISIVERAIEMYGAPIYVRHEVVHNRY
                     VVESLCERGAIFIEEISEVPDGSILIFSAHGVSQAVRAEARSRNLTMLFDATCPLVTK
                     VHMEVARASRKGKEAILIGHAGHPEVEGTMGQYSNPNGGMYLVESPDDVWQLNVKDEN
                     NLCFMTQTTLSVDDTSAVIDALNTRFPKIVGPRKDDICYATTNRQEAVRNLANDADIV
                     LVVGSKNSSNSNRLAELVQRMGKPAYLIDSAADIQEFWLQGAKCIGVTAGASAPDILV
                     QQVIARLKDLGAGESIELSGREENIVFEVPKELRVEVKQID"
     gene            complement(3943796..3944254)
                     /locus_tag="CH60_3570"
     CDS             complement(3943796..3944254)
                     /locus_tag="CH60_3570"
                     /note="[O] COG1047 FKBP-type peptidyl-prolyl cis-trans
                     isomerases 2"
                     /codon_start=1
                     /transl_table=11
                     /product="FKBP-type peptidyl-prolyl cis-trans isomerase
                     family protein"
                     /protein_id="AJK13457.1"
                     /translation="MQNNGAVLVHFTLKLEDGSTAESTRTHGKPALFRLGDNSLSDAL
                     EQQLLGLTVGDKHAFTLRPEDAFGVENPDLIQYFTPRDFAETGVPDAGTIMLFSSRDG
                     SEMPGVVREVAEESITVDFNHPLAGHSVSFELEILEIDPQQEVVYADIAG"
     gene            complement(3944322..3944831)
                     /gene="lspA"
                     /locus_tag="CH60_3571"
     CDS             complement(3944322..3944831)
                     /gene="lspA"
                     /locus_tag="CH60_3571"
                     /EC_number="3.4.23.36"
                     /note="lspA: signal peptidase II;
                     [MU] COG0597 Lipoprotein signal peptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase II"
                     /protein_id="AJK13135.1"
                     /translation="MNKPICSTGLRWLWLAVVVVILDISSKQWVMAHFALYESVPLIP
                     FFNLTYAQNFGAAFSFLADKSGWQRWFFAGIAIGISVVLMVMMYRSTAKQRLINCAYA
                     LIIGGALGNLYDRLVHGAVNDFLDFYINNWHFPTFNLADVAICIGAALVIFEGFLSPV
                     EKNAVNNDE"
     gene            complement(3944831..3947647)
                     /gene="ileS"
                     /locus_tag="CH60_3572"
     CDS             complement(3944831..3947647)
                     /gene="ileS"
                     /locus_tag="CH60_3572"
                     /EC_number="6.1.1.5"
                     /note="ileS: isoleucine--tRNA ligase;
                     [J] COG0060 Isoleucyl-tRNA synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="isoleucine--tRNA ligase"
                     /protein_id="AJK10958.1"
                     /translation="MSDYKNTLNLPETGFPMRGDLAKREPDMLKRWYEQDLYGIIRAA
                     KKGKKTFILHDGPPYANGNIHIGHSVNKILKDIIVKSKGMAGYDSPYIPGWDCHGLPI
                     ELKVEQLIGKPGEKVSAAEFRTACRKYAAEQVEGQKKDFIRLGVLGDWDHPYLTMDFK
                     TEANIIRALSKIIDNGHLHKGAKPVHWCTDCGSSLAEAEVEYYDKTSQSIDVRFNAVD
                     TATVAAKFGVSAVNGPISLVIWTTTPWTLPANRAISLNAEYLYQLVQVEGECLILAAD
                     LVESVMKRAGITQWAVLGSCTGSDLELLRFTHPFMGFDVPAILGDHVTLDAGTGAVHT
                     APGHGPDDFVIGQKYGLEVANPVGPNGCYLAGTYPTLDGLFVFKANDVVVELLREKGA
                     LLHVEKLLHSYPCCWRHKTPIIFRATPQWFISMDQKGLRKQSLQEIKGVQWIPDWGQA
                     RIETMVANRPDWCISRQRTWGVPMSLFVHKETEQLHPRSIELMEEVAKRVEQDGIQAW
                     WDLDPAEILGADAADYVKVPDTLDVWFDSGSTHSSVVDVRPEFGGHSPDMYLEGSDQH
                     RGWFMSSLMIATAMKGKAPYRQVLTHGFTVDGQGRKMSKSIGNTISPQDVMNKLGGDI
                     LRLWVASTDYTGEIAVSDEILKRSADSYRRIRNTARFLLANLNGFDPAQHQVKPEEMV
                     VVDRWAVGRAQAAQAEIMEAYENYDFHLVVQRLMQFCSVEMGSFYLDIIKDRQYTAKG
                     DGIARRSCQTALFHIAEALVRWMAPIMSFTADEIWNHLPGERQQYVFTEEWYDGLFGL
                     AGNESMNDTFWAELLKVRGEVNKVLEQARSDKRIGGSLEAAVTLYAEPELAARLNSLQ
                     DELRFVLLTSAAKVAAYADAGNDAQQSELIAGLKITFNKADGEKCPRCWHYTQDVGLV
                     AEHAELCGRCVTNVAGDGEERKFA"
     gene            complement(3947679..3948617)
                     /gene="ribF"
                     /locus_tag="CH60_3573"
     CDS             complement(3947679..3948617)
                     /gene="ribF"
                     /locus_tag="CH60_3573"
                     /EC_number="2.7.1.26"
                     /note="ribF: riboflavin biosynthesis protein RibF;
                     [H] COG0196 FAD synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin biosynthesis protein RibF"
                     /protein_id="AJK11180.1"
                     /translation="MELIRGIHNIRARHHGCVLTIGNFDGVHRGHQALLEQLKREGQR
                     LGLPVMVMIFEPQPLELFAADKAPARLTRLRDKAKYLAQAGVDYLLCVKFDPRFAANT
                     AQAFVAQLLVEKLGVKFLTVGDDFRFGAGRQGDFQLLQQAGAEFGFDVISTDSFCDGG
                     LRISSTAIRQALHDDDLVLAETLLGHPYSISGRVVHGDELGRTIGFPTANLPLKRLVA
                     PVKGVYAVDVYGLGSTPLYGVANIGTRPTVAGVRQQLEVHLLDVTMDLYGCHIDVVLR
                     AKLRNEQRFASLEALKQQIANDVVTARTFFGLKTPV"
     gene            3949032..3949295
                     /gene="rpsT"
                     /locus_tag="CH60_3574"
     CDS             3949032..3949295
                     /gene="rpsT"
                     /locus_tag="CH60_3574"
                     /note="S20: ribosomal protein S20;
                     [J] COG0268 Ribosomal protein S20"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S20"
                     /protein_id="AJK11424.1"
                     /translation="MANIKSAKKRAVQSEKRRKHNASRRSMVRTFIKKVYAAIAAGDK
                     DAAQKAFNEMQPIVDRQSCKGLIHKNKAARHKSNLVAQINAMQ"
     gene            complement(3949426..3950319)
                     /locus_tag="CH60_3575"
     CDS             complement(3949426..3950319)
                     /locus_tag="CH60_3575"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13145.1"
                     /translation="MSHINFNHLYYFWQVCKEGSVVGAAEALFLTPQTITGQIKALEG
                     RLGGKLFKRRGRGLVPSELGQLVFRYADKMFMLSQEMLDIVNYRKESHLLFDVGVADA
                     LSKRLVSQVLETAVVEHEKIHLRCFESTHEMLLEQLSQHKLDMILSDCPVDSSQQEGL
                     FSVKLGECSVSFYCRQPVPDLPFPASLQQKRLLIPGRRSMLGRKLLNWINSKGLKVEV
                     LGEFDDAALMNAFAVYHDAIFVAPTIYAADTYANDSEIIEIGRLDNVQEEYYVIFAER
                     MIQHPAVQRVCNKDFSALFNC"
     gene            complement(3950455..3951639)
                     /gene="nhaA"
                     /locus_tag="CH60_3576"
     CDS             complement(3950455..3951639)
                     /gene="nhaA"
                     /locus_tag="CH60_3576"
                     /note="nhaA: Na+/H+ antiporter NhaA;
                     [P] COG3004 Na+/H+ antiporter"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+/H+ antiporter NhaA"
                     /protein_id="AJK11044.1"
                     /translation="MTNIIRQFLRQEAAGGLILIIAAAIALLMANSALQGVYQSFLDI
                     PVSIKIASLDISKPLLLWINDGLMAVFFLMIGLEVKRELMEGSLAGRDKAVFPAIAAL
                     GGMLAPALIYLLFNGADEVTRQGWAIPAATDIAFALGVMALLGNRVPTGLKVFLLALA
                     IIDDLGVIIIIALFYTQQVSLQSLGIAAAAIALLAYMNWRGVGKTSAYLLVGLVLWVC
                     ILKSGVHATLAGVIVGFMIPLHTQDQRSPSESLEHGLHPWVAYLILPLFAFANAGVSL
                     QGVSLSGLTSLLPMGIATGLFIGKPLGIFTFSWLAVKLGIAKLPDAINFKQIFAVSVL
                     CGIGFTMSIFIASLAFEGTDIALTTYSKLGILLGSTTAAVVGYSLLRLVLPARRKAVN
                     VR"
     gene            complement(3951882..3953021)
                     /gene="dnaJ"
                     /locus_tag="CH60_3577"
     CDS             complement(3951882..3953021)
                     /gene="dnaJ"
                     /locus_tag="CH60_3577"
                     /note="dnaJ_bact: chaperone protein DnaJ;
                     [O] COG0484 DnaJ-class molecular chaperone with C-terminal
                     Zn finger domain"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein DnaJ"
                     /protein_id="AJK10848.1"
                     /translation="MAKRDYYEVLGVSRDAEEREIKKAYKRLAMKFHPDRQSEDKNAE
                     EKFKEAKEAYEILTDAQKRAAYDQYGHAAFEQGGMGGGGFGGGGGGADFSDIFGDVFG
                     DIFGGGRRQQRASRGSDLRYNMDLTLEEAVRGVTKEIRIPTLDECDVCHGSGAKPGSS
                     PVTCPTCHGAGQVQMRQGFFTVQQACPHCHGRGQIIKDPCNKCHGHGRVEKSKTLSVK
                     IPAGVDTGDRIRLSGEGEAGEHGAPSGDLYVQVQVKAHPIFEREGNNLYCEVPINFAM
                     AALGGEIEVPTLDGRVKLKIPAETQTGKMFRMRGKGVKSVRGGSQGDLLCRVVVETPV
                     SLSEKQKQLLRELEESFVGAAGEKNSPRAKSFLDGVKKFFDDLTR"
     gene            complement(3953133..3955043)
                     /gene="dnaK"
                     /locus_tag="CH60_3578"
     CDS             complement(3953133..3955043)
                     /gene="dnaK"
                     /locus_tag="CH60_3578"
                     /note="prok_dnaK: chaperone protein DnaK;
                     [O] COG0443 Molecular chaperone"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein DnaK"
                     /protein_id="AJK12649.1"
                     /translation="MGKIIGIDLGTTNSCVAIMDGTKARVLENSEGDRTTPSIIAYTQ
                     DGETLVGQPAKRQAVTNPQNTLFAIKRLIGRRFQDEEAQRDKDIMPYKIIAADNGDAW
                     LEVKGQKMAPPQISAEVLKKMKKTAEDYLGEPVTEAVITVPAYFNDAQRQATKDAGRI
                     AGLEVKRIINEPTAAALAYGLDKEVGNRTIAVYDLGGGTFDISIIEIDEVDGEKTFEV
                     LATNGDTHLGGEDFDSRLINYLVEEFKKDQGMDLRTDPLAMQRLKEAAEKAKIELSSA
                     QQTDVNLPYITADGSGPKHMNIKVTRAKLESLVEDLVNRSIEPLKVALQDAGLSVSDI
                     QDVILVGGQTRMPMVQKKVADFFGKEPRKDVNPDEAVAIGAAVQGGVLSGEVKDVLLL
                     DVTPLSLGIETMGGVMTPLITKNTTIPTKHSQVFSTAEDNQSAVTIHVLQGERKRAQD
                     NKSLGQFNLDGIQPAPRGMAQIEVTFDIDADGILHVSAKDKNTGREQKITIKASSGLN
                     EEEIQKMVRDAEANAEADRKFEELVQTRNQADHLIHGTRKQLEEAGDKLPAEDKTAIE
                     EAMKGLEAALKGEDKAEIEAKTQALVQVSGKLLEMAQQQQAAAGGDAGDTSAKKEDDV
                     VDAEFEEVKDKK"
     gene            3955417..3956028
                     /locus_tag="CH60_3579"
     CDS             3955417..3956028
                     /locus_tag="CH60_3579"
                     /note="[S] COG1584 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="GPR1/FUN34/yaaH family protein"
                     /protein_id="AJK11633.1"
                     /translation="MNTIKLANPGPLGLMGFGMTTVLLNLHNAGFFPLSSVILSMGIF
                     YGGLAQILAGLLEYKKGNTFAATAFTSYGAFWLSLVGLLMLPKMGLADATDAQFLGVY
                     LGLWGIFTLFMFIGTLPANRALQFVFGSLTILFALLAVGNFTDNHTLLMFAGFEGIIC
                     GASAIYLAMAEVLNEQYGRTILPIGEPLPIGEPSQTLETQAVM"
     gene            3956317..3958764
                     /locus_tag="CH60_3580"
     CDS             3956317..3958764
                     /locus_tag="CH60_3580"
                     /codon_start=1
                     /transl_table=11
                     /product="beta/Gamma crystallin family protein"
                     /protein_id="AJK12556.1"
                     /translation="MKKTNKLLISIVSAISFSAYSNDINDAKVCFYELENFSGESFCA
                     YEGESQSTINNDFDKKIKSISIPPGMVITLYDGIDFTGKKKKLKNDVNLDGMKSFGLY
                     NKISSYHIDPAVCFYTEDNFQGDSTCLAASQHIDLYSDAEGFANSNRTVLPIHNDSIQ
                     SIKVPLGMMTTIYKNDQFNAPFFELTENINLETLKTLAMDNQLTSLKASEKKGLYCDQ
                     KCIILEKHEINLPEVFGEYWHDSRLVNKQVILSFNSQENGINDDYKINLTNGPSVRIL
                     KNEIIFSDYNMITKFSFDRIDKFDKLSFILQIEKDIVQVQYIQTLDDQLIDLSPIISF
                     KWTHMIDDTPTLTIKNKNTDKPLILNKSIITADTGDQNWEKRDIENTSQIICAFTPFL
                     NLYNYIVQGTCRQLDGIIFKADQYFNSNTKGKTLHIAGKSFPLKPDLLTELNNDGLHE
                     NKMLLTYIDNVNNNQSLSLPAVAKTCMVSIHSILSTRQTRQIRPACIDWTLEIMTDFT
                     LLFGSSLRTWNTEYFGRIIQSIITTGNTGVAVENTEIEKRLSHAVKKAIMSQSIDSTL
                     DHIKTAFDYAQLNYFDYSLFYVSEDTPSQVEQLPLGIYELLLPSFIYRPIPPIIIENS
                     ERVEQHELAFEIEILPSLFPEDARPSDTEIEHARELRQKISETIAQWGQQYQGAHAID
                     DVDQEVNADENAALSQLLHAGHIVTGIIHRRLILNRPGEIYVVVKLRGEIIAIVLADR
                     FNNRDEVELVASATLPDYVLSPDSEGTVRGAGTAAVYELARYLQQQGAKTLFSETISQ
                     PSARVKQKVGFTFKSEF"
     gene            complement(3958834..3960222)
                     /locus_tag="CH60_3581"
     CDS             complement(3958834..3960222)
                     /locus_tag="CH60_3581"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AJK13666.1"
                     /translation="MSQDHNSSQVGSSQIDSSQHHVDQQHNHNRRLNKQDYKTLTLAA
                     LGGALEFYDFIIFVFFAAVIGDLFFPADMPEWLRQVQTFGIFAAGYLARPLGGIIMAH
                     FGDLVGRKKMFTLSILLMALPTLAIGMLPTYATIGITAPLLLLLMRVLQGAAIGGEVP
                     GAWVFVAEHVPRKRIGIACGTLTAGLTAGILLGSLVATVMNTTLGHQAILEGGWRIPF
                     FLGGIFGLFAMYLRRWLQETPIFKEMQARKTLAEELPLKSVVVNHKKEVVVSMLLTWL
                     LSAGIVVVILMTPTYLQKQFNVPPELALQANSLAIIALVIGCVVAGLAIDRFGASKTF
                     IVGSLMLAMSTWSFYHTNLTNPSQLFPHYMLAGFCVGIVGAVPYVMVRAFPAEVRFTG
                     ISFSYNVAYAIFGGLTPILVTLWMKSSAMAPAYYMLVLSLVGLLLGIYLRNDINSEVK
                     VQMPKRVMNGVN"
     gene            complement(3960350..3960937)
                     /gene="mog"
                     /locus_tag="CH60_3582"
     CDS             complement(3960350..3960937)
                     /gene="mog"
                     /locus_tag="CH60_3582"
                     /EC_number="2.7.7.75"
                     /note="[H] COG0521 Molybdopterin biosynthesis enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin adenylyltransferase"
                     /protein_id="AJK13989.1"
                     /translation="MNILRIGLVSVSDRASSGIYQDKGIPALEEWLTSALTTPFEVET
                     RLIPDEQSLIEQTLCELVDEMGCHLVLTTGGTGPARRDVTPDATLAIADRQMPGFGEQ
                     MRQISLHYVPTAILSRQVGVIRKQALIINLPGQPKSIKETLEGVKDAQSNVVVAGIFA
                     SVPYCIQLLDGPYIETNTDVVVAFRPKSAIIDIKD"
     gene            complement(3961225..3962177)
                     /locus_tag="CH60_3583"
                     /note="talB;transaldolase family protein;transaldolase B"
                     /pseudo
     gene            3962709..3963485
                     /locus_tag="CH60_3585"
     CDS             3962709..3963485
                     /locus_tag="CH60_3585"
                     /note="conserved hypothetical protein;
                     [S] COG3022 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12890.1"
                     /translation="MLIIISPAKTLDYQSPLATTKFSQPEMLDKSQALIEICRELTPA
                     QISSLMGISDKLAGLNAARFSEWQPDFTPANARQAILAFKGDVYTGMQAESFSEADFD
                     FAQQHLRMLSGLYGLLRPLDLMQPYRLEMGTKLANPRGKDLYAFWGDQITEKLNQALE
                     LQGDNILINLASDEYFKAVKPAKLSGSLIKPVFLDEKNGKYKIISFYAKKARGLMSRF
                     IIQNKLTKPEQLVDFNLEGYEFDAGLSAKNELVFKRAEQH"
     gene            complement(3963917..3964027)
                     /locus_tag="CH60_3586"
     CDS             complement(3963917..3964027)
                     /locus_tag="CH60_3586"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12170.1"
                     /translation="MGTSAIAHFKYDLDKHATSLRRVASLASTFFLRTRL"
     gene            complement(3964302..3965591)
                     /gene="thrC"
                     /locus_tag="CH60_3587"
     CDS             complement(3964302..3965591)
                     /gene="thrC"
                     /locus_tag="CH60_3587"
                     /EC_number="4.2.3.1"
                     /note="thrC: threonine synthase;
                     [E] COG0498 Threonine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine synthase"
                     /protein_id="AJK12329.1"
                     /translation="MKLYNLKDHNEQVSFAQAIKQGLGKQQGLFFPLELPEFELTEID
                     KLLDLDFVTRSSRILSAFIGSEIAPDVLTKRVQAAFEFPAPVAQVENDIAVLELFHGP
                     TLAFKDFGARFMAQMLAEVAGDQPVTILTATSGDTGAAVAHAFYGLKNVRVVILYPRG
                     KISPLQEKLFCTLGGNIHTVAIDGDFDACQALVKQAFDDEELKTALSLNSANSINISR
                     LLAQICYYFEAVAQLPQEARNQLVISVPSGNFGDLTAGLLAKSLGLPVKRFIAATNAN
                     DTVPRFLVNGQWQPKPTVATLSNAMDVSQPNNWPRVEELYRRKIWQLKDLGHGAVSDK
                     TTKDTMRELAGLGYISEPHAAIAYRVLRDQLQDGEFGLFIGTAHPAKFKESVEAILGQ
                     ELPLPKPLAVRAQLPLLSHDLPADFAQMRAFLMALPK"
     gene            complement(3965595..3966524)
                     /gene="thrB"
                     /locus_tag="CH60_3588"
     CDS             complement(3965595..3966524)
                     /gene="thrB"
                     /locus_tag="CH60_3588"
                     /EC_number="2.7.1.39"
                     /note="thrB: homoserine kinase;
                     [E] COG0083 Homoserine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine kinase"
                     /protein_id="AJK11376.1"
                     /translation="MVKIYAPASIGNVSVGFDVLGAAVSPIDGTLLGDCVSVTAAERF
                     SLHNEGRFVSKLPDDPKQNIVYQCWERFCQEMGKEIPVAMVLEKNMPIGSGLGSSACS
                     VVAGLMAMNEFCGQPLDKVTLLGMMGELEGRVSGSIHFDNVAPCYLGGMQLILEQEGY
                     ISQDVPGFSDWLWVMAYPGIKVSTAEARAILPAQYRRQDCITHGRNLAGFIHACHTQQ
                     PDLAAKMMKDVIAEPYRTQLLPGFAAARQAAQDIGALACGISGSGPTLFAVCNDQATA
                     QRMAGWLQNHYLQNDEGFVHICRLDTAGARLLG"
     gene            complement(3966527..3968985)
                     /locus_tag="CH60_3589"
                     /note="ACT domain protein;aspartate kinase domain protein"
                     /pseudo
     gene            complement(3969424..3969531)
                     /locus_tag="CH60_3591"
     CDS             complement(3969424..3969531)
                     /locus_tag="CH60_3591"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12052.1"
                     /translation="MLEECKGNGRVPYFTLFKITNAYKPSWHVNSFECE"
     gene            3970089..3970805
                     /locus_tag="CH60_3592"
     CDS             3970089..3970805
                     /locus_tag="CH60_3592"
                     /note="transcriptional regulatory, C terminal family
                     protein;
                     [TK] COG0745 Response regulators consisting of a CheY-like
                     receiver domain and a winged-helix DNA-binding domain"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11261.1"
                     /translation="MQTPHILIVEDEIVTRNTLKSIFEAEGYVVYEANDGAEMHHILS
                     ENDINLVIMDINLPGKNGLLLARELREQASVALMFLTGRDNEVDKILGLEIGADDYIT
                     KPFNPRELTIRARNLLSRTMNLSSVGEERRLVESYKFNGWELDINSRSLVSPTGEHYK
                     LPRSEFRAMLHFCENPGKIQSRGELLKKMTGRELKPHDRTVDVTIRRIRKHFESTPDT
                     PEIIATIHGEGYRFCGDLEE"
     gene            complement(3970979..3971446)
                     /locus_tag="CH60_3593"
     CDS             complement(3970979..3971446)
                     /locus_tag="CH60_3593"
                     /note="[S] COG3045 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="creA family protein"
                     /protein_id="AJK11647.1"
                     /translation="MKKSWIFLGCLLSLGAITAQAEEIGSVDTVFKLLGPDHKIVIEA
                     FDDPDVKNVTCYISRAKTGGIKGGLGLAEDTADAAISCQQVGPIELSDKIKNKKSEGA
                     VVFQKRTSLVFKKLQVVRFYDPKRNSLVYLTYSDRIVDGSPKNAISAVPIMPW"
     gene            complement(3971443..3971628)
                     /locus_tag="CH60_3594"
     CDS             complement(3971443..3971628)
                     /locus_tag="CH60_3594"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13895.1"
                     /translation="MNRIALAHSSNFLCSRLLKNLLVQCVKKRLDFDSKVFNKTLMTS
                     TKKLTLNNVVQRNGVSV"
     gene            3971672..3972538
                     /locus_tag="CH60_3596"
     CDS             3971672..3972538
                     /locus_tag="CH60_3596"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK12210.1"
                     /translation="MDQASIIRDLLSWLESHLDQPLALDNVAAKAGYSKWHLQRMFKD
                     VTGNAIGAYIRARRLSKAAVALRLTSRPILDIALQYRFDSQQTFTRAFKKQFAQTPAL
                     YRRAEDWHSSGICPPIRLGTYTLPQPEFITLPEQHLVGITQSYSCTLEQISTHRAELR
                     LHFWQQYLGDADQLPPVLYGLHHSRPNPEKDDEQEIFYTTAIEPQHIPCNVPEGQPVI
                     LQGGEYVQFSYDGPLDGLQNFILTLYGTILPQLALIRRRGYDIERFYPQGRPKDGPPA
                     TLKCDYFIPIRR"
     gene            complement(3972535..3973182)
                     /locus_tag="CH60_3595"
     CDS             complement(3972535..3973182)
                     /locus_tag="CH60_3595"
                     /note="[G] COG0406 Fructose-2,6-bisphosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AJK13224.1"
                     /translation="MLQVYLVRHGETLWNAARRIQGQSDSPLTEIGIRQAHLVAQRVR
                     NQGITHIISSDLGRTQQTAKIIADACGLTMVTDPRLRELNMGVLENRPIDSLTPEEEQ
                     WRKQMVNGTEGARIPEGESMTELGRRMHAALDSCLELPAGSKPLLVSHGMALGCLLST
                     LLGLPAHAERRLRLRNCSLSRVDYQESPWLASGWVIESAGDTAHLDMPALDELQR"
     gene            3973276..3973818
                     /locus_tag="CH60_3598"
     CDS             3973276..3973818
                     /locus_tag="CH60_3598"
                     /note="conserved hypothetical protein;
                     [S] COG1986 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11188.1"
                     /translation="MYHVIAATTNPAKINAITLAFDDVYGPGQYRIEGVNVDSGVPLQ
                     PIGSTETRIGARQRVKNARQVRPEADFWVGIEAGIEDNMTFAWMVVEHLQARGESRSA
                     SLMLPDIILQGIRQGRELGDEMAVLSGISNVKQQGGAIGIFTQGKLTRTSVYHQALLL
                     ALVPFHNEIYQRPSPSKPAI"
     gene            complement(3973815..3974207)
                     /gene="trpR"
                     /locus_tag="CH60_3597"
     CDS             complement(3973815..3974207)
                     /gene="trpR"
                     /locus_tag="CH60_3597"
                     /note="trpR: trp operon repressor;
                     [K] COG2973 Trp operon repressor"
                     /codon_start=1
                     /transl_table=11
                     /product="trp operon repressor"
                     /protein_id="AJK11262.1"
                     /translation="MTKQFLTDEKQVSDSLNRQTAGNPYSAADPALSAEDNQHWLSFV
                     ALLQNAITQDLHLPLLQLMLTPDERTALGTRVRIIEELMRGELSQRELKSQLGAGIAT
                     ITRGSNSLKTAPPQLKSWLEAQLLANKR"
     gene            complement(3974443..3976362)
                     /locus_tag="CH60_3599"
     CDS             complement(3974443..3976362)
                     /locus_tag="CH60_3599"
                     /note="[M] COG0741 Soluble lytic murein transglycosylase
                     and related regulatory proteins (some contain LysM/invasin
                     domains)"
                     /codon_start=1
                     /transl_table=11
                     /product="soluble lytic murein transglycosylase L domain
                     protein"
                     /protein_id="AJK11353.1"
                     /translation="MGKWRYLAIGVCLMTTSGVTFADSLDAQRQRYQQVKLAWDSNQM
                     DTVAQLMPTLRDYPLYPYLEYRQLTQDLSQVSTAQVKDFLNRHPTLPPAKSLPSRFVN
                     ELARREDWRGLLTFSPTAPKPVAARCNYYYAKWATGEQSVAWEGASEIWLNGQSLPGS
                     CDKLFSVWQQAGHQTPLATLARMKLALKEGNASLVSYLLKQLPADYQTMGTALAKLQS
                     DPSSVESFARTVGPTDFTRSATTIAFTRLARQDVENARLMIPSLVRLQKMSDSEKLEL
                     EEAVAWRLMGNDATYEQAKWRDQVALRSHSTSLLERRIRMSLGSGDRQGLATWLARLP
                     AEAQDKDEWRYWRASLLLEQGKKAEGEAILRSLTKERGFYPMVAAQKLNIPYPIKVQV
                     AAKPDVSLAQRPEIARVRELMYWNMDNQARAEWSYLVASRSKAEQEALARYAFDQKWA
                     DLSVQATIVAKLWDHLEERFPMAWTKEFRQFTEDKGITPSYAMAIARQESAWNPKAQS
                     PVGATGLMQVMPRTAEHTVKRNNIAGYLNSSQLLDPVTNIEIGTYYLEEVYQQFGRNR
                     ILSSAAYNAGPSRVNTWLGNSGGQVDAVAFIESIPFSETRGYVKNVLAYDAFYRHFMN
                     RPAKVLSDAEWQRRY"
     gene            3976932..3979658
                     /locus_tag="CH60_3600"
     CDS             3976932..3979658
                     /locus_tag="CH60_3600"
                     /note="ATPase_P-type: HAD ATPase, P-type, IC family
                     protein;
                     [P] COG0474 Cation transport ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD ATPase, P-type, IC family protein"
                     /protein_id="AJK13172.1"
                     /translation="MQNSSNPKSASPPPEGKAWYQLTVEESLQHLNSREEGLSQKEAQ
                     ERLAQYGPNALPARKTKHPLLQFLAHFNDVLIYILLAAALVKGLMGHSVDTIIILCVA
                     VINALIGFIQENKAEKSLKSIQNMLSSKAVVIRDGKAQTIDAQNLVPGDIVTLRPGDK
                     IPTDLRLLEAHNLQIEEAILTGESTVVEKQIGVIENESVIGDRKNLLFSGTTISAGTA
                     KGVVIASGGDTELGHINQMMATVESTRTPLLQQMDRLGKAIFILILVMMAILFVFAFI
                     LRDLPVDELLLALISLAVASVPEGLPAIISIILSLGVQAMARNRAIIRKLPTVETLGA
                     MTVVCSDKTGTLTMNEMTVKAVILADHCYRVEGESYEPVGNIYPEGREQQAELDTNKA
                     LKTFITAVNLCNDSQIQQNEQGHWTITGGPTEGALKVLAAKSGIKLDHVTQHGKIPFD
                     SAYKYMATSHQVQSDNSIFLTGAPDVLFTFCQQELTDSGVAPFRRDYWEAEMARYAKQ
                     GLRMVAAAFRPTDQPVNELDHKDIQQGMVFVGIAGMMDPPRPEAIDAIATCQQAGIRV
                     KMITGDHQETAMAIGAMLGIGNGTDSITGSQLEHMDDQQLAEAAVRYDIFARTSPEHK
                     LRLVKALQEKGEIVGMTGDGVNDAPALKQADVGIAMGIKGTEVTKEAADMVLSDDNFA
                     TIASAVEEGRRVYDNLKKTILFVLPTNLAQGLLIIFAILAGAVIPLTPLQILWMNMAT
                     STTLSFGLAFEPAEKGIMRRKPRDPSRHVLDGHAIWRIGFVGTLIACSAFALEAYLEP
                     RGYSTEFIRTVLMQTLVTAQWIYMFNCRVMDRFPLNKEVFVNKGLWLVSGVLVLLQLA
                     IIYLPFMNTAFGTAPLPAYYWGITLLVAIAIFIIVEIEKWVIGRFKGMNNPV"
     gene            3980033..3980656
                     /locus_tag="CH60_3601"
     CDS             3980033..3980656
                     /locus_tag="CH60_3601"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13430.1"
                     /translation="MTTATCATNRVSDEHHEPPHRRIVRSRWWGVYLFLLSLLVAVPT
                     PLLAASNINADILRERSDAAARMVLGIISYSRWPVAPPVIRLCVISPTDYAEMLFNPA
                     LMETTHPVQTQRYSLPNNSLNSKCDVVYLGHIELQQRQQLSIQLNGTPILTISEDYNE
                     CTFGSVFCLLLNDKQVSFKVNMDALARGGVRIHPSVLQLARKKANAR"
     gene            3980677..3981954
                     /locus_tag="CH60_3602"
     CDS             3980677..3981954
                     /locus_tag="CH60_3602"
                     /note="GGDEF: diguanylate cyclase domain protein;
                     [T] COG2199 FOG: GGDEF domain"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AJK12198.1"
                     /translation="MKPKKNHNSAEKLPTLAGVLRRIHLSVAIVSVVTACIFLTVAAL
                     FALRVYVDHNLHLIARAISYTTEAAVVFGDNVEANELLALIASNEEVAEAKIIDKHNR
                     QIAYWALPDDGPIHHMEQIVARWILPAPVVLPMFHAGDEIGKIVIVGHGGSLLRFLLQ
                     GLAGMLACLTVSTLVALFLSRRMLLGIVGSLKRITEVAHNVSRHRSFGQRVPSAKVAE
                     LNELSNDFNGLLEELEVWQKHLTQENDSLAYRAAHDSLTGLANRTFFEGRLSRTLNDC
                     QPGEHTAVLFLDGDHFKDVNDNYGHAAGDLVLTTIAVRIRALLRETDLVARLGGDEFA
                     VLLTPIHNLDDVLTIADHIIDSMALPIILAEGCEITVSLSIGIAVYPDHAQTPEKLLQ
                     RADEAMYQAKKNFRSGKRIFAYQPNTTNTESLG"
     gene            3981960..3982466
                     /locus_tag="CH60_3603"
     CDS             3981960..3982466
                     /locus_tag="CH60_3603"
                     /note="[M] COG2885 Outer membrane protein and related
                     peptidoglycan-associated (lipo)proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="ompA family protein"
                     /protein_id="AJK14224.1"
                     /translation="MQKMQNKRLIQRIWVSFLAMGLMLLVGCQAKPQGLTPDQIAALQ
                     EQGFKLTDNGWEFGLANKVLFDSDVKKLNSEGMQTVQKIGRILSDVGIKHMRVDGHTD
                     SVGKDDYNQQLSYQRALAVADTLATVGIPKSNIDVRGRGKLEPVADNRTSKGRAENRR
                     VAIIITAS"
     gene            3982649..3984316
                     /gene="ccmA"
                     /locus_tag="CH60_3604"
     CDS             3982649..3984316
                     /gene="ccmA"
                     /locus_tag="CH60_3604"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [R] COG0488 ATPase components of ABC transporters with
                     duplicated ATPase domains"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK12768.1"
                     /translation="MAQYVYTMHRVGKVVPPKRHILKNISLSFFPGAKIGVLGLNGSG
                     KSTLLRIMAGLDTEIEGEARPQLGIKIGYLPQEPKLNLEQTVRESVEEAVGEVKRALT
                     RLDEVYALYADPDADFDKLAKEQGELEAIIQSHDGHNLDNQLERAADALRLPPWDAKI
                     ANLSGGERRRVAICRLLLEKPDMLLLDEPTNHLDAESVAWLERFLHDYEGTVVAITHD
                     RYFLDNVAGWILELDRGEGIPWEGNYSSWLEQKNARLAQEASSEAARRKSIEKELEWV
                     RQNPKGRQAKGKARLARFEELNSVEYQKRNETSELFIPPGPRLGDKVLEVEHLSKSYG
                     DRLLIDDLTFALPKGAIVGIIGPNGAGKSTLFRMLSGQEQPDSGTISLGDTVQLASVD
                     QFRDNMDDSKTVWEEVSGGQDIMKIGNFELPSRAYVGRFNFKGVDQGKRIGELSGGER
                     GRIHLAKLLQVGGNMLLLDEPTNDLDIETLRALENALLEFPGCAMVISHDRWFLDRIA
                     THIIDYQDEGKVEFFEGNFTEYEEWKKRTLGAEALEPHRIKYKKMTK"
     gene            complement(3984462..3985592)
                     /locus_tag="CH60_3605"
     CDS             complement(3984462..3985592)
                     /locus_tag="CH60_3605"
                     /note="conserved hypothetical protein;
                     [S] COG3177 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13815.1"
                     /translation="MGENIWVWQQKKWPNFYWDEALIQPQLRHARFKLGQLLGENRTN
                     TSAENATKTLDILLANIIASSKIENEPLNIRSVRSSLAKRLGMILEDNYPTSDRTDGL
                     AAMMLDAINECKADLTLERLYQWHEWLFPNDLWSLTPMKAGQLRGQEPMQVVSGRIGK
                     ETVHFEAPPQAILFDEIEQFISWFNLSRSDSFLDPLLRAAIVHFWFVTLHPFEDGNGR
                     ITRALTDMALSQADSQSIHLYAMSVAILDNREAYYAILEQGQRGNLDITPWLLWFIAT
                     LEQSLDQASKGIEHTLAKTSFWLKHNGSGLSAEQVKVLNRLLDGGENGFSAGINASQY
                     QKVAKVSKATATRHLADLLARECIEKLPGGGRSTRYQAKYPD"
     gene            complement(3985749..3987020)
                     /gene="nadR"
                     /locus_tag="CH60_3606"
     CDS             complement(3985749..3987020)
                     /gene="nadR"
                     /locus_tag="CH60_3606"
                     /EC_number="2.7.1.22"
                     /note="[H] COG3172 Predicted ATPase/kinase involved in NAD
                     metabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="trifunctional NAD biosynthesis/regulator protein
                     NadR"
                     /protein_id="AJK12766.1"
                     /translation="MLQFDYLKTAIKQKGCTLQQVAEASGMTKGYLSQLLNDKIKSPS
                     AQKLEALHRFLGLEFPRREKKVGVVFGKFYPLHTGHIYLIQRACSQVDELHVILCHDE
                     PRDRELFENSSMSQQPTVSDRLRWLLQTFKYQKNIHIHSFDEHGIEPYPHGWDVWSRG
                     VKAFMNEKGIVPSFIYSSESQDAPRYREQLGIETILIDPQRSFMNISGRQIRRDPFRY
                     WDYIPTEVKPFFVRTVAILGGESSGKSTLVNKLANIFNTTSAWEYGREYVFSHLGGDE
                     MALQYSDYDKIALGQAQYVDFAVKYANKVAFIDTDFVTTQAFCKKYEGREHPFVQALI
                     DEYRFDLVILLENNTPWVADGLRSLGSDRDRKSFQNLLEQMLRDNNIEYVHVESADYD
                     ARFLRCVELVQQLLAADPQRLARPSVLTDAR"
     gene            complement(3987179..3988561)
                     /gene="radA"
                     /locus_tag="CH60_3607"
     CDS             complement(3987179..3988561)
                     /gene="radA"
                     /locus_tag="CH60_3607"
                     /note="sms: DNA repair protein RadA;
                     [O] COG1066 Predicted ATP-dependent serine protease"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RadA"
                     /protein_id="AJK11745.1"
                     /translation="MAKAPKRAFVCNECGADYPRWQGQCSACNAWNTITEVRLAAVAS
                     SSRNDRFVGYAGDAGVSRVQKLSDISLEELPRFSTGFLEFDRVLGGGVVPGSAILIGG
                     NPGAGKSTLLLQTLCKLSENMKTLYVTGEESLQQVAMRAHRLGLPTAGLNMLSETSIE
                     QICLIAEQEQPRLMVIDSIQVMHMADIQSSPGSVAQVRETAAYLTRFAKTRGVAIVMV
                     GHVTKDGSLAGPKVLEHCIDCSVMLDGDGDSRFRTLRSHKNRFGAVNELGVFAMTEQG
                     LREVSNPSAIFLSRGDEVTAGSSVMVVWEGTRPLLVEIQALVDHSMMSNPRRVAVGLE
                     QNRLAILLAVLHRHGGLQMSDQDVFVNVVGGVKVTETSADLALLMSLVSSLRDRPLPQ
                     DLVVFGEVGLAGEIRPVPSGQERISEAAKHGFKRAIVPYANMPKKPLPNMQVFGVKKL
                     ADALAVLEDL"
     gene            complement(3988649..3989629)
                     /gene="serB"
                     /locus_tag="CH60_3608"
     CDS             complement(3988649..3989629)
                     /gene="serB"
                     /locus_tag="CH60_3608"
                     /EC_number="3.1.3.3"
                     /note="serB: phosphoserine phosphatase SerB;
                     [E] COG0560 Phosphoserine phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoserine phosphatase SerB"
                     /protein_id="AJK12760.1"
                     /translation="MSNSLTYCDLPSEIYQWPGLPLSLSGDEVMPLDYRAGHTGWLLY
                     GRKLDKQRITDFQRQLGAAMVIVSAWCVEDYQVIRLAGSLTPRIKTLADESGLDVAPL
                     GAIPHLRTPGLLVMDMDSTAIQIECIDEIAKLAGVGDEVAAVTERAMQGELDFSASLR
                     QRVAALKGADANILKQVRDDLPLMPGLVSLVRKLQALDWHVAIASGGFTYYAEYLRDK
                     LRLVHVAANELEIKDGKLTGCVLGPIVDAQYKADTLIKLAEKLNIPLAQTIAIGDGAN
                     DLKMMQVAGLGLAFHAKPKVYAKAKVAIRHGDLLSVLCILTGSLKHESGK"
     gene            3989861..3990562
                     /locus_tag="CH60_3609"
     CDS             3989861..3990562
                     /locus_tag="CH60_3609"
                     /note="[R] COG3726 Uncharacterized membrane protein
                     affecting hemolysin expression"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial virulence factor hemolysin family
                     protein"
                     /protein_id="AJK12341.1"
                     /translation="MARAKLKFRLHRTAIVLICLALLVLLMQGASYFSLSHQLARSEQ
                     VEELAQTLAKQVAFSLSPIMDSGDDNIDSQKVDAILQQLTQSSRILDASVYQIDGTLV
                     ASAGENVKVRDRLALDGKRPGSYFNHQIVEMIAGNSGPSGFLRMTLDTHVLATESKQV
                     DNTTNLLRLMILVALAVGIILARTLLQGRRSRWQQSPYLLTANIPVKEEDESEDDTPE
                     ALVGQAETDHKPADK"
     gene            complement(3990674..3991393)
                     /gene="deoD"
                     /locus_tag="CH60_3610"
     CDS             complement(3990674..3991393)
                     /gene="deoD"
                     /locus_tag="CH60_3610"
                     /EC_number="2.4.2.1"
                     /note="deoD: purine nucleoside phosphorylase;
                     [F] COG0813 Purine-nucleoside phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="purine nucleoside phosphorylase"
                     /protein_id="AJK14469.1"
                     /translation="MATPHINAEMGDFADVVLMPGDPLRAKFIAETFLQDVREVNNVR
                     GMLGFTGTYKGRKISVMGHGMGIPSCSIYAKELITDFGVKKIIRVGSCGAVRTDVKLR
                     DVVIGMGACTDSKVNRMRFKDHDYAAIADFEMTRNAVDAAKAKGVNVRVGNLFSADLF
                     YTPDPQMFDVMEKYGILGVEMEAAGICGVAAEFGAKALTICTVSDHIRTGEQTTAAER
                     QTTFNDMIEIALESVLLGDNA"
     gene            complement(3991518..3992741)
                     /gene="deoB"
                     /locus_tag="CH60_3611"
     CDS             complement(3991518..3992741)
                     /gene="deoB"
                     /locus_tag="CH60_3611"
                     /EC_number="5.4.2.7"
                     /note="deoB: phosphopentomutase;
                     [G] COG1015 Phosphopentomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopentomutase"
                     /protein_id="AJK13674.1"
                     /translation="MKRTFIMVLDSFGIGASADAKKFGDEGADTLGHIAEACARGEAN
                     VGRSGPLTLPNLSRLGLGKAAEESTGTFPVGLDKNADIIGAYGYASELSSGKDTPSGH
                     WEIAGVPVLFDWGYFSDVENSFPQELLDKLVKRANLPGYLGNCHSSGTVILDQLGEEH
                     MKTGKPIFYTSADSVFQIACHEETFGLDRLYELCEIAREELTDGGYNIGRVIARPFIG
                     DKPGHFQRTGNRHDLAVEPPAPTMLKKLVDEKGGEVVSIGKIADIYAQVGITQKVKAT
                     GLDALFDATIEEMKKAGDNTIVFTNFVDFDSSYGHRRDVAGYAAALELFDRRLPELMA
                     LIKEDDILILTADHGCDPTWPGTDHTREHIPVLVYGPKVKPGSLGHRETFADIGQTVA
                     AYFGLSPMDYGKNML"
     gene            complement(3992873..3994195)
                     /gene="deoA"
                     /locus_tag="CH60_3612"
     CDS             complement(3992873..3994195)
                     /gene="deoA"
                     /locus_tag="CH60_3612"
                     /EC_number="2.4.2.4"
                     /note="T_phosphoryl: thymidine phosphorylase;
                     [F] COG0213 Thymidine phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidine phosphorylase"
                     /protein_id="AJK11951.1"
                     /translation="MFLAQEIIRKKRDGQPLSEEEIRFFINGIRDNVVSEGQIAALAM
                     TIYFHDMSMPERVALTMAMRDSGTVLNWKSLNLNGPLVDKHSTGGVGDVTSLMLGPMV
                     AACGGYVPMISGRGLGHTGGTLDKLEAIPGFDIFPDDNAFRKIIQNVGVAIIGQTSSL
                     APADKRFYATRDITATVDSIPLITASILAKKLAEGLDALVMDVKVGSGAFMPTYSLSA
                     DLAQAIVGVANGAGCKTTALLTDMNQVLASSAGNGVEVREAVRFLTGEYRNPRLLEVT
                     MALCVEMLLSGGLAHDEADARAKLQAVLDNGKAAEVFGRMVAAQKGPADFVERYDSYL
                     PVATLSKPVFAEQTGIITAMDTRALGMAVVALGGGRRRATDPIDYSVGLTEMARLGTR
                     VDGQQPLAVIHANNEDDWQQAAEVVRAAITLGNNTPEETPVIYRRITE"
     gene            complement(3994316..3995113)
                     /gene="deoC"
                     /locus_tag="CH60_3613"
     CDS             complement(3994316..3995113)
                     /gene="deoC"
                     /locus_tag="CH60_3613"
                     /EC_number="4.1.2.4"
                     /note="deoC: deoxyribose-phosphate aldolase;
                     [F] COG0274 Deoxyribose-phosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyribose-phosphate aldolase"
                     /protein_id="AJK11179.1"
                     /translation="MTDLTACAHLNDYAKRALSLMDLTTLNDDDTDEKVIALCHQAKS
                     PAGNTAAICIYPRFIPVARKALREQGTPEIRIATVTNFPHGNDDVAIALAETRAAIAY
                     GADEVDVVFPYRALMAGNDKIGFELVKTCKEACAAANVLLKVIIETGELKQAHLIRQA
                     SEIAIKAGADFIKTSTGKVPVNATLESADIMIRTIRELGVGETVGFKPAGGVRTAEDA
                     AQFLQLADQLMGEGWADARHFRFGASSLLASLLTTLGHQSNANSSGY"
     gene            complement(3995681..3996952)
                     /locus_tag="CH60_3614"
     CDS             complement(3995681..3996952)
                     /locus_tag="CH60_3614"
                     /note="nupC: nucleoside transporter, NupC family protein;
                     [F] COG1972 Nucleoside permease"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside transporter, NupC family protein"
                     /protein_id="AJK11001.1"
                     /translation="MLMSLVGMAVLILIAVLLSSNARAINLRTVIGAFIIQVVIGALV
                     LYVPVGRRILGGMSEGVANVIAYGNEGISFIFGGLVSDKMYEVFGGGGFVFALRVLPV
                     IVFFSSLIAVLYYLGVMQIVIKVLGGGLQKLLGTSRTESLSATANIFVGQTEAPLVVR
                     PYIATMTQSELFAVMCGGLASVAGSVLAGYAQMGVPLEYLIAASFMAAPGGLLFAKLM
                     VPETEQTHDKVDAIALIAEEDRPANVIDAAASGAASGMQLALNVGAMLLAFIALIALL
                     NGILGGIGGWFDYPQLSLELILGWVFSPIAYLIGVPWSEAMVAGSFIGQKIIVNEFVA
                     FMNFGQYLQADELVKAAGLQVLSEHTKAIISFALCGFANLSSVAILLGGLGSMAPNRR
                     HDIARFGLKAVAAGTLSNLMSATIAGFFLAL"
     gene            complement(3997487..3998275)
                     /locus_tag="CH60_3615"
     CDS             complement(3997487..3998275)
                     /locus_tag="CH60_3615"
                     /note="conserved hypothetical protein;
                     [L] COG0084 Mg-dependent DNase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10797.1"
                     /translation="MPYFIDTHCHFDFPPFTGDEAASLACAAEANVRQLIVPSVKAAY
                     FSRILALADRYPPLFAALGLHPLYIAEHEDADLAALASHLADKPPKLVAIGEIGLDLY
                     MDEPQFPHQLVILNMQLELAKQHDLPVILHSRRSHDPLAAALRKAALPRAGVIHGFAG
                     SLAQAQAFIRLGYYIGVGGTITYKRAQKTRHVMASLPLSSLLLETDAPDMPLASFQGQ
                     ANRPERAANVFAALCELRPEPADEIAAELMCNSQRLFSLPPLRP"
     gene            complement(3998312..3999580)
                     /locus_tag="CH60_3616"
     CDS             complement(3998312..3999580)
                     /locus_tag="CH60_3616"
                     /note="[R] COG4667 Predicted esterase of the alpha-beta
                     hydrolase superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="patatin-like phospholipase family protein"
                     /protein_id="AJK11190.1"
                     /translation="MGYRIPITLGNIEPLAYKPYQPGKMALVCEGGGQRGIFTAGVLD
                     EFHRARFNPFDLMIGTSAGAQNLSAFICGQPGYARRVITRYTTTANFFNPLRFVRGGN
                     LIDLDWLVDITSQQYPLAFDHAEQYLHQGREFLMCACRSDDFEPTYISPTRENWLTAI
                     KASSAIPGLYRQGVELDGVSYLDGGISDAIPVEEAYRRGAETIVVIRTVPSQAHYTPQ
                     WFKRIEQWLSESSLQQLVRIMQQHERSYHRIQQFIEKPPGDVRIFEIFPSKPLASKAL
                     GSGAVALNRDYHLGRRCGRYFLATIGRWLLPRESLGDSDKTSISLSRHIIQPQNIIQT
                     PNVFQTKNINQLNNTYDYSGSKERFTAVFSTEPSVTLSDLTAPSEVQATAAQINEPLD
                     PTSLTVVDTEQAEANSLPVDITLPPNLTKK"
     gene            complement(3999657..3999818)
                     /locus_tag="CH60_3617"
     CDS             complement(3999657..3999818)
                     /locus_tag="CH60_3617"
                     /note="conserved hypothetical protein;
                     [S] COG5487 Small integral membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13354.1"
                     /translation="MFRWGIIFLIIALIEAALGFGGLAGTAAWAAKVVFVVGIILFLI
                     SLFTGRKRL"
     gene            complement(3999985..4000599)
                     /locus_tag="CH60_3618"
     CDS             complement(3999985..4000599)
                     /locus_tag="CH60_3618"
                     /note="[R] COG2823 Predicted periplasmic or secreted
                     lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="BON domain protein"
                     /protein_id="AJK11671.1"
                     /translation="MKSTQFSRSVMAVVLGSALISGSVLAEDTLLNKAASTVDSTGAK
                     IDSSMKKVDNYMSDSAVTAKVKSALLEEKSLKSTDISVETSNGVVTLSGFLNSQAEIE
                     TAVEIAGNVEGVKSVSDKLHVKDQKSQSVSEYAGDAATTSSVKAKLLADDIVPSRKIK
                     VETTDGVVQLSGDVENKAQSERAESIAKAVNGVKSVKNDLNIKP"
     gene            complement(4000926..4002515)
                     /gene="prfC"
                     /locus_tag="CH60_3619"
     CDS             complement(4000926..4002515)
                     /gene="prfC"
                     /locus_tag="CH60_3619"
                     /note="prfC: peptide chain release factor 3;
                     [J] COG4108 Peptide chain release factor RF-3"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide chain release factor 3"
                     /protein_id="AJK11990.1"
                     /translation="MSPSEYALEVAKRRTFAIISHPDAGKTTITEKVLLFGHAIQTAG
                     TVKGRGSSHHAKSDWMEMEKQRGISITTSVMQFPYGGCLVNLLDTPGHEDFSEDTYRT
                     LTAVDCCLMVIDAAKGVEDRTRKLMEVTRLRDTPILTFMNKLDREIRDPMEVLDEVER
                     ELNIACSPITWPIGCGKSFKGVYHLHKDETYLYQSGKGHTIQEVRIVKGLNNPDLDVA
                     VGEDLAKQFRQELELVQGASHEFDHEAFLSGDLTPVFFGTALGNFGVDHMLDGLVEWA
                     PAPMPRKTDTRVVVASEEKFTGFVFKIQANMDPKHRDRVAFMRVVSGRFEKGMKLRQV
                     RTKKDVVISDALTFMAGDRSHVEEAYAGDIIGLHNHGTIQIGDTFTQGEDMKFTGIPN
                     FAPELFRRIRLRDPLKQKQLLKGLVQLSEEGAVQVFRPLSNNDLIVGAVGVLQFEVVS
                     SRLKSEYNVEAVYESVNVSTARWVECHDVKKFEEFKRKNELNLALDGGDNLSYIAPTM
                     VNLNITQERYPDVIFRKTREH"
     gene            complement(4002694..4003137)
                     /gene="rimI"
                     /locus_tag="CH60_3620"
     CDS             complement(4002694..4003137)
                     /gene="rimI"
                     /locus_tag="CH60_3620"
                     /EC_number="2.3.1.128"
                     /note="rimI: ribosomal-protein-alanine acetyltransferase;
                     [R] COG0456 Acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal-protein-alanine acetyltransferase"
                     /protein_id="AJK11692.1"
                     /translation="MKQISILTPADLATAYQIEQASHAFPWTEKTFASNQGDRYLNFK
                     LSIGQEMAGFAITQIVLDEATLFNIAIDPQYQRQGYGRLLLEHLIEQLEARNIVTLWL
                     EVRASNARAIALYESLGFNEVSVRRNYYPSANGREDAIMMALPMA"
     gene            complement(4003082..4003519)
                     /locus_tag="CH60_3621"
     CDS             complement(4003082..4003519)
                     /locus_tag="CH60_3621"
                     /note="[L] COG3050 DNA polymerase III, psi subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III psi subunit"
                     /protein_id="AJK13502.1"
                     /translation="MASRRDLLLQQLGITQWVLRRPAVLQGEIAIHLPEDTRLLIVAQ
                     QLPEHGDPLLCDVLRSLGLTPHQVYALTPDQVAMLPEDTQCNSWRLGISEPLAVAGAQ
                     LHSPELAGLYQDAGAKRALWQQICHYEADFYPDASRSGHSIPN"
     gene            4003632..4004675
                     /locus_tag="CH60_3622"
     CDS             4003632..4004675
                     /locus_tag="CH60_3622"
                     /note="[J] COG2813 16S RNA G1207 methylase RsmC"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AJK10648.1"
                     /translation="MSALTPASEVILRHSDEFIARHVLFAGDLQDALPAQFDAAGVRV
                     HTNQYHHWQLLSNTLEENVQFGLLATAETLAACDTLIYYWPKSKQEAQFQLANLLSIL
                     PVGTDIFVVGENRSGVRSAEEMLADFAQLAKIDSARRCGLYHGRLDKQPEFDADAWWE
                     SYQVGGVTVKTLPGVFSRDSLDSGSHLLLSTFNEPFKGSVLDVGCGAGVLASVLAQQS
                     PKIKWTLSDVSAAAIEASRATLAVNNIEAQVIASNVYSDIKGRFEMIISNPPFHDGIQ
                     TSLTAAEMLIRGATAHLHVGGKLRIVANSFLPYPALLDAAFGSHEVLAQNGRFKVYQA
                     TVGRPPRDPKKKR"
     gene            4004932..4005018
                     /locus_tag="CH60_3623"
     tRNA            4004932..4005018
                     /locus_tag="CH60_3623"
                     /product="tRNA-Leu"
     gene            complement(4005188..4005520)
                     /locus_tag="CH60_3624"
     CDS             complement(4005188..4005520)
                     /locus_tag="CH60_3624"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12606.1"
                     /translation="MILVMIIIIIWVGIIMITSTLAAYRSWGITGLLSRGMSSGWGIL
                     LPFTLLPVLGWVDISIGQLRILIVVAMLATVSMLYHVRLRHFLLLPSCLALLGGLVAL
                     MLMHGGVS"
     gene            4005787..4006941
                     /locus_tag="CH60_3625"
     CDS             4005787..4006941
                     /locus_tag="CH60_3625"
                     /note="GGDEF: diguanylate cyclase domain protein;
                     [T] COG2199 FOG: GGDEF domain"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AJK10862.1"
                     /translation="MNSHSYDQFLKSKHRLSLLLFLFLNASSAIFSMLSSSPKTPAVT
                     FPVVMIAVISLSAAAYLIFISKNDTGRNNYVDKNNYVDKSNHVDKNNYANKLNLFSIL
                     IGLLWAWQIILKYEYLETNEDNYLLLSLFTIFFISTIALSDNFLAFCLHTAPSAITVI
                     LLDDFHNIFRIIFTIMLPLIGFSLHHLMLRRTDNFTRKLVDHLSNEREKFSDLSMIDP
                     LTSLYNRRGLESKLETLLSQSPGNHYVLLLDIDHFKAYNDNYGHTMGDQALVRISAAI
                     RDAVRSRDIVVRYGGEEFLVLLTHVSEEYASQLAERVRQRVLGLDIPHVFNHKVSTTV
                     TLSAGISPLQAYDLAASLKAADEALYRAKRNGRNNIEFAKDELSNVQSSP"
     gene            complement(4007482..4008567)
                     /gene="pemA"
                     /locus_tag="CH60_3626"
     CDS             complement(4007482..4008567)
                     /gene="pemA"
                     /locus_tag="CH60_3626"
                     /EC_number="3.1.1.11"
                     /note="[G] COG4677 Pectin methylesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="pectinesterase A"
                     /protein_id="AJK10743.1"
                     /translation="MPINALSKTLLLGLISFAALGEVSAAQYNAVVSAMAQGDEFSSI
                     NAALQSAPPDSSPFVIFLKKGVYTERLEVNRDNVTLKGEERDTTVIGANTAAGMLNPQ
                     GTKWGTSGSSTVLVNAANFTAENLTIRNDFDFPANQAKAEGDPTKLKDTQAVALLLAE
                     KSDKARFRQVKLEGYQDTLYSKTGSRSYFTDCDISGHVDFIFGSGVTVFDRCNIIARD
                     RRDISPPYGYITAPSTQNTAPYGLIVLNSRLTKEPGVPAKSFALGRPWHPTTAFDDGR
                     YADPAAIGQAVFINTVMDDHIYGWDKMSGKDKQGEKVWFYPQDSRFFEANNQGPGAEI
                     NEGRRQLSAEQLKAFTLPMIFPDWTVQ"
     gene            4009370..4009702
                     /locus_tag="CH60_3627"
     CDS             4009370..4009702
                     /locus_tag="CH60_3627"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11717.1"
                     /translation="MKCISVPTSQEAMSRLDFDKCIDGDVIDLNITDEQYRSLVELGL
                     IRLMNDLFDICIDEFEDEKIVGVDSLTQARLLIENDFHPSENEAVNLLLSQVNKATEY
                     ETGLFFYF"
     gene            complement(4010063..4013149)
                     /locus_tag="CH60_3628"
     CDS             complement(4010063..4013149)
                     /locus_tag="CH60_3628"
                     /note="[V] COG0841 Cation/multidrug efflux pump"
                     /codon_start=1
                     /transl_table=11
                     /product="acrB/AcrD/AcrF family protein"
                     /protein_id="AJK13605.1"
                     /translation="MKLTDNFINNNTRIWLTILLLGIGGIIAYLNIGRLEDPAFTIKT
                     AVVVTRYDGASAQQVEEEVTLPLENAIQELSYVDDVTSISSAGLSQITINIRAQYGAN
                     ELPQIWDELWRKISDNSVRLPPGASAPMVNDDFGDVYGFFFSLTGDGYSNQDLRNFAE
                     QLRRELVLVPGVGKVGIVGILPEEVQVEISRAQMTAAGITPQQLSDLLSRQNVVSDAG
                     QLQVGSESIRLHPTGEFQSVQELGNLLVSQPGSPKSVYLRDIATVTQGFGHSPTNIYR
                     ANGQPALALGISFAPNVNVVNVGNAIKSRLAQLEGERPSGMHINVFYDQSKEVEGAVN
                     GFILNFLLALLIVVVTLLIFMGVRSGVVIAISLALNVLGTLLIMWLFNIELQRVSLGA
                     LIIALSMLVDNAIVVVEGVVVGRQRGDSISTAIGNVVKRSKMPLLGATIIAILAFAPI
                     GLSNDATGEYCKSLFQVLLISLMLSWITALTLTPVFAKWAFQNQKQPEADADKPVKQP
                     YDGWLFRYYRVVLNKLLQHRSITLVLLAALLVASVIGFGHVRQSFFPPSNTPIFFVDI
                     WLPYGTDISYTEDIAAKIEQHIKQQKNVADTMTTIGQGAMRFMLTYNGQRHYPNYAQV
                     MVRTEQLEQIPGLIDEIESYMHDEYPQVDAQIKRIMFGPSNNSSIEARFIGPDPDVLR
                     TLAAQAEQAIIADPMADGARHDWQDRSKMIRPQFSDYLGRELGVDKREVDGTLRMSFG
                     GLPVGLYRDGTRLIPIVLRTPDSERLNAERLNDVMVWSQARQAFIPIDNVVTSFETEW
                     EDPLIMRLDRKRTLTVQTDPTHQGGETSSELLQRIKPGVEAITLPRGYELEWGGDYES
                     TKEAQRGIFISLPIAFLLMFVVTVLMFSSVRNALAIWLTVPLALIGVTFGFLLTGIPF
                     GFMALLGLLSLSGMLIRNGIVLVEEIGLQRQEKPLREAIIDASTARLRPIMLTAFTTV
                     LGLAPLLSDAFFQSMAVVIMFGLGFATVLTLLVLPVIYSSMNPEPKEKIHDEPVSE"
     gene            complement(4013149..4014231)
                     /locus_tag="CH60_3629"
     CDS             complement(4013149..4014231)
                     /locus_tag="CH60_3629"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AJK12059.1"
                     /translation="MKIKTVVTLLITFLLAAFDRTPPETVESVRPVKIFMVEDSGQNG
                     TRYFPARLQAGDETQLSFKRGGQLQELLVREGEQVKKGQKIAMLNDTDLSLRVRDRQS
                     TFNLARDQFNRFNTLQGRSAVSRADLDIRRAEMESAQAALDIARKELSDATIIAPFDG
                     IIANVNVRNHQVMAAGQPVATLSALDTLDVVFSVPERLFTTLDISNRNYKPTVLLNHM
                     PGREFIAEYKEHTTSTTSASQTFQVTLTMKRPADMPLLSGISGRVRINSGNLSGTDHP
                     TIIVPVEAVFNPDHAQLNDARVWVIKNDNDQMHVEERKVQVGQLVENGIQVTSGLADG
                     EQIVAAGTGELRPQQVVRAWVRERGL"
     gene            complement(4014283..4014516)
                     /locus_tag="CH60_3630"
     CDS             complement(4014283..4014516)
                     /locus_tag="CH60_3630"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10620.1"
                     /translation="MKYIYGVCFLLIVTLTTLFAFQNSGTVNLSLLFTQITLPMSVLI
                     VMIYFLGMFTGGLLITLLRALMRNMTQKTDKKV"
     gene            complement(4015326..4016558)
                     /locus_tag="CH60_3631"
     CDS             complement(4015326..4016558)
                     /locus_tag="CH60_3631"
                     /note="[M] COG3307 Lipid A core - O-antigen ligase and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="O-Antigen ligase family protein"
                     /protein_id="AJK11243.1"
                     /translation="MTTLSPAIPVNRRSEMLCSIAALLLGISMPTNNQLMSVSLVLII
                     ISLIINRKSLDFKPLLTSPLVYLPAAMFVLLALSLLYQNNSYGPDMVGKYKKLLYILP
                     LALFFMNQPRLIKLFCTGFLVANAVILAGSLAVGVLHIPLSGVDPTNPTIFKLQITQN
                     FFMALAALLWLVLAFQHQGWKRWGYSVLVVAASYSILFLVLGRTGYVALIVGLGVWLF
                     FSLGNRQRLTLVVLGALAFAALIFIPNKATDRIVQGVDEIKVCMAASATDAADACNSS
                     MGQRSAFVVEAARLIKESPILGHGAGGFYYENKEVDYKVNNPHNQYLLETIQSGVIGL
                     FLFLAWVICCYRVIWQQTPALRNVLLAVLTSYMACNFFNSFLLDSSEGHLFMIFVAVL
                     AGYSVSGSQSIAGKRLPT"
     gene            complement(4016606..4017769)
                     /gene="rfaQ"
                     /locus_tag="CH60_3632"
     CDS             complement(4016606..4017769)
                     /gene="rfaQ"
                     /locus_tag="CH60_3632"
                     /note="heptsyl_trn_III: putative lipopolysaccharide
                     heptosyltransferase III;
                     [M] COG0859 ADP-heptose:LPS heptosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipopolysaccharide heptosyltransferase
                     III"
                     /protein_id="AJK12643.1"
                     /translation="MINTSNKTASPAGQLSAPASQTGASHLPEVLRNKEHVARILVIK
                     LRHFGDVLLTTPLLSTLKANYPQAKIDVLLYGGTQDMLRENKAINHTFIVDRGLKHAG
                     LKAQISGEKALFSALKKQHYDLILNLSDQWRAAAYCRLLKPTFSIGFHYPKRDNWLWR
                     YCHSTLVEIPNAAERHTVLNNLDILSPLQLTDIRTDVTMSYGPHDIERAKQLCQQHNI
                     EHYILIQPSARWKFKTWASESFSELINHLTQQGETVLLTGSKDQAELDYIAEIIAGCT
                     QPEKVINLSGQLALPELAVLIDNAKLFIGVDSVAMHMAAALQTPAVVLFGPSNLNQWH
                     PWQAPHTLLWAGNYRTLPHPNEIDTDTTDRYLNAIPVSDVIDAVDSWRVAKGN"
     gene            complement(4018115..4019707)
                     /gene="lsrK"
                     /locus_tag="CH60_3633"
     CDS             complement(4018115..4019707)
                     /gene="lsrK"
                     /locus_tag="CH60_3633"
                     /note="[G] COG1070 Sugar (pentulose and hexulose) kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="autoinducer 2 kinase LsrK"
                     /protein_id="AJK11824.1"
                     /translation="MSQLDTTTPSGDYLMALDAGTGSVRAVIFDLNGNQIAAGQAEWL
                     HLPVPDVPGSMEFDLTTNWQLTCQCIRQALHLAKLPASAIRAVAACSMREGIVLYDRS
                     GTPIWACANVDARASREVSELKELHNNGFELEVYQCSGQTLALSAMPRLLWLAHYRPD
                     IYRQAGTLTMISDWLANMLSGELAVDPSNAGTTGMLDLVTRNWQPNLLEMAGLRADIL
                     SPVKETGTLLGHVTAKAAQECGLLAGTPVVMGGGDVQLGCLGLGVVHAGQTAVLGGTF
                     WQQVVNLPQPIIDPNMNTRINPHVIPGMVQAESISFFTGLTMRWFRDAFCAEEKLLAQ
                     RLGIDTYSLLEDMAARVPAGAYGVMPIFSDVMRFKSWYHAAPSFINLSLDPEKCNKAT
                     LFRALEENAAIVSACNLAQIAEFSGVKASSVVFAGGGAKGKLWSQILADVTGVPVKVP
                     VVKEATALGCAIAAGVGVGLYEALDKTGERLVRWEREYIPNTEHKALYQAAKTNWQAV
                     YTDQLGLVDCGLTTSLWKAPGL"
     gene            complement(4019878..4020873)
                     /gene="lsrR"
                     /locus_tag="CH60_3634"
     CDS             complement(4019878..4020873)
                     /gene="lsrR"
                     /locus_tag="CH60_3634"
                     /note="[K] COG2390 Transcriptional regulator, contains
                     sigma factor-related N-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator lsrR"
                     /protein_id="AJK13864.1"
                     /translation="MIKEKPAVKEKPLSSNDEYKYPGNSMSEEELLARVAWFYYHDGL
                     TQGDIGELLGLARLKVSRLLEKGRQSGVIRVQINSRYEGCLELENTLQQHFGLKHIRI
                     LPSLASLSISSRLGIGAAHLLMALIQPQQLLAVGFGETTMCALQHLSGFIASQQVRLV
                     TLSGGVGSYMTGIGQLDAACQVSIIPAPLRASNAHVADTFRQENSVRDVMLAACAADI
                     AVVGIGSVNQQKEATILRSGYISEGEQLMFSRKGAVGDILGYFIQADGALVPDMQIHQ
                     ELIGISLADLTTIPTVIGVAGGVEKADVIVAALRGRYVNALVTDEVTARAIINLL"
     gene            4021218..4022801
                     /gene="ccmA"
                     /locus_tag="CH60_3635"
     CDS             4021218..4022801
                     /gene="ccmA"
                     /locus_tag="CH60_3635"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK13446.1"
                     /translation="MPHTVATPPPLLQVRGISKQFSGVVVLKSIDFTLQPGQVHALLG
                     GNGAGKSTLMKIIAGILPPDTGVIEMNGQPCFNLTPAKAHQLGIYLVPQEPMLFANLS
                     VQENILFRLPKHQADKKKMAQLLKNLGCHLDLSVSAGSLEVADQQLVEIMRGLIRDSH
                     ILILDEPTASLTPAETHRLFSQIRMLLQQGVGVVFISHKLPEIRQLADWVSVMRDGGI
                     ALSGATADFSTEDMIQAMTPEAQKGALTDSQKLWLELPGNRRAQSHAQSQQPVIHVHD
                     LSGEGFAHISFHVQAGEILGLAGVVGAGRTELAETLYGLRPASTGNVILEEVNITAMK
                     TANRLAAGLVYLPEDRQASGLYLDAPLSWNVCALAHDRQGLWTQPAQEAAVLERYRRA
                     LNIKFSHLEQPVRTLSGGNQQKLLIAKCLEANPLLLIIDEPTRGVDVSARSDIYQLIR
                     SIAEQQVAIIFISSDLEEVVQMADRVLVMHQGEINGALSGAAMNVDTIMHMAFGEHRS
                     ASEPQGGTASSAENKGASC"
     gene            4022795..4023850
                     /locus_tag="CH60_3636"
     CDS             4022795..4023850
                     /locus_tag="CH60_3636"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK11855.1"
                     /translation="MLKFIQNNREGTALLAILTLFALLGIIDRNYFSLQTFTMIFSSA
                     QILILLAIGATLVMLTRNIDVSVGSITGLCAVTVGMALNAGFGLAASCLFALLVGMVA
                     GFFNGILVTWLRIPAIVATLGTLGLYRGLMLLLTGGKWIEGLPADLKSLSTPILFSIS
                     PIGWLTMLLILAMAWLLGKTAFGRSFYATGDNLQGARQLGVRTDSLRIFAFSMNGVMA
                     ALAGIVFASQIGFIPNQTGNGLEMKAIAACVLGGISLLGGTGTIIGAILGAFLLTQID
                     SVLVLLRLPAWWNDFIAGLVLLGVLVFDGRLRCAVERNIRQQKYARFTAQAIISDKKP
                     TVSDNNPAASNKKKAAL"
     gene            4023847..4024848
                     /locus_tag="CH60_3637"
     CDS             4023847..4024848
                     /locus_tag="CH60_3637"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK10722.1"
                     /translation="MNLYRRYGWELTLAALLVLEILLFGLSNSRMLDINVLLFSTSDF
                     ICIGIVALPLTMVIVSGGIDISFGSTIGLCAIFLGIVFQAGVPMSVAIPLTVLVGALC
                     GLINAGLILYTGVNPLVITLGTLYLFGGSALLLSGLSGATGYEGIGGFPAAFTDFANQ
                     TLFGLPIPLVIFMLCVLLFWLLMHRTHSGRHVFLIGQSSRVARYSALPIARTLCMLYA
                     MTGVASAISAILLVSYFGSARSDLGASFLMPAITAVVLGGANIYGGSGSILGTALAVL
                     LVGYLQQGLQMIGTPNQISSALSGALLILVVVGRSISLHRHLIYEWLQRRRSRKASA"
     gene            4024907..4025926
                     /gene="lsrB"
                     /locus_tag="CH60_3638"
     CDS             4024907..4025926
                     /gene="lsrB"
                     /locus_tag="CH60_3638"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="autoinducer 2-binding protein lsrB"
                     /protein_id="AJK12949.1"
                     /translation="MRTQRLKKLALVCALGFACITTAQAAERIAFIPKLVGVGFFTSG
                     GKGAVDAGKALGVDVTYDGPTEPSVSGQVQLINNFVNQGYNAIVVSAVSPDGLCPALK
                     RAMQRGVKILTWDSDTKPECRSVYINQGTPNQLGSMLVDMAANQVKKEQAKVAFFYSS
                     PTVTDQNQWVNEAKKKIQQEHPGWEIVTTQFGYNDATKSLQTAEGILKAYADLDAIIA
                     PDANALPAAAQAAENLKRANVAIVGFSTPNVMRPYVERGTVKEFGLWDVVNQGKISVY
                     VANEMLKKGDLNVGDKIDIPNIGVVEVSPNRVQGYDYEAKGNGIVLLPQRVIFTKENI
                     SKYDF"
     gene            4025982..4026857
                     /locus_tag="CH60_3639"
     CDS             4025982..4026857
                     /locus_tag="CH60_3639"
                     /note="conserved hypothetical protein;
                     [G] COG1830 DhnA-type fructose-1,6-bisphosphate aldolase
                     and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14013.1"
                     /translation="MADLDDIKDGKDFGIGIPQQNPAFTLKGSGSLDWGMQSRLARIF
                     NPKTNRTVMLAFDHGYFQGPTTGLERIDINIAPLFEYADVLMCTRGILRSVVPAAANR
                     PVVLRASGANSILTYLSNEAVAVAMEDAVRLNACAVAAQVYIGTEHEHQSIKNIIQLI
                     DQGMRYGMPTMAVTGVGKDMVRDQRYFSLASRIAAEMGAQVIKTYYVDSGFERIAAGC
                     PVPIVIAGGKKLPERDALEMCYQAIDQGASGVDMGRNIFQSDAPIAMLKAVHAIVHKN
                     ENAAAAYQLFLHEQN"
     gene            4026921..4027211
                     /gene="lsrG"
                     /locus_tag="CH60_3640"
     CDS             4026921..4027211
                     /gene="lsrG"
                     /locus_tag="CH60_3640"
                     /note="[S] COG1359 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="autoinducer 2-degrading protein lsrG"
                     /protein_id="AJK10937.1"
                     /translation="MHVTLVEINVKEDKVDQFIEVFRANHLGSIREAGNLRFDVLRDE
                     HIPTRFYIYEAYTDEAAVAIHKTTPHYLQCVEQLAPLITGPRKKTVFIGLMP"
     gene            4027512..4028003
                     /locus_tag="CH60_3641"
     CDS             4027512..4028003
                     /locus_tag="CH60_3641"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11833.1"
                     /translation="MDNIHRLFLALAFSAPLVTGAAHANSLLDSVKSTAEQYGKSAGS
                     SSSLPSMSSLTNLLNGGDKALSAGTMNNATGILQYCVQNNVLSSDGTTAIKDQLMSKL
                     GISGTEAAKSTDYEEGLGGLLKTSEGKSVNLNDLGTGQITEKIKTKACDLVLKQGKSF
                     LLK"
     gene            complement(4028065..4030623)
                     /gene="ptsP"
                     /locus_tag="CH60_3642"
     CDS             complement(4028065..4030623)
                     /gene="ptsP"
                     /locus_tag="CH60_3642"
                     /EC_number="2.7.3.9"
                     /note="PTS_I_fam: phosphoenolpyruvate-protein
                     phosphotransferase;
                     [G] COG1080 Phosphoenolpyruvate-protein kinase (PTS system
                     EI component in bacteria)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate-protein phosphotransferase"
                     /protein_id="AJK11384.1"
                     /translation="MTKQVTFICGLLNGVHARPASHIERVCNRFQSRFHWYNPRSGIV
                     GDGKSVLSLIAANILLGDECQVTIEGEDEQVAFERLSIFIEHELPHADPILPKREESA
                     EWEPLPASLAHLHPTLLRARSVSPGTACGKLLSLIRADLNALGDLPVAQGIEREQQML
                     ADGVAQLGKAWESLLVANSSTAANSSTTENNSTTENNSTTRAIREVHRSLLRDGTFRQ
                     RLLSHIVAGESCATAIVATAAYFSQQLALAANTYLRERELDIRDVSFQLLQQIYGEQR
                     FPSQQALSEDSLCIADELTPSQFLALDKRYLKGLLLGRGGSTSHTVILARSFNIPTLV
                     GVDAAALQPYINQSLQIDGELGLVVCLLDEPVRRYYRQEQWLHDQLREQQSRYQNMPG
                     RTLDGVRMVVAANITHAVEVEGAFNQGAESIGLFRTEILYMDRAAAPSEEELYTLYAQ
                     ALGAAKGKPIIIRTIDIGGDKPVSYLNIPAESNPFLGYRAVRIYHEFLSLFHTQLRAI
                     LRASMHGPLKIMIPMISSMEEILWVKDQLAEVKQSLRISHLQFDETVPLGMMLEVPSV
                     MFIIDQCCEEMDFLSIGSNDLTQYLLAVDRDNAKVSEHYHCLPPALLRALDYAVCEVH
                     RHGKWIGLCGELAAKDSVLPLLVAMGLDEISMSASFIGATKARLAKLDRGECRLLLNR
                     VMACRTSREVEYLLVQYDGEQRDEPLIIPECITLGADWRSKEEVIKGMVDNLLLAGRC
                     RYPRKLAADVWAREALFSTGLGFGFAIPHAQSEHIEQSTISVAKLAKPVNWGEEDALF
                     VMMLTLNKQASGDQHMRIFSKLARRIMHEGFRDALVSAGTAQQVEMLLKHELEL"
     gene            4030988..4032070
                     /locus_tag="CH60_3643"
     CDS             4030988..4032070
                     /locus_tag="CH60_3643"
                     /note="PTS_IIC_fructo: PTS system, Fru family, IIC
                     component domain protein;
                     [G] COG1299 Phosphotransferase system, fructose-specific
                     IIC component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Fru family, IIC component domain
                     protein"
                     /protein_id="AJK14061.1"
                     /translation="MKELINILKNTRQHLMTGVSYMIPFVVAGGILLALSVMLYGKGA
                     VPEVASDPNLKKLFDIGVVGLTLMVPFLAAYIGYAIADRAALAPAAIGAWVGASFGAG
                     FFGAIIAGLLGGIIVFYLKKISVPKTLRSVMPIFVIPIVGTLLTAGIMMWGLGEPIGI
                     LTANLTQWLQGMQQGSVILLAIIMGLMLAFDMGGPVNKVAYAFMLICVAQGVYTLVAV
                     AAVAIATPPLGMGLATLIGRKYYSVEEREAGKAAMLMGCVGITEGAIPFAAADPLRVI
                     PANMIGSACAAVTAVLFGVQCYAAWGGLIVLPVVDGKLGFVVALLVGMVVTALIANLL
                     KRFTAQKQPGRSSAEGDVNMDFDIKN"
     gene            4032411..4032731
                     /gene="frwB"
                     /locus_tag="CH60_3644"
     CDS             4032411..4032731
                     /gene="frwB"
                     /locus_tag="CH60_3644"
                     /EC_number="2.7.1.69"
                     /note="[G] COG1445 Phosphotransferase system
                     fructose-specific component IIB"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-like phosphotransferase enzyme IIB
                     component 2"
                     /protein_id="AJK11442.1"
                     /translation="MTNIIAITACPSGVAHTYMAAEALERAARAKGWECKVETQGSIG
                     VENKLTAEDVAAADMVILTKDIGILFEERFAGKVIVRIAVSDAVKRADAIMDKIAAYL
                     EKNT"
     gene            4032824..4033168
                     /locus_tag="CH60_3646"
     CDS             4032824..4033168
                     /locus_tag="CH60_3646"
                     /EC_number="2.7.1.69"
                     /note="FRU: PTS system, Fru family, IIB component domain
                     protein;
                     [G] COG1445 Phosphotransferase system fructose-specific
                     component IIB"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Fru family, IIB component domain
                     protein"
                     /protein_id="AJK12415.1"
                     /translation="MTIKLVAVTACVSGVAHTYMVAERLDKLCLQLKWQLKVETQGAL
                     GVEYSLTEDDILQADAVILINDVAIKEQERFQNCRCVQADIQTFLCHPEKILAATKKV
                     ISSPKTVSIVIK"
     gene            complement(4033161..4034036)
                     /locus_tag="CH60_3645"
     CDS             complement(4033161..4034036)
                     /locus_tag="CH60_3645"
                     /note="[K] COG2207 AraC-type DNA-binding domain-containing
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK13516.1"
                     /translation="MTIKLISQLTALVSEPNSIHHVYFAKSLRAAPLLAQQVNFPRME
                     LIIEGSQAMIWDRLYDDFHHKDEYIMHRGDILFIPSGGWNIPQWEQPVITLSILFGKQ
                     SLGFSLLSWDGESVVHKEMESVLRRGPRVGAYILQALNEMSLMQREQTTVQLIVRSLI
                     SHCIDLLRNQVKTPSRSQTLFESIREYIERNYSEPLTRESVAHVFHISPNYLSHLFRN
                     AGNIGFNESVNSARLENAKILLKFYEMKIKEVANVCGFIDSNYFCRLFRKETELTPSE
                     YRQQYRSNMMERDVI"
     gene            complement(4034038..4034574)
                     /locus_tag="CH60_3647"
     CDS             complement(4034038..4034574)
                     /locus_tag="CH60_3647"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10524.1"
                     /translation="MPIPERLTPGKATKNRTQRLLKLLDEISSTLEDNGDQENDRVRE
                     LILQWNEIACREHDFHEFRDFHAYTSKDDFIISAQRKAKYIEDFQYIESIELVNVIAQ
                     AEGTEPDIHYAVDLLDKNFPDGDASDLIFWPNYWFQDENMLHIELTPEETVGYLMARS
                     GRTLQGAPEIELRYPYYN"
     gene            4035280..4036476
                     /locus_tag="CH60_3648"
     CDS             4035280..4036476
                     /locus_tag="CH60_3648"
                     /note="conserved hypothetical protein;
                     [S] COG4269 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11364.1"
                     /translation="MADNASQNKSLHRVAFKGEGGEYFSIWLVNLLLTIITLGVYSAW
                     ATVRRRRYFYGNTELNGDRFDYHAEPIEILKGLLMVIGGVILFYILLAIAPTLGLLVA
                     LVLLALIPWIIIRSWRYNAIMTSYRGVRFNYHCQTGQAYWALLFCPLLLILGLYAVII
                     VMAMFLGSVASTPSTAITLIVVSAILLVPLLAVINGIVSTLQHSLYVNNLYFGNSSFI
                     STLKKSAFIKIAFFSVLIFIPFFFVAMMFAGAFFADLFQSALNGSIANENKTAMLIIQ
                     NASNLLFMMLMLLLGTMVSSSYRIVAQRNYLFSQTTLQGDIKLRSSMKLLSYMGLLMT
                     NSLITVCSLGLATPIAEVRHARYMANATEIEGDLSLLNIHAHQDTANSALAEEAVQAL
                     DLGTGF"
     gene            4036487..4037533
                     /locus_tag="CH60_3649"
     CDS             4036487..4037533
                     /locus_tag="CH60_3649"
                     /note="[O] COG0501 Zn-dependent protease with chaperone
                     function"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M48 family protein"
                     /protein_id="AJK13253.1"
                     /translation="MIVEGYYQYPGRAAREAARLLLNEIGDNVTLLRDGEQHYFSLSQ
                     LNVSSSLGSIPLNLTFPDGGRFVPSDDALFRKWLYQQRSPGVVHRLERHKSGVLLTLL
                     ITPLLILAYIYWLLPWASSEIALRIPTTAEQKLGEHSLEWLQQSGFKPSALPAERQEA
                     IQQLFLQVMPPQMRQERTPLKLVLMTAPTTANAFMLPDGTMVISDDLIKLTTSDDALA
                     AVMLHEMGHHAHRHSMQMVVRSSLVALTFMWMTGDVNGIGDTLLQSAAFIHEMQFSRT
                     IESEADSWAIAEMQREKRSLLAMEDIYHALQQTTTPEEAETRAGIPEWLSSHPDMPAR
                     LDVIRAAREKMAQE"
     gene            complement(4037679..4038833)
                     /locus_tag="CH60_3650"
     CDS             complement(4037679..4038833)
                     /locus_tag="CH60_3650"
                     /note="conserved hypothetical protein;
                     [S] COG4924 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13767.1"
                     /translation="MKSPIDIGRQLARQWHQSKVRSERLLTPGCWPLQLPIGKPSAKI
                     FTANTQAVQRHVEVWRQVSIGLVEWESVSYRASLTPVSIPVRWCLRPPSEWINAASNR
                     QVSQEFQHLEQLVAQVDKSFHALLINQRALWLHKDPHEVITAANLACKLPPGCAQGRP
                     LRLLSESGVDTKFFERNYSLLTKLLDERFEGEASGQGLATFLDAFEESSHWVLVTPLA
                     PGILPFNMSKVTTTELTSVDLPCSRILIVENEHCIHQLPQLPDTIAILGSGLDLQWLI
                     SPNLKSKSIGYWGDMDTWGLLMLARARAFQPAITALLMGRLLFEHYASGSAVAEPVNA
                     QQAVPEGLHHHEADFYRYLLSQPRGRLEQEYLPRDVVEMALTEWVGHISL"
     gene            complement(4038830..4040179)
                     /locus_tag="CH60_3651"
     CDS             complement(4038830..4040179)
                     /locus_tag="CH60_3651"
                     /note="[S] COG4913 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease SbcCD, C subunit"
                     /protein_id="AJK11614.1"
                     /translation="MQEQANALAHIQALNFESIDLPTAQRQLEELQARLDRLTHPQSD
                     IAIAKAALDEAEARQKELERQYQQEVTACAGLKKDLERAAMLSRKVHNIAKQGMTGAL
                     QALGAAHFPQVAPEQLDDIQDIEREHARQLQGRLNEVNDRLQRLREELIKRMSDAKKE
                     DTGALSEVGRELDDIPNYLARLQTLTEEALPEKLKRFQEYLNRSSDDGVTQLLSHIDH
                     EVALIEERLEALNDTMRRVDFQSGRYLCLIAKPVVHDSMRTLLRAQRQLNSARFVDDD
                     GESQYKALQALVGLLKDACERNRTQGARALLDPRFRLEFAVSVIERETGSVIETRTGS
                     QGGSGGEKEIIASYVLTASLSYALCPDGRTKPLFGTIILDEAFSRSSHVVAGRIIAAL
                     REFGLHAVFITPNKEMRLLRHHTRSAIVVHRRGPDSSLVSLSWEDLNEHHQQRNRAI"
     gene            4040283..4040480
                     /locus_tag="CH60_3652"
     CDS             4040283..4040480
                     /locus_tag="CH60_3652"
                     /note="type VI secretion, VC_A0111 family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="type VI secretion, family domain protein"
                     /protein_id="AJK14019.1"
                     /translation="MLGGADNTNGELPSYITGANSIRLNHSVPHSVDSTDKTSRSLMA
                     LTGITDSGDVPTSRLLAYCSR"
     gene            4040682..4040969
                     /locus_tag="CH60_3653"
     CDS             4040682..4040969
                     /locus_tag="CH60_3653"
                     /note="conserved hypothetical protein;
                     [S] COG3520 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12159.1"
                     /translation="MLTEDTAEAKGWLSSGQLREDVFTLLRVYLGCDYDASLTLTIPM
                     NLAPLPRMGDPLLMAGYNVMLGLREDNLDERPEKVTMKLGRIRDKSKLQKH"
     gene            complement(4041313..4042686)
                     /locus_tag="CH60_3654"
     CDS             complement(4041313..4042686)
                     /locus_tag="CH60_3654"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14253.1"
                     /translation="MSFFIRGINKTPFPIDRTDYSINIELIIFLFDKGKNTKSISNLY
                     KRLHDNALYPLVYINNNLFNNTIIFDPDLLRKKSSGASLPQMIGYVSIQSQNKNIEFN
                     SDRTYFVDNSITKNLVNSLKKLNETIQTKGSDLKNELKVGTPSSLTGKSYPTEDVTSI
                     RNKPASISIDRKKTIKFHIPSEQIDLNEYIYAVKDSSGNDINKNDVVTSIEGSVTNSR
                     ILEAIEEPCELRVVFRYEDSVTGLVSADVFLCFEKKISNISGSKEEKSLFTIQSASGY
                     TVNTGTVSSIIYAIDKLYSLRERDGFLPLIACSIRSVFEISQDKLFRTHRFLFPTFKT
                     KIFTPETNKEMKDKLLGNIIHIIFLVKKNPKLLTKIAERLDISYSTFTNSLNLDEFKS
                     AVKYSHIGAHQSTKFLSKPKIEVCADTCGLFAVICDVLINMKKNDIIDLNATIVNEAD
                     LNNFFRI"
     gene            complement(4042658..4043380)
                     /locus_tag="CH60_3655"
     CDS             complement(4042658..4043380)
                     /locus_tag="CH60_3655"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AJK12085.1"
                     /translation="MVSTSLKFGGKIIEELSQKIPSSLFALNELVKNSYDAFSPDVTI
                     TVIPSELKIIISDYGNGMSVDEIHSLFHISKSTKKYGCEVSQNGIKRIVQGSKGLGFL
                     SAFKFGDKVEWKTCQNGICSVFSVKKSDLIYKDDVSGIKIPITTDSSNKNGTEIRIFT
                     NQQDMDELLSDLSDEKIARKLAASMLDESFNVKIKIENKDKIISTSKLKSFLFECEQS
                     QLFYVKYNSSKEEIEFFHKGDK"
     gene            complement(4043430..4044761)
                     /locus_tag="CH60_3656"
     CDS             complement(4043430..4044761)
                     /locus_tag="CH60_3656"
                     /note="[L] COG0863 DNA modification methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA methylase family protein"
                     /protein_id="AJK13966.1"
                     /translation="MNDIDKDNMLLNKVISNSKGDKAYWSFKGRAKRQYCHALIQYPA
                     MMVPAMQGELIDAVLEIDSNVTSIIDPFVGSGTTLGEAMRRGLDFVGMDINPLSILAC
                     EVKSGPLYIDSFKEKFIFLLDKIRADLRVDIAVQIKNIDKWFTKEVQLDLSKIYRAIQ
                     DESSKWARKVFWLCMSNTVRTVCNSRSSTFKLHIKSFNQIENIPNTLEVFTKNIEKSI
                     VALCEQKNILTEMGSLKRSISKSKSKIKIIHADTSKKMKKNIQCDLLVSSPPYGDNNT
                     TVTYGQFSYLSLKWIDEKDIDNLKIKGLLETQNKIDSSSLGGSLKGANEKMELLKYKS
                     PTLLNTVKEISKVNSENVKKLITFIFDLDLALDNALLYLRKNAYMIWTLGNRRISNIE
                     VPLDRIMREILEYKGCVFIHQIEREILSKRMAMKNSIANTMDKELILIMRK"
     gene            4044900..4045163
                     /locus_tag="CH60_3657"
     CDS             4044900..4045163
                     /locus_tag="CH60_3657"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK10539.1"
                     /translation="MKKRFSDQQIISILREAEAGVSARELCRKHAISDATFYTLRKKY
                     GGMEVPEVKRLKSLKEENAGLKKLLAEAMLDKEALQVALGRKY"
     gene            4045195..4045383
                     /locus_tag="CH60_3658"
     CDS             4045195..4045383
                     /locus_tag="CH60_3658"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AJK12809.1"
                     /translation="MCDATGLSQRRACRLTGLSLSTCRYEAQRPASDAHLSGRITELA
                     LERRRFGYWHATLWLLPP"
     gene            complement(4045785..4047101)
                     /locus_tag="CH60_3659"
     CDS             complement(4045785..4047101)
                     /locus_tag="CH60_3659"
                     /note="[V] COG4268 McrBC 5-methylcytosine restriction
                     system component"
                     /codon_start=1
                     /transl_table=11
                     /product="mcrBC 5-methylcytosine restriction system
                     component family protein"
                     /protein_id="AJK11900.1"
                     /translation="MKSRKDFTVFEYGHLISDKDSGRINNAVSLPPQLFEWLEQRCLK
                     DDADNTHRLLTLGSRGGVKTLQVKNYAGVISLPGNAFIEVLPKTGRRDENIDIARQQL
                     LMMLRTLKSFRHIATSASRVRTSKMPLMDVFIQQFIDSVQQIVRQGLKRDYLRQQDNL
                     PWMKGKLRVSAQISKNCVHRDRFQVEFDDYSSERPENRILKTAIDKIRRQISNPQLLL
                     QVNSLQVHFDDITPVGDVRIAFDQVRLDRHMRHYELALAWARLILMGQSPHCMQGDAN
                     AISLLFPMEAVFESFVTAWMRHRYNDNWHVKAQVDSHTLVRLNGKGVFKLRPDIHLRP
                     RGENGDQAMICDVKWKMVESGKATLEQSQADLYQMLAYGVNYQEGIGDMLLIYPSHEG
                     FSQPLPYPYEFSHQKENPLRLWVVPFFIGDSLQSSDLRFPDGKILI"
     gene            complement(4047098..4049161)
                     /locus_tag="CH60_3660"
     CDS             complement(4047098..4049161)
                     /locus_tag="CH60_3660"
                     /note="[V] COG1401 GTPase subunit of restriction
                     endonuclease"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AJK11329.1"
                     /translation="MVQDSSALASFFRSHIAKNNQYSPDWGKHYRQLVEQVQAEKPNF
                     SADTIRQIWYERSNGISSLRQGGMSQFEFETAQKQLLALTRQMADECTQENYDRVIER
                     LVKLKTDGILNKVYWALCHRAFAALYPSKITNVVNVSNFFSSYNYCNNHFQLDLSEDQ
                     EWFARNLDLKKVLHRALGDDVDPIELNMSLWHLYTQVIQKKNDIGLIGSETALPEDEQ
                     DEEVTTPQLPKNTILYGPPGTGKTYCTIELAVRACEPAAYSLQEGKEENEKRRELKKV
                     YDRLIAEKRVRFITFHQSFGYEEFIEGLRAETTDDGNVRYEVKAGIFKQICEDAAFGH
                     AGVQQKLDEALARLQERLSESGSITLETLQGKAFQLAYKSQTTFGIFPSQSKKEDLGQ
                     GYNAYLKNISLVYQNPQAKVHNPSYVRSILNYLIKQEGLPSNPQESVSEKRQNYVLII
                     DEINRGNISKIFGELITLIETSKRAGEPEALSVILPYSSSSFSVPNNLYLIGTMNTAD
                     RSLTALDTALRRRFEFEAMLPDITVLKETVVKGIDLPRLLQTLNDRIEVLYDREHTLG
                     HAFFIPVVQVKEDEDLAFERLKRIMRNKVLPLLEEYFYNDWQKIRMVLGDNQKSGNPQ
                     LQFVCEVKDQKQFADLFGNNGTEDLHDIGASFHLAPEDDKVWDNPLAWQQIYAPHKGN
                     PVSGE"
     gene            4049295..4050080
                     /locus_tag="CH60_3661"
     CDS             4049295..4050080
                     /locus_tag="CH60_3661"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK14453.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFLHPTNDSPAPDGDHCRC"
     gene            4050040..4050318
                     /locus_tag="CH60_3662"
     CDS             4050040..4050318
                     /locus_tag="CH60_3662"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase Orf A, insertion element
                     IS100"
                     /protein_id="AJK13977.1"
                     /translation="MTRLRPMGITVDVETANRHGLRWLHDVANQRKHETIQARPCDRW
                     LEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDSFCRGVA"
     gene            4050318..4051097
                     /locus_tag="CH60_3663"
     CDS             4050318..4051097
                     /locus_tag="CH60_3663"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14408.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4051212..4051400)
                     /locus_tag="CH60_3664"
     CDS             complement(4051212..4051400)
                     /locus_tag="CH60_3664"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13022.1"
                     /translation="MEQDVRRLLHFLCPENPQLGWGFSKAFSFGSVIKTPFDLLKQFA
                     VWQLQMFNKKSKGGPNEG"
     gene            complement(4051437..4051823)
                     /locus_tag="CH60_3665"
     CDS             complement(4051437..4051823)
                     /locus_tag="CH60_3665"
                     /note="mutt: mutator mutT family protein;
                     [LR] COG0494 NTP pyrophosphohydrolases including oxidative
                     damage repair enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="mutator mutT family protein"
                     /protein_id="AJK13223.1"
                     /translation="MKHLQIAVGIIRNSQQEIFITQRAADSHMAGFWEFPGGKIEQGE
                     TPEIALKRELLEETGIVVQQATLLTMLEHTFSDRIVTLHFYRVEVWDGEPFGREGQPM
                     RWVLQSELRADEFPPANAAIIELLTK"
     gene            complement(4052118..4054832)
                     /gene="secA"
                     /locus_tag="CH60_3666"
     CDS             complement(4052118..4054832)
                     /gene="secA"
                     /locus_tag="CH60_3666"
                     /note="secA: preprotein translocase, SecA subunit;
                     [U] COG0653 Preprotein translocase subunit SecA (ATPase,
                     RNA helicase)"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecA subunit"
                     /protein_id="AJK11709.1"
                     /translation="MLIKLLTKVFGSRNDRTLRRMQKVVDVINRMEPDIEKLTDTELR
                     AKTDEFRERLAKGEVLENLIPEAFAVVREASKRVFGMRHFDVQLLGGMVLNERCIAEM
                     RTGEGKTLTATLPAYLNALSGRGVHVVTVNDYLAQRDAENNRPLFEFLGLSIGINLPN
                     MTAPAKRAAYAADITYGTNNEFGFDYLRDNMAFSPEERVQRQLHYALVDEVDSILIDE
                     ARTPLIISGPAEDSSEMYIRVNKLIPKLIRQEKEDSDSFQGEGHFSVDEKSRQVHLTE
                     RGLILIEQMLVEAGIMDEGESLYSPANIMLMHHVTAALRAHVLFTRDVDYIVKDGEVI
                     IVDEHTGRTMQGRRWSDGLHQAVEAKEGVEIQNENQTLASITFQNYFRLYEKLAGMTG
                     TADTEAFEFSSIYKLDTIVVPTNRPMIRKDLADLVYMTEQEKIGAIIEDIRERTANGQ
                     PVLVGTISIEKSEVVSAELTKAGIEHKVLNAKFHAMEAEIVSQAGQPGAVTIATNMAG
                     RGTDIVLGGSWQSEIAALEDPTEEQIAAIKAAWQIRHDAVLASGGLHIIGTERHESRR
                     IDNQLRGRAGRQGDAGSSRFYLSMEDALMRIFASDRVSGMMRKLGMKPGEAIEHPWVT
                     KAIANAQRKVESRNFDIRKQLLEYDDVANDQRRAIYSQRNELLDVSDVSETINSIRED
                     VFKTTIDSYIPTQSLEEMWDIEGLEQRLKNDFDLDMPIAKWLEDEPQLHEETLRERIL
                     QQAIETYQRKEEVVGIEMMRNFEKGVMLQTLDSLWKEHLAAMDYLRQGIHLRGYAQKD
                     PKQEYKRESFAMFAAMLESLKYEVISVLSKVQVRMPEEVEALEVQRREEAERLARQQQ
                     LSHQTDNSALMSEEEVKVANSLERKVGRNDPCPCGSGKKYKQCHGRLQ"
     gene            complement(4054910..4055443)
                     /locus_tag="CH60_3667"
     CDS             complement(4054910..4055443)
                     /locus_tag="CH60_3667"
                     /codon_start=1
                     /transl_table=11
                     /product="secretion monitor family protein"
                     /protein_id="AJK12313.1"
                     /translation="MIGILNRWRQFGRRYFWPHLLLGMVAASLGVPLNLSGVPDHAAL
                     ANTSSSQSRQNHGTTNFNSLALLHDIHRRLSFSVDYWQQHALRTVIRHLSFALAPQAA
                     YARVQEVAETERVAPSKIQQLALLDTLNALLTHEFKPPAIIRYTEQVERPVLSPYKPG
                     LWLAQVQGIRAGPANLS"
     gene            4055472..4055996
                     /locus_tag="CH60_3668"
     CDS             4055472..4055996
                     /locus_tag="CH60_3668"
                     /note="conserved hypothetical protein;
                     [S] COG4701 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12715.1"
                     /translation="MRENRPQLLDVLFDDAVAAENGPLHNVQQRATALLKLNRAVKGL
                     LPSQLQPWCRVANYRQSVLVLETANASWLMRLRYEQPALLSALRAQILPSLSSIDIRI
                     NPSLMAKGHNVTQDAAKSPQDRVKSPPVRHLSLESAKELRGLASRSPEKLRVILERLA
                     ALAGEGANATKRDK"
     gene            complement(4056163..4057083)
                     /gene="lpxC"
                     /locus_tag="CH60_3669"
     CDS             complement(4056163..4057083)
                     /gene="lpxC"
                     /locus_tag="CH60_3669"
                     /note="lpxC: UDP-3-O-[3-hydroxymyristoyl]
                     N-acetylglucosamine deacetylase;
                     [M] COG0774 UDP-3-O-acyl-N-acetylglucosamine deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine
                     deacetylase"
                     /protein_id="AJK13371.1"
                     /translation="MIKQRTLKRIVQATGVGLHTGKKVTLTMRPAPANTGVIYRRTDL
                     NPPVDFPADAKSVRDTMLCTCLVNEHDVRISTVEHLNAALAGLGIDNIIIEVNAPEVP
                     IMDGSASPFVYLLLDAGIEELNSAKKFLRLKETVRVEDGDKWAELSPFNGFRLDFTID
                     FNHPAIDSSTQRYCLDFSADSFVRQISRARTFGFMRDIEYLQSRGLCLGGSFDCAIVV
                     DDYRVLNEDGLRFEDEFVRHKMLDAIGDLFMCGHNIIGAFTAYKSGHALNNKLLQAVL
                     AKQEAWEFVTFQDEAEMPLAFKAPSTVLAY"
     gene            complement(4057183..4058334)
                     /gene="ftsZ"
                     /locus_tag="CH60_3670"
     CDS             complement(4057183..4058334)
                     /gene="ftsZ"
                     /locus_tag="CH60_3670"
                     /note="ftsZ: cell division protein FtsZ;
                     [D] COG0206 Cell division GTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsZ"
                     /protein_id="AJK12390.1"
                     /translation="MFEPMELTNDAVIKVIGVGGGGGNAVEHMVRERIEGVEFFAVNT
                     DAQALRKTAVGQTIQIGSGITKGLGAGANPEVGRNSAEEDREALRAALDGADMVFIAA
                     GMGGGTGTGAAPVVAEVAKELGILTVAVVTKPFNFEGKKRMAFAEQGIAELSKHVDSL
                     ITIPNDKLLKVLGRGISLLDAFGAANDVLKGAVQGIAELITRPGLMNVDFADVRTVMS
                     EMGYAMMGSGVACGEDRAEEAAEMAISSPLLEDIDLSGARGVLVNITAGFDLRLDEFE
                     TVGNTIRAFASDNATVVIGTSLDPEMNDELRVTVVATGIGMDKRPEITLVTNKKTQPV
                     MDHRYQQHGMSPLPQEVKPAAKVVNDTTAQTNKEPDYLDIPAFLRKQAD"
     gene            complement(4058407..4059663)
                     /gene="ftsA"
                     /locus_tag="CH60_3671"
     CDS             complement(4058407..4059663)
                     /gene="ftsA"
                     /locus_tag="CH60_3671"
                     /note="ftsA: cell division protein FtsA;
                     [D] COG0849 Actin-like ATPase involved in cell division"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsA"
                     /protein_id="AJK10979.1"
                     /translation="MIKSTDRKLVVGLEIGTAKVSALVGEVLPDGMVNIIGVGSCPSR
                     GMDKGGVNDLESVVKCVQRAIDQAELMADCQISSVYLALSGKHISCQNEIGMVPISEE
                     EVTQEDVENVVHTAKSVRVRDEHRILHVIPQEYAIDYQEGIKNPVGLSGVRMQAKVHL
                     ITCHNDMAKNIVKAVERCGLKVDQLIFAGLAASYAVLTEDERELGVCVVDIGGGTMDM
                     AVYTGGALRHTKVIPYAGNVVTSDIAYAFGTPPTDAEAIKVRHGCALGSIVSKDESVE
                     VPSVGGRPPRSLQRQTLAEVIEPRYTELLNLVNDEILQLQEQLRQQGVKHHLAAGIVL
                     TGGAAQIDGLAECAQRVFHAQVRIGQPLNITGLTDYAQEPYYSTAVGLLHYGKESHLS
                     GESEVEKRASVGNWFKRINSWLRKEF"
     gene            complement(4059690..4060517)
                     /gene="ftsQ"
                     /locus_tag="CH60_3672"
     CDS             complement(4059690..4060517)
                     /gene="ftsQ"
                     /locus_tag="CH60_3672"
                     /note="[M] COG1589 Cell division septal protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsQ"
                     /protein_id="AJK12709.1"
                     /translation="MSQAALNARERAAEKNAARRSNGSQLAGVIFLLMVLGTILWGGW
                     VVIGWMKDANRLPLSKLVVTGERHYTTNDDIRQAILALGAPGTFMTQDVNIIQQQIER
                     LPWIQQASVRKQWPDELKIHLVEYVPFARWNDLHMIDEQGRSFSVPSERMGKQVLPLL
                     YGPEGSERDVLEGYRAINKVLAANKYQLKMVAMSARHSWQLALDNDVRLELGRSDRMG
                     RLQRFIELYPMLQQQPDKRVSYIDLRYDTGASVGWAPVFIDNQGGEPPINGQQNSNP"
     gene            complement(4060519..4061439)
                     /locus_tag="CH60_3673"
     CDS             complement(4060519..4061439)
                     /locus_tag="CH60_3673"
                     /EC_number="6.3.2.4"
                     /note="D_ala_D_alaTIGR: D-alanine--D-alanine ligase family
                     protein;
                     [M] COG1181 D-alanine-D-alanine ligase and related
                     ATP-grasp enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanine--D-alanine ligase family protein"
                     /protein_id="AJK10803.1"
                     /translation="MAEKVAVLLGGTSAEREVSLLSGQAVLAGLKEAGIDAYGVDTKD
                     FPVTQLKEQGFDKVFIALHGRGGEDGTLQGVLEFLQLPYTGSGVMASALTMDKLRTKL
                     VWQALGLPISPYVALNRQQFETLSPEELVACVAKLGLPLIVKPSHEGSSVGMSKVDHA
                     SELQKALVEAFQHDSDVLIEKWLSGPEFTVAILGDEVLPSIRIQPPGVFYDYDAKYLS
                     DKTQYFCPSGLSDESEQQLAALALQAYHALDCSGWGRVDVMQDRDGHFYLLEVNTSPG
                     MTSHSLVPMAARQYGLSFSQLVARILMLAD"
     gene            complement(4061432..4062907)
                     /gene="murC"
                     /locus_tag="CH60_3674"
     CDS             complement(4061432..4062907)
                     /gene="murC"
                     /locus_tag="CH60_3674"
                     /EC_number="6.3.2.8"
                     /note="murC: UDP-N-acetylmuramate--L-alanine ligase;
                     [M] COG0773 UDP-N-acetylmuramate-alanine ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramate--L-alanine ligase"
                     /protein_id="AJK11923.1"
                     /translation="MNTQQLAKLRTIVPEMRRVRHIHFVGIGGAGMGGIAEVLANEGY
                     QISGSDLAPNSVTQHLTALGAQIYFHHRPENVLDASVVVVSTAISADNPEIVAAREAR
                     IPVIRRAEMLAELMRYRHGIAVAGTHGKTTTTAMLSSIYAEAGLDPTFVNGGLVKAAG
                     THARLGSSRYLIAEADESDASFLHLQPMVAIVTNIEADHMDTYQGDFENLKQTFINFL
                     HNLPFYGRAVMCIDDPVVRELLPRVGRHITTYGFSDDADVQIASYRQEGPQGHFTLRR
                     QDKPLIEVTLNAPGRHNALNAAAAVAVATEEGIEDEDILRALVGFQGTGRRFDFLGNF
                     PLAPVNGKEGSAMLVDDYGHHPTEVDATIKAARAGWPDKRIVMLFQPHRYTRTRDLYD
                     DFANVLSQVDVLLMLDVYAAGEPPIPGADSRALCRTIRNRGKLDPILVPDSESAPEML
                     AQILNGEDLILVQGAGNIGKIARKLAEHKLQPQLKDEEHHG"
     gene            complement(4063045..4064115)
                     /gene="murG"
                     /locus_tag="CH60_3675"
     CDS             complement(4063045..4064115)
                     /gene="murG"
                     /locus_tag="CH60_3675"
                     /EC_number="2.4.1.227"
                     /note="murG: undecaprenyldiphospho-muramoylpentapeptide
                     beta-N-acetylglucosaminyltransferase;
                     [M] COG0707 UDP-N-acetylglucosamine:LPS
                     N-acetylglucosamine transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyldiphospho-muramoylpentapeptide
                     beta-N-acetylglucosaminyltransferase"
                     /protein_id="AJK10792.1"
                     /translation="MSGKTKRLMVMAGGTGGHVFPGLAVAHHLMAQGWQVRWLGTADR
                     MEASLVPQHGIEIDFIKISGLRGKGLMAQLTAPIRIYRAVRQAQKIMRDYQPNVVLGM
                     GGYVSGPGGLAAWLCGVPVVLHEQNGIAGLTNRWLARIAKKVLQAFPGAFPNADVVGN
                     PVRTDVLALPLPAVRLSGREGPIRVLVIGGSQGARILNQTLPLVAASLGEQITLWHQV
                     GKGALPEVSQAYQQAGQAGHLVVEFIDDMAAAYAWADVVVCRSGALTVSEVAAAGLPA
                     IFVPFQHKDRQQYWNALPLEKAGAAKIIEQPQFTATSVSSLLASWDRATLLSMAERAR
                     SVAIPDATERVAAEVVAASKSA"
     gene            complement(4064112..4065314)
                     /gene="ftsW"
                     /locus_tag="CH60_3676"
     CDS             complement(4064112..4065314)
                     /gene="ftsW"
                     /locus_tag="CH60_3676"
                     /note="ftsW: cell division protein FtsW;
                     [D] COG0772 Bacterial cell division membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsW"
                     /protein_id="AJK12045.1"
                     /translation="MRMPGLGLFNTLKHYVMGSRESDTTSMVLYDRTLLWLTFGLAII
                     GFVMVTSASMPIGQRLANDPFLFAKRDALYLALAFGLSLVTLRIPMDVWQRYSNIMLL
                     ISIVLLLVVLVVGSSVNGASRWIALGPLRIQPAELSKLSLFCYLASYLVRKVEEVRSN
                     FWGFCKPMGVMVILAVLLLAQPDLGTVVVLFITTLAMLFLAGAKMWQFMAIIGSGAFA
                     VCLLIIAEPYRMRRVTSFWNPWADPFGSGYQLTQSLMAFGRGEFWGQGLGNSVQKLEY
                     LPEAHTDFIFSILGEELGYFGVVLALLMVFFVAFRAMSIGRRALEIGQRFSGFLACSI
                     GIWFSFQALVNVGAAAGMLPTKGLTLPLISYGGSSLIIMSTAIVLLLRIDFETRLAKA
                     QAFVRSAR"
     gene            complement(4065314..4066630)
                     /gene="murD"
                     /locus_tag="CH60_3677"
     CDS             complement(4065314..4066630)
                     /gene="murD"
                     /locus_tag="CH60_3677"
                     /EC_number="6.3.2.9"
                     /note="murD: UDP-N-acetylmuramoylalanine--D-glutamate
                     ligase;
                     [M] COG0771 UDP-N-acetylmuramoylalanine-D-glutamate
                     ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramoylalanine--D-glutamate ligase"
                     /protein_id="AJK11655.1"
                     /translation="MVDYQGKKVVIIGLGLTGLSCVDFFIARGVTPRVMDTRINPPGL
                     DQLPESVEQHVGDLNQEWLLDADLIVVSPGMALAHPALSEAAEAGVEIIGDIELFCRE
                     NQAPVVAITGSNGKSTVTTLVGEMAKAAGWSVGGGGNIGVPALTLLKQDNQLTVLELS
                     SFQLETTHSLRASAATILNVTEDHTDRYPLGLQQYRAAKLRVYENAKVCVVNADDALT
                     MPVRGADSRCISFGVDVGDYHLNKQQGEIWLRVRGEKVLNTREMKLSGRHNYTNALAA
                     LALADAVGIPRASSLKALTTFSGLPHRFQLVLERHGVRWINDSKATNVGSTEAALDGL
                     QVDGTLHLLLGGDGKSADFSGLTHFLQGDRIKVYCFGRDGGQLAALRPDVSQLTETMA
                     QAMALVAKVVLPGDRVLLSPACASLDQFRSFEHRGNEFARLAEELG"
     gene            complement(4066633..4067715)
                     /gene="mraY"
                     /locus_tag="CH60_3678"
     CDS             complement(4066633..4067715)
                     /gene="mraY"
                     /locus_tag="CH60_3678"
                     /EC_number="2.7.8.13"
                     /note="mraY:
                     phospho-N-acetylmuramoyl-pentapeptide-transferase;
                     [M] COG0472 UDP-N-acetylmuramyl pentapeptide
                     phosphotransferase/UDP-N-acetylglucosamine-1-phosphate
                     transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="phospho-N-acetylmuramoyl-pentapeptide-
                     transferase"
                     /protein_id="AJK12602.1"
                     /translation="MLVWLAEYLVKFYSGFNVFSYLTFRAIVSLLTALFISLWMGPHL
                     IAWLQKLQIGQVVRNDGPESHFSKRGTPTMGGLMILFSITISVLMWAYPSNPYVWCVL
                     FILIGYGIVGFIDDYRKVVRKNTKGLIARWKYFWQSIIALAAAFTMYSIGKDTSATEL
                     VVPFFKDIMPQLGLLYVLLAYFVIVGTSNAVNLTDGLDGLAIMPTVFVAAGFALVAWA
                     TGNVNFAAYLHIPYLRHAGELVIVCTAIVGAGLGFLWFNTYPAQVFMGDVGSLALGGA
                     LGTIAVLLRQEFLLVIMGGVFVVETLSVILQVGSFKLRGQRIFRMAPIHHHYELKGWP
                     EPRVIVRFWIISLMLVLIGLATLKVR"
     gene            complement(4067709..4069085)
                     /gene="murF"
                     /locus_tag="CH60_3679"
     CDS             complement(4067709..4069085)
                     /gene="murF"
                     /locus_tag="CH60_3679"
                     /EC_number="6.3.2.10"
                     /note="murF:
                     UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase
                     family protein;
                     [M] COG0770 UDP-N-acetylmuramyl pentapeptide synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-
                     alanine ligase family protein"
                     /protein_id="AJK11870.1"
                     /translation="MIKVSLRFLASLLNAEYIVAESVSDDIEITEVTIDTRKVTAGCL
                     FVALKGERFDGHDFAEDAIAAGAGALLVSKRLLVGGPQLVVKDTRLALGQFAAWVRQQ
                     VPARIVALTGSSGKTSVKEMAAAILRQCGNVLYTAGNFNNDIGVPLTLLRLTAEHDFA
                     VIELGANHVGEIAYTTDLSRPESALVNNLAAAHLEGFGSLAGVAQAKGEIFAGLPANG
                     TAIINADSNDWPHWQETLHNKRVWRFSPHAAEHIDFYASDVRITPQLTSFTLHSPFGT
                     VAIELPLPGQHNIANALAAAALAMSVGADLAAVRQGLAQLQAVPGRLFPVPLAEGQLL
                     LDDSYNANVGSMIAAAQVLAEMPGYRVMVVGDMAELGETAADCHRQVGEAAKLAGVDK
                     VLSVGTLSQILSSASGNGEHFQDQNTLSTRVNALLNEYPVITVLIKGSRSAAMENVVR
                     ALQEKASC"
     gene            complement(4069082..4070569)
                     /gene="murE"
                     /locus_tag="CH60_3680"
     CDS             complement(4069082..4070569)
                     /gene="murE"
                     /locus_tag="CH60_3680"
                     /note="murE: UDP-N-acetylmuramyl-tripeptide synthetase
                     family protein;
                     [M] COG0769 UDP-N-acetylmuramyl tripeptide synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramyl-tripeptide synthetase family
                     protein"
                     /protein_id="AJK11932.1"
                     /translation="MADRNLRDLFAPWGLDVPERALREMTLDSRIAAAGDLFVAVVGH
                     QTDGRRYIPQAIAQGVAAIVAEADGVAPDVSVAEIHGVPVIYLRNLNQHLSTLAGQFY
                     HQPGAALRLVGVTGTNGKTTTTQLLAQWSQALGETSAVMGTVGNGLLGQVIPTENTTG
                     SAVDIQHLLRNLVDQGATFAAMEVSSHGLIQDRVAALSFAAVVFTNLSRDHLDYHGNM
                     TSYEAAKWLLFSTHQSEHKIINADDDVGRRWLSQLPQAVAVSMAGNVPKGWNGPWLSA
                     NKVIYHDNGASIAFDSSWGEGELESRLMGAFNVSNLLVALATLLVQGYPMAQLLAAAP
                     HLQPVCGRMEVFNAPGKPTVVVDYAHTPDALEKALAAARLHCTGKLWCVFGCGGDRDK
                     GKRPLMGGIAEQLADCVVVTDDNPRSEEPQAIVADILSGLLDAGRVQAIHGRAEAVTS
                     AIMQAKEDDVVLIAGKGHEDYQLVGNRRLDYSDRVTVARLLGGQA"
     gene            complement(4070556..4072319)
                     /locus_tag="CH60_3681"
     CDS             complement(4070556..4072319)
                     /locus_tag="CH60_3681"
                     /note="[M] COG0768 Cell division protein
                     FtsI/penicillin-binding protein 2"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin binding transpeptidase domain
                     protein"
                     /protein_id="AJK12480.1"
                     /translation="MKTARPGKLKRQEEQASFISWRFALLCGCILLALVGLIMRTAYL
                     QVINPDKLVREGDMRSLRVQEVPTARGMISDRSGRPLAVSVPVNAVWADPKELIEQGG
                     ISLDTRWKALSDALEIPLDQLATRINANPKGRFVYLARQVNPAIGDYIRKLKLPGIHL
                     RQESRRYYPAGQVMAHIIGVTNIDGQGIEGVEKSFDRWLTGQPGERTVRKDHYGRVIE
                     DISSVDSQAAHNLVLSVDERLQALVYRELNNAVAFNKAESGTAVLVDVNTGEVLAMAN
                     SPSYNPNNLTGTPKDAMRNRAITDIFEPGSTVKPMVVMTALQHGVVKENSVLNTLPYF
                     VNGHQIKDVARYAELSVTGILQKSSNVGVSKLALAMPSSALVDTYSRFGFGKATNLGL
                     VGESSGLYPKKQRWSDIERATFSFGYGLMVTPLQLARVYATIGSMGVYRPLSITRVDP
                     PVAGERIFPEPLVRTVVHMMESVALPGGGGTKAAIKGYRIAIKTGTAKKVGPDGKYMD
                     RYLAYTAGVAPASNPRFALVVVINDPQAGKYYGGAVSAPVFGAIMGGVLRTMNIEPDA
                     LPTGDKSELVINTKEGSGGRS"
     gene            complement(4072385..4072702)
                     /gene="ftsL"
                     /locus_tag="CH60_3682"
     CDS             complement(4072385..4072702)
                     /gene="ftsL"
                     /locus_tag="CH60_3682"
                     /note="ftsL_broad: cell division protein FtsL;
                     [D] COG3116 Cell division protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsL"
                     /protein_id="AJK11349.1"
                     /translation="MIGNERHGLVGVIGADLIRNAKIPLILLVAVLISAVLVVTTAHR
                     TRLLTAEREQLVLERDALDIEWRNLILEENALGDHSRVESIAIEKLKMQHVDPSQENI
                     VIK"
     gene            complement(4072699..4073661)
                     /gene="rsmH"
                     /locus_tag="CH60_3683"
     CDS             complement(4072699..4073661)
                     /gene="rsmH"
                     /locus_tag="CH60_3683"
                     /EC_number="2.1.1.199"
                     /note="[M] COG0275 Predicted
                     S-adenosylmethionine-dependent methyltransferase involved
                     in cell envelope biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA
                     (cytosine(1402)-N(4))-methyltransferase"
                     /protein_id="AJK10509.1"
                     /translation="MVDNNKTVDNNYKHTSVLLDEAVKGLNIRDNGIYIDGTFGRGGH
                     SRLILSQLGPEGRLIAIDRDPEAIEAAKQITDPRFSIVHGPFSDLAHYVRDLDLVGRI
                     DGILLDLGVSSPQLDDAERGFSFMRDGPLDMRMDPSRGLSAAEWLMKASADDIAWVLK
                     TFGEERFAKRLAKAIVERNLTQPMTRTKELADLIANASPFRDKHKHPATRSFQAIRIY
                     INSELEEIERALDGAHEVLAPEGRLSVISFHSLEDRIVKNFIRHHSRGPQVPAGLPLT
                     EAQLRSMGGRTLKSVGKMMPGDAEIAENPRARSSVLRFAERIGE"
     gene            complement(4073664..4074122)
                     /locus_tag="CH60_3684"
     CDS             complement(4073664..4074122)
                     /locus_tag="CH60_3684"
                     /note="[S] COG2001 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="mraZ family protein"
                     /protein_id="AJK12702.1"
                     /translation="MFRGATMVNLDSKGRLAVPTRYRESLNEESQGQMVCTIDLHQPC
                     LLLYPLPEWEIIEQKLSRLSSMNPAERRVQRLLLGHASECQMDGAGRLLIAGTLRQHA
                     GLNKEVMLVGQFNKFELWDEQTWYQQVKDDIDAEQSTQEPLSERLQGLSL"
     gene            4075224..4075664
                     /locus_tag="CH60_3685"
     CDS             4075224..4075664
                     /locus_tag="CH60_3685"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14424.1"
                     /translation="MFSTGPRWRSAVADTFALVVYCFVIGMAIEVVISGMTFRQSLSS
                     RLLSIPVNILIAWPYGMYRDAFIRFAQRHAGQRFWARNLADLLAYVSFQSPVYAMILW
                     SVGADFEQMISAVASNAVVSMVMGVAYGYFLEYCRRLFRVAGYV"
     gene            complement(4075795..4076805)
                     /gene="fruR"
                     /locus_tag="CH60_3686"
     CDS             complement(4075795..4076805)
                     /gene="fruR"
                     /locus_tag="CH60_3686"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose repressor"
                     /protein_id="AJK12777.1"
                     /translation="MKLDEIARLAGVSRTTASYVINGKAKQYRVSDKTVDKVMAVVRE
                     HNYHPNAVAAGLRAGRTRSIGLVIPDLENTSYTRIANYLERQARQRGYQLLIACSEDQ
                     PDNEMRCVEHLLQRQVDAIIVSTALPPEHPFYQRWAKDPFPIIALDRALDREHFISVV
                     GADQEDAQMLAQELRSFPAESVLYLGALPELSVSFLREMGFREAWKDDPRKVEYLYAN
                     SYEREAAGVLFAEWLKTHPMPQALFTTSFQLLQGVMDVTLKQSGRLPCNLAIATFGDN
                     ELLDFLECPVLAVAQRHRDVAERVLELVLASLDEPHKPKPGLTRIRRNLFRRGTLSLS
                     RR"
     gene            complement(4077310..4077768)
                     /locus_tag="CH60_3687"
     CDS             complement(4077310..4077768)
                     /locus_tag="CH60_3687"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13849.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4077967..4078461)
                     /gene="ilvN"
                     /locus_tag="CH60_3688"
     CDS             complement(4077967..4078461)
                     /gene="ilvN"
                     /locus_tag="CH60_3688"
                     /EC_number="2.2.1.6"
                     /note="small subunit; acolac_sm: acetolactate synthase,
                     small subunit;
                     [E] COG0440 Acetolactate synthase, small (regulatory)
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase"
                     /protein_id="AJK11546.1"
                     /translation="MRRRILSVLLENESGALSRVVGLFSQRGYNIESLTVAPTDDPTL
                     SRMTIQTVGDAKVLEQIEKQLHKLVDVLRVSELVSGSHVEREIMLVKLQASGYGREEV
                     KRCAEIFRGQIVDVTATLYTVQLAGTSEKLDAFLNAVREVAEIVEVARSGIVGVSRGD
                     KIMR"
     gene            complement(4078464..4080191)
                     /gene="ilvB"
                     /locus_tag="CH60_3689"
     CDS             complement(4078464..4080191)
                     /gene="ilvB"
                     /locus_tag="CH60_3689"
                     /EC_number="2.2.1.6"
                     /note="acolac_lg: acetolactate synthase, large subunit,
                     biosynthetic type;
                     [EH] COG0028 Thiamine pyrophosphate-requiring enzymes
                     [acetolactate synthase, pyruvate dehydrogenase
                     (cytochrome), glyoxylate carboligase, phosphonopyruvate
                     decarboxylase]"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit,
                     biosynthetic type"
                     /protein_id="AJK13028.1"
                     /translation="MEMLSGAEMVVRSLIDQGVKHVFGYPGGAVLDIYDALHTVGGID
                     HVLVRHEQGAVHMADGYARATGEVGVVLVTSGPGATNAITGIATAYMDSVPMVVLSGQ
                     VPSSLIGFDAFQECDMVGISRPVVKHSFLVKRTEDIPMVLKKAFYLASTGRPGPVVID
                     LPKDIVGPAVKMPYAYPEQVSLRSYNPTVQGHRGQIKRALQTIMAAKRPIMYVGGGAI
                     NAACHEELLILAEKLNLPVTSSLMGLGSFPGTHRQSVGMLGMHGTFEANMAMHNTDLI
                     FAVGVRFDDRTTNNLAKYCPDATVLHIDIDPTSISKTVTADIPIVGDAKQVLTQMLDL
                     LSQVGCTQDFDSLRDWWQSIEQWRTRNCLGYNKDSGKIKPQAVIEALHRLTKGDAYVT
                     SDVGQHQMFAALYYPFDKPRRWINSGGLGTMGFGLPAALGVKLALPNETVVCVTGDGS
                     IQMNIQELSTALQYNLPVLVLNLNNRYLGMVKQWQDMIYSGRHSQSYMDSLPDFVKLA
                     EAYGHIGVAINTPDELESKLADALTQLSETNRLVFVDVTVDETEHVYPMQIRGGGMDE
                     MWLSKTERT"
     gene            complement(4080651..4082456)
                     /locus_tag="CH60_3690"
     CDS             complement(4080651..4082456)
                     /locus_tag="CH60_3690"
                     /note="[I] COG1022 Long-chain acyl-CoA synthetases
                     (AMP-forming)"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AJK12717.1"
                     /translation="MIHKLHQYHLVRRLRQQVSDRSELVAFREWSPEGEKQLNWQQID
                     EHVTRISTALLSLGAAIQERIGIFANNSMAWSLVDLAILQLRGVSVPLYATNTAAQAA
                     YIVNDADVRILFVGEQSQFDIAITLQPLCPQLAHIIVLDPAVDLRGCEYAQHLADFEQ
                     QQQPDTVQQHLLTTRIEGCDLDDLFTLIYTSGTTGEPKGVMLDYRNMAAQLYLHDQRL
                     TLTPQDVSLSFLPLSHVFERAWSFYVMHTGAQNVYIRNTDWVRSAMQAVKPTVMCAVP
                     RFYEKVFSAINDKVALAKWHQRVLFHWAVGCGERKFKRLQQGRPLPWLSEQMYTLADR
                     LVLRKLRGVLGGRVRFLPAAGARLDDNIILFFQAIGVNIKYGYGMTETCATVSCWEEQ
                     NFRFGSIGKPLPGIDVRLGAENEIQVRGPIVMRGYFKKPQETLEAFTEDGWLKTGDAG
                     ALDAQGHLFITERLKDLMKTSGGKYIAPQMIEGTLGQDRFIEQVAIIADTRKFVSALI
                     VPSFESLEEYARSINLKYHDRLELLRHSHIVNMFEQRLKEIQKELALFEQVKKFTLLP
                     QAFTMETGELTPTMKLRRKIILQRYQNEIDLMYSD"
     gene            complement(4083005..4083961)
                     /locus_tag="CH60_3691"
     CDS             complement(4083005..4083961)
                     /locus_tag="CH60_3691"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK11789.1"
                     /translation="MSEYNLVTDSQATKKESIDVHLRSVDLNLLTVFDAVMQMQNVTR
                     AAQSLGMSQPAVSNAVARLKVMFNDELFVRYGRGIQPTARARQLFGPVRQALQLVQNE
                     LPGAGFEAKNSERLFNLSICSPLDVRLAAQIVQRVKQSAPNVQLVIKSYLNDNIEHQL
                     RYQETEFVIGYTEFDRPDFHRIPLFKDELVLAVSKDHPRINDSITENQLLSESHAVVS
                     LDKKGSFSEPYYDSTTSTQSIAYESTDMNSVLNIVSQTYFVAIAPRWLVKTYSEALNL
                     KLISLPWENTSRACYLTWHESTDRDKGHQWMKALLGQFSSPV"
     gene            4084639..4084854
                     /locus_tag="CH60_3692"
     CDS             4084639..4084854
                     /locus_tag="CH60_3692"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13238.1"
                     /translation="MDQFILYISTLPLSLSLTHKKIESNRQNNQHSCWVGRQAAAEKH
                     GKHNNPDNGNYAKQLKNHERLVQDNTL"
     gene            4085283..4085741
                     /locus_tag="CH60_3693"
     CDS             4085283..4085741
                     /locus_tag="CH60_3693"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12458.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4085858..4087231)
                     /locus_tag="CH60_3694"
     CDS             complement(4085858..4087231)
                     /locus_tag="CH60_3694"
                     /note="degP_htrA_DO: peptidase Do family protein;
                     [O] COG0265 Trypsin-like serine proteases, typically
                     periplasmic, contain C-terminal PDZ domain"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase Do family protein"
                     /protein_id="AJK13046.1"
                     /translation="MKKTSLLLSALAISVGLGLASVPMVSAAALPAAVAGQTLPSLAP
                     MLEKVLPAVVSVHVSGSQAQQQRLPEEFKFFFGPNAPSGKESSRPFEGLGSGVIINAE
                     KGYILTNNHVINNADKIRVQLNDGREYDAKLLGRDEQTDIALLQLTDAKNLTAIKIAD
                     SDNLRVGDFAVAVGNPFGLGQTATSGIISALGRSGLNLEGLENFIQTDASINRGNSGG
                     ALVNLDGELIGINTAILAPGGGNIGIGFAIPSNMAQNLSQQLIEFGEVKRGLLGIRGS
                     EMTADIAKAFNIDAQRGAFVSEVLPKSAAAKAGIKPGDVLISVDGKKISSFAELRAKV
                     GTTGPGKTIKIGLLREGKPLEVSVTLDNSSSTSTSAENLSPSLQGASLSNGELKDGSK
                     GIKVDSVTKGSPAAQSGLQKDDVIIAVNRERVKDIAELRKAIEAKPAVIALNIVRGED
                     NIYLLIR"
     gene            complement(4087502..4087906)
                     /locus_tag="CH60_3695"
     CDS             complement(4087502..4087906)
                     /locus_tag="CH60_3695"
                     /note="conserved hypothetical protein;
                     [S] COG3105 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12635.1"
                     /translation="MTWEYALIGLVVGVVIGAVAMRFGNRKLRQQQVLQNELEKSKTD
                     LEEYRQELVGHFARSAELLDNMARDYRQLYQHMAKSSNNLLPDLPLQDNPFRYRLTES
                     EADNDQAPVKLPPRDYSEGASGLLRPEHQNRD"
     gene            4088130..4089257
                     /locus_tag="CH60_3696"
     CDS             4088130..4089257
                     /locus_tag="CH60_3696"
                     /note="[R] COG1485 Predicted ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="AFG1-like ATPase family protein"
                     /protein_id="AJK11531.1"
                     /translation="MQQSSPITLYQQALDAGGYQPDDVQRRAVARLETIYQALNQYQN
                     VPAASASLRNRLGRLFGKPARRPPVSPVQGLYMWGGVGRGKTWLMDLFFHSLPGERKL
                     RLHFHRFMLRVHQELTELQGHENPLEIVADGFKAQTDVLCFDEFFVSDITDAMLLATL
                     LEALFARGITLVATSNIPPDNLYHNGLQRGRFLPAIALIKQHCEVMNVDAGIDYRLRT
                     LTQANLYLTPLNSQTEQAMAAIFVKLAGKEGGKATVLEVNHRPLPAICVAEGVLAVDF
                     HTLCEEARSQLDYIALSKRYHTVLLHNVRCMAARDENTARRFLALVDEFYERRVKLII
                     AAEASMFEIYSGERLKFEYQRCLSRLQEMQSEEYLSLPHLP"
     gene            4089571..4089999
                     /gene="rplM"
                     /locus_tag="CH60_3697"
     CDS             4089571..4089999
                     /gene="rplM"
                     /locus_tag="CH60_3697"
                     /note="rplM_bact: ribosomal protein L13;
                     [J] COG0102 Ribosomal protein L13"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L13"
                     /protein_id="AJK13120.1"
                     /translation="MKTFTAKPETVKRDWYVVDASGKTLGRLATELARRLRGKHKAEY
                     TPHVDTGDYIIVLNAEKVAVTGNKRTDKIYYHHTGFVGGIKQATFEEMIARRPERVIE
                     IAVKGMLPKGPLGRAMYRKLKVYAGTEHNHAAQQPQVLDI"
     gene            4090014..4090406
                     /gene="rpsI"
                     /locus_tag="CH60_3698"
     CDS             4090014..4090406
                     /gene="rpsI"
                     /locus_tag="CH60_3698"
                     /note="[J] COG0103 Ribosomal protein S9"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S9"
                     /protein_id="AJK11622.1"
                     /translation="MAENQYYGTGRRKSSSARVFLKPGSGKIVINQRSLEVYFGRETA
                     RMVVNQPLELVDMVTKFDMYITVKGGGISGQAGAIRHGITRALMEYDESLRGELRKAG
                     FVTRDAREVERKKVGLRKARRRPQFSKR"
     gene            4090780..4091421
                     /locus_tag="CH60_3699"
     CDS             4090780..4091421
                     /locus_tag="CH60_3699"
                     /note="[O] COG0625 Glutathione S-transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative stringent starvation protein A"
                     /protein_id="AJK12813.1"
                     /translation="MAVAANKRSVMTLFSGPTDIFSHQVRIVLAEKGVSVEIEQVEAD
                     NLPQDLIDLNPYRTVPTLVDRELTLYESRIIMEYLDERFPHPPLMPVYPVARGSSRLM
                     MHRIEHDWYSLLYKIEQGNAQEAEAARKQLREELLSIAPVFNETPFFMSEEFSLVDCY
                     LAPLLWRLPVLGIEFTGAGSKELKGYMTRVFERDAFLASLTEAEREMHLKTRS"
     gene            4091427..4091942
                     /locus_tag="CH60_3700"
     CDS             4091427..4091942
                     /locus_tag="CH60_3700"
                     /note="[R] COG2969 Stringent starvation protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="stringent starvation B family protein"
                     /protein_id="AJK13595.1"
                     /translation="MEMSDMSPRRPYLLRAFYEWLIDNQLTPHLVVDVTRPGVSVPME
                     FARDGQIVLNVAPRAVGNLELSNDDVRFNARFGGVPRQVTVPIAAVMAIYARENGSGT
                     MFEPEAAYDADADGNFEGIEGKENETAPTESLMLVTDDTRVEQDDDNSPDDKPPQPPR
                     SGGRPALRVVK"
     gene            complement(4092095..4092580)
                     /locus_tag="CH60_3701"
     CDS             complement(4092095..4092580)
                     /locus_tag="CH60_3701"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK14354.1"
                     /translation="MKFHLPFIVGGLLAMSSSAFAMSLNYQEVGYNIEARGARAVVAE
                     LEKSGQLPAVENNIKLGDDNWIAMAPKLASAGNPKFTEGVKSALSSALIYNPAAVLKA
                     VSGSKILTLSDVCTAPIDVKDSEAKANFQQRASRTLLTIKNSDMAGPRDSCLAELKKL
                     S"
     gene            complement(4093021..4094439)
                     /locus_tag="CH60_3702"
     CDS             complement(4093021..4094439)
                     /locus_tag="CH60_3702"
                     /note="gltD_gamma_fam: glutamate synthase, small subunit
                     domain protein;
                     [ER] COG0493 NADPH-dependent glutamate synthase beta chain
                     and related oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate synthase, small subunit domain
                     protein"
                     /protein_id="AJK11267.1"
                     /translation="MSQNVYQFIDLQRVDPPKKPLKIRKIEFVEIYEPFSETQAKAQA
                     DRCLSCGNPYCEWKCPVHNYIPNWLKLANEGRIMEAADLAHQTNSLPEVCGRVCPQDR
                     LCEGSCTLNDEFGAVTIGNIERYISDKAIAMGWKPDMSHVHPTGKRVAVIGAGPAGLA
                     CADVLARNGVQAVVFDRHPEIGGLLTFGIPAFKLEKEVMIKRRKIFSEMGIEFQLNTE
                     VGKDITMEALLKDYDAVFLGVGTYQSMRGGLENEEANGVYDALPFLIANTKQLMGYEA
                     TAHEPYINMQGKRVVVLGGGDTAMDCVRSSIRQGATDVVCAYRRDEVNMPGSKREVKN
                     AREEGVEFKFNLQPLSIEVNSNGKVCGVRMVRTQLGAPDAQGRRMAEQIPGSEHVLPA
                     DAVVMAFGFRPHSMEWLAAHDVKLDKQGRVIAPESTDNAFQTSNPKIFAGGDIVRGSD
                     LVVTAIAEGRKAADGIMNYLEV"
     gene            complement(4094449..4098906)
                     /locus_tag="CH60_3703"
     CDS             complement(4094449..4098906)
                     /locus_tag="CH60_3703"
                     /note="[E] COG0070 Glutamate synthase domain 3"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine amidotransferases class-II family
                     protein"
                     /protein_id="AJK13651.1"
                     /translation="MLYDQSQERDNCGFGLIAHIEGEPSHKVVRTAIHALARMQHRGA
                     ILADGKTGDGCGLLLQKPDHFFRMVAEERGWRLAKNYAVGMMFLSQDEELAKASRRIV
                     EEELQNETLSIVGWREVPTNPDVLGEIALSSLPRIEQIFVNAPAGWRSRDMERRLFVA
                     RRRIEKRISDKDFYACSFSNLVTIYKGLCMPADLPRFYLDLADLRLESAICLFHQRFS
                     TNTVPRWPLAQPFRYLAHNGEINTIAGNRQWAKARAYKFKTPLIPDLQDAAPFVNETG
                     SDSSSLDNMLELFLSGGMDLIRAMRLLVPPAWQNNPDMDTDLRAFFDFNSMHMEPWDG
                     PAGIVMSDGRYAACNLDRNGLRPARYVITKDKLITCASEVGIWDYQPDEVVEKGRVGP
                     GELMVIDTRSGKILHSAETDNDLKSRHPYKEWMEKNVKRLVPFEDLPEEQVGSRQLDD
                     SQLETYQKQFGYSNEELDQIIRVLGENGQEATGSMGDDTPFAVLSSGPRIIYDYFRQQ
                     FAQVTNPPIDPLREAHVMSLATSIGREMNVFCEAEGQAHRLSFKSPILLYSDFQQLTT
                     LEGEHYRADRLDLTFNPAENDLEQAVLSLCDEAERKVRDGAVMLVLSDRAIAPNRLPV
                     PAPMAVGAIQTRLVDKSLRCDANIIVETASARDPHHFAVLLGFGATAIYPYLAYESLA
                     KLVDSQAIDKKYRDVMLNYRNGINKGLYKIMSKMGISTVASYRCAKLFEAVGLHRDLS
                     DLCFQGVVSRIGGASFSDFQQDLQNLSKRAWLKRKPLDQGGLLKFVHNGEYHAYNPDV
                     VSTLQKAVHSGEYSDYQAYAKLVNERPIATLRDLLAIKPQGTPIPVDQVEPAESLFKR
                     FDTAAMSIGALSPEAHESLAIAMNSLGGFSNSGEGGEDPARYGTNKVSRIKQVASGRF
                     GVTPAYLVNADVIQIKVAQGAKPGEGGQLPGDKVTPYIAKLRYSVPGVTLISPPPHHD
                     IYSIEDLAQLIFDLKQVNPKAMISVKLVSEPGVGTIATGVAKAYADLITIAGYDGGTG
                     ASPLSSVKYAGCPWELGLVETQQALVANGLRHKIRLQVDGGLKTGVDIVKAAILGAES
                     FGFGTGPMVALGCKYLRICHLNNCATGVATQDEKLRRDHYHGLPERVVNYFHFIARET
                     REIMAELGVSQLVDLIGRTDMLLELDGISAKQNKLDLSPMLKTATPHPGKALYCTESN
                     PPFDKGLLNKELLSQAEPYIEAKQSKTFYFDIRNTDRSVGAALSGAIATKHGDQGLAT
                     DPIKAYFSGTAGQSFGVWNAGGVELMLTGDANDYVGKGMAGGRIAVRPPVGSNFRSHE
                     ASIIGNTCLYGATGGKLFAAGRAGERFAVRNSGAITVVEGIGDNGCEYMTGGIVCVLG
                     RTGINFGAGMTGGFAYVLDEDGEFRKRVNPELVEVLDVEQLAIHEEHLRGLITEHVQL
                     TGSSRGEEILANWPEWVTKFALVKPKSSDVKALLGHRSRSAAELRVQAQ"
     gene            4099729..4100652
                     /locus_tag="CH60_3704"
     CDS             4099729..4100652
                     /locus_tag="CH60_3704"
                     /note="[R] COG1242 Predicted Fe-S oxidoreductase"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM superfamily protein"
                     /protein_id="AJK10510.1"
                     /translation="MQLQQLVNMFGADLQRRYGEKIHKLTLHGGFSCPNRDGTLGRGG
                     CTFCQVASFADEQMQQQSITQQLAIQAKKANRANRYLAYFQAYTSTYAEVNALAAMYQ
                     QALCEADIVGLCVGTRPDCVPDAVLDLLSSYQQQGYEVWLELGLQTANDKTLKRINRG
                     HDFACYQQTARRARARGLKVCCHLIVGLPGEDRAQGRETLEKVVTTGVDGIKLHPLHI
                     VEGSTMAKAWRAGRLTALALEDYVLTAGEMIRHTPAEVVYHRISASARRPTLLAPLWC
                     ENRWTGMNELNNYLLQHGVQGTAIGDAYCYR"
     gene            4100916..4103252
                     /locus_tag="CH60_3705"
     CDS             4100916..4103252
                     /locus_tag="CH60_3705"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AJK10915.1"
                     /translation="MKQIRVLAQYYVDLMVKLGLVRFSLLLASALVLLAMVVQMAVTF
                     VLRGSVETLDLVRSIFFGLLITPWAVYFLSVVVEQLEESRQRLSRLVDKLEVMRHRDL
                     ELNKQLTENITQLNQEIVEREKAEKAHLQVVDKLKEEMGHREQAQIELGQQSALLRSF
                     LDASPDLVYYRNEDNEFSGCNRAMELLTGKSEKQLVGLTPKDVYAPDIAEKVMETDEK
                     VFRHNVSLTYEQWLVYPDGRKACFELRKVPFYDRVGKRHGLMGFGRDITERKRYQDAL
                     ENASRDKTTFISTISHELRTPLNGIVGLSRILLDTELDAEQLKYLKTIHVSAITLGNI
                     FNDIIEMDKLERRKVQLDNQPVDFTGFMADLENLSGLLVQPKGLKFIMEPQLPLPEKV
                     IADGTRLRQILWNLIGNAVKFTQQGKIVVRVRREGNDRLIFEVEDSGMGIPEDEQDKI
                     FAMYYQVKDRNGGRPATGTGIGLAVSKRLAQSMGGDITVKSTQGVGSCFTLTIKAPAV
                     QEASNAPSGDDMPLPALHVLLVEDIELNVIVARSVLEKLGNSVDVAMNGHDALAMFNP
                     EDFDLVLLDIQLPDMSGLDIARQIRAEYGKQSLPPLVALTANVLKDKKEYLDAGMDDV
                     LSKPLSVPALTAMIKQFWDSKPSSAVQKQEHKVMQTHESLLDTTMLEQYIDLVGPQLI
                     HQSLEMFEQMMPGYLAVLDSNMTARDQKGITEEAHKIKGAAGSVGLRHIQQLAQQIQT
                     PTLPAWWDNVQDWVDELKLEWRNDVQVLREWAAEVEKK"
     gene            4103494..4104147
                     /locus_tag="CH60_3706"
     CDS             4103494..4104147
                     /locus_tag="CH60_3706"
                     /note="[Q] COG3155 Uncharacterized protein involved in an
                     early stage of isoprenoid biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="DJ-1/PfpI family protein"
                     /protein_id="AJK11878.1"
                     /translation="MKTVGVVLSGCGVLDGAEIHESVLTMLALDRAGAEVLFFAPDKP
                     QLHVINHITGEIVAEERNVLVESARIARGLITPLSAADPEVLDALIVPGGFGAAKNLC
                     DFAIKGGECSVEPDLYKLIQLMHKSGKPIGLMCISPVMLPKLLGKPIRLTIGNDPDTI
                     DAIEIMGGEHVICPADDVVIDLENKVVTTPAYMLAGSISEAAKGIDKLVTKVLDLTE"
     gene            4104144..4104869
                     /gene="mtgA"
                     /locus_tag="CH60_3707"
     CDS             4104144..4104869
                     /gene="mtgA"
                     /locus_tag="CH60_3707"
                     /note="mono_pep_trsgly: monofunctional biosynthetic
                     peptidoglycan transglycosylase;
                     [M] COG0744 Membrane carboxypeptidase (penicillin-binding
                     protein)"
                     /codon_start=1
                     /transl_table=11
                     /product="monofunctional biosynthetic peptidoglycan
                     transglycosylase"
                     /protein_id="AJK12723.1"
                     /translation="MISVRRGFSQLWYWGKRGVIGIIALWMAGILIFAFLPVPFSMVM
                     IERQLGAWLTGDFAYVAHSDWVPMDEISPYMALAVMAAEDQKFPDHWGFDVGAIESAL
                     SHNQRNQKRIRGASTLSQQTAKNVFLWDGRSWVRKGLEVGLTAGIELIWTKRRILTVY
                     LNIAEFGNGIFGVEAAARHFFNKPASKLSASEAALLAAVLPNPLRFKVNAPSGYVISR
                     QQWILRQMHQLGGKTFLQENTLD"
     gene            complement(4105076..4105651)
                     /locus_tag="CH60_3708"
     CDS             complement(4105076..4105651)
                     /locus_tag="CH60_3708"
                     /note="[R] COG2823 Predicted periplasmic or secreted
                     lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="BON domain protein"
                     /protein_id="AJK12162.1"
                     /translation="MKVGYIFAMLFSTLLLQGCVGAVVVGSAAVATKTATDPRTIGTQ
                     VDDGTLEARVVNALSKDKEIKSQTRFVVTAYQGKVLLTGQTPSAELSNRAKQIASGVD
                     GVTEVYNEMRLGKPVDLSTASMDTWITTKVRSQLLTSDSVKSSNVKVTTENGEVFLLG
                     LVTQQEAQSAAQIASKVSGVKHVTTAFTIVK"
     gene            complement(4105662..4106252)
                     /locus_tag="CH60_3709"
     CDS             complement(4105662..4106252)
                     /locus_tag="CH60_3709"
                     /note="[G] COG0279 Phosphoheptose isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AJK13073.1"
                     /translation="MLERIKGCFTESIQTQIAAAEALPDAISCAAMALVQSLLNGNKI
                     LCCGNGTSAANAQHFAASMINRFETERPSLPAIALNADNVVLTAITNDRLHDEVYAKQ
                     VRALGQAGDVLLAISTRGNSRDIVKAVEAAVTRDMTIVALTGYDGGELAGLLGQLDVE
                     IRIPSHRGARVQELHMLTVNCLCDLIDNTLFPHQND"
     gene            complement(4106523..4106876)
                     /locus_tag="CH60_3710"
     CDS             complement(4106523..4106876)
                     /locus_tag="CH60_3710"
                     /note="conserved hypothetical protein;
                     [L] COG0792 Predicted endonuclease distantly related to
                     archaeal Holliday junction resolvase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12891.1"
                     /translation="MSQRDTGAHYENLARRHLERAGLVFQAANVAFRGGEIDLIMRDG
                     DAWVFVEVRFRRNDLFGGAAASITPRKQQRLHLAAAVWLAQRGASFATTSCRFDVVAI
                     TGNQLEWLPNAFNTD"
     gene            complement(4106960..4108933)
                     /locus_tag="CH60_3711"
     CDS             complement(4106960..4108933)
                     /locus_tag="CH60_3711"
                     /note="[R] COG3107 Putative lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="lppC lipofamily protein"
                     /protein_id="AJK12079.1"
                     /translation="MLSSTFVRSKAGLVPVILAALILAACTGDAPQTPPPVNIQDEAS
                     ANSDYYLQQLQQSSDDNKADWQLLAIRALLREAKVPQAAEQLSTLPANLSDTQRQEQQ
                     LLAAELLIAQKNTPAAADILAKLEATQLSANQKVRYYQAQIAANQDKATLPLIRAFIA
                     QEPLLTDKAHQDNIDGTWQSLSQLTPQELNTMVINADENVLQGWLDLLRVYQDNKQDP
                     ELLKAGIKDWQTRYPQNPAAKNLPTALTQISNFSQASTAKIALLLPLSGPAQVFADAI
                     QQGFTAAQNGSAVTASVPVTPNVTESSPTDTAAVVSDDTPATLPAPVPPPVVTNAQVK
                     IYDTNTQPLAALLAQAQQDGATLVVGPLLKPEVEQLSATPSTLNILALNQPEASNNSP
                     NICYFALSPEDEARDAAHHLWEQQKRMPLLLVPRGALGERIAKAFADEWQKQGGQTVL
                     QQNFGSTTELKQSINSGAGIRLTGTPVSVSNVAAAPASVTIAGLTIPAPPIDAPVVST
                     SSSGNIDAVYIIATPSELTLIKPMIDMATSSRSKPALFASSRSYQAGAGPDYRLEMEG
                     IQFSDIPLMAGSNPALLQQASAKYANDYSLVRLYAMGIDAWALANHFSEMRQIPGFQV
                     KGVTGDLTASSDCVITRKLPWLQYRQGMVVPLA"
     gene            4108996..4109895
                     /gene="rsmI"
                     /locus_tag="CH60_3712"
     CDS             4108996..4109895
                     /gene="rsmI"
                     /locus_tag="CH60_3712"
                     /EC_number="2.1.1.198"
                     /note="[R] COG0313 Predicted methyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA
                     (cytidine(1402)-2'-O)-methyltransferase"
                     /protein_id="AJK13730.1"
                     /translation="MNQHDRAVISASTLYVVPTPIGNLGDITHRALEVLKGVDLIAAE
                     DTRHTGLLLQHFAINARLFALHDHNEQQKADQLLAKLQEGQSIALVSDAGTPLINDPG
                     YHLVRRCREAGIRVVPLPGACAAITALSAAGLASDRFCYEGFLPAKTKGRKDTLQALI
                     EEPRTLIFYESTHRLLESLQDMVTVLGPQRYVVLARELTKTWESIHGAPVGELLAWVK
                     EEETRRRGEMVLIVEGHKVQSDDALPADALRTLALLQKELPLKKAAALAAEIHGVKKN
                     ALYKYALEQQQGDVETEEDDIQQ"
     gene            complement(4110832..4111536)
                     /locus_tag="CH60_3713"
     CDS             complement(4110832..4111536)
                     /locus_tag="CH60_3713"
                     /note="[R] COG1741 Pirin-related protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pirin family protein"
                     /protein_id="AJK13743.1"
                     /translation="MITCRTAEQCGQADFGWLQARYTFSFGHYFDPTLLGYASLRVLN
                     QEVLAPGAAFQPRTYPQVDILNLILQGEAEYRDSLGNHVHAKTGDALLFSPQQGVSYS
                     EHNLSANKSLTRIQLWLNACPERESAPTQHQRLSTRPVQLLASPAGEQGSLQLRQQMW
                     IHHLALAAGEQQKMPLHGHRAYLQSIHGTVDATGPQTGTSQRLTCGDGAFVEEEQHLV
                     IKAITPLRALLIDLPV"
     gene            4111798..4112691
                     /locus_tag="CH60_3714"
     CDS             4111798..4112691
                     /locus_tag="CH60_3714"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK14222.1"
                     /translation="MARDRALTLEALRVMDAIDRRGSFAAAADELGRVPSALSYTMQK
                     LEEELDVVLFDRSGHRTKFTNVGRMLLERGRVLLEAADKLTTDAEALARGWETHITIV
                     SEALSPAWKLFPLIDKLALKANTQVSILTEVLAGAWERLEQGRADIVIAPDMHFRASS
                     EINSRKLYKVTSVYVASPDHPIHQEPEPLSELTRVKYRGIAVADTARERPVITVQLLD
                     KQQRLTVSTIEDKRRALLAGLGVATMPYEMVEKDIAAGRLRVIGPEYSREADIIMAWR
                     RDSMGEAKSWCLREIPKLLGK"
     gene            complement(4112822..4113757)
                     /locus_tag="CH60_3715"
     CDS             complement(4112822..4113757)
                     /locus_tag="CH60_3715"
                     /note="glutathione S-transferase, N-terminal domain
                     protein;
                     [O] COG0435 Predicted glutathione S-transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10661.1"
                     /translation="MGRWWRYKWITFHPSLTTTDGQAGPQGKGGFNAEAHRYHLYVSL
                     ACPWAHRALLMRTLKGLESLISVSVVHPLMQENGWTFSSDFPAATGDALYHLDYLYQL
                     YLRAAPDYSGRVTVPVLWDKQQQTVVSNESADIIRMFNNAFDDVGAKAGDYYPTALRN
                     DIDDINGWVYDQVNNGVYKAGFATTQEAYDEAVGTLFSALDRLEQILGQHRYLTGNQL
                     TEADLRLWTTLVRFDPVYVTHFKCDKRRISDYPNLYGFLRDIYQMPGIAETVDFAHIR
                     THYYRSHGTINPYGIISIGPQQNLLEPHDRANRFV"
     gene            complement(4113773..4114360)
                     /locus_tag="CH60_3716"
     CDS             complement(4113773..4114360)
                     /locus_tag="CH60_3716"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK11419.1"
                     /translation="MAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERNENIVLL
                     GPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQRGVMAPR
                     LLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDAALTSAM
                     LDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4114339..4114551)
                     /locus_tag="CH60_3717"
     CDS             complement(4114339..4114551)
                     /locus_tag="CH60_3717"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposition helper domain protein"
                     /protein_id="AJK12412.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEKNWHVINVNRRCIPEWQPSRR"
     gene            complement(4114619..4115572)
                     /locus_tag="CH60_3718"
     CDS             complement(4114619..4115572)
                     /locus_tag="CH60_3718"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK11768.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKSMTCILMKIW"
     gene            complement(4115599..4116138)
                     /locus_tag="CH60_3719"
     CDS             complement(4115599..4116138)
                     /locus_tag="CH60_3719"
                     /note="[L] COG0084 Mg-dependent DNase"
                     /codon_start=1
                     /transl_table=11
                     /product="tatD related DNase family protein"
                     /protein_id="AJK13575.1"
                     /translation="MFDIGVNLTSVQFAKDYHQVVNRAKEAGVLGILITGTDADESLA
                     AQTLAAEYPGYCWSTTGVHPHHASSWQDSVEQKIRTLAATASVVGIGECGLDFNRNFS
                     TPAQQEVAFTAQLALAAELSLPVFLHCRDAHERFIDLLVPWLDKIPAAVVHCFTGNSD
                     CNERCNSDPHPTPEIRSRG"
     gene            complement(4116194..4116970)
                     /gene="tatC"
                     /locus_tag="CH60_3720"
     CDS             complement(4116194..4116970)
                     /gene="tatC"
                     /locus_tag="CH60_3720"
                     /note="tatC: twin arginine-targeting protein translocase
                     TatC;
                     [U] COG0805 Sec-independent protein secretion pathway
                     component TatC"
                     /codon_start=1
                     /transl_table=11
                     /product="twin arginine-targeting protein translocase
                     TatC"
                     /protein_id="AJK11017.1"
                     /translation="MAVDDTQPLISHLIELRKRLLNCIITILVVFLVLVFFANDIYNL
                     VSAPLIKQLPAGASMIATDVASPFFTPIKLTMMVSVFVSAPMTLYQVWAFIAPALYKH
                     ERRLMVPLLISSSLLFYLGMAFAYFVVFPLAFGFFAKTAPESVLIATDITKYLDFVMA
                     LFMAFGISFEVPIAIILLCWAGVTTPEALKKKRPYVFVGAFVVGMLLTPPDVLSQTLL
                     AIPMYLLFEVGVFFARFYTGKQRRAATEEDEGIDSHPKAP"
     gene            complement(4116973..4117635)
                     /gene="tatB"
                     /locus_tag="CH60_3721"
     CDS             complement(4116973..4117635)
                     /gene="tatB"
                     /locus_tag="CH60_3721"
                     /note="tatB: twin arginine-targeting protein translocase
                     TatB;
                     [U] COG1826 Sec-independent protein secretion pathway
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="twin arginine-targeting protein translocase
                     TatB"
                     /protein_id="AJK14477.1"
                     /translation="MFDIGFSELLLVLVIGLVVLGPERLPVAVRTVSGWIRTLRSLAA
                     TVQNELAQELKLQELQDSLKKVEQAGLQNLTPELKASMDELKEAAEALKRSYHVDAGS
                     EAPHTIHNPLVTEPEAIHDGVTPAEPATQVSALAQAPNILEAGTASVVDSVVEAAPVT
                     TVKSVVQGEVLVKSTPVQEVGLADVMDKPVTKQQIDTIDSHGTDLSSAGPSRIHQPGG
                     DQ"
     gene            complement(4117639..4117905)
                     /gene="tatA"
                     /locus_tag="CH60_3722"
     CDS             complement(4117639..4117905)
                     /gene="tatA"
                     /locus_tag="CH60_3722"
                     /note="tatAE: twin arginine-targeting translocase, TatA/E
                     family protein;
                     [U] COG1826 Sec-independent protein secretion pathway
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="twin arginine-targeting translocase, TatA/E
                     family protein"
                     /protein_id="AJK13215.1"
                     /translation="MGSIGWAQLLIIAVIVVLLFGTNKLRTLGSDLGASIKGFKKAMG
                     DDSQTPPTNVDKTSNDADFAKSITEKQQPVAKAEESKSHEKEQG"
     gene            complement(4118085..4119716)
                     /gene="ubiB"
                     /locus_tag="CH60_3723"
     CDS             complement(4118085..4119716)
                     /gene="ubiB"
                     /locus_tag="CH60_3723"
                     /note="ubiB: 2-polyprenylphenol 6-hydroxylase;
                     [R] COG0661 Predicted unusual protein kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-polyprenylphenol 6-hydroxylase"
                     /protein_id="AJK12913.1"
                     /translation="MTPGELRRLYLIIRVFLSYGLDELIPNIRLTLPLRVGRHLFFWL
                     SNRHKDKSLGERLRLALQELGPVWIKFGQMMSTRRDLFPPNIADQLALLQDRVASFDG
                     ALARKHIEIAMGGALETWFDDFDSQALASASIAQVHTARLKENGKEVVLKVIRPDILP
                     IIKADVRLMYRLAGWVPKLLPDGRRLRPREVVREYEKTLLDELNLLREAANAIQLRRN
                     FEDSPMLYIPEVYSDYCRESVLVMERIYGIPVSDIAALEDQGTNMKLLAERGVQVFFT
                     QVFRDSFFHADMHPGNIFVSYEHPHDPLYIGIDCGIVGSLNKADKRYLAENFIAFFNR
                     DYRRVAELHVDSGWVPRDTNVEDFEFAIRTVCEPIFEKPLAEISFGHVLLNLFNTARR
                     FNMEVQPQLVLLQKTLLYVEGLGRQLYPQLDLWTTAKPFLESWLRDQVGLPAVIRALK
                     EKAPFWAEKFPELPELVYDSLQQHKLLQQSVEKLTIQIQGQQQRQGQSRYLFGVGATL
                     LVSGTILFLADATEVSTGFIVAGALAWFIGWRRTC"
     gene            complement(4119716..4120366)
                     /locus_tag="CH60_3724"
     CDS             complement(4119716..4120366)
                     /locus_tag="CH60_3724"
                     /note="[S] COG3165 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="SCP-2 sterol transfer family protein"
                     /protein_id="AJK10825.1"
                     /translation="MSLRTLMLKPFLLKPRLLTPLITAALETVLNGVLFNDKSLKAAR
                     SRLVGKVLRIELREINFPLLFVFSERQVDVLSQWDDAADCLVKTDVAVLARLRDRQQL
                     SPLMRTGELVVEGDIQVVQQLVALLDLAEWDLAEWLAPYVGDVAAESLGQAIHKSSGF
                     LSRQLRQQQHYLAEAITEEWRMAPNLLEVMWFHEEVDATARATEALSSRLATMETK"
     gene            complement(4120380..4121135)
                     /gene="ubiE"
                     /locus_tag="CH60_3725"
     CDS             complement(4120380..4121135)
                     /gene="ubiE"
                     /locus_tag="CH60_3725"
                     /note="[H] COG2226 Methylase involved in
                     ubiquinone/menaquinone biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiquinone/menaquinone biosynthesis
                     methyltransferase ubiE"
                     /protein_id="AJK10990.1"
                     /translation="MVDQEKETTHFGFRTVAKEQKEGMVAEVFHSVAAKYDLMNDLMS
                     FGVHRIWKRFTVDCSGVRRGQRVLDLAGGTGDLTAKFSRLVGEQGEVILADINESMLR
                     MGREKLRDKGIVGNVSYVQANAEALPFPDNYFDCITISFGLRNVTEKEKALRSMFRVL
                     KPGGRLLVLEFSKPLLEPLSKAYDAYSFHILPKIGELVAQDAESYRYLAESIRMHPDQ
                     ETLKGMMADAGFENVTYSNLTGGIVALHRGFKF"
     gene            complement(4121227..4122732)
                     /locus_tag="CH60_3726"
     CDS             complement(4121227..4122732)
                     /locus_tag="CH60_3726"
                     /note="[S] COG1322 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="rmuC family protein"
                     /protein_id="AJK12959.1"
                     /translation="MDISLFYGLGGCLVGGLIGWLIASLSQQRTKAQQDIERRLLEQA
                     LQQAQQSIATLQMTQQRNEQQLRQSELEQRNLHSQLAANSEKLQQLAHWRNECEQLNQ
                     ELRAQREINSAQEAELREVTIRLEETRLATEEKQRLLLNSEQRLTTQFENLANRIFEQ
                     TGRRADEQNKQSLDRLLLPLREQLDGFRRQVQDSFGQEARERHTLTHEIRNLQQLNAQ
                     MAREALNLTKALKGDNKTQGNWGEVVLAKVLEASGLREGHEYQTQVSVKIDQTSRMQP
                     DVIVRLPQGKDVVIDAKMSLVAYERYFNSEDDAEREVALNEHLSSLRGHIRMLGRKDY
                     QQLPGLRSLDYVLMFIPVEPAFLVAIDRQPELINEALQHNIMLVSPTTLLVALRTITN
                     LWRYEHQSQNAQRIAERAARLYDKVRLFVDDMASLGQSLDKAQLSYHQAMNKLSQGRG
                     NLVGQVESFRTLGVEVKRPISPLLAEKACAEHQPEGDLALSDDAESGAFPE"
     gene            complement(4122940..4123470)
                     /locus_tag="CH60_3727"
     CDS             complement(4122940..4123470)
                     /locus_tag="CH60_3727"
                     /note="conserved hypothetical protein;
                     [S] COG0586 Uncharacterized membrane-associated protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13853.1"
                     /translation="MTFNDAITTTIDFVRVHEAWAIPIVFILAFGESLAFLSLLLPAT
                     VILLGLGALIGESGIPFWPIWAAAAAGAFFGDWVSYWVGIHYKDRVATLWPLSRNPQL
                     LVRGHAFFERWGFFGAFFGRFFGPLRAIVPLVAGICAMPQRYFQLANITSALIWAFGI
                     LAPGAFGIQWLSNWIG"
     gene            complement(4123742..4125553)
                     /locus_tag="CH60_3728"
     CDS             complement(4123742..4125553)
                     /locus_tag="CH60_3728"
                     /note="[T] COG1966 Carbon starvation protein, predicted
                     membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="carbon starvation CstA family protein"
                     /protein_id="AJK11230.1"
                     /translation="MQHAITFVIASACILTICYRLYGIFFVRKVLRVDDSEVTPSHTF
                     EDGKDYVPTKKWVNFGSHFAAIAAAGPLVGPVLAAQYGYLPGFLWLLIGCVIGGAVHD
                     TVVLFASMKHQGKSLSEVAKSELGPVAGWCTGLAMLFIITITMAGLSMVVVHALERNP
                     WGTFAVFMTIPIAICVGLWERMTGSMKGASYVGIAAIMVCVFVGPYIEGTWLGEWLML
                     KADTVSIILPMYAFFATALPVWMLLTPRGYLSSFMKIGVFGALIVGVVFINPEIQFPA
                     VTQFIHGGGPVLAGPVWPFISITIACGAISGFHAFIGSGTTPKQIDKWSDILPVGFGA
                     MLAECMVGVMALIAATSLHPADYFAINSSAEAWSALGMEVVNLPKLSEEIGLDLYGRT
                     GGAVTLAVGMTDIFIRVPWFNSLAAYFFQFVVMFEAVFILTAVDSGTRVARYLLQDFL
                     GDIWAPLKRTDWLPGTLVCSVIACALWGYLLNSGDINSVWALFGVSNQLMASVGLIIG
                     ATIILRLATKRVYMLTCVIPLAYLFVTVNYAGYWMITHVYFNSAAKGYNLFNGIISII
                     MMTLGVIILISALRKWRELWIRRSAEMAGNKVVTANA"
     gene            complement(4125917..4126741)
                     /locus_tag="CH60_3729"
     CDS             complement(4125917..4126741)
                     /locus_tag="CH60_3729"
                     /note="[T] COG2365 Protein tyrosine/serine phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine phosphatase family protein"
                     /protein_id="AJK12607.1"
                     /translation="MTTFSHPSLIPLDGGINFRDLGGNLAADGRRIKPGLLFRSGSLD
                     RLSTNDCDFLSHSNVTQIIDYRDADEVQAKPDVLWPGAHYHNIPANPLSSEVNANLEK
                     LTNETLATFDVRAFMFELYHRLPFNSLAYQQLVNLLQNCASTDPVASSVVHSGDVVHR
                     GIVQHCAVGKDRTGVGAALVLFALGADESTVLEDYLLTETTLKPFREHMLAELALKLN
                     DQALAQFTFVLSAREEFIQTTLRSIHERYGSRERWLKHEFGLGSIEREKLQSYFLE"
     gene            complement(4126868..4127629)
                     /gene="udp"
                     /locus_tag="CH60_3730"
     CDS             complement(4126868..4127629)
                     /gene="udp"
                     /locus_tag="CH60_3730"
                     /EC_number="2.4.2.3"
                     /note="uridine-psphlse: uridine phosphorylase;
                     [F] COG2820 Uridine phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="uridine phosphorylase"
                     /protein_id="AJK11934.1"
                     /translation="MAKSDVFHLGLTKNDLQGATLAIVPGDPQRVEKIAKLMDNPVHL
                     ASHREFTSWRAELDGKAVIVCSTGIGGPSTSIAVEELAQLGVRTFLRIGTTGAIQPHI
                     NVGDVLVTTAAVRLDGASLHFAPMEFPAVADFSCTTALVNAAKSVGATTHIGITASSD
                     TFYPGQERYDTFSGRVVRHFKGSMEEWQSMGVMNYEMESATLLTMCASQGLRAGMVAG
                     VIVNRTQQEIPNEETMKATESHAVKIVVEAARHLL"
     gene            4128057..4128929
                     /locus_tag="CH60_3731"
     CDS             4128057..4128929
                     /locus_tag="CH60_3731"
                     /note="[Q] COG0412 Dienelactone hydrolase and related
                     enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="chlorophyllase enzyme family protein"
                     /protein_id="AJK11968.1"
                     /translation="MKTDQLVRLRQAAGGFTPAGTPLMATAHHTDQLHSLQTHGIHCG
                     ETTIPSQGDELPAYIAKPDQHTGPYPVVIVVQEIFGVHEHIQDICRRLAKQGYLAIAP
                     ELYFRQGDAKDYSNINELVNNLVKKVPDRQVLVDLDHTAHWASRHGGDTKKLAITGFC
                     WGGRIAWLYAAHNPQLKAAVAWYGKLVGEKTLFLPKYPVDVAIDLCAPVLGLYGGKDT
                     SIPAEHIETMRQALRAANADAEIIVYPEAGHAFNADYRPSYHAESAQDGWQRMLDWFT
                     QHGVSAIPIPEETQ"
     gene            complement(4128984..4131260)
                     /gene="metE"
                     /locus_tag="CH60_3732"
     CDS             complement(4128984..4131260)
                     /gene="metE"
                     /locus_tag="CH60_3732"
                     /EC_number="2.1.1.14"
                     /note="met_syn_B12ind:
                     5-methyltetrahydropteroyltriglutamate--homocysteine
                     S-methyltransferase;
                     [E] COG0620 Methionine synthase II
                     (cobalamin-independent)"
                     /codon_start=1
                     /transl_table=11
                     /product="5-methyltetrahydropteroyltriglutamate--
                     homocysteine S-methyltransferase"
                     /protein_id="AJK13993.1"
                     /translation="MTILNHTLGFPRVGLKRELKKAQESYWAGNSTQEELLNVGRELR
                     ARHWQQQQQAGVDLVPVGDFAWYDHVLTTSLLLGNVPERHQNADGSIDIDTLFRIGRG
                     RAPTGKPAAAAEMTKWFNTNYHYMVPEFQQGQQFKLGWTQLLDEVDEALALGHKIKPV
                     LLGPITYLWLGKVKGEQFDRLSLLNDILPVYQQVLAELAKRGIEWVQIDEPALVLELP
                     QEWLDAYQPAYQALQGQVKLLLTTYFDSIGHNIDTIRALPVQGLHVDVVTGHDDLAVL
                     NKNLPKEWLLSLGVINGRNVWRADLSSWFERLQPLVNSRPLWLGSSCSLLHSPIDLNE
                     ETRLDAEVKSWFAFALQKCAELALLTQALNAPNDAKLAELAAYSAPIRARRSSSRVHN
                     AQVEQRLAAITSQDIERQLPYEARAETQRKRFNLPAWPTTTIGSFPQTTEIRGLRLDF
                     KQGRLDGKNYRTGISEHIKHAIAEQERLGLDVLVHGEAERNDMVEYFGEHLDGFVFTQ
                     NGWVQSYGSRCVKPPVIIGDISRPEAITVEWAKYAQSLTEKPVKGMLTGPVTILCWSF
                     PREDVSRETIAKQIALALRDEVEDLEKAGIGIIQIDEPALREGLPLRRADWQAYLQWA
                     VDAFKLNAAVAQNDTQIHTHMCYCEFNDIMDSIAALDADVITIETSRSDMELLESFED
                     FAYPNEIGPGVYDIHSPNVPSVEWIEALLRKAAQRIPAERLWVNPDCGLKTRGWPETR
                     QALANMVLAAQRLREEQV"
     gene            4131366..4132319
                     /locus_tag="CH60_3734"
     CDS             4131366..4132319
                     /locus_tag="CH60_3734"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12184.1"
                     /translation="MIELKHLRTLQALRNTGSLAAAATQLHQTQSALSHQFSDLEQRL
                     GFRLFVRKSQPLRFTTQGEILLQLAEQVLPQIKQALQTCNEPHQTALRIAIECHSCIQ
                     WLTPALDNFHKHWPQVTMDFKSGVTFDPQPALQQGELDLVLTSDILPRSGLHYSPMFD
                     FEVRLVLAPDHPLANKDRIEPEDLAPEVLMIYPVQRQRLDVWRHFLQPAGVSPSSKNV
                     DNTLLLIQMVSARMGIAALPHWVVESFERQGLVVTKTLGEGLWSRLYAAVRDGEQRQP
                     VTEAFIRSARQHACDHLPFVKDAVRSNAGVPTAKPLSPQLQ"
     gene            complement(4132207..4133106)
                     /gene="yedA"
                     /locus_tag="CH60_3733"
     CDS             complement(4132207..4133106)
                     /gene="yedA"
                     /locus_tag="CH60_3733"
                     /note="2A78: carboxylate/amino acid/amine transporter
                     family protein;
                     [GER] COG0697 Permeases of the drug/metabolite transporter
                     (DMT) superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxylate/amino acid/amine transporter family
                     protein"
                     /protein_id="AJK13707.1"
                     /translation="MLLLVITTILWAFSFSLIGEYLAGQVDSWFSVLMRVGLAALVFL
                     PFLRWRNIPWRVILLYMAVGSIQLGIMYLFSFRAYLYLTVPEFLLFTVMTPLYVTLIY
                     DLLRRQRLRWGYALSALLAVLGAAIIRYDQLSEHFWWGLALVQAANICFAIGQVGYKR
                     LMEVHPIPQHVAFSWFYLGAFVVAVVAWFAFGNPQRLPTTGLQWGILVWLGVGASALG
                     YFMWNYGATQVDAGTLGIMNNVHVPAGLLVNLAIWQEKPHWPSFIIGAAVIMASLWVH
                     RRWIAPHPLQTANDRKRADEQNE"
     gene            complement(4133459..4134415)
                     /locus_tag="CH60_3735"
     CDS             complement(4133459..4134415)
                     /locus_tag="CH60_3735"
                     /note="[R] COG0679 Predicted permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane transport family protein"
                     /protein_id="AJK11451.1"
                     /translation="MPAFVVSLWHQIVLSSPLFVLLALGYALVRFGKWPSTITDGLTR
                     FVFSLALPAMLFRMMCDFSERPAVDARLLIAFFGSCLVVFIIGRVIAKRVFHLDGVSG
                     SVFALGGIFSNNVMLGLPIATIMLGEKSIPAVALVLVFNGLILWTLVTISVEWARNGS
                     PTMAGFVKTTRSVLTNPLIIGIISGTLFSLTGLHLPVFIDQPVSMLGQVAPPLSLIVL
                     GMGLAEYRVTEGWQISTAICFLKLIVQPMVIWALAWAMDLPALETQVVVLLGSMATGV
                     NVYLMSRQFNVLTGPAAASLVMSTVLAAVTTPLILTIIGVGI"
     gene            complement(4134516..4135265)
                     /locus_tag="CH60_3736"
     CDS             complement(4134516..4135265)
                     /locus_tag="CH60_3736"
                     /note="[C] COG0584 Glycerophosphoryl diester
                     phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AJK11045.1"
                     /translation="MNRDWPYPPIVAHRGGGSLAPENTLAAIDVGARYGHKMIEFDAK
                     LSQDGQIFLLHDDTLERTSNGWGVAGELTWEKLIQLDAGDWFSKAFRGERLPLLSEVA
                     ARCAQHGMAANIEIKPTTGTDAPTGRAIALAARALWQGQPIPPLLSSFSVDALAAAQL
                     AVPELPRGLLLDKWDDNWAALTTQLDCVSLHINHKQLTAERVALLKAAGLRILVYTVN
                     QPERARELLNWGVDCICTDRIDLLGSDFTGC"
     gene            complement(4135262..4136335)
                     /gene="ugpC"
                     /locus_tag="CH60_3737"
     CDS             complement(4135262..4136335)
                     /gene="ugpC"
                     /locus_tag="CH60_3737"
                     /EC_number="3.6.3.20"
                     /note="[G] COG3839 ABC-type sugar transport systems,
                     ATPase components"
                     /codon_start=1
                     /transl_table=11
                     /product="sn-glycerol-3-phosphate import ATP-binding
                     protein UgpC"
                     /protein_id="AJK10573.1"
                     /translation="MACLKLQAVTKSYDGVTPVIKQIDLDVADGEFIVMVGPSGCGKS
                     TLLRMVAGLERTTTGDIYIGDQRVTDLEPKDRGIAMVFQNYVLYPHMNVFDNMAYGLK
                     IRGFGKEQIRQRVDEAARILELQPLLKRKPRELSGGQRQRVAMGRAIVREPAVFLFDE
                     PLSNLDAKLRVQMRLELQQLHRRLKTTSLYVTHDQVEAMTLAQRVIVMNKGVAEQIGT
                     PSEVYKRPASLFVASFIGSPAMNLLDGTVSPDGRTFILSDGLTLPLEIPQPQWGGRRL
                     TLGIRPEHIQQTTSAQGVPMNLLTLELLGADNLAHGLWGGQSIIARLSHEEMPVAGST
                     LHLYLPPAALHFFDTDSGLRIEP"
     gene            complement(4136342..4137187)
                     /locus_tag="CH60_3738"
     CDS             complement(4136342..4137187)
                     /locus_tag="CH60_3738"
                     /note="[G] COG0395 ABC-type sugar transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK13454.1"
                     /translation="MIENRRGLDIFCHIMLIIGVLLILFPLYVAFVAASLDDSQVFQA
                     PMTLIPGPHLWQNISHIWHAGVGNNSTPFGLMLLNSFVMAFAITVGKITVSILSAYAI
                     VYFRFPLRNLFFWLIFLTLMLPVEVRIFPTIEVIANLNLLDSYTGLTLPLMASATATF
                     LFRQFFMTLPDELLEAARIDGAGAMRFFWDIVLPLSKTNLAALFVITFIYGWNQYLWP
                     ILITSDASMGTAVAGIRSMISTSGAPTQWNQVMAAMILTLIPPVVVVLLMQRWFVRGL
                     VDSEK"
     gene            complement(4137184..4138071)
                     /locus_tag="CH60_3739"
     CDS             complement(4137184..4138071)
                     /locus_tag="CH60_3739"
                     /note="[G] COG1175 ABC-type sugar transport systems,
                     permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AJK14044.1"
                     /translation="MSPSRPGFSCSWLPYLLVLPQLAITAIFFLWPAGEALWYSVQTL
                     DPFGLSSEFVGLSNFIQLFQDEYYLASFYTTLIFSALVAGIGLIVSLFLAAMVNYVLR
                     GSRLYQTLLILPYAVAPAVAAVLWIFLFDPGLGLITHALAKLGYSWNHAQNSGQAMFL
                     VVLASVWKQISYNFLFFLAALQSIPKSLVEAAAIDGAGPVRRFFNLVLPLISPVSFFL
                     LVVNLVYAFFDTFPVIDAATGGGPVQATTTLIYKIYREGFAGLDLSSSAAQSVILMLL
                     VIGLTVIQFRFVERKVRYQ"
     gene            complement(4138369..4139688)
                     /locus_tag="CH60_3740"
     CDS             complement(4138369..4139688)
                     /locus_tag="CH60_3740"
                     /note="[G] COG1653 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK12173.1"
                     /translation="MFNNSIHKVSICIALTLTFSANAMAVTEIPFWHSMEGELGKEVD
                     SIADRFNQSQPDYKIVPVYKGNYEQSLAAGIAAFRSGKAPAILQVYEVGTATMMASKA
                     IKPVYQVFKDANIDFDESVFVPTVAGYYTDSKTGRLLSQPFNSSTPVLYYNKEAFKKA
                     GLDPEQPPKTWQELAADTAKLRAAGSSCGYASGWQGWIQIENFSAWHGQPIASRNNGF
                     DGTDAVLEFNKPLQVKHIQLLSDMNKKGDFTYFGRKDESTSKFYNGDCAITTASSGSL
                     ASIRHYAKFNFGVGMMPYDADAKNAPQNAIIGGASLWVMDGKDKETYKGVAEFLQYLV
                     KPEIAAEWHQKTGYLPITTAAYELTKQQGFYEQNPGADVATRQMLNKPPLPYTKGLRL
                     GNMPQIRTVVDEELEAVWTAKKTPQAALDNSVKRGDVLLRRFEQANK"
     gene            4140243..4140734
                     /locus_tag="CH60_3741"
     CDS             4140243..4140734
                     /locus_tag="CH60_3741"
                     /codon_start=1
                     /transl_table=11
                     /product="CS1 type fimbrial major subunit"
                     /protein_id="AJK12086.1"
                     /translation="MMKKTVIAIITMATLTSTAAYANTIEKDIRVEAEIISLMDVKRA
                     DDSNINKIKLTYDTVTNDGTYSHSEAIKVKARKQLGDKLKVSLAAPVILSEPNNNKEF
                     THVEVLLDGKKLLETADTRDLIAFHGSELNAELKVSAKEPNNAVGGEKYSGVIQLRLE
                     PSA"
     gene            4141001..4143337
                     /locus_tag="CH60_3742"
     CDS             4141001..4143337
                     /locus_tag="CH60_3742"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11024.1"
                     /translation="MAYYSKINHSLLFTLALFTLKLAHAEAVKIEYLVPMGFSAAEEN
                     NSLQLLGVLDSKTLPSPITFSEEEQQLQFNQQNYRHNNISEESIILLGEILSQIPYLQ
                     CKTGCDYTLSGHRVALDKVNNTLTITNNNNNRYLMPTTTWGLVSNQSLDLRMTAAHYR
                     AMSVRGQSYIGLPWQSYGFASWFYNAIQSQNTLQSQNTMPSQSTYQPVNRPQYQRLTQ
                     KGIGSWYLQKNFSALYLRTGRQNNLDNNAGSVHTLINPALDQFVTLGSQSYLAIDKPS
                     TGSIVLYAAQDGDYEIYRDNQLIRRIPAQLGRNEIDYSQLPGGYYNVEIRLVDRLGRI
                     VSQENQTISNIGNQTNNGWFLTMGKGPAKGKKTPRLVQFGRSRVIESVQTNITLLKDD
                     AHHWAVEANVSRPLSLNKVNITPTGGLMSGEKRSGGYVRLNGGNNTLGYFSLARYQSP
                     YVSRYAPDSGSTSGSYTRRIGPTQLSYQFNQYRNNRQHRIQSGWDWQLPQFNLALSLG
                     LQNGGQWNSHNNYGVFLNTTLSFGQSNASINTAYTQQQLNTSASYQKEFIDNYGASTL
                     GVSGSASGKLNSVGGFAKRSGSRGDISGRVGIDNQITNGGISYNGMLALSSQGVALGR
                     SSYSGAALLIKAPALGGTPYSFHVEDSPITGGGTYAIPVPRYQDRFFVRTHTDRSDMD
                     MNIQLPVNIVRAHPGQVFSGEADITLNLLYSGFLKNAQGLPVSGVIEETGDTAYPNGL
                     FSINAQNRLQAITVHGPSGRYRCDMHSQPTHIYLCHAD"
     gene            4143355..4144041
                     /locus_tag="CH60_3743"
     CDS             4143355..4144041
                     /locus_tag="CH60_3743"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10559.1"
                     /translation="MKYLYSILSIALLLAPGSATHGQLLATPTRIAVEAQELKRTVQV
                     YNSGDTPLYLDITLQRVDNPGVNPERKTPISEISQPEMIFNPNRITLGPRQKRDITLI
                     PLKSPVQETLYRLYINPVLNIKAVGDGEDKSKVHAPMTISIGYGVLIHHLPPAAAQTR
                     HWQHQCSTTGELTLTATGTVHSKFKQLESGGNAALADSLNLYPGTALTLPVKQLNGEV
                     DGEKFSLRCH"
     gene            4144013..4144660
                     /locus_tag="CH60_3744"
     CDS             4144013..4144660
                     /locus_tag="CH60_3744"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10735.1"
                     /translation="MKNLVFAAISLLPLSAAGVIDIQPQVVELQQVNTVVTVINHGMT
                     AEYITVQLYRLNNPGVASELESLTPVGYQQQPLLFATPLKLTLGPRQSGKIFLHALGA
                     PEQEQVYRLAVVPSNHLKISGNNTAVVGVQISYMGLIRHLPASIQHQWTHRCIAGKPE
                     LHNTGNTRLYWHQLQAQGQMIDDFTLYPGRYRQLAFNELQGKVEDQAVNLQCPSG"
     gene            4144722..4145240
                     /locus_tag="CH60_3745"
     CDS             4144722..4145240
                     /locus_tag="CH60_3745"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK12436.1"
                     /translation="MNTIKMAITLLLLSWHTCWAATPLGDIDVKLEVTAQPRIEIEKP
                     HGGWYDNIKLHNSPENHAVYEVEVPVAVKLRRQEGYQISIKNPLILTRQSDAFSAIEQ
                     TFSPAEVRWGNNRTNLRLLSAVPESFSVPPQATRHTTTDYVLQISAKAPAGDNTAGKY
                     HGQLTLVFEVNS"
     gene            4145290..4146396
                     /locus_tag="CH60_3746"
     CDS             4145290..4146396
                     /locus_tag="CH60_3746"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported protein"
                     /protein_id="AJK11444.1"
                     /translation="MNIKNKPLLIGLLLLFLHPTTAAATKWVGNYFYPLANKYSNCNV
                     TLLEDNSVAVSFDVTLVADLFETDRGPHLQRWKKIIGTQQDVLLVQNNALLFLYFYHA
                     DGSADFSIRPGDIQNMSLNGIPVQEIDYNLQEARFVSTHAFSNQSYHVSFNITANALK
                     HIRMGATIGGVLHSEGVSYSVRSPQGVAFNQSGNQCEFFDPTTEIAPSHALYIEPKFR
                     LGSAIWQLKSLDLDHLLDSTADNHGLHAPLVNGPANRFCIHYPAIGTQNRRYMISASN
                     LNGLAESSRYFQLKDNQGEHIINYKVTLKNHEDSEADFSLPKEKKFIQLKSDTSSGGE
                     AQMCWSPRIRVYSTDTTDKGHYTDTLNFTITPLA"
     gene            complement(4146511..4146969)
                     /locus_tag="CH60_3747"
     CDS             complement(4146511..4146969)
                     /locus_tag="CH60_3747"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12457.1"
                     /translation="MDGISNKMDLQGLSAVRSFAFLTADLMLNITNKNGDNHEYKVTS
                     SHVNNDKLQGPKGILKATKNHAELKNETIASGEKKTISFDKLHVREIPDREQASYIDN
                     LSLNRNIYLDTSADRECRIPTQVLSPDQNVDSGTKKPFWISKYLCITTLY"
     gene            complement(4147200..4147901)
                     /gene="livF"
                     /locus_tag="CH60_3748"
     CDS             complement(4147200..4147901)
                     /gene="livF"
                     /locus_tag="CH60_3748"
                     /note="[E] COG0410 ABC-type branched-chain amino acid
                     transport systems, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity branched-chain amino acid
                     transport ATP-binding protein LivF"
                     /protein_id="AJK13632.1"
                     /translation="MLSFNQVSAHYGKIQALHQVSLHIQQGEIVTLIGANGAGKTTLL
                     GTLCGEPRATEGNIVFGEQDITHWQTARIMREAIAIVPEGRRVFSRMTVEENLAMGGF
                     FADRQQYQQRIERVYDLFPRLFERRIQRAGTMSGGEQQMLAIGRALMSQPKLLLLDEP
                     SLGLAPIIILQIFDTIQQLREEGMTIFLVEQNANQALKLADRGYVLENGRIVLEDTGA
                     ALLANEAVRSAYLGG"
     gene            complement(4147946..4148713)
                     /locus_tag="CH60_3749"
     CDS             complement(4147946..4148713)
                     /locus_tag="CH60_3749"
                     /note="[E] COG0411 ABC-type branched-chain amino acid
                     transport systems, ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK12222.1"
                     /translation="MNGQPLLTVEGLSMRFGGLLAVNNVGLTLNQGEIVSLIGPNGAG
                     KTTIFNCLTGFYRPTGGTIKLRERHLEGLPGQMIARMGVIRTFQHVRLFREMTVIENL
                     LVAQHQHLKSGIFAGLLKTPGFRRAEADALARAATWLERVGLLALANRQAGNLAYGQQ
                     RRLEIARSMVTRPELLMLDEPAAGLNPKETDELNQLIMELRDQHQVSVLLIEHDMKLV
                     MGISDRIYVVNQGTPLAQGLPAEIRNNPDVIRAYLGE"
     gene            complement(4148710..4149996)
                     /locus_tag="CH60_3750"
     CDS             complement(4148710..4149996)
                     /locus_tag="CH60_3750"
                     /note="[E] COG4177 ABC-type branched-chain amino acid
                     transport system, permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK11481.1"
                     /translation="MKQLNFVNAIISSFVLLVLASFVMGLQLQLDGTRLVVQGASEVR
                     WLWIGAGCLVVFCFQLVRPLIQQGIKKVSGPAWVLPSFDGTTPRQKLLAAVVIIAAVA
                     WPFLVSRGSVDIATLTLIYVMLGLGLNVVVGLSGLLVLGYGGFYAIGAYTYALLNHYY
                     GLGFWESLPLAGITAALSGFLLGFPVLRLRGDYLAIVTLGFGEIVRILLLNNTEITGG
                     PNGISQIPKPTLFGLEFSRTAKDGGWDTFHNFFGLTYDPSHRIIFLYLVALLLVILTL
                     FVINRLLRMPLGRAWEALREDEIACRSLGLSPTKIKLTAFTISAAFAGFAGTLFAARQ
                     GFVSPESFTFVESAFVLAIVVLGGMGSQFAVILAAVLLVVSRELMRDLNAYSMLLLGA
                     LMVLMMIWRPQGLLPMKRPQLKLKVADVKAKQGEQA"
     gene            complement(4149993..4150919)
                     /locus_tag="CH60_3751"
     CDS             complement(4149993..4150919)
                     /locus_tag="CH60_3751"
                     /note="[E] COG0559 Branched-chain amino acid ABC-type
                     transport system, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK12555.1"
                     /translation="MSEQFLYFLQQMFNGITLGSTYALIAIGYTMVYGIIGMINFAHG
                     EVYMISSYVSFIVIAALMMVGIDASWLLIGCAFLVSIVIASTYGWSIERVAYKPVRRS
                     KRLIALISAIGMSIFLQNYVSLTQGSRDLALPSLVTGQWTLGESNGFAATISTMQLTI
                     WIVTFLAMLALTLFIRYSRMGRACRACAEDLKMASLLGINTDRVISLTFVIGALMAAV
                     AGVLLGQFYGVINPYIGFMAGMKAFTAAVLGGIGSIPGAMIGGLVLGVAEALTSAYLS
                     TEYKDAVSFALLIVVLLVMPTGILGRPEVEKV"
     gene            complement(4151100..4152215)
                     /locus_tag="CH60_3752"
     CDS             complement(4151100..4152215)
                     /locus_tag="CH60_3752"
                     /note="[E] COG0683 ABC-type branched-chain amino acid
                     transport systems, periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="receptor ligand binding region family protein"
                     /protein_id="AJK11194.1"
                     /translation="MKLTKGKVLLAGCMAMAMSHSVLAQDIKVAIVGAMSGPVAQYGD
                     MQFTGARQAIADINASGGIKGDKLVGVEYDDACDPKQAVAVANKVINDGIRYVIGHLC
                     SSSTQPASDIYEDEGVIMITPAATNADLTTRGYKMIMRTTGLDSDQGPTAAKYIVETI
                     KPKRIAVVHDKQQYGEGLARSVRDSLKEQGAEVVLFEGVTAGDKDFSTLVARLKKENV
                     DFVYFGGYYPEMGQILRQAKQAGLTARFMGPEGVGNSSLSNIAGEASEGMLVTLPKRY
                     DQVPANQPIVDALKAKKLDPTGPFVWTTYAALQSLTTAMERTGSKEPADLANDLKTGK
                     PVETVMGPLSWDDKGDLKGFEFGIFEWHADGSSTAVK"
     gene            4152637..4153029
                     /locus_tag="CH60_3753"
     CDS             4152637..4153029
                     /locus_tag="CH60_3753"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AJK13341.1"
                     /translation="MKLTIERLITLTHQDVIDLAKIWPNQQPAAWQQWITEGRPLFAA
                     RFNERLLGAVKVAVYDQQAELQDLCVREVTRRRGVGLYLIEETLRQLPEIKHWYLNGG
                     DLTAAERPQMNSFMLACGFSHEAQGWRR"
     gene            complement(4153275..4153733)
                     /locus_tag="CH60_3754"
     CDS             complement(4153275..4153733)
                     /locus_tag="CH60_3754"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK13096.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4153947..4154804)
                     /gene="rpoH"
                     /locus_tag="CH60_3755"
     CDS             complement(4153947..4154804)
                     /gene="rpoH"
                     /locus_tag="CH60_3755"
                     /note="rpoH_proteo: alternative sigma factor RpoH;
                     [K] COG0568 DNA-directed RNA polymerase, sigma subunit
                     (sigma70/sigma32)"
                     /codon_start=1
                     /transl_table=11
                     /product="alternative sigma factor RpoH"
                     /protein_id="AJK13792.1"
                     /translation="MTKEMQTLALVPQGSLEAYIRAANAYPMLTAEEERELAERLHYQ
                     GDLGAAKQLILSHLRFVAHVARNYSGYGLPQADLIQEGNIGLMKAVRRFNPEVGVRLV
                     SFAVHWIKAEIHEYVLRNWRIVKVATTKAQRKLFFNLRKTKQRLGWFNQDEVELVAKE
                     LGVTSKDVREMESRMSAQDMTFDPSPDDEARDGQFMAPVLYLQDKTSDFADGIEEDNW
                     DSHAADKLSYALEGLDERSQHIIRARWLDDENKSTLQELADQYGVSAERVRQLEKNAM
                     KKLRMAIEA"
     gene            complement(4155115..4156068)
                     /gene="ftsX"
                     /locus_tag="CH60_3756"
     CDS             complement(4155115..4156068)
                     /gene="ftsX"
                     /locus_tag="CH60_3756"
                     /note="ftsX: putative protein insertion permease FtsX;
                     [D] COG2177 Cell division protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protein insertion permease FtsX"
                     /protein_id="AJK10758.1"
                     /translation="MANNARKAKTKALKGGWREQWRYSWVNAIADMMRQPMATLLTVM
                     VISISLTLPSVCYIVWKNVSQAAEQWYPTPQLTVYLDKALDDNAAENVVVTLKAEAGV
                     EKVNYLSREEAMGEFRNWSGFGGALDMLEENPLPAVAIITPKLNFQSAETLNTLRDRI
                     SQVEGVAEVRMDDSWFARLAALTGLVGQVAAMVGVLMVVAVFLVIGNSVRLSIFSRRD
                     TINVMKLLGATDGFILRPFLNGGAMLGFGGAVLSLILSEALVWQLGSVVKQVATVFGT
                     QFTLHGLSWDESLLLVLISAMIGWIAAWLATVQHLRRFTPQ"
     gene            complement(4156058..4156726)
                     /gene="ftsE"
                     /locus_tag="CH60_3757"
     CDS             complement(4156058..4156726)
                     /gene="ftsE"
                     /locus_tag="CH60_3757"
                     /note="ftsE: cell division ATP-binding protein FtsE;
                     [D] COG2884 Predicted ATPase involved in cell division"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division ATP-binding protein FtsE"
                     /protein_id="AJK11722.1"
                     /translation="MIRFEQVSKAYLGGRQALQGVDFHLRPAEMAFLTGHSGAGKSTL
                     LKLICGIERPSAGHIWFGGHDISRLKNREVPFLRRQIGMIFQDHHLLLDRTVYDNVAM
                     PLIIAGASSEDIRRRVSAALDKVGLLDKAKNFPIQLSGGEQQRVGIARAVVNKPAVLL
                     ADEPTGNLDDALSEGILRLFEEFNRVGVTVLMATHDTSLIARRRYPILTLSQGRMSGA
                     HHGE"
     gene            complement(4156732..4158357)
                     /gene="ftsY"
                     /locus_tag="CH60_3758"
     CDS             complement(4156732..4158357)
                     /gene="ftsY"
                     /locus_tag="CH60_3758"
                     /note="ftsY: signal recognition particle-docking protein
                     FtsY;
                     [U] COG0552 Signal recognition particle GTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="signal recognition particle-docking protein
                     FtsY"
                     /protein_id="AJK12053.1"
                     /translation="MAKEKKRGFFSWLGLGRQSEEPAAEPLATEKEGVTEQEDVIEQT
                     GVIEPTDVIEQTVEHVISEKTTEAPAENAFIEVELREQVAAVIPTEPNNAIMSEGVPD
                     TLPERAVAESVVAELVETGDNAAIVHDEIIEPITQVTEAGGELSLVKPGIEGDTTEQG
                     GPTDNLPKRSLTEDNLIIDVPTPQAVVEESRVDAVEQPTETSEVEEVEEVEEVEEVEE
                     VEEKIIPVAAQEQERPTKEGFFARLKRSLIKTKQNLGSGFMGLFSGKKIDDDLFEELE
                     EQLLIADVGVETTRKIITSLTEHTSRKQLKDADALYGKLKEEMSEILSKVDKPLDVSG
                     KSPYVILMVGVNGVGKTTTIGKLARQFQAEGKSVMLAAGDTFRAAAVEQLQVWGERNK
                     IAVVAQHTGADSASVIFDAIQAAKARGIDVLLADTAGRLQNKAHLMEELKKIVRVMKK
                     LDGDAPHEVMLTLDASTGQNAVSQAKLFNEAVGLTGITLTKLDGTAKGGVIFAIADQF
                     EIPIRYIGVGEGIEDLRPFKADEFIEALFARED"
     gene            4158639..4159301
                     /gene="rsmD"
                     /locus_tag="CH60_3759"
     CDS             4158639..4159301
                     /gene="rsmD"
                     /locus_tag="CH60_3759"
                     /EC_number="2.1.1.171"
                     /note="[L] COG0742 N6-adenine-specific methylase"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA (guanine(966)-N(2))-methyltransferase
                     RsmD"
                     /protein_id="AJK13712.1"
                     /translation="MAKQPIAKRSIVKKASPQSAGQIRIIGGKWRGRKLPVPDSPGLR
                     PTTDRVRETLFNWLAPMIQGARCLDCFAGSGALGLEALSRYASETTLLEADRQVAKQL
                     SDNLTLLKAENGQVVNTNSLQWLAQPGQPFNLVFLDPPFRKGLLAETINLLEQFNWLA
                     ADAWIYVEAEAESAVADVPANWLLHREKIAGQVAYRLFIRQQTDLPACASVAEQEQHH
                     VD"
     gene            4159291..4159563
                     /locus_tag="CH60_3760"
     CDS             4159291..4159563
                     /locus_tag="CH60_3760"
                     /note="conserved hypothetical protein;
                     [S] COG3776 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14384.1"
                     /translation="MWINLGRLLMLGVWFFILLNLFQPYPKPLRYFIHVAMIFMVLMH
                     GLQLVLLKSTQPKDQPISGLQQFKIFVFGVFELLAWQKKQPQLPKK"
     gene            complement(4159750..4160169)
                     /locus_tag="CH60_3761"
     CDS             complement(4159750..4160169)
                     /locus_tag="CH60_3761"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12729.1"
                     /translation="MSKLPLLFIAVVVLIVVLATRQYWQKKQQDAENDRAPVRSVQVE
                     VVDKREVLAPNRRSRQREEIVAEEKRYEVYFRPLSSGIEIKNSLGLSGGNEIKSGSEI
                     KMVLPQQEYNRIEQGAQGILRLQGTRYIGFIPDAPHP"
     gene            complement(4160381..4160701)
                     /locus_tag="CH60_3762"
     CDS             complement(4160381..4160701)
                     /locus_tag="CH60_3762"
                     /note="conserved hypothetical protein;
                     [S] COG4517 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10728.1"
                     /translation="MANEQLLYRIQFINNGKNYQLYVREIGSSSLFGFIEIADFVFDS
                     QSTLLVDPSTEKLKTEFSGVNRSYIPLHAVIRIDSVTEKGSARISELGNNVMNFPYLP
                     GNKP"
     gene            4160991..4161617
                     /locus_tag="CH60_3763"
     CDS             4160991..4161617
                     /locus_tag="CH60_3763"
                     /note="[S] COG3714 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="yhhN-like family protein"
                     /protein_id="AJK13624.1"
                     /translation="MSWPFLAVFFSGWLFVDATYRGPRWQRWVFKPVTLLLLLLLAWQ
                     APALGPAGYLIVLGLLATLLADALLLLPSERLLYALGAFFLSHLLYTISFASQMTLTL
                     FWPLPLVLIVVGALLLAALWTQLQDMRWPVVAFIGMTLLMVWMAGEQYFARSTDLGFS
                     LLAGSVLLLLSHAVWLLNRYRFSFRASDAIAAGCYFIGHFLIVRSLYL"
     gene            4162031..4164397
                     /gene="cadA"
                     /locus_tag="CH60_3764"
     CDS             4162031..4164397
                     /gene="cadA"
                     /locus_tag="CH60_3764"
                     /EC_number="3.6.3.3"
                     /note="ATPase-IB2_Cd: cadmium-translocating P-type ATPase;
                     [P] COG2217 Cation transport ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="cadmium-translocating P-type ATPase"
                     /protein_id="AJK11845.1"
                     /translation="MHSHSEHQKSVETNSNCGCGHTHDKHQTGCSNLATAANSDAISH
                     DSVSEHSHHDGESCSHTHADEADEESDRLDTTIVSGTQRFSWQVKGMDCPSCARKIEN
                     AISGLDGVEKVKVLFTTEKLVVDARADVRSLVQKAVIATGFSLVNTQTTAGQKNVATE
                     SRLREYLPLALLSTLMLISWGLSFFNTELSQTAFTITTIVGLIPFVIKSWKLIRSGTP
                     FAIETLMSVAAIGAVFIGATAEAAMVLLLFMVGELLESYAVNRARRGVTALMALVPEE
                     ALLLKDGKRTLVPVADLRPGDIIEIPPGGRLPADAELQASFASFDESALTGESIPVER
                     QQGEKVAAGCLSVDRAVEMCVVSEPGNNAIDRILQLIELAEERRAPIERFIDRFSRIY
                     TPIIILFSILVILVPPLVFAAPWEPWIYRGLTLLLIGCPCALVISTPAAITSALAAAT
                     RRGALIKGGAALEQLGRSQIIAFDKTGTLTEGKPKVTDVLPISGISETRLLTLAAAVE
                     AGSHHPLAIAIIQCTQQNQRAQQNQRAQQNTPMLPLAEERRALAGVGIEGVVDGLMVR
                     VSAPSKLSPALLTDEWQAQIDQLESSGKTAVVVLEDEKFIGLLALRDTLRTDAKQAID
                     ALKKLGIQGVMLTGDNPRAAAAIAGELGIDYRAGLLPADKVQAVMALNALQPTVMVGD
                     GINDAPAMKASSIGVAMGSGTDVALETADTALTHNRLTGLAEIILLSRAANANIRQNI
                     TIALGLKAIFLVTTLLGLTGLWLAVLADSGATALVTANALRLLRKRDV"
     gene            complement(4164497..4164751)
                     /locus_tag="CH60_3765"
     CDS             complement(4164497..4164751)
                     /locus_tag="CH60_3765"
                     /note="[O] COG0425 Predicted redox protein, regulator of
                     disulfide bond formation"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfurtransferase TusA family protein"
                     /protein_id="AJK10781.1"
                     /translation="MTDIFANPDKTLDALGLRCPEPVMMVRKTVRHMEEGQTLLIIAD
                     DPATTRDIPGFCRFMDHQLLAQDTEQTPYRYLVRKGITAG"
     gene            4165035..4165703
                     /locus_tag="CH60_3766"
     CDS             4165035..4165703
                     /locus_tag="CH60_3766"
                     /note="conserved hypothetical integral membrane family
                     protein;
                     [S] COG1738 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13355.1"
                     /translation="MFSFTVQQRMTALVWLSLFHIVIITSSNYLVQLPIAIFGFHTTW
                     GAFTFPFIFLATDLTVRIFGAPLARRIILSVMVPALLISYLISALFYQGSWQGFPALT
                     SFNLVVARIAVASFMAYVLGQILDVQVFNRLRQRNAWWVAPTAAMFFGNISDTMAFFF
                     IAFYRSSDPFMAAHWVEIALVDYSFKLLICMLFFLPAYGVMLNVLLKYFARQTGQPVL
                     ATER"
     gene            4165917..4166360
                     /locus_tag="CH60_3767"
     CDS             4165917..4166360
                     /locus_tag="CH60_3767"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AJK13032.1"
                     /translation="MGQTVSLLDGKVTFNLPADLSDQSGKMGNQANNMHVYANNTGDK
                     AVIVILGEGTNEKLEVLTNRLAEQQRARDANLQVVTNKTININGQPFQQLDSIITSSG
                     QKAYSSIVMGTVGNQLMTLQITLPAENQQQAQTEAESIISTLKLK"
     gene            complement(4166522..4167688)
                     /gene="glpC"
                     /locus_tag="CH60_3768"
     CDS             complement(4166522..4167688)
                     /gene="glpC"
                     /locus_tag="CH60_3768"
                     /EC_number="1.1.5.3"
                     /note="glycerol3P_GlpC: glycerol-3-phosphate
                     dehydrogenase, anaerobic, C subunit;
                     [C] COG0247 Fe-S oxidoreductase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate dehydrogenase, anaerobic, C
                     subunit"
                     /protein_id="AJK10719.1"
                     /translation="MAKVNPLYPGPKQAGPDGERLRLKDPALYDDALKYCTNCKRCEV
                     ACPSDVKIGDIIQRAKASHSTNKPKLRDAILSHTDIMGTLSTPFAPVINAVTGLKPVR
                     VLLDKALKIDHRRELPKYSFGTFRRWYRKQAEKQQQYTEQVAFFHGCFVNYNHPQLGK
                     DLVSVFNAMNIGVQLLKREKCCGVPLIVNGFIEQAKKQARVNLESLTDTVIGRDIPVV
                     ATSSSCTFTLRDEYPHLLDVDTTPVRDKVELATRYLYRLLDQGRELPLKPLFSLNPLL
                     ASQEAPLRIAYHTPCHMEKMGWTAYTLALLQRIPGVELVVLDSQCCGIAGTYGFKSEN
                     YATSQGIGASLFQQIEDSGVDLVITDCETCKWQIEMSTSKKCEHPITLLARALA"
     gene            complement(4167814..4169088)
                     /gene="glpB"
                     /locus_tag="CH60_3769"
     CDS             complement(4167814..4169088)
                     /gene="glpB"
                     /locus_tag="CH60_3769"
                     /EC_number="1.1.5.3"
                     /note="glycerol3P_GlpB: glycerol-3-phosphate
                     dehydrogenase, anaerobic, B subunit;
                     [E] COG3075 Anaerobic glycerol-3-phosphate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate dehydrogenase, anaerobic, B
                     subunit"
                     /protein_id="AJK11493.1"
                     /translation="MKFDVIIIGGGLAGLACGIRLAEQGKYCAIVSSGQNALHFSSGS
                     LDLLAKLPDGQAVSQPLSALSALAELAPEHPYSKMRNITQLDELVQEAEALLRRCGLD
                     IVGSSAENHLRLTPLGSCRPTWLSLADIPVAPLNGPLPWQRVAVIGIEGFLDFQPQMV
                     ASALQDQGIDATADYLHLPALDRLRDNPSEFRAVNIARILDLPENRQPLADELSRLSS
                     TAEMILLPACIGLDKSAPLDALRAVVGKPIQLLPTLPPSLLGMRLHQALRHRFQQLGG
                     LVMPGDAVLRAELVDNRITGLYSRNHGDIPLRAAQMVLASGSFFSNGLVATFDKIYEP
                     ILDLDILSLPHRADWSHSNLFAPQPYLQFGVNTDNHLRPLRGGVALENLHAIGAVLGG
                     YDPLQQGCGAGVSLTSAVFVAEQIISEMAVTL"
     gene            complement(4169078..4170733)
                     /gene="glpA"
                     /locus_tag="CH60_3770"
     CDS             complement(4169078..4170733)
                     /gene="glpA"
                     /locus_tag="CH60_3770"
                     /EC_number="1.1.5.3"
                     /note="glycerol3P_GlpA: glycerol-3-phosphate
                     dehydrogenase, anaerobic, A subunit;
                     [C] COG0578 Glycerol-3-phosphate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate dehydrogenase, anaerobic, A
                     subunit"
                     /protein_id="AJK11393.1"
                     /translation="MTNSSPYLETDVIIIGGGATGAGIARDCARRGLACTLLERHDIA
                     TGATGRNHGLLHSGARYAVTDGESARECIEENRILKRIARHCIEQTDGLFITLPEDSL
                     AYQLQFIARCRDAGIEAEAIDPAQALRLEPAVNPALIAAVRVPDGTVDPFRLTAANML
                     DAREHGANILTYHEVIGLLRQGSRINGVCVFDHKNQRKYDIHAQIVVNAAGIWGQHIA
                     EYADLRIRMFPAKGALLILGHRINNMVINRCRKPADADILVPGDTISLIGTTSTHINY
                     DQIDNMVVTAQEVDTLIREGAKLSPQLAQTRILRAYAGVRPLVASDDDPSGRNVSRGI
                     VLLDHASRDGVEGFITITGGKLMTYRLMAEWATDKVCEKLGISAACTTAQVPLPGSRQ
                     SAEQTLSKVISLPASIRGSAVYRHGDRATQLLVGNRLDNSLVCECEAVTAGEVRYAVE
                     SLSVNNLLDLRRRTRVGMGTCQGELCACRAAGLLSRFKVTTPQQSREQLTQFLNERWK
                     GVRPIAWGDALRESEFTQWVYQGLCGLDEIPATVNAREKHDEI"
     gene            4171358..4172473
                     /locus_tag="CH60_3771"
     CDS             4171358..4172473
                     /locus_tag="CH60_3771"
                     /note="[C] COG0584 Glycerophosphoryl diester
                     phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AJK13037.1"
                     /translation="MQTHVKTLLASLILAASMAAPAYAAKPASADKSASAIDKVVIAH
                     RGASGYLPEHSLPAKAMAYAQGADYLEQDLVMTKDNELVVLHDHYLDRVTDVAERFPD
                     RARKDGRYYAIDFTLPEIKSLKFTEGFDIDKNGKKVQSYPNRFPMGKSDFRVHTFQEE
                     IEFIQGLNHSTGKNTGIYPEIKAPWFHHQEGKDISTKVLEVLKEYGYTNKDDKVYLQS
                     FDVNELKRIKNELEPKMGMDLKLIQLIAYTDWNETYEQLPDGKWVNYNYDWMFKPGAM
                     KEVAHYADGIGPDYHMLVVKTSTAKDIKLTDLVKEAHASNMMVHPFTIRADRLPKYAT
                     DINQLFDIIYNQAQVDGVFTDFPDQGIQFLQKQQQHK"
     gene            complement(4172547..4173746)
                     /locus_tag="CH60_3772"
     CDS             complement(4172547..4173746)
                     /locus_tag="CH60_3772"
                     /codon_start=1
                     /transl_table=11
                     /product="viral enhancin family protein"
                     /protein_id="AJK13112.1"
                     /translation="MSDINVTSPHFIPMKSPITARLDNSDLIDERPQKINFLGNKLNS
                     IADVNIDSKNKKITINIAEKKFSSDYIPEEYIYIAVWDAKGKMVFQKKLSDAEIKEEK
                     IELPFEVGYQLEMYHPIPSRLVSSPDLYSIIDSNSPFTLLVMTPLGVTNPKMESYPTD
                     IIEADFIHPNSVSVGVNADVIEPASTAEPTTSTPIAPDIPSASTDPIVSTSTRTGIDS
                     TTKLMVSFQFKLLGVCDYDIATVTIDEESKLAGIKIVTDTPHCHFGDELYASIKVTDK
                     QGHITFEEKLYGTNANISNTIIPFEKGYKLDIFHAEPSRLRVSSGDSDTLIPESKQNS
                     FIMTSIGIENTRQGSAEAIISDQFDTEKLVQDMSSFGDSSIAPVDNVYGYMGEKNHYQ
                     NVVSHVE"
     gene            complement(4174023..4174832)
                     /locus_tag="CH60_3773"
     CDS             complement(4174023..4174832)
                     /locus_tag="CH60_3773"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein;
                     [R] COG0561 Predicted hydrolases of the HAD superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AJK10779.1"
                     /translation="MYHVVASDLDGTLLSPNHTLTPYTKETLKLLTQRDVHFVFATGR
                     HHIDVAQIRDNLEISAFMITSNGARVHNTEGELIFSHNLDADIARDLYNLEHHNPDIL
                     TNVYLGDEWFMNRECPEQEEFFRESVFNYQVFEPALLPTDGVCKVYFTCEDHDKLLIL
                     EEAINARWGDRVNVSFSFPTCLEVMGGGVSKGHALEQVAKIIGYSLKDCIAFGDGMND
                     VEMLSMSGKGCIMRDAHQRLKDVLPNLEVIGSNADDAVPHYLRKMFLGKEE"
     gene            complement(4174867..4175862)
                     /locus_tag="CH60_3774"
     CDS             complement(4174867..4175862)
                     /locus_tag="CH60_3774"
                     /note="[I] COG2267 Lysophospholipase"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl oligopeptidase family protein"
                     /protein_id="AJK14314.1"
                     /translation="MNNWLTREEQFAAFINGPLLDFWQQRDEQTFMGVDNIPIRYVRF
                     RAPHHTQVVVVVPGRIESYVKYPEVAYDLFQQGYDVIVLDHRGQGRSGRMLDDHNRGH
                     VIKFDDYIEDFAQLVQIEITGSHYQQRFALAHSMGGAILTRFLAREPDVFNAVALCAP
                     MFGIHLPLPGWLARRIVNWAEGHQKLRDYYAIGTGHWRPLPYLVNMLTHSRERYRRYL
                     RQYSDTPEIRVGGPTYHWLRESLLVGEQIIAEAEKITTPVLLLQASEDRVVHNPAHDA
                     FSQAMTLAGHPCEGGRPQVIQGARHEILFERDTLRAEALSAILRFFAQHQSSVGH"
     gene            4176076..4176696
                     /gene="rhtB"
                     /locus_tag="CH60_3775"
     CDS             4176076..4176696
                     /gene="rhtB"
                     /locus_tag="CH60_3775"
                     /note="[E] COG1280 Putative threonine efflux protein"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine/homoserine lactone efflux protein"
                     /protein_id="AJK11906.1"
                     /translation="MTLDWWLTYLLTTLILSLSPGSGAINTMSTAISHGTRGVVASIG
                     GLQLGLAVHIVLVGVGLGALVSQSLLAFEILKWLGAAYLIWLGIQQWRAAGSLDLHAL
                     ANSMPRRKLFKRAVFVNLTNPKSIVFLAALFPQFVLPQQPQVAQYLILGSTSVIVDII
                     VMIGYATLATRIARWIKSPQQMKLLNRIFGGLFMLIGALLATARKV"
     gene            complement(4176747..4177367)
                     /locus_tag="CH60_3776"
     CDS             complement(4176747..4177367)
                     /locus_tag="CH60_3776"
                     /note="2A76: homoserine/Threonine efflux family protein;
                     [E] COG1280 Putative threonine efflux protein"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine/Threonine efflux family protein"
                     /protein_id="AJK11983.1"
                     /translation="MLMLFLTVAFIHLVALISPGPDFFFVSQTAASRSRGEAMMGVLG
                     ISLGIVIWAGVALMGLNLILQKMAWLHQIIMVGGGMYLCWMGWQLLKSARAKHDVAEE
                     EVQVVLPARGRTFIRGLLTNLSNPKAVIYFGSVFSWFVGDDVGAGARWGLFILIVGET
                     FLWFTVVACVFALPTMRRGYQRLSKWIDGLAGVLFAGFGIQLILSR"
     gene            complement(4177474..4179306)
                     /gene="recQ"
                     /locus_tag="CH60_3777"
     CDS             complement(4177474..4179306)
                     /gene="recQ"
                     /locus_tag="CH60_3777"
                     /EC_number="3.6.4.12"
                     /note="recQ: ATP-dependent DNA helicase RecQ;
                     [L] COG0514 Superfamily II DNA helicase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase RecQ"
                     /protein_id="AJK10871.1"
                     /translation="MSTAAVINRELLAVQVLRDTFGYQQFRPGQQEIINATLSGQDCL
                     VVMPTGGGKSLCYQIPALVTDGLTLVVSPLISLMKDQVDQLLAYGVGAGCLNSSQTRE
                     QQLAVMDGCRSGQIKLLYIAPERLVMESFLDQLYQWRPALLAVDEAHCISQWGHDFRP
                     EYRALGQLKQRFPDLPVIALTATADEATRGDIVRLLNLDQPLIQISSFDRPNIRYTLV
                     EKFKPLDQLWRFVQDQRGKSGIIYCNSRAKVEDTTARLQSRGLSVAAYHAGLDNERRA
                     QVQEAFQRDDLQVVVATVAFGMGINKPNVRFVVHFDIPRTIESYYQETGRAGRDGLPA
                     EAVLLYDPADMAWLRRCLEEKPAGAQQDIERHKLNAMGAFAEAQTCRRLVLLNYFGEG
                     KQQPCGNCDICLDPPKRYDGLADAQKALSCVYRVGQRFGLGYIVEVLRGANNQRIREM
                     GHDKLSVYGIGREQTHEHWVSVLRQLIHLGLLSQNIAQFSALQLTEAARPVLRAELPL
                     QLAVPRIQSLKVRSSANQKSYGGNYDRKLFAKLRKLRKSIADEGNIPPYVVFNDATLL
                     EMAEQMPITASELLSVNGVGQRKLERFGAPFMALIRDHVDNNDD"
     gene            complement(4179384..4180262)
                     /gene="pldA"
                     /locus_tag="CH60_3778"
     CDS             complement(4179384..4180262)
                     /gene="pldA"
                     /locus_tag="CH60_3778"
                     /EC_number="3.1.1.4"
                     /note="[M] COG2829 Outer membrane phospholipase A"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase A1"
                     /protein_id="AJK11395.1"
                     /translation="MARFWQILIALLLVPTLAQAEEATIEKIHDAPAVRGSIIAAMLQ
                     DHDNPFLLYPYETNYLLYTYTNEINKQAISSYDWAEQANKDEVKFQLSLAFPIWRGIA
                     GDNSLLGASYTQRSWWQASNSEESSPFRETNYEPQLFLAWSTDYELAGWTFREVEFGF
                     NHQSNGKADPTSRSWNRVYTRVMAQRGNLEIDLKPWYRIPESDSKDDNPDITKYMGYY
                     RLKVGYALGDSVFSLDGRYNWNTGYGGAEMGWSYPITKHVRFYTQVFSGYGESMIDYN
                     FRQTRVGVGIMLNDVL"
     gene            4180484..4180954
                     /locus_tag="CH60_3779"
     CDS             4180484..4180954
                     /locus_tag="CH60_3779"
                     /note="conserved hypothetical protein;
                     [Q] COG2050 Uncharacterized protein, possibly involved in
                     aromatic compounds catabolism"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12581.1"
                     /translation="MSVTPLTLEDARRMIGETFVYHMPFNRELGLKLVRFEQDYAEIT
                     FDNDDKLVGNIAQKILHGGVIAAVLDVAAGLVCVGNSLIRHEPLIQEQLQIKLAKMGT
                     IDLRVDYLRPGRGEHFIARSSILRSGNKVAVARVELHNEKQIHIASATATYLVG"
     gene            4181041..4181931
                     /locus_tag="CH60_3780"
     CDS             4181041..4181931
                     /locus_tag="CH60_3780"
                     /note="[R] COG2962 Predicted permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK14196.1"
                     /translation="MDKQQTRQGIFFALAAYFIWGLAPAYFKLIQQVPADEILTHRVI
                     WSFFFMLILLTVSRHWPQVRDACKNRKRLLLLAVTAVLIASNWLLFIWAVNHNHMLEA
                     SLGYFINPLVNVLFGMLFLGERFRRMQWVAVALAFAGVLIQLWQFGSLPVIGLGLAIT
                     FALYGLLRKKLGVDAQTGMLIETMWLLPVAAVYLFFIADSPTSHLSANAWSLNLLLAA
                     AGVITTIPLLFFTAAATRLRLSTLGFFQYLGPTLMFILAVTFYGETIGNDKMVTFIFI
                     WAALLLFTLDALYTQRKLRR"
     gene            complement(4182029..4182979)
                     /gene="corA"
                     /locus_tag="CH60_3781"
     CDS             complement(4182029..4182979)
                     /gene="corA"
                     /locus_tag="CH60_3781"
                     /note="corA: magnesium and cobalt transport protein CorA;
                     [P] COG0598 Mg2+ and Co2+ transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="magnesium and cobalt transport protein CorA"
                     /protein_id="AJK11103.1"
                     /translation="MLSAFKLHNNRLSRLELDESDDLASSLWVDLVEPEEGERERVQT
                     ELGQSLATRPELDDIEASARFFEDEDGLHIHSFFYYEDADDHAGNSTVAFTIRDGRLY
                     TLRERELPAFRLYRMRARNQTLVDGNAYELLLDLFETKIEQLADEIENIYSDLEALSR
                     VIMEGQQGDEYDAALSTLAEQEDIGWKVRLCLMDTQRALNFLVRKARLPSSQLEQARE
                     VLRDIESLLPHNESLFQKVNFLMQAAMGFINIEQNRIIKIFSVVSVVFLPPTLVASSY
                     GMNFEFMPELRWSFGYPGAIALMIIAGLAPYLYFKRKNWL"
     gene            complement(4183628..4184458)
                     /locus_tag="CH60_3782"
     CDS             complement(4183628..4184458)
                     /locus_tag="CH60_3782"
                     /note="[R] COG5564 Predicted TIM-barrel enzyme, possibly a
                     dioxygenase"
                     /codon_start=1
                     /transl_table=11
                     /product="nitronate monooxygenase family protein"
                     /protein_id="AJK12105.1"
                     /translation="MPKFQRQAILAKFREMIARREPIIGGGAGTGLSAKCEEAGGIDL
                     IVIYNSGRYRMAGRGSLAGLLAYGNANDIVVDMAKEVLPVVKNTPVLAGVNGTDPFCQ
                     FDHFLDHLKALGFSGVQNFPTVGLIDGNFRANLEETGMGYGLEVEMIRLAHQKDLLTT
                     PYVFSAEDAIAMTQAGADIIVPHMGLTTGGNIGADTALKLADCVPLINDWAAAAKSVR
                     EEVIVLCHGGPISTPEDAQYIMDHCPQCDGFYGASSMERLPTEIALTDTTQKFKNITR
                     "
     gene            complement(4184484..4185701)
                     /locus_tag="CH60_3783"
     CDS             complement(4184484..4185701)
                     /locus_tag="CH60_3783"
                     /note="conserved hypothetical protein;
                     [S] COG5441 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11484.1"
                     /translation="MPRHIYIATTTDTKGQELAYVSELIQATGLTTVTVDLSTKESQR
                     DSGADICAETVAGYHPDGRQAVFCGDRGQAINAMAIAFERFMVSRVDVAALLGMGGSG
                     GTALITPAMQRLPIGIPKLMVSTMASGDVSGYIGASDIAMMYSVTDIAGLNRISRRVL
                     SNAAHQVAGAVYFAQEASPVDDKPALGLTMFGVTTPCIQAVSAELSDEYDCLVFHATG
                     SGGKAMEKLAESGLLAGVLDLTTTEVCDLLFDGVLACGPERFDAIAHTHIPYVGSCGA
                     LDMVNFGSPATIPAKYADRLFYKHNAQVTLMRTTEQENIEMARWIGEKLNRCQGEVRF
                     LIPEGGFSALDAPGQPFWDEKALTAFIRTLEETVIQTDKRRVVHYPFNINDPLFAQAA
                     IENFKEIVNRPSH"
     gene            4186129..4186815
                     /locus_tag="CH60_3784"
     CDS             4186129..4186815
                     /locus_tag="CH60_3784"
                     /note="[K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AJK13604.1"
                     /translation="MNTQNKQEGFSPSLTTIRARTRRLLIDTAMSMYERGAFPSITEV
                     ASAAQLSRATAYRYFPTQSALVSAMVDESLGPILAWQPTQPDARQRIAELLSFAYPRM
                     LQHEGVLRAALHLSLQQWADARNSDSNNNSNDSNNSSNEEKLIRGNRKRLLKLAVEPL
                     EETLAPEALQRVIHAFSLIYGSEVFMVLKDIWHLDEAGIQDVTQWMGKAILLQAETDS
                     QLAAQDKTHS"
     gene            complement(4186929..4189091)
                     /gene="uvrD"
                     /locus_tag="CH60_3785"
     CDS             complement(4186929..4189091)
                     /gene="uvrD"
                     /locus_tag="CH60_3785"
                     /EC_number="3.6.4.12"
                     /note="uvrD: DNA helicase II;
                     [L] COG0210 Superfamily I DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA helicase II"
                     /protein_id="AJK13392.1"
                     /translation="MDVSDLLDSLNEKQRDAVAAPRGNLLVLAGAGSGKTRVLVHRIA
                     WLLSVENASPYSIISVTFTNKAAAEMRHRIEHLIGTSQGGMWIGTFHGLAHRLLRAHH
                     LDANLPQDFQILDSDDQLRLLKRLVKALNLDEKQWPPRQAMWYINGKKDEGLRPQHIE
                     SYGNPVEATWLRIYQAYQEACDRAGLVDFAELLLRAHELWLNKPHILNHYRERFTNIL
                     VDEFQDTNNIQYAWIRLLAGERSNVMIVGDDDQSIYGWRGAQVENIQRFLKDFPGAET
                     IRLEQNYRSTSIILAAANALIANNDGRMGKNLWTDGAEGEPISLYCAFNELDEARFVV
                     NRIKAWQDNGGALNDCAILYRSNAQSRVLEEALLQTATPYRIYGGQRFFDRQEIKDSL
                     AYLRLISNRNDDAAFERVVNTPTRGIGDRTLDVVRQTARDRQLTLWQSTRAMLQEKVL
                     AGRAASALQRFVELIDSLARETADMPLHVQTDRVIRDSGLWSMYEQEKGEKGQARIEN
                     LEELVTATRQYSYQDEDQDLMPLQAFLSHAALEAGDGQADAYQDAVQLMTLHSAKGLE
                     FPQVFIVGMEEGMFPSQMSLDEGGRLEEERRLAYVGLTRAMQKLTLCYAESRRLYGKE
                     VNHRPSRFIGELPQECVEEVRLRASVSRPVNHRRMGTPMHENDSGFSLGQRVRHPKFG
                     EGTIVNLEGSGEHNRLQVAFPGEGIKWLVAAYARLEPV"
     gene            complement(4189193..4189909)
                     /locus_tag="CH60_3786"
     CDS             complement(4189193..4189909)
                     /locus_tag="CH60_3786"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein;
                     [R] COG1011 Predicted hydrolase (HAD superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AJK11092.1"
                     /translation="MHFYRPLERISAITFDLDDTLYDNRPVIARTEQQSVAFLQQYHP
                     NLALLQPADFQRLRAELLAQDPGIYHDVTQWRWQAIELGLMRHGLSKAEAQAGADAAM
                     ANFALWRSRIDVPQATHDTLSALAEHYPLVAITNGNADPKACGLDRYFQFVLRSGPHG
                     RAKPFRDMYHKAANHLDIPLKHILHVGDDLTTDVAGSLRCGMQACWINDRQQNLMTAR
                     DSRLLPHIEISQLASLTALL"
     gene            complement(4189909..4190820)
                     /gene="xerC"
                     /locus_tag="CH60_3787"
     CDS             complement(4189909..4190820)
                     /gene="xerC"
                     /locus_tag="CH60_3787"
                     /note="recomb_XerC: tyrosine recombinase XerC;
                     [L] COG4973 Site-specific recombinase XerC"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine recombinase XerC"
                     /protein_id="AJK11936.1"
                     /translation="MTEFSASLAPQVEAFLRYLSIERQLSPLTVTSYRRQLSALMEIG
                     EQMGLAHWQTLDAAQVRSLVSRSKRAGLHASSLALRLSALRSFLNWLVSQGVLPANPA
                     KGVSTPRSGRHLPKNIDVDEVNKLLSIDLNDPLAVRDRAMLEVMYGAGLRLSELVGMN
                     CKHVDLASGDVWVMGKGSKERKVPLGKTAVTWLQHWLALRELFEPQDDAIFLANTGKR
                     ISARNVQKRFAEWGVKQGVSSHIHPHKLRHSFATHMLESSGDLRAVQELLGHANLTTT
                     QIYTHLDFQHLATVYDAAHPRAKRGKS"
     gene            complement(4190817..4191521)
                     /locus_tag="CH60_3788"
     CDS             complement(4190817..4191521)
                     /locus_tag="CH60_3788"
                     /note="conserved hypothetical protein;
                     [S] COG3159 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11208.1"
                     /translation="MKNYEEQALAGIELDDDAVMQYLLQNPDFFIRNARLVEQMHIPH
                     PVRGSVSLVEWQLGRQRNQIGQLEEEITLLMEQAGLNEVLFSRLLQLQANLAAADSLQ
                     DMLNRLQRWARDFGLAGANIRLFSDRWQIGAPSDFTHLALSRHAFEPLRIQRLGNRHH
                     YLGSLNGPELLLLLPQAKLVGSVALSLLGADGDLGVVIFSSRDAQHYQQGMGTVMLNQ
                     LSTLLPGLLARWIEPV"
     gene            complement(4191586..4192410)
                     /gene="dapF"
                     /locus_tag="CH60_3789"
     CDS             complement(4191586..4192410)
                     /gene="dapF"
                     /locus_tag="CH60_3789"
                     /EC_number="5.1.1.7"
                     /note="dapF: diaminopimelate epimerase;
                     [E] COG0253 Diaminopimelate epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminopimelate epimerase"
                     /protein_id="AJK11286.1"
                     /translation="MQFSKMHGLGNDFMVVDAVTQNVYFSPELIRRLADRHTGVGFDQ
                     MLVVEPPYDPELDFHYRIFNADGSEVSQCGNGARCFARFVRLKGLTNKREISVSTQTG
                     RMILSVTEDEQVCVNMGEPDFEPQTVPFRAAKAEKTYILRAAEHTVLCGVVSMGNPHC
                     VMQVDDVSVANVALLGPVLENHERFPERANIGFMQVVSRDHIRLRVYERGAGETQACG
                     SGACAAVAVGVVQDLLNENVHVELPGGSLHIRWQGPGHPLYMTGPATHVYDGFIHL"
     gene            complement(4192594..4192782)
                     /locus_tag="CH60_3790"
     CDS             complement(4192594..4192782)
                     /locus_tag="CH60_3790"
                     /note="[N] COG5567 Predicted small periplasmic
                     lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="prokaryotic lipo-attachment site family protein"
                     /protein_id="AJK13470.1"
                     /translation="MKKELRWPMAAMMVLALAGCGLKGPLYFPPADKAPVDAAPQVEK
                     NQQDLSATPQTPSTAESQ"
     gene            4192934..4193254
                     /gene="cyaY"
                     /locus_tag="CH60_3791"
     CDS             4192934..4193254
                     /gene="cyaY"
                     /locus_tag="CH60_3791"
                     /note="feS_CyaY: iron donor protein CyaY;
                     [P] COG1965 Protein implicated in iron transport, frataxin
                     homolog"
                     /codon_start=1
                     /transl_table=11
                     /product="iron donor protein CyaY"
                     /protein_id="AJK10934.1"
                     /translation="MNDSEFHQLADQLMLYIEETLDSFTGDSDIDYETNGGVMTLTFE
                     NGSKIVINRQEPLHQVWLATKAGGYHFNYRDGHWYCSRSGEEFLAKLSEAASAQAGEN
                     VSFG"
     gene            complement(4193498..4196050)
                     /locus_tag="CH60_3792"
     CDS             complement(4193498..4196050)
                     /locus_tag="CH60_3792"
                     /note="[F] COG3072 Adenylate cyclase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylate cyclase, class-I family protein"
                     /protein_id="AJK12462.1"
                     /translation="MYLYIETLKQRLDAINQLRVDRALAAMGPAFQKVYSLLPILLHC
                     HHPQMPGYLDGNVPHGVCLFTPNEIQQDYLADVEARWGEPLAPSAGGELPITGVYSMG
                     STSSIGQCHTSDLDIWVCHQAWLDTEERNQLQQKCSLLEKWAASMGVEVSFFLVDENR
                     FRHNASGSLGGEDCGSTQHILLLDEFYRSAVRLAGKRILWNMVPVKEEEHYDDYVLSL
                     YAQGVLTPNEWLDLGGLSTLSAEEYFGASLWQLYKSIDSPYKAVLKTLLLEAYSWEYP
                     NSQLLAMEIKQHLHAGEIVSFGLDAYCMMLDRVTRYLIQINDTTRLNLVRRCFYLKVR
                     EKLSRTPASTGWRREVLSQLVSEWGWSNEKLAVLDNRANWKIERVREAHNELLDAMMQ
                     SYRNLIRFARRNNLSVSASPQDIGVLTRKLYAAFEALPGKVTLVNPQISPDLSEEHLT
                     FIHVPAGRANRPGWYLYNQAPSMDAIVSHQPLEYNRYLNKLVSWAYFNGLLTSKTHLH
                     IKSANLCDTVKLQELVTDISHHFPLRLAAPTPKALYSPCEIRHLAIIVNLEHDPTTTF
                     RNQVVHFDFRKLDVFSFGEQQQCLVGSIDLLYRNSWNEVRTLHFSGEQAVLEALKTIL
                     GKMHQDAAPPESVDVFCYSQHLRGLIRTRIQQLVSECIDLRLSSTRQEPGRFKAVRVS
                     GQTWGLFFERLSVSVQKLENAVEFYGAISNNKLHGLSVQVETNQIHLPPVVDGFASEG
                     IIQFFFEGTADEKGFNIYILDEANRVEVYHHCEGSKEELVRDVSRFYSSSHDRFTYGS
                     SFINFNLPQFYQIVQLDGRTQVIPFRSNTLSQLCANIAEKEASLPTKQCQLH"
     gene            4196544..4197485
                     /gene="hemC"
                     /locus_tag="CH60_3793"
     CDS             4196544..4197485
                     /gene="hemC"
                     /locus_tag="CH60_3793"
                     /EC_number="2.5.1.61"
                     /note="hemC: hydroxymethylbilane synthase;
                     [H] COG0181 Porphobilinogen deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxymethylbilane synthase"
                     /protein_id="AJK13793.1"
                     /translation="MLDKIIRIATRQSPLALWQAHYVQHLLQANHPGLQIELVPMVTR
                     GDIILDTPLAKVGGKGLFVKELELALLDGRADIAVHSMKDVPIAFPEGLGLVTICERE
                     DPRDAFVSSHYAHLDDLPAGSVVGTSSLRRQCQLRERRPDLIIRDLRGNVGTRLAKLD
                     NGDYQAIILAVAGLKRLGLENRIRYAMSAEESLPAVGQGAVGIECRLDDDHTRQLLAP
                     LNHRHTELRVCAERAMNIRLEGGCQVPIGSYAELEGDTLWLRALVGAPDGSQMIRGER
                     RGPAAEAEQMGIELADELLSRGAREILAAVYLDNPAR"
     gene            4197482..4198231
                     /locus_tag="CH60_3794"
     CDS             4197482..4198231
                     /locus_tag="CH60_3794"
                     /note="[H] COG1587 Uroporphyrinogen-III synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen-III synthase HemD family
                     protein"
                     /protein_id="AJK11601.1"
                     /translation="MTILVTRPSPAGEQLVTRLRALGRVAYHAPLIDFSPGRDLPKLP
                     ELLQDMQAGDLVFALSQNAVRYANPLLKRNKLSWPVQLSYYAIGRTTALALHTASRLH
                     VTFPPMGETSEMLLSLPLLQNLAGKKALLLRGNGGRELLGASLAERGAAVTFCECYQR
                     SPIYYDGSEQSAHWQRAGVDILVVTSGEMLQQIYTLVPDYYRSSWLLRCRLIVVSDRL
                     AALATQMGWTEVRVAENADNDALIRALQDLQ"
     gene            4198262..4199386
                     /locus_tag="CH60_3795"
     CDS             4198262..4199386
                     /locus_tag="CH60_3795"
                     /note="[H] COG2959 Uncharacterized enzyme of heme
                     biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="hemX family protein"
                     /protein_id="AJK12722.1"
                     /translation="MTEQNTPSAPVEEPTTAVERPQQPEPKGHREKRTGPILGVIAIA
                     LVIALGAGLYYHGQQQAQLQSAENIALQEQLVALKQTLLQEKQQLESLLQQQGKALES
                     AENQQASLTRQLNELQEKVATISGSDAKTWLLAQADFLVKMAGRKLWSDQDVTTAVTL
                     LKSADASLADMNDPSLIDVRRAITEDISALSAVSQVDFDGIILKLNQLSNQVDNLRLA
                     DNNIDDSPMDANSDELSSSLSEWRQNLSKSWHSFMSDFISIRRRDSSAEPLLAPNQDV
                     YLRENIRSRLLVAAQAVPRHQDEVYKQSLETISTWVRAYFDVNDPSTKAFLDELENLS
                     QQPISMDVPDQLKSQPILEKLMQTRVRNLLAQTPVDAQGE"
     gene            4199389..4200609
                     /locus_tag="CH60_3796"
     CDS             4199389..4200609
                     /locus_tag="CH60_3796"
                     /note="[H] COG3071 Uncharacterized enzyme of heme
                     biosynthesis"
                     /codon_start=1
                     /transl_table=11
                     /product="hemY family protein"
                     /protein_id="AJK10624.1"
                     /translation="MLRVLLLFLVLTVGIVLGPMLAGHQGYVLIQTDNYNVTTSVTGL
                     AIMLVLLLVAFFIVEWVLRRIFRTGARTRGWFLGRKRTRARNQMKAALIKLAEGDFLQ
                     VEKLLTRNADHAEQPMVNYLLAAEAAQQRGDEFRTNQYLERAAEVADGDQLPVNITRV
                     RIQLAQGHIHAARHGVDRLLDQAPRHPEVLRLAEQAYLRSGAYRSLLDILPAMSKTQI
                     HTPEEVAALEQQAYIGIMNQCMADEGSEGLKRWWKDQSRKVRNEIPLQVALAEHLIEC
                     DDHDVAQKIILDSLKHQYDERLALLIPRLKAGNPEPLEKSLRQQIKQHGATPLLNSTL
                     GQLMLKHGEWEKASEAFKAALAQRPDGYDYAWLADALDKLHRPEDAAQARREGLLLTL
                     RQNGESSALTKLIH"
     gene            complement(4200802..4201260)
                     /locus_tag="CH60_3797"
     CDS             complement(4200802..4201260)
                     /locus_tag="CH60_3797"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12276.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4202127..4202203)
                     /locus_tag="CH60_3798"
     tRNA            complement(4202127..4202203)
                     /locus_tag="CH60_3798"
                     /product="tRNA-Pro"
     gene            complement(4202279..4202365)
                     /locus_tag="CH60_3799"
     tRNA            complement(4202279..4202365)
                     /locus_tag="CH60_3799"
                     /product="tRNA-Leu"
     gene            complement(4202382..4202457)
                     /locus_tag="CH60_3801"
     tRNA            complement(4202382..4202457)
                     /locus_tag="CH60_3801"
                     /product="tRNA-His"
     gene            complement(4202541..4202617)
                     /locus_tag="CH60_3802"
     tRNA            complement(4202541..4202617)
                     /locus_tag="CH60_3802"
                     /product="tRNA-Arg"
     gene            complement(4202766..4204157)
                     /locus_tag="CH60_3803"
     CDS             complement(4202766..4204157)
                     /locus_tag="CH60_3803"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK11137.1"
                     /translation="MADNAEKKGLHRGLEARHIELIALGGTIGVGLFMGSASTLKWAG
                     PSVLLAYIIAGLFVFFIMRAMGEMLYLEPVAGSFAVYAHKYLSPYFGYLTAWGYWFMW
                     IAVGISEITAIGVYVQFWFPEIPQWLPAIAGVAIVALANLAAVKLYGELEFWFAMIKV
                     TTIIVMILVGLGVIFFGFGNHGQPIGFDNLTAHGGFFAGGWKGFLFALCIVVASYQGV
                     ELVGITAGEARNPQVTLRRAINNILWRILIFYVGAIFVIVTIFPWNGIGTEGSPFVLT
                     FAKIGIVAAAGIINFVILTAALSGCNSGMYSGGRMLYALAKNRQLPAGLTKLSASGVP
                     VYCIAITILCLLVGSSLNYIIPNPQQVFVYVYSASVLPGMVPWFVVLVCQLRFRQVHK
                     AALQQHPFKSILFPYVNYLTIAFLICVLVGMGINPDTRLSLLVGAIFLALVTGCYFVL
                     GMHKPKAMEAERL"
     gene            complement(4204681..4205421)
                     /locus_tag="CH60_3804"
     CDS             complement(4204681..4205421)
                     /locus_tag="CH60_3804"
                     /note="wecG_tagA_cpsF: glycosyltransferase, WecB/TagA/CpsF
                     family protein;
                     [M] COG1922 Teichoic acid biosynthesis proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase, WecB/TagA/CpsF family
                     protein"
                     /protein_id="AJK13620.1"
                     /translation="MEPNTVIPKYNVRGFEIWGFRDMAQVLDHLLGSGPVKTGTLVAM
                     NAEKLLKAEDDTALCELIKNAEYLYADGISMVRAIRRKYPQAELSRVAGADLWEALMQ
                     RAGQQGTPVFLVGGKPDVLAETEAKLRAQWNVNLVGSQDGYFTPEQREALFARIAASG
                     AAIVTVAMGSPKQEIFMRDCRKFYPDALYMGVGGTYDVFTSHVKRAPKIWQNMGLEWL
                     YRLLAQPSRIRRQLKLLKFVGYYYSGRL"
     gene            complement(4205430..4206794)
                     /locus_tag="CH60_3805"
     CDS             complement(4205430..4206794)
                     /locus_tag="CH60_3805"
                     /codon_start=1
                     /transl_table=11
                     /product="wzyE family protein"
                     /protein_id="AJK11817.1"
                     /translation="MTLGQFGGLFCIYLIAVIFILTLTYQEFRRVKFNFNVLFSMLYL
                     LTFYFGFPLTCMLVFQFGVAVVPVEYLLYAMLSATAFYGIYYVTYKTRLRQPRSQPRT
                     PIFTMNRVETNLTWVLLALVAVGTVGIFFMQNGFLLFKLDSYSKIFSSDVSGVALKRF
                     FYFFIPAMLVVYFLKQDRRAWFFFLASTVAFGILTYVIVGGTRANIIIAFSLFLFIGI
                     VRGWITLWMLAAAGVFGIVGMFWLALKRYGLDVNGAEAFYTFLYLTRDTFSPWENLGL
                     LLQNYDKIDFQGLAPIVRDFYVFIPSALWPERPDLVLNTANYFTWDVLDNHSGLAISP
                     TLIGSLVVMGGVLFIPLGAIVVGLIIKWFDWLYEQGKAESNRYKAAILQSFCFGAVFN
                     IIVLAREGLDSFVSRVVFFCVIFGACLVLAKLLYWLFDTAGLIKRQGIKSNRLSTPNA
                     GNQL"
     gene            complement(4206791..4207876)
                     /locus_tag="CH60_3806"
     CDS             complement(4206791..4207876)
                     /locus_tag="CH60_3806"
                     /codon_start=1
                     /transl_table=11
                     /product="4-alpha-L-fucosyltransferase glycosyl
                     transferase group 56 family protein"
                     /protein_id="AJK10757.1"
                     /translation="MITLTHVLGSDIPHHNLTVLRFFNDVLAKCLPVEQVRHFMVAAK
                     ETAPFSSFPQLDINTYSDKKALAEAVIARAQADRSARFFWHGQFNVTLWLALLSGKIK
                     PGQVYWHVWGADLYEDAKSLKFRLFYLLRRIAQGRVGHVFATRGDLIHYQQRHPRVPA
                     SLLYFPTRMDPALTAINIDKPLAGPMTILVGNSGDTTNRHIEALKAIHQQFGPDVRVI
                     IPMGYPANNEAYIEQVRQAGLALFSQDNLRILTEQIPFDDYLNILRECDLGYFIFNRQ
                     QGIGTLCLLTQFGVPFVLSRKNPFWQDLAEQHIPVFFYGDTLDEPMIREAQRQLAGLD
                     KQAIAFFNPNYIEGWKQALALAAGEHP"
     gene            complement(4207899..4209155)
                     /locus_tag="CH60_3807"
     CDS             complement(4207899..4209155)
                     /locus_tag="CH60_3807"
                     /note="[R] COG2244 Membrane protein involved in the export
                     of O-antigen and teichoic acid"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AJK11343.1"
                     /translation="MSLAKASIWTACSTLIKIGVGLLVVKLLAVTFGPSGVGQAGNFR
                     QLIIVLGVLSGAGIFNGITKYVAEYHQQPERLRAMLGTSSTIVLGFSTLLALVFLLAA
                     KPVSIALFGHADYQNVVRAIAFIQMGIAYGNLFLAILKGYRDAMGNALAIIGGSLIGV
                     VAYYICFQIGGYSGALVGLGLVPALVVLPAAAMLYRRRTIPLRYLKPHWDKALASHLG
                     KFTLMALITSVTLPVAYVMMRHLLANNYGWDAVGIWQGVSSISDAYLQFITASFTVYL
                     LPTLSRLKDKGAISREIFRSLKFVLPAVAAASLTVWLLRDFAIWLLFSHQFTAMRDLF
                     AWQLVGDVLKVGSYVFGYLVIAKASLRFYILAEVSQFLLLTGFAYWLIPMNGSLGAAQ
                     AYMATYIVYFALCSCAFLVYRRHSAP"
     gene            complement(4209157..4210287)
                     /gene="wecE"
                     /locus_tag="CH60_3808"
     CDS             complement(4209157..4210287)
                     /gene="wecE"
                     /locus_tag="CH60_3808"
                     /note="ECA_wecE: TDP-4-keto-6-deoxy-D-glucose transaminase
                     family protein;
                     [M] COG0399 Predicted pyridoxal phosphate-dependent enzyme
                     apparently involved in regulation of cell wall biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="TDP-4-keto-6-deoxy-D-glucose transaminase family
                     protein"
                     /protein_id="AJK11022.1"
                     /translation="MIPFNTPPIVGTELGYMQAAMSSGKLCGDGGFTRRCQQWMEKRF
                     NCPKVLLTPSCTASLEMAALLLDIKPGDEVIMPSFTFVSTANAFVLRGAKMVFVDIRP
                     DTMNIDETKIEAAITDKTRVIVPVHYAGVACEMDTIMALAKKHNLFVVEDAAQGVMST
                     YKGKALGTIGHIGCFSFHETKNYTAGGEGGATLINDPSLIDRAEIIREKGTNRSQFFR
                     GQVDKYTWRDIGSSYLMSDLQAAYLWGQLEAAEQINERRLALWHGYYNAFKPLADAGR
                     IDLPVIPGNVVQNAHMFYIKLRDIEERSAFISYLKEADIMAVFHYIPLHACPAGEAFG
                     RMAGEDRFTSKESERLVRLPIFYNLTDVNQSTVINTVLSFFV"
     gene            complement(4210289..4211026)
                     /gene="wecD"
                     /locus_tag="CH60_3809"
     CDS             complement(4210289..4211026)
                     /gene="wecD"
                     /locus_tag="CH60_3809"
                     /note="wecD_rffC: TDP-D-fucosamine acetyltransferase;
                     [KR] COG0454 Histone acetyltransferase HPA2 and related
                     acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="TDP-D-fucosamine acetyltransferase"
                     /protein_id="AJK10750.1"
                     /translation="MPVHASIEPLGWESEFFQRQSAKLIFSDSAPPLNPAELAAFTLV
                     QAKVPTHRLDLIDALSQLDFHLVEGEIDLSLVVGEKEGIGTENATSEPNMGAYSLRVA
                     TEADIPQLRRVAASAFALSRFRAPWYDAQDSGRFYALWVEKAVLGTFDHQCLLVLDPT
                     DQPVGFVTLRDLQDGSARIGLLAVFPGAQSKGIGLRLMSAAKQWCQHHGLHRLRVATQ
                     MSNIAALRLYIRSGASIESTAYWLCRG"
     gene            complement(4211004..4211885)
                     /gene="rfbA"
                     /locus_tag="CH60_3810"
     CDS             complement(4211004..4211885)
                     /gene="rfbA"
                     /locus_tag="CH60_3810"
                     /EC_number="2.7.7.24"
                     /note="rmlA: glucose-1-phosphate thymidylyltransferase;
                     [M] COG1209 dTDP-glucose pyrophosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-1-phosphate thymidylyltransferase"
                     /protein_id="AJK13645.1"
                     /translation="MKGIILAGGSGSRLHPITRGVSKQLLPIYDKPMIYYPLSVLMLA
                     GIRDVLIISTPEDLPSFQRLLGNGDEFGINLSYAAQPSPDGLAQAFIIGEAFIDNEPC
                     CLVLGDNIYFGQGFSPKLKAVAARQQGATVFGYQVMDPERFGVVEFDDNFRALSIEEK
                     PSQPKSNWAVTGLYFYDNQVVDFAKQVKPSARGELEITSINQMYLDRGELTVELLGRG
                     FAWLDTGTHDSLIEASTFVQTVEKRQGFKIACLEEIAWRNGWLDDDGVKRAATALAKT
                     GYGKYLLDLLHARPRQY"
     gene            complement(4212180..4213247)
                     /gene="rfbB"
                     /locus_tag="CH60_3811"
     CDS             complement(4212180..4213247)
                     /gene="rfbB"
                     /locus_tag="CH60_3811"
                     /EC_number="4.2.1.46"
                     /note="dTDP_gluc_dehyt: dTDP-glucose 4,6-dehydratase;
                     [M] COG1088 dTDP-D-glucose 4,6-dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="dTDP-glucose 4,6-dehydratase"
                     /protein_id="AJK11356.1"
                     /translation="MRRILVTGGAGFIGSAVVRHIIDGTSDSVVVVDKLTYAGNLESL
                     SVVAGSERYAFEQVDICDSSELDRVFAQYQPNVVMHLAAESHVDRSIDGPAAFIETNV
                     VGTYTLLEAARHYWQQLSVEAKQAFRFHHISTDEVYGDLHGTDDLFTETTPYAPSSPY
                     SASKASSDHLVRAWLRTYGLPTLVTNCSNNYGPYHFPEKLIPLVILNALAGKPLPVYG
                     NGAQVRDWLYVEDHARALYQVVTEGVVGETYNIGGHNERKNIEVVETICALLDELVPA
                     KPAGIAHYRDLITYVKDRPGHDMRYAIDAGKIERELGWRPQETFESGIRKTVLWYLNN
                     ESWWRRVQDGSYAGERLGLSD"
     gene            complement(4213244..4214506)
                     /locus_tag="CH60_3812"
     CDS             complement(4213244..4214506)
                     /locus_tag="CH60_3812"
                     /note="NDP-sugDHase: nucleotide sugar dehydrogenase family
                     protein;
                     [M] COG0677 UDP-N-acetyl-D-mannosaminuronate
                     dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotide sugar dehydrogenase family protein"
                     /protein_id="AJK11704.1"
                     /translation="MSFETISVIGLGYIGLPTAAAFASRKKKVIGVDVNAHAVETINR
                     GAIHIVEPDLDKVVKIAVEGGYLQAVTKPQAADAFLIAVPTPFKGDHEPDMIFVESAA
                     KSIAPVLKKGDLVILESTSPVGATEQMAQWLAEARPDLSFPQQAGEAADINIAYCPER
                     VLPGQVMVELIQNDRVIGGMTPKCSARASALYKIFLEGECVVTNSRTAEMCKLTENSF
                     RDVNIAFANELSLICDEQGINVWELIRLANRHPRVNILQPGPGVGGHCIAVDPWFIVS
                     QNPQLARLIHTARLVNDGKPLWVVDRVKAAVADCLAASDKRASEVKIACFGLAFKPDI
                     DDLRESPAVGVARLIAEWHVGETLVVEPNVEQLPKSLMGLVTLKDTATALQQADVLVM
                     LVDHKQFKAIKPEDIKQQWIVDTKGVWR"
     gene            complement(4214503..4215633)
                     /locus_tag="CH60_3813"
     CDS             complement(4214503..4215633)
                     /locus_tag="CH60_3813"
                     /EC_number="5.1.3.14"
                     /note="wecB: UDP-N-acetylglucosamine 2-epimerase;
                     [M] COG0381 UDP-N-acetylglucosamine 2-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine 2-epimerase"
                     /protein_id="AJK13343.1"
                     /translation="MKVLTVFGTRPEAIKMAPLVHALAQDDAFESRVCVTAQHREMLD
                     QVLRLFEIQPDYDLDIMRPGQGLTEITCRILEGLKPVLEEFKPDVILVHGDTTTTLSA
                     SLAGFYHRIPVGHVEAGLRTGDLYSPWPEEANRQLTGHLAMYHFAPTENSRQNLLREW
                     VPENRIFVTGNTVIDALFWVRDRVMNTPDLRANLAQRYAFLDTNKKMILVTGHRRESF
                     GGGFERICSALAEIARKHPEVQVVYPVHLNPNVSEPVNRILKGIDNIILIDPQDYLPF
                     VYLMNHAYLILTDSGGIQEEAPSLGKPVLVMRDTTERPEAVDSGTVLLVGTNINKIVD
                     AVTRLLTDETAYHQMTRAHNPYGDGYACQRILKALKNHQVTL"
     gene            complement(4215982..4217043)
                     /locus_tag="CH60_3814"
     CDS             complement(4215982..4217043)
                     /locus_tag="CH60_3814"
                     /note="[M] COG3765 Chain length determinant protein"
                     /codon_start=1
                     /transl_table=11
                     /product="chain length determinant family protein"
                     /protein_id="AJK11269.1"
                     /translation="MSTDKTGSTNNEPSVDNELDIRGLCRTLWRGKVWIIGMAIIFAA
                     IALGVSYLVKQQWSATAITDKPTVNNLGGYYSQQQFLRNLDIRLNSGLVSEQPGISDE
                     AYGEFITQLAAYDTRRDFWLQSDYYKQRLEGDAKADAALLDELVNNIVFTARDDKKIP
                     NDSIKLTAETASDANKLLRGYIDFASQRASSHLNDEIQGAWAARTQSMKAQVKRQEAV
                     AQAVFDREVAAVKQALKVAGQQGITRSQTDTPAEQLADSKMFMLGKPMLEARLETLLA
                     TGPSFDIDYDQNRAMLATLNVGPTLDDKFQTYRYLRTPEDPVTRDSPRRVFLLIMWGA
                     IGALVGAGVVLVRRSSKAL"
     gene            complement(4217079..4218176)
                     /gene="wecA"
                     /locus_tag="CH60_3815"
     CDS             complement(4217079..4218176)
                     /gene="wecA"
                     /locus_tag="CH60_3815"
                     /EC_number="2.7.8.33"
                     /note="ECA_wecA: undecaprenyl-phosphate
                     alpha-N-acetylglucosaminyl 1-phosphatetransferase;
                     [M] COG0472 UDP-N-acetylmuramyl pentapeptide
                     phosphotransferase/UDP-N-acetylglucosamine-1-phosphate
                     transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyl-phosphate
                     alpha-N-acetylglucosaminyl 1-phosphatetransferase"
                     /protein_id="AJK11494.1"
                     /translation="MNLLTMSTELIYIFLFSMAFLFVARKVAIKIGLVDKPNYRKRHQ
                     GLIPLVGGISVFAGVCFAFLITNQQIPHFRLYLACAGLLVFVGALDDRFDISVKIRAF
                     VQALVGIAMMAVAGLYLRSLGHAFGPWEMVLGPFGYVVTLFAVWAAINAFNMVDGIDG
                     LLGGLSCVSFGAMGILLYQSGQMSLALWCFAMIATIIPYILLNLGLLGRRYKVFMGDA
                     GSTLIGFTAIWILLQATQGNAHPINPVTALWIIAIPLMDMIAIMYRRLRKGMSPFSPD
                     RQHIHHLIMRAGFTSRQAFVLITLAAALLAMIGVIGERLTFIPEWVMLALFLLAFLLY
                     GYCIKRAWRVARFIKRFKRRMRRASKNKHES"
     gene            complement(4218711..4219970)
                     /gene="rho"
                     /locus_tag="CH60_3816"
     CDS             complement(4218711..4219970)
                     /gene="rho"
                     /locus_tag="CH60_3816"
                     /note="rho: transcription termination factor Rho;
                     [K] COG1158 Transcription termination factor"
                     /codon_start=1
                     /transl_table=11
                     /product="Transcription termination factor"
                     /protein_id="AJK11826.1"
                     /translation="MNLTELKNTPVSDLITLGENMGLENLARMRKQDIIFSILKQHAK
                     SGEDIFGDGVLEILQDGFGFLRSADSSYLAGPDDIYVSPSQIRRFNLRTGDTVAGKIR
                     PPKEGERYFALLKVNEVNYDKPENARNKILFENLTPLHANSRLRMERGNGSTEDLTAR
                     VLDLASPIGRGQRGLIVAPPKAGKTMLLQNIATSIAYNHPDCVLMVLLIDERPEEVTE
                     MQRLVKGEVIASTFDEPASRHVQVAEMVIEKAKRLVEHKKDVIILLDSITRLARAYNT
                     VVPASGKVLTGGVDANALHRPKRFFGAARNVEEGGSLTIIATALVDTGSKMDEVIYEE
                     FKGTGNMELHLSRKIAEKRVFPAIDFNRSGTRKEELLTTTDELQKMWILRRILHPMGE
                     IDAMEFLISKLATAKTNDQFFDNMRRS"
     gene            complement(4220450..4220776)
                     /gene="trxA"
                     /locus_tag="CH60_3817"
     CDS             complement(4220450..4220776)
                     /gene="trxA"
                     /locus_tag="CH60_3817"
                     /note="thioredoxin: thioredoxin;
                     [OC] COG0526 Thiol-disulfide isomerase and thioredoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin"
                     /protein_id="AJK13721.1"
                     /translation="MSDKIIHLSDDSFDTDVLKASGLVLVDFWAEWCGPCKMIAPILD
                     EIAEEYEGRLTIAKLNIDDNQGTAPKYGIRGIPTLLLFRDGEVVATKVGALSKGQLKA
                     FLDANL"
     gene            4220895..4222181
                     /locus_tag="CH60_3818"
     CDS             4220895..4222181
                     /locus_tag="CH60_3818"
                     /note="[LKJ] COG0513 Superfamily II DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD/DEAH box helicase family protein"
                     /protein_id="AJK12296.1"
                     /translation="MSKTHLTEQKFSDFALHPLVVEALENKGFQYCTPIQALALPLTL
                     SGRDVAGQAQTGTGKTLAFLASTFHYLLSHPAEEGRQTNQPRALIMAPTRELAVQIHS
                     DAESLSQVTGLKLGLAYGGDGYDKQLKVLESGVDILIGTTGRLIDYAKQNYINLGAIQ
                     VVVLDEADRMYDLGFIKDIRWLFRRMPSVDKRLNMLFSATLSYRVRELAFEQMNNAEY
                     VEVEPLQKTGHRIKEELFYPSNEEKMRLLQTLIEEEWPDRCIIFANTKHRCEEIWGHL
                     AADGHRVGLLTGDVAQKKRLRILEDFTKGDLDILVATDVAARGLHIPLVTHVFNYDLP
                     DDCEDYVHRIGRTGRAGESGHSISLACEEYALNLPAIETYTGHSIPVSKYNSDALLTD
                     LPAPKRLARTRTGNGPRRNSAPRRSGAPRNNRKRPG"
     gene            4222188..4223681
                     /locus_tag="CH60_3819"
     CDS             4222188..4223681
                     /locus_tag="CH60_3819"
                     /note="[FP] COG0248 Exopolyphosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="ppx/GppA phosphatase family protein"
                     /protein_id="AJK13424.1"
                     /translation="MLSSTSLYAAIDLGSNSFHMLVVREVAGSIQTLARIKRKVRLAA
                     GLDNQNHLSQEAMERGWQCLKLFSERLQDIPLDQIRVVATATLRLASNADEFLRTATE
                     ILGCPIQVISGEEEARLIYHGVAHTTGGPEQRLVVDIGGGSTELVTGNGAQANILVSL
                     SMGCVTWLERYFGDRHLAKENFERAELAAHEMIKPVAQRFREHGWQVCVGASGTVQAL
                     QEIMVAQGMDELITLAKLQQLKQRAIQCGKLEELEIPGLTLERALVFPSGLSILIAIF
                     QELSIESMTLAGGALREGLVYGMLHLPVEQDIRRRTLRNLQRRYLLDTEQAKRVSCLA
                     DNFFLQVEKEWHLDGRCREFLQNACLIHEIGLSVDFKHAPQHAAYLIRNLDLPGFTPA
                     QKLLLSALLQNQSDTIDLSLLNQQNALPADMAQHLCRLLRLAIIFSSRRRDDTLPAVR
                     LRADNNALYVLVPQGWLEQHPYRAEALEQESHWQSYVQWPLLLEELS"
     gene            complement(4223830..4225851)
                     /gene="rep"
                     /locus_tag="CH60_3820"
     CDS             complement(4223830..4225851)
                     /gene="rep"
                     /locus_tag="CH60_3820"
                     /EC_number="3.6.4.12"
                     /note="rep: ATP-dependent DNA helicase Rep;
                     [L] COG0210 Superfamily I DNA and RNA helicases"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase Rep"
                     /protein_id="AJK12190.1"
                     /translation="MRLNPSQQEAVEFVTGPCLVLAGAGSGKTRVITNKIAHLIRQCG
                     YQPKHIAAVTFTNKAAREMKERVAQTLGRKEARGLMIATFHTLGLEIIKKEYVALGMK
                     SNFSLFDAQDQMGLLKDLTHKWLEDDKTLLQQLVSAISNWKNDLLDPAAAAATARSER
                     DKLFVHCYGLYDAHLKACNVLDFDDLISLPTLLLQKNLEVRERWQNRLRYLLVDEYQD
                     TNTSQYQMVKLLVGNRARFTVVGDDDQSIYSWRGARPQNLVLLNEDFPALRVIKLEQN
                     YRSSGRILKAANILIANNPHVFEKKLFSELSYGDELKVITANNEDHEAERVVGELIAH
                     HFVKKTQYSDYAILYRGNHQSRLFEKLLMQNRIPYRISGGDSFFSRPEIKDLLAYLRV
                     LTNQDDDSAFLRIVNTPKREIGAATVQKLGEWANLRNKSLFRASFDLGLGEHLKGRGL
                     ESLQRFTHWMDGIIRLVEREPVAAVRDLIHGIDYESWLFETAPSPKAAEMRMKNVNLL
                     FSWMTEMLEGSELDEPMTLTQVVTRFTLRDMMERGESDEELDQVQLMTLHASKGLEFP
                     YVFLVGMEEGLLPHQSSIDEDNVDEERRLAYVGITRAQRELFFTLCKERRQYGELIRP
                     EPSRFLMELPQDDLNWENERKAVSPEERMQKGQSHLANLRAQLANAKKP"
     gene            4226055..4226336
                     /locus_tag="CH60_3821"
     CDS             4226055..4226336
                     /locus_tag="CH60_3821"
                     /note="[O] COG0760 Parvulin-like peptidyl-prolyl
                     isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="PPIC-type PPIASE domain protein"
                     /protein_id="AJK10928.1"
                     /translation="MANKASALHILVDDEKQANDILAQLNNGANFQELAKKFSNCPSK
                     RNGGDLGEFNKGDMVPAFDKAVFSCELLQPYGPVKTQFGYHIIKVLYRS"
     gene            4226575..4227366
                     /locus_tag="CH60_3822"
     CDS             4226575..4227366
                     /locus_tag="CH60_3822"
                     /note="[O] COG3823 Glutamine cyclotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine cyclotransferase family protein"
                     /protein_id="AJK14362.1"
                     /translation="MEILNIPRRCFTFLLIIITYSFPLSFADSKPLKYTFEVIRKIPH
                     DETSFTQGLVIDDGKLYETTGLYKNSKIRELDLTNGKVIRSVNLPDNIFGEGITKLGD
                     SFYVLTWKEKKAFVINPNDLKIIKTFNYEGEGWGLTTDGINLIMGDGSDTLYFRNPAD
                     FSIIKKISVTFDGRRIEKINELEWIDGMIYANVWYSDAILVIEPENGRVVKWIELSGL
                     QFMLDSVNRNTNTLNGIAYDKSKNKIYLTGKNWSNIFEVKFLTSK"
     gene            4228158..4228688
                     /locus_tag="CH60_3823"
     CDS             4228158..4228688
                     /locus_tag="CH60_3823"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial protein"
                     /protein_id="AJK13177.1"
                     /translation="MKKITLAIALFSASTTVAMSASNNTITFQGEVTAQTCSVTVNGL
                     EANPVVLLPTVSSSDLDASGQTKGKTTFTLGVSGCTSGSDDLDIKTVFIGSLVTATGN
                     LQNTGTAGNVELQLLKDATTTTGIDLNSGLAQDGIVLLAGDTSAEHDFAVQYYATGQS
                     TPGSVIASVQYAVSYL"
     gene            4228752..4229483
                     /locus_tag="CH60_3824"
     CDS             4228752..4229483
                     /locus_tag="CH60_3824"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11548.1"
                     /translation="MLSIYARHYHYLFVTLLVAMSLSFANASVVMTGSRIIYPAAASE
                     HSIQLTNNDNFPNAVQVWLDSGDEKSTPETGKAPFIVTPPFFRIEANSGQTLRLKYTG
                     SGLPTDRESVFYLNFLQIPPVNKVEKDNKMLVLLRNRIKVFYRPESIIGRVDQVSTAL
                     TFSLRKQGTNLVLTGKNPTGFYATIASGEIVSGSIKLKVKSNMIAPMSQVEWVIPNAS
                     VSSSATINFLIMNDFGGQDAGSYRI"
     gene            4229511..4232138
                     /locus_tag="CH60_3825"
     CDS             4229511..4232138
                     /locus_tag="CH60_3825"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13058.1"
                     /translation="MVQARVILKKNFSGRRKALTLCITLILHIDTAFGQEEPQNFEFD
                     ESLFLGTKYASGLTQLNKKNSITAGNYDAVDVLVNNKLFKRMSVQFIKDANSSEVYPC
                     LSDELLTAAGVELGRENSTPPKEPHVTEANTPITETHAPTNQCLPLSTRVKGASFRFD
                     QAKLRLELSIPQALLQKRPRGYIERAEWQEGEKLAFINYSANAYRSDTRGQQKRTSDF
                     GFIGLKSGINLGLWQVRQQSNVRYASNDSGSDTQWNSIRTYVQRPIPQLDSQLTLGET
                     FTDSTLFGSMSFLGAKMATDQRMWPVSMRGFSPEVRGVASTNARVIIRQNGREIYETN
                     VAPGPFVINDLFSTSSQGDLNVEVIEANGSRSTFTVPFSAVPDSMRPGVSRYNAVIGE
                     SRDFTNIDNYFTDFTYERGLTNQLTANSGVRLAKDYTALLAGGVLGTPVGALGLNATY
                     SHAKVENDKTQDGWRMQATYSQTFNQTGTTFSLAGYRYSTKGYRDLNDVFGVRSMQKN
                     GGTWDSSTYKQRSQFTTTINQDLGNWGQLYASASTSDYYNDTARDTQLQLGYSNSYQQ
                     ISYNLAVSRQRSVYTSTLYNWDSPDTDETATTTRYGNTENIATFTVSIPLNIGSNNQY
                     LSMSASRNPKSGNNYQTSLSGTAGERNSFNYALNAGYDDSNFGSSSNNWGANVQKQFP
                     NATVNGSYSRGNNYTQYGAGARGAAVIHRQGVTLGPYLGETFGLIEANGAQGARIDSN
                     GFALVPALTPYNYNTIGLDTKGINRNTELKENQGRVVPYAGAAVKVKFETLTGYAVLI
                     QAEGEGLPLGADVYNSKDELVGMVGQGNQIYARIADNKGTLDVRWGESSGDQCQLPYA
                     FNRQDTEQDIIHITASCRR"
     gene            4232154..4233521
                     /locus_tag="CH60_3826"
     CDS             4232154..4233521
                     /locus_tag="CH60_3826"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK12843.1"
                     /translation="MLRPTKPLISSGISQSTTAVYCRRPYFLAGMTLLIGLFSTSAWS
                     NCTRITAQNQISSSDGTAASWLGSRDDNNGSLNLPSIVDLSTNANFQPDGTLLASATS
                     DFTTFAVNTGYALDQVLFRCDAADVDQLYEMYATNGDSTYGGRYEDGTIAGNVSYGYA
                     TTVMNVVIRFTNLATGEYYARIWKGRRLTGLDTDSSGRILVKAKNFSNVYTELFRIDY
                     ARSGANNTPSYLYGRSQPNAYIAFKGPGITGPIEGTDSYSNWPGWYSTWPASLGLYKY
                     VTFRRTTICAVSNFTPTVVLPRISVAELNNGNTSSADFNVDFQCQTGINSGVTAGTVA
                     MGFLVPAANAAKAQALGLMNGNGGVSHLVSDNYGAAGTAGGVGIRIYRNNSPMYLLSK
                     NVTQTGNNGGWYGILQGAQETTGSVDGGNSYTETFRAELSKISGQTVTAGAVNAHAQV
                     VIRVQ"
     gene            4233487..4234305
                     /locus_tag="CH60_3827"
     CDS             4233487..4234305
                     /locus_tag="CH60_3827"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10840.1"
                     /translation="MHMRKWLSVSNNIMLSRINRRLRGLLLLMTTCRVLTLPALTIGV
                     LIMSALATSAVASVIAERTRIVFSEGSTEESLQLVNSNSYPVAVQVWVDDGNLMATPD
                     KAVSPILVLPPVFRLQPQAQRSLRLILSGGSKLPADRESAFWLNIYEIPPKATPKSGD
                     ESFVTLALRMQYKVFYRPKNLPAPGDILGKALTFSLERNGDSALIKVNNPTPYYASFA
                     ALTIGSAEGPPEMVAPFSQLDFPLNRAPISDNKTVNFDLIDDLGNRNSFSHELK"
     gene            complement(4234940..4235197)
                     /gene="imm"
                     /locus_tag="CH60_3828"
     CDS             complement(4234940..4235197)
                     /gene="imm"
                     /locus_tag="CH60_3828"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin-E9 immunity protein"
                     /protein_id="AJK11285.1"
                     /translation="MELKEKYEDYTEHEFLEFIRNICEVNTDSQSLHSSWVRHFTKIT
                     EHPSGSDLIYYPEDGADDSPEGILELVKKWRAENGKPGFKK"
     gene            complement(4235199..4235450)
                     /locus_tag="CH60_3829"
     CDS             complement(4235199..4235450)
                     /locus_tag="CH60_3829"
                     /codon_start=1
                     /transl_table=11
                     /product="DNase/tRNase domain of colicin-like bacteriocin
                     family protein"
                     /protein_id="AJK13934.1"
                     /translation="MTFWREVANEPELVGQFKPNNVSLMKKGLSPHPVLSEKVGGRDT
                     FEIHHVNSIKSGGAVYDVDNLRVATPKRHIEIHSRRGGK"
     gene            complement(4235703..4235966)
                     /locus_tag="CH60_3830"
     CDS             complement(4235703..4235966)
                     /locus_tag="CH60_3830"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11237.1"
                     /translation="MSIMEKIIQNETVEDVLLAFTPNTAYQGIERMYVRYRFNIVSNR
                     ELLFTYQRLIKEAKLAEDEKGHTLKGPNWKEPKFVTDKKYGIE"
     gene            complement(4235966..4237408)
                     /locus_tag="CH60_3831"
     CDS             complement(4235966..4237408)
                     /locus_tag="CH60_3831"
                     /codon_start=1
                     /transl_table=11
                     /product="S-type Pyocin family protein"
                     /protein_id="AJK13340.1"
                     /translation="MGLLMQQQRVNADLETAKITEPQRVENARLTAEAAEKAARDRRI
                     SEEIAATEAKRQRMENERLAEQERQRVEGTKQQVSEASCAQQASAWQNRFTLPALQPS
                     GSAQYSFAASGMSAVGEAAELHNSFLAAQEQLSAIATISASGSVAAMIALGIYQTKVG
                     ESSERPPGWNVSPKFVGSISLSAMGLPATESLASQGEMALPVRMRIIDAKDWIGCTEI
                     YAVKTGVAGVLPKVKVGAAQYDESTGVYTFTTDSTPPRTLIFTPAQPPGAETRPILAP
                     PGSTPATLQHTGEMIIKPVITPTILPLPQLYARDFHDYIIWFPADSGLEPVYVYLNSP
                     YGKTTAKGKYSGRDFNPDKAGGPIKNLDWKEIKIRGEGVDEVKLHTRRFGELEDNKLM
                     IERLEKILTNKLTATDIDKRFYTHEIRELERYRMLGIPDDVNDKSVWNDAHTATLEDF
                     KINEKTQPLYTSEAEDAYIKAELKNSLGSK"
     gene            complement(4237604..4237804)
                     /locus_tag="CH60_3832"
     CDS             complement(4237604..4237804)
                     /locus_tag="CH60_3832"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin/pyocin immunity family domain protein"
                     /protein_id="AJK12060.1"
                     /translation="MLYYEPEFLGSLRQEAYNTYEIAKTEREVAERNRVQKKPFGLFI
                     EEMTLQKTLTDSQVAETAAHII"
     gene            complement(4237985..4239463)
                     /gene="ilvC"
                     /locus_tag="CH60_3833"
     CDS             complement(4237985..4239463)
                     /gene="ilvC"
                     /locus_tag="CH60_3833"
                     /EC_number="1.1.1.86"
                     /note="ilvC: ketol-acid reductoisomerase;
                     [EH] COG0059 Ketol-acid reductoisomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="ketol-acid reductoisomerase"
                     /protein_id="AJK14269.1"
                     /translation="MANYFNTLNLRQQLAQLGKCRFMARDEFADEAGYLKGKKVVIVG
                     CGAQGLNQGLNMRDSGLDVAYALRKEAIAEKRASWRKATENGFKVGTYEELIPQADLV
                     VNLTPDKQHSAVVKAVQPLMKEGAALGYSHGFNIVEVGEQVRKDITVVMVAPKCPGTE
                     VREEYKRGFGVPTLIAVHPENDPKGEGMAIAKAWAAATGGHRAGVLEFSFVAEVKSDL
                     MGEQTILCGMLQAGSLLCFDKLVSEGTDAAYAEKLIQFGWETITEALKQGGITLMMDR
                     LSNPAKLRAYALSEQLKEIMAPLFQKHMDDIISGAFSSGMMADWANDDVKLLNWREET
                     GRTAFENAPQFEGKISEQEYFDHGVLMIAMVKAGVELAFETMVDSGIIEESAYYESLH
                     ELPLIANTIARKRLYEMNVVISDTAEYGNYLFANAAVPLLKEKFMDSLQAGDLGKSIP
                     GSAVDNAQLRDVNEAIRNHPIEAVGHKLRGYMTDMKRIAVAG"
     gene            4239749..4240630
                     /locus_tag="CH60_3834"
     CDS             4239749..4240630
                     /locus_tag="CH60_3834"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12127.1"
                     /translation="MDLRDLKVFLHLAESRHFGRSAKAMHVSPSTLSRQIQRLEETIG
                     QPLFLRDNRTVQLTDAGNQLKAFAQQTLLQYQQLLHALGQHGPSLSGELRLFCSVTAA
                     YSHLPPILDRFRARHPLVEIKLTTGDAADAVNKVQSNEADLGIAGRPEVLPTSVAFTQ
                     IGEIPLVLIAPALPCAVRSQVAVEKPDWAMIPFILPEHGPSRKRIDLWFRRQRITNPL
                     IYATVSGHEAIVSMVALGCGVALIPSVVVDNSPEPVRNRISLLDDVSLVEPFELGVCV
                     PKKRLQEPLIDAFWGLL"
     gene            complement(4240685..4240894)
                     /locus_tag="CH60_3835"
     CDS             complement(4240685..4240894)
                     /locus_tag="CH60_3835"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11926.1"
                     /translation="MEDNGAVAKETIEGTVGYIGDDISLLTSAMNNFSSQVSEQVSML
                     GAIQSNVTGSIAMISCYSIGRVIAA"
     gene            4241542..4242420
                     /locus_tag="CH60_3836"
     CDS             4241542..4242420
                     /locus_tag="CH60_3836"
                     /note="conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11093.1"
                     /translation="MLETTKSTVQALYFPCTVFKTQKRMDDYGADDMRCGDLSATQLN
                     TDFNLHNISSKVNPYTLTLFQQLKPMPYGYAYDKNPESKKITRQECVRILFNEFRHES
                     RSFAFYGPYKHLIEKMIDHMQNGNGTPFRDLSLDAALKEQILSDYTEKNSTRLLLRKV
                     LNENIDWRNKLYPAEKKDDIRKFILDGRLPKFDRFQDNFNGMGITVHDTWATDITIKS
                     LQIDNDRYRAMVHYKIQDHFGLDNNDIKNTKFNRFHFFRIWFVLQRFNQFGFKPFMTN
                     MEATIEITGGRNESKK"
     gene            4242404..4242865
                     /locus_tag="CH60_3837"
     CDS             4242404..4242865
                     /locus_tag="CH60_3837"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12899.1"
                     /translation="MKAKSKKTLYALLLIGSVLLGYFFWLSLRPVEIVAVHKDRNFSA
                     VLVRDFPVTDKGKINWWLENKSRLKDKHNIPNPAPDGFFSITIWDFGDGYKEEGKYDR
                     RCFEDMKTSKNCIDKNSLMIIRNSQYNVMSFTLDSGIYQLKNGEIVKMKHE"
     gene            4242945..4243406
                     /locus_tag="CH60_3838"
     CDS             4242945..4243406
                     /locus_tag="CH60_3838"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12671.1"
                     /translation="MKAKSKKIICALLLLGSILLGYFFWLSLRPVEIVAIHKDGNFSA
                     VLVRDFPVTDKGKINWWLENKSRLKDKYNIPNPAPDGFFSITIWDFGDGYKEEGKYDR
                     RCFEDMKTSKNCIDKNSLMIIRNSQYNVMSFTLDSGIYQLKNGEIVKMKRE"
     gene            4243486..4243950
                     /locus_tag="CH60_3839"
     CDS             4243486..4243950
                     /locus_tag="CH60_3839"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13885.1"
                     /translation="MKAKSKKIICALLLLGSILLGYFFWLSRHPVEIISVHQRNNYSD
                     ILVRNFPFTEKGKINWWLENRDMLKAKYSIPKPASDGFYTIIFWDFGDGYKEEGKYDR
                     LCFSDMNTTKNCIEKEKYMTIYKIKNDEPLFSFDGNRYFLNENNKIVKMKRE"
     gene            complement(4244081..4245625)
                     /gene="ilvA"
                     /locus_tag="CH60_3840"
     CDS             complement(4244081..4245625)
                     /gene="ilvA"
                     /locus_tag="CH60_3840"
                     /EC_number="4.3.1.19"
                     /note="ilvA_2Cterm: threonine ammonia-lyase, biosynthetic;
                     [E] COG1171 Threonine dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine ammonia-lyase, biosynthetic"
                     /protein_id="AJK12553.1"
                     /translation="MAVSQPLSAAPCGAEYLRAILRAPVYEVAQVTPLQVMEKISSRV
                     GNTVLVKREDRQPVHSFKLRGAYAMISSLTEEQKACGVVTASAGNHAQGVALSAHKMG
                     IKALIVMPVATADIKVDAVRAFGGEVLLFGANFDEAKTKAIALAQEQGYTFVPPFDHP
                     AVIAGQGTLAMELLQQDAHLDRVFVPVGGGGLVAGVAVLIKQLMPQIKVIGVEAEDSA
                     CLRAALDAGQPVDLARVGLFAEGVAVKRIGDEPFRLCQEYLDDVITVDSDAICAAVKD
                     LFEDVRAIAEPSGALALAGLKKYVQQHNIQGERLAHVLSGANVNFHGLRYVSERCELG
                     EQREALLAVTIPEQKGSFLRFCELLGGRSVTEFNYRYADAENACIFVGVRLTRGYAER
                     VEILAELQDKGYQVVDLSDDEMAKLHVRYMVGGRPSKPLRERLFSFEFPESPGALLKF
                     LHTLGTHWNISLFHYRSHGTDFGRVLAAFELSATEPQFEERLAALGYYCHDETDNPAF
                     KFFLAG"
     gene            complement(4245631..4247481)
                     /gene="ilvD"
                     /locus_tag="CH60_3841"
     CDS             complement(4245631..4247481)
                     /gene="ilvD"
                     /locus_tag="CH60_3841"
                     /EC_number="4.2.1.9"
                     /note="ilvD: dihydroxy-acid dehydratase;
                     [EG] COG0129 Dihydroxyacid dehydratase/phosphogluconate
                     dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroxy-acid dehydratase"
                     /protein_id="AJK13496.1"
                     /translation="MPKYRSHTTTHGRNMAGARALWRATGMTDDDFGKPIIAVVNSFT
                     QFVPGHVHLRDLGKLVAEQIVASGGVAKEFNTIAVDDGIAMGHGGMLYSLPSRELIAD
                     SVEYMVNAHCADAMVCISNCDKITPGMLMASLRLNIPVIFVSGGPMEAGKTKLSDKII
                     KLDLIDAMIQGANPNVSDEESAQIERSACPTCGSCSGMFTANSMNCLNEALGLALPGN
                     GSLLATHADRKQLFLDAGKHIVALTKRYYEQDDVSALPRNIANKAAFENAMILDIAMG
                     GSTNTVLHLLAAAQEGEIDFSMTDIDHLSRKVPHLCKVAPSTQKYHMEDVHRAGGVIG
                     ILGELDRAGLLNRDVSNVLGLNLTQTLEAYDVMLTQDEGVKQMYAAGPAGIRTTKAFS
                     QDCRYPSLDTDREEGCIRTREHAYSQDGGLAVLYGNIAADGCIVKTAGVDKDSLTFRG
                     PAKVFESQDEAVEAILGGKVVAGDVVVIRYEGPKGGPGMQEMLYPTTYLKSMGLGKSC
                     ALLTDGRFSGGTSGLSIGHVSPEAASGGLIGLVQDGDFINIDIPNRGIVLDVSEAELA
                     ARRETEEAHGDAAWSPKGRERQVSYALRAYAMLATSADKGAVRDKSKLGG"
     gene            complement(4247792..4248718)
                     /gene="ilvE"
                     /locus_tag="CH60_3842"
     CDS             complement(4247792..4248718)
                     /gene="ilvE"
                     /locus_tag="CH60_3842"
                     /EC_number="2.6.1.42"
                     /note="ilvE_I: branched-chain amino acid aminotransferase;
                     [EH] COG0115 Branched-chain amino acid
                     aminotransferase/4-amino-4-deoxychorismate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid aminotransferase"
                     /protein_id="AJK13560.1"
                     /translation="MTKKADYIWFNGEMVPWAEAKVHVMSHALHYGTSVFEGVRCYES
                     HKGPVVFRHREHMQRLHDSAKIYRMPVSQSVDELMEACRATLRKNNLTSAYIRPLVFI
                     GDVGMGVNPPEGYNTDVIIAAFPWGAYLGAEALEQGIDAMVSSWNRVAPNTIPTAAKA
                     GGNYLSSLLVGSEARRHGYQEGIALDVHGYLSEGAGENLFEVKDGILFTPPFTSSALP
                     GITRDAIIKLAKDMGLEVREQVLSRESLYLADEVFMSGTAAEITPVRSVDGIQVGIGK
                     RGPVTAKIQQAFFGLFTGETEDKWGWLDQVNP"
     gene            complement(4248741..4248998)
                     /locus_tag="CH60_3843"
     CDS             complement(4248741..4248998)
                     /locus_tag="CH60_3843"
                     /note="[S] COG3978 Acetolactate synthase (isozyme II),
                     small (regulatory) subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AJK14226.1"
                     /translation="MIQHQLSIQARFRPEMLERVLRVVRHRGFQVCAMNMSPMIDAGN
                     VNIELTVASQRPVDLLSSQLSKLMDVACVEILQPNTLQIRA"
     gene            complement(4248995..4250641)
                     /gene="ilvB"
                     /locus_tag="CH60_3844"
     CDS             complement(4248995..4250641)
                     /gene="ilvB"
                     /locus_tag="CH60_3844"
                     /EC_number="2.2.1.6"
                     /note="acolac_lg: acetolactate synthase, large subunit,
                     biosynthetic type;
                     [EH] COG0028 Thiamine pyrophosphate-requiring enzymes
                     [acetolactate synthase, pyruvate dehydrogenase
                     (cytochrome), glyoxylate carboligase, phosphonopyruvate
                     decarboxylase]"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit,
                     biosynthetic type"
                     /protein_id="AJK11332.1"
                     /translation="MNGAQWVVQALRAQGVDTVFGYPGGAIMPVYDALYDGGVEHLLC
                     RHEQGAAIAAIGYARATGKVGVCIATSGPGATNLITGLADALLDSVPVIAITGQVGSA
                     LIGTDAFQEIDVLGLSLACTKHSFLVESLDALPEIMAEAFAIATSGRPGPVLIDIPKD
                     IQLAVGELTPHLKPVEEHSVDSAAELQHAWDMLANAQKPMLYVGGGVGMAQAVPALRD
                     FIAMTGIPAVATLKGLGAPDIAHPCYLGMLGMHGTKAANFAVQDCDLLVAVGARFDDR
                     VTGKLNTFASKAKVIHMDIDPAELGKLRQVHVALQGNLNVLLPALQQPLNIQSWRDEV
                     MALKQQHHWRYDHPGQAIYAPLLLKQISERKAPETVVTTDVGQHQMWTAQHMNFTRPE
                     NFITSSGLGTMGFGVPAAVGAQMARPDDMVICVSGDGSFMMNVQELGTIKRKQLPLKI
                     VLLDNQRLGMVRQWQQLFFDGRYSETNLSDNPDFITLASAFDIPGQRITRKDQVDAAL
                     DALFNSEGPYLLQVSIDELENVWPLVPPGAGNETMLEKIS"
     gene            4251264..4252787
                     /locus_tag="CH60_3845"
     CDS             4251264..4252787
                     /locus_tag="CH60_3845"
                     /note="[O] COG0606 Predicted ATPase with chaperone
                     activity"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-54 interaction domain protein"
                     /protein_id="AJK10592.1"
                     /translation="MSLATIHTRATLGIQAPPVAVEVHISNGLPGLILVGLPETTVKE
                     ARDRVRSALINSGFNFPAKRITVSLAPADLPKEGGRYDLPIALAILAASEQIPADKLA
                     HYEFLGELALSGALRRVSGAIPAALTCSEANRQLILPTANGLEIGLIPQGNSWVADHL
                     LAVCGFLQGENPLAQGQPFEPAPSPDNHLDLHDIIGQSQAKRALEIAAAGGHNLLLLG
                     PPGTGKTMLATRLTGLLPPLTDQEALEAAAITGLLHSNALPTQWRCRAFRAPHHSASM
                     AALIGGGSIPRPGEISLAHNGVLFLDELPEFERRVLDSLREPLESGEIIISRAAAKIC
                     FPAKVQLIAAMNPSPSGHYQGVHNRTPPQQILRYLAKLSGPFLDRFDLSIEVPLLPAG
                     MLGAQKNQGESSATVKQRVLQARQRQMDRAGKINTQLTSQEVAEFCYLAPEDAAFLEQ
                     VLLTLGLSVRAWHHILKVARTIADLAQEKTIQKSHLSEALSYRCMDRLLLQLHKSLM"
     gene            complement(4253044..4253382)
                     /locus_tag="CH60_3846"
     CDS             complement(4253044..4253382)
                     /locus_tag="CH60_3846"
                     /note="conserved hypothetical protein;
                     [S] COG3085 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12123.1"
                     /translation="MADSFITTNRFFDNKHYPRGFSRHGDFTIKEAQLLERHGYAFNE
                     LDSGKREPVTEEEQRFVAVCRGEREPVSAEEKVWSKYVIRTRQPKRFHTLSGGKPQMD
                     AVEDYTDSDD"
     gene            4253501..4254382
                     /locus_tag="CH60_3848"
     CDS             4253501..4254382
                     /locus_tag="CH60_3848"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13011.1"
                     /translation="MDTELLKTFLEVSRTRHFGRAAESLYLTQSAVSFRIRQLENQLG
                     ANLFTRHRNNIRLTPAGERLVPYAEMLLNTWRLAKKEVIHSLQHTELSIGATASLWEA
                     YLTPWLQQLYEQQEELRLEARIALRNSLVKQLHERQLDLLITTEPPKMDELACLLLGH
                     FSLRLYSSFSLDLPKEDDTPNEHKNASEVPYIKLEWGADFHQQENRLLDSEQAPILTT
                     TSAHLTRQLLETTGGCAFLPEHWQKEYPQLVIHPDIPPIVRPLYAVWLQNSDQQALIR
                     QLLKTPMNNATQSVTRE"
     gene            complement(4254369..4255361)
                     /locus_tag="CH60_3847"
     CDS             complement(4254369..4255361)
                     /locus_tag="CH60_3847"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK12779.1"
                     /translation="MLKRNVPLLITIAVFILGYAFCLSQFPSFSSSRVWCDLLTDNAF
                     LGIVAVGMTFVILSGGIDLSVGSVIAFTGVLLAKLIGTYGIHPVYAFAIVLVMGAMFG
                     ALMGWIIDSLKLPAFIITLAGMFFIRGMSFIVSEESLPINHPIYETLANYAWRVPGGG
                     RFTLLAFIMLMVVAFGILLAHHTRFGHNVYAIGGNSVSAGLMGVPVRRTTIKIYMLSS
                     TLAALSGIVFSLYTSAGYALAASGVELDAIAAVVIGGTLLAGGIGTVFGTLFGVLIQG
                     LIQSYITFDGTLSSWWTKIVIGILLFSFIVIQKAMSAFYLNRRSRPQSSPLTPV"
     gene            complement(4255361..4256359)
                     /locus_tag="CH60_3849"
     CDS             complement(4255361..4256359)
                     /locus_tag="CH60_3849"
                     /note="[G] COG1172 Ribose/xylose/arabinose/galactoside
                     ABC-type transport systems, permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK12666.1"
                     /translation="MTQRPRKVKWVLPKGATQFGALAVILLIDSLVAPHFFSIHIQDG
                     RLFGSIIDILNRGAPVALLALGMTLVIATGGIDLSVGAVMAIAGATAATLTSAGYPFM
                     TVLALSLAVGALCGLWNGFLVAVLQIQPIVATLMLMVAGRGIAQLITEGQIVTFDSGG
                     LATLGSSTLMYLPMSVVIACSMLILVWLLTRKTALGLFIESVGINLRSARNAGVSTRL
                     VLIAVYVICGVCAAVAGIIVTADIRGADANNAGLWLELDAILAVVIGGASLMGGRFNL
                     LLSVIGALIIQGMNTGILLSGYQPEFNLVLKAIVVLAVLVVQSPMISLSHLFQRRK"
     gene            complement(4256392..4257873)
                     /gene="ccmA"
                     /locus_tag="CH60_3850"
     CDS             complement(4256392..4257873)
                     /gene="ccmA"
                     /locus_tag="CH60_3850"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK12858.1"
                     /translation="MLEVRGLSVEFPGVKALDSVDFSLQRGEVVALLGENGAGKSTLI
                     KALTGVYKRSAGEVLLDGKAVCPIDTADAQLMGIGTVYQEVNLLPNISVAANLFIGRE
                     PLRWGLIDHNKMNQQAAKLLTGYGLTLDVQQPLANFSIAIQQIVAIARAVDLSAKVLI
                     LDEPTASLDAKEVSMLLDILCQLRDQGIGMVFVTHFLDQVYRISDRITVLRNGKLVGT
                     KTVAELPRIELVQMMLGHSFDEQLLKRGEHSITNKNPLVEFKNYGRRGVVENFDLSVS
                     PGEIVGLAGLLGSGRTETAQLIFGITTPDTGEAKIQGKPVKIRTPRKASKFGFGYCPE
                     DRKTEGIVGAATVRENIILALQAQRGWLRPLSMREQTQIADDFIQQLGIRTPSPEQQI
                     QYLSGGNQQKVLLARWLATKPRFLILDEPTRGIDVGAHAEIIRLIEKLCDEGLALLII
                     SSELEELAGYADRIIVLRDRRHVAQLDHDEISVPAIMQAIAVQ"
     gene            complement(4257968..4258924)
                     /gene="ytfQ"
                     /locus_tag="CH60_3851"
     CDS             complement(4257968..4258924)
                     /gene="ytfQ"
                     /locus_tag="CH60_3851"
                     /note="[G] COG1879 ABC-type sugar transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter periplasmic-binding protein
                     ytfQ"
                     /protein_id="AJK11910.1"
                     /translation="MYRRLLLAAAVTAAMCSAVQAAPLVVGFSQIGSESGWRSAETKV
                     AKQEAEKRGITLKIADAQQKQENQIKAVRSFIAQGVDAIFIAPVVATGWTPVLQEAKE
                     AKIPVFLLDRMIEVNDPSLYTAAVASDSVYEGKVAGEWLLQDVAGKPCNVVELQGTVG
                     SSVAINRKKGFADGIASAPGVKIIRSQSGDFTRSKGKEVMESFIKAEQNGKNICAVYA
                     HNDDMAIGAIQAIKEAGLKPGSDIKIVSIDGVPDIFKAMSSGEANATVELTPNMAGPA
                     LDALIVLKKDGTQPPKFIQTESRLLQPDTAKQEYELKKSLGY"
     gene            complement(4259908..4259983)
                     /locus_tag="CH60_3852"
     tRNA            complement(4259908..4259983)
                     /locus_tag="CH60_3852"
                     /product="tRNA-Trp"
     gene            complement(4259992..4260068)
                     /locus_tag="CH60_3853"
     tRNA            complement(4259992..4260068)
                     /locus_tag="CH60_3853"
                     /product="tRNA-Asp"
     gene            complement(4260194..4260306)
                     /locus_tag="CH60_3854"
     rRNA            complement(4260194..4260306)
                     /locus_tag="CH60_3854"
                     /product="5S ribosomal RNA"
     gene            complement(4260420..4263321)
                     /locus_tag="CH60_3855"
     rRNA            complement(4260420..4263321)
                     /locus_tag="CH60_3855"
                     /product="23S ribosomal RNA"
     gene            complement(4263576..4263651)
                     /locus_tag="CH60_3856"
     tRNA            complement(4263576..4263651)
                     /locus_tag="CH60_3856"
                     /product="tRNA-Glu"
     gene            complement(4263794..4265320)
                     /locus_tag="CH60_3857"
     rRNA            complement(4263794..4265320)
                     /locus_tag="CH60_3857"
                     /product="16S ribosomal RNA"
     gene            complement(4265785..4266648)
                     /gene="murI"
                     /locus_tag="CH60_3859"
     CDS             complement(4265785..4266648)
                     /gene="murI"
                     /locus_tag="CH60_3859"
                     /EC_number="5.1.1.3"
                     /note="glut_race: glutamate racemase;
                     [M] COG0796 Glutamate racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate racemase"
                     /protein_id="AJK11146.1"
                     /translation="MATKPQDANTTSREAITSKADSPPRPTALIFDSGVGGLSVYQEI
                     RQLLPDLHYIYAFDNVAFPYGEKSGEFIVERVLEIVTAVQQRHPLAIVVIACNTASTV
                     SLPALRERFAFPVVGVVPAIKPAVRLTRNGVVGLLATRATVHASYTLDLIARFATDCK
                     IELLGSSELVEVAETKLHGGVVPLEVLKKILHPWLSMREPPDTIVLGCTHFPLLTEEL
                     AQVLPEGTRMVDSGAAIARRTAWLISSQENVISSQDENIAYCMALDEDTDALLPVLQS
                     YGFPKLQKLPI"
     gene            complement(4266593..4268470)
                     /gene="btuB"
                     /locus_tag="CH60_3860"
     CDS             complement(4266593..4268470)
                     /gene="btuB"
                     /locus_tag="CH60_3860"
                     /note="tonB-B12: TonB-dependent vitamin B12 receptor;
                     [H] COG4206 Outer membrane cobalamin receptor protein"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB-dependent vitamin B12 receptor"
                     /protein_id="AJK12395.1"
                     /translation="MTIKKYTLLTALSVTAFSGWAQGNNTTDNNDEMVVTANRFPQPK
                     SSVLAPVDVVTRADIDRWQSTNINDVLRRLPGVDIAQDGGMGQRSSLFIRGTNSSHVL
                     VLIDGVRLNQAGITGASDLSQIPISLVQRIEYIRGPRSAVYGSDAIGGVINILTGRDK
                     PGTTLSAGLGSNGYQTYDGSTQQKLGEDTTVTLAGNYTYSKGYDVVAGMPGAGGPRQP
                     DRDGFMGKMLWAGLEHQFNEQFNGFARVYGFDNRSDYDGYTNYSNPLALIDTRKLSSR
                     TYDTGLRYKNGIYASQFIASYNRTKDYNYSPLFGQHDITASLDEAEQYNLQWGNTFQL
                     TNGMISAGADWQEQRTERKSSNQNTTADFTQHNTGIYLTGQQQISDVTLEGAVRSDDN
                     SQFGWHSTWQTSAGWEFIDGYRLIGSYGTAYKAPNLMQLYSAYGGNANLKPEESKQWE
                     GGVEGLTGPLTWRLSAYRNDIDQLIDYSNLTNGYFNINKATIKGVEWTGSFDTGPLSH
                     QVTLEYLDPRNADTHEILVRRAKQQVKYQLDWQVADLDWSVTYQYLGQRYDKDYSTYP
                     EETVELGGVSLWDLAVSYPVTSHLTVRGRIANLFDKDYEMVYGYQTPGREYYFTGSYN
                     F"
     gene            4268950..4270053
                     /gene="trmA"
                     /locus_tag="CH60_3861"
     CDS             4268950..4270053
                     /gene="trmA"
                     /locus_tag="CH60_3861"
                     /EC_number="2.1.1.35"
                     /note="trmA_only: tRNA
                     (uracil(54)-C(5))-methyltransferase;
                     [J] COG2265 SAM-dependent methyltransferases related to
                     tRNA (uracil-5-)-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (uracil(54)-C(5))-methyltransferase"
                     /protein_id="AJK13695.1"
                     /translation="MTPNILPIESYDHQLAEKSARLKAMMLPFQAPEPEIFRSPADHY
                     RMRAEFRVWHDEDDLYHIMFDQQTKQRIRVEQFPVASRLINRLMDALMTAIRAEPLLR
                     RKLFQIDYLSTLSGKLIASLLYHRQLDEEWQQKALELRDQLRAQGFDLQLIGRAAKTK
                     IMLDHDYIDEVLPVAGREMIYRQVENSFTQPNAAVNIHMLEWALDVTQGATGDLLELY
                     CGNGNFSLALARNFERVLATEIAKPSVAAAQYNIAANNIDNVQIIRMSAEEFTQAMQG
                     VREFNRLKGIDLGSYNCETIFVDPPRSGLDHETVKLVQAYPRILYISCNPETLCANLE
                     QLQHTHKISRLALFDQFPYTHHMECGVLLEKRH"
     gene            complement(4270187..4270594)
                     /gene="yijD"
                     /locus_tag="CH60_3862"
     CDS             complement(4270187..4270594)
                     /gene="yijD"
                     /locus_tag="CH60_3862"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein yijD"
                     /protein_id="AJK11753.1"
                     /translation="MEQSSRRETGTLLLALITGLAINGVCAALFSALVPFSVFPLLTL
                     ILAVYCLHQRYLNFAMPQGIPVLASACFLLGILLYSAIVRVEYPAIGSNFVPAVLSVV
                     LVFWILFKLRTRKSVQTHTDADIDINNSDQPQQ"
     gene            complement(4270607..4271242)
                     /gene="fabR"
                     /locus_tag="CH60_3863"
     CDS             complement(4270607..4271242)
                     /gene="fabR"
                     /locus_tag="CH60_3863"
                     /note="[K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional repressor fabR"
                     /protein_id="AJK11617.1"
                     /translation="MGVRAQQKERTRRSLIEAAFSQLSAERSFASLSLREVSREAGIA
                     PTSFYRHFRDVDELGLTMVDESGLMLRQLMRQARQRIAKGGSVIRTSVSTFMEFIGNN
                     PNAFRLLLRERSGTSAAFRAAVAREIQHFIAELADYLELENHMPRSFTEAQAEAMVTI
                     VFSAGAEVLDVDIEQRRQLEERLVLQLRMISKGAYYWYRREQEKLAASRVE"
     gene            4271460..4272860
                     /locus_tag="CH60_3865"
     CDS             4271460..4272860
                     /locus_tag="CH60_3865"
                     /note="[C] COG1249 Pyruvate/2-oxoglutarate dehydrogenase
                     complex, dihydrolipoamide dehydrogenase (E3) component,
                     and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AJK10633.1"
                     /translation="MQQHFHFDAIVIGSGPGGEGAAMGLVKQGARVAVIERYNNVGGG
                     CTHWGTIPSKALRHAVSRIIEFNQNPLYSDNARTIKSSFADILNHADRVINQQTRMRQ
                     GFYDRNHCHMFSGDASFIDANTVNVRYADGTSDTLQADNIVIATGSRPYRPVNVDFNH
                     ERIYDSDTILQLSHEPQHVIIYGAGVIGCEYASIFRGLSVKVDLINTRDRLLAFLDQE
                     MSDALSYHFWNNGVVIRHNEEFEQIEGTTDGVIVHLKSGKKVKADCLLYANGRTGNTS
                     GLGLENIGLEADSRGLLKVNSMYQTALSHVYAVGDVIGYPSLASAAYDQGRIAAQAMI
                     KGEANVHLIEDIPTGIYTIPEISSVGKTEQELTAMKVPYEVGRAQFKHLARAQIVGMD
                     TGSLKILFHRETKQILGIHCFGERAAEIIHIGQAIMEQKGEGNTLEYFVNTTFNYPTM
                     AEAYRVAALNGLNRLF"
     gene            complement(4272843..4273760)
                     /locus_tag="CH60_3864"
     CDS             complement(4272843..4273760)
                     /locus_tag="CH60_3864"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK13570.1"
                     /translation="MNIRDLEYLVALAEFRHFRRAADSCHVSQPTLSGQIRKLEDELG
                     IMLLERTSRKVLFTQAGLLLVEQAKTVLREVKVLKEMASLQGESMSGPLHIGLIPTVG
                     PYLLPQIIPMLHKTFPKLEMYLHEAQTQNLLAQLDSGKLDCAILALVKETEAFIEIPL
                     FDEPMNLAIYADHPWANRERVEMHELAGEKLLMLEDGHCLRDQAMGFCFQAGADEDTH
                     FRATSLETLRNMVAAGSGITLLPALAVPNERQRDGVCYLECYKPVPKRTIALVYRPGS
                     PLRGRYEQLAEAIRDHMQERMAPSLEQAI"
     gene            4273907..4274638
                     /locus_tag="CH60_3866"
     CDS             4273907..4274638
                     /locus_tag="CH60_3866"
                     /note="glutathione S-transferase, N-terminal domain
                     protein;
                     [O] COG0678 Peroxiredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13456.1"
                     /translation="MFTSQEGKKVPQVTFHTRQGDQWIDVTTDDLFSNKTVIVFSLPG
                     AFTPTCSSSHLPRYNELAGVFKQHGVDSILCVSVNDTFVMNAWKSDQHAENITFVPDG
                     NGEFTKGMNMLVEKADLGFGPRSWRYSMLVRNGVVEKMFVEPNKPGDPFEVSDADTML
                     KYLAPDFKVQESVAVFTKPGCPFCAKAKQMLQDHGLQYEEIVLGKDATTVSLRAVSGR
                     STVPQIFIGGRHIGGSDDLEKYLPA"
     gene            4274733..4276196
                     /locus_tag="CH60_3867"
     CDS             4274733..4276196
                     /locus_tag="CH60_3867"
                     /note="[C] COG1249 Pyruvate/2-oxoglutarate dehydrogenase
                     complex, dihydrolipoamide dehydrogenase (E3) component,
                     and related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose inhibited division A family protein"
                     /protein_id="AJK12121.1"
                     /translation="MKTLNVDVAVIGGGTAGLGAYRAAKLLTPNVVMIEGGEYGTTCA
                     RVGCMPSKLLIAAAEAVHQIEKAPGFGIHPQGKPLINGREVMDRVKRERDRFVGFVLE
                     GVETIPAADKIQGYARFIDDNTLQVDDHTQLTSQKIIAQRIVIATGSRPSWPASWNEL
                     GDRLIINDDVFNWDDLPESVAVFGPGVIGLELGQALHRLGVQVKMFGVGGAVGPLTDS
                     IVRDYAAKTLGDEFYLDPDVKVELMQREGDKVFIRYLDKSGRPQEIMVDYVLAATGRR
                     PNVDKLGLENTSLILDERGVPQADRLTMQTNVPHIFIAGDASNQLPLLHEASDQARIA
                     GVNAGGFPEVVPGLRRSPISVVFSDPQIAMVGATFRELAQKFSACGCFEIGEVSFENQ
                     GRSRVMLKNKGILRIYGEQGTGRFLGAEMMGPSAEHIAHLLAWAHQQQMTIDQMLDMP
                     FYHPVIEEGLRTALRDLQSKLKLGADEAERCLRCPGE"
     gene            complement(4276312..4277115)
                     /locus_tag="CH60_3868"
     CDS             complement(4276312..4277115)
                     /locus_tag="CH60_3868"
                     /note="tonB_Cterm: TonB family C-terminal domain protein;
                     [M] COG0810 Periplasmic protein TonB, links inner and
                     outer membranes"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13313.1"
                     /translation="MNRLQQSSDKLIFWLVGALLACGIHIYALWWLSTASIPAIPTSY
                     PAAIMMELSAEPEFMQNLPQNSVVGITQNIIEPAVEQRVNQPDDIVDLPTLPEQPEGQ
                     REITRKEPIKVKRPAENRATSRKPVNKETQESDSKQSSPAAAASAMLSGTSQQVAAAV
                     NSDSSHRQQAQVSWKSRLQGHLMGFKRYPSSARKQQQQGTAMIRFVVDKNGYVSSVQL
                     SHSSGTSALDREALAIIKRAQPLPKPPAELLSQGQITLSLPVDFNLKRK"
     gene            complement(4277180..4278508)
                     /locus_tag="CH60_3869"
     CDS             complement(4277180..4278508)
                     /locus_tag="CH60_3869"
                     /note="type_I_hlyD: type I secretion membrane fusion, HlyD
                     family protein;
                     [M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="type I secretion membrane fusion, HlyD family
                     protein"
                     /protein_id="AJK11506.1"
                     /translation="MLPESVCYSVANANRQPPLQINSGRYLNIGGGLVVIGFIGFLLW
                     AGLAPLDKGVAVTGLLVVAENRKVIQPLQGGRIQQLHVTEGDEIVSGQLLVTLDDTAI
                     RNQRDNLQHQYLSALAQEARLTAEQNDLDVITFPQALLEHATQPAVERNIILQQQLLH
                     HRRQAHLSEIARLSTQLTRHQARLDGLQAMRSNHQRQSNLFQQQLDSVQLLAKDGHIA
                     KNKLLEMESQSTSLQARVEQSTSDIAEAHKLIDETEQHVLQRREQYQSENSEQLAKAQ
                     QNTQELVQRLNIAEYELSHTRIFAPVSGSVIALAQHTVGGVVSSGQALMEIVPSGQPL
                     FVEAQLPVELIDKVAVGLPVDLNFSAFNQSNTPRLQGSVWRIGADRIQPPPTSPPYYP
                     LTVAIDLDPTELAIRPGMAVDVFIRTGERSLLSYLFKPFTDRLHLALAEE"
     gene            complement(4278584..4280392)
                     /locus_tag="CH60_3870"
     CDS             complement(4278584..4280392)
                     /locus_tag="CH60_3870"
                     /note="type_I_sec_PrtD: type I secretion system ATPase
                     family protein;
                     [R] COG4618 ABC-type protease/lipase transport system,
                     ATPase and permease components"
                     /codon_start=1
                     /transl_table=11
                     /product="type I secretion system ATPase family protein"
                     /protein_id="AJK14209.1"
                     /translation="MESCKTPGASSVPPTILSVLAGNKKILWGIGLFTAVINLLMLAP
                     AIYMLQVYDRVLASANTMTLLMLTVLVLGVFVFIGLLEWVRSAVVIRLGTQIDMQLNQ
                     PVFNAAFAANLKGHNTPAAQALNDLTVLRQFATGNALFAFFDAPWFPLYLLVIFLLHP
                     WLGMLAAAGAGILVVLAWLNQWICKKPLHDASIITSHATQQANANLRNADVIEAMGML
                     KALRERWLMQHANFLYQQNLASDKSSRVTAVAKSSRQALQSMMLGLGALLVIYNEITA
                     GVMIAGSILIGRVLGPIDQLIAVWKQWSHARLAYQRLSQLLAQHPSSPTGMVLPAPQG
                     KLNVTQLMACKPGTHIPVLHSINFELQPGDVLGILGPSGSGKSTLAKLLVASQPTFSG
                     TVRLDSADLSRWDKTQLGEFIGYLPQNIQLFRGTVAENIARFGAIDTAKVVAAAQLAD
                     VHDLILHLPQGYDTPLGDDGEGLSGGQRQRIALARAMYGIPRLIVLDEPNASLDKEGE
                     QALLASIIQLKQQGCTIVMITHKPELLSGSDYLLFLKNGQMDLFDRTQAVLQNIQGKD
                     KPAVQPEAKILNSRSGWSNGVSYGIGPARTTSSPKP"
     gene            complement(4280558..4281175)
                     /locus_tag="CH60_3871"
     CDS             complement(4280558..4281175)
                     /locus_tag="CH60_3871"
                     /codon_start=1
                     /transl_table=11
                     /product="heme-binding A family protein"
                     /protein_id="AJK14210.1"
                     /translation="MSTTIQYNSNYADYSISSYLREWANNFGDIDQAPAETKDRGSFS
                     GSSTLFSGTQYAIGSSHSNPEGMIAEGDLKYSFMPQHTFHGQIDTLQFGKDLATNAGG
                     PSAGKHLEKIDITFNELDLSGEFDSGKSMTENHQGDMHKSVRGLMKGNPDPMLEVMKA
                     KGINVDTAFKDLSIASQYPDSGYMSDAPMVDTVGVVDCHDMLLAA"
     gene            complement(4281397..4283889)
                     /gene="hasR"
                     /locus_tag="CH60_3872"
     CDS             complement(4281397..4283889)
                     /gene="hasR"
                     /locus_tag="CH60_3872"
                     /note="[P] COG1629 Outer membrane receptor proteins,
                     mostly Fe transport"
                     /codon_start=1
                     /transl_table=11
                     /product="hasR protein"
                     /protein_id="AJK13906.1"
                     /translation="MDNIIRDKKTIISVNKITTCILFALVTQGYSGQLAANTAETPTN
                     NNDMALDKLNVEGKGNAHDSDWIYDEPRSVSEITREQLDNRPARHAADILEQTPGVYS
                     SVSQQDPGLSINIRGIQDYGRVNMNIDGMRQNFMKSGHGQRNGSMYIDPEILSNVVIE
                     RGIFNGIGGAGAIGGIATFNTINASDFLAPEKELGGHIRAMTGDNGTRFIGSGALALG
                     NPNGDILLAVSERNLKDYWPGNKGVLAGLRLYSPTRNVGDDLKNTKTLFTGYKMRSQL
                     AKVGWNFEAGQRLEFSYLQTQIASPNASMLSEVLALSPSGKEITKIGWRNTSFTNVEN
                     RNIALDYRLNPEHISWLDATAKIYYVDTNDETDNANSLFKEYFWTQTRLKTRGLQLQN
                     TNTFTPSDAHQIRLKYGLEWFSDKSEGYSTRKLIERTTPPGKRAITSTFAQLNYEYDD
                     WLRLEGGLRYDQFRLKGNTWLHTRSFLQPYTFENPCDRRIHEQSEKPGSRCSSRRPAT
                     MRWDVDRCEQQLSPTLAMGVKPGLEWLEFFGSYGKSWRPPAMTEVLATGTAHGYSWVL
                     PNPFVAAERARTWEAGFNIQQSNLFIEDDHFAAKVAYFDTRIANYINLELGKAKPKFG
                     GDSFTDVAYVNNLLKTRFRGLEYQLSYDAGTFYTNINYTRMIGVNNVCSPYAWLGGLQ
                     SVKYKYVGKVEQIYAVENEVANNYVTCMNANVLFGSSAYLPGDRGSLTLGSRIFDRRL
                     DFGTVIRYNKGYQDRSAQDENGNPLTAYVADWPKYIVYDLYASYKVTNNLILRSSIEN
                     ITNRAYLVNYGDTLSFAPSRGRTIQGGFEYKF"
     gene            4284200..4284325
                     /locus_tag="CH60_3873"
     CDS             4284200..4284325
                     /locus_tag="CH60_3873"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13689.1"
                     /translation="MPLLIMIIIITGEYKLNSLLSLKDHKIENIEILRKIKAKKA"
     gene            complement(4284488..4285861)
                     /gene="argH"
                     /locus_tag="CH60_3874"
     CDS             complement(4284488..4285861)
                     /gene="argH"
                     /locus_tag="CH60_3874"
                     /EC_number="4.3.2.1"
                     /note="argH: argininosuccinate lyase;
                     [E] COG0165 Argininosuccinate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate lyase"
                     /protein_id="AJK12252.1"
                     /translation="MALWGGRFSQAADQRFKQFNDSLRFDYRLAEQDIIGSVAWSKAL
                     VTVGVLNADEQQQLEQALSVLLEEVQANPHAILASDAEDIHSWVETKLIDKVGDLGKK
                     LHTGRSRNDQVATDLKLWCKFQITELQTAVQQLQQALVMTAEANQDAVMPGYTHLQRA
                     QPVTFAHWCLAYVEMLSRDESRLQDTLKRLDVSPLGCGALAGTAYAIDREQLAGWLGF
                     ASATRNSLDSVSDRDHVLELLSDASIGMVHLSRFAEDLIFFNSGEAAFVDLSDRVTSG
                     SSLMPQKKNPDALELIRGKCGRVQGALTGMTMTLKGLPLAYNKDMQEDKEGLFDALDT
                     WLDCLHMAALVLDGIQVKRPRCKEAAEQGYANATELADYLVAKGVPFREAHHIVGEAV
                     VEAIRQGKALEALALSDLQQFSSVIGDDVYPILALQSCLDKRVAKGGVSPQQVASAIA
                     EAKARLF"
     gene            complement(4286028..4286801)
                     /gene="argB"
                     /locus_tag="CH60_3875"
     CDS             complement(4286028..4286801)
                     /gene="argB"
                     /locus_tag="CH60_3875"
                     /EC_number="2.7.2.8"
                     /note="argB: acetylglutamate kinase;
                     [E] COG0548 Acetylglutamate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetylglutamate kinase"
                     /protein_id="AJK12814.1"
                     /translation="MNPLVIKLGGVLLDSEEALERLFTALVTYREKHERPLVIMHGGG
                     CLVDELMKRLALPVVKKNGLRVTPADQIDIITGALAGTANKTLLAWAVKHQINAVGLC
                     LADGNTVTVTLLDAELGHVGKAQPGSAALVQTLLAAGYMPIISSIGITVEGQLMNVNA
                     DQAATALAATLGADLILLSDVSGILDGKGQRIAEMTAQKAEQLIAQGIITDGMVVKVN
                     AALDAARSLGRPVDIASWRHSEQLPALFNGVPIGTRISV"
     gene            complement(4286970..4287965)
                     /gene="argC"
                     /locus_tag="CH60_3876"
     CDS             complement(4286970..4287965)
                     /gene="argC"
                     /locus_tag="CH60_3876"
                     /EC_number="1.2.1.38"
                     /note="argC: N-acetyl-gamma-glutamyl-phosphate reductase;
                     [E] COG0002 Acetylglutamate semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyl-gamma-glutamyl-phosphate reductase"
                     /protein_id="AJK14332.1"
                     /translation="MLNTLIVGASGYAGAELTAYLNRHPHMNITGLAVSAQSADAGKL
                     LSDLHPQLKGILDLPLQPLVDVAQAAKGIDVVFLATAHEVSHDLAPQFLAAGCVVFDL
                     SGAFRVRDAAFYSQYYGFEHQHPDWLDKAVYGLAEWQSEDIKQAQLIAVPGCYPTASQ
                     LALKPLVDGQLLNDAQWPVINAVSGAGRKASMGNSFCEVSLQPYGLFTHRHQPEIVTH
                     LGTPVIFTPHLGNFARGILATITCRLKAGVTAQNIADAYHHAYQNKPLVRLYQQGVPA
                     LKAVVGLPFCDIGFSVQGEHLIIVATEDNLLKGAAAQAVQCMNIRFGFPETQSLL"
     gene            4288216..4289379
                     /gene="argE"
                     /locus_tag="CH60_3877"
     CDS             4288216..4289379
                     /gene="argE"
                     /locus_tag="CH60_3877"
                     /EC_number="3.5.1.16"
                     /note="acOrn-deacetyl: acetylornithine deacetylase;
                     [E] COG0624 Acetylornithine
                     deacetylase/Succinyl-diaminopimelate desuccinylase and
                     related deacylases"
                     /codon_start=1
                     /transl_table=11
                     /product="acetylornithine deacetylase"
                     /protein_id="AJK13038.1"
                     /translation="MKLPPFIELYRALIATPSISAADSALDQSNEALINLLAGWFADL
                     GFRVEIQPVPDTRHKFNLLASIGENENGEGHGGLLLAGHTDTVPYDEGRWTRDPFTLT
                     EHDHKLYGLGTADMKGFFAFILDAVRDIDASKLTKPLYILATADEETTMAGARYFAAN
                     TQLRPDFAIIGEPTSLQPVRAHKGHISNAIRITGQSGHSSDPARGVNAIDLMHESITQ
                     LMALRTTLQERYHNPAFTIPYPTMNFGHINGGDAANRICACCELHMDIRPLPGLTLSD
                     LNELMTEALEPVSQRWPGRLSIDELHPPIPGYECPTDHHMVGVIEKLLGERTAVVNYC
                     TEAPFIQQVCPTLVLGPGSINQAHQPDEFIDMAFIEPTRELIGQLVDHFCQQK"
     gene            4289753..4292389
                     /locus_tag="CH60_3878"
     CDS             4289753..4292389
                     /locus_tag="CH60_3878"
                     /note="[C] COG2352 Phosphoenolpyruvate carboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate carboxylase family protein"
                     /protein_id="AJK11034.1"
                     /translation="MNEQYSAMRSNVSMLGTLLGDTIKEALGEHILDRVETIRKLSKS
                     SRAGNEASRQELLTTLQNLSNDELLPVARAFSQFLNLTNTAEQYHSISPHGEAASNPE
                     ALAQLFTRLKDKKLSDQDMRSAVDDLSIELVLTAHPTEITRRTLIHKLVEVNTCLSQL
                     DHNDLADYERNKIMRRLRQLVAQSWHTDEIRKLRPSPVDEAKWGFAVVENSLWEGVPA
                     FLREFNEQLENSLDYRLPVEAVPIRFTSWMGGDRDGNPNVTAEITRHVLLLSRWKATD
                     LFLRDIQVLVSELSMSECTPELRELAGGEEVLEPYRQLMKNVRTQLTNTQAYLEARLK
                     GERVLPPHDLLVSNDQLWEPLYACYQSLKACGMEIIANGQLLDTLRRVRCFGVPLVRI
                     DVRQESTRHTDAIAELTRYLGLGDYESWSESDKQAFLVRELNSKRPLVPLKWEPSAET
                     QEVLETCRVIAEAPQGSIAAYVISMAKVPSDVLAVHLLLKEAGCPFTLPVAPLFETLD
                     DLNNADDVMTQLLGIDWYRGLIQGKQMVMIGYSDSAKDAGVMAASWAQYRAQDALIKT
                     CEKAGITLTLFHGRGGSIGRGGAPAHAALLSQPPGSLKGGLRVTEQGEMIRFKFGLPE
                     VTISSLALYAGAILEANLLPPPEPKKEWIEVMDLLSDASCDMYRSYVRENPEFVRYFR
                     AATPELELGKLPLGSRPAKRRPDGGVESLRAIPWIFAWTQNRLMLPAWLGAGAGLQRA
                     IDAGKQDVLATMCRDWPFFSTRIGMLEMVFAKADLWLAEYYDQRLVDKSLWPLGQQLR
                     DQLAADIKVVLAIANDDHLMADLPWIAESIALRNVYTDPLNVLQAELLHRSRQQEHPD
                     ACVEQALMVTIAGVAAGMRNTG"
     gene            4293131..4293583
                     /locus_tag="CH60_3879"
     CDS             4293131..4293583
                     /locus_tag="CH60_3879"
                     /note="[L] COG2963 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK13834.1"
                     /translation="MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFR
                     RQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYRE
                     GGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAETLI"
     gene            4294098..4294481
                     /locus_tag="CH60_3880"
     CDS             4294098..4294481
                     /locus_tag="CH60_3880"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK11214.1"
                     /translation="MAYVRKSSINPDVQDAGKSAESEREKRRPDVAQRSGLALPNADV
                     ALNACRAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRKKYDSATVLKRDIVEYIHY
                     YNTERISLKTGGMSPAEYRTQVEKQ"
     gene            4294954..4296183
                     /gene="mdfA"
                     /locus_tag="CH60_3881"
     CDS             4294954..4296183
                     /gene="mdfA"
                     /locus_tag="CH60_3881"
                     /note="[GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug transporter MdfA"
                     /protein_id="AJK12658.1"
                     /translation="MQTSFSPATRLGRRALLFPLCLVLFEFAAYIANDMIQPGMLAVV
                     AEFNASVEWVPTSMTAYLAGGMFLQWLLGPLSDRRGRRPVMLAGVAFFVVTCLAILLV
                     NSIEQFIAMRFLQGIGLCFIGAVGYATIQESFEEAVCIKITALMANVALIAPLLGPLA
                     GAALIHVAPWQTMFVLFAVLGAISFAGLWRAMPETASLKGEKLSVANMWRDYKQVLAN
                     RRFLCGSLALGFASLPLLAWIAQSPVILISGEQLSTFEYGILQVPIFGALIIGNLTLA
                     RLSGKTSIPQLIRYGAGPMIVGLMIAAGSTLYSSHAYLWMTAGLSLYAFGIGLANAGL
                     VRLTLFASDISKGTVSAAMGMISMMIFTLGIELAKVAYLWGDSRGFNLFNLMSGLLWL
                     GLVMVFIRRQPEAVATE"
     gene            complement(4296332..4296535)
                     /locus_tag="CH60_3882"
     CDS             complement(4296332..4296535)
                     /locus_tag="CH60_3882"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12864.1"
                     /translation="MFLDTFSFLRVEPRQMGNGRVGRRANQPVLVNQPFCHLAGQARD
                     RNSLFDNRPALFLTGNFNEYIDA"
     gene            4296656..4296814
                     /locus_tag="CH60_3883"
     CDS             4296656..4296814
                     /locus_tag="CH60_3883"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14094.1"
                     /translation="MDIGLSLQERNNKYFYAMAKIEADKLINLSRRVSFNNIKDVFLR
                     VKFENDIK"
     gene            4296893..4297474
                     /locus_tag="CH60_3884"
     CDS             4296893..4297474
                     /locus_tag="CH60_3884"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13758.1"
                     /translation="MECYHLSKQDSMLSLKQAKVYISAKIEEHDKVIGYVIDGIAVIV
                     GGLQMVAGSGILLGSIASGNIVGIIVGAHLILNGASSLSEGVQRLRGNKNTTGFMQDA
                     YMGTAEFFGFERKTGMLAYYAADLTTSFYGVIKLSLKPDAWRLYKYIPSDYYRKINSM
                     SKLALTIQGVKATNKIRVIGSTYLDDNSEYERK"
     gene            complement(4297488..4297820)
                     /locus_tag="CH60_3885"
     CDS             complement(4297488..4297820)
                     /locus_tag="CH60_3885"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11976.1"
                     /translation="MTELEMEKKLLNNGFTAKNITHMRKIISRDDQQKETYSSLLIDL
                     KKRFFAGCLICAILFTPLIFMMFNDYTSDEIFSYLVALIFGLYMTYYITPLNLAWKSY
                     RYLSNKEE"
     gene            4298109..4298573
                     /locus_tag="CH60_3886"
     CDS             4298109..4298573
                     /locus_tag="CH60_3886"
                     /note="[L] COG4644 Transposase and inactivated
                     derivatives, TnpA family"
                     /codon_start=1
                     /transl_table=11
                     /product="tn3 transposase DDE domain protein"
                     /protein_id="AJK10976.1"
                     /translation="MSLAQQWGGGEVASADGMRFVTPVKTINAGPNRKYFGSNRGITW
                     YNFISDQFSGFHGIVVPGTLRDSIFILEGLLEQQTGLNPQEIMTDTAGASDLIFGLFW
                     LLGYPFSPRLADAGDAVFWRVDKNAIINPSNIYTFAAKVGFNLYKNANLATI"
     gene            complement(4298580..4300533)
                     /gene="selB"
                     /locus_tag="CH60_3887"
                     /note="selenocysteine-specific translation elongation
                     factor;50S ribosome-binding GTPase family protein"
                     /pseudo
     gene            complement(4300530..4301918)
                     /gene="selA"
                     /locus_tag="CH60_3889"
     CDS             complement(4300530..4301918)
                     /gene="selA"
                     /locus_tag="CH60_3889"
                     /EC_number="2.9.1.1"
                     /note="selA: L-seryl-tRNA(Sec) selenium transferase;
                     [E] COG1921 Selenocysteine synthase [seryl-tRNASer
                     selenium transferase]"
                     /codon_start=1
                     /transl_table=11
                     /product="L-seryl-tRNA(Sec) selenium transferase"
                     /protein_id="AJK13198.1"
                     /translation="MSAEPHPLYRQLPAIDRLLNEPEMAPLLAEYGPVLLADTLRQLQ
                     AEAREYIGQFHTLADWCADWPAALRQRLNQRQPALKPVFNLTGTVLHTNLGRAPLAES
                     AIAAVTDAMRSAVTLEYSLEGAGRGHRDRAVADLLCALTGAEDACIVNNNAAAVFLLL
                     TVMAAGKQVVVSRGELVEIGGAFRIPDVMRQAGCELVEVGTTNRTHLKDYRQAINENT
                     GLLMKVHTSNYSIEGFTAAVSEQQLAALGQECSIPTATDLGSGSLVDMTRYGLPAEPM
                     PQQLIAAGVDLVTFSGDKLLGGPQAGIILGKKQWIERLQQHPLKRALRADKMTLAALD
                     ATLRLYQQPDRLVEQLPSLRLLTRPASEIAACAQRLLAPLIACYGTDFTLDIESCWSQ
                     IGSGSLPVDRLPSWALTFTPKDGRGSTLEALTARWRTLTKPVIGRVADGRLWLDLRCL
                     EDEAALLRELAS"
     gene            complement(4302102..4303031)
                     /gene="fdhE"
                     /locus_tag="CH60_3890"
     CDS             complement(4302102..4303031)
                     /gene="fdhE"
                     /locus_tag="CH60_3890"
                     /note="fdhE: formate dehydrogenase accessory protein FdhE;
                     [O] COG3058 Uncharacterized protein involved in formate
                     dehydrogenase formation"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase accessory protein FdhE"
                     /protein_id="AJK11068.1"
                     /translation="MSIRIVPKDQLGKQREKGTTAGNIPPLLFANLKSLYTRRTERLQ
                     QLALDNPLADYLDFAAKITEAQQKALHDHPLVLDMQAELVQSAASGKPPLDGSVFPRT
                     EHWRKLLSALIAELRHDAPDHILAVLDNLDKASVHELELYADALLNRDFSQVGSEKAP
                     FIWAALSLYWAQMASQIPGKARAEYGEHRQFCPVCGSIPVSSVVHIGTHNGLRYLHCN
                     LCESEWHVVRIKCSNCEQTRDLNYWSLDSELAAVKAESCGDCGTYLKILYQEKDPQVE
                     AVADDLASLILDAKMEGEGFARSSINPFLFPGE"
     gene            complement(4303031..4303705)
                     /locus_tag="CH60_3891"
     CDS             complement(4303031..4303705)
                     /locus_tag="CH60_3891"
                     /EC_number="1.2.1.2"
                     /note="formate-DH-gamm: formate dehydrogenase, gamma
                     subunit;
                     [C] COG2864 Cytochrome b subunit of formate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase, gamma subunit"
                     /protein_id="AJK12945.1"
                     /translation="MKKEKPIQRYSAPERINHWIVAFCFILAAISGLGFFFPSFNWLM
                     NIFGTPQMARILHPFAGVVMFAAFLIMFFRYWKHNLINKDDLEWAKNIHKIAMNEEVG
                     DTGRYNFGQKCVFWAAIISLVLLLVSGVVIWRPYFASSFPIPLIRLALLVHSLAAVGL
                     IIVIMVHVYAALWVKGTITAMVEGWVPAAWAKKHHPRWYREVRSKDDARANAKGQPQE
                     KQKEKP"
     gene            complement(4303702..4304673)
                     /gene="fdxH"
                     /locus_tag="CH60_3892"
     CDS             complement(4303702..4304673)
                     /gene="fdxH"
                     /locus_tag="CH60_3892"
                     /EC_number="1.2.1.2"
                     /note="FDH-beta: formate dehydrogenase, beta subunit;
                     [C] COG0437 Fe-S-cluster-containing hydrogenase components
                     1"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase, beta subunit"
                     /protein_id="AJK12362.1"
                     /translation="MSLQTQDIIRRSGTNSLTPPPQVRDHQEPVAKLIDVTTCIGCKA
                     CQVACSEWNDIRDEVGHNVGVYDNPADLTAKSWTVMRFSEVEDEESGKLEWLIRKDGC
                     MHCADPGCLKACPSEGAIIQYANGIVDFQSEHCIGCGYCIAGCPFDVPRMNKDDNRVY
                     KCTLCVDRVGVGQEPACVKTCPTGAIHFGTKESMKEVAAGRVAELKTRGFDNAGLYDP
                     AGVGGTHVMYVLHHADKPQLYHGLPENPTISPTVTFWKGIWKPLAAVGFAATFAASIF
                     HYVGVGPNRVEEEEEDDETTDPTPSETVAKAPEQTTSERSDEGETRK"
     gene            complement(4304686..4307097)
                     /gene="fdnG"
                     /locus_tag="CH60_3893"
     CDS             complement(4304686..4307097)
                     /gene="fdnG"
                     /locus_tag="CH60_3893"
                     /EC_number="1.1.5.6"
                     /note="formate-DH-alph: formate dehydrogenase-N alpha
                     subunit;
                     [C] COG0243 Anaerobic dehydrogenases, typically
                     selenocysteine-containing"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase-N alpha subunit"
                     /protein_id="AJK11829.1"
                     /translation="MTNHWVDIKNADLIIVMGGNAAEAHPVGFRWAMEAKIHNNAKLL
                     VIDPRFTRTASVADFYTPIRSGTDIAFLSGVLLYLISNNKINREYVEAYTNASLLVRE
                     DYAFDDGLFSGYDAENRKYDKTSWNYQLDEDGFAKRDVTLQHPRCVWNLLKEHVSRYT
                     PEVVSNICGTPKDDFLQVCEYLAETSVSNKTATFLYALGWTQHSVGAQNIRTMAMIQL
                     LLGNMGMAGGGINALRGHSNIQGLTDLGLLSQSLPGYLNLPSEKQPDIDTYLKANTPK
                     TLLPGQVNYWSNYPKFFVSLMKSFYGDNAQKENGWGYDWLPKWDKGYDVLQYFEMMSQ
                     GKVNGYLCQGFNPIASFPDKNKVTAALSKLKFLVTIDPLNTETANFWQNHGEFNDVDP
                     SKIQTEVFRLPSSCFAEENGSIVNSSRWLQWHWKGADSPGEALNDGAILAGIFMRMRE
                     MYQREGGAVPEQVLNMTWDYLTPENPEPEEVAMESNGRALADLTDADGKVLVKKGEQL
                     STFAQLRDDGTTSSGCWIFAGSWTPAGNQMARRDNADPSGLGNTLGWAWAWPLNRRIL
                     YNRASADPQGKPWDPKRQLLEWDGAKWAGIDVADYSAAAPGSDVGPFIMQPEGMGRLF
                     AIDKMAEGPFPEHYEPFETPLGTNPLHPNVISNPAARVFKDDLAAMGSHEQFPYVGTT
                     YRLTEHFHYWTKHALLNAIAQPEQFVEIGEKLAAKKGIKQGDTVKVSSNRGFIKAKAV
                     VTKRIRTLNVHGQEVDTIGIPIHWGYEGVAKKGFLANTLTPYVGDANTQTPEFKAFLV
                     NVEKV"
     gene            complement(4307146..4307733)
                     /locus_tag="CH60_3894"
     CDS             complement(4307146..4307733)
                     /locus_tag="CH60_3894"
                     /note="[C] COG0243 Anaerobic dehydrogenases, typically
                     selenocysteine-containing"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin oxidoreductase Fe4S4 domain
                     protein"
                     /protein_id="AJK12915.1"
                     /translation="MQVSRRQFFKICAGGMAGTTVAALGFAPSVALAETRNYKLLRAR
                     ETRNTCTYCSVGCGLLMYSLGDGAKNAKESIFHIEGDPDHPVNRGALCPKGAGLVDFI
                     HSESRLKYPEYRAPGSDKWQRITWDDAFTRIAKLMKEDRDANFIKTNDAGVTVNRWLS
                     TGMLCASASSNETGYLTQKFSRALGMLAVDNQARV"
     gene            4307930..4308754
                     /locus_tag="CH60_3895"
     CDS             4307930..4308754
                     /locus_tag="CH60_3895"
                     /note="fdhD_narQ: formate dehydrogenase family accessory
                     protein FdhD;
                     [C] COG1526 Uncharacterized protein required for formate
                     dehydrogenase activity"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase family accessory protein
                     FdhD"
                     /protein_id="AJK12842.1"
                     /translation="MSQIKPSRLSSSAEIRGARQLDVLQRHKLAEPQQDWLAEEVPVA
                     LVYNGISHVVMMATPKDLAAFALGFSLSEGIISSPQEIYSIEMTPGCNGIEVNIELSS
                     RRFAGLKERRRAMAGRTGCGVCGIEQLDDIFRPITPLPFTQAFNLEHLDTALAQLKQV
                     QPVGQLTGCTHAAAWINPEGELLGGCEDVGRHVALDKLLGIRAKQPWQQGAVLVSSRA
                     SYEMVQKTAMCGAEILFAVSAATTLAVEVAERCNLTLVGFSKPGRATVYTHPQRIK"
     gene            4309210..4309833
                     /locus_tag="CH60_3896"
     CDS             4309210..4309833
                     /locus_tag="CH60_3896"
                     /note="[P] COG0605 Superoxide dismutase"
                     /codon_start=1
                     /transl_table=11
                     /product="iron/manganese superoxide dismutase,
                     alpha-hairpin domain protein"
                     /protein_id="AJK13580.1"
                     /translation="MSYSLPSLPYAYDALEPHFDKQTMEIHHTKHHQTYVNNANTVLE
                     SFPELADLSVEDLIKDLDKVPAEKRTFMRNNAGGHANHSLFWKGLKLGTTLAGDLKAA
                     IERDFGSVDSFKEKFEQAAATRFGSGWAWLVLKDDGKLAVVSTANQDSPLMGEAVSGV
                     SGFPIVGLDVWEHAYYLKFQNRRPDYIKAFWNVVNWDEAAARFAQAK"
     gene            4310177..4312126
                     /locus_tag="CH60_3897"
     CDS             4310177..4312126
                     /locus_tag="CH60_3897"
                     /note="[NT] COG0840 Methyl-accepting chemotaxis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AJK11081.1"
                     /translation="MAVFSKIIGSFDNVKVGKKLGLSFFLMLLLVGVIAGTTAYHFSV
                     IEEHAYKVELSYKINDEANQAKYNRALYERTYDLKYITENTQHINNIKNLLTQSANLR
                     WSVDNRKNIANINHVVEEYQQQQTNFVNAVTNKDKVRQSWSISESLNNINALQQSLLN
                     EGADTNTQILLAEMSQKLMTVRYNARGLLLDRNKDAETALITSINIANSAANAFMPVL
                     SAEQQKLLAPVAANLALYKDNVLAYLPAYQQELEVGKVMEASANALNTLATQLFTQEL
                     QGTHNEINNAQYQLAIAALVALLLGLLIAWRMTRQITVPLRATLDMAERIATGDLTAA
                     TTSSRTDELGMLMNAVARMNENLRAMIDEIRIGVSQVSHASGEIAAGNTDLSSRTEQQ
                     AAAVEETAASMEQLNATVKQNTDNAHHANQLATEASQTAQQGGKLVNDVVRTMNDISG
                     SSKRISEITSVINSIAFQTNILALNAAVEAARAGEQGRGFAVVASEVRNLAQRSAQAA
                     KEIEGLIGESVSQVNAGTSLVKNAGNTMEEIVRSVSHVRDIMAEIASASDEQSRGITQ
                     VSLAISEMDSTTQQNAALVEESAAAADSLAEQAILLAQAVAVFRLSEDEGATDEGRVV
                     TPKASNGRHTPEDHRINQQKSWETF"
     gene            4312316..4312648
                     /locus_tag="CH60_3898"
     CDS             4312316..4312648
                     /locus_tag="CH60_3898"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12095.1"
                     /translation="MAVKKITPIAQRTVDSMKKIIFFIMPFFILLGYSHAAEKYPADI
                     TAYLNVADDCQYFSGEWDSTLPKERQIEIEKKVNVTCSKARSLQEKLSVKYKKRQDLL
                     DVINDYDF"
     gene            complement(4312724..4312819)
                     /locus_tag="CH60_3899"
     CDS             complement(4312724..4312819)
                     /locus_tag="CH60_3899"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12549.1"
                     /translation="MFQVFARKGYKAAAISDLAKVPTSHTLSRFG"
     gene            4313180..4313656
                     /locus_tag="CH60_3900"
     CDS             4313180..4313656
                     /locus_tag="CH60_3900"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transfer DM13 family protein"
                     /protein_id="AJK13054.1"
                     /translation="MTNRMKALMLVTHLAVFGAGTGLGIYILPILTAETNATAPEIQA
                     VKQSAKYTGEFSRNQKGSDAVHWAEGKLYVSEHEIAFEGEIAPGPDYKIYLTKTQADD
                     KESFLKIKDDAKLIGDLKNFGNFKKTLPAGVNPDDYTTVQIWCETFSQFIGSASYK"
     gene            complement(4313825..4314181)
                     /locus_tag="CH60_3901"
     CDS             complement(4313825..4314181)
                     /locus_tag="CH60_3901"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12699.1"
                     /translation="MKEHAEIKRLSDMLDALNHKDPTVIQQGNVELITQHMKEKEKLA
                     AEIQRLKEVRVKNLSAEAQKLAQLPFSRAITKKEQADMGTLKKAVRGIVVVHPMTALG
                     REMGLKEVTGYAKKAF"
     gene            complement(4314229..4314351)
                     /locus_tag="CH60_3902"
     CDS             complement(4314229..4314351)
                     /locus_tag="CH60_3902"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11524.1"
                     /translation="MRVGLATCEILPERRGNRGKSQWLSGMHLCLDTQSVLLYL"
     gene            complement(4314430..4314984)
                     /gene="mtlR"
                     /locus_tag="CH60_3903"
     CDS             complement(4314430..4314984)
                     /gene="mtlR"
                     /locus_tag="CH60_3903"
                     /note="[K] COG3722 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="mannitol operon repressor"
                     /protein_id="AJK14381.1"
                     /translation="MIEKKQAFENRVLEHLNAGKTVRSFLMAAVDLLAEALNILVVQI
                     FRKDDYAVKYAVEPLLVGDGPLSELSVRLKLVYALGVITRHEYEDAELLMALREELNH
                     DGTEYRFTDDEILGPFGELHCVDELPPVPTFLRPDEADASLIAMQRQRYQQMVRSTMV
                     LSITELLSRISVKQVSKLSPLSQG"
     gene            complement(4315191..4316354)
                     /locus_tag="CH60_3904"
     CDS             complement(4315191..4316354)
                     /locus_tag="CH60_3904"
                     /note="[G] COG0246 Mannitol-1-phosphate/altronate
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="mannitol dehydrogenase Rossmann domain protein"
                     /protein_id="AJK10879.1"
                     /translation="MKALHFGAGNIGRGFIGKLLADAGAQLTFADVNQPLLDELNKRK
                     RYQVNVVGEQARVEEVKNVSAVNSGSPEVVALIAEADIVTTAVGPQILARIAATVAQG
                     LITRHQQGNTRPLNIIACENMVRGTSQLKQHVFAALSEDEQIWVEQHVGFVDSAVDRI
                     VPPSEAGSTDILAVTVETFSEWIVDGTQFKGQPPEIVGMELTDNLMAFVERKLFTLNT
                     GHAITAYLGQLAGHQTIRDAILDPAVRQTVKGAMEESGAVLIKRYAFDPQKHAAYINK
                     ILSRFENPYLHDDVERVGRQPLRKLSAGDRLIKPLLGTLEYQLPHDSLVTGIAAAMSY
                     RSEQDPQAQELVTLLAQLGPKAALAQISGLPADSEVVEQAVSVYNAMQQKLAH"
     gene            complement(4316491..4318422)
                     /gene="mtlA"
                     /locus_tag="CH60_3905"
     CDS             complement(4316491..4318422)
                     /gene="mtlA"
                     /locus_tag="CH60_3905"
                     /note="[G] COG2213 Phosphotransferase system,
                     mannitol-specific IIBC component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system mannitol-specific EIICBA component"
                     /protein_id="AJK14099.1"
                     /translation="MFSPDAKVRVQNFGRFLSNMVMPNIGAFIAWGIITALFIPTGWL
                     PNETLAKLVGPMITYLLPLLIGFTGGRLVGGDRGGVVGAITTMGVIVGADMPMFLGAM
                     IVGPLGGWAIKHFDRWVEGKIKSGFEMLVNNFSSGIIGMLLALLAFMAIGPLVEVLSK
                     GLAYGVDVMVQNNLLPLASIFVEPAKILFLNNAINHGIFSPLGVQQAAETGKSIFFLI
                     EANPGPGLGVLMAYMFFGKGNAKQSAGGAAIIHFFGGIHEIYFPYVLMNPRLLLAVIL
                     GGMTGVFTLTLLNGGLVSAASPGSILAILAMTPKGAYFANIAAVATAFAVSFVVSAIL
                     LKSSKAKDDEEGLEGATRRMQDMKAQSKGVQAANAAAAAGDLSTVRKIIVACDAGMGS
                     SAMGAGVLRKKVQDAGLKHIAVTNCAINNLPEDVDLVITHRDLTERAMRHAPQAQHIS
                     LTNFLDSQLYNSLTAELLQASQLVDNTKVQKVIEKLDDSFEAFEDNLFKLGAENIFLN
                     QHATAKEQAIRFAGEQLVKGGYVEPEYVEAMLDREKLSSTYLGESIAVPHGTIEAKDR
                     VLKTGVVFCQYPEGVRFGDEEDDVARLVIGIAARNNEHIQVITSLTNALDDDSVIARL
                     SKTTSVQEVLDLLGGKTSA"
     gene            complement(4319072..4319791)
                     /locus_tag="CH60_3906"
     CDS             complement(4319072..4319791)
                     /locus_tag="CH60_3906"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10996.1"
                     /translation="MIFALNTVRNPRWLAPLLAFLVMFLVTACGDKELEQRKAFIDYL
                     QNTVMRSGMKLPTLSEDQKQKFGPYVSDYAILVTFSQQLSKSVDASLVPAIEQINQIR
                     VAQDYLSKRDALQQSAGALNLLVQQIRTAKAQADSAQAALKLPDDLKVVFNRAFDNIV
                     TQPANVLIPAVPVVSSFVQDLVQVGDFLQQQGTQVTFNNGGIQFQTPQQAAQYNTMMS
                     NLVAKYPEMMAAQKRVMKVMQ"
     gene            complement(4320248..4322317)
                     /gene="glyS"
                     /locus_tag="CH60_3907"
     CDS             complement(4320248..4322317)
                     /gene="glyS"
                     /locus_tag="CH60_3907"
                     /EC_number="6.1.1.14"
                     /note="glyS: glycine--tRNA ligase, beta subunit;
                     [J] COG0751 Glycyl-tRNA synthetase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine--tRNA ligase, beta subunit"
                     /protein_id="AJK12707.1"
                     /translation="MTQQTFLVEIGTEELPPKALRSLAESFAANFTAELDNANLSHGE
                     VSWYAAPRRLAVKVANLSAAQADREVEKRGPAIAQAFDAEGKPSKAAEGWARGCGITV
                     DQAERLVTDKGEWLLYRAHVKGQPAQLLLAGMVNTALSKLPIPKLMRWGDKETQFVRP
                     VHTVTLLLGTEVIPGTVLGINSDRVIRGHRFMGEAEFTIDSADQYPQILLERGKVIAD
                     YELRKSIIKRDAEQAAQQIGGVADLSESLLEEVASLVEWPVVLTAKFEEKFLAVPAEA
                     LVYTMKGDQKYFPVYDTAGHLMPHFIFVANIESKDPQQIISGNEKVVRPRLADAEFFF
                     KTDRKKRLEDNLPRLETVLFQQQLGTLRDKTDRIQALAGWVAAQIGADVNHATRAGLL
                     SKCDLMTNMVFEFTDTQGVMGMHYARHDGEAEDVAVALNEQYQPRFAGDDLPSNPVAC
                     ALAIADKMDTLAGIFGIGQHPKGDKDPFALRRAALGVLRIIVEKNLSLDLQTLTEEAV
                     RLYGSKLTNAKVVDDVIEFMLGRFRAWYQDEGHSVDTIQAVLARRPTKPADFDARVKA
                     VTYFRTLDAAAALAAANKRVSNILAKSTDTLNDHVHASILKEPAELKLATHLVVLRDQ
                     LEPVFAAGQYKEALVELAALRETVDEFFESVMVMAEDDAVRVNRLTLLSKLRELFLQV
                     ADISLLQ"
     gene            complement(4322327..4323241)
                     /gene="glyQ"
                     /locus_tag="CH60_3908"
     CDS             complement(4322327..4323241)
                     /gene="glyQ"
                     /locus_tag="CH60_3908"
                     /EC_number="6.1.1.14"
                     /note="[J] COG0752 Glycyl-tRNA synthetase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="glycyl-tRNA synthetase alpha subunit"
                     /protein_id="AJK13671.1"
                     /translation="MQKFDTKTFQGLILTLQDYWARQGCTIVQPLDMEVGAGTSHPMT
                     CLRAIGPEPIAAAYVQPSRRPTDGRYGENPNRLQHYYQFQVIIKPSPDNIQELYLGSL
                     KELGLDPTIHDIRFVEDNWENPTLGAWGLGWEVWLNGMEVTQFTYFQQVGGLECKPVT
                     GEITYGLERLAMYIQGVDSVYDLIWCDGPLGTTTYGDIYHQNEVEQSTYNFEYADVDF
                     LFSCFEQYEKEAQSLLALETPLPLPAYERILKAGHTFNLLDARKAISVTERQRYILRI
                     RTLTKAVAEAYYASREALGFPMCKKNQN"
     gene            4323372..4323506
                     /locus_tag="CH60_3909"
     CDS             4323372..4323506
                     /locus_tag="CH60_3909"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10908.1"
                     /translation="MGLNFTIPNRVSPVSRPPQNRHERVAYLCLNSDHPPLSQATPML
                     "
     gene            4323575..4324141
                     /gene="tag"
                     /locus_tag="CH60_3910"
     CDS             4323575..4324141
                     /gene="tag"
                     /locus_tag="CH60_3910"
                     /EC_number="3.2.2.20"
                     /note="tag: DNA-3-methyladenine glycosylase I family
                     protein;
                     [L] COG2818 3-methyladenine DNA glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-3-methyladenine glycosylase I family
                     protein"
                     /protein_id="AJK11021.1"
                     /translation="MQRCGWVTSDPLYLAYHDTEWGVPLKDSRALFEMICLEGQQAGL
                     SWITVLKKREHYRKSFHHFDPVKVAKMGPEEVEIRVQDSGIIRHRGKIQAIITNAQAY
                     LAMEANGEDFSRFIWSFVDDEPKINHWWCLAEAPATTAVSDAMSKALKKRGFKFIGST
                     ICYAFMQASGLVNDHMANCFCHPDNAVK"
     gene            4324138..4324593
                     /locus_tag="CH60_3911"
     CDS             4324138..4324593
                     /locus_tag="CH60_3911"
                     /note="[KR] COG0454 Histone acetyltransferase HPA2 and
                     related acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AJK12219.1"
                     /translation="MIRVYQPDDLNALMQLWLTSTIDAHPFVAEQYWYESAPLIRETY
                     LPAARTWVYQQPGAAAEENTIIGFISILEEQLVGALFVAQAFHGHGVAKALMDHVQQR
                     YPALSLEVYQQNRRAYRFYRKQGFTVIGRAYHAETQGTILTMHWQHPAH"
     gene            4324951..4325610
                     /locus_tag="CH60_3912"
     CDS             4324951..4325610
                     /locus_tag="CH60_3912"
                     /note="[M] COG2885 Outer membrane protein and related
                     peptidoglycan-associated (lipo)proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine zipper 2TM domain protein"
                     /protein_id="AJK12739.1"
                     /translation="MKKRILAPVAIVSVALILSACTTNPYTGESQAGKSGYGAGIGAA
                     LGAGIGLLSSSKHDRGKGALIGAAAGAALGGGAGYYMDVQEAKLREKMSGTGVSVTRQ
                     GENIVLNMPNNVTFDTNSSNLKPAGANTLTGVAMVLKEYDKTAVNVTGYTDSTGARAH
                     NIVLSQQRADNVASALIVQGVAANRIRTYGAGPDNPVASNSTAAGKAQNRRVEITLSP
                     L"
     gene            complement(4325741..4326385)
                     /locus_tag="CH60_3913"
     CDS             complement(4325741..4326385)
                     /locus_tag="CH60_3913"
                     /note="[K] COG2345 Predicted transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator protein"
                     /protein_id="AJK11020.1"
                     /translation="MNIDHGARQPQSVGERLLLLLKTHGPLQAGEAGNILGTTGEAAR
                     QQFVKLAKKGLVVAEAQTRGVGRPIQLWQLTESGNTHFPDAHGELAVQLLRLIRTQLG
                     DNALELLIDSREQETRDQYCQAMVGVSNVAERVERLVAIRTGEGYMAQSQVEADGTIL
                     LIENHCPIWAAAASCQRFCRTELAVFQQALGVPVERVEHILSGARRCTYRIHPE"
     gene            4326904..4327884
                     /locus_tag="CH60_3914"
     CDS             4326904..4327884
                     /locus_tag="CH60_3914"
                     /note="[CHR] COG1052 Lactate dehydrogenase and related
                     dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="D-isomer specific 2-hydroxyacid dehydrogenase,
                     NAD binding domain protein"
                     /protein_id="AJK12281.1"
                     /translation="MKPSIVLYKSIPTDLHQRLAQHFTVNSFDGLTPDNQPELLAALQ
                     QAEGLIGSGGKIDQDFLQLAPNLRAASTISVGYDNFDVEALSQRGIALMHTPTVLTET
                     VADTMMALMLSTARRVVELAERVKAGEWQESIGDDWFGVDVHHKTIGILGMGRIGMAL
                     AQRAHFGFSMPVLYTSRRPHEAAEQRFGARHCSLDTLLAEADFLCITLPMTEQTYHMI
                     GREQLAKMKSSAILINAGRGPVVDEQALIAALQDGTIHAAGLDVFEQEPLPVDSPLLT
                     LRNVVAVPHIGSATHETRYNMAACAVDNLINALTGTVKENCVNPQVLITH"
     gene            4328154..4330217
                     /locus_tag="CH60_3915"
     CDS             4328154..4330217
                     /locus_tag="CH60_3915"
                     /note="[G] COG0366 Glycosidases"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha amylase, catalytic domain protein"
                     /protein_id="AJK13255.1"
                     /translation="MKRLTLPLLLVLSPAAMANWSLQHFPAFTEQDSGIFLSSSSLTK
                     GEYPLKFYQDKQCWQPTGPVKLNQMLSLQPCQENIAIPWRLFRDGQYQARIDTRSGTP
                     TLTLSVTAPVAEAVQVVTHVCQRWDGNPVTVDVSKTFAEGEIVRDFYSGQTATVSLGK
                     ITLRPAPESGGLLLLESAQTQQAAPFSWQNATVYFALTDRFNNGNPANDHSYGRHGDG
                     MQEIGTFHGGDLAGLTEKLDYLQQLGVNALWISSPLEQIHGWVGGGTKGDFPHYAYHG
                     YYGLDWTRLDANMGTEQDLRTLVEQAHKRGIRILFDVVMNHVGYATLADMQNDQFGAL
                     YLQGDQQEKTLGKRWSDWTPGSGQTWHSFNDYINFSDKTAWDNWWGKKWIRTDIGDYD
                     TPGYDDLTMSLAFLPDIKTESTQPSGLPVFYRNKPDTAAQEIAGATPRDYMTHWLSQW
                     VRDYGIDGFRVDTAKHVEKPAWQQLKQQSIAALAEWKAAHPEQALDNLPFWMTGEAWG
                     HGVMKSDYYQNGFDAMINFDFQDQANQALACFSSIESTYNQMAEKLQNFNVLSYLSSH
                     DTRLFFKDDAQQSLAKQQRAGSLLLLAPGAVQIFYGDESGRKFGPTGSDPLQGTRSDM
                     NWSELSGEKGALLAHWQKVSQFRARHPAIGAGVQQSQQTANYYAFSRQHQGDKVLVVW
                     VGDKN"
     gene            4330632..4331075
                     /locus_tag="CH60_3916"
     CDS             4330632..4331075
                     /locus_tag="CH60_3916"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK13657.1"
                     /translation="MKNRIAFLIGSFIIALLIGFDLYYHMIYFLYGSKAILAYDVFTL
                     MTSNAVNALLLSISVTISYLPLLFIKEGAIQNKMVFSFLSLSFYFILLLTLTLSHFMV
                     RTSPYANHNVIHGYDLIIACNIILSSIINLFLIRKVINIFSKADN"
     gene            4331530..4332795
                     /locus_tag="CH60_3917"
     CDS             4331530..4332795
                     /locus_tag="CH60_3917"
                     /note="[E] COG3977 Alanine-alpha-ketoisovalerate (or
                     valine-pyruvate) aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AJK12007.1"
                     /translation="MKFSLFGDKFTRYAGITRLMDDLNDGLRTPGSIMLGGGNPAHIP
                     EMDTYFQQLCQEMLTEGKLTEALCNYDGPQGKDLLLKALAKMLRDELGWQIEPQNIAL
                     TNGSQSAFFYLFNLFAGRYADGSRRRVLFPLAPEYLGYADAGLDEDLFVSAKPNIELL
                     PEGQFKYHVDFEHLNITDDIGLICVSRPTNPTGNVITDEELIRLDAIAQQRNIPLLID
                     NAYGVPFPGIIFTDATPLWNPNIILCMSLSKLGLPGSRCGIVIADEKVISAITNMNGI
                     ISLSPGGMGPAIAAEMIERGDLLRLSNEVIRPFYFERVQQTIAILRKYLPAERCLIHK
                     PEGAIFLWLWFKDLPISTELLYQRLKKRGVLMVPGHYFFPGLGYDWPHTHQCMRMNYV
                     PAPEMIEKGVAILAEEIERAFQEAKQLTD"
     gene            complement(4332908..4334566)
                     /locus_tag="CH60_3918"
     CDS             complement(4332908..4334566)
                     /locus_tag="CH60_3918"
                     /note="yidE_YbjL_dupl: AspT/YidE/YbjL antiporter
                     duplication domain protein;
                     [R] COG2985 Predicted permease"
                     /codon_start=1
                     /transl_table=11
                     /product="AspT/YidE/YbjL antiporter duplication domain
                     protein"
                     /protein_id="AJK12850.1"
                     /translation="MSAIALTVSMLALVAVLGLWIGNWKIYGVGLGIGGVLFGGIIVG
                     HFAQTYQIVLNGDMLHFIQEFGLILFVYTIGIQVGPGFFSSLRVSGLRLNCFAILMVV
                     VGGLVTAIIHKLFAVPLPIILGVFSGAVTNTPALGAAQQILTDLGSPPQLVSQMGMGY
                     AMAYPFGICGILLVMWLIRLFFKINIDREAKAFDSSYGQNRELLQTMNVAVRNPNLHG
                     LSVQDVPLLNSDEVVCSRLKRGDLLMVPMPATVIEIGDYLHLVGQRDALEKVRLVVGE
                     EVDVTLSTAGTALQTARVVVTNEAVLGKKIRDLNLKQKYDVVITRLNRAGIELVASNS
                     ASLQFGDILNLVGRPEAIEAVSAIVGNAQQKLQQVQMLPVFIGVGLGVLLGSIPLFVP
                     GFPAALRLGLAGGPLVVALILGRIGSIGKLYWFMPPSANLALRELGIVLFLSVVGLKS
                     GGDFINTLVNGDGLAWIGYGAMITGIPLLTVGILARMLVKMNYLTLCGMLAGSMTDPP
                     ALAFANGLHPTSGAAALSYATVYPLAMFLRIMSPQILAVLFWTL"
     gene            complement(4334939..4335403)
                     /locus_tag="CH60_3919"
     CDS             complement(4334939..4335403)
                     /locus_tag="CH60_3919"
                     /note="[O] COG0071 Molecular chaperone (small heat shock
                     protein)"
                     /codon_start=1
                     /transl_table=11
                     /product="hsp20/alpha crystallin family protein"
                     /protein_id="AJK12368.1"
                     /translation="MRNYDLSPLLRQWIGFDKLASTMQGGQEPQGFPPYNIEKTDDNH
                     YRISLALAGFKQSELDIEVEGPRLTVRGKPTPVEKQVEYLHQGLVRKEFSLTFTLAEH
                     LNVDNAQFENGLLHIDLLRQVPEALQPQRIAIGSATPQERQVLESPEAPDQQ"
     gene            complement(4335684..4336097)
                     /gene="ibpA"
                     /locus_tag="CH60_3920"
     CDS             complement(4335684..4336097)
                     /gene="ibpA"
                     /locus_tag="CH60_3920"
                     /note="[O] COG0071 Molecular chaperone (small heat shock
                     protein)"
                     /codon_start=1
                     /transl_table=11
                     /product="small heat shock protein ibpA"
                     /protein_id="AJK10671.1"
                     /translation="MRNSDLAPLYRSAIGFDRLFNLLESGQNQSNGGYPPYNVELVDE
                     NNYRIAIAVAGFAEQELEITTQDNLLIVRGSHANEPAQRTYLYQGIAERNFERKFQLA
                     EHIKIKGANLVNGLLYIDLERLVPESLKPRRIEIK"
     gene            4336465..4336803
                     /locus_tag="CH60_3921"
     CDS             4336465..4336803
                     /locus_tag="CH60_3921"
                     /note="conserved hypothetical protein;
                     [R] COG5645 Predicted periplasmic lipoprotein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13960.1"
                     /translation="MRNIVIPFATGCSLLLTSGCSSILTHTSSSQGYYSGTEANIAML
                     KDDDTGWALRPLLAVDLPFSAVMDTLFLPYDYLRSDSEDKAASSPRERVRQSEMQNQQ
                     TNQTGDTPKQ"
     gene            complement(4336843..4337157)
                     /locus_tag="CH60_3922"
     CDS             complement(4336843..4337157)
                     /locus_tag="CH60_3922"
                     /note="dipeptidyl peptidase IV (DPP IV) N-terminal region
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11537.1"
                     /translation="MNDDNGVVQLWLISPNGGELRQLTASQWGIQSAFSWSPQGEHLA
                     FICDNSVMLCDSLTGHLRRLTARSVVAPLADAVVFSPNGKKIAFMREIDGWAQIFTVH
                     AD"
     gene            complement(4337147..4337458)
                     /locus_tag="CH60_3923"
     CDS             complement(4337147..4337458)
                     /locus_tag="CH60_3923"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13801.1"
                     /translation="MNAQKNRFLPEQQLTFDPRGHQLTNINVWTPDSQWLAYDVRPSG
                     GTFNGLTIEQVNCITGEIEVIYRARQGAHVGVVTVSPDMPAPLAAFIAGWQCHCLPDE
                     R"
     gene            4337666..4338628
                     /locus_tag="CH60_3924"
     CDS             4337666..4338628
                     /locus_tag="CH60_3924"
                     /note="[E] COG1171 Threonine dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal-phosphate dependent enzyme family
                     protein"
                     /protein_id="AJK11471.1"
                     /translation="MNTLFDAIREAHQILRPQVRVTPLEHSPLLSQHSGCEIYLKCEH
                     LQHTGSFKFRGASNKLRLLNEAQRQQGVITASTGNHGQGVALAAKLAGIKSTIYAPEQ
                     AAAIKLDVIRALGGQIELVSGDALNAELAAGIAAEQQGKVYISPYNDPQVIAGQGTCG
                     MEMVEQQPDLDAVFVAVGGGGLISGIATVLKTLSDKTQVIGCWPANATSLYTCLEKGQ
                     IQEVAEQETLSDGTAGGIEPGAITFALCQQLIDQKVLVSEQEIKEAMGLIARTDRWMI
                     EGAAGVALAAALKLAPQWQGKKVAVVLCGKNIVLEKYLGAVSGC"
     gene            4338622..4339575
                     /locus_tag="CH60_3925"
     CDS             4338622..4339575
                     /locus_tag="CH60_3925"
                     /note="[E] COG2423 Predicted ornithine cyclodeaminase,
                     mu-crystallin homolog"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine cyclodeaminase/mu-crystallin family
                     protein"
                     /protein_id="AJK11645.1"
                     /translation="MLILNKQKILDKFDADRITLLLKEGFIAFSQQRVQMPPVQHLLF
                     DQANGDCCIKSGYLQGDDQFVVKVSGGFYDNPAQGLASNQGVMMAFSAKTGEPQAILL
                     DEGWLTALRTALAGRIVAELCAPQHISALGIVGTGIQARLHLMYLKNVMTCRQLWVWG
                     RSETALEEYRQYAQAEGFAVNTTLNAAELAHHSQFIVTTTPSREPILQAEDIQPGTHI
                     TAVGADSAGKHELSAELVARADKILVDSIAQCTDFGEVSLAFKQGLLAHHNLTEIGLA
                     LAQGIPFRENDQQITLADLTGLGIQDVQIVKGILGDKKGVL"
     gene            4339782..4340297
                     /locus_tag="CH60_3926"
     CDS             4339782..4340297
                     /locus_tag="CH60_3926"
                     /note="[L] COG2963 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK11148.1"
                     /translation="MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFR
                     RQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYRE
                     GGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREE
                     KALREQQKKPE"
     gene            4340351..4341136
                     /locus_tag="CH60_3928"
     CDS             4340351..4341136
                     /locus_tag="CH60_3928"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK10854.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(4341075..4341296)
                     /locus_tag="CH60_3927"
     CDS             complement(4341075..4341296)
                     /locus_tag="CH60_3927"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13057.1"
                     /translation="MPSEGRLSRKRIGPVRQRNDESRDPTKWASDSAKARGSKGATLC
                     TEPQNLDICFTAFLPESGILPDSFRLFSG"
     gene            complement(4341527..4342336)
                     /locus_tag="CH60_3929"
     CDS             complement(4341527..4342336)
                     /locus_tag="CH60_3929"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein;
                     [R] COG0561 Predicted hydrolases of the HAD superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AJK11981.1"
                     /translation="MAIELIAIDMDGTLLNPQHEITPRVKQAIAAARAKGVCVVLATG
                     RPYIGVQRYLRELNMENSGDYCISNNGALVQKAATGECILQETLSFEDYLYFEALSRE
                     LGVSFQAFDFNTLYTANKDISKYTLHEVMLTGIPLKYRAVEEMDPTLRFPKVMMIDEP
                     ERLDRALAMMPAEVFERFTIMKSAPFYLEILSKRADKGTGVKMLAEHLGIAQKNVMAL
                     GDQGNDIAMVNYAGVGVAMGNAIPELKEIAQYVTGTNCEDGVATAIEKYIG"
     gene            complement(4342552..4344966)
                     /gene="gyrB"
                     /locus_tag="CH60_3930"
     CDS             complement(4342552..4344966)
                     /gene="gyrB"
                     /locus_tag="CH60_3930"
                     /EC_number="5.99.1.3"
                     /note="gyrB: DNA gyrase, B subunit;
                     [L] COG0187 Type IIA topoisomerase (DNA gyrase/topo II,
                     topoisomerase IV), B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA gyrase, B subunit"
                     /protein_id="AJK13848.1"
                     /translation="MSNTYDSSSIKVLKGLDAVRKRPGMYIGDTDDGTGLHHMVFEVV
                     DNAIDEALAGHCKEILVTIHADNSVSVQDDGRGIPTGMHDEEGVSAAEVIMTVLHAGG
                     KFDDNSYKVSGGLHGVGVSVVNALSEKLELVIRREGKVHEQTYKMGVPQAPLKVVGET
                     EQTGTTVRFWPSFQTFTNNTEFQYEILAKRLRELSFLNSGVSIKLKDKRNDKEDHFHY
                     EGGIKAFVEYLNKNKNPIHPKVFYFSTMKDDIGVEVALQWNDGFQENIYCFTNNIPQR
                     DGGTHLVGFRTAMTRTLNSYMDKEGYSKKAKISATGDDAREGLIAVVSVKVPDPKFSS
                     QTKDKLVSSEVKTAVETLMNEKLVEYLLENPTDAKIVVGKIIDAARAREAARKAREMT
                     RRKGALDLAGLPGKLADCQERDPALSELYLVEGDSAGGSAKQGRNRKNQAILPLKGKI
                     LNVEKARFDKMLSSQEVATLITALGCGIGRDEYNPDKLRYHNIIIMTDADVDGSHIRT
                     LLLTFFYRQMPEIIERGHVFIAQPPLYKVKKGKQEQYIKDDDAMEQYQMTLALDGAAL
                     HTNAHAPALAGEPLEKLVAEHYSVQKTIARMERRYPRALLNNLIYQPTLQEEDLGNKE
                     VVTQWIDSLVVLLNEKEHHGSSYSSVVRENRERQLFEPILRIRTHGVDTDYDLDFDFI
                     HGGEYRKICLLGDKLRGLIEDGAFVERGERRVPVSSFEEALDWLVKESRRGLAIQRYK
                     GLGEMNPDQLWETTMDPESRRMLRVMVKDAIAADQLFTTLMGDAVEPRRAFIEENALR
                     AANIDI"
     gene            complement(4344986..4346071)
                     /gene="recF"
                     /locus_tag="CH60_3931"
     CDS             complement(4344986..4346071)
                     /gene="recF"
                     /locus_tag="CH60_3931"
                     /note="recf: DNA replication and repair RecF family
                     protein;
                     [L] COG1195 Recombinational DNA repair ATPase (RecF
                     pathway)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication and repair RecF family protein"
                     /protein_id="AJK11071.1"
                     /translation="MALTRLLIKDFRNIESADLALAAGFNFLVGPNGSGKTSVLEAVY
                     TLGHGRAFRSLQAGRVIRHECAEFVLHGRVDANEREASVGLSKSRQGDTKVRIDGTDG
                     HKVAELAQMLPMQLITPEGFTLLNGGPKFRRAFLDWGCFHNEPGFFTAWSNLKRLLKQ
                     RNAALRQVSRYTQIRAWDQEIIPLAERISEWRAAYSDAIAADISATCALFLPEFALSF
                     SFQRGWDKESDYGELLARQFERDRALTYTAVGPHKADFRIRADGTPVEDLLSRGQLKL
                     LMCALRLAQGEFLTRQSGRRCLYLLDDFASELDTGRRRLLAERLKATQAQVFVSAVSA
                     EQVADMVGEKGKMFRVEHGKIEVQPQD"
     gene            complement(4346244..4347344)
                     /gene="dnaN"
                     /locus_tag="CH60_3932"
     CDS             complement(4346244..4347344)
                     /gene="dnaN"
                     /locus_tag="CH60_3932"
                     /EC_number="2.7.7.7"
                     /note="dnan: DNA polymerase III, beta subunit;
                     [L] COG0592 DNA polymerase sliding clamp subunit (PCNA
                     homolog)"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, beta subunit"
                     /protein_id="AJK12411.1"
                     /translation="MKFIIEREHLLKPLQQVSSPLGGRPTLPILGNLLLQVTEGSLRL
                     TGTDLEMEMVACVALSQSHEPGATTVPARKFFDIWRGLPEGAEITVALDGDRLLVRSG
                     RSRFSLSTLPAIDFPNLDDWQSEVEFTLPQATLKRLIESTQFSMAHQDVRYYLNGMLF
                     ETEGEELRTVATDGHRLAVCSMPIGQTLPSHSVIVPRKGVMELVRLLDGGDTPLRLQI
                     GSNNIRAHVGDFIFTSKLVDGRFPDYRRVLPKNPDKMLEAGCDLLKQAFSRAAILSNE
                     KFRGVRLYVSHNQLKITANNPEQEEAEEILDVSYEGTEMEIGFNVSYVLDVLNALKCE
                     DVRLLLTDSVSSVQIEDSASQAAAYVVMPMRL"
     gene            complement(4347349..4348737)
                     /gene="dnaA"
                     /locus_tag="CH60_3933"
     CDS             complement(4347349..4348737)
                     /gene="dnaA"
                     /locus_tag="CH60_3933"
                     /note="dnaA: chromosomal replication initiator protein
                     DnaA;
                     [L] COG0593 ATPase involved in DNA replication initiation"
                     /codon_start=1
                     /transl_table=11
                     /product="chromosomal replication initiator protein DnaA"
                     /protein_id="AJK11693.1"
                     /translation="MSLSLWQQCLARLQDELPATEFSMWIRPLQAELSDNTLALYAPN
                     RFVLDWVRDKYLNNINGLLNDFCGTEVPLLRFEVGSKPAARAHNNPVTASVSAPVAPV
                     TRSAPMRPSWDNSPAQPELSYRSNVNPKHTFDNFVEGKSNQLARAAARQVADNPGGAY
                     NPLFLYGGTGLGKTHLLHAVGNGIMARKANAKVVYMHSERFVQDMVKALQNNAIEEFK
                     RYYRSVDALLIDDIQFFANKERSQEEFFHTFNALLEGNQQIILTSDRYPKEINGVEDR
                     LKSRFGWGLTVAIEPPELETRVAILMKKADENDIRLPGEVAFFIAKRLRSNVRELEGA
                     LNRVIANANFTGRAITIDFVREALRDLLALQEKLVTIDNIQKTVAEYYKIKVADLLSK
                     RRSRSVARPRQMAMALAKELTNHSLPEIGDAFGGRDHTTVLHACRKIEQLREESHDIK
                     EDFSNLIRTLSS"
     gene            4348930..4349070
                     /locus_tag="CH60_3934"
     CDS             4348930..4349070
                     /locus_tag="CH60_3934"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14377.1"
                     /translation="MADHNAKGAIDPLLPHRLDPFYPQAVTFAMSVTQHIGFRDLIVK
                     DP"
     gene            4349447..4349587
                     /gene="rpmH"
                     /locus_tag="CH60_3935"
     CDS             4349447..4349587
                     /gene="rpmH"
                     /locus_tag="CH60_3935"
                     /note="rpmH_bact: ribosomal protein L34;
                     [J] COG0230 Ribosomal protein L34"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L34"
                     /protein_id="AJK14088.1"
                     /translation="MKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKSRSRLTV
                     SK"
     gene            4349606..4349965
                     /gene="rnpA"
                     /locus_tag="CH60_3936"
     CDS             4349606..4349965
                     /gene="rnpA"
                     /locus_tag="CH60_3936"
                     /EC_number="3.1.26.5"
                     /note="rnpA: ribonuclease P protein component;
                     [J] COG0594 RNase P protein component"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease P protein component"
                     /protein_id="AJK14337.1"
                     /translation="MVKLAFPRELRLLTPSHFTFVFQQPQRAGTPQITILGRLNELGH
                     PRIGLTVAKKHVKRAHERNRIKRLTRESFRLHQHALPSMDFVVLVKKGVADLDNRALT
                     EALEKLWRRHCRQAPAS"
     gene            4349929..4350186
                     /locus_tag="CH60_3937"
     CDS             4349929..4350186
                     /locus_tag="CH60_3937"
                     /note="[S] COG0759 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein insertion efficiency
                     factor"
                     /protein_id="AJK11921.1"
                     /translation="MASPLSPGSRILIGLIRGYQLVISPLLGPRCRFHPTCSHYGIEA
                     LRRFGMIKGSWLTLKRVLKCHPLNSGGDDPVPPKLDDNREH"
     gene            4350189..4351829
                     /gene="yidC"
                     /locus_tag="CH60_3938"
     CDS             4350189..4351829
                     /gene="yidC"
                     /locus_tag="CH60_3938"
                     /note="yidC_nterm: membrane protein insertase, YidC/Oxa1
                     family, N-terminal domain;
                     [U] COG0706 Preprotein translocase subunit YidC"
                     /codon_start=1
                     /transl_table=11
                     /product="Preprotein translocase subunit YidC"
                     /protein_id="AJK12787.1"
                     /translation="MDSQRNLLLIALLFVSFMIWQAWQVDNNPQPTAQTTQQTTNTAT
                     GDKASQAVPGSGQGQLITVKTDVLSLTINTRGGDIEQANLLAYPDTLGSSNTFELLET
                     TPSFVYQAQSGLTGKNGPDNPANGDRPLFEVPQTSFVLADGQDELRIPLTFTSKDGSV
                     FIKTFVLKRNDYAIGVDYHVNNASAAPLELTLFGQLKQSINLPKKRDTGSNNFALQTY
                     RGAAYSSDETKYKKYSFSDIEDKNLDITTKGGWVAMLQQYFATAWIPAANETNTFYSA
                     ELGNGLAAIGFKGAPVVIQPGEQKQLSATLWVGPEIQNKMAEIAPHLDLTVDYGWLWF
                     ISQPLFKLLKFIHSFVGNWGFSIIVITFIVRGIMYPLTKAQYTSMAKMRLLQPKLAAM
                     RERIGDDKQRMSQEMMALYKAEKVNPLGGCLPLIIQMPIFLALYYMLMSSVELRHAPF
                     ILWIHDLSAQDPYYILPILMGITMYFIQKMSPTTVTDPMQQKIMTFMPVIFTVFFLWF
                     PAGLVLYYIVSNLVTILQQQLIYRGLEKRGLHSREKKK"
     gene            4351972..4353336
                     /gene="trmE"
                     /locus_tag="CH60_3939"
     CDS             4351972..4353336
                     /gene="trmE"
                     /locus_tag="CH60_3939"
                     /note="mnmE_trmE_thdF: tRNA modification GTPase TrmE;
                     [R] COG0486 Predicted GTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA modification GTPase TrmE"
                     /protein_id="AJK13619.1"
                     /translation="MSTTDTIVAQATPPGRGGVGILRVSGRAASEVAHAVLGKLPKPR
                     YADYLPFKDVDGSTLDQGIALYFPGPNSFTGEDVLELQGHGGPVILDLLLKRILALPG
                     LRIARPGEFSERAFLNDKLDLAQAEAIADLIDASSEQAARSAVNSLQGAFSARIHQLV
                     EALTHLRIYVEAAIDFPDEEIDFLSDGKIEGQLNGVMADLEQVRTEARQGSLLREGMK
                     VVIAGRPNAGKSSLLNALAGREAAIVTDIAGTTRDVLREHIHIDGMPLHIIDTAGLRE
                     ANDEVERIGIERAWNEIEQADRVLFMVDGTTTDATEPAAIWPEFMARLPATLPITVVR
                     NKADITGETLGLTKVNGHSLIRLSARTGEGIDLLRDHLKQSMGFTSNTEGGFLARRRH
                     LQALETAARHLIQGHEQLVSAYAGELLAEELRLAQQSLSEITGEFSSDDLLGRIFSSF
                     CIGK"
     gene            4353522..4354721
                     /locus_tag="CH60_3940"
     CDS             4353522..4354721
                     /locus_tag="CH60_3940"
                     /note="[S] COG3007 Uncharacterized paraquat-inducible
                     protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P)H binding domain of trans-2-enoyl-CoA
                     reductase family protein"
                     /protein_id="AJK12370.1"
                     /translation="MIIKPRVRGFICVTAHPTGCEANVKKQIDYVTTEGPIANGPKRV
                     LVIGASTGYGLAARITAAFGCGADTLGVFFERPGEEGKPGTSGWYNSAAFHKFAAQKG
                     LYAKSINGDAFSDEIKQLTIDAIKQDLGQVDQVIYSLASPRRTHPKTGEVFNSALKPI
                     GNAVNLRGLDTDKEVIKESVLQPATQSEIDSTVAVMGGEDWQMWIDALLDAGVLAEGA
                     QTTAFTYLGEKITHDIYWNGSIGAAKKDLDQKVLAIRESLAAHGGGDARVSVLKAVVT
                     QASSAIPMMPLYLSLLFKVMKEKGTHEGCIEQVYSLYKDSLCGDSPHMDQEGRLRADY
                     KELDPEVQNQVQQLWDQVTNDNIYQLTDFVGYKSEFLNLFGFGIDGVDYDADVNPDVK
                     IPNLIQG"
     gene            complement(4355189..4355470)
                     /locus_tag="CH60_3941"
     CDS             complement(4355189..4355470)
                     /locus_tag="CH60_3941"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK12110.1"
                     /translation="MDMAKIAVASATSFLLGSVLTAVGFLGGSVIAVAFAVFVLGVAI
                     TIGLDFLDKKYGISVKIIALLKKAMEIHPRTPEANLQYILNGLGGNNEQ"
     gene            complement(4355532..4356152)
                     /locus_tag="CH60_3942"
     CDS             complement(4355532..4356152)
                     /locus_tag="CH60_3942"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13357.1"
                     /translation="MAREIYDPSWTGAMGNFLNGNTKINQLKPQHEFFDSIGLEKILR
                     NEKQYHVVLTTAEANDIIDDITNRTQKKMGVSTPESFARGVGEQITSMEAFSRGIDIN
                     DPFAPIFKVTDPTSTYAGNIHDVRGLYNVIMEFKKIGIKATIFIGDNGTKFVKISGYA
                     GLRKIITGTRYLTTNPQILEMGIGLRGIASGIIRGAKFCIIFFYRI"
     gene            complement(4356697..4358025)
                     /locus_tag="CH60_3943"
     CDS             complement(4356697..4358025)
                     /locus_tag="CH60_3943"
                     /note="[R] COG2252 Permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="permease family protein"
                     /protein_id="AJK11383.1"
                     /translation="MSKSNLDTEQGLLERVFKLKQHGTTARTELIAGITTFLTMVYIV
                     FVNPQILGVAGMDVQAVFVTTCLIAAFGSIFMGLLANLPVALAPAMGLNAFFAFVVVG
                     AMGISWQVGMGAIFWGAIGFLLLTIFRIRYWMIANIPLSLRVGITSGIGLFIAMMGLK
                     NAGIVVANPDTLVAVGNLTSHSVLLGALGFFIIAVLASRNIHAAVLVSIVVTTLIGWA
                     LGDVHYSGVFSMPPSVTSVVGQVDLAGALNIGMAGIIFSFMLVNLFDSSGTLIGVTDK
                     AGLADHKGKFPRMKQALYVDSISSVAGAFIGTSSVTAYIESSSGVSVGGRTGLTAVVV
                     GILFLLVIFISPLAGMVPAYAAAGALIYVGVLMTSSLARVKWDDLTEAVPAFVTAVMM
                     PFSFSITEGIALGFISYCLMKLGTGRWREISPCVVVVALLFMLKIAFVDH"
     gene            4358518..4359186
                     /locus_tag="CH60_3944"
     CDS             4358518..4359186
                     /locus_tag="CH60_3944"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein;
                     [R] COG0637 Predicted phosphatase/phosphohexomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AJK10639.1"
                     /translation="MNQIQCVMFDCDGTLVDSEVLCCQAYVLMFAHYNIHLSLEEVIK
                     RFKGVKLYEIVGIVCKEYGLDQPIKVLEKLYREEVARLFDAELQPIAGVKALLEQIVL
                     PVCVVSNGPVSKMQHSLGLTGLLPFFEDRLYSSYDIQRWKPDPALIYHAAEHMQVAAE
                     HCILIEDSAAGAQAGIAAGIPVFYYCADPHNQPINHPLVTTFTDIQQLPHLWKERGWH
                     ITRD"
     gene            complement(4359221..4359976)
                     /locus_tag="CH60_3945"
     CDS             complement(4359221..4359976)
                     /locus_tag="CH60_3945"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK12917.1"
                     /translation="MDFTIIVDNWRYLLWGTFPDGPLGGAALTVVISIMAGVASAVLG
                     TVLGVALAMSRGVWAGILAAVLGFFRAIPVIMLIFWTYFLLPIVFGVDIPEITTVVCA
                     LALIASAYLAHAVKAGIMAIGAGQWQAGLSLGFNRWQTLWFIVLPQALRMMVPSFINQ
                     WISLIKDTSLAYIVGVNELTFLATQVNNRSMVYPMEVFLFVALVYFVLCLALDLLANG
                     LNRRFSPQHAIKNQSSMARSWRWWCNKLTLQSS"
     gene            complement(4359978..4360715)
                     /locus_tag="CH60_3946"
     CDS             complement(4359978..4360715)
                     /locus_tag="CH60_3946"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein;
                     [E] COG0765 ABC-type amino acid transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AJK12208.1"
                     /translation="MNLHHLTDWLLAPQYLGWLWDGFLLTLWISACTVVAATLLGFLL
                     AAARDSELKALKGFAIGYSALFRNTPLLIQLFFWYFAASQFLPASWIPWLNTPHEITL
                     AGLTLAWPSFEFLAGFVGLTLYSTAFIAEELRAGISGVAKGQKYAAHALGLTGWQSMR
                     YVVLPQALKIAMPPLLGQYMNIIKNSSLAMAIGVAELSYASRQVETETLRTFQAFGVA
                     TLLYIFIIALIEAWGMWRQQRTVVRGH"
     gene            complement(4360898..4361752)
                     /locus_tag="CH60_3947"
     CDS             complement(4360898..4361752)
                     /locus_tag="CH60_3947"
                     /note="[ET] COG0834 ABC-type amino acid transport/signal
                     transduction systems, periplasmic component/domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AJK12745.1"
                     /translation="MKQDLSIKKSAIALTLLAGLATLSGTAYADKLDDIKQAGVVRIA
                     VFDSNPPFGYIDPQTKKLVGYDVDVANAIAKDLGVKVELRATNPANRIPLLASKKVDL
                     IAANFTITDERAKEVNFSLPYFATGQKFIARKGVLKTPEDIGKLRIGADKGTVQEITL
                     REHYPTAKVISYDDTPLAFTALRNGNVQAITQDDAKLVGLLGNIPEAQKADFEISPFS
                     ITKEYQGVGIPKGEDRLTAVVNETLIKLEKEGDAVKIYDRWFGPETNSAQPRGEFKFA
                     PLDQQPKA"
     gene            complement(4361972..4362643)
                     /locus_tag="CH60_3948"
     CDS             complement(4361972..4362643)
                     /locus_tag="CH60_3948"
                     /note="[M] COG1664 Integral membrane protein CcmA involved
                     in cell shape determination"
                     /codon_start=1
                     /transl_table=11
                     /product="polymer-forming cytoskeletal family protein"
                     /protein_id="AJK14008.1"
                     /translation="MSFYIRKNMVLSLLWGLWVAALVAYAIYDLFFYLFIVPALFLIF
                     TVSNVMFKKKVNSNNDGSSSVNIPSQTSMPLSNASQENAKNNTIIAAGTQLKGNINLD
                     GDIQIYGVVMGDIIVNEGSIRLMRSGQIEGNLTAPHITVDGRVEGVCISDDLEILEHG
                     RLKGIVKGSNFSIKKGGIFVGQSEITEEPVSQVKSKAKPVIAISQDKAKAEDVAAGQH
                     SSNVS"
     gene            complement(4362939..4363661)
                     /gene="phoU"
                     /locus_tag="CH60_3949"
     CDS             complement(4362939..4363661)
                     /gene="phoU"
                     /locus_tag="CH60_3949"
                     /note="phoU_full: phosphate transport system regulatory
                     protein PhoU;
                     [P] COG0704 Phosphate uptake regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate transport system regulatory protein
                     PhoU"
                     /protein_id="AJK11679.1"
                     /translation="MDNLNLNKHISGQFNAELEHIRTQVLTMGGLVEQQLSDAITAMH
                     NQDGELAKRVIDGDEKVNMMEVAIDEACVRIIAKRQPTASDLRLVMAIIKTISELERI
                     GDVADKICRTALEKFSHQHQPLLVSLESLGRHTVQMLHDVLDAFARMDLDEAIRIYRE
                     DRKVDQEYEGIVRQLMTYMMEDPRTIPSVLTALFCARSIERIGDRCQNICEFIFYFVK
                     GHDFRHLGGDDLEKLLSGKPEK"
     gene            complement(4363749..4364525)
                     /gene="pstB"
                     /locus_tag="CH60_3950"
     CDS             complement(4363749..4364525)
                     /gene="pstB"
                     /locus_tag="CH60_3950"
                     /EC_number="3.6.3.27"
                     /note="3a0107s01c2: phosphate ABC transporter, ATP-binding
                     protein;
                     [P] COG1117 ABC-type phosphate transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, ATP-binding protein"
                     /protein_id="AJK14018.1"
                     /translation="MSMATDVTNSKIQVRDLNFYYGKFHALKNISLDIAKNQVTAFIG
                     PSGCGKSTLLRTFNKMYQLYPEQRAEGDILLDGQNILTDKQDIALLRAKVGMVFQKPT
                     PFPMSIYDNIAFGVKLFESLSRADMDERVQWALTKAALWNETKDKLHQSGYSLSGGQQ
                     QRLCIARGIAIRPDVLLLDEPCSALDPISTGRIEELISELKSDYTVVIVTHNMQQAAR
                     CSDHTAFMYLGELIEFSDTDTLFTTPQQKQTEDYITGRYG"
     gene            complement(4364606..4365493)
                     /gene="pstA"
                     /locus_tag="CH60_3951"
     CDS             complement(4364606..4365493)
                     /gene="pstA"
                     /locus_tag="CH60_3951"
                     /note="3a0107s02c: phosphate ABC transporter, permease
                     protein PstA;
                     [P] COG0581 ABC-type phosphate transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, permease protein
                     PstA"
                     /protein_id="AJK12521.1"
                     /translation="MVTIDMRNDATLMESRRKKQAWRRQKNRIALVLSMATMLFGLFW
                     LIWILFSTVTKGIDGMSLALFTEMTPPPNTAGGGLANAIAGSGLLILWATVIGTPLGI
                     MAGIYLAEYGRKSWLAEVTRFINDILLSAPSIVVGLFVYTIVVAKMEHFSGWAGVIAL
                     ALLQVPIVIRTTENMLKLVPDSLREAAYALGTPKWRMISAITLKASVSGILTGILLAI
                     ARIAGETAPLLFTSLSNQFWSTDLTRPIANLPVTIFKFAMSPFAEWQNLAWAGVLLIT
                     LCVLLLNILARVIFAKKKH"
     gene            complement(4365495..4366442)
                     /gene="pstC"
                     /locus_tag="CH60_3952"
     CDS             complement(4365495..4366442)
                     /gene="pstC"
                     /locus_tag="CH60_3952"
                     /note="phosphate_pstC: phosphate ABC transporter, permease
                     protein PstC;
                     [P] COG0573 ABC-type phosphate transport system, permease
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, permease protein
                     PstC"
                     /protein_id="AJK14439.1"
                     /translation="MAAYKPTIKAPSKYGDIIFSALVKLITLFLLGGIIISLIVASWP
                     SIEKFGFAFLWTKEWDPPAEQFGALVPIYGTIVTSVIALIIAVPVSFGIALFLTELAP
                     NWLKRPLGVAIELLAAIPSIVYGMWGLFVFAPLFARYFQEPVGNVMSGIPIVGTLFSG
                     PAFGIGILAAGIILAIMIIPYIAAVMRDVFEQTPVMMKESAYGIGCTTWEVIWRIVLP
                     YTKNGVIGGVMLGLGRALGETMAVTFIIGNTYQLDSFSLFMPGNSITSALANEFAEAE
                     SGLHTAALMELGLILFVITFIVLALSKLMIMRLAKNEGR"
     gene            complement(4366671..4367711)
                     /gene="pstS"
                     /locus_tag="CH60_3953"
     CDS             complement(4366671..4367711)
                     /gene="pstS"
                     /locus_tag="CH60_3953"
                     /note="3a0107s03: phosphate ABC transporter,
                     phosphate-binding protein PstS;
                     [P] COG0226 ABC-type phosphate transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, phosphate-binding
                     protein PstS"
                     /protein_id="AJK11162.1"
                     /translation="MKLMRTTVASIVAATLSMTAVSAFAAASLTGAGATFPAPVYAKW
                     ADSYQKETGNKINYQGIGSSGGVKQIIANTVDFGASDAPLTDEKLATEGLFQFPTVIG
                     GVVLAVNIPGIKSGELTLDGKTLGDIYLGTVKKWNDPAIVKLNPGVKLPDQNIAVVRR
                     ADGSGTSFVFTSYLAKVNAEWKEKVGAGSTVNWPTGLGGKGNDGIAAFVQRLPGSIGY
                     VEYAYAKQNNLAYTKLISADGKPVSPTEHSFSSAAKGVDWSKSFAQDLTNQKGDDVWP
                     ITSTTFILVHKEQKNAANGTEVLKFFDWGYTHGAKQANELDYATLPAEVVEQVRAAWK
                     TQIKDSSGKPIF"
     gene            complement(4368194..4370023)
                     /gene="glmS"
                     /locus_tag="CH60_3954"
     CDS             complement(4368194..4370023)
                     /gene="glmS"
                     /locus_tag="CH60_3954"
                     /EC_number="2.6.1.16"
                     /note="glmS: glutamine-fructose-6-phosphate transaminase;
                     [M] COG0449 Glucosamine 6-phosphate synthetase, contains
                     amidotransferase and phosphosugar isomerase domains"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine-fructose-6-phosphate transaminase"
                     /protein_id="AJK11318.1"
                     /translation="MCGIVGAVAQRDIAEILIEGLRRLEYRGYDSAGLAVVDSEGHLT
                     RLRRVGKVHALSDAAEKQDLHGGTGIAHTRWATHGEPSEANAHPHVSDYISVVHNGII
                     ENHEPLRELLISRGYRFSSETDTEVIAHLVHWEQQQGGSLLEVVKRVIPQLRGAYGTV
                     VMDSRDPSRLIAARSGSPLVIGCGVGENFIASDQLALLPVTRRFIFLEEGDVVEVTRR
                     SISIFDKQGNAIERPEIESQVQYDAGDKGIYRHYMQKEIYEQPMAIKNTLEGRLSHGM
                     IDLSELGPKADALLAEVQHIQIIACGTSYNSGMVSRYWFESLAGVPCDVEIASEFRYR
                     KSAVRPNSLLITLSQSGETADTLAALRLSKELGYLGSLAICNVAGSSLVRESDLALMT
                     KAGTEIGVASTKAFTTQLTVLLMLVGRIGKLKGADASLEHDIVHALQALPARIEQMLS
                     LDKTIEALAEGFSDKHHALFLGRGDQYPIAMEGALKLKEISYIHAEAYAAGELKHGPL
                     ALIDADMPVIVVAPNNELLEKLKSNIEEVRARGGLLYVFADQDAGFTDSEGMKIIQLP
                     HVEEIIAPIFYTVPLQLLSYHVALIKGTDVDQPRNLAKSVTVE"
     gene            complement(4370224..4371594)
                     /gene="glmU"
                     /locus_tag="CH60_3955"
     CDS             complement(4370224..4371594)
                     /gene="glmU"
                     /locus_tag="CH60_3955"
                     /EC_number="2.7.7.23"
                     /note="glmU: UDP-N-acetylglucosamine
                     diphosphorylase/glucosamine-1-phosphate
                     N-acetyltransferase;
                     [M] COG1207 N-acetylglucosamine-1-phosphate
                     uridyltransferase (contains nucleotidyltransferase and
                     I-patch acetyltransferase domains)"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine
                     diphosphorylase/glucosamine-1-phosphate
                     N-acetyltransferase"
                     /protein_id="AJK11534.1"
                     /translation="MSNSSMSVVILAAGKGTRMYSDLPKVLHPLAGKPMVQHVIDAAM
                     KLGAQHVHLVYGHGGELLKKTLADPSLNWVLQAEQLGTGHAMQQAAPHFADDEDILML
                     YGDVPLISVDTLQRLLAAKPEGGIGLLTVKLDNPSGYGRIVRENGDVVGIVEHKDASD
                     AQREINEINTGILVANGRDLKRWLSLLDNNNAQGEFYITDIIALAHADGKKIATVHPT
                     RLSEVEGVNNRLQLSALERVFQTEQAEKLLLAGVMLLDPSRFDLRGELTHGRDITIDT
                     NVIIEGHVILGDRVRIGTGCVLKNCVIGDDSEISPYTVLEDARLDANCTVGPFARLRP
                     GAELAEGAHVGNFVEIKKARLGKGSKAGHLSYLGDAEIGAGVNIGAGTITCNYDGANK
                     FKTIIGDDVFVGSDTQLVAPVTVANGATIGAGTTVTRDVAENELVISRVKQVHIQGWK
                     RPVKKK"
     gene            complement(4372215..4372637)
                     /gene="atpC"
                     /locus_tag="CH60_3956"
     CDS             complement(4372215..4372637)
                     /gene="atpC"
                     /locus_tag="CH60_3956"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_epsi: ATP synthase F1, epsilon subunit;
                     [C] COG0355 F0F1-type ATP synthase, epsilon subunit
                     (mitochondrial delta subunit)"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, epsilon subunit"
                     /protein_id="AJK12645.1"
                     /translation="MAAMTYHLDVVSAEKKMFSGVVQKIQVTGSEGELGIFPGHAPLL
                     TAIKPGMIRIVKQFGEEEFIYLSGGILEVQPSVVIVLADTAIRGLDLDEARALESKRK
                     AEAHINNSHGDVDYAQASAELAKAIAKLRVIELTKKAM"
     gene            complement(4372659..4374041)
                     /gene="atpD"
                     /locus_tag="CH60_3957"
     CDS             complement(4372659..4374041)
                     /gene="atpD"
                     /locus_tag="CH60_3957"
                     /EC_number="3.6.3.14"
                     /note="atpD: ATP synthase F1, beta subunit;
                     [C] COG0055 F0F1-type ATP synthase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, beta subunit"
                     /protein_id="AJK11101.1"
                     /translation="MATGKIIQVIGAVVDVEFPQDAVPKVYNALEVEGTTEKLVLEVQ
                     QQLGGGVVRCIAMGSSDGLSRGLKVTNLEHPIEVPVGKATLGRIMNVLGEPIDMKGPI
                     GEEERWAIHREAPSYEELASSQDLLETGIKVMDLICPFAKGGKVGLFGGAGVGKTVNM
                     MELIRNIAIEHSGYSVFAGVGERTREGNDFYHEMTDSNVLDKVSLVYGQMNEPPGNRL
                     RVALTGLTMAEKFRDEGRDVLLFIDNIYRYTLAGTEVSALLGRMPSAVGYQPTLAEEM
                     GVLQERITSTKTGSITSVQAVYVPADDLTDPSPATTFAHLDATVVLSRQIASLGIYPA
                     VDPLDSTSRQLDPLVVGQEHYDVARGVQSILQRYQELKDIIAILGMDELSEDDKLVVS
                     RARKIQRFLSQPFFVAEVFTGSPGKFVSLKDTIRGFKGIMNGDYDHLPEQAFYMVGTI
                     EEAVEKAKKL"
     gene            complement(4374197..4375060)
                     /gene="atpG"
                     /locus_tag="CH60_3958"
     CDS             complement(4374197..4375060)
                     /gene="atpG"
                     /locus_tag="CH60_3958"
                     /EC_number="3.6.3.14"
                     /note="ATPsyn_F1gamma: ATP synthase F1, gamma subunit;
                     [C] COG0224 F0F1-type ATP synthase, gamma subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, gamma subunit"
                     /protein_id="AJK11469.1"
                     /translation="MAGAKEIRSKIASVQNTQKITKAMEMVAASKMRKSQERMAASRP
                     YAETMRSVIGHLALGNLEYKHPYLEERDVKRVGYLVVSTDRGLCGGLNINLFKRLLAE
                     MKGWSEKGVECDLALIGSKAASFFGSVGGKIVAQVTGMGDNPSLSELIGPVKVMLQAY
                     DEGRLDKLYIVNNKFINTMSQEPRIMQLLPLPPAEDGELKKKSWDYLYEPDPKALLDT
                     LLRRYVESQVYQGVVENLASEQAARMVAMKAATDNGGSLIKELQLVYNKARQASITQE
                     LTEIVGGASAV"
     gene            complement(4375122..4376663)
                     /gene="atpA"
                     /locus_tag="CH60_3959"
     CDS             complement(4375122..4376663)
                     /gene="atpA"
                     /locus_tag="CH60_3959"
                     /EC_number="3.6.3.14"
                     /note="atpA: ATP synthase F1, alpha subunit;
                     [C] COG0056 F0F1-type ATP synthase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, alpha subunit"
                     /protein_id="AJK11774.1"
                     /translation="MQLNSTEISELIKQRIAQFNVVSEAHNEGTIVSVSDGIIRVHGL
                     ADVMQGEMIALPGNRYAIALNLERDSVGAVVMGPYADLAEGMKVKCTGRILEVPVGRG
                     LLGRVVNTLGEPIDGKGSIENDGFSAVEAIAPGVIERQSVDEPVQTGYKSVDAMIPIG
                     RGQRELIIGDRQTGKTALAIDAIINQRDSGIKCVYVAIGQKASTVANVVRKLEEHDAL
                     ANTIVVVATASESAALQYLAPYSGCAMGEYFRDRGEDALIIYDDLSKQAVAYRQISLL
                     LRRPPGREAYPGDVFYLHSRLLERAARVNAEYVEAFTKGEVKGKTGSLTALPIIETQA
                     GDVSAFVPTNVISITDGQIFLESSLFNAGIRPAVNPGISVSRVGGAAQTKIMKKLSGG
                     IRTALAQYRELAAFSQFASDLDDATRKQLSHGQKVTELLKQKQYAPMSVAQQSLVLFA
                     AERGYLGDVELAKVGSFEAALLAFADREHAELLQQINQTGAYNDEIEAKLKGILDTFK
                     ATQSW"
     gene            complement(4376678..4377211)
                     /gene="atpH"
                     /locus_tag="CH60_3960"
     CDS             complement(4376678..4377211)
                     /gene="atpH"
                     /locus_tag="CH60_3960"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_delta: ATP synthase F1, delta subunit;
                     [C] COG0712 F0F1-type ATP synthase, delta subunit
                     (mitochondrial oligomycin sensitivity protein)"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, delta subunit"
                     /protein_id="AJK12687.1"
                     /translation="MSEFVTVARPYAKAAFDFAVEHQAVERWQNMLAFTAQVTRNEQI
                     AELLSGAVAPETMSTTFIAVCGDQLDEPAQNFIRVMAENGRLLVLPEVLQQFIQLRAS
                     LESTVDVEVSSARALNDEQLAKIAAAMEKRLSRKVKLNCKIDKSVMAGVVIRAGDMVI
                     DGSVRGRLERLADVLQS"
     gene            complement(4377226..4377696)
                     /gene="atpF"
                     /locus_tag="CH60_3961"
     CDS             complement(4377226..4377696)
                     /gene="atpF"
                     /locus_tag="CH60_3961"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_b: ATP synthase F0, B subunit;
                     [C] COG0711 F0F1-type ATP synthase, subunit b"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F0, B subunit"
                     /protein_id="AJK13170.1"
                     /translation="MNLNATILGQAIAFVLFVIFCMKYVWPPIMAAIEKRQQEIADGL
                     SSAERAKKDLDLAQANATDQLKKAKAEAQVIIEQASKRKAQILDEAKAEAEQERNKIV
                     AQAQAEIDAERKRAREELRKQVAMLAIAGAEKIIERSVDEAANSDIVDKLVAEL"
     gene            complement(4377758..4377997)
                     /gene="atpE"
                     /locus_tag="CH60_3962"
     CDS             complement(4377758..4377997)
                     /gene="atpE"
                     /locus_tag="CH60_3962"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_c: ATP synthase F0, C subunit;
                     [C] COG0636 F0F1-type ATP synthase, subunit
                     c/Archaeal/vacuolar-type H+-ATPase, subunit K"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F0, C subunit"
                     /protein_id="AJK12336.1"
                     /translation="MENLNMDLLYMAAAVMMGLAAIGAAIGIGILGGKFLEGAARQPD
                     LIPLLRTQFFIVMGLVDAIPMIAVGLGLYVMFAVA"
     gene            complement(4378047..4378871)
                     /gene="atpB"
                     /locus_tag="CH60_3963"
     CDS             complement(4378047..4378871)
                     /gene="atpB"
                     /locus_tag="CH60_3963"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_6_or_A: ATP synthase F0, A subunit;
                     [C] COG0356 F0F1-type ATP synthase, subunit a"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F0, A subunit"
                     /protein_id="AJK10974.1"
                     /translation="MSASGEISTPRDYIGHHLNHLQLDLRTFELVNPHSTGPATFWTL
                     NIDSLFFSVVLGLAFLLVFRKVAASATSGVPGKLQTAVELIIGFVDNSVRDMYHGKSK
                     VIAPLALTVFVWVLLMNMMDLLPIDLLPYIGEHVFGLPALRVVPTADVSITLSMALGV
                     FILIIFYSIKMKGVGGFTKELTMQPFNHPIFIPVNLILEGVSLLSKPLSLGLRLFGNM
                     YAGELIFILIAGLLPWWSQWMLSVPWAIFHILIITLQAFIFMVLTIVYLSMASEEH"
     gene            complement(4378911..4379294)
                     /locus_tag="CH60_3964"
     CDS             complement(4378911..4379294)
                     /locus_tag="CH60_3964"
                     /note="[C] COG3312 F0F1-type ATP synthase, subunit I"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase I chain family protein"
                     /protein_id="AJK12655.1"
                     /translation="MPVSLYSGKIARKLLFLQLMTFVVLSAVFGIKSLEWSVSALAGG
                     LAAWLPSAMFMLFACRHQAKTAAPGRVAWSFAIGEGLKVILTIALLIVALGLFKAAFV
                     PLGLTYLSVLIVQILAPAVINGHRT"
     gene            complement(4379961..4380581)
                     /gene="rsmG"
                     /locus_tag="CH60_3965"
     CDS             complement(4379961..4380581)
                     /gene="rsmG"
                     /locus_tag="CH60_3965"
                     /EC_number="2.1.1.170"
                     /note="rsmG_gidB: 16S rRNA
                     (guanine(527)-N(7))-methyltransferase RsmG;
                     [M] COG0357 Predicted S-adenosylmethionine-dependent
                     methyltransferase involved in bacterial cell division"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA (guanine(527)-N(7))-methyltransferase
                     RsmG"
                     /protein_id="AJK13882.1"
                     /translation="MLKKLDSLLTVAGITLPDQQKHQLIGYVELLDKWNKAYNLTSVR
                     DPQQMLVRHILDSIVVNPHLQGSRFIDVGTGPGLPGIPLAIVRPDAHFTLLDSLGKRV
                     RFLRQVQHELGLNNIEPVQSRVEAFTSEPPFDGVISRAFASLQDMLSWCHHLPAKPEG
                     RFYALKGVRPDDELAVLPEDIVLESVIKLDVPELDGERHLIILKSN"
     gene            complement(4380727..4382616)
                     /gene="gidA"
                     /locus_tag="CH60_3966"
     CDS             complement(4380727..4382616)
                     /gene="gidA"
                     /locus_tag="CH60_3966"
                     /note="gidA: tRNA uridine 5-carboxymethylaminomethyl
                     modification enzyme GidA;
                     [D] COG0445 NAD/FAD-utilizing enzyme apparently involved
                     in cell division"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA uridine 5-carboxymethylaminomethyl
                     modification enzyme GidA"
                     /protein_id="AJK13860.1"
                     /translation="MFYPDQFDVIIIGGGHAGTEAAMAAARMGRQTLLLTHNIDTLGQ
                     MSCNPAIGGIGKGHLVKEIDALGGLMAKATDLAGIQFRILNASKGPAVRATRAQADRV
                     LYRLAVRTALENQPNLMIFQQPVEDLIVENDRVVGAVTQMGLKFRAKAVVLTVGTFLD
                     GKIHIGLENYSGGRAGDPPSISLSQRLRELPLRVNRLKTGTPPRIDARTIDFSQLTPQ
                     LGDTPIPVFSFLGNAEQHPEQMACHITYTNEKTHEVIRNNLDRSPMYAGIIEGIGPRY
                     CPSIEDKVMRFADRNSHQIFLEPEGLTSNEIYPNGISTSLPFDVQMQIVRSMKGLENA
                     RIIRPGYAIEYDFFDPRDLKPTLESKYIQGLFFAGQINGTTGYEEAAAQGLLAGLNAG
                     RFANEEDGWSPRRDEAYLGVLVDDLSTLGTKEPYRMFTSRAEYRLMLREDNADLRLTE
                     TGRKLGLVDDIRWAHFSQKVEQIEKERQRLRDIWVHPHSENVSEINALLKAPLSKEAN
                     GEELLRRPEIDYRLLTSLTSFGPALTDPQSADQVEIQVKYEGYITRQQEEIEKQLRNE
                     NTLLPVDLDYQQVSGLSNEVIAKLNDHKPSSIGQASRISGITPAAISILLVWLKKQGL
                     LRRSA"
     gene            complement(4382997..4383437)
                     /locus_tag="CH60_3967"
     CDS             complement(4382997..4383437)
                     /locus_tag="CH60_3967"
                     /note="[C] COG0716 Flavodoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin family protein"
                     /protein_id="AJK10806.1"
                     /translation="MADITLISGSTLGSAEYVAEHLADKLEEAGFSTEILHGPELDEL
                     TLNGLWLIVTSTHGAGDLPDNLQPLLEQIEQQKPDLSQVRFGAVGLGSSEYDTFCGAI
                     IKLDQQLIAQGAQRLGEILEIDVIQHEIPEDPAEIWVKDWINLL"
     gene            complement(4383530..4383991)
                     /locus_tag="CH60_3968"
     CDS             complement(4383530..4383991)
                     /locus_tag="CH60_3968"
                     /note="[K] COG1522 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="asnC-type helix-turn-helix domain protein"
                     /protein_id="AJK13862.1"
                     /translation="MSEIYQIDNLDRSILKALMENARTPYAELAKNLAVSPGTIHVRV
                     EKMRQAGIITAACVHVNPKQLGYDVCCFIGIILKSAKDYPSALKKLESLEEVVEAYYT
                     TGHYSIFIKVMCKSIDALQQVLINKIQTIDEIQSTETLISLQNPIMRTIVP"
     gene            4384161..4385153
                     /gene="asnA"
                     /locus_tag="CH60_3969"
     CDS             4384161..4385153
                     /gene="asnA"
                     /locus_tag="CH60_3969"
                     /EC_number="6.3.1.1"
                     /note="asnA: aspartate--ammonia ligase;
                     [E] COG2502 Asparagine synthetase A"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate--ammonia ligase"
                     /protein_id="AJK14260.1"
                     /translation="MKKQFIQKQQQISFVKSFFSRQLEQQLGLIEVQAPILSRVGDGT
                     QDNLSGSEKAVQVKVKSLPDSTFEVVHSLAKWKRKTLGRFDFGADQGVYTHMKALRPD
                     EDRLSAIHSVYVDQWDWERVMGDGERNLAYLKSTVNKIYAAIKETEAAISAEFGVKPF
                     LPDHIQFIHSESLRARFPDLDAKGRERAIAKELGAVFLIGIGGKLADGQSHDVRAPDY
                     DDWTSPSAEGFSGLNGDIIVWNPILEDAFEISSMGIRVDAEALKRQLALTGDEDRLEL
                     EWHQSLLRGEMPQTIGGGIGQSRLVMLLLQKQHIGQVQCGVWGPEISEKVDGLL"
     gene            complement(4385252..4386718)
                     /locus_tag="CH60_3970"
     CDS             complement(4385252..4386718)
                     /locus_tag="CH60_3970"
                     /note="[R] COG2425 Uncharacterized protein containing a
                     von Willebrand factor type A (vWA) domain"
                     /codon_start=1
                     /transl_table=11
                     /product="VWA domain containing CoxE-like family protein"
                     /protein_id="AJK12309.1"
                     /translation="MLSLATLDMLLSISEGELIEEMVVGLLAAPQLAIFFEKFPRIKR
                     ALMKDIPGWKQNLQQRIREASVPPGLANEFSLYQQSLLEDSPQFYAHLPDIVAQLQDL
                     HSPFATQAKTLVQTADLAKNPPGGDSLQTLFLQRWRVSLILQTITIHHQLLEQEREQL
                     LAELQRRLALSGALEPILTTNDNAAGRLWDMSQGHLQRGDYQLLLQYGDFLQQQPELI
                     RLAEQLGRSRSAKAQPAPDARYEPYTVMVRQPDSVPEEVSGIHQSNDILRLLPTELVM
                     LGMSELEFEFYRRLLERRLLTYRLQGDNWQEKTQQRPVSLKQNDEQPRGPFIVCVDTS
                     GSMGGFNEQCAKAFCLALLRIALADNRRCYIMLFATEIINYELSADNGIEQAIRFLNQ
                     HFRGGTDLAACLANTLNKMEDREWYDADAVIISDFIAQRLPEELVRKIKIQQQAHQHR
                     FHAVAMSAYGKPGIMRIFDHIWRFDTSLKSRLIRRWKR"
     gene            complement(4386722..4388275)
                     /locus_tag="CH60_3971"
     CDS             complement(4386722..4388275)
                     /locus_tag="CH60_3971"
                     /note="[R] COG0714 MoxR-like ATPases"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AJK10991.1"
                     /translation="MAQSSQLAERISRLSHALESGLYERQEAIRLCLLAALSGESVFL
                     LGPPGIAKSLIARRLKFAFRHARAFEYLMTRFSTPEEVFGPLSIQALKEEGRYQRMTG
                     GYLPEAEIVFLDEIWKAGPAILNTLLTAINERRFRNGDREDSIPMRLLVTASNELPDA
                     DSSLEALYDRMLIRLWLDRVQEKQNFRSLLISRQNENHNPVAENLSITDEEFHQWQPL
                     IDKITLPDHCFELIFQLRQRLSALEHAPYVSDRRWKKALRLLQASAFFSGRDEITPID
                     LILLKDCLWHDLNSFKLLQQQLEQLLTEQGYQQQSLLMKLQDINSKWLQHQQQQSDHQ
                     ALTVVKQSGMFSRKAQYALPDNLTDSTLTLLLQKPLNLHDIQVNHLQVDKEALAQWLN
                     KGGALRAKLNGVGYAQSIDAEIDDQLHIIILDVSRQPSTLSLPGATTTSVPPELLLAL
                     TKLESTLAEQRRLFSQHQPCLFTPSSWLAKIEASLLQVVEQLQFQQIQFQQIQFQQRK
                     FQQQKHSGH"
     gene            4388549..4390417
                     /gene="kup"
                     /locus_tag="CH60_3972"
     CDS             4388549..4390417
                     /gene="kup"
                     /locus_tag="CH60_3972"
                     /note="kup: potassium uptake protein;
                     [P] COG3158 K+ transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="potassium uptake protein"
                     /protein_id="AJK13905.1"
                     /translation="MSTEHKQYLSAVTLAAIGVVYGDIGTSPLYTLRECFSGHYGFDV
                     RPDVVFGFLSLIFWMLILVVSVKYLTYVMRADNAGEGGILTLMSLAGRNTSSRATSIL
                     VVLGLIGGSFFYGEVVITPAISVMSAIEGLEIAAPALDPYIVPCSIAVLTLLFVIQKH
                     GTGSVGKLFAPVMLVWFLTLALLGLRSIIANPEVLAALNPKWAISFFVEYKSVSFFAL
                     GAVVLAITGVEALYADMGHFGKFPIRLAWFTVVLPSLVLNYFGQGALLLKNPEAIKNP
                     FFLLAPDWALIPLLILATLATVIASQAVISGVFSLTRQAVRLGYLPPMRIIHTSEMES
                     GQIYIPVINWTLYLAVVLVIIGFERSSNLAAAYGIAVTGTMVITSILFCTVAWKNWHW
                     NRFLVVFLLMVLLIIDIPMFSANVLKLFSGGWLPLSLGLVMFIIMTTWKSERFSLLRR
                     MHEHSNSLEAMIASLEKSPPVRVPGTAVYMSRAMNVIPFALLHNLKHNKVLHERVVLL
                     TMRTDDVPYVHNVERVTIEQLSPTFWRVVARYGWRETPNVAEIFHRCGLEGLSCQMME
                     TSFFMSHESLILTKRPWHLFLRGKLFIALSRNALRAPDQFEIPPNRVIELGTQVEI"
     gene            4390622..4391041
                     /locus_tag="CH60_3973"
     CDS             4390622..4391041
                     /locus_tag="CH60_3973"
                     /note="[G] COG1869 ABC-type ribose transport system,
                     auxiliary component"
                     /codon_start=1
                     /transl_table=11
                     /product="rbsD / FucU transport family protein"
                     /protein_id="AJK12132.1"
                     /translation="MKKGVLLNADISAVISRLGHTDQIVIGDAGLPIPATTTRIDLAL
                     TRGVPGFLQVVDVVTQEMQVENAYLAEEIVKNNPQLHEALLVLLTQLEQRQENQIALR
                     YISHEAFKEQTKQSRAVIRSGECSPFANIILGSGVTF"
     gene            4391092..4392018
                     /gene="rbsK"
                     /locus_tag="CH60_3974"
     CDS             4391092..4392018
                     /gene="rbsK"
                     /locus_tag="CH60_3974"
                     /EC_number="2.7.1.15"
                     /note="D_ribokin_bact: ribokinase;
                     [G] COG0524 Sugar kinases, ribokinase family"
                     /codon_start=1
                     /transl_table=11
                     /product="ribokinase"
                     /protein_id="AJK12764.1"
                     /translation="METGKLVVLGSINADHILNIEQFPRPGETVIGQQYNVAFGGKGA
                     NQAVAAGRSGADIAFIACVGDDDIGERVRQQLTADKIDTQPIEAIKGATTGVALIFVN
                     SDGENVIGINAGANSAVTPEYLRRYQQQVIDADALLMQLESPLDTVIAAAKLAKQHQT
                     QVILNPAPARKLPDELLTLVDMITPNETEAERLTGIHIEQDDDAAKAAQILHDKGIAT
                     VIITLGSRGVWLSEQGKGKLVAGFKVNAVDTIAAGDTFNGALLTALLEGQSMDVAVRF
                     AHAAAAIAVTRPGAQPSIPWRAEIDSFLQERV"
     gene            4392038..4392241
                     /gene="rbsR"
                     /locus_tag="CH60_3976"
     CDS             4392038..4392241
                     /gene="rbsR"
                     /locus_tag="CH60_3976"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose operon repressor"
                     /protein_id="AJK12956.1"
                     /translation="MSPVWQGYRQAMARAGLPIIAGYEVVSDFEFGGGLVALKQRLNN
                     PEAEPQVLPLTPELIERGSVSLR"
     gene            complement(4392238..4393662)
                     /locus_tag="CH60_3975"
     CDS             complement(4392238..4393662)
                     /locus_tag="CH60_3975"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein;
                     [GEPR] COG0477 Permeases of the major facilitator
                     superfamily"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AJK12058.1"
                     /translation="MIKSARSMAGLPWIAAMAFFMQALDATILNTALPSIAESLNRSP
                     LTMQSAIISYTLTVAMLIPVSGWLADRFGTRRIFILAVSLFTFGSLLCALSGSLAFLV
                     ASRVIQGIGGAMMMPVARLALIRAYPRSELLPVLNFVTIPGLVGPVMGPLLGGLLVTY
                     TTWHWIFILNIPIGLLGIFYARKYMPNFTMPKRTFDFVGFLLFGISLVMISTSLEIMG
                     RPEIADYLPAATLLGGLLMLIFYIFHAKGHPNPLIGLPLFKTRTFSVGIAGNVASRLG
                     TGCVPFLMPLMLQVGFGYSALIAGCMMAPTAIGSIMAKSAVTQVLRSLGYRKVLVGIT
                     LIIGVLIASFALQSPGMSAWMMILPLFILGIAMSTQFTAMNTITLADLTDNNASSGNS
                     VLAVTQQLSISFGIAISATVLRFYDGLSLGGNVDHFHYTFITMGIVTLLSSLVFLLLK
                     PRDGDNLIQGRNVKKVAPQVKNNV"
     gene            complement(4393742..4394431)
                     /locus_tag="CH60_3977"
     CDS             complement(4393742..4394431)
                     /locus_tag="CH60_3977"
                     /note="[K] COG2186 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AJK11473.1"
                     /translation="MQLNTQQQAAQRNLSYLLAEKIGQRILAGEYEAGSILPGEIELG
                     EQFGVSRTAVREAVKMLAAKGMLLPRPRIGTRVMPQTNWNYLDQELLTWWMTKENFDQ
                     VMQHFLILRTSLEPQACYLAATHANEKQRELLASLVAEMRALHSNFNREQWIQVDTQF
                     HKLIYEASGNPFLISFANLFSSVYYSYFRAITGDEVIKLQHHQNIVDTILAGDNQGAL
                     FACQVLLKTVD"
     gene            4394998..4396528
                     /locus_tag="CH60_3978"
     rRNA            4394998..4396528
                     /locus_tag="CH60_3978"
                     /product="16S ribosomal RNA"
     gene            4396670..4396745
                     /locus_tag="CH60_3979"
     tRNA            4396670..4396745
                     /locus_tag="CH60_3979"
                     /product="tRNA-Glu"
     gene            4396999..4399902
                     /locus_tag="CH60_3980"
     rRNA            4396999..4399902
                     /locus_tag="CH60_3980"
                     /product="23S ribosomal RNA"
     gene            4400014..4400128
                     /locus_tag="CH60_3981"
     rRNA            4400014..4400128
                     /locus_tag="CH60_3981"
                     /product="5S ribosomal RNA"
     gene            4400630..4401838
                     /locus_tag="CH60_3982"
     CDS             4400630..4401838
                     /locus_tag="CH60_3982"
                     /note="[L] COG3328 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, Mutator family protein"
                     /protein_id="AJK13737.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(4401896..4402426)
                     /gene="mobB"
                     /locus_tag="CH60_3983"
     CDS             complement(4401896..4402426)
                     /gene="mobB"
                     /locus_tag="CH60_3983"
                     /note="mobB: molybdopterin-guanine dinucleotide
                     biosynthesis protein B;
                     [H] COG1763 Molybdopterin-guanine dinucleotide
                     biosynthesis protein"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin-guanine dinucleotide biosynthesis
                     protein B"
                     /protein_id="AJK13353.1"
                     /translation="MNYKSPPLLGIAAYSGTGKTTLLKSLIPLLQQRQVRVGLIKHTH
                     HNMEIDTPGKDSYELRKAGALQTLVASDCRWALMTETPEQQPLNLHYLASRLDASTID
                     LILVEGFKHEPINKIALYRESIGKPFSGLIDKHVIALASDKPIETTVKQLDINQPEQI
                     TEFICTWLENISFEVR"
     gene            complement(4402426..4403013)
                     /gene="mobA"
                     /locus_tag="CH60_3984"
     CDS             complement(4402426..4403013)
                     /gene="mobA"
                     /locus_tag="CH60_3984"
                     /EC_number="2.7.7.77"
                     /note="molyb_mobA: molybdenum cofactor
                     guanylyltransferase;
                     [H] COG0746 Molybdopterin-guanine dinucleotide
                     biosynthesis protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor guanylyltransferase"
                     /protein_id="AJK10682.1"
                     /translation="MQPNITGVILAGDRSSRMGGNDKGLIPLNGKPLFQYVIDRFKPQ
                     VSDLVINANRNQGLYKESGIPVIDDIITGFVGPLAGMHAGLSYASTEWVVFAPCDVPA
                     LPSDLVSQLWQGKKQALAAYANDDERAHPTFALMHISLKTQLADYLIRGDRKLMLFLD
                     SINAQRVKFSGKADLFSNLNTPADCDLWEQKRRGQ"
     gene            4403167..4403436
                     /gene="yihD"
                     /locus_tag="CH60_3985"
     CDS             4403167..4403436
                     /gene="yihD"
                     /locus_tag="CH60_3985"
                     /note="[S] COG3084 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="protein yihD"
                     /protein_id="AJK10535.1"
                     /translation="MKCHRVNELIELLHPAWQQEPDLNLVQFLQKLAAEAGFKGDFSD
                     LTDDVLIYHLKMRGAASTEVIPGLKKDYEEDFKTALLRARGIIKD"
     gene            4403527..4404513
                     /locus_tag="CH60_3986"
     CDS             4403527..4404513
                     /locus_tag="CH60_3986"
                     /note="[R] COG2334 Putative homoserine kinase type II
                     (protein kinase fold)"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AJK10780.1"
                     /translation="MNNSAFNFQTLSPDLIMDALEGAGLRVDSGLTALNSYENRVYQF
                     MDEESKRYVVKFYRPERWSSEQITEEHQFSLDLAESEIPVIAPLRLNGKTLHTHCGFF
                     FAVFPSVGGRQYEIDNLDQLEWVGRFLGRIHQAARNSLFVARPTMGIEEYLTEPRQLL
                     ANCDLVPVKQRDKFLAAADLLITTIKQYWHTEWQPLRLHGDCHPGNILWRDGPMFVDL
                     DDARNGPAIQDLWMLLHGDRRDQSMQLDILLEAYSEFADFDQRELALIEPLRAMRMVY
                     YLAWVARRWQDPAFPKSFPWMAESDFWLQQTASFTEQVKLLQEPPLQLMPMY"
     gene            4404541..4405164
                     /locus_tag="CH60_3987"
     CDS             4404541..4405164
                     /locus_tag="CH60_3987"
                     /note="[OC] COG0526 Thiol-disulfide isomerase and
                     thioredoxins"
                     /codon_start=1
                     /transl_table=11
                     /product="DSBA-like thioredoxin domain protein"
                     /protein_id="AJK11967.1"
                     /translation="MKNVWLALVGIVMAFSVTAAQFTDGKQYLTLDKPVTGEPQVLEF
                     FSFYCPHCYQFEEVYQVPKAVKKALPEGTKMTRYHVEFLGPLGKQLTQAWAVAMALGV
                     EEKITPLMFEGVQKTQTVQTPGDIRNVFIKAGISGEDYDAALNSFVVKSLVAQQQKAA
                     EDLQLRGVPAMFVNGKYMIKNDGMDTSSMDNYVKQYADVVTFLLTQK"
     gene            4405656..4408454
                     /gene="polA"
                     /locus_tag="CH60_3988"
     CDS             4405656..4408454
                     /gene="polA"
                     /locus_tag="CH60_3988"
                     /EC_number="2.7.7.7"
                     /note="pola: DNA polymerase I;
                     [L] COG0749 DNA polymerase I - 3'-5' exonuclease and
                     polymerase domains"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase I"
                     /protein_id="AJK13366.1"
                     /translation="MAQIAENPLILVDGSSYLYRAYHAFPPLTNGSGEPTGAMYGVLN
                     MLRSLLLQYRPSHVAVVFDAKGKTFRDELFAEYKSHRPPMPDDLRVQIEPLHQMVKAM
                     GLPLLVVSGVEADDVIGTLAREAEKAGHSVLISTGDKDMAQLVTPNITLINTMNNTIL
                     GPQDVCDKYGVPPELIIDFLALMGDSSDNIPGVPGVGEKTAQALLQGLGGLDTLFSNL
                     DKISTLTFRGAKTMSAKLEQNKDVAYLSYKLATIKTDVELDVTCDELTVSPPDDKQLH
                     QLFSRYEFKRWLADVEAGKWLDSKKDRPTGQTSSQSFVAADTAPTAEVTAVLSQENYQ
                     TILDEKALADWIERLKAAEVFAFDTETDGLDTLSCNLIGMSFAVAPGEAAYLPLAHDY
                     LDAPPQLDRDWVLATLKPLLEDDKALKVGQNLKFDKSMLARYGIDLKGIAFDTMLESY
                     VLDSVAGRHDMDSLAERYLNHKTITFEEIAGKGKNQLTFNQIALEQAGPYAAEDADVT
                     LQLHLVLWPKLQQSEGLKRVFQEIEMPLLPILSRIERTGVLIDQNILAAHSKELTIRL
                     DELEKQAHELAEEPFNLASPKQLQAILYEKQKLPILKKTPGGAASTNEEVLAELALDY
                     PLPKVILEYRGLAKLKSTYTDKLPLMINPVSGRVHTSYHQAVTATGRLSSRDPNLQNI
                     PVRNEEGRRIRQAFIAPKGYCIMAADYSQIELRIMAHLSQDNGLLAAFAAGQDIHRAT
                     AAEVFGSPLEKVTTEQRRSAKAINFGLIYGMSAFGLARQLGIPRGEAQRYMDLYFERY
                     PGVLEYMERTRKQAAEQGYVTTLDGRRLYLPDIHSRNANRRKAAEREAINAPMQGTAA
                     DIIKRAMIAVDGWLQQEPEPLVRVIMQVHDELVFEVHESVLQSAEQKIRELMEQSMQL
                     AVPLKVDVGVGANWDQAH"
     gene            complement(4408862..4409512)
                     /gene="ysxC"
                     /locus_tag="CH60_3989"
     CDS             complement(4408862..4409512)
                     /gene="ysxC"
                     /locus_tag="CH60_3989"
                     /note="GTPase_YsxC: ribosome biogenesis GTP-binding
                     protein YsxC;
                     [R] COG0218 Predicted GTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome biogenesis GTP-binding protein YsxC"
                     /protein_id="AJK13746.1"
                     /translation="MTIRNYNYHMTHFVISAPDIRHLPRDEGIEVAFAGRSNAGKSSA
                     LNTLTNQKGLARTSKTPGRTQLINLFEVVDGVRLVDLPGYGYAEVPEEMKLKWQRALG
                     EYLQKRNCLKGLVVLMDIRHPLKDLDQQMITWAVAVGTPVLLLLTKADKLASGARKAQ
                     LNLVREAIIPFMGDIQVEAFSSLKKIGVDKLREKLDTWFSEIPPEVMAEEFDGEGE"
     gene            4410257..4410823
                     /locus_tag="CH60_3990"
     CDS             4410257..4410823
                     /locus_tag="CH60_3990"
                     /note="[S] COG3078 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="der GTPase activator family protein"
                     /protein_id="AJK12819.1"
                     /translation="MKQPNKAPRANIAAPKGTATPKRRRKTRDELDAEARDRKRQKKH
                     SGNRSGARTNVEGSNKKGHSQTQEKDPRVGSKVPVPLVIESQVKAKSMPKPVEKNVVK
                     PRLTPEEELAKLENDERLDALLDRLDNDEVLNKEDQAYVDLTLDRIDALMEQLGIELG
                     DDEDDVEREEKQEDILQLLKRGNPKDTF"
     gene            4411006..4412379
                     /gene="hemN"
                     /locus_tag="CH60_3991"
     CDS             4411006..4412379
                     /gene="hemN"
                     /locus_tag="CH60_3991"
                     /EC_number="1.3.99.22"
                     /note="hemN: oxygen-independent coproporphyrinogen III
                     oxidase;
                     [H] COG0635 Coproporphyrinogen III oxidase and related
                     Fe-S oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="oxygen-independent coproporphyrinogen III
                     oxidase"
                     /protein_id="AJK12279.1"
                     /translation="MSEHAIVWDLSLIQKYNYSGPRYTSYPTALEFSEDYNESAFQQA
                     VKRYPQRPLSLYVHIPFCHKLCYFCGCNKLVTRQQHKADEYLVVLEKEIRQRAALFTG
                     RQVSQMHWGGGTPTYLNKTQISHLMTVLREHFDFLPDAEQSIEVDPREIELDVLDHLR
                     AEGFNRLSMGVQDFNKEVQRLVNREQDEDFIFALIARAKALGFNSTNIDLIYGLPKQT
                     PESFAFTLKRVAELNPDRLSVFNYAHLPSLFAAQRKIKDADLPTAEQRLDILQHTIRF
                     LTESGYQFIGMDHFARPDDELAIAQQEGTLHRNFQGYTTQGESDLLGLGVSAISMLGD
                     SYAQNEKDLETYYACVEQRGNALWRGLTMTEDDCLRRDVIKTLICHFQLSYQPIEQRY
                     GIRFADYFAEDFELLAPFEQDGLVERNETGLRVTPRGRLLIRNICMCFDIYLRKQARK
                     QQFSRVI"
     gene            complement(4412433..4413845)
                     /gene="ntrC"
                     /locus_tag="CH60_3992"
     CDS             complement(4412433..4413845)
                     /gene="ntrC"
                     /locus_tag="CH60_3992"
                     /note="ntrC: nitrogen regulation protein NR;
                     [T] COG2204 Response regulator containing CheY-like
                     receiver, AAA-type ATPase, and DNA-binding domains"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrogen regulation protein NR"
                     /protein_id="AJK13263.1"
                     /translation="MQRGIVWIVDDDSSIRWVLERALTGAGLNCVAFDSGNQVLDALA
                     TRTPDVLLSDIRMPGMDGLALLKQIKQRHPMLPVIIMTAHSDLDAAVSAYQQGAFDYL
                     PKPFDIDEAVALVERAISHYQEQQQPARSQPVSGPTADIIGEAPAMQDVFRIIGRLSR
                     SSISVLINGESGTGKELVAHALHRHSPRAKALFIALNMAAIPKDLIESELFGHEKGAF
                     TGANQVRQGRFEQADTGTLFLDEIGDMPLDVQTRLLRVLADGQFYRVGGYAPVKVDVR
                     IIAATHQNLELRVQEGKFREDLFHRLNVIRVHLPPLRERSEDIPRLARYFLHVAAKEL
                     GVESKNLHPETEAALTRLPWPGNVRQLENTCRWLTVMAAGQEVLVQDLPSELFETHMP
                     DASGQRAPDSWSTLLAQWADRALRSGHQDLLSEAQPEMERTLLTTALRHTQGHKQEAA
                     RLLGWGRNTLTRKLKELGME"
     gene            complement(4413853..4414902)
                     /locus_tag="CH60_3993"
     CDS             complement(4413853..4414902)
                     /locus_tag="CH60_3993"
                     /note="[T] COG3852 Signal transduction histidine kinase,
                     nitrogen specific"
                     /codon_start=1
                     /transl_table=11
                     /product="PAS fold family protein"
                     /protein_id="AJK14174.1"
                     /translation="MATGTLPDAGQILNTLINSILLLDDDLAIHYANPAAQQLLAQSS
                     RKLFGTPLPDLLGYFSLNIVLMRESLQAGQGFTDNEVTLVVDGRAHILSLTAQSLAEG
                     FILLELAPMDNQRRLSQEQLQHAQQVAARDLVRGLAHEIKNPLGGLRGAAQLLAKALP
                     DPALLEYTQVIIEQADRLRNLVDRLLGPQRPGQHITQSIHQVAERVCQLVSLEKPDNV
                     TLIRDYDPSLPELAHDPDQIEQVLLNITRNALQALGETGGTITLRTRTAFQVTLHGMR
                     YRLAARIDIEDDGPGVPTQLQDTVFYPMVSGREGGTGLGLSIARNLIDQHSGKIEFNS
                     WPGHTEFSVYLPIRQ"
     gene            complement(4415155..4416564)
                     /gene="glnA"
                     /locus_tag="CH60_3994"
     CDS             complement(4415155..4416564)
                     /gene="glnA"
                     /locus_tag="CH60_3994"
                     /EC_number="6.3.1.2"
                     /note="glnA: glutamine synthetase, type I;
                     [E] COG0174 Glutamine synthetase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine synthetase, type I"
                     /protein_id="AJK13260.1"
                     /translation="MSAEHVLTMLNEHEVKFVDLRFTDTKGKEQHITIPAHQVNADFF
                     EEGKMFDGSSIGGWKGINESDMVLMPDASTAVMDPFFADSTLIIRCDILEPGTMQGYD
                     RDPRSISKRAEDFLKSSGIADTVLFGPEPEFFLFDDIRFGSSINGSHVSIDDVEGAWN
                     SSTKYEGGNKGHRPAVKGGYFPVPPVDSAQDLRSAMCLTMEEMGLVVEAHHHEVATAG
                     QNEVATRFNTMTKKADEIQIYKYVVHNVAHAFGKTATFMPKPMFGDNGSGMHCHMSLS
                     KNGNNLFAGDKYGGLSEIALFYIGGIIKHAKAINALANPTTNSYKRLVPGYEAPVMLA
                     YSARNRSASIRIPVVASPKARRIEARFPDPAANPYLCFAALLMAGLDGIINKIHPGDA
                     MDKNLYDLPPEEEAEIPKVAGSLDEAMAALNEDREFLTRGGVFTDDAIDAYIELRREE
                     MDRVRMTPHPVEFELYYSV"
     gene            4417126..4418949
                     /gene="typA"
                     /locus_tag="CH60_3995"
     CDS             4417126..4418949
                     /gene="typA"
                     /locus_tag="CH60_3995"
                     /note="typA_BipA: GTP-binding protein TypA/BipA;
                     [T] COG1217 Predicted membrane GTPase involved in stress
                     response"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein TypA/BipA"
                     /protein_id="AJK12884.1"
                     /translation="MIENLRNIAIIAHVDHGKTTLVDKLLQQSGTFGERTEATERVMD
                     SNDLEKERGITILAKNTAINWKDYRINIVDTPGHADFGGEVERVMSMVDSVLLVVDAM
                     DGPMPQTRFVTKKAFAHGLKPIVVINKVDRPGARPDWVVDQVFDLFVNLDATDEQLDF
                     PIIYASALMGIAGEDHNDMAEDMTPLYQAIIDHVPAPDVDSSGPLQMQISQLDYNNYV
                     GVIGIGRIKRGIVKPNQQVTVIDSEGKTRNGKVGKVLGHMGLERIETTQAEAGDIVAI
                     TGLGELNISDTICDVNAVEALPPLSVDEPTVTMYFCVNTSPFCGKEGKYVTSRQILDR
                     LNKELIHNVALRVEETEDADAFRVSGRGELHLSVLIENMRREGFELAVSRPKVINRII
                     DGRNQEPFESVTLDIEEQHQGAVMQAMGERKGDVKDMIPDGKGRIRLDYMIPSRGLIG
                     FRTEFMTMTSGTGLLYSTFSHYDDVRPGDIGQRQNGVLISNGQGKAVAFALYKLQDRG
                     KLFIGHGTEVYEGQIIGIHSRSNDLTVNCLTGKQLTNMRASGTDEATTLVPFLKKTLE
                     QALEFIDDDELVEVTPQSIRIRKRHLTENDRKRAGRGPREG"
     gene            4419271..4419861
                     /locus_tag="CH60_3996"
     CDS             4419271..4419861
                     /locus_tag="CH60_3996"
                     /note="HAD-SF-IA-v3: HAD hydrolase, IA, variant 3 family
                     protein;
                     [R] COG1011 Predicted hydrolase (HAD superfamily)"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 3 family protein"
                     /protein_id="AJK13936.1"
                     /translation="MLYIFDLGNVIVDIDFKRVLGVWSKLSSVPLATLNERFTMGEVF
                     QQHERGEISDEDFAHQLSDEMGISLSFEQFAEGWQAIFVALRPEVIDIMNKLRREGNR
                     VVVLSNTNRLHCYYWPEHYPEVAAAADHMYLSQDLGMRKPEARIYQHVLNAENVPAEQ
                     AVFFDDVEANVLAAKAVGINAIHVTDRQIIPTYFSL"
     gene            4419958..4420842
                     /gene="yihY"
                     /locus_tag="CH60_3997"
     CDS             4419958..4420842
                     /gene="yihY"
                     /locus_tag="CH60_3997"
                     /note="yihY_not_rbn: YihY family inner membrane domain
                     protein;
                     [S] COG1295 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="YihY family inner membrane domain protein"
                     /protein_id="AJK13300.1"
                     /translation="MASFRRFRLLSPLKPCVTFGRMLYTRIDKDGLTMLAGHLAYVSL
                     LSLVPLITVIFALFAAFPMFAEISIKLKAFIFANFMPATGDIIQNYLEQFVANSNRMT
                     VVGTCGLIVTALLLIYSVDSVLNIIWRSKIQRSLVFSFAVYWMVLTLGPILVGASMVI
                     SSYLLSLHWLAHARVDSMIDEILRVFPLLISWVSFWLLYSVVPTVRVPARDALIGALV
                     AALLFELGKKGFAMYITLFPSYQLIYGVLAVIPILFLWVYWSWCIVLLGAEITVTLGE
                     YRAERHHAKSVTTQSPEM"
     gene            4420849..4421286
                     /gene="dtd"
                     /locus_tag="CH60_3998"
     CDS             4420849..4421286
                     /gene="dtd"
                     /locus_tag="CH60_3998"
                     /note="[J] COG1490 D-Tyr-tRNAtyr deacylase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-tyrosyl-tRNA(Tyr) deacylase"
                     /protein_id="AJK12326.1"
                     /translation="MIALIQRALSASVVVEGNIVGEIGPGLLVLLGVEQGDTEQKAQR
                     LCERVLGYRIFSDENDKMNLNVQQAGGSVLVVSQFTLVADTQKGMRPSFSRGAIPQEA
                     DRLYQYFVAQCRERGVKTETGLFAADMKVSLVNDGPVTFWLQV"
     gene            complement(4421360..4422139)
                     /locus_tag="CH60_3999"
     CDS             complement(4421360..4422139)
                     /locus_tag="CH60_3999"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13104.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4422207..4423160)
                     /locus_tag="CH60_4000"
     CDS             complement(4422207..4423160)
                     /locus_tag="CH60_4000"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK14250.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKSMTCILMKIW"
     gene            4423430..4424353
                     /locus_tag="CH60_4001"
     CDS             4423430..4424353
                     /locus_tag="CH60_4001"
                     /note="yiiD_Cterm: putative thioesterase domain protein;
                     [KR] COG0454 Histone acetyltransferase HPA2 and related
                     acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="putative thioesterase domain protein"
                     /protein_id="AJK12118.1"
                     /translation="MYHLRVPITEQELKDYYQFRWEMLRKPLHQPIGSEKDAYDAMAY
                     HQMVVDEQGKAVAIGRLYINADNEAAIRFLAVAPSVRNKGLGTLVAMTLESVARQEGV
                     KRVVCSAREDAVDFFAKLGFVCQGEITAPQTTPVRHFLMIKPVATMDDILHRPDWCGQ
                     LQQAWYDHIPLSEKMGVRISQYTGQRFVTTMPEAGNQNPHHTLFAGSLFSLATLTGWG
                     LIWLLLRERHLGGTIILADAHIRYSAPVTGRPRAVAELSSLSGDLDRLARGRRARVQL
                     NVNLFGDENQGAVFEGTYMVLPVAAGDDMAN"
     gene            complement(4424488..4426197)
                     /locus_tag="CH60_4002"
     CDS             complement(4424488..4426197)
                     /locus_tag="CH60_4002"
                     /codon_start=1
                     /transl_table=11
                     /product="asmA family protein"
                     /protein_id="AJK12796.1"
                     /translation="MKFLGKTLLTLLLLFALSIVLCYAVLQTSWAAGWLSRWVSNNSG
                     YHLSLRGIDHRWSQPGQISFSDVTLARADQPPFLTAQQVIFGLSWRQLTDPKHFLSLQ
                     LQNGSLTLNNSTPSLPLQADTLQLTDMTLNTTVESKNATSQWKIAGQHVNGGLVPWQP
                     IPGNSFGENTQFHFSAGFLTINDISAQQIYLQGSIQKDILTLTNFGANIAQGELTGNA
                     RQSADGSWLVDRLRLSNIRLQTTASLEDVWNNVLQLPPITLKRFDLIDARVEGKGWAV
                     NDVDLTLKNITFKQGDWQSDDGELVFNASDIIKGNIHLIDPIATFTLSPEGVAINQFT
                     TRWQDGLLRTLGSWSRATHRLQLGELTVVALVYTLPNDWKQLWQQTLPDWLSEVYVGK
                     LSANRNLLIDISPDFPFQITSLDAAGSNLLLAKNHQWGVWSGSLVLNAGNATFNKNDI
                     RRPSLALNANEQQITFSDLSAFTKEGLLEATASIDQTPDRALSLALTGRSVDLNFLHN
                     WGWPALPLQGLGNLKLQIKGNLTADAPLKPTLNGSLQAIDSNGQQINQTVLHGVVQGT
                     AEQ"
     gene            complement(4426345..4427730)
                     /gene="pbuX"
                     /locus_tag="CH60_4003"
     CDS             complement(4426345..4427730)
                     /gene="pbuX"
                     /locus_tag="CH60_4003"
                     /note="pbuX: xanthine permease family protein;
                     [F] COG2233 Xanthine/uracil permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="xanthine permease family protein"
                     /protein_id="AJK10784.1"
                     /translation="MSTQSAELDTAPPSPAHPSELIYHLEDRPPLPQTLFAACQHLLA
                     MFVAVITPGLLICQALGLPAEDTQRIISMSLFASGLASLLQIKTWGPVGSGLLSIQGT
                     SFNFVSPLIMGGLALKNGGADIPTMMAALFGTLMVASCTEILLSHVLHLARRIITPLV
                     SGIVVMIIGLSLIQVGLTSIGGGYGAMSDNTFGAPKNLLLAGAVLGVIILLNRQRNPY
                     LRVASLVIAMAVGYLLAWALGMLPESRPVVDTALITIPTPLYYGLSFDWNLLIPLMLI
                     FMVTSLETIGDITATSDVSEQPVRGPLYMKRLKGGVLANGLNSMLSAIFNTFPNSCFG
                     QNNGVIQLTGVASRYVGFVVAIMLIILGLFPAVAGFVQHIPEPVLGGATLVMFGTIAA
                     SGVRIVSRETLNRRAIMIMALSLAVGMGVAQQPLILQFAPDWIKTLFSSGIAAGGITA
                     IVLNLLFPQEK"
     gene            4427968..4429182
                     /gene="gltS"
                     /locus_tag="CH60_4004"
     CDS             4427968..4429182
                     /gene="gltS"
                     /locus_tag="CH60_4004"
                     /note="gltS: sodium/glutamate symporter;
                     [E] COG0786 Na+/glutamate symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/glutamate symporter"
                     /protein_id="AJK12611.1"
                     /translation="MFHLDTYGTLVAACLVLLLGRKLVQTVPFLKKYTIPEPVAGGLL
                     VAFMMLLVQKTLGWEVSFDMSLKDPLMLAFFATIGLNANLASLRAGGKALSIFVFIVV
                     GLLLVQNTIGIVLAKLMGLDPLMGLLAGSITLSGGHGTGAAWSKLFSERYGFENATEV
                     AMACATFGLVLGGLIGGPVARYLVKHSSTPEGTPDDSAVPSAFEKPSAGRMITSLVLI
                     ETIAMISICLMAGNLIAGWLQGTMFELPIFVCVLFVGVILSNTLSASGFYRVFDRAVS
                     VLGNVSLSLFLAMALMSLKLWELASLALPMLVILSVQALAMALYAIFVTYRIMGKNYD
                     AAVLAAGHCGFGLGATPTAIANMQAITDRFGPSHLAFLVVPMVGAFFIDIVNAIVIKL
                     YLLLPIFPAVTG"
     gene            complement(4429548..4431629)
                     /gene="recG"
                     /locus_tag="CH60_4005"
     CDS             complement(4429548..4431629)
                     /gene="recG"
                     /locus_tag="CH60_4005"
                     /EC_number="3.6.4.12"
                     /note="recG: ATP-dependent DNA helicase RecG;
                     [LK] COG1200 RecG-like helicase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase RecG"
                     /protein_id="AJK13399.1"
                     /translation="MKGRLLDAVPLSTLSGVGASQAGKLAKIGLETIQDLLLHLPLRY
                     EDRTRLYRIGDLLPGLSVTVEGEVLRSDISFGRRRMMTCQISDGSGVLTLRFFNFNAA
                     MKNSLSVGKHVIAYGEAKRGNNGPEIIHPEYRVHGENIGVELQESLTPVYPTTEGIRQ
                     ATLRKLIDQALAMLDTCVIAELLPIELSRSLISLPEAIHTLHRPPADIQLADLEQGKH
                     PAQRRLIMEELLAHNLSMLAVRAGAQSYRALPLMAEEQLKQRFLAALPFTPTQAQQRV
                     VAEIERDMTQSFPMMRLIQGDVGSGKTLVAALAALRAIAHGKQVALMAPTELLAEQHA
                     TTFRQWLEPLGFSVGWLAGKQKGKARLAQQEAVASGQVSMVIGTHAMFQEQVQFSGLA
                     LVIIDEQHRFGVHQRLTLWEKGEEQGFHPHQLIMTATPIPRTLAMTAYADLDTSVIDE
                     LPPGRTPVTTVAIPDTRRSDVIQRVKNACLEEGRQAYWVCTLIEESELLEAQAAEVTC
                     EELKIALPEIKVGLVHGRMKGPEKQAIMLAFKQGELQLLVATTVIEVGVDVPNASLMI
                     IDNPERLGLAQLHQLRGRVGRGAVASHCVLLYKTPLSKTAQMRLQVLRDSNDGFVIAQ
                     RDLEIRGPGELLGTRQTGSAEFKVADLLRDQAMIPEVQRVARHLHQQYPEHAKALIER
                     WLPERVRYTNA"
     gene            complement(4431630..4432289)
                     /gene="trmH"
                     /locus_tag="CH60_4006"
     CDS             complement(4431630..4432289)
                     /gene="trmH"
                     /locus_tag="CH60_4006"
                     /EC_number="2.1.1.34"
                     /note="[J] COG0566 rRNA methylases"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA guanosine-2'-O-methyltransferase"
                     /protein_id="AJK10880.1"
                     /translation="MLATRQPDLTVCLEQVHKPHNVSAIIRTADAVGIHQVHAIWPTT
                     QMYTRLSAAAGSNSWVQVKTHPHIADAIAYLKSQDMQILATHLSDKAVDFREIDYTRP
                     TCILMGQEKTGISPEALALADQDIIIPMIGMVQSLNVSVASALILYEAQRQRQNAGMY
                     KRTHSVLAESEQQRLLFEGGYPVLAHVAKRKGLPQPHIDEQGQIIADAQWWSAMQATE
                     S"
     gene            complement(4432328..4434436)
                     /gene="spoT"
                     /locus_tag="CH60_4007"
     CDS             complement(4432328..4434436)
                     /gene="spoT"
                     /locus_tag="CH60_4007"
                     /EC_number="3.1.7.2"
                     /note="[TK] COG0317 Guanosine polyphosphate
                     pyrophosphohydrolases/synthetases"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional (p)ppGpp synthase/hydrolase SpoT"
                     /protein_id="AJK13509.1"
                     /translation="MYLFESLNLLIQRYLPEEQIKRLKQAYLVARDAHEGQTRSSGEP
                     YITHPVAVACILAEMRLDYETLMAALLHDVIEDTPATYQDMEQLFGKSVAELVEGVSK
                     LDKLNFRDKKEAQAENFRKMIMAMVQDIRVILIKLADRTHNMRTLGSLRPDKRRRIAR
                     ETLEIYSPLAHRLGIHHLKTELEELGFEALYPNRYRVIKEVVKAARGNRKEMIQKILA
                     EIEGRLTEAGIPCRVSGREKHLYSIYCKMHLKEQRFHSIMDIYAFRVIVKEVDTCYRV
                     LGQAHSLYKPRPGRVKDYIAIPKANGYQSLHTSLIGPHGVPVEVQIRTEDMDQMAEMG
                     VAAHWAYKEQGESGTTAQIRAQRWMQSLLELQQSAGSSFEFIESVKSDLFPDEIYVFT
                     PEGRIVELPAGATPVDFAYVVHTDIGHACVGARVDRQPYPLSQPLSSGQTVEIITAPG
                     ARPNAAWLNFVVSSKARAKIRQLLKNLKRDESVSLGRRLLNHALGNGRKLSDISEENI
                     KHELDRMKLATVDDLLAEIGLGNAMSVVVAKNLLGDPSTLGTSASGTRKLPIKGADGV
                     LITFAKCCRPIPGDPIIAHISPGKGLVIHHESCRNIRGYQKEPEKFMAVEWDQETEQE
                     FIAEIKVDMFNQQGALANLTAAINAAESNIQSLNTEEKDGRVYSAFIRLTTRNRVHLA
                     NIMRKIRIMPDVVKVSRNRN"
     gene            complement(4434456..4434731)
                     /gene="rpoZ"
                     /locus_tag="CH60_4008"
     CDS             complement(4434456..4434731)
                     /gene="rpoZ"
                     /locus_tag="CH60_4008"
                     /EC_number="2.7.7.6"
                     /note="rpoZ: DNA-directed RNA polymerase, omega subunit;
                     [K] COG1758 DNA-directed RNA polymerase, subunit K/omega"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, omega subunit"
                     /protein_id="AJK13609.1"
                     /translation="MARVTVQDAVEKIGNRFDLVLVAARRARQIQSGGKDALVPEEND
                     KVTVIALREIEEGLITNQILDVRERQEQQEQQAAEIQAVTAIAEGRR"
     gene            complement(4434786..4435409)
                     /gene="gmk"
                     /locus_tag="CH60_4009"
     CDS             complement(4434786..4435409)
                     /gene="gmk"
                     /locus_tag="CH60_4009"
                     /EC_number="2.7.4.8"
                     /note="guanyl_kin: guanylate kinase;
                     [F] COG0194 Guanylate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="guanylate kinase"
                     /protein_id="AJK13532.1"
                     /translation="MVQGTLYIVSAPSGAGKSSLIQALLKTQPLYDTQVSISHTTRAK
                     RPGENHGEHYFFVSEKEFCQMIDDDAFLEHAKVFENYYGTSRLAIEQVLATGVDVFLD
                     IDWQGAQQIRAKMPTARSIFILPPSKTELDRRLRGRGQDSEEVIAKRMEQAVAEMAHY
                     AEYDYLIVNDDFNLALSDLKTIIRAERLRLGRQKQRHDALISKLLAD"
     gene            4435810..4437513
                     /locus_tag="CH60_4010"
     CDS             4435810..4437513
                     /locus_tag="CH60_4010"
                     /note="[L] COG0272 NAD-dependent DNA ligase (contains BRCT
                     domain type II)"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD-dependent DNA ligase adenylation domain
                     protein"
                     /protein_id="AJK12958.1"
                     /translation="MNILNLKIIMFLLISNTIVVGGAWATSTCPDWPATRIAVEINAL
                     EQQLNKWSAAYHQQGHSPVTDDIYDQLQDKLRVWQSCRGLPDKTESQPIPGKGQFLHP
                     VAHTGLKKLKDETALTRWMAGRKNLWVQPKVDGVAVTLVYHGGKLVQLLSRGNGVKGQ
                     NWTEKAPFISAIPQYIANAPALLTLQGELFLLMDGHQQAKSGGVNARSTVAGALMRKS
                     PSPLLAQVGVFIWAWPDGPTTMKEKVALLQVMGFPFTAKYSEPVMSHLDVVQWRQFWF
                     QAPLPFVTDGVVVRQEEEPAGRYWQATPGQWSMAWKYPPLQHIAEVKDIHFTLGRTGK
                     GTVVLEVLPIKIDDKWIRRVNIGSVTRWKQWDIAPGDHITLALAGHGIPRLDNVVWRV
                     HQRNTITAPNWDKFHQLSCFQRLPHGCEPQFLSRLIWLSGPGGLDIGGIGGGFWQELI
                     HHELINDLVGWLLLTPEQIASIPGIGNARAEKIYQQFQRAKQQPFSRWLLALGFPQVV
                     SVDAQWQVVLRRSLSEWATMAGIGQMRAKQIKHFLDHPDVQALADFLSTQKVVGFELT
                     E"
     gene            complement(4437526..4438149)
                     /locus_tag="CH60_4011"
     CDS             complement(4437526..4438149)
                     /locus_tag="CH60_4011"
                     /note="conserved hypothetical protein;
                     [S] COG2860 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11133.1"
                     /translation="MLLSVLYIIGITAEAMTGALAAGRRQMDMFGVIIIASATAIGGG
                     SVRDMLLGHYPLGWVKHPEYIVIVAIAAIVTTWMAPLMKQLRHLFLVLDAIGLIVFSI
                     IGAQIALDMGHSTIIAAIAAVITGVFGGVLRDMLCNCIPLVFQKEIYAGISFAAAWIY
                     IALQYTPLSHNWVIIITLITGLALDYSPYDSGLACLYSNMSTQTIKL"
     gene            complement(4438552..4439415)
                     /locus_tag="CH60_4012"
     CDS             complement(4438552..4439415)
                     /locus_tag="CH60_4012"
                     /note="conserved hypothetical protein;
                     [S] COG1561 Uncharacterized stress-induced protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11199.1"
                     /translation="MIRSMTAYARRDIKGEWGNAAWELRSVNQRYLETYIRLPEQFRS
                     LEPVIRERIRSRLTRGKIECHLRFELDANAQSSLILNEKLAKQLVEAGNWVKMQSDEG
                     EINPVDILRWPGVMSAEEQDLDAISTELMQALDTALDDFIVSRETEGAALKTLIEQRL
                     EGVSAEVVKVRAHMPNILQWQRERLLNKLEEAQVQLENTRLEQELVLMAQRIDVAEEL
                     DRLEAHVKETYNILKKKEAVGRRLDFMMQEFNRESNTLASKSINAEVTNSAIELKVLI
                     EQMREQIQNIE"
     gene            4439542..4440258
                     /gene="rph"
                     /locus_tag="CH60_4013"
     CDS             4439542..4440258
                     /gene="rph"
                     /locus_tag="CH60_4013"
                     /EC_number="2.7.7.56"
                     /note="RNasePH: ribonuclease PH;
                     [J] COG0689 RNase PH"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease PH"
                     /protein_id="AJK12348.1"
                     /translation="MRPADRAAQQVRPLTLTRNYTKHAEGSVLVEFGDTKVLCTATVE
                     EGVPRFLKGQGQGWITAEYGMLPRSTHSRNAREAAKGKQGGRTLEIQRLIARSLRAAV
                     DLKKLGEFTITLDCDVLQADGGTRTASISGACVALADALNKLVASGKLKANPMKGLVA
                     AVSVGIVKGEALCDLEYVEDSAAETDMNVVMMEDGRMIEVQGTAEGEPFSHEELLALL
                     DLARGGIETIFQAQKAALES"
     gene            4440425..4441072
                     /gene="pyrE"
                     /locus_tag="CH60_4014"
     CDS             4440425..4441072
                     /gene="pyrE"
                     /locus_tag="CH60_4014"
                     /EC_number="2.4.2.10"
                     /note="pyrE: orotate phosphoribosyltransferase;
                     [F] COG0461 Orotate phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="orotate phosphoribosyltransferase"
                     /protein_id="AJK11077.1"
                     /translation="MKAYQREFIEFALNKQVLKFGEFTLKSGRISPYFFNAGLFNTGL
                     DLAKLGRFYAAALMDCGVEFDLLFGPAYKGIPIATTTAVALAEHHERDVPYCFNRKEA
                     KTHGEGGNLVGSPLQGRVMLVDDVITAGTAIRESMEIINAQGATLAGVMISLDRQERG
                     RGEISAIQEVERDYHCKVIAIVTLNDVIRYLEDKPEMAEHLVAVRQYREQYGVTL"
     gene            complement(4441207..4441803)
                     /locus_tag="CH60_4015"
     CDS             complement(4441207..4441803)
                     /locus_tag="CH60_4015"
                     /note="[K] COG1309 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AJK10896.1"
                     /translation="MAEKENTKRNRREEILQALAQMLESSDGSQRITTAKLAANVGVS
                     EAALYRHFPSKTRMFDSLIEFIEDSLMSRINLILQDEKETFNRLRLILLLVLGFAERN
                     PGLTRIMTGHALMFEQDRLQGRINQLFERIEMQLRQVLREKKLRDGQGFIHDEALLAT
                     QLLAFCEGMLSRFVRSEFRYCPTQEFDSRWPLIVAQLQ"
     gene            complement(4441925..4442383)
                     /gene="dut"
                     /locus_tag="CH60_4016"
     CDS             complement(4441925..4442383)
                     /gene="dut"
                     /locus_tag="CH60_4016"
                     /EC_number="3.6.1.23"
                     /note="dut: dUTP diphosphatase family protein;
                     [F] COG0756 dUTPase"
                     /codon_start=1
                     /transl_table=11
                     /product="dUTP diphosphatase family protein"
                     /protein_id="AJK12545.1"
                     /translation="MMKKIDIKILDPRVGNEFPLPTYATEGSAGLDLRACLDHAVELQ
                     PGQTTLLPTGLAIHIGDSALAAVILPRSGLGHKHGIVLGNLVGLIDSDYQGQLMVSVW
                     NRGQQPFTIEPGERIAQMVFVPVVQAEFNLVEDFTDSERGTGGFGHSGRQ"
     gene            complement(4442361..4443575)
                     /gene="coaBC"
                     /locus_tag="CH60_4017"
     CDS             complement(4442361..4443575)
                     /gene="coaBC"
                     /locus_tag="CH60_4017"
                     /EC_number="4.1.1.36"
                     /note="coaBC_dfp: phosphopantothenoylcysteine
                     decarboxylase / phosphopantothenate--cysteine ligase;
                     [H] COG0452 Phosphopantothenoylcysteine
                     synthetase/decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopantothenoylcysteine decarboxylase /
                     phosphopantothenate--cysteine ligase"
                     /protein_id="AJK12237.1"
                     /translation="MTGLSGKHIVLGISGGIAAYKSPELVRRLRDKGADVRVVMTHAA
                     KAFIAPLTLQAVSGYPVSDDLLDPAAEAAMGHIELGKWADLVIIAPATADLLARMAAG
                     MANDLLTTVCLATAAPIAAVPAMNQQMYRAPATQENLQTLSKWGVLLWGPDSGSQACG
                     DIGPGRMLDPQEIVALAYNHFSAKQDLQHLSVMITAGPTREPLDPVRFISNQSSGKMG
                     FAIAQALAARGSNVTLIAGPVNLSTPEGVKRIDVITALEMQQAVQKIAQQQNIFISCA
                     AVADYRAEHVSDEKIKKQGDEITLKLVKNPDIVAGVASMAKNRPFVVGFAAETQNVEE
                     YARQKLARKNLDLICANDVSLAEHGFNSDTNALHLFWSTGEKRLPLSDKYLLSQRLID
                     EIVSRYDEKNRH"
     gene            4443772..4444440
                     /locus_tag="CH60_4018"
     CDS             4443772..4444440
                     /locus_tag="CH60_4018"
                     /note="radc: DNA repair RadC family protein;
                     [L] COG2003 DNA repair proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair RadC family protein"
                     /protein_id="AJK10641.1"
                     /translation="MDEWYGQVAPREKLLKYGAAVLTDAELLAIFLRTGIPGMHVMKM
                     AEYLIETFGSLHGLISADYQTLCAHKGIGASKYSQIQAIGELACRCFSSHLMRESVLL
                     NPGITQKFLQNILSHREREIFLVVFLDNQHRVIRHEEMFTGTISSVEVHPREIVREAL
                     KVNAAALILAHNHPSGKAEPSQADRLITTQVIKACSLLDIRVLDHLVVGRGECVSFAE
                     RGWL"
     gene            4444703..4444939
                     /gene="rpmB"
                     /locus_tag="CH60_4019"
     CDS             4444703..4444939
                     /gene="rpmB"
                     /locus_tag="CH60_4019"
                     /note="L28: ribosomal protein L28;
                     [J] COG0227 Ribosomal protein L28"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L28"
                     /protein_id="AJK11268.1"
                     /translation="MSRVCQVTGKRPMSGNNRSHAMNATKRRFLPNLHSHRFWVEGEK
                     RFVTLRVSAKGMRVIDKKGIETVLAEIRARGEKY"
     gene            4444951..4445118
                     /gene="rpmG"
                     /locus_tag="CH60_4020"
     CDS             4444951..4445118
                     /gene="rpmG"
                     /locus_tag="CH60_4020"
                     /note="rpmG_bact: ribosomal protein L33;
                     [J] COG0267 Ribosomal protein L33"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L33"
                     /protein_id="AJK11229.1"
                     /translation="MAKGVREKIKLVSSAGTGHFYTTTKNKRTKPEKLELKKFDPVVR
                     QHVLYKEAKIK"
     gene            4445201..4446010
                     /gene="mutM"
                     /locus_tag="CH60_4021"
     CDS             4445201..4446010
                     /gene="mutM"
                     /locus_tag="CH60_4021"
                     /EC_number="3.2.2.23"
                     /note="fpg: DNA-formamidopyrimidine glycosylase;
                     [L] COG0266 Formamidopyrimidine-DNA glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-formamidopyrimidine glycosylase"
                     /protein_id="AJK11223.1"
                     /translation="MPELPEVETSRRGIEPYLVGQTILYAVVRNARLRWPVSDEILTL
                     SDQPVLSVQRRAKYLLLELPKGWIIIHLGMSGSLRVLSEETAAEKHDHVDLVVSNGKI
                     LRYTDPRRFGAWLWAKDLETSNVLAHLGPEPLSDEFTAQYLFDKSRNKRTLIKPWLMD
                     NKVVVGVGNIYASESLFAAGILPDRAAGSLTDAESVLLVATIKAVLLHSIEQGGTTLR
                     DFLQSDGKPGYFAQELQVYGRAGEPCRQCGHPIEIAKHGQRSTFFCRHCQH"
     gene            complement(4446016..4446495)
                     /gene="coaD"
                     /locus_tag="CH60_4022"
     CDS             complement(4446016..4446495)
                     /gene="coaD"
                     /locus_tag="CH60_4022"
                     /EC_number="2.7.7.3"
                     /note="coaD_prev_kdtB: pantetheine-phosphate
                     adenylyltransferase;
                     [H] COG0669 Phosphopantetheine adenylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="pantetheine-phosphate adenylyltransferase"
                     /protein_id="AJK12984.1"
                     /translation="MITKAIYPGTFDPITNGHLDLVTRASAMFSHVILAIADSSSKKP
                     MFTLDERVALAKKVTAPLKNVEVLGFSELMAEFAKKHNANILVRGLRSVSDFEYEWQL
                     ANMNRHLMPKLESVFLIPSEKWSFISSSLVKEVARHGGDITPFLPKPVTKALLAKLA"
     gene            complement(4446492..4447274)
                     /locus_tag="CH60_4023"
     CDS             complement(4446492..4447274)
                     /locus_tag="CH60_4023"
                     /note="[M] COG0463 Glycosyltransferases involved in cell
                     wall biogenesis"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase like 2 family protein"
                     /protein_id="AJK11965.1"
                     /translation="MGTKKRLSVVMITKNEASLLTDCLASVAWADEIIVLDSGSEDET
                     RALAQQFGAKVYSNINWPGYGKQRQLAQQYASGDYILMLDADERVTPELKIAIESVLL
                     APEEGAVYSCSRRNLFLGRFMRHSGWYPDRVTRLYPHHQYRYNDNLVHESLDSGSAKV
                     IPLAGDLLHLTCRDFFAFQRKQLSYAEAWAIQRHQQGKSCSYFAILSHTLGAFSKTWL
                     LRAGFLDGKQGLLLAVVNAQYTFNKYAALWALSHQYQKSEKS"
     gene            complement(4447275..4448552)
                     /locus_tag="CH60_4024"
     CDS             complement(4447275..4448552)
                     /locus_tag="CH60_4024"
                     /note="[M] COG1519 3-deoxy-D-manno-octulosonic-acid
                     transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AJK12324.1"
                     /translation="MLLRLYQVLLYLIQPLIWLRLLLRSRKAPAYRKRWGERYGFCAG
                     KVVAGGIMLHSVSVGETLAAIPLVRALRHRYPSLPITVTTMTPTGSERVQSAFGKDVH
                     HVYLPYDLPGSVNRFLDQVNPKLVIIMETELWPNLINTLHRRKIPLVIANARLSARSA
                     AGYKKIGSFIRTILQRITLIAAQNQEDGDRFIELGLKRSQLTVTGSLKFDISVTPELA
                     ARAVTLRRQWAPHRPVWIATSTHDGEETILLEAHRQLLQQFPTLLLILVPRHPERFGK
                     AVELTQKIGLSYTLRSKGEVPSSSTQVVIGDTMGELMLLYGIADLAFVGGSLVERGGH
                     NPLEAAAHAIPVLMGPHTFNFKDICAKLEQAEGLITVTDTLSLVKEITVLLTDEDFRL
                     YYGRHAVDVLHENQGALQRLLHLLEPYLPQRSH"
     gene            complement(4448972..4449937)
                     /gene="waaC"
                     /locus_tag="CH60_4025"
     CDS             complement(4448972..4449937)
                     /gene="waaC"
                     /locus_tag="CH60_4025"
                     /note="heptsyl_trn_I: lipopolysaccharide
                     heptosyltransferase I;
                     [M] COG0859 ADP-heptose:LPS heptosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipopolysaccharide heptosyltransferase I"
                     /protein_id="AJK13676.1"
                     /translation="MHVLIVKTSSMGDVLHTLPALTDAMNAIPGIRFDWVVEEGFSQI
                     PSWHPAVDKVIPVAIRRWRKNWFGSDTRQERCDFKRVVQQRSYDRVIDAQGLIKSAAL
                     ITRIAKGTKHGPDCKSAREPFASWFYNCRHEIDTKQHAVERIRQLFAKSLGYDKPESY
                     GDYAIAQRFLNQLPADAGQYLVFLHATTRDNKHWPESHWVQLIELVQPTGLKIKLPWG
                     AEHEHQRALRLAEHFPHVEVLPKLSLQQVAEVLAGAKAVVSVDTGLSHLTAALDRPNI
                     TLFGPTDPGLIGGYGKNQIAVISEQKKMDSLSAPTIMARLETLIS"
     gene            complement(4449937..4451001)
                     /gene="waaF"
                     /locus_tag="CH60_4026"
     CDS             complement(4449937..4451001)
                     /gene="waaF"
                     /locus_tag="CH60_4026"
                     /note="heptsyl_trn_II: lipopolysaccharide
                     heptosyltransferase II;
                     [M] COG0859 ADP-heptose:LPS heptosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipopolysaccharide heptosyltransferase II"
                     /protein_id="AJK11330.1"
                     /translation="MKILVIGPSWVGDMMMSQSLYRTLKAEYPAADIDVMAPAWCRPL
                     LARMPEVRHAIPMPLGHGAFAFEERRRLGLALRETEYDRAYVLPNSFKSALIPYFSGI
                     KRRIGWRGEMRYFLLNDLRILDKQAFPMMVQRYVALAYDKERIRSAADLPQPLLWPQL
                     QVRDEEIAETTASFNLTDNRPIIGFCPGAEFGPAKRWPHYHYATLAQKLIDDGYQVIL
                     FGSAKDNEAGEDIRQALSDTDREYCLNLAGQTSLEQAVVLIAACSAVVSNDSGLMHVA
                     AALNKPLVALYGPSSPDFTPPLSEKATVIRLITGYHKVRKGDSAQGYHQSLIDIQPEH
                     VMAALEKQLATQECSVKGGD"
     gene            complement(4451032..4451964)
                     /gene="rfaD"
                     /locus_tag="CH60_4027"
     CDS             complement(4451032..4451964)
                     /gene="rfaD"
                     /locus_tag="CH60_4027"
                     /EC_number="5.1.3.20"
                     /note="heptose_epim: ADP-glyceromanno-heptose 6-epimerase;
                     [MG] COG0451 Nucleoside-diphosphate-sugar epimerases"
                     /codon_start=1
                     /transl_table=11
                     /product="ADP-glyceromanno-heptose 6-epimerase"
                     /protein_id="AJK10765.1"
                     /translation="MIIVTGGAGFIGSNIVKALNNIGYKDILVVDNLKDGTKFVNLVD
                     LDIADYMDKEDFVASIVAGDDMGDIDAIFHEGACSSTTEWDGKYMMDNNYQYSKDILH
                     FCLDRSIPFLYASSAATYGGRTDNFIEDRQYEQPLNVYGYSKFLFDQYVREILPQADS
                     QICGFRYFNVYGPREGHKGSMASVAFHLNNQINAGERPKLFAGSENFKRDFIYVGDVA
                     DVNLWFWQNGVSGIFNCGTGRAESFQAVADAVVDYHQSGPVEYIEFPEKLKGRYQAYT
                     QADLTKLRAAGYGKPFKTVAEGVKEYLAWLNRSV"
     gene            4452210..4453421
                     /gene="kbl"
                     /locus_tag="CH60_4028"
     CDS             4452210..4453421
                     /gene="kbl"
                     /locus_tag="CH60_4028"
                     /EC_number="2.3.1.29"
                     /note="2am3keto_CoA: glycine C-acetyltransferase;
                     [H] COG0156 7-keto-8-aminopelargonate synthetase and
                     related enzymes"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine C-acetyltransferase"
                     /protein_id="AJK12678.1"
                     /translation="MSLPCNKHPFYQQLEQQLDTTRTEGLYKNERVITSAQQANIAVA
                     DGSRVINFCANNYLGLANHPKLIAAAKAGMDSHGFGMASVRFICGTQDIHKELEHKLA
                     SFLGMEDAILYSSCFDANGGLFETLLGPEDAIISDALNHASIIDGVRLCKAKRYRYAN
                     NDMTELEAQLKQAKAEGARHIMIATDGVFSMDGVIANLKRVCDLADEYQALVMVDDSH
                     AVGVIGANGRGTHEYCEVMDRVDIITGTLGKALGGASGGYTAGRKELVEWLRQRSRPY
                     LFSNSLAPAIVAASIEVLSLLEEGGALRDRLWANARLFREKMSAAGFTLAGADHAIIP
                     VMLGEAKLAQDFANALLKEGIYVTGFFFPVVPKGQARIRTQMSAGHTTEQVERAIEAF
                     VRIGKQLNVIA"
     gene            4453431..4454456
                     /gene="tdh"
                     /locus_tag="CH60_4029"
     CDS             4453431..4454456
                     /gene="tdh"
                     /locus_tag="CH60_4029"
                     /EC_number="1.1.1.103"
                     /note="tdh: L-threonine 3-dehydrogenase;
                     [ER] COG1063 Threonine dehydrogenase and related
                     Zn-dependent dehydrogenases"
                     /codon_start=1
                     /transl_table=11
                     /product="L-threonine 3-dehydrogenase"
                     /protein_id="AJK12558.1"
                     /translation="MKALSKLKAEEGIWMTDVPQPELGHNDIMIKIRKTAICGTDVHI
                     YNWDEWSQKTIPVPMVVGHEYVGEVVAIGQEVKGFNIGDRVSGEGHITCGHCRNCRGG
                     RTHLCRNTVGVGVNRPGSFAEYLVIPAFNAFKIPDNISDELAAIFDPFGNAVHTALSF
                     DLVGEDVLVSGAGPIGIMAAAVCKHVGARHVVIADVNEYRLDLARKMGVTRAVNVSKE
                     NLNDVMTELGMTEGFDVGLEMSGAPPAFRSLLNSMNHGGRIAMLGIPPSDMSIDWNQV
                     IFKGLFIKGIYGREMFETWYKMAALIQSGLDLTPIITHRFPIDEFQQGFDAMRSGKSG
                     KVVLSWD"
     gene            complement(4454594..4455094)
                     /locus_tag="CH60_4030"
     CDS             complement(4454594..4455094)
                     /locus_tag="CH60_4030"
                     /note="[S] COG2861 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="divergent polysaccharide deacetylase family
                     protein"
                     /protein_id="AJK10699.1"
                     /translation="MIKRKIFLDDSQNEAAIRQQFNRAVALARRNGSAIAIGHPHPAT
                     IKVLQQMLPQLPADIVLVRPSALLNEPVQSLSPDKTKPREPVKGQRLPAIKQCKAKAS
                     YVPEKIYADKLFILLGESLMQNPAVIFIQQHWQQYFTPAPPATPIDEQKAIENTEKLP
                     PKKAAQ"
     gene            complement(4455091..4455528)
                     /locus_tag="CH60_4031"
     CDS             complement(4455091..4455528)
                     /locus_tag="CH60_4031"
                     /note="[S] COG2861 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="divergent polysaccharide deacetylase family
                     protein"
                     /protein_id="AJK11563.1"
                     /translation="MRYFNTRQFIIVSTLFIASTAQAGKLSIVIDDFGYRPQNENKIL
                     QMPLPISVAILPNAPYAREMATKAHNQGREILIHLPMAPQSKQPLERDTLQPSMSSEE
                     IQRIIRQAANNVPYAKGMNNHMGSAMTASLPGMQKVMQALVSK"
     gene            complement(4455552..4456922)
                     /locus_tag="CH60_4032"
     CDS             complement(4455552..4456922)
                     /locus_tag="CH60_4032"
                     /note="[D] COG4942 Membrane-bound metallopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AJK10666.1"
                     /translation="MKDRELLAKSITTKDAVSDGRESPSLLSDKLSRLPWSTLYASVF
                     CAGVLLLPFSGQAVEPPVAAKASENKNQLKTLQQDIAEKEKSVQQQKKQRSSLLDQLK
                     QQENTISQTSRSLRETQATLAELSKDIASLTTSIEKLQNQQSQQQSILSKQLAAAFKQ
                     GKHSSLQLILSGEESQRSERILAYFSYLNEARQKAIEELKQTRTTLSAEKKMLEQKQN
                     QHKALLDEQKAQQQKLEQARIARQKTLTSLEASLEKDQQSLAELKLNESRLRDQIAKA
                     EREAKARAEREAKEAARVREQVKVKEQQAKKTGSSYKPSESERSLMARTGGLGRPGGQ
                     ALWPVRGNVSHRFGEPLQGELRWKGMVITAPEGSEVKAIADGRVLLADWLQGYGLVVV
                     IEHGKGDMSLYGYNQSALVNVGAQVKAGQPIALVGTSGGQGEPSLYFEIRRQGQAVNP
                     QPWLGR"
     gene            complement(4456932..4458479)
                     /gene="gpmI"
                     /locus_tag="CH60_4033"
     CDS             complement(4456932..4458479)
                     /gene="gpmI"
                     /locus_tag="CH60_4033"
                     /EC_number="5.4.2.12"
                     /note="pgm_bpd_ind: phosphoglycerate mutase;
                     [G] COG0696 Phosphoglyceromutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate mutase"
                     /protein_id="AJK11314.1"
                     /translation="MSSTKKPLVLTILDGYGHREEQQDNAILNAKTPVMDVLWQQQPH
                     TLIAASGLDVGLPDGQMGNSEVGHVNLGAGRIVYQDLTRLDKEIKEGDFFTNPTLTAA
                     VDNAVKTGKAVHIMGLLSAGGVHSHEDHIMAMVELAAKRGATAIYLHAFLDGRDTPPR
                     SAESSLKRFTAKFAELGNGRIASIIGRYYAMDRDNRWDRVQLAYDLLTQAKGEFTADN
                     AVAGLQAAYARGENDEFVKPTVIQATGEADAAMNEGDTLIFMNFRADRARQITRTFVN
                     AEFDGFKRDKVVNFGDFIMLTEYAADIKVACAYPPASLTNTFGEWLMKHDKTQLRISE
                     TEKYAHVTFFYNGGVEEPFKGEDRILINSPKVATYDLQPEMSSAELTEKLVSAIGSGK
                     YDVIICNYPNGDMVGHTGDYDAAVKAVETLDNCIEQVVAAVKAADGQLLITADHGNAE
                     QMRDPATGQAHTAHTSLPVPLIYVGNKAVKAVEGGKLSDIAPTMLSLMEMEIPQEMTG
                     KPLFIVE"
     gene            4458879..4459310
                     /locus_tag="CH60_4034"
     CDS             4458879..4459310
                     /locus_tag="CH60_4034"
                     /note="[P] COG0607 Rhodanese-related sulfurtransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AJK12366.1"
                     /translation="MQEIMQFISQHPILSLAWVLLFGAVVFTSFKNSLSKVKEVTRGE
                     ATRLINKEDAVVVDIRTREDYRKGHIANSINLIPSDIKNGNLGELEKHKTQPIIVVCA
                     MGTTSRASADMLSKAGFERVFTLKEGISGWSGENLPLARGK"
     gene            4459429..4459677
                     /gene="grxC"
                     /locus_tag="CH60_4035"
     CDS             4459429..4459677
                     /gene="grxC"
                     /locus_tag="CH60_4035"
                     /note="GRX_bact: glutaredoxin 3;
                     [O] COG0695 Glutaredoxin and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaredoxin 3"
                     /protein_id="AJK10570.1"
                     /translation="MAKIEMYTKATCPFCHRAKALLNAKGAAFHEIAIDNDPAKREEM
                     IARSGRTTVPQIFIDGQHIGGCDDLHALDARGGLDPLL"
     gene            4459765..4460241
                     /gene="secB"
                     /locus_tag="CH60_4036"
     CDS             4459765..4460241
                     /gene="secB"
                     /locus_tag="CH60_4036"
                     /note="secB: protein-export chaperone SecB;
                     [U] COG1952 Preprotein translocase subunit SecB"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-export chaperone SecB"
                     /protein_id="AJK12435.1"
                     /translation="MSEQNNTEMAFQIQRIYTKDISFEAPNAPQVFQQDWQPEVKLDL
                     DTASSQLAEDVYEVVLRVTVTASLGEETAFLCEVQQGGIFSVAGIEGTQLAHCLGAYC
                     PNILFPYARECITSLVSRGTFPQLNLAPVNFDALFMNYLQQQAEGEVEGVEQRQDA"
     gene            4460241..4461260
                     /locus_tag="CH60_4037"
     CDS             4460241..4461260
                     /locus_tag="CH60_4037"
                     /note="[C] COG0240 Glycerol-3-phosphate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate reductase PanE/ApbA family protein"
                     /protein_id="AJK11440.1"
                     /translation="MNTNPASMAVIGAGSYGTALAITLARNGHQVVLWGHDPKHIQQL
                     QQDRCNRAFLPDAAFPDTLRLETDLACALAASRDVLVVVPSHVFGAVLHQLKPHLRKD
                     ARIVWATKGLEAETGRLLQDVAREVLGEAIPLAVISGPTFAKELAAGLPTAIALASTD
                     VQFSEDLQQLLHCGKSFRVYSNPDFIGVQLGGAVKNVIAIGAGMSDGIGFGANARTAL
                     ITRGLAEMTRLGTALGADPSTFMGMAGLGDLVLTCTDNQSRNRRFGIMLGQGLGVKEA
                     QDNIGQVVEGYRNTKEVLALAQRHGVEMPITEQIYQVLYCHKNAREAALTLLGRTKKD
                     EKIGI"
     gene            4461526..4462347
                     /gene="cysE"
                     /locus_tag="CH60_4038"
     CDS             4461526..4462347
                     /gene="cysE"
                     /locus_tag="CH60_4038"
                     /EC_number="2.3.1.30"
                     /note="cysE: serine O-acetyltransferase;
                     [E] COG1045 Serine acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="serine O-acetyltransferase"
                     /protein_id="AJK13134.1"
                     /translation="MSSEELEQVWSNIKSEARALAECEPMLASFFHATLLKHENLGSA
                     LSYILANKLANPIMPAIAIREVVEEAYRSDAHMIVSAARDILAVRLRDPAVDKYSTPL
                     LYLKGFHALQAYRIGHWLWAQDRKALAIYLQNQVSVAFGVDIHPAATIGCGIMLDHAT
                     GIVIGETAVVENDVSILQSVTLGGTGKTSGDRHPKIREGVMIGAGAKILGNIEVGRGA
                     KIGAGSVVLQSVPAHTTAAGVPARIVGKPESDKPSLDMDQHFNGSIQGFEYGDGI"
     gene            complement(4462470..4462958)
                     /gene="trmL"
                     /locus_tag="CH60_4039"
     CDS             complement(4462470..4462958)
                     /gene="trmL"
                     /locus_tag="CH60_4039"
                     /EC_number="2.1.1.207"
                     /note="tRNA_yibK_trmL: tRNA
                     (cytidine(34)-2'-O)-methyltransferase;
                     [J] COG0219 Predicted rRNA methylase (SpoU class)"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (cytidine(34)-2'-O)-methyltransferase"
                     /protein_id="AJK10967.1"
                     /translation="MLNIVLFEPEIPPNTGNIIRLCANTGCQLHLIKPLGFTWDDKRL
                     RRAGLDYHEFADIKHHHDYQAFLDSEKLDSTQPARLFALTTKGTPAHSAVSYQANDYL
                     LFGPETRGLPAYILDALPAQQKIRIPMQADSRSMNLSNAVSVVVYEAWRQLGYPGALL
                     KE"
     gene            4463147..4464211
                     /locus_tag="CH60_4040"
     CDS             4463147..4464211
                     /locus_tag="CH60_4040"
                     /EC_number="2.1.1.63"
                     /note="ogt: methylated-DNA--[]-cysteine
                     S-methyltransferase family protein;
                     [F] COG2169 Adenosine deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylated-DNA--[]-cysteine S-methyltransferase
                     family protein"
                     /protein_id="AJK11222.1"
                     /translation="MNNVKDPRWAAIINRDKTADGQFVYAVKTTGIYCRPSCPSRRAK
                     AENIEFFIDNTAAEQAGYRPCKRCQPTQLSRAQQQVEKISQACRLIELAETPPKLNEL
                     AAQLGLSTFYFHRLFKAITGLTPKGYANATRSERIRAQLSHGGSVTDAIFEAGYNSSS
                     RFYAQSQQLLGMTPTRYRKGGCDARLHFAVGESSLGAILVAKSELGVCAILLGDDPVR
                     LVQQLQDKFPQANLVGGDAEFEQWVAQVVGCVEAPKLGLNLPLDIRGTAFQQRVWQAL
                     REIPIGETASYADIASRIGSPTAVRAVAGACAANILAVAIPCHRVIRQDGALSGYRWG
                     VERKRLLLEREGVEKEAEDH"
     gene            complement(4464260..4465636)
                     /gene="cpxA"
                     /locus_tag="CH60_4041"
     CDS             complement(4464260..4465636)
                     /gene="cpxA"
                     /locus_tag="CH60_4041"
                     /EC_number="2.7.13.3"
                     /note="[T] COG0642 Signal transduction histidine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="sensor protein CpxA"
                     /protein_id="AJK13715.1"
                     /translation="MINSLTTRIFAIFWFTLALVLMLVLMVPKLDSRQLTVLLDSEQR
                     QGTMLEQHIEAELANDPANDLMWWRRLHRAIEKWAPPGQHLILVTSEGRIIGVQRQEV
                     QMVRNFIGQSDNADQPKKKKYGRVEMVGPFSIRDGEDNYQLYLIRPANSPQSDFINLM
                     FDRPLLLLIATMLISAPLLLWLAWSLAKPARKLKNAADDVARGNLKQHPELESGPQEF
                     LATGASFNQMISSLDRMVVAQQRLISDISHELRTPLTRLQLATALMRRRHGEGKELER
                     IEMEAQRLDSMINDLLVLSRSQHKNELHREPIKADELWSDVLENAQFEAEQMGKTLVV
                     TAPPGPWPLFCNPAALDSALENIVRNALRYSHHHIAVAFSIDNQGVTIIVDDDGPGVS
                     PEDREQIFRPFYRTDEARDRASGGTGLGLAIVETAVSQHRGWVKAEDSPLGGLRLIVW
                     LPLHPLKS"
     gene            complement(4465633..4466331)
                     /gene="cpxR"
                     /locus_tag="CH60_4042"
     CDS             complement(4465633..4466331)
                     /gene="cpxR"
                     /locus_tag="CH60_4042"
                     /note="[TK] COG0745 Response regulators consisting of a
                     CheY-like receiver domain and a winged-helix DNA-binding
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein CpxR"
                     /protein_id="AJK13583.1"
                     /translation="MHKILLVDDDRELTSLLKELLEMEGFNVVVAYDGEQALSQLDSS
                     IDLLLLDIMMPRKNGIETLKELRQHHQTPVIMLTARGSELDRVLGLELGADDYLAKPF
                     NDRELVARIRAILRRSNWSEQQQNAEQGAPTLEVDCLQLNPGRQEASFEGQPLELTGT
                     EFTLLYLLAQHLGQVVSREHLSQEVLGKRLTPFDRAIDMHISNLRRKLPDRKDGLPWF
                     KTLRGRGYLMVSET"
     gene            4466505..4466993
                     /locus_tag="CH60_4043"
     CDS             4466505..4466993
                     /locus_tag="CH60_4043"
                     /note="[UNTP] COG3678 P pilus assembly/Cpx signaling
                     pathway, periplasmic inhibitor/zinc-resistance associated
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LTXXQ motif family protein"
                     /protein_id="AJK13817.1"
                     /translation="MRKVTTLVMASMFVLGSSAAFAADNTKVTEGYHGDGKMMMNKKG
                     DRGHHNMFDGINLTEQQRQQMRDLMRQSHQSQPRLDLEDREAMHKLITADKFDEAAVR
                     AQAEKMSQNQIERHVEMAKVRNQMYNLLTPEQKEALNKKHQERIEKLQQKPAAQPSSA
                     QK"
     gene            4467710..4468630
                     /locus_tag="CH60_4044"
     CDS             4467710..4468630
                     /locus_tag="CH60_4044"
                     /note="T_den_put_tspse: conserved hypothetical family
                     protein;
                     [S] COG5464 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12148.1"
                     /translation="MKTTPTPHDALFKNFMTQPATACDLLEFHLPPELRQLCDLSTLR
                     LESGSFIENNLRACYSDVLYSLKTTVGDGYVYALIEHQSSPDKHMAFRLMRYAIAAMQ
                     SHLEAGYDKLPLVIPILFYHGMVTPYPYPMSWLHAFNQPELAGQLYCGNFPLVDVTVI
                     PDHEIMTHRRIALLELLQKHIRQRDLSELLDQLVILIASGYTTEDQLKSAINYIIQVG
                     ETAEPEVFIRSLAHRLPEHEESLMTIAQKLEQKGEARGIVKGRVEGRVEGAQETALKI
                     ARTMLANGLDRATVMKMTGLSEEELTQIHH"
     gene            4469192..4470094
                     /locus_tag="CH60_4045"
     CDS             4469192..4470094
                     /locus_tag="CH60_4045"
                     /note="CDF: cation diffusion facilitator transporter
                     family protein;
                     [P] COG0053 Predicted Co/Zn/Cd cation transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="cation diffusion facilitator transporter family
                     protein"
                     /protein_id="AJK13660.1"
                     /translation="MDPQYARWVKAAALSATALASILLIIKIFAWWHTGSVSLLAALV
                     DSLVDLAASLTNLFVVRYSLQPADEEHTFGHGKAESLAALAQSMFISGSALFLFLTGF
                     RHLASPEPLQDPSIGIGVTLVALFSTLILVTFQRWVVRKTHSQAIRADMLHYQSDVLM
                     NGAILIALALSWYGFRRADALFALGIGVYILYSALRMGYEAVQSLLDRALPDDERQQI
                     IDIVTSWPGVIGAHDLRTRRSGQTRFIQLHLEMEDMMPLMEAHVLAEQVEHALLYRFP
                     GADVLIHQDPCSVVPKERHAHWEL"
     gene            4470312..4471295
                     /gene="pfkA"
                     /locus_tag="CH60_4046"
     CDS             4470312..4471295
                     /gene="pfkA"
                     /locus_tag="CH60_4046"
                     /EC_number="2.7.1.11"
                     /note="PFKA_ATP: 6-phosphofructokinase;
                     [G] COG0205 6-phosphofructokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphofructokinase"
                     /protein_id="AJK12449.1"
                     /translation="MVKKIGVLTSGGDAPGMNAAIRGVVRAALSAGLDVFGIEDGYLG
                     LYENRMKKLDRYSVSDMINRGGTFLGSARFPEFRDPEVRKVALKNMHERGIDGLVVIG
                     GDGSYAGADLLTKEGGIHCVGLPGTIDNDVAGTDYTIGFFTALETVVEAIDRLRDTSS
                     SHQRISIVEVMGRYCGDLTLAAAIAGGCEFIAIPEVEFKRDDLVAEIKAGIAKGKKHA
                     IVAITEKLDDIDSLAKYIEKETGRETRGTVLGHIQRGGAPVAYDRILASRMGAYAVDL
                     LLQDHDYKKGGFCVGVQNEKMVHELISVCIAPENKKSKFKEDWYDTAKKLF"
     gene            4471516..4472505
                     /locus_tag="CH60_4048"
     CDS             4471516..4472505
                     /locus_tag="CH60_4048"
                     /note="3a0106s03: sulfate ABC transporter, sulfate-binding
                     family protein;
                     [P] COG1613 ABC-type sulfate transport system, periplasmic
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate ABC transporter, sulfate-binding family
                     protein"
                     /protein_id="AJK13683.1"
                     /translation="MRKWGVGLSLLVLASGAMAKDIQLLNVSYDPTREFYQEYNQAFS
                     KYWQQQTGDKVTVRQSHGGSGKQATSVINGIEADVVTLALAYDVDAIAERGRIDKNWI
                     KRLPDNSAPYTSTIVFLVRKGNPKQIHDWSDLVKPGTSVITPNPKTSGGARWNYLAAW
                     GYALEHNNNDQAKAQEFVNALYKNVEVLDSGARGATNTFVERGIGDVLIAWENEALLA
                     VNEVGNGQFDIVTPSVSILAEPTVSVVDKVVDKRGTRDVADAYLKYLYSPEGQTIAAK
                     NYYRPRDPVVAAKFAKEFPQLKLFTIDEVFGGWTQAQKTHFATGGVFDEISKR"
     gene            complement(4472502..4472774)
                     /locus_tag="CH60_4047"
     CDS             complement(4472502..4472774)
                     /locus_tag="CH60_4047"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13033.1"
                     /translation="MAWSRSERKIELSTSVLLFTRFAMSAVASSAVAINVQHHNIQRC
                     GVGDKAVGSPGICCNYLLYHPSSGNPLGMMFAGIGAELAATIRTLI"
     gene            complement(4472755..4473531)
                     /locus_tag="CH60_4049"
     CDS             complement(4472755..4473531)
                     /locus_tag="CH60_4049"
                     /note="[P] COG0725 ABC-type molybdate transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AJK12487.1"
                     /translation="MKYSNVIVSGLCMSMVSLATAAPTEVPSDEPVTLRIISSMATRQ
                     FLTEVIAQFAQQSKYQVELESVGGVDATKRVEAGEAFDVVILSANAIDKLIDSGKILP
                     NSRIDLVKSGVAIAVKEGAQIMDVSSEETVKQAVLAANTIAYSTGPSGVYLTEVFEHW
                     GIAEQIKDRIVKVPPGVPVGSLVAKGEVELGFQQLSELLHLKGIIILGPLPTDIQIMT
                     HFSAGVPLKTNQQKAIKVLLDFLASPAATEAKIKNGMEPI"
     gene            complement(4473649..4475076)
                     /gene="ybhI"
                     /locus_tag="CH60_4050"
     CDS             complement(4473649..4475076)
                     /gene="ybhI"
                     /locus_tag="CH60_4050"
                     /note="[P] COG0471 Di- and tricarboxylate transporters"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein ybhI"
                     /protein_id="AJK13508.1"
                     /translation="MKNKIWKLCILVMIPLVIWFIPPPEGLTELSWRLSGFYLAAICG
                     LILKPFSEAVVLLGVVGFAGFFLNNTSQILVGYATSTVWLVFAAFGISISFVKTGLGR
                     RIAFHMIRFCGSTTLRLGYVTAFLEFVISPVTPSNTARSGGIVFPIILSVVKALGSEP
                     GDTAKKAGSYLMSNIYFVMKVSSFMFITAMAPNLLAADFAAKILGIHLDWGVWALAMV
                     VPGLLLLLIVPAVGYYLDKPELKKVDNKKIADEGLAELGPITRNEKLLVGIFISALLG
                     WALPSLLGQLFGITLKIDATAVAIMAMALCILLGVIKWDDVLQNKGAWNTLLWFGGII
                     GLASALSKEKVFDWLANLIQNNVDFGHNPFIALTIIGFLSIIIRYFFASASSYAIAML
                     PVFLTVGKVAGADPMALALVLAATNSYGGALTHYGGGSAPIIFGAGYNNVKQWWASGA
                     VIATVCFIVTMTVGYVWWQFLGFVK"
     gene            complement(4475142..4475855)
                     /gene="ligK"
                     /locus_tag="CH60_4051"
     CDS             complement(4475142..4475855)
                     /gene="ligK"
                     /locus_tag="CH60_4051"
                     /note="ligK_PcmE: 4-carboxy-4-hydroxy-2-oxoadipate
                     aldolase/oxaloacetate decarboxylase;
                     [H] COG0684 Demethylmenaquinone methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-carboxy-4-hydroxy-2-oxoadipate
                     aldolase/oxaloacetate decarboxylase"
                     /protein_id="AJK12363.1"
                     /translation="MSLVNMKGVVVTNIERAELALLQRFAEYGVATVHEAQLRQGLLD
                     ERIKPIQQGRCIAGNAVTVLVTPGDNWMFHVAVEQCQPGDVLLVAPTSECHDGFFGDL
                     LATSLLARGVVALVGDIGIRDSQTLREMNFPVWSRAVWAQGTVKASLGSVNVPVICAG
                     QLVNPGDIVVADDDGVVIVPREQATAIADAAQTRVDLETSKRQRLANGELGLDIYQMR
                     APLAKKGLRYVNSLNALKS"
     gene            complement(4475852..4476589)
                     /locus_tag="CH60_4052"
     CDS             complement(4475852..4476589)
                     /locus_tag="CH60_4052"
                     /note="[S] COG2120 Uncharacterized proteins, LmbE
                     homologs"
                     /codon_start=1
                     /transl_table=11
                     /product="glcNAc-PI de-N-acetylase family protein"
                     /protein_id="AJK11931.1"
                     /translation="MAMIPQKTALVVSAHSADFVWRAGGAIALHVEQGYQVHIVCLSY
                     GERGESAKLWRKGDMTEERVKASRHTEAQAAANVLGASIEFFDMGDYPLRADKESLFR
                     LADVFRRIQPHFVLTHSLADPYNYDHPLAANLAQEARIIAQAEGYRPGEAIIGAPPVY
                     CFEPHQPEQCGWKPDVLLDITSVWEKKYAAIQCMAGQEHLWEYYTRVALQRGVQAKRN
                     IGIASTKTIIHGEGYQSLFPRVTEDLS"
     gene            4476783..4477961
                     /locus_tag="CH60_4053"
     CDS             4476783..4477961
                     /locus_tag="CH60_4053"
                     /note="[K] COG0583 Transcriptional regulator"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AJK12068.1"
                     /translation="MTAEQGAASLAALNLFRTQSAITRSIRDLEHTLAISLFERHAKG
                     MLLTDLGNVILPRARSAMEELTRIPALLRRLQQRDDEGIEDLEPTWLFNERRLQIFLS
                     LYRQQHALHVAQALDITQSAVSAALKVLEKGAGMYLFHRTPKGMLPTPAGHEIAPCIS
                     RALNALHHIPEEITAHRGDLTGSVRVGALPLSRARLLPQAMIKLISRHPGIKIVTNES
                     GFTALIAELRAGDIDFIIGALRNEKMLLDIHSEILFEEELILLARPNHPLSDRRVKNQ
                     ELKDIQWVLPRNHAPSRHLLEVAFCKMGLASPQPVVESGDPAVVRALLLGSDMVAAVS
                     SHQLDFEVSEGILIPLQVNLTGTRREIGLMTRQKALNSPATDALINCVREVIQSSNDK
                     "
     gene            complement(4478193..4478960)
                     /gene="tpiA"
                     /locus_tag="CH60_4054"
     CDS             complement(4478193..4478960)
                     /gene="tpiA"
                     /locus_tag="CH60_4054"
                     /EC_number="5.3.1.1"
                     /note="tim: triose-phosphate isomerase;
                     [G] COG0149 Triosephosphate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="triose-phosphate isomerase"
                     /protein_id="AJK11820.1"
                     /translation="MRHPLVMGNWKLNGSTHMVNELIAGLRKELSTVDGCGVAIAPPA
                     IYLNQAKHELAGSRIALGAQNVDVNLSGAFTGETSAEMLKDIGAQYIIIGHSERRTYH
                     QESDELIAKKFGVLKEIGLIPVLCIGESEAENEAGQTEAVCAKQLDAVLNTLGVKAFE
                     GAVIAYEPIWAIGTGKSATPAQAQAVHKFIRDHIAKQDAAVAAQVIIQYGGSVNDKNA
                     AELFTQPDIDGALVGGASLKADAFAVIVKAAAKAKKA"
     gene            complement(4479089..4479724)
                     /locus_tag="CH60_4055"
     CDS             complement(4479089..4479724)
                     /locus_tag="CH60_4055"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13636.1"
                     /translation="MRKEIVSMRIILLLAALLLITFMLITTINHAHADPTNDSSPPKE
                     GAPPIAPYLLFNAPTFDLTLVKFRESYNRANPTLPINEFHAITVKEDSPPLTRAASKI
                     NENLYASTALEKGTGKIKTLQITYLPIKGNEEKTAKLLAINYMAALMRQFEPTLSVAQ
                     SLANVQKLLTEGKGSPFYAHTIGAIRYVVADNGEKGLTFAVEPIKLSLSEA"
     gene            4479938..4480306
                     /locus_tag="CH60_4056"
     CDS             4479938..4480306
                     /locus_tag="CH60_4056"
                     /note="conserved hypothetical protein;
                     [S] COG3152 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14300.1"
                     /translation="MGLWLLAMLVIFTLAGKEWLPIQSASFALVFLLWPTAAVVVKRL
                     HDRNKAGWWALLAVLAWMLMAGNWQMLTPIWQWGVGRFIPTLIFVMMFIDCGAFLGTE
                     GDNRFGPEAVPVKFFADKAK"
     gene            complement(4480647..4481393)
                     /locus_tag="CH60_4057"
     CDS             complement(4480647..4481393)
                     /locus_tag="CH60_4057"
                     /note="[C] COG1018 Flavodoxin reductases (ferredoxin-NADPH
                     reductases) family 1"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase NAD-binding domain protein"
                     /protein_id="AJK13965.1"
                     /translation="MAEWVSGKITHIEHWTDALFSLQVNAPVDPFTAGQFAKLALDIN
                     GERVQRAYSYVNAPSDHNLEFYLVTVPEGKLSPRLDQLSVGGEVMITKQAAGFFVLEE
                     IPDCDTLWMLATGTAIGPYLSILQEGQDLERFKHLVLVHAARFAHDLSYLPLMQQLEQ
                     RYNGKLRIQTVVSREESPGSLTGRVPALIENGALEAAVGLKIDAKDSHVMLCGNPQMV
                     RDTQQLLKEQREMRKHLRRKPGHMTSEQYW"
     gene            complement(4481548..4482558)
                     /gene="glpX"
                     /locus_tag="CH60_4058"
     CDS             complement(4481548..4482558)
                     /gene="glpX"
                     /locus_tag="CH60_4058"
                     /EC_number="3.1.3.11"
                     /note="glpX: fructose-1,6-bisphosphatase, class II;
                     [G] COG1494 Fructose-1,6-bisphosphatase/sedoheptulose
                     1,7-bisphosphatase and related proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-1,6-bisphosphatase, class II"
                     /protein_id="AJK13414.1"
                     /translation="MKRELAIEFSRVTEAAALAGYKWLGRGDKNAADGAAVQAMRIML
                     NQVNIDGRIVIGEGEIDEAPMLFIGEHVGTGQGDAVDIAVDPIEGTRMTAMGQANALA
                     VLAVGDQGTFLHAPDMYMEKLVVGPAAKGAIDLNLPLEQNLCNIATALNKPLADLTVI
                     TLAKPRHDGIIAAMQQLGVKVFAIPDGDVAASILTCMPESEVDVMYCIGGAPEGVISA
                     AVIRALDGDMQGRLLPRHQVKGDSEDNRRIGEQELLRCKSMGIEAGNVLQLGDMARND
                     NVIFSATGITKGDLLEGIYRKGNMATTETLLIRGKSRTIRRIRSTHFLDRKDPALHEF
                     LL"
     gene            complement(4482795..4484318)
                     /gene="glpK"
                     /locus_tag="CH60_4059"
     CDS             complement(4482795..4484318)
                     /gene="glpK"
                     /locus_tag="CH60_4059"
                     /EC_number="2.7.1.30"
                     /note="glycerol_kin: glycerol kinase;
                     [C] COG0554 Glycerol kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol kinase"
                     /protein_id="AJK12310.1"
                     /translation="MTTENTTQKKYIVALDQGTTSSRAVVLDHNANIVSVSQREFTQI
                     YPKAGWVEHDPMEIWATQSSTLIEVLAKAGINSDEIAGIGITNQRETTIVWDKVTGKP
                     VYNAIVWQCRRTADICEKLKKEGLEEYIRHNTGLVVDPYFSGTKVKWILDNVEGARER
                     AERGELLFGTVDTWLVWNMTQGRVHVTDYTNASRTMMFNIRTKEWDDRMLKALNIPRA
                     MLPEVRPSSEIYGKTNIGGKGGTRIPIAGIAGDQQAALFGQLCVQPGMAKNTYGTGCF
                     LLMNTGEEAVQSTHGLLTTIACGPRGEVNYALEGAVFIGGASIQWLRDELKLIGDATD
                     SEYFATKVKNSNGVYVVPAFTGLGAPYWDPYARGAIFGLTRGVNSNHIIRATLESIAY
                     QTRDVLDAMQADSGARLKSLRVDGGAVANNFLMQFQADILGTRVERPAIRESTALGAA
                     FLAGLATGFWDDLDEVKSKASIEREFRPGIETTERDIRYKGWKKAVARARDWEEHDE"
     gene            complement(4484495..4485343)
                     /gene="glpF"
                     /locus_tag="CH60_4060"
     CDS             complement(4484495..4485343)
                     /gene="glpF"
                     /locus_tag="CH60_4060"
                     /note="[G] COG0580 Glycerol uptake facilitator and related
                     permeases (Major Intrinsic Protein Family)"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol uptake facilitator protein"
                     /protein_id="AJK13510.1"
                     /translation="MSQTASSTLKGQCIAEFLGTGLLIFFGAGCVAALKLAGASFGQW
                     EISIIWGLGVAMAIYLTAAISGAHLNPAVTIALWLFACFERRKVLPYIVAQVAGAFCA
                     AALVYGLYYSLFVDFEQTHQMVRGSTESLQLAGIFSTYPNPHISVVQAFLVETVITAI
                     LMCLILALTDDGNGIPRGPLAPLLIGILIAVIGASMGPLTGFALNPARDLGPKAFSYL
                     AGWGDIAFTGGRDIPYFLVPIFGPIVGALLGAFGYRALIGRHLPCDVCTLEDEESTTI
                     TTERKA"
     gene            4485971..4486210
                     /locus_tag="CH60_4061"
     CDS             4485971..4486210
                     /locus_tag="CH60_4061"
                     /note="conserved hypothetical protein;
                     [S] COG3074 Uncharacterized protein conserved in bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12133.1"
                     /translation="MSFEVFEKLEVKVQQAIDTITLLQMEIEELKEKNNTLTQEVQDA
                     AGSREALVRENEQLKQEQHVWQDRLRALLGKMEEV"
     gene            complement(4486418..4486876)
                     /locus_tag="CH60_4062"
     CDS             complement(4486418..4486876)
                     /locus_tag="CH60_4062"
                     /note="[L] COG1943 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase IS200 like family protein"
                     /protein_id="AJK12032.1"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4487261..4489375)
                     /locus_tag="CH60_4063"
     CDS             complement(4487261..4489375)
                     /locus_tag="CH60_4063"
                     /note="[V] COG2274 ABC-type bacteriocin/lantibiotic
                     exporters, contain an N-terminal double-glycine peptidase
                     domain"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK13377.1"
                     /translation="MNDTHFNEIKNRLNFSFRRKVPQVLQTEAAECGLACLVMTCRYH
                     GMDIDLFNLRQRFGISSHGATLALLINISAQLKFKTRALSLDLDELRQLKTPCILHWD
                     MSHFVVLVAVKGTRFIIHDPAFGRRTVSLSEMSQHFTGVALELWPNSEFTRQKSRTRL
                     SLLSLMRNISGLPGFLTKIFCLSLMVEAINLLLPVGTQLVMDHVIIAEDHDLLALICI
                     GLLFFILFRTFLSMLRSWTSLVMGSLVDVQWKAGLFDHLLKLPLAYFEKRKLGDIQSR
                     FGSLDIIRSTLTNNVVNGIIDGLMSIGVFIMMFLYGGWLVWVVLGFTAMYMILRLATY
                     NQYRQASEEQIVKNAKASSHFMETLYGISTLKALGLAATRSQFWLNLNIDTTNANIRL
                     TKLDMFFGGVNTLIGTIDQVVILWLGASMVIDGQMTLGMFVAFNAYRGQFSDRATNLI
                     NMVLQLRMLALHSERIADIVFTETEKEQTPRQLLSPNQPAVFEARNIAFQYDNLSKPI
                     FSDLNIHVEAGESVAITGPSGIGKTTLMKVIAGLLTPSQGHILIDGLDITTVGLNNYR
                     DCIACVLQDDKLFAGSIADNIASFDVNKDEQRILSCANHCNIHKEIMHMPMGYETLIS
                     ELGGSLSGGQKQRLLIARALYRQPSLLFLDEATSHLDLANEAHINNAIASLKITRIFI
                     AHRPSTIASAQRIINLEKQNVS"
     gene            complement(4489368..4490660)
                     /locus_tag="CH60_4064"
     CDS             complement(4489368..4490660)
                     /locus_tag="CH60_4064"
                     /note="[M] COG0845 Membrane-fusion protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hlyD secretion family protein"
                     /protein_id="AJK12941.1"
                     /translation="MSSNQIFRRDAVEYIRTKWLGKALLTSGYSTTFIAALCAIFLVL
                     LITLIIYGTYTRRINVNGEVISQPHPINIFSPQQGFITKKWVEVGDIVRKGQHLYQID
                     VSRTTFSGNVSLNSLEAINNQLSQIDSIINNTQKNKELTLLNLRQQLAQYQKAHKKSQ
                     ELVDNAGKGMDDMRRTMASYGTYQRQGLITKDQLTNQRSLFYQQQNAFQSLNTQLIQE
                     SLQIAKLESEISTRASDFDNDISQYLFQKGDLKRQLAEVDASGMLLINSPSDGKIENM
                     SVTQGQMVNVNDSLVQLTPSDNPYYCLVLWVPNNSVPYINTGDKVNIRYDAFPFEKFG
                     QFPGRIISISNVPVSQQEIASYNIAPRLPNGGLIEPYYKVIVALDDIHFRYQSKPLML
                     SNGLKANVTLFLEKRPLYQWMLSPFYDIKKSVTGPVNE"
     gene            4490873..4491112
                     /locus_tag="CH60_4065"
     CDS             4490873..4491112
                     /locus_tag="CH60_4065"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11043.1"
                     /translation="MKELTQTEVMEVSGAGIVSDAGKVLGSGFGALIDAGASIFGIKP
                     NASATIGKIGESIGSAFDAGISGVKQFFGLSAPQQ"
     gene            4491742..4492326
                     /locus_tag="CH60_4066"
     CDS             4491742..4492326
                     /locus_tag="CH60_4066"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11299.1"
                     /translation="MQRGCCFLRSTTTAGVALIVAMTLSVSAWAISEQAKSEQATTVP
                     NNDIVCHVAHLNARFDDKEGLFEGASQSGTLLILRNISARACQVNAMPVISFEGAVGQ
                     QLAVFRKVPRGMRQEPVLSPVTVAAGAEVAVQLRWVASDAFDGNNCVTPEKVVVTLLG
                     GTLRLPFGRQMCAASGDTEFFSQAPVGPATNEVQ"
     gene            complement(4492443..4492928)
                     /gene="rraA"
                     /locus_tag="CH60_4067"
     CDS             complement(4492443..4492928)
                     /gene="rraA"
                     /locus_tag="CH60_4067"
                     /note="rraA_entero: regulator of ribonuclease activity A;
                     [H] COG0684 Demethylmenaquinone methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of ribonuclease activity A"
                     /protein_id="AJK12895.1"
                     /translation="MKYDTSDLCDIYHEEVNVVEPLFSNFGGRTSFGGKITTVKCFED
                     NGLLFDLLEENGLGRVLVVDGGGSVRRALINAELAELALKNEWEGIVVYGAVRQVDDL
                     AELDIGIQAMAAIPVGAADEGVGESDIRVNFGGVTFFSGDHLYADNTGIILSEDPLDI
                     E"
     gene            complement(4493070..4493987)
                     /gene="menA"
                     /locus_tag="CH60_4068"
     CDS             complement(4493070..4493987)
                     /gene="menA"
                     /locus_tag="CH60_4068"
                     /EC_number="2.5.1.74"
                     /note="menA: 1,4-dihydroxy-2-naphthoate
                     octaprenyltransferase;
                     [H] COG1575 1,4-dihydroxy-2-naphthoate
                     octaprenyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-dihydroxy-2-naphthoate
                     octaprenyltransferase"
                     /protein_id="AJK12634.1"
                     /translation="MSLSINTSQTQAWLESLRPRTLPLAFASIVTGSALAVWLDSFKP
                     AVALLALLTAGLLQILSNLANDYGDAVKGSDTEERIGPLRGMQKGIISHQQMKVALII
                     TVILTIISGIALIAVACEKPSDILGFLLLGLMAIVAAITYTVGRKPYGYMGLGDISVL
                     VFFGWLSVAGTYYLQAGHFDSIVMLPATACGLLATAVLNINNLRDIENDKANGKNTLA
                     VRLGPVVARYYHALLIGAAIFCLALFSILHLHSWHGWIFLLAIPLLGKHALFVLRDPT
                     AAGMRPMLEQMVKAALLTNILFAVGLVFS"
     gene            complement(4494223..4495554)
                     /gene="hslU"
                     /locus_tag="CH60_4069"
     CDS             complement(4494223..4495554)
                     /gene="hslU"
                     /locus_tag="CH60_4069"
                     /note="hslU: ATP-dependent protease HslVU, ATPase subunit;
                     [O] COG1220 ATP-dependent protease HslVU (ClpYQ), ATPase
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent protease HslVU, ATPase subunit"
                     /protein_id="AJK14256.1"
                     /translation="MSEMTPREIVSELDSHIIGQDKAKRAVAIALRNRWRRMQLNEEL
                     RHEVTPKNILMIGPTGVGKTEIARRLAKLANAPFIKVEATKFTEVGYVGKEVDSIIRD
                     LTDAAVKMVRHQSIEKMRYRAEELAEERILDVLIPPAKNNWGVPDESQEPSATRQTFR
                     KKLREGQLDDKEIEIDLAAAPMGVEIMAPPGMEEMTNQLQSMFQNIAGQKQKPRKIKI
                     KEALKLLIEEEAAKLVNPEELKQQAIDAVEQHGIVFIDEIDKICKRGQTSGPDVSREG
                     VQRDLLPLVEGCTVSTKHGMVKTDHILFIASGAFQVSSPSDLIPELQGRLPIRVELQA
                     LTTDDFERILTEPSASLTEQYKALMATEGVTIEFTREGIRKIAEAAWQVNERTENIGA
                     RRLHTVLERLMEDISYDASESSGQSITIDAEYVGKHLDELVADEDLSRFIL"
     gene            complement(4495625..4496149)
                     /gene="hslV"
                     /locus_tag="CH60_4070"
     CDS             complement(4495625..4496149)
                     /gene="hslV"
                     /locus_tag="CH60_4070"
                     /EC_number="3.4.25.2"
                     /note="ATP_dep_HslV: ATP-dependent protease HslVU,
                     peptidase subunit;
                     [O] COG5405 ATP-dependent protease HslVU (ClpYQ),
                     peptidase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent protease HslVU, peptidase subunit"
                     /protein_id="AJK12803.1"
                     /translation="MTTIVSVRRDGHVVIGGDGQVTLGNTVMKGNAKKVRRLYNNKVI
                     AGFAGGTADAFTLFELFERKLEMHQGHLTKAAVELAKDWRTDRMLRKLEALLAVADET
                     ASLIITGNGDVVQPEDDLIAIGSGGPYAQSAARALLENTELGARDIVEKSLSIAGDIC
                     IYTNRFQTIEELTY"
     gene            complement(4496249..4496995)
                     /gene="ftsN"
                     /locus_tag="CH60_4071"
     CDS             complement(4496249..4496995)
                     /gene="ftsN"
                     /locus_tag="CH60_4071"
                     /note="ftsN: cell division protein FtsN;
                     [D] COG3087 Cell division protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsN"
                     /protein_id="AJK11041.1"
                     /translation="MALAVALLVVFVGGLYFITHNKPGELPLLPNHDPRTGNGLPPKP
                     EERWRYIKELENRQIGVPMPTEPSAGGEVNAKTELTNEQRQLLEQMQADMRQQPTQLS
                     EVPYNQGMQQVPRSAVTIKPPATSVQPQPVTPPRQTTIPVQPQAPAPVRTPPAAPVTQ
                     AVTPPKVEKEKEKTQRWMVQCGSFKAVDQAESIRAQLAFAGIESRITSGGGWNRVVLG
                     PYNSKAAADKALQRLQGAGQSGCIPLSVGG"
     gene            complement(4497160..4498188)
                     /locus_tag="CH60_4072"
     CDS             complement(4497160..4498188)
                     /locus_tag="CH60_4072"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AJK10918.1"
                     /translation="MENKKEFTMTTMKDVAEMAGVSTATVSRALMNPEKVSTVTRQKV
                     EQAVLAVGYSPHALSRNIKRNESRTILVIVPDISDPFFADVIQGIEHAAAQQGYLILI
                     GDCAQQTQQERTFVNLIITKQIDGMLLLGSNLPFDASKEEQRNLPPMVMANEFAPELE
                     LPTVHIDNLTAAYEAVNYLHELGHKRIACIAGPESLPLSHYRLQGYIQALRRNGITVD
                     NDYIIRGDFSYEAGAQSFAALMELPHPPTAIFSHNDVMAVGAIWQAKQLGLRIPQDVS
                     LVGFDDLKLSQFCDPPLTTVAQPRYQIGQQAMLLLLEQLQGHSVQSGSRLLDTELIIR
                     ESTAAPKH"
     gene            complement(4498311..4498454)
                     /locus_tag="CH60_4073"
     CDS             complement(4498311..4498454)
                     /locus_tag="CH60_4073"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11677.1"
                     /translation="MANPLQRQEKGVRPIFYCLIVTTKQSFTLLSASQFEKTYLRHIF
                     YAN"
     gene            complement(4498541..4500739)
                     /gene="priA"
                     /locus_tag="CH60_4074"
     CDS             complement(4498541..4500739)
                     /gene="priA"
                     /locus_tag="CH60_4074"
                     /note="priA: primosomal protein N';
                     [L] COG1198 Primosomal protein N' (replication factor Y) -
                     superfamily II helicase"
                     /codon_start=1
                     /transl_table=11
                     /product="primosomal protein N'"
                     /protein_id="AJK14382.1"
                     /translation="MSVVQVALPVPLARTFDYRLDSAMACPVVGARVSVPFGKRKAIG
                     IVVGLSDTSTFPLEQLKTIDAILDNHSLFPPSLWRILCWATEYYHYPIGEVLFHALPI
                     LLRQGRPAQSAPLWQWFVTEQGRATPPESLKRAPKQQQALAALLQKPVYRHQVNEMAL
                     TESALQALRSKGLIDLRAQEATTTDWRHSFSVLGERLRLNTEQATAVGAIRSEDNQFA
                     AWLLAGVTGSGKTEVYLSVLENILAQGRQALILVPEIGLTPQTIARFRERFNAPVEVL
                     HSGLNDSERLSVWLRARSGEAAIVIGTRSALFTPFSRLGVIIIDEEHDSSYKQQEGWR
                     YHARDLAVFRAREEGIPIVMGTATPALETLHNVQMGKYRQLTLTKRAGSAKPAAQHLL
                     DLKGLPLKVGLSQPLLKQMKTHLQAGNQVILFLNRRGYAPALLCHECGWIAECQRCDH
                     YYTLHQNHRQLRCHHCDSQRPVPQQCPKCGSTHLVSVGVGTEQLENELAPLFPETPIT
                     RIDRDTTSRKGSLEQYLADVHQGGARILIGTQMLAKGHHFPDVTLVALLDVDGALFSA
                     DFRSAERFAQLYTQVSGRAGRAGKQGEVILQTHHPEHPLLQILLQQGYDAFAKQALEE
                     RKSVFLPPYTSHIIVRSEDHDNQQSALFLQQLRNLLEASPLKDEALWIMGPVPALQAK
                     RGGRFRWQLLLQHPSRQLLQRLIKTSQPLISTLPQARKVKWTIDVDPIDS"
     gene            4500992..4501207
                     /gene="rpmE"
                     /locus_tag="CH60_4075"
     CDS             4500992..4501207
                     /gene="rpmE"
                     /locus_tag="CH60_4075"
                     /note="L31: ribosomal protein L31;
                     [J] COG0254 Ribosomal protein L31"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L31"
                     /protein_id="AJK12543.1"
                     /translation="MKQGIHPKYEQVTASCSCGNVIKINSTVGHDLNLDVCGECHPFY
                     TGKQRDVASGGRVDRFNKRFSVPGAKK"
     gene            complement(4501732..4502187)
                     /gene="yiaA"
                     /locus_tag="CH60_4076"
     CDS             complement(4501732..4502187)
                     /gene="yiaA"
                     /locus_tag="CH60_4076"
                     /note="[S] COG4682 Predicted membrane protein"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein yiaA"
                     /protein_id="AJK11909.1"
                     /translation="MNPNYAKPSAAFTAASWSALLGGFVIFLIGLWNADMQLNERGYY
                     FAVLILGLFSAVSLQKTVRDKLEGLAITSIYYGLCWVAFIVAVLLLCIGLWNATLALS
                     EKGFYGVTFFMTLFGAIAVQKNTRDSAMSSDTESASLFKKVRDQLKAED"
     gene            complement(4502536..4502853)
                     /locus_tag="CH60_4077"
     CDS             complement(4502536..4502853)
                     /locus_tag="CH60_4077"
                     /note="[KE] COG3060 Transcriptional regulator of met
                     regulon"
                     /codon_start=1
                     /transl_table=11
                     /product="met Apo-repressor, MetJ family protein"
                     /protein_id="AJK14167.1"
                     /translation="MAEWNGEYVSPYAEHGKKSKQVKKITVSIPLKVLKILTDERTRR
                     QVNNLRHATNSELLCEAFLHAFTGQPLPNDEDLRKERSDEIPEAAKILMRELGVDPDT
                     WEY"
     gene            4503231..4504391
                     /gene="metB"
                     /locus_tag="CH60_4078"
     CDS             4503231..4504391
                     /gene="metB"
                     /locus_tag="CH60_4078"
                     /EC_number="2.5.1.48"
                     /note="O_succ_thio_ly: O-succinylhomoserine (thiol)-lyase;
                     [E] COG0626 Cystathionine beta-lyases/cystathionine
                     gamma-synthases"
                     /codon_start=1
                     /transl_table=11
                     /product="O-succinylhomoserine (thiol)-lyase"
                     /protein_id="AJK13898.1"
                     /translation="MTRKQATIAVRSGLNDDEQYGCVVPPIHLSSTYNFIDFNQPRTH
                     DYSRRGNPTRDVVQRALAELEGGAGAVMTSSGMSALHLVCTTFLQPGDLLVAPHDCYG
                     GSYRLFDSLSKRGAYRVLFVDQGDEAALNCALAEKPKLVLIETPSNPLLRVVDIAAIC
                     QAARAAGALTVCDNTFLSPALQQPLSLGADLVVHSCTKYLNGHSDVVAGAVIAKDPEL
                     VVELAWWANNIGVTGAAFDSYLLLRGLRTLSPRMAQQQRNADDIVRYLQQQPLVKKLY
                     HPSLPQHPGHEIACRQQSGFGAMLSFELDGDEQVMRRFLSALELFTLAESLGGVESLI
                     SHAATMTHAGMAAEARIAAGITDSLLRISVGIEDSEDLIADLDHAFQLAVTR"
     gene            4504394..4506829
                     /locus_tag="CH60_4079"
     CDS             4504394..4506829
                     /locus_tag="CH60_4079"
                     /EC_number="2.7.2.4"
                     /note="asp_kinase: aspartate kinase domain protein;
                     [E] COG0527 Aspartokinases"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate kinase domain protein"
                     /protein_id="AJK11568.1"
                     /translation="MNATAVAAAATGRQLHKFGGSSLADVKCYLRVANIMANYSHPGD
                     LMVVSAAGSTTNQLISWLKLSQNDRLSAHQVQQSLRRYQHDLINGLLPPEMAEPLISE
                     FIHDLERLAGLLDNKIDDVIYAEVVGHGEIWSARLMSALLNKLDMDAVWLDARRFLRA
                     ERAAQPQIDESRSYPLLQQLMAQHPHQRLVVTGFISRNEAGETVLLGRNGSDYSATQV
                     GALAGAERVTIWSDVAGVYSADPRKVKDACLLPLLRLDEASELARLAAPVLHTRTLQP
                     VSGSDIDLQLRCSYQPEQGSTRIERVLASGLGAKIVTSHDDVCLIELQIASHHDFSLA
                     QKEIDLLLKRAQIKPLATGIHPDRNLLQLCYTSEVVNSALRVLEDAALPGKLSLREGL
                     ALVALVGAGVSKNPLHSHRFYQQLKDQPVEFVWQAEDGISMVAVLRLGPTEHLIQGLH
                     QSLFRAEKRIGLMLFGKGNIGARWLELFAREQKSLSARSGFEFVLAGVVDSRRSLLSY
                     DGLDASRTLAFYNDEAKEQDEESLFLWMRAHPFDDLVVLDVTASPSLAEQYLDFASYG
                     FHVISANKLAGASSSNNYRQIRDAFAKTGRHWLYNATVGAGLPVNHTVRDLRDSGDSI
                     LAISGIFSGTLSWLFLQFDGSVPFTELVDQAWQQGLTEPDPRVDLSGQDVMRKLVILA
                     REAGYDIEPNQVRVESLVPAGAESGSVDQFFENGEALNQQMIQRLEAAKEMGLVLRYV
                     ARFDANGKARVGVEAVRTDHPLASLLPCDNVFAIESRWYRDNPLVIRGPGAGRDVTAG
                     AIQSDLNRLSQLL"
     gene            4507062..4507946
                     /gene="metF"
                     /locus_tag="CH60_4080"
     CDS             4507062..4507946
                     /gene="metF"
                     /locus_tag="CH60_4080"
                     /EC_number="1.5.1.20"
                     /note="fadh2: methylenetetrahydrofolate reductase
                     [NAD(P)H];
                     [E] COG0685 5,10-methylenetetrahydrofolate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylenetetrahydrofolate reductase [NAD(P)H]"
                     /protein_id="AJK11292.1"
                     /translation="MSFFHANQREALNQSLSELQGQINVSFEFFPPRTSEMEDTLWSS
                     IDRLSTLKPKFVSVTYGANSGERDRTHSIIKGIKERTGLEAAPHLTCIDASPTQLRDI
                     AIDYWNSGIRHIVALRGDLPPNSGKPEMYACDLVGLLKDVGDFDISVAAYPEIHPEAK
                     SAQADLINLKRKIDAGANRAITQFFFDVESYLRFRDRCVATGIDVEIVPGILPVSNFK
                     QLQRFATMTNVRVPNWMTSIFDGLDNDPETRKMVGASVAMDMVKILSREGVKDFHFYT
                     LNRAELSYAICHTLGVRP"
     gene            complement(4508116..4508412)
                     /locus_tag="CH60_4081"
     CDS             complement(4508116..4508412)
                     /locus_tag="CH60_4081"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK14108.1"
                     /translation="MLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFF
                     SHLKAEMYHRKKYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(4508954..4509469)
                     /locus_tag="CH60_4082"
     CDS             complement(4508954..4509469)
                     /locus_tag="CH60_4082"
                     /note="[L] COG2963 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AJK12609.1"
                     /translation="MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFR
                     RQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYRE
                     GGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREE
                     KALREQQKKPE"
     gene            4509832..4510824
                     /locus_tag="CH60_4083"
     CDS             4509832..4510824
                     /locus_tag="CH60_4083"
                     /note="[S] COG3274 Uncharacterized protein conserved in
                     bacteria"
                     /codon_start=1
                     /transl_table=11
                     /product="acyltransferase family protein"
                     /protein_id="AJK13019.1"
                     /translation="MTNKIDWIDNLRAVACIMVVMIHSTTYYVTRGAQVGELNWDIAN
                     VLNSASRACVPLFFMISGYLFFGEKSAQKKHFMRIGLCLLFYSVIALIYISTLTPIDG
                     WASLRNILQKPVFYHLWFFYAIIVVYLVSPLIKVKPVSGRYLAILILLLAVVANPQTS
                     KFSLDDFRLLPANLYIYGDTFYYLLYALLGRAMGMLETQGRMISWGAALLFVVSVICI
                     AISTEKQTRINGSFADTFYMYCSPLVFIAAVSLWVWFKNCLNQHIAWLSGLARHSLAI
                     YGFHALIIHFIRTHHYDFTAYPVLDILYVFALTLGLSTLLSMGLQRIDRRRWVS"
     gene            4511706..4512263
                     /locus_tag="CH60_4084"
     CDS             4511706..4512263
                     /locus_tag="CH60_4084"
                     /note="[NU] COG3539 P pilus assembly protein, pilin FimA"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK13369.1"
                     /translation="MSNVKKSTFIIALATLSVIYQALAADAGNGRIKFTGTVINAPCS
                     IALDSTDINVDLGQVANRVLETGNKYSQSVRYNINLQDCSLTAQGSGGATYPALSKVN
                     VTFSGIADAAAPALLANTGSAKGVGVRLIGTDDALLKVGDTSPDINLTSGPNQIVFSA
                     RIEATSAPVTTGTVVSQATYALNYK"
     gene            4512378..4514168
                     /locus_tag="CH60_4085"
     CDS             4512378..4514168
                     /locus_tag="CH60_4085"
                     /note="papC N-terminal domain protein;
                     [NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11725.1"
                     /translation="MVKVLTIILVWLFLPESTAVVKFNTNIIDAKDRSNIDLSRFEVD
                     DYTPPGNYLLDILIDDRLLPERYLVTYLAVDEGKSTKLCLTPDLVNLFGLSTEVRESM
                     TLWNNDKCVAIDEKKEIKIQYDKEKQSLIISIPQAWLAYNDPNWVPPSQWGNGVAGTL
                     LDYNLFGYHYSPNMGGSTTNFSSYGTTGANMGPWRIRADYQYINTETAGEHYRNFDWS
                     QVYAFRAIPSIGAKFVGGQTYLNSSIFDSFRFLGTSLSSDERMLPPTLRGYAPQVMGI
                     AHTNARVVLSQNGRVLYQTNVAPGPFVIQDISEAVQGNIDVRVEEEDGRVTVFQVNAA
                     SVPFLTRKGAVRYKAALGRPMLGNSASNPTFFSGEFSWGAFNHVSLYGGLMTTSQDYT
                     SAALGIGQNLYDFGALSIDITHSRAQLPNEEQQNGESYRVNYSKRFEQTDSQISFAGY
                     RFSKKNFMSMSQYLDWLNGNTALQYDKQAYTVAANQYLAWPDITMYLSVTRRTYWNAA
                     SSNNYSLSMSKIFDIGTFKGISATISANKVNNQYANENQMFFSLSVPIGIGQQASYDA
                     QRGRNTGYTQNISFQQPESEKYLAYQRGWR"
     gene            4514194..4514829
                     /locus_tag="CH60_4086"
     CDS             4514194..4514829
                     /locus_tag="CH60_4086"
                     /note="[NU] COG3188 P pilus assembly protein, porin PapC"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane usher family protein"
                     /protein_id="AJK12867.1"
                     /translation="MFRGGYQHSSPYGEFGLDGSHKNNEYNSINTNWYGSITATAYGV
                     AAHQNKAGNEPRIMVDTGDVAGVSLNNNSAVTNRFGVAVVSGATSYQQSDIRVDVQNL
                     PDDIEVYNTVIQKTLTEGAIGYREIRAVKGRQMMAIIRLKDGSSPPLGASVITDKTGA
                     EVGIVGDDGLTYLAGLQDTERLTVQWGKKQCTLILPKDKGMNSGKVLLPCQ"
     gene            4514961..4515689
                     /locus_tag="CH60_4087"
     CDS             4514961..4515689
                     /locus_tag="CH60_4087"
                     /note="pili and flagellar-assembly chaperone, PapD
                     N-terminal domain protein;
                     [NU] COG3121 P pilus assembly protein, chaperone PapD"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12062.1"
                     /translation="MWAKTALFGIALWLTALTSQAAINLDRTRIIFNSTDKSASVILQ
                     NQSPSSPYLAQSWLENTKGQKIESPLVALPPMQRIDAGQKSQVRIMKLPDADKLPTDR
                     ETLFYFNVREIPPQSEMNNVVQIAIQNRIKLFYRPMAIKANYSDIWQEKLQISKLVGG
                     LKINNPTPYYITLAYLSQNEQGNFPGFDSVMIAPFGTEFVKTPGYSGSRYNVGYMDDF
                     GGIVIRTFNCLSAECQIQPAEKRR"
     gene            4515728..4516714
                     /locus_tag="CH60_4088"
     CDS             4515728..4516714
                     /locus_tag="CH60_4088"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial family protein"
                     /protein_id="AJK10924.1"
                     /translation="MMQTILNKIGRIGGCIALSFVAMLLSQAAYALDCVEKGTNVVNK
                     PGIPIGQLAIPSNIAPGTKIWESRDITVTAYCDNVLGSVYDQVWFYFNPLGQSLGPGL
                     QLGVNYLGQDLQANAARLNTNTSPITSGQNVTVTVTFRLYIKVTNDLPSSGNYIGTDS
                     FTVFQLDGSGGINVTAGAKNLKYTLSGLSIVRFIPCGADLVISPASQVVNFGSFNQAR
                     LLSSNNNLSRPFSITAIKQGCLANFSIQAQFLTANPLVGDNAIDLQNGIKLTIYDDKN
                     QAIVYNRYADFAQLNNITQVTRNYTARLNAIEGQPIKLGQFDATAIIKINYY"
     gene            complement(4516794..4518248)
                     /gene="xylB"
                     /locus_tag="CH60_4089"
     CDS             complement(4516794..4518248)
                     /gene="xylB"
                     /locus_tag="CH60_4089"
                     /EC_number="2.7.1.17"
                     /note="xylB: xylulokinase;
                     [G] COG1070 Sugar (pentulose and hexulose) kinases"
                     /codon_start=1
                     /transl_table=11
                     /product="xylulokinase"
                     /protein_id="AJK11439.1"
                     /translation="MYVGIDLGTSGVKAILLAENGRVIASQNAALVVSRPHPLWSEQN
                     PADWWQATDQVMQALAAEHDMQQVKALGLTGQMHGATLLDKQHQVLRPAILWNDGRSF
                     SQCQTLEQAVPASRQITGNLMMPGFTAPKLQWLAEHEPDMFQCIDKVLLPKDYLRFLM
                     SGDFATDMSDAAGTMWLNIAQRDWSDEMLAACGLGRQHMPTLFEGNQITGHVSADIAK
                     RWGINRIPIVAGGGDNAAGAVGVGLYQAGQAMLSLGTSGVYFAVSEGFLSNPASAVHS
                     FCHALPNTWHLMSVMLSAASCLDWACQLTGAESVPALIAEVEKTPMAATPVWFLPYLS
                     GERTPHNNPKAKGAFWGFTHEHRRPDLARAVLEGVGFALADGMDALHASGLQPKSVTL
                     IGGGARSAYWRQMLADISGQTLEYRTGGDVGPALGAARLAQIAMNPDVSLADLLPALA
                     LEQTHLPDPQKHHYYTDRRVTFKKLYQQLLPLCE"
     gene            complement(4518372..4519691)
                     /gene="xylA"
                     /locus_tag="CH60_4090"
     CDS             complement(4518372..4519691)
                     /gene="xylA"
                     /locus_tag="CH60_4090"
                     /EC_number="5.3.1.5"
                     /note="xylose_isom_A: xylose isomerase;
                     [G] COG2115 Xylose isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="xylose isomerase"
                     /protein_id="AJK11082.1"
                     /translation="MQSYFNELEQVRYEGSQSTNPLAFHHYNPDEMILGKRMADHLRF
                     AACYWHTFCWGGADMFGANAFDRPWQQPGDALALAKRKAEVAFEFFHKLNVPYYCFHD
                     VDVSPEGASLQEYLNNFAVMTDVLAEKQAASGVKLLWGTANCFTHPRYGAGAATNPDP
                     EVFSWAATQVFTAMNATRQLGGENYVLWGGREGYETLLNTDLRQEREQIGRFMQMVVE
                     HKHKTGFQGTLLIEPKPQEPTKHQYDYDVATVYGFLKQFGLEKEIKVNIEANHATLAG
                     HSFHHEIASAIALGIFGSVDANRGDPQLGWDTDQFPNSVEENTLVMFEILKAGGFTTG
                     GLNFDAKVRRQSTDKYDLFYGHIGAMDTMALALKFAAKMIEDGQLDQIVAKRYAGWNS
                     ELGQQILQGKMSLEELSRYASQHNLNPQHQSGHQELLENKVNRYLFG"
     gene            4520154..4521149
                     /gene="xylF"
                     /locus_tag="CH60_4091"
     CDS             4520154..4521149
                     /gene="xylF"
                     /locus_tag="CH60_4091"
                     /note="xylF: D-xylose ABC transporter, D-xylose-binding
                     protein;
                     [G] COG4213 ABC-type xylose transport system, periplasmic
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="D-xylose ABC transporter, D-xylose-binding
                     protein"
                     /protein_id="AJK10716.1"
                     /translation="MKFKNILLSACAALVMFSQPGFSKEIKIGMAIDDLRLERWQKDR
                     DIFVNKAESLGAKVFVQSANGNEETQMAQIENMINRGVDVLVIIPYNGQVLSNVIAEA
                     KREGIKVLAYDRMINNADIDFYISFDNEKVGELQAKNLVERVPQGNYFLMGGSPVDNN
                     AKLFRQGQMTVLNPLIKDGKIKIVGDQWVDAWLPENALKIMENALTANNNNIDAVVAS
                     NDATAGGAIQALAAQGLAGKVAISGQDADLAAIKRIVAGTQTMTVYKPISKLANDAAE
                     IAVTLGNGEQPKANSTLNNGMKDVPAYLLTPIQVDKNNIDSTIIADGFHKKADIY"
     gene            4521357..4522889
                     /gene="ccmA"
                     /locus_tag="CH60_4092"
     CDS             4521357..4522889
                     /gene="ccmA"
                     /locus_tag="CH60_4092"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA;
                     [G] COG1129 ABC-type sugar transport system, ATPase
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AJK14395.1"
                     /translation="MPYLLEMKDITKQFGVVKAVDNISLTLEAGQVLSLCGENGSGKS
                     TLMKVLCGIYPVGSYQGEIIFSGETLQAKNIRETEQKGIAIIHQELALVKQMSVLENM
                     FLGSEWGRFGIMDYDAMYLRCQRMLAQVKLVVDPHTPVSELGLGQQQLVEIAKALNKQ
                     VRLLVLDEPTASLTESETAILLDIIRDLRNHGIACIYISHKLNEVKEISDHICVIRDG
                     RHIGTRPASTMSEDDIIAMMVGRELKELYPHEAHHIGEEILRVENLCAWHPVNRHIRR
                     VDDVSFSLKRGEILGIAGLVGSGRTETVQCLFGVYPGRWQGDIFIKGQAATIRTCQQA
                     MKLGIAMVPEDRKKDGIVPVMGVGANITLAALDDFTGAFSLLDDAKEQSIIVQSLARL
                     KVKTSSSELAIARLSGGNQQKAILAKCLLLNPQILILDEPTRGIDIGAKYEIYKLINQ
                     LVQQGIAVIVISSELPEVLGLSDRVLVMHQGRIKADLINHNLTQEKVMEAALRSETHV
                     TS"
     gene            4522876..4524060
                     /locus_tag="CH60_4093"
     CDS             4522876..4524060
                     /locus_tag="CH60_4093"
                     /note="[G] COG4214 ABC-type xylose transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AJK14271.1"
                     /translation="MSQANQSEFNSPENGDKKPFFRLKSLNLQVFVMLAAIAIIMLFF
                     TFTTEGAYLSARNISNLLRQTAITGILAVGMVFVIISAEIDLSVGSMMGLLGGIAAIF
                     DVWLGWPLPLTIVVTLALGLVLGAWNGWWVAYRKVPSFIVTLAGMLAFRGILIGITNG
                     TTVSPTSNAMSQIGQSYLPSGIGFGIGAIGLMLFVAWQWRRRNHRIRLGLPVAAPQGD
                     VTRQTITAVIVLGAIYLLNDYRGVPTPVLILTALMLAGVFMATRTAFGRRIYAIGGNI
                     DAARLSGINVERTKLAVFAINGLMVAMAGLILSSRLGAGSPSAGNIAELDAIAACVIG
                     GTSLAGGVGSVAGAVMGAFIMASLDNGMSMLDVPTFWQYIVKGAILLLAVWMDSATKR
                     RV"
     gene            4524150..4525343
                     /locus_tag="CH60_4094"
     CDS             4524150..4525343
                     /locus_tag="CH60_4094"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AJK12659.1"
                     /translation="MFEKRYRITLLFNANKVYDRQVVEGVGEYLQASQCNWDIFIEED
                     FRCRIDNIKDWLGDGVIADFDDRQIEQLLANVNVPIVGVGGSYHQSEDYPSVDYIATD
                     NKALVNAAFMHLKEKGLNRFAFYGLPASCGMRWAQEREYAFRQLVSAEQYQGVVYQGM
                     ATAPDNWQYAQNRLADWVQTLPHQTGIIAVTDARARHLLQVCEHLDIAVPEKLSVIGI
                     DNEELTRYLSRVALSSVVQGTRQMGYRAAKLLHQRLKLRQKQQTDPPLQRILVPPVKV
                     MARRSTDFRSLRDPAVIQAMHYIRHHACKGIKVEQVLDAVGMSRSNLEKRFKDEVGQT
                     IHGVIHEEKLDRARNLLAATSLPINEISQMCGYPSLQYFYSVFKKGYSITPKEHRDKY
                     GEVSY"
     gene            4525473..4525563
                     /locus_tag="CH60_4095"
     tRNA            4525473..4525563
                     /locus_tag="CH60_4095"
                     /product="tRNA-Sec"
                     /note="tRNA-SeC(p)"
     gene            4525729..4526922
                     /locus_tag="CH60_4096"
     CDS             4525729..4526922
                     /locus_tag="CH60_4096"
                     /note="[L] COG0582 Integrase"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AJK11785.1"
                     /translation="MPLSDRQIRRAKPQEKAYTLSDGQGLSLLIEPNGSKGWRFRYRF
                     AGKARLMSLGTYDLVSLAEARSKRDVARKQVADGTDPAEVKKAEKLAQRLSSENSFEA
                     ISREWHKAKADRWSLGYREEIMSTFEADIFPYIGKRPIAEITPLELLDVLQRIEKRGA
                     LEKTRKVRQRCGEVFRYAIITGRAEYNPAPDLASALSTPKKQHYPFLSAEEMPYFIRD
                     LEGYTGSIITKNAAKILMLTGVRTKEMRFATWQEIDLEGGLWEIPAERMKMRRPHIVP
                     LSTQVIALFKQLLPITGHYPYIFIGLNDRKKPISKETVNQVIELLGYKGRATGHGFRH
                     TMSTILHEQGYDSAWIELQLAHVDKNSIRGTYNHAQYLEKRREMLQWYADLIFNFFRK
                     NYERI"
     gene            4526909..4528288
                     /locus_tag="CH60_4097"
     CDS             4526909..4528288
                     /locus_tag="CH60_4097"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14483.1"
                     /translation="MSASKQDVQDFEFIISEAIRIKDSLRNEDFKSFMAQEYNEAFDS
                     IGMMIETPNVGDQITLKDPRRQINLSYLSRNKITEIARRKIKSYKLEMLITVSEFHQE
                     LRDSIYNHVFINAGNFDANGCTKIITKAIKSSERKRKSEDYYFPLLAHGLGDERISIG
                     IAEIIPRKDVISFARPHINHEHICRVEEFCESNKYPYNHFLKFTISKRSKESRRRVSG
                     QVANFIVGILYLFSEHWRISSEFISLSINPYPNYDGFFFTKLEKENIGFNFSSKGTIL
                     WSEKFWIKFKEEFNPDLSIVFGEIISMAVEPRNKPVIVDRLIDAIYIFSSALQDKDKS
                     SKIIKLTTALERLVSLSNKESNDVSINFRKRVAILVSIYHDDFDKWNEVAKEMYDIRS
                     SIIHGSWSLYKDIEPLYVDKYSELTSKAILTACIGFYKRGLESDSNDTLLKEYYEFLE
                     QAVMRPKVD"
     gene            complement(4528556..4528801)
                     /locus_tag="CH60_4098"
     CDS             complement(4528556..4528801)
                     /locus_tag="CH60_4098"
                     /codon_start=1
                     /transl_table=11
                     /product="ogr/Delta-like zinc finger family protein"
                     /protein_id="AJK11422.1"
                     /translation="MMRCPVCKHASHTRASRYLSEQTKEAYYQCQNIECSCTFKSIES
                     VDKIITRPPVKEPEIIPNVILPERKVLNRYGSNARIH"
     gene            complement(4528975..4529268)
                     /locus_tag="CH60_4099"
     CDS             complement(4528975..4529268)
                     /locus_tag="CH60_4099"
                     /note="tn903"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AJK11344.1"
                     /translation="MVNYRLISLALTMVIEYTDRNQAVARQRLTGSNAYWKWNTAYNR
                     RSVAETAMYRVKQLFGRHLTLRDYDALIGETIAMIRALNKMTRASMLESVRIA"
     gene            complement(4529268..4529753)
                     /locus_tag="CH60_4100"
     CDS             complement(4529268..4529753)
                     /locus_tag="CH60_4100"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase DDE domain protein"
                     /protein_id="AJK10873.1"
                     /translation="MLKRVSCLVLRAAQGFIDSVFTLMKLPLRCLDYSCVSRRAKFIS
                     IPFKNPTRGEIAHLVIDSTGLKVFAEDEWKVKKHSQEKRRVWRKRHLAVDADTYEVIC
                     ADLSLNNVTDAEAFPGLIRQTHRKIRVASANGAYDTKQCHDELRRKKIKSLIPPRTRA
                     S"
     gene            complement(4529946..4530308)
                     /locus_tag="CH60_4101"
     CDS             complement(4529946..4530308)
                     /locus_tag="CH60_4101"
                     /note="[K] COG1396 Predicted transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13217.1"
                     /translation="MAKLQYIHDEAGKPQFVVLPIAEYQQLISNAKYEDIPYVADHDD
                     DQTIPNEVVQIMINDGVSLLAAWRIYRGFSQYEIAELLGTTQSAVSQWEAVDSRPQKK
                     TREKLAAIYKCRAAQMIL"
     gene            4531304..4531489
                     /gene="hth"
                     /locus_tag="CH60_4102"
     CDS             4531304..4531489
                     /gene="hth"
                     /locus_tag="CH60_4102"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix XRE family protein"
                     /protein_id="AJK11042.1"
                     /translation="MSDFFNDLMTSAKQAVAISHDELKAGRVTEVPIPDVKEIRKKTG
                     YKQKDFAKPCGCESFIG"
     gene            4531662..4532225
                     /locus_tag="CH60_4104"
     CDS             4531662..4532225
                     /locus_tag="CH60_4104"
                     /note="[R] COG3943 Virulence protein"
                     /codon_start=1
                     /transl_table=11
                     /product="virulence RhuM family protein"
                     /protein_id="AJK12128.1"
                     /translation="MQPVSLSYKFAKGTRQVNRNTMHYSLLVILAVGYRVRSVRETQF
                     LQWATQTLQEYLIKGFVMDDERLKNPPVGQSVMPDYFGEMLERIRDIRASERRVYLRV
                     REIFALAADYEPSLQETTRFFHVIQNKLHFACTGQTAAELIHQRADANLPNMGLTSFK
                     GNAVRKSDVIIAKNYLSQSEVDDRQTP"
     gene            complement(4532222..4532980)
                     /locus_tag="CH60_4103"
     CDS             complement(4532222..4532980)
                     /locus_tag="CH60_4103"
                     /note="[P] COG4604 ABC-type enterochelin transport system,
                     ATPase component"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AJK14339.1"
                     /translation="MIEINDVNKKYQQTTVLNEINERIPSGGITSIIGPNGAGKSTLL
                     SIMSRLLAADSGNVLFNGLDVAKTSGDKLATILSVLRQENHFTSRLTVSDLVGFGRYP
                     YSRGRLNKNDRQHIDAAMEFLNLMPLKDRYLDELSGGQRQRAYVAMVLCQDTSYILLD
                     EPLNNLDMKHCVAMMKQLRRAADELHKTIILVIHDINFASAYSDHIIAMKNGEVIYRG
                     APAEIMQPSILEEIFDIKISIEKVQGQHIAVYYR"
     gene            complement(4532977..4533984)
                     /locus_tag="CH60_4105"
     CDS             complement(4532977..4533984)
                     /locus_tag="CH60_4105"
                     /note="[P] COG4605 ABC-type enterochelin transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AJK13582.1"
                     /translation="MRAEEYSAKNTLFQGINKALTLPAKRLLLLSIIALGAMIIFMTI
                     NLSGNIQYILVHRGLILATMLLVAFASGVATVLFQTVTNNRILTPSVMGLEALFILIQ
                     TMLIFFIDANGFRALGITGKFLCESALLLLFSVFLYRWLLSGVGVNLHKVLLVGLVCG
                     TLFRSISNLMQRLLSPGEFAILQGRIFATFTRAAPEIIAVSAGIIVMVGVVIWRQRHC
                     LDVIALGRNTAINLGVAYQKKITVILLLVSLLVAISTALVGPLTFLGLLIANLAYPIV
                     GSYRHQYLLPGVFLLGVITLVGGQLILERVLNMAGTLSVVIEFVGGALFIYLLIKKAP
                     V"
     gene            complement(4533974..4534933)
                     /locus_tag="CH60_4106"
     CDS             complement(4533974..4534933)
                     /locus_tag="CH60_4106"
                     /note="[P] COG4606 ABC-type enterochelin transport system,
                     permease component"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AJK11861.1"
                     /translation="MKNLSFVAGLVILLGLMICSLFIGAGHVTFANLWSDPDMRDIFF
                     ISRVPRTLALVLAGSAMSVSGLIMQMLTQNRFVEPSIAGTTQSASLGLLLVMVFSPSA
                     SVMIKMLVATLFAMGGTVLFMMLLARMRMKSALMVPLTGIMLGAVFSAVTTFLAMEFD
                     LLQSLGSWESGDFSGVLQGRYELLWIVGVLTLVACFIADRFTVAGMGRDFSVNVGLNY
                     QRVMLIGMSIIAIISGVVVVVIGVLPFLGLIIPNIVSMAMGDNLRRTIPWVGLCGGGL
                     VVLCDIIGRLISYPFEIPASVILGVIGALVFLLLIVRTKRHAG"
     gene            complement(4534943..4535896)
                     /locus_tag="CH60_4107"
     CDS             complement(4534943..4535896)
                     /locus_tag="CH60_4107"
                     /note="[P] COG4607 ABC-type enterochelin transport system,
                     periplasmic component"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AJK10496.1"
                     /translation="MRLRLALFSSLLAATFAITGCDQSSETPDNAATISIEHAQGTTL
                     VPLNPQKVVILNPSVLDNADALHIKVAGVPQTSTHLPAFLSKYSGPEYMNTGTLFEPD
                     YEALSQAKPDLIIAGGRAQDAYNKLSAIAPTIALDVDTQHFTQSLTQRTEQLASIFGK
                     EEEAKTLLGNFSSQVNAIKQKSANAGSAMVLMISGGKMSAYTPGSRFGFIFDELGFTP
                     AATFAESGRHGNVVTSEFILNANPDWLFVLDRDNAIGRTEGQSAQQVLDNPLIHKTKA
                     WQNDRIVYLDSASLYIAGGVQSYTQLMNKVSAILDKPVSEQ"
     gene            complement(4536419..4537663)
                     /locus_tag="CH60_4108"
     CDS             complement(4536419..4537663)
                     /locus_tag="CH60_4108"
                     /note="[I] COG0439 Biotin carboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-grasp domain protein"
                     /protein_id="AJK13257.1"
                     /translation="MKKIIVVDGFSSGKFVAMTLYKMGCELIHIASRCDLDSYYYAGF
                     DETIYRQQRINKHIDDTIEFARQLGADAVIAGAESGVLLADRLNHELGLCYRNAFVTS
                     SARRNKYEMINTLANAGLSAARQIDTADWEDASAWLDVHATWPVVLKPLESAGSDGVF
                     ICQDKQSAYHAFLAILGTANKLSLVNESVLLQEFLDGTEYVVNFVSLDGEPLVTEIVR
                     YHKRRLPSGSVIYDIDELLDCTSPEYQPLVDYTKQAALVLGIKNGPSHAEVMMTSGGP
                     VLVEIAARTDGILHPDVAAVTTGFGQLVAFAQSLADPDRFRQTLKKESYRLNAHSFNV
                     CLINQAAGVFSAKHFERELQRLPSYKKSVYYVNEGDNIKVTKNVFSQPGTVYLVHKSK
                     EQLWQDYTSIRKMESDGFYLLP"
     gene            complement(4537665..4538594)
                     /locus_tag="CH60_4109"
     CDS             complement(4537665..4538594)
                     /locus_tag="CH60_4109"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AJK11853.1"
                     /translation="MHAYSGISYGVIFCLISAAFDVYVGYITQSISPAVIILYCFISS
                     TIVFLLFSILKQGIAVFYKAKANLPLLLLANVAVLLNWGGLIVSLRYLEPAIVGIASV
                     ACGPAITTIISRCIDNRSGKNSGLEFIISWLIMVGVILMLCNSLMGKSGVTTTTVDER
                     LIGIICVILSALGTVIYTFISRELYQRQWETYEILGFRNMLMLLIAVIYCFYADIPLS
                     INMNLAAPMVLLVVIGHLLPIYLIQNTIKRLQPLHVSLVLLLLPVFTLLLQYFDTRVE
                     ISFDSIAAVSIIAILLFILGINKIIGNPKTKGA"
     gene            complement(4538677..4539243)
                     /locus_tag="CH60_4110"
     CDS             complement(4538677..4539243)
                     /locus_tag="CH60_4110"
                     /note="[F] COG0503 Adenine/guanine
                     phosphoribosyltransferases and related PRPP-binding
                     proteins"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl transferase domain protein"
                     /protein_id="AJK12522.1"
                     /translation="MILLKNVYKNAQVVNSGKALTTVNEFTDQLPALRPAVLLEVAHK
                     VIQIIDMDIDKIVTEEDKGAPLATAVSLLSGKPLAMARWYPYSLSELNNNVVNISSEY
                     FEGVVYLNGISAGDRVAIIDDTLSTGGTVIALIKAIQNSGGIVKDVICAVEKIQNNGK
                     KNIFTQTGINVKTLMKISVKPHGVDIIE"
     gene            complement(4539240..4540184)
                     /locus_tag="CH60_4111"
     CDS             complement(4539240..4540184)
                     /locus_tag="CH60_4111"
                     /note="[E] COG0031 Cysteine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal-phosphate dependent enzyme family
                     protein"
                     /protein_id="AJK13798.1"
                     /translation="MELKDIGNTELIELKNLSINNNSLFSKCEFNNPTGSHKDRTFLH
                     ILNILEEENKIIPGMTLIDCSTGNGGAALAWIGQKKGYKIKIFMPEGMTEERKEQIYS
                     FGGEIIETPKENFLKGAVKAATEYSNHQKNIFFLNQSDTTLNKDAWHSCGEEIVRKMK
                     EINKKPDYFICSIGTGGTFSGIAEILKKAYPRIHTVGIEVDQSAPIYSQRHGLNFHHK
                     HHNLMGLGAGVISVNTLLDLIDEVRVVNGKAAWERMKSFIEKERLGIGPTCGANLLIT
                     EDIMQEVNGKVIVTLFFDSAWKYKSCWDGVYPGYKETQ"
     gene            4540911..4542602
                     /gene="hutU"
                     /locus_tag="CH60_4112"
     CDS             4540911..4542602
                     /gene="hutU"
                     /locus_tag="CH60_4112"
                     /EC_number="4.2.1.49"
                     /note="hutU: urocanate hydratase;
                     [E] COG2987 Urocanate hydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="urocanate hydratase"
                     /protein_id="AJK14316.1"
                     /translation="MTTQNRFRDNEIRAPQGTQLTAKSWLTEAALRMLMNNLDPDVAE
                     NPKELVVYGGIGRAARNWECYDKIVESLINLNDDETLLIQSGKPVGIFKTHSNAPRVL
                     IANSNLVPHWANWEHFNELDAKGLAMYGQMTAGSWIYIGSQGIVQGTYETFVEAGRQH
                     FGGSLKGRWVLTAGLGGMGGAQPLAATLAGACSLNIECQQSRIDFRLKTRYVDEQATD
                     LDDALARIEKYTATGVAVSIALCGNAAEILPELVRRGVRPDMVTDQTSAHDPLNGYLP
                     KGWNWEEYRQRAQHEPALVINAAKISMAEHVEAMLAFHNMGIPTFDYGNNIRQMAHDM
                     GVIRAFDFPGFVPAYIRPLFCRGIGPFRWVALSGNPDDIYKTDAKVKALIPDDAHLHH
                     WLDMARERIRFQGLPARICWVGLGQRAKLGLAFNEMVRSGELSAPVVIGRDHLDSGSV
                     ASPNRETEAMQDGSDAVSDWPLLNALLNTASGATWVSLHHGGGVGMGFSQHSGMVVVC
                     DGSDEAAERIARVLHNDPATGVMRHADAGYDIAVNCAQEQGLNLPMVAATQGKKS"
     gene            4542599..4544131
                     /gene="hutH"
                     /locus_tag="CH60_4113"
     CDS             4542599..4544131
                     /gene="hutH"
                     /locus_tag="CH60_4113"
                     /EC_number="4.3.1.3"
                     /note="hutH: histidine ammonia-lyase;
                     [E] COG2986 Histidine ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine ammonia-lyase"
                     /protein_id="AJK13544.1"
                     /translation="MKTITLRPGQMTLADLRHIYQHPVHITLDESAYVPIQQSVDCVQ
                     AILAEQRTAYGINTGFGLLASTRIATEDLENLQRSIVLSHAAGVGEANDDAIVRLIMV
                     LKINSLARGFSGIRLEVIQALITLVNAGVYPHIPLKGSVGASGDLAPLAHMSLLLLGE
                     GKARYQGEWLPAHTALAQAGLQPLTLAAKEGLALLNGTQVSAAYALRGLFEAEDLYAA
                     ASVFGCLTVDAALGSRSPFDARIHAVRGQRGQIDAASTYRHLLGERSEISESHKNCDK
                     VQDPYSLRCQPQVMGACLGQIRQAAEVLAIESNAVSDNPLVFAEQGDVLSGGNFHAEP
                     VAMAADNLALALAEVGSLSECRISLMMDKHMSQLPPFLVENGGVNSGFMIAQVTAAAL
                     TSENKGLAFPASVDSIPTSANQEDHVSMAPRAGKRLWEMAENVRNILAIEWLAACQGL
                     DLRKGLRTSAILEPARQLLRQHVTYYDKDRFFAPDIEVASQLIAQRHMNELMPAKLLP
                     SL"
     gene            4544549..4544758
                     /locus_tag="CH60_4114"
     CDS             4544549..4544758
                     /locus_tag="CH60_4114"
                     /note="[E] COG1113 Gamma-aminobutyrate permease and
                     related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AJK13131.1"
                     /translation="MKNDSSTLKRGLSARHIRFMALGSAIGTGLFYGSAEAIRLAGPA
                     VLLAYLCNERCNSDPHPTPEIRSRG"
     gene            4544785..4545807
                     /locus_tag="CH60_4115"
     CDS             4544785..4545807
                     /locus_tag="CH60_4115"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13274.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4545807..4546586
                     /locus_tag="CH60_4116"
     CDS             4545807..4546586
                     /locus_tag="CH60_4116"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK14053.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            4546625..4546960
                     /locus_tag="CH60_4117"
     CDS             4546625..4546960
                     /locus_tag="CH60_4117"
                     /note="[L] COG0084 Mg-dependent DNase"
                     /codon_start=1
                     /transl_table=11
                     /product="tatD related DNase family protein"
                     /protein_id="AJK10847.1"
                     /translation="MDHFSSVVDSDELDACLALGLSIGITGWVCDERRGLDLRALLPR
                     IPVQQLLLETDAPYLLPRDLNPKPASRRNEPCFLPHIVQQVAAWRQEDPNWLGQKTDE
                     NARRVFRLV"
     gene            4546975..4547997
                     /locus_tag="CH60_4118"
     CDS             4546975..4547997
                     /locus_tag="CH60_4118"
                     /note="[H] COG0113 Delta-aminolevulinic acid dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="delta-aminolevulinic acid dehydratase family
                     protein"
                     /protein_id="AJK10772.1"
                     /translation="MSYAFPGTFPGRRMRRVRCHDFSRRLVAENHLTVNDLIYPVFVM
                     EGTHQQQAVSSMPGVSRMTIDLLLKEAEAIAKLGVPVISLFPVIEAGKKSLYAEEAYN
                     PDGLVQRTVRALKDAVPELGILTDVALDPYTTHGQDGVIDSDGYVINDVTKEILVRQA
                     LSHAEAGAEIIAPSDMMDGRIGAIRDQLERQGLVNTQIMAYSAKYASCYYGPFRDAIG
                     SSSNLKGGDKKTYQMDPANSDEALQEIAQDLQEGADMVMVKPGMPYLDVVRRVKDTFG
                     VPTFAYQVSGEYAMHMAAIQNGWLQEKPTVMESLLCFKRAGADGVLTYFAKQVAQWLH
                     DDQMQR"
     gene            complement(4548107..4548595)
                     /gene="rfaH"
                     /locus_tag="CH60_4119"
     CDS             complement(4548107..4548595)
                     /gene="rfaH"
                     /locus_tag="CH60_4119"
                     /note="rfaH: transcription elongation
                     factor/antiterminator RfaH;
                     [K] COG0250 Transcription antiterminator"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription elongation factor/antiterminator
                     RfaH"
                     /protein_id="AJK12792.1"
                     /translation="MKSWYLLYCKRGQILRAKEHLERQTVNCWTPIVAIEKIVRGKRI
                     EVIEALFPNYLFAEFDPENIHTTTVSATRGGSHFVRFGTQPAVIPATVIADMQAHAVD
                     KIIAPEVPKPGDIVKIIDGVFAGLQAIYTEPDGEARSMLLLNMLNSQIKHSLDNRQFE
                     KQ"
     gene            4548843..4550339
                     /locus_tag="CH60_4120"
     CDS             4548843..4550339
                     /locus_tag="CH60_4120"
                     /note="[H] COG0043 3-polyprenyl-4-hydroxybenzoate
                     decarboxylase and related decarboxylases"
                     /codon_start=1
                     /transl_table=11
                     /product="decarboxylase, UbiD family protein"
                     /protein_id="AJK11462.1"
                     /translation="MISMKYRDLRDFLSLLEQRGELKRISQPIDPYLEMTEIADRTLR
                     AGGPALLFENPKGYSMPVLCNLFGTAKRVAMGMGQEDVSALRDVGKLLAFLKEPDPPK
                     GFRDLFDKLPKFKQVLNMPTKRLNSAPCQEQVWQGEDVDLSRIPVMHCWPEDAAPLVS
                     WGLTITRGPHKERQNLGIYRQQVLGKNKLIMRWLSHRGGALDYQEWCEAHPGERFPVA
                     VALGADPATILAAVTPVPDTLSEYAFAGLLRGHKTEVVKCLSNDLEVPASAEIVLEGY
                     IEQGDMAPEGPYGDHTGYYNEIDNFPVFTVTHITQRQDAIYHSTYTGRPPDEPAVMGV
                     ALNEVFVPILQKQFPEIVDFYLPPEGCSYRLAVVTIKKQYAGHAKRVMMGIWSFLRQF
                     MYTKFVIVCDDDINARDWNDVIWAITTRMDPSRDTVLIENTPIDYLDFASPVSGLGSK
                     MGLDATNKWPAETPREWGRPIKMDEDVRARIDALWDELAIFSDKDAKR"
     gene            4550394..4551095
                     /locus_tag="CH60_4121"
     CDS             4550394..4551095
                     /locus_tag="CH60_4121"
                     /note="[HC] COG0543 2-polyprenylphenol hydroxylase and
                     related flavodoxin oxidoreductases"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase NAD-binding domain protein"
                     /protein_id="AJK11625.1"
                     /translation="MTTLSCKVTSVEAITDTVYRVQLVPESSFSFRAGQYLMVVMDER
                     DKRPFSMASTPFQQDFIELHIGASELNLYAMAVMDRILKEKKLDVDIPHGDAWFREGS
                     KRPLVLIAGGTGFSYARSILLAALAEQPDREVSIYWGGREAVHLYDLGELEALSIKYP
                     QLKVIPVVEQPEEGWRGRTGTVLSAVLQDYGSLAEQDIYIAGRFEMAKIARERFCVER
                     GAQEEHIFGDAFAFI"
     gene            complement(4551255..4552418)
                     /gene="fadA"
                     /locus_tag="CH60_4122"
     CDS             complement(4551255..4552418)
                     /gene="fadA"
                     /locus_tag="CH60_4122"
                     /EC_number="2.3.1.16"
                     /note="fadA: acetyl-CoA C-acyltransferase FadA;
                     [I] COG0183 Acetyl-CoA acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA C-acyltransferase FadA"
                     /protein_id="AJK14467.1"
                     /translation="MENVVIIDAVRTPMGRSKGGAFRHVRAEDLSAHLMRAVISRNPG
                     LNAAEIDDIYWGCVQQTLEQGFNIARNASLLAEIPHSVPAVTVNRLCGSSMQALHDGA
                     RAIMVGDAKISLIGGVEHMGHVPMNHGVDFHPGMGRTVAKAAGMMGLTAEMLAKIHNI
                     SRQSQDEFAFRSHQRAYAATQAGHFAKEIVATNGHDAEGVLKRFDFDEVIRPETNLSG
                     LAALRPAFDPVNGTVTAGTSSALSDGASAMLIMSESRAKSLGLTPRARIRSMAVVGCD
                     PSIMGYGPVPASQLALKRAGLELADIGLFELNEAFAAQSLACLKGLGLLESMDDKVNL
                     NGGAIALGHPLGCSGARISTTLLNLMERRDVQFGLATMCIGLGQGIATVFERL"
     gene            complement(4552430..4554619)
                     /gene="fadB"
                     /locus_tag="CH60_4123"
     CDS             complement(4552430..4554619)
                     /gene="fadB"
                     /locus_tag="CH60_4123"
                     /EC_number="4.2.1.17"
                     /note="fadB: fatty oxidation complex, alpha subunit FadB;
                     [I] COG1250 3-hydroxyacyl-CoA dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty oxidation complex, alpha subunit FadB"
                     /protein_id="AJK10713.1"
                     /translation="MLYQSETLQLHWLENGIAELVFDAPGSVNKLDTKTVANLGEALN
                     VLEKQSELKGLLLRSAKTALIVGADITEFLSLFNAPPEKLHQWLVFANTIFNRLEDLP
                     VPTISAINGYALGGGCECILATDFRIASPEARIGLPETKLGIMPGFGGSVRLPRLLGA
                     DSALEIIATGKDVTANDALKIGLVDAVVDPEKLVGSALTMLKQAIDGKLDWQAARRPK
                     LEPLKLNPTEAAMCFTIAKGRVMQVAGKHYPAPLTAVKTIEAAAKFGRTEALNLETNS
                     FVPLAGSNEARALVGIFLNDQYVKAQAKKLSKGVAAPKLAAVLGAGIMGGGIAYQSAL
                     KSVPVIMKDINENSLDLGMNEAAKLLNKQLERGKVDGLKMASILATIRPTLDYAGIER
                     AQVIVEAVVENPKVKAAVLAEVEALIGEDTVLASNTSTIPIDQLAKSLKRPENFCGMH
                     FFNPVHRMPLVEIIRGAKTSDKTLAAVVAYATQMGKTPIVVNDCPGFFVNRVLFPYLA
                     GFGMLVRDGGDFHQIDKVMEKQFGWPMGPAYLLDVVGIDTAHHAQAVMAAGFPERMNK
                     DYRDAVDVMFDNQRFGQKNGQGFYRYTQDAKGKPRKENDEQVDKLLAEISQPLQEFSD
                     EDIIARTMIPMINEVVRCLEEGIIASAAEGDMALVYGLGFPPFHGGVFRYLDTLGSAN
                     YVEMAQRYAHLGALYHVPAGLRAKAEHNESYYPVAAALLDVSTNQPA"
     gene            4554946..4556277
                     /locus_tag="CH60_4124"
     CDS             4554946..4556277
                     /locus_tag="CH60_4124"
                     /note="[E] COG0006 Xaa-Pro aminopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="metallopeptidase M24 family protein"
                     /protein_id="AJK11914.1"
                     /translation="METLASLYNEHLSTLQQRTRDVLERHQLDALLIHSGELQRLFLD
                     DRDYPFKVNPQFKAWVPVTEVPNCWLWVDGVNTPKLWFYSPVDYWHSVEPLPDSFWTK
                     NIDVQPLLNADDIAQQLPVQRERVAYIGYAQQRAQALGFSAENINPQPVLDYLHYYRS
                     YKTDYELACMREAQKTAVVGHRAAYEAFQSGMSEFDINLAYLMATGHRDTDVPYDNIV
                     ALNEHSAVLHYTILQHQPPAEIRSFLIDAGAEYNGYAADLTRTYTADRDSDFAALISD
                     LNTEQLALIDTIKSGERYTDYHVQMHQRIAKLLRTHNLVTGISEEAMVEQGITCPFLP
                     HGLGHPLGLQVHDTAGFMQDDKGTNLNAPSKYPYLRCTRVLQPRMVLTIEPGLYFIDS
                     LLAPWRIGEFSKHFNWDRIDALKPYGGIRIEDNIVIHDKRVENMTRDLKLA"
     gene            4556277..4556888
                     /locus_tag="CH60_4125"
     CDS             4556277..4556888
                     /locus_tag="CH60_4125"
                     /note="conserved hypothetical protein;
                     [S] COG1739 Uncharacterized conserved protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13036.1"
                     /translation="MQPYLIPAMPVTISEEIKKSRFITLLAHTCGVNEAKDFIQQVKQ
                     QHPTARHHCWAFVAGPPTDSQQLGFSDDGEPSGTAGKPILAQLMGSDIGEITAVVVRY
                     YGGIKLGTGGLVKAYGSGVQQALKQVAVKYKVPQVEYTLQCDYAQLAMVEMLLQQVEG
                     QILRGEYTELVTLHLTLPATQASQVGDKLRDLSRGTLQLTPIS"
     gene            4556928..4558379
                     /locus_tag="CH60_4126"
     CDS             4556928..4558379
                     /locus_tag="CH60_4126"
                     /note="2a38: potassium uptake, TrkH family protein;
                     [P] COG0168 Trk-type K+ transport systems, membrane
                     components"
                     /codon_start=1
                     /transl_table=11
                     /product="potassium uptake, TrkH family protein"
                     /protein_id="AJK10697.1"
                     /translation="MHFRAITRIVGLLVILFSGTMFIPGLVALIYRDGAGRAFSETFF
                     VAVSIGLLLWLPNRKQKHELKPREGFLIVVLFWTVLGSVGALPFLFSERPNLSLTDAF
                     FESFSGLTTTGATTLVGLDSLPKAILFYRQMLQWLGGMGIIVLAVAILPILGVGGMQL
                     YRAEMPGPLKDNKMRPRIAETAKTLWLIYVLLTIACALALWGAGMSVFDAISHSFSTI
                     AIGGFSTHDASIGYFNSPTINTIIGIFLLISGCNFGLHFAVLSGRSLKVYWRDPEFRM
                     FIFVQLTLVIVCTLVLWQHSVYKSGIETLNQAFFQVVSMATTAGFTTDSIAKWPLFLP
                     LLLLCSAFIGGCAGSTGGGLKVIRILLLYLQGSRELKRLVHPNAVYTIKLGRRALPER
                     ILEAVWGFFSAYALVFIISMLAIVATGVDEFSAFAAVTATLNNLGPGLGVVADNFTSM
                     NPAAKWILVITMLFGRLEVFTLLVLFTPTFWRE"
     gene            4558401..4558934
                     /locus_tag="CH60_4127"
     CDS             4558401..4558934
                     /locus_tag="CH60_4127"
                     /note="[CH] COG4635 Flavodoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin domain protein"
                     /protein_id="AJK13773.1"
                     /translation="MKILILYSSRDGQTKTIASYIAKQLTEAATCEIQDLSQVGQIDL
                     SQYQQVIIGASVRYGHFSPVLNKFVNKHVAQLSQMPSAFFAVNLTARKPEKRSPQTNT
                     YVRKFLLNTPWQPTLCSVFAGALRYPRYSWIDRIMIQLIMRMTGGETDTSKEVEYTDW
                     QEVSRFTQDFLALQYKK"
     gene            4559415..4560945
                     /locus_tag="CH60_4128"
     rRNA            4559415..4560945
                     /locus_tag="CH60_4128"
                     /product="16S ribosomal RNA"
     gene            4561087..4561162
                     /locus_tag="CH60_4129"
     tRNA            4561087..4561162
                     /locus_tag="CH60_4129"
                     /product="tRNA-Glu"
     gene            4561417..4564321
                     /locus_tag="CH60_4130"
     rRNA            4561417..4564321
                     /locus_tag="CH60_4130"
                     /product="23S ribosomal RNA"
     gene            4564433..4564547
                     /locus_tag="CH60_4131"
     rRNA            4564433..4564547
                     /locus_tag="CH60_4131"
                     /product="5S ribosomal RNA"
     gene            4565010..4566047
                     /gene="murB"
                     /locus_tag="CH60_4132"
     CDS             4565010..4566047
                     /gene="murB"
                     /locus_tag="CH60_4132"
                     /EC_number="1.3.1.98"
                     /note="murB: UDP-N-acetylenolpyruvoylglucosamine
                     reductase;
                     [M] COG0812 UDP-N-acetylmuramate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylenolpyruvoylglucosamine reductase"
                     /protein_id="AJK14103.1"
                     /translation="MSNQRSSLKHLNTFALPAYASNVISAGSVETLIAAWHESKAKRQ
                     PVLLLGEGSNVLFIKNFSGTVLLNRIMGITSTEDSAAWYLHVGAGENWHQLVCHSLQN
                     NMPGLENLALIPGCVGSAPIQNIGAYGVELKQVCEYVDLLDMDKGTIQRISAEECQFG
                     YRDSIFKHRYGNGFAIVSVGIKLMKSWTPTLGYGDLIHMDPLTVTATDIFNSVCTMRR
                     SKLPDPMVTGNAGSFFKNPVVSAAIAEEIVHCYPNAPHYLQPDGSVKLAAGWLIDQCS
                     LKGYQIGGAAVHQQQALVLINQSEATGQDVIHLARYIRQQVAQRFSIWLEPEVRFIAD
                     NGEVNAVEHLS"
     gene            4566044..4567003
                     /locus_tag="CH60_4133"
     CDS             4566044..4567003
                     /locus_tag="CH60_4133"
                     /note="birA_repr_reg: biotin operon repressor;
                     [H] COG0340 Biotin-(acetyl-CoA carboxylase) ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin operon repressor"
                     /protein_id="AJK12156.1"
                     /translation="MKDIRVPLRLVSILSDGFFHSGEQLGETLGMSRAAINKHMQTIR
                     DWGLDVFTVPGKGYSLPTSIQLLDEQKILSYLPTGHVTVLPVVDSTNQYLLDRITELK
                     SGDACVAEYQQAGRGRRGRQWVSPFGANLYLSMYWRLEQGPAAAMGLSLVVGIVMAEV
                     LQNLGAEKVRVKWPNDLYLNDKKLAGILVELTGKTGDAAQLVIGAGINLTMRGSETNA
                     INQDWINLQDAGVTIDRNKLTAEILSELRLAVVKFENEGLSAFLSRWQKMDNYLNRPV
                     KLIIGNQEIFGIARGIDQQGALLLEQDGNIKPYIGGEISLRGV"
     gene            complement(4567038..4567988)
                     /gene="coaA"
                     /locus_tag="CH60_4134"
     CDS             complement(4567038..4567988)
                     /gene="coaA"
                     /locus_tag="CH60_4134"
                     /EC_number="2.7.1.33"
                     /note="panK_bact: pantothenate kinase;
                     [H] COG1072 Panthothenate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="pantothenate kinase"
                     /protein_id="AJK14492.1"
                     /translation="MTKREQSLATPYLQFDRTQWAALRDSVPLTLTEEEIVKLKGINE
                     DLSLDEVAQIYLPLSRLLNFYISSNLRRQAVLEQFLGTDGQRIPYVIGIAGSVAVGKS
                     TTARLLQALLSRWPEHRSVELITTDGFLHPNKVLNERGLMKKKGFPESYDMHNLVKFV
                     SEVKSGADYVTAPVYSHLIYDVVPDGNKVIKQPDILILEGLNVLQSGMDYPHDPHHVF
                     VSDFVDFSIYVDAPEDLLQSWYINRFLKFRQGAFSNPDSYFHNYAKLPETEAIKIATQ
                     LWNEINGLNLKQNILPTRERASLIMTKSANHAVESVRLRK"
     gene            complement(4568199..4568750)
                     /locus_tag="CH60_4135"
     CDS             complement(4568199..4568750)
                     /locus_tag="CH60_4135"
                     /note="[KR] COG0454 Histone acetyltransferase HPA2 and
                     related acetyltransferases"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AJK11400.1"
                     /translation="MKIVLLNAATFPIYRSGLASLLIDAVTYGASVGYNTHTLSQEEA
                     EGYFHSLRPAIEREALLLWIARDEIGIIGTIQLVLCQKPNGLNRAEIQKLLVHSRSRR
                     TGIGHKLIIAAENTAVQLRRGLIYLDTQSGSSAESFYRAQGYRYVGEIPDYACTPNGN
                     YHPTAIYFKRLFTVVQPHTAIQN"
     gene            4568840..4569862
                     /locus_tag="CH60_4136"
     CDS             4568840..4569862
                     /locus_tag="CH60_4136"
                     /note="[L] COG4584 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AJK13235.1"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4569862..4570641
                     /locus_tag="CH60_4137"
     CDS             4569862..4570641
                     /locus_tag="CH60_4137"
                     /note="[L] COG1484 DNA replication protein"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AJK13344.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            4570657..4571193
                     /locus_tag="CH60_4138"
     CDS             4570657..4571193
                     /locus_tag="CH60_4138"
                     /note="[L] COG2801 Transposase and inactivated
                     derivatives"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AJK12943.1"
                     /translation="MGRWWRYKWITFHPSLTSGLKWCTDVTEFRVGAQKLYLSVIQDL
                     FNNEIISWHMSERAALILTCKTLEKALKVKGRKEGLMLHSDQGWHYRTPMWRSMLVEA
                     GIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRKKYDSATVLKRDIVEYIHYYNTERIS
                     LKTGGMSPAEYRTQVEKQ"
     gene            complement(4571982..4572446)
                     /locus_tag="CH60_4139"
     CDS             complement(4571982..4572446)
                     /locus_tag="CH60_4139"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12194.1"
                     /translation="MKVKSKKNLWALLLTGSALLGYVFWLLLHPVEIVSVHQRNDYSD
                     VLVRNFPLTDKSKINWWLENRDMLKDKYSIPKPASDGFYTVIFWDFGDGYKEEGKYDR
                     RCFDDMKTSKNCIDKNKVFSVENDRDKDILFSVYDGMYRLEKNGKIVKMKRE"
     gene            complement(4572755..4573129)
                     /locus_tag="CH60_4140"
     CDS             complement(4572755..4573129)
                     /locus_tag="CH60_4140"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AJK11242.1"
                     /translation="MISLSESIYERSAGNMNTAVSTGRINMVHIFSFSTYIICTVFSL
                     LLFYYLVSHLLHSKHFILNVVSSFLLLGCAKYHFNVAKTGALAIFNITIDSSGVFIAV
                     LIPFIFSSSYSVPFYMAYKRYY"
     gene            4573528..4575042
                     /locus_tag="CH60_4141"
     CDS             4573528..4575042
                     /locus_tag="CH60_4141"
                     /note="[C] COG0578 Glycerol-3-phosphate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD dependent oxidoreductase family protein"
                     /protein_id="AJK10703.1"
                     /translation="METKDLIVIGGGINGAGIAADAAGRGLSVLLLEAQDLACATSSA
                     SSKLIHGGLRYLEHYEFRLVSEALAEREVLLKLAPHIAFPMRFRLPHQPHLRPAWMIR
                     TGLFLYDHLGKRTSLPASKGLRFGPESVLKPELVRGFEYSDCWVDDARLVVLNAQEVV
                     KHGGEVRTRTKVTRAWREQGLWMVEALDVNTGKTFTWRAKGLVNATGPWVKQFFDDGL
                     KLKSPYGIRLIKGSHIVVPRVHNQPQAYILQNEDHRIVFVIPWLDDYSIIGTTDVEYH
                     GDPKEVKIDDQEMTYLLKVYNDHFKKQLGRDDIVWTYSGVRPLCDDESDSPQAVTRDY
                     TLDVADEAGQAPLLSVFGGKLTTYRKLAEHALEKLSAYYPNVGPAWTKTGALPGGDIG
                     GSRDSYTVQLRHRYNWLPEGLARRYTRTYGSHSELILANATRLESLGEHFGHGLYEAE
                     LRYLVENEWVVELDDAIWRRTKLGMALSDEEKQRVAQWLADAHTEKQQALPLVS"
     gene            complement(4575205..4577652)
                     /gene="glgP"
                     /locus_tag="CH60_4142"
     CDS             complement(4575205..4577652)
                     /gene="glgP"
                     /locus_tag="CH60_4142"
                     /EC_number="2.4.1.1"
                     /note="P_ylase: glycogen/starch/alpha-glucan
                     phosphorylases family protein;
                     [G] COG0058 Glucan phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen/starch/alpha-glucan phosphorylases
                     family protein"
                     /protein_id="AJK12029.1"
                     /translation="MTSPFSYTSPVVSVDALKHSIAYKLMFIIGKDPTIATQHDWLNA
                     TLFAVRDRMVERWLRSNRAQLSQDVRQVYYLSMEFLLGRTLSNALLSMGIYDEIEQAL
                     DEMGLSLSELLKEENDPGLGNGGLGRLAACFLDSLATLALPGRGYGIRYEYGMFSQKI
                     VNGQQMESPDNWLEYGNAWEFPRHNTRYKVRFGGRIQQEGSKIRWLETEEILACAYDQ
                     IIPGFDTDATNTLRLWSAQASNEINLGKFNQGDYFAAVEDKNHSENVSRVLYPDDSTY
                     SGRELRLRQEYFLVSATVQDILNRHWAMHHTFNNLADKIAIHLNDTHPVLSIPEMMRL
                     LIDEHKFTWMDAWDVVQQVFSYTNHTLMSEALETWPVDMIGKILPRHLQIIFDINDHF
                     LKLVEEQYPDDKELLSRVSVIDENNGRRIRMAWLAVIASHKVNGVSALHSELMVQSLF
                     ADFARIFPNRFCNKTNGVTPRRWLGLANRPLAAVLDDSIGQTWRTDLSQLSELEKNLD
                     YPSFLLALQKAKLENKKRLAVYIAEKLNIVVNPAALFDVQIKRIHEYKRQLLNVLHVI
                     TRYNRIIDAPDNNWVPRVVIFAGKAASAYYNAKQIIHLINDVAKVINNDPRINNLLKV
                     VFIPNYSVSLAQLIIPAADLSEQISLAGTEASGTSNMKFALNGALTIGTLDGANVEIR
                     EHVGEENIFIFGNTTEQVEALRKSGYNPRKYYDEDPELHQVLTQIATGTFSPEEPHRY
                     TNLFDSLVNLGDHYQLLADYRSYVDTQEQVDALYRNRDEWSRKTLLNIANMGYFSSDR
                     TIKEYADEIWHIKPIRL"
     gene            complement(4577805..4579235)
                     /gene="glgA"
                     /locus_tag="CH60_4143"
     CDS             complement(4577805..4579235)
                     /gene="glgA"
                     /locus_tag="CH60_4143"
                     /EC_number="2.4.1.21"
                     /note="glgA: glycogen/starch synthase, ADP-glucose type
                     family protein;
                     [G] COG0297 Glycogen synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen/starch synthase, ADP-glucose type
                     family protein"
                     /protein_id="AJK11872.1"
                     /translation="MRVLHVCSELFPLLKTGGLADVIGALPAAQLAEGADVRIILPAF
                     PDLRRGIPETVLVREIDTFAGRVALRYGHYRGIGIYLIDAPALYDRAGSPYHDASLYA
                     YSDNYLRFALLGWMACELACGLDGYWRPEVVHAHDWHAGLTCAYLAARGRPARSVFTV
                     HNLAYQGLFSADHLSELHLPAEFFQIYGLEFYGQISYLKAGLFFADHVTTVSPTYAKE
                     ITQPAFGYGMEGLLQALARQGRLTGILNGVDSDIWDPQSDTLLPTRYDAENLQAKAIN
                     KTHLQTAMGLQLAENKPIFAVVSRLTVQKGLDLVLEALPELLALGGQLVVLGSGDATL
                     QEAFLAAAAEHSGQVGVQIGYHEAFSHRIIAGSDVILVPSRFEPCGLTQLYGLKYGTL
                     PLVRHTGGLADTVVDCALENLADGSASGFVFNECEAQALVKAIRRAFVLWSRPKHWRH
                     VQRHAMRLDFGWQLAAVDYLSLYRRL"
     gene            complement(4579303..4580733)
                     /gene="glgC"
                     /locus_tag="CH60_4144"
     CDS             complement(4579303..4580733)
                     /gene="glgC"
                     /locus_tag="CH60_4144"
                     /EC_number="2.7.7.27"
                     /note="glgC: glucose-1-phosphate adenylyltransferase;
                     [G] COG0448 ADP-glucose pyrophosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-1-phosphate adenylyltransferase"
                     /protein_id="AJK14335.1"
                     /translation="MVRFESTDSLMLARQLPNKTVALILAGGRGSRLKDLTATRAKPA
                     VHFGGKFRIIDFALSNCLNSGVRRIGVITQYQSHTLVQHIQRGWSFLNEEMNEFVDLL
                     PAQQRLSTEQWYKGTADAVCQNLDIIRRYDAEYIVILAGDHIYKMDYSRMLLDHVEKG
                     AECTVACIPVPISEGSEFGIMEVTADYQITAFYEKPANPPPIPGDPSNALASMGIYIF
                     NADYLFKLLEEDNNTPGSSHDFGKDIIPQLTARKVVWAHPFDLSCVTSNAELPPYWRD
                     VGTLDAYWRANLDLASVTPELDMYDRAWPIRTHMEPLPPAKFVQDRSGSHGMTMNSLV
                     SGGCIVSGSVVVHSVLFPRVRVNSFCTIDSSLLLPDVHVGRSCRLRRCIIDRACHIPE
                     GMVIGENADEDSARFYRSEGGGGVSDSGYAGKVRGKIEPLGFLFVRLDLLIRLSLLIR
                     LNLFIRMNLLIILTLFFKLASIQASH"
     gene            complement(4580743..4582731)
                     /gene="glgX"
                     /locus_tag="CH60_4145"
     CDS             complement(4580743..4582731)
                     /gene="glgX"
                     /locus_tag="CH60_4145"
                     /note="glgX_debranch: glycogen debranching enzyme GlgX;
                     [G] COG1523 Type II secretory pathway, pullulanase PulA
                     and related glycosidases"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen debranching enzyme GlgX"
                     /protein_id="AJK13433.1"
                     /translation="MAVLTHGSPTPSGAHFDGKGINFTLFSAHAEQVTLCLFDEQGQE
                     RQIAMPARTGDIWHGYLPGGKPGQRYGYRVSGPFEPSRGHRFNPHKLLIDPRTRALEG
                     KVGDDPRFTGGVSQPDVRDSAAALPKCLVIHEEYDWQGDKPPAIPWGNTVIYEAHVRG
                     LTQLHPDIPPELRGTYAALAHPALIEHLKTLGITTLELLPVQFHIDEPRLQKMGLSNY
                     WGYNVLAPFAVDPDYASGREGISPLRELRDAVKALHNAGIEVILDVVFNHSAELDVFG
                     PTLCQRGIDNASYYWLTPDGEYDNITGCGNALRLSHPYVTQWVIDCLNYWRDSCHVDG
                     FRFDLGTVLGRTPAFDQHAPLFAALAADERLSACKLIAEPWDIGLGGYQLGNFPTGFS
                     EWNDQYRDAMRGFWLRGEVPRGTFAQHFAASSRLFEQRGRLPSASINQITAHDGFTLL
                     DLLCFNQKHNQMNGEENRDGSDNNHSNNFGCEGLVADAAIWQRRKACQRALLTTLLLS
                     QGTPMLLAGDEQGHSQQGNNNAYCQNNILTWLDWGSADRALMTFTADLIRLRQQIPAL
                     TQDQWWQSGDSNVQWLDSQGQALSDAAWEQGCQQQLQILLSQRWLVLINATDHECEMH
                     LPEGEWEGIPPFGVSDHAERLTTWRGSAHTICVLIKRD"
     gene            complement(4582733..4584916)
                     /gene="glgB"
                     /locus_tag="CH60_4146"
     CDS             complement(4582733..4584916)
                     /gene="glgB"
                     /locus_tag="CH60_4146"
                     /EC_number="2.4.1.18"
                     /note="branching_enzym: 1,4-alpha-glucan branching enzyme;
                     [G] COG0296 1,4-alpha-glucan branching enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-alpha-glucan branching enzyme"
                     /protein_id="AJK13735.1"
                     /translation="MSVLPDRQVINQLISGHYGDPFSILGMHETSQGLQICALLPDAR
                     EVWLVETENGRRIAQLTLEDPRGFFIAQLTRRKKSFRYQFAVTWQENPQIIEDPYRFG
                     PLLQDIDSWLLAEGTHLRPYERLGAHLMSLDGVSGVSFAVWAPNAQRVSVVGDFNFWD
                     GRRHPMRLRRENGIWELFLPGIEAGQLYKFEIIDCHGQVRLKADPYAFEAQMRPETAS
                     LISQLPDVVKSSAARQKANDLCSPVSIYEVHLGSWRRHTDNNFWLSYRELADQLVEYV
                     KYMGFTHVELLPINEHPFDGSWGYQPLGLYAPTRRYGTPEDFKAFVAKFHQAGINVIL
                     DWVPGHFPSDEHGLSTFDGTALYEYADPREGYHQDWNTLIYNYGRNEVRNYLAGNAFY
                     WMERFGIDALRIDAVASMIYRDYSRAEGQWVPNYYGGRENLEAIAFLRYTNKTIGVER
                     PGSVTMAEESTDFPGVTLPPDIGGLGFNYKWNMGWMHDTLNYMQCDPVHRKYHHNLMT
                     FGMLYAYTENFILPLSHDEVVHGKRSILDRMPGDAWQKFANLRAYYAFMWAHPGKKLL
                     FMGCEFAQGREWNFETSLDWHLLDDENGWHSGVQRLVRDLNHCYRQYAPLYEWDYQPA
                     GFEWLVVDDHENSVFAFLRRDAEGHELIAISNFTPVPRYHYRVGIPQGGHYREVLNSD
                     SAFYCGSNLGNQGGIDSHHVRSHNHEHSLLLTLPPLATIYLLREN"
     gene            4585422..4587119
                     /locus_tag="CH60_4147"
     CDS             4585422..4587119
                     /locus_tag="CH60_4147"
                     /note="[T] COG3275 Putative regulator of cell autolysis"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase family protein"
                     /protein_id="AJK12229.1"
                     /translation="MGISQTELIFSLLQQMCVYLVIAYLLSKTPLFIPLMQVTIRLPH
                     KLVCYLTFSMFCIMGTYFGLNIDDSIANTRAIGAVLGGMLGGPSVGFLVGLTGGLHRY
                     SMGGMTATACMLSTIAEGLLGGLLHLYLTRKNRLDLLFQPLVVAGITLVAEVLQMMII
                     LAVARPFNEAVELVENIALPMMITNTIGAAMFMRILLDRRAIFEKYTTAFSAKALQIA
                     ARAEGLLRHGFDQQNSMRVARILYEELGVGAVAITDREKLLAFIGSGADHHQVGSAIT
                     SSHTHRAIELNQVVYADGNAVPYTCSISPTCKLGSTLVIPLRGEEHRVIGSIKLYEPK
                     SKLFSSINRTLGEGIAHLLSAQILAGEFEQQKQLLAQSEIKLLHAQVNPHFLFNALNT
                     LSVVIRRNPDHARNLVLSLSTFFRKNLKRSHDVVTLSDEIEHVNAYLEIEKARFADRL
                     TVTVSLPNELMEAHLPAFSLQPVVENAIKHGISQMFSNGRVTLRGKLDDNTLVLEVED
                     NAGLYQPQPDGDGLGMSLVDRRIKARYGKEYGITVVSNAEVFTRIIIKLPFITVSEQ"
     gene            complement(4587327..4597814)
                     /locus_tag="CH60_4148"
     CDS             complement(4587327..4597814)
                     /locus_tag="CH60_4148"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Ig-like domain family protein"
                     /protein_id="AJK13403.1"
                     /translation="MLNYFRAILISWKWKLSHHTSRPHDVKEKGHPRKIKVVAWITLF
                     FQFAFPLSLSFTPAIAAANTTNSAPTSVITPVNASILPPAARATEPYTLGPGDSIQSI
                     AKKYNITVDELKKLNAYRTFSKPFASLTTGDEIEVPRKESSFFSNNPNENNKKDVDDL
                     LARNAMGAGKLLSNDNTSDAASNMARSAVTNEINASSQQWLNQFGTARVQLNVDSDFK
                     LDNSALDLLVPLKDSESSLLFTQLGVRNKDSRNTVNIGAGIRQYQGDWMYGANTFFDN
                     DLTGKNRRVGVGAEVATDYLKFSANTYFGLTGWHQSRDFSSYDERPADGFDIRTEAYL
                     PAYPQLGGKLMYEKYRGDEVALFGKDDRQKDPHAVTLGVNYTPVPLVTIGAEHREGKG
                     NNNNTSVNVQLNYRMGQPWNDQIDQSAVAANRTLAGSRYDLVERNNNIVLDYKKQELI
                     HLVLPDRISGSGGGAITLTAQVRAKYGFSRIEWDATPLENAGGSTSPLTQSSLSVTLP
                     FYQHILRTSNTHTISAVAYDAQGNASNRAVTSIEVTRPETMVISHLATTIDNATANGI
                     ATNTVQATVTDGDGQPIIGQLINFAVNTQATLSTTEARTGANGTASTTLTHTVSGVSR
                     VSVTLGSSSRSVDTTFVADESTAEITAANLTVTTNDSVANGSDTNVVRAKVTDAYTNA
                     VANQSVIFSASNGATVIDQTVITNAEGIADSTLTNTTAGVSVVTATLGGQSQQVDTTF
                     KPGSTAAISLVKLADRAVADGIDQNEIQVVLRDGTGNAVPNVPMSIQADNGAIVVAST
                     PNTGVDGTINATFTNLRAGESVVSVTSPALVGMTMTMTFSADPRTAVVSTLAAIDNNA
                     KADGTDTNVVRAWVVDANGNSVPGVSVTFDAGNGAVLAQNPVVTDRNGYAENTLTNLA
                     IGTTTVKATTVTDPVGQTVNTHFVAGAVDTITLTVPVNGAVANGVNTNSVQAVVSDSG
                     GNPVTGATVVFSSTNATAQVTTVIGTTGVDGIATATLTNTVAGTSNVVATIDTVNANI
                     DTAFVAGAVATITLTAPVNGAVADGADTNQVDALVEDANGNPITGAAVVFSSANGATI
                     LSSTMNTGVNGVASTLLTHTVAGTSNVVATVDTVNANIDTTFVAGAVATITLTTPVNG
                     AVADGANSNSVQAVVSDSDGNPVTGAAVVFSSANATAQITTVIGTTGADGIATATLTN
                     TVAGTSNVVATIDTVNANIDTAFVAGAVATITLTAPVNGAVADGADTNQVDALVEDAN
                     GNPITGAAVVFSSANGATILSSTMNTGVNGVASTLLTHTVAGTSNVVATVDTVNANID
                     TAFVPGAVATITLTTPVNGAVADGANSNSVQAVVSDSEGNAVAGAAVVFSSANATAQI
                     TTVIGTTGADGIATATLTNTVAGTSNVVATIDTVNANIDTAFVAGAVATITLTAPVNG
                     AVADGVNTNSVQAVVSDSGGNPVTGATVVFSSTNATAQITTVIGTTGADGIATATLTN
                     TVAGTSNVVATVDTVTNNIDTVFVAGAVATITLTTPVNGAVADGTDSNHVQAVVSDSD
                     GNPVTGAAVVFSSANATAQITTVIGTTGADGIATATLTNTVAGTSNVVATVDTVNANI
                     DTAFVAGAVATITLTTPVNGAVADGANSNSVQAVVSDSDGNPVTGAAVVFSSANATAQ
                     ITTVIGTTGADGIATATLTNTVAGTSNVVATIDTVNANIDTAFVAGAVATITLTAPVN
                     GAVADGADTNQVDALVQDANGNAITGAAVVFSSANGADIIAPTMNTGVNGVASTLLTH
                     TVAGTSNVVATIDTISANIDTAFVAGAVATITLTAPVNGAVADGADTNQVDALVEDAN
                     GNPITGAAVVFSSANGATILSSTMNTGVNGVASTFLTHTVAGTSNVVATIGSVTENID
                     TAFVAGAVATITLTAPVNGAVADGVNTNSVQAVVSDSDGNAVTGATVVFSSANATAQI
                     TTVIGTTGADGIATATLTNTVAGTSNVVATIDTVNANIDTTFVAGELENIVVSIINNN
                     ALANGADTNIVEAFVTDRFGNGVANQSLIFGTNGASIVGSSTVTTNLDGRVRASATHT
                     VAGSSNTVIAISGAHQGYARVTFVADVSTAQLKLTSFLDNQLANGKAGNIAQALVTDA
                     HDNLLANQSVSFALDNGAVIESQGDASSASGIVLMRFNNTLAGMTTVTATLDSTGQTE
                     TLETHFVAGKAASIEMTMTKDNAVANNIDTNEVQVLVTDVDGNAINGAVVNLTSNSGM
                     NITPNSVTTGSDGTATLTHTLAGSLPINARIDQVSKTINATFIADASTAQIIAGDMFI
                     IVNDQVANGQAVNAVQARVTDSYGNPIKDQTVEFVLSNNGTIQYELDVTSVEGGVMVT
                     FTNTLAGITNVTATVVSSGSSRNIDTTFIADVTTAHIAASDLMVIVDDAVADNLDKNE
                     VHARVTDAKGNVLSGQTVIFTSGNGAAITTVNGISDGDGLTKATLTHTLAGTSVVTAR
                     VGNRVQSKDTTFIADRTTATIRASDLTITRNNALADGVATNAARVIVTDANGNPVPSM
                     FVGYTSDNGALLTPTSGMTDSSGTFSTTFTHTTAGISKVTAAIVTMGISQTKDAVFIA
                     DRSTAHVSELIVVKNDSLANNSDRNIVQAHIKDAHGNVVTGMNVNFSATENVTLTANT
                     VTTNSQGYAENTLRHNAPVTSAVTATVATDLVGLTEDVRFVAGAGARIELFRLNDGAV
                     ADGIQTNRVEARVYDVSDNLVPNSNVVFSADNGGQLVQNDVQTDALGSAYVTVSNINT
                     GVTKVTVTADGVSASTTTTFIADRDTATLVTDRFLITHDNAVANGVVENRVLLHLVDA
                     NDNSVSGVEVNFSATNGASINASAITDINGFAIGVLTNTLSGPSDVTVTLVTPGGTES
                     LTVTPQFIADINTANIATGDFVIIDDGAVANSVDANEVRARVTDNQGNAIAGYSVVFS
                     SQNGATITTSGITGVDGWASAKLTHIKAGESGILARLSRPMATVHTLMPYFIADVSTA
                     TLQLFNFNPIPIIADGVMQFFVLGRVFDANQNPVGGQQVAFSATNEVTLTESNGSIST
                     PEGSVLLSVTSTQAGVHPITGTLVSNNYTDTFGAAFIANKNTAQLSTLMVVDNNALAD
                     GVTRNQVRAHVVDSTGNSVADMAVTFTANRGAQLSKVTVLTDNNGDAVNTLTNSLVGV
                     TVVTAKLGTAGTPLTVDTVFTAGPLATLTLVTTVNNAFADNSATNTVQATLKDVSGNP
                     IVGEVVAFAASNGATITATDGGVSNANGIVLATLTNGTAGVSTVTATIETLTETTDTT
                     FIAMKNLDVTVNGTTFNGDAGFPTTGFVGATFKVNSGGDNSLYDWSSSAPALVSVSGD
                     GVVTFNAVFPTGTPTITISATPKGGGSPLSYSFRVNQWFINNNGATLNRADAITHCEN
                     VGYTMPTSTQVTNAATWMSGKRAVGNLWSEWGDFSAYTAPGWVPAEFFWLSNNHDAST
                     ALAIGLSTGTLTTMGDFMAITHVMCTRPI"
     gene            complement(4599249..4599392)
                     /locus_tag="CH60_4149"
     CDS             complement(4599249..4599392)
                     /locus_tag="CH60_4149"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10856.1"
                     /translation="MHERRHWADNPELILHVLRLRFDKALSYLVISAQTGVSKAAIFS
                     LEK"
     gene            complement(4599550..4599837)
                     /locus_tag="CH60_4150"
     CDS             complement(4599550..4599837)
                     /locus_tag="CH60_4150"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12980.1"
                     /translation="MKAIHLGTLVRVFFGQDYDLFGEGIDEILASYRNTENQQTIQKT
                     IDEANMLLTAYPEEKELELEFTDLAEGEFSPASWGYNVQSFLEKIVITLSK"
     gene            complement(4599844..4600152)
                     /locus_tag="CH60_4151"
     CDS             complement(4599844..4600152)
                     /locus_tag="CH60_4151"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK11144.1"
                     /translation="MKIMGNFSALEHLIQIYFGQDYYEITGATTIAGVMAFYLQDNSP
                     SQIETLISDIAEFTAAYPNTLDDELNTRWGDDFSPELWGTTPQDFLHDVQNLALQHQG
                     "
     gene            complement(4600459..4600740)
                     /locus_tag="CH60_4152"
     CDS             complement(4600459..4600740)
                     /locus_tag="CH60_4152"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13981.1"
                     /translation="MGKQNFYFLGQLIGCHFNQDYAYINDGEDTIEGIIQFYKKTADE
                     QTLSELKKNCMILLKFILTFLRRNLRKDTGLISLPHYGKQPHMIFSKLY"
     gene            complement(4600909..4602012)
                     /gene="asd"
                     /locus_tag="CH60_4153"
     CDS             complement(4600909..4602012)
                     /gene="asd"
                     /locus_tag="CH60_4153"
                     /EC_number="1.2.1.11"
                     /note="asd_gamma: aspartate-semialdehyde dehydrogenase;
                     [E] COG0136 Aspartate-semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate-semialdehyde dehydrogenase"
                     /protein_id="AJK13914.1"
                     /translation="MKNVGFIGWRGMVGSVLMQRMIEERDFDGIRPVFFSTSQHGQAA
                     PAFAGHQGTLQDAYDIDALSALDIIITCQGGDYTNQIYPKLREIGWQGYWIDAASSLR
                     MQDDTIIILDPVNHDVIKQGLDKGIKTFAGGNCTVSLMLMSLGGLFANNLVEWASVAT
                     YQAASGGGARHMRELLTQMGMLHAGVAKELQDPASAILDIERKVTSTTRSGTLPTDNF
                     GVPLAGSLIPWIDKALDNGQSREEWKGQAETNKILSTSTLIPVDGLCVRVGALRCHSQ
                     AFTLKLKKDVPLAEIEQMLATHNDWVRVIPNDRELSMRELTPAAVTGTLNTPVGRLRK
                     LNMGPEYLSAFTVGDQLLWGAAEPLRRMLRILL"
     gene            4602370..4602963
                     /locus_tag="CH60_4154"
     CDS             4602370..4602963
                     /locus_tag="CH60_4154"
                     /note="conserved hypothetical protein;
                     [U] COG2095 Multiple antibiotic transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK10859.1"
                     /translation="MTEMIAATVLLFLIMDPLGNLPIFMSVLKHLEPKRRRVVLIREL
                     LIALILMLIFLFAGEKILLFLNLRTETVSISGGIILFLIAIRMIFPSSESNVTGLSAG
                     EEPFLVPLAIPLVAGPSILATLMLLSHQYPNQLSHLVLALMIAWGLSAAILLMSNLFL
                     RLLGSKGVSALERLMGLILVMLSTQMFLDGVRAYLAI"
     gene            complement(4603203..4603592)
                     /locus_tag="CH60_4155"
     CDS             complement(4603203..4603592)
                     /locus_tag="CH60_4155"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK13100.1"
                     /translation="MTNDTALDYVDRALRLAQKRHHHIKYNVIGGETLEPMYNSIVQQ
                     LIYLHNVITGEEKDKTKLWKLTFGMYATKEFEATDPIFEDRLGDAFYIASQIRKGLKV
                     KLPNQVDPNFQDKQKRLKAAYPDDFDV"
     gene            complement(4603647..4603787)
                     /locus_tag="CH60_4156"
     CDS             complement(4603647..4603787)
                     /locus_tag="CH60_4156"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK12933.1"
                     /translation="MNFSLFDVVMSDIDMPESELKKGMKGVISITTRTIKPYILIRLI
                     PG"
     gene            complement(4603978..4604211)
                     /locus_tag="CH60_4157"
     CDS             complement(4603978..4604211)
                     /locus_tag="CH60_4157"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AJK14412.1"
                     /translation="MSLSLLGIYLYNLSRDNLRPEEYERIVSAYAAWTRVCREYEFND
                     GYHANHYIINMRERQVHHTQASSLGPREKDKLE"
     gene            complement(4604393..4604896)
                     /locus_tag="CH60_4158"
     CDS             complement(4604393..4604896)
                     /locus_tag="CH60_4158"
                     /note="therm_gnt_kin: carbohydrate kinase, thermoresistant
                     glucokinase family protein;
                     [G] COG3265 Gluconate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="carbohydrate kinase, thermoresistant glucokinase
                     family protein"
                     /protein_id="AJK13051.1"
                     /translation="MAGQSIIVMGVSGSGKTTVGEAVARQIHAKFIDGDDLHPRANIQ
                     KMGSGQPLNDADRMPWLERLSDAAYSLSHKNETGIIVCSALKRCYRDRLREGNQGMVF
                     LYLKGNFDVIMARLQARSGHFMPSDLLRSQFDALEEPGPDEPDVICVDIDTDIDEVVR
                     RCVGALA"
     gene            4605113..4606429
                     /locus_tag="CH60_4159"
     CDS             4605113..4606429
                     /locus_tag="CH60_4159"
                     /note="gntP: transporter, gluconate:H+ symporter family
                     protein;
                     [GE] COG2610 H+/gluconate symporter and related permeases"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, gluconate:H+ symporter family
                     protein"
                     /protein_id="AJK13013.1"
                     /translation="MPLIIVAVGVAMLLLLMIRYKLNGFISLILVALAVGIMQGMPID
                     KVVGSIKAGVGGTLGSLALIMGFGAMLGKLLADCGGAQRIATTLIEKFGQKHIQWAVV
                     LTGFTVGFALFYEVGFVLLLPLVFSIAASARIPLLYVGVPMAAALSVTHGFLPPHPGP
                     TAIATIFNADMGKTLLYGTLLAIPTVILAGPVYARFLKGIDKPVPEGLYNPKIFTDKE
                     MPSFGVSVSTALVPVILMALRAVAEMILPKGHSLLPYAEFFGDPVIATLIAVLIAIFT
                     FGLNRGRSVESVMETLSDSIKIIAMMLLVIGGGGAFKQVLVDSGIEQYIAGMMGNSGA
                     SPILMAWSIAALLRIALGSATVAAITAGGIVAPLIATTGASPELMVIAVGSGSVIFSH
                     VNDPGFWLFKEYFNLTIMETIKSWSVLETIISVCGLIGCLLLSLVI"
     gene            complement(4606521..4607459)
                     /gene="gntR"
                     /locus_tag="CH60_4160"
     CDS             complement(4606521..4607459)
                     /gene="gntR"
                     /locus_tag="CH60_4160"
                     /note="[K] COG1609 Transcriptional regulators"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator gntR"
                     /protein_id="AJK11515.1"
                     /translation="MTVSRYLRNPEQVSAVLQEKIALALDELGYIPNRAPDILSNATS
                     HAIGVLLPSLTNQVFAEVLRGIESVTDAHGYQTMLAHYGYQKEREEQRLTSLLSYNID
                     GLILSERHHTARTLKMIEVAGIPVIELMDCISPCLDLAVGFNNFEAARQMTQQIIAKG
                     HRYVVYFGARQDERTVIKQQGYEQAMRESGLVPMSVMTSRSSSYSAGAELLREAQVSY
                     PQIDSIFCTNDDLAIGAVFECQRQGLSIPHDMAIAGFHGHDIGQSMVPKLASVLTPRE
                     RMGQIGAERLLARLRGEGVTPQMVDVGFTILPGGSI"
ORIGIN      
        1 tcaaacaaca ggatctcgct gtcttcatcg gcttgaatag aaagcgctgt ttcatcccag
       61 atggcgaatg catcactggc accaccatga tgaccgttga tggaaacctt gccgcgcacc
      121 acttggatcc aaacacggcg ttcagcctga atctgatacg ttgactgcgc tgtacgattc
      181 aatgcccagc gccagagagt catatcctgg aacaccttca atgaaccatc acgggcatct
      241 ggtgataaaa ccaactgccg cccttggggg agatcaaaca tccgttgctc gtaacggggt
      301 tccaaaccta gcttgtttgg aataatccaa atttggtaca gatgcagcgg ttgatcatca
      361 cggccattgt attctgaatg gcgaatgccc gtaccggcgc tcataatctg gaactcacct
      421 gcatggatct gttctttgtt gcccatgctg tcctgatgtt caaccgtgcc tgacaagaca
      481 tacgtcagga tttccatatc tttatgcggg tgagtaccaa aaccctgacc agcatcgata
      541 acatcttcat taatgactcg caaagctgaa aaacccataa aatcagggtc gtaatagtct
      601 gcgaatgaga aggtatgcca gctatccagc caaccgtgat tagcatggcc gcgatcgtct
      661 gctttacgta aaaaaatcat attcagttct cctcaatgtt ttctttagtc tagaggtagt
      721 ccgagaatat gaaagcgtaa aaaactcacc cctctgttca aaaaattcga ctaactcatc
      781 acgggaaaac cgcgaggtga gtgaggagct ataaagggtg ccattcagcg gggagattat
      841 tacggcagaa accgtgacag aggcaagcta gcagagaacg gggtgagaaa aaggcaaaaa
      901 aaaagccagc acccggctgg ctaagtaaac actggaagca atgtgagcaa tgtcgtgctt
      961 tcataatgtg aacacctaaa cttttgatgc gctcatctga aagcacggca atgataatca
     1021 ttatcactct cacttgtaaa gcgttttttt aaccaaatat aatattattg attcaggtaa
     1081 agaaaacgat attttaataa cagattcaaa cactaagagt aaggttatgt ggtgagagag
     1141 aacctgtcct gggatcggga atgctgccgc gcggttgctg cgcctcacca ccaggatgca
     1201 cctgattcac ctgagaagtc attcgctatc gtttcctata gcgtcgcttc catctgcacg
     1261 tgaccccaat gaattccgtg agcatacgca gcacgggaaa ttgctcatca tcaacattga
     1321 tgtgtcgagt aagctgacgt ttgtgacagc agttgaaaat tcaacacagc tcggtgtcat
     1381 ttatacggct ggcaatcaac aatcggatac acttgtcaac acccctcacc tctggaaaaa
     1441 ataatgaaac ctgcaatcct cgtggtggat gacgatacgg ccatctgtga agtgctgcga
     1501 gatgtactta acgaacacgt attcgatgta ctgttatgcc acagcggcaa tgaggcgctt
     1561 cagattaccg ctacacagcc ctcaatcgca cttattttgc ttgatatgat gctgccggat
     1621 atcaatggcc tgttggtgtt gcagcaagtg caaaaactgc gcccgtcgct accggtcgtg
     1681 atgctcaccg gcatgggtag tgagtctgat atggtggttg ggctagaaat gggggcggac
     1741 gactatatcg ctaaaccatt taatgccagg gtagtggtcg cacgcgttaa agcggtgttg
     1801 cggcggagcg aggtgttggc gatagaaagt agcagtgtga tagaaagtag cagtgtgaaa
     1861 gcctgcggat tgcaatttaa tggctggcgg ctgaataccg accgctgtca gttgatgaac
     1921 ccacagcagc agcaaatcga tttgactcag ggggaatatg gcctgctgct gtcgttgatg
     1981 caaaacgcca gaaaagtgct ctctcgtgaa aagctgcttg aactgacgca ccgtgaaagc
     2041 ctggacgttt ttgatcgcac tattgatgta ctgattatgc ggttacgtcg aaaaatagaa
     2101 gttaatccgc accagcccac actgatccgt accatccgcg gcgtggggta tgtctttgcc
     2161 gccgatatta ttcatgccta gaataatgtg gcctaataag atgggcttaa gacgctctcc
     2221 ccatcgggct atcttattta cctgtttgca acattatccg tttgcaacat tacccacttg
     2281 caacattatc cgtttgcaac agttacgcgt ctgctggcgt tttcctcgtg aaaaataatg
     2341 ttcattcggc gcggtaatgg tttatttaac tgttctcacg aataaacacg tctaattccg
     2401 ccagtggctt tgcaccatca atagcattgg cacaaagtaa attggcacgg gcgcaggcgt
     2461 gggctaattg aatacaatca tttaacggcc agcgttcatg gtagccatat aatatgccag
     2521 cgcaaaaggc atccccggca ccaacgctac cgactatctc ttcctgggcc agtttccacg
     2581 aaggcaccca tgctccctcc tgcccatgct ctacgcccca tgcaccttcc gggcagtgaa
     2641 tcaccacccg ctggcgcacg ccggcttcaa gtaattgttt tgccgcctga gcgatatgat
     2701 ggacgtccgg ggtgccatcg gcaagacgca tctccagccc gcttaactcg ccagcctcca
     2761 gttcattaat ggtcagataa tccagccagc acaacgttgg cgtcaccagt aaatgataac
     2821 gaggatcgcc ttctcttgac actaagtcga gggaggtttc ataaccaagc tgcgacatca
     2881 gcgccagtag tctggcgcta cgagtaccgt actcggtgtc ttccacatcc aaactatcga
     2941 gcaacagcag atagccaaga tggaaaattt taaatgatgt atcaaggcca tcgaaagcgg
     3001 gcaagtcgag caggcggttg gtgcctggag agtggaaaaa ggtgcgctgg ccgctcggat
     3061 cggtcatgac ttgtgacata gatgttggag ccaaggtggt ccgccgaacg tgttggcgat
     3121 tgacctgata ctggtcgagc atcgccataa tgtaatcacc gtcatgatca tcgccaataa
     3181 ggcccaccgc ctgcagcggc agcccggtat acattttggc cagcgtcagc aatacgttaa
     3241 gcggtgcgcc gccggttgag cgctcgctgt gtacgatttc cgccagccaa ccacgctgcg
     3301 gccattgctc aatttgatga acatggtcga ccaacatatt accggcggca ataatcccgt
     3361 tgcgttctat catggcatcc tctcagattt gctctgaact gccgaaaatt cgcatttgtt
     3421 gcgctacgac atcagtaata gcctcctcga tccccaggaa caactcggcg aactcgtcat
     3481 aaatagcgtg tcgatgagtc attttctgtt ccacggcagc cagcgctgcc tgcgacatgc
     3541 cggtataaaa attgatttta tgaatgccaa ggctgatagc ccgccggaaa tcggtatcgc
     3601 tgatcccaga gccaccgtgc agtaccagag gtaggccggt ttgctgatga atggcggcca
     3661 gacgcgcgaa gtcgagcttg ggttcacctt tatacttgcc gtgtgcgttg ccgatggcga
     3721 ccgctaaggc atcgataccg gtacggtcaa caaagtcccg ggcgatagcg ggatcagtga
     3781 atttattgct atcagcttca ccataaagcg cgccgccttc atcaccgcca acagcgccca
     3841 gttcagcttc taccgataca cccacggcat ggcacatctt cacaacttca cgggtttggc
     3901 gaacgttttc ttcatattca agcgtggaac catcaaacat taccgagcta aaacccagcc
     3961 tgagtgcgcg aaccacggct tcaaagtgca ggccgtggtc gagattaagc accaccggga
     4021 tatcatggtg tgcagcttcg aatttcactg cttctaccaa tgattctagc gaaaggtact
     4081 taaaatggac ttcagcaata ttgatgataa acggcgatcg ttcctgtttt gcagcggcaa
     4141 acagggcgcg caaaaagtgg ctatcgagca cgttaaaggc acccaatgcg taaccgtttt
     4201 tcctggcatg agccaggcca tttgcaaggg aaatcaaagc catagtcgtt ctcctagtgt
     4261 tggcaaattc agacgaaacg gcagtactca ttacacagca caagttcagc cggttcgtct
     4321 tcaataatcg aattaaaacg ttcaagaggt ttcataaatc ggttgtcgtg gtcatcgtca
     4381 tttaccatcg atacctcacc gaccagcacc tcaccgtaac ctacctcgcc ccagaaactg
     4441 tggtacaccc caggcaccag gcaaatactt tcaccgggag ataagcgtaa ctggctgcct
     4501 gccgcatggg tttggcggca gccgtcgagt gtcacggtga catcgctctt ctccgtttgt
     4561 tcaaacgcgt cggaattcca tagctcgacg ataagattgc cgccgccacg gttgatgata
     4621 tcttcctgtt tacgccagtg aaaatgcata ggtgtcacct ggccttcgcg gacgtgcatg
     4681 attttttcgg cgtagcattt agggtaagga gtgccgctta ccgaaccgtt gcgtaaggtg
     4741 aacagcgtta atccctgagt aaaaaaatgg ttcccgccga atgcggtaat atcccagccg
     4801 agtttcaggt caaacagttc ttgccaggct ttagggtcaa gctgttgcca tctttgtggc
     4861 gtgaaacggg caaatggcgg tagctggata tggtgtcggg caaagaaatg accggtctgc
     4921 ttaaggattt ggttgacctc ggagcgtttc ataaaatctc ctcaaaaagt tgcccctctc
     4981 cttaataggg agagaggatt agaccgagcc gaagtgaggc gagctgttat ttcatcgtcc
     5041 agcctttgta agtgctgata ttatttttgt cgatcagggt cactggtatc aaaatgggat
     5101 cttttggtgc tgggttgccc tgcaagatgc cataaccaac ctcaacggct ttggaggcca
     5161 tgacctgagg atcttgcgct ggggtcgcga caaacaatgt gttaccaccc cgtttcagcg
     5221 cttcttctgc atccgggctg ccgtccacac caacaataaa gaattcatta cgttgtgcct
     5281 gtttggcagc caaatcagcc ccaatcgccg ttggatcatt gatggcaaac acgccatcga
     5341 tcttcgggtt caccgccagc aaggaggtca tcacctccag gccaccttct cgactgccct
     5401 tagcattttg gttagaagaa aggaccttga tatcaggata ttttttgaat tcgctttcac
     5461 aaccttcaac acggttttgt atggcagaca ctggcggccc gttgataata accacgttgc
     5521 ctttctcttt cagacggtcg gatatgtact tacacgccat cgcaccggcc tgagtgttgt
     5581 cagaggtaat cgttgcgtca gccccttctg ctgccacatc cactgccacc acgacaatac
     5641 cggcatcttt agcacgcttc accgccggac cgatcccttt agaatccgcg gcattgagaa
     5701 tgatcatgtc cactttggcg gcaataaagt tatctatctg tgccacctgc tggccgagat
     5761 cgtagccgct ggaaacgagc gtaactttga ctttatcgcc ggccaactta cgcgcttcta
     5821 actccacacc tttggtgatt tgcacgaaaa atgggttggc aagatcgccc accgttacgc
     5881 ctatcgagtt caactctttc gcctggagcg ccggtgaact ggctatcatg gcccccgcga
     5941 ttagtgcggt cattatgggt ttcaaacgca tgctgttact cctgtgtaag ggtattttta
     6001 gttatgagtt atggtgacgg gtacggtatt tgtctatcag caccgctatg atgatcaccg
     6061 cccctttgat caccaattgc cagaaataag agacccccat tagcgtcatg ccgttattga
     6121 gggtggcgat aatcagagca ccaaccagcg tgcctgtgat ggtgcctact ccaccaacaa
     6181 aactggtccc cccgaggata accgccgcga tggcgtccaa ttcatagccc ataccaagat
     6241 tgccgttagc gctgtaaagt cgcgatgcac tcatgacgcc gccgagtccg gacagcaacc
     6301 cgctcatgcc atagacaaac agcagcacca tccacacttt aatgccggtc aagcgcgccg
     6361 cctgcatatt gccgcccacc gcatatatgt gaacgccaag ggtagtgcgg cgtaaaataa
     6421 accagcacac ggcaaccacc agtagggcga taaccaccag ccacgggacc gggccgagat
     6481 aagcattgcc tatccactca aaattaatgt tcgagttgat aatagtggtg ccatcagcca
     6541 gtaagtaggc cacaccgcgc agcgccgtgt atgtgccgag ggtaacaata aatggcggca
     6601 gtccagccca tgccaccaac atgccgttaa acagcccaag accggtaccc attaatagcg
     6661 ccgccggaat agaaagacct tcccagccgg gcatcagcga aactgccatg gcggtaactg
     6721 ccgtagtccc gagaattgac cccacggaaa ggtcgatacc tccggtcaga ataatgaagg
     6781 tcattcccgc cgcgaggacg atatttatgg atgactgccg ggcgatattg agtaggttag
     6841 attcggtaaa gaaatttggg gcgagaaacc cgaataccgc cacaatcaac accagaatcg
     6901 gtaaaatacc cacggtttgc agtaaatcgc taaaaaacgc ttttttcagc gaggccgatt
     6961 ttgccacctg ctgcggcgtg cctgagttag tcatggtaaa cctctttttt atggtcctcg
     7021 gtcacgccag ttgccagcgt cataatattt tcctgcgtga tatcagggtg atgtagttcc
     7081 cctgcaatac gtccttcatg catcacgtac acccggtcgc tcatccctac cacctcgggc
     7141 aactcactgg aaatcatcaa aatcgccacc ccctcgcgcg ccatctggct catgatgcgg
     7201 taaatctcgc ttttagcgcc gacgtccact ccacgtgttg gctcatcaag gataagaatg
     7261 cgtgggctaa tcgctaccca acgggaaatc agcagctttt gctggttacc cccggacaag
     7321 cctccggcac gcacctgcgc atgaggtaca cgtatgttca accgattgat ggcgtcgtct
     7381 gaaatggcac gggctttttt gcgatcgagc aggccgtaac aggcgtcccg ctccagggtt
     7441 gccatagtga tgttgtcctg cgcggccagt tccaaaaaca gcccttgctc tttgcggttc
     7501 tcggtcagaa aaccaatacc gtggcgaatg gcttcacgag gggagtgaat gaccaacggt
     7561 acgccatcta tctctatcgt tcctccggtg gctttgcgca cgccaaaaat cagttgcgcc
     7621 agctccgaac gccctgcacc caccagcccc gctaacccaa cgatttcacc ggaacggacc
     7681 tgtaaactca ccgcctgcac tttggcacca tccgtcaggt gatgaacctt aaggcgtaaa
     7741 tgaccgagtg gaatatcccg ttctttattg aacagatcgc taagcggacg ccccaccatc
     7801 atgcgcacca gttcgttggc gttgaggttg gcgcgcatca ggctgccgac gtattgcccg
     7861 tcgcgcagta cgctcacacg gtcagaaagt tcatacactt ccgccatacg atggctgatg
     7921 tagataatgg ccatcccctc atcgcgcagc cgcaaaataa gttcgaatag gcgatgcgtt
     7981 tcacgagtag aaagcgccgc tgtgggttca tccatcacta aaatgcggct gttacgatga
     8041 agtgcacgag caatctcgac ctgctgttgt tcggcgatag taagccccat cactaaatcg
     8101 ctggctttaa actgagcgcc gaggcggtcg ataaccgcct gagtttgcat caccatctct
     8161 ttacgctgca ccagccctcc ccgggaaagc tcgctgccaa ggaaaatgtt ttccgcaacg
     8221 gtcagattag gcgcaagctg catctcttgg taaatcaaac taatacctgc attcagcgca
     8281 tcttttgggc ctttgatgga ccaaggccta ccctcaataa ggatctcgcc gctggtggta
     8341 tatgcgccag cgaggatctt catcagggta cttttccccg ccccgttttc gcccatcagc
     8401 gcgtggatct cgccggaaaa caccgtcaaa tcgacacctt taagcgcctg aaatttgcca
     8461 aacgacttgg taatattacg catctccaag agggggactt tattcataac gcggtgcctg
     8521 tgggtgaatg tcgatagccg ctagtcaatc acaagccggt aaatgcaaaa tgtcagaagc
     8581 cgttcataat tgtcataaag ttgaatagtt aaccgagatc acattcccga tagggaaatc
     8641 atcgctagag gcagaggagt gattaactaa cagaaaatgc cagccggagc cttccatgga
     8701 gcaaccccgc ctctccttct ttgccagtgt tcgtgggcga ttgttgttct tcaacttgct
     8761 cgtggtggcg gtcaccctga tggtgagtgg tgtcgcggtg ctgggcttcg agcaggcaag
     8821 ccgcttacaa aagcaggtcc aggagcggac actgcgcgat atgtcaagca gcatggcgct
     8881 ggcgcgcgat accgcaaatg tggcgacggc ggcggtgcgg ctttcccaag tggttggggc
     8941 gcttgaattc cagagtgaag cggccagtct tcaagagacg caactggcgt tacgaagttc
     9001 actcgctcat cttgctaatg ccccgcttgc cagccatgaa ccgctattgg tgaaacgtat
     9061 cattgagcgt agcaatgaac tggaaaccag cgttgcacgt atgctgaatt tgggtcaccg
     9121 tcgccatctt gagcgtaacc tgctgctgag cgccctctat cagacccaaa gttatcttca
     9181 ccatctgcag gagattaacc agcgcgatgg gctgaacaaa cccgatgccg cactgctaaa
     9241 agagatggat cgcctgctac tggtggctat ccagacctcc tcgcccaaag ctgccgtaca
     9301 gcaacttact gaggtgatgc aggcattgcc tgcccatgct gactcgccgc tggtggagga
     9361 aatcttgcaa gagttcagcg ccagcctgta tcagctgctg ccgttgtcca tcacgcttga
     9421 aaatagcgat ctgagcatta cctggtacat gtaccacgtc aaagcgttgg tggcgtttct
     9481 caatcagggc atcaatatct atgtacaaaa ggtgggggag gaatcgctgc agcgtagcca
     9541 acaaaaccac aaagccttgc aatcgatcat cacgtctatt ggtctgtttg ccctgttggc
     9601 actggttatc accgggtttg ccggctggta tatctaccat aaccttggct ctaacttaac
     9661 ggcgatatct catgccatga cccgattggc aagaggagaa aaagaggtca gcgtaccagc
     9721 ccaacaacgg cgtgatgaac tgggcgaact ggctcgcgcg tttaacgttt ttgcccgcaa
     9781 taccgcttcg ctggagcaga catcacgtct tctgaaagag aaaagtacgc tattggaaac
     9841 cacctttcac gctatgcgcg atggttttgc cctgttcgac aacgagggct ttctggtggt
     9901 gtggaacccg caatacccac tgttgctggg gctggcaccg gagcagctac agcatggtca
     9961 gcactacctt caattattga agcagatgac gccactgcaa gagcatatac ttgagaacct
    10021 cgccctcccg ctgccaaaaa cccaagagct aagacttgag gaccatcgca ctatcgaact
    10081 gcgtttcagt ccggttcctg gacgagggat ggttaatgtg gtgttggatc gtagcgagcg
    10141 caaagcactg gaagaagcgc tggtccatag ccaaaaaatg aaggcggtag ggcagctcac
    10201 gggcggcctg gctcatgatt ttaataacct gctggcggtg attattggca gtcttgagct
    10261 aaccgctacg gactcgtcgg atgccacgcg tattcatcgt gctctgaagg ccgctgagcg
    10321 gggggcgcaa ctcacccaac ggttgctggc gttctcacgc aagcagtcgc ttcaccctcg
    10381 agctgttgcg atgaaagaac tacttgataa cctggacccg ctgatacgcc actcgcttcc
    10441 ggctcatctt acgctcacaa ttgaagctca gcagcctgcc tggcacgcct ggatagacgt
    10501 aaaccaactg gaaaacgcaa ttatcaatct ggtgatgaat gctcgcgacg cgatggaagg
    10561 gcgcagcggc gagattaaaa tccgcacctg gaatcaacgc gtagagcgtg gtgaagggcg
    10621 caaacaatat atggtggtgc tggaagtggc tgatagcggc catggcatga ccaccgcagt
    10681 gaaagagcag gtttttgaac ccttcttcac caccaagcaa accggtagcg ggagtgggct
    10741 tgggctgtca atggtatacg gctttgtgcg ccagtccgga gggcgggtac agatagaaag
    10801 tgaaccgggg aaagggaccc gggtctgctt gcagttaccc cgtgcactca cacaaagtct
    10861 gatagaagtc ctgccagcgc ttggtgccgt tgcgaatatg gctgatcagc tagtcttagt
    10921 gctggaagat gagccggatg tacgccagac cctgtgcgag caactccatc aactgggcta
    10981 cctgacgctt gaaaccggcg acagtcggca ggcgctggca ttgatggccg acgtgccgga
    11041 tatcagcatt gtgataagcg acttaatgct acccggcgac atgaccggtg cggaagtgct
    11101 tcagcaagcg cgcagtgttt atcctcatct taagctgttg ttaattagtg gccaggatct
    11161 gcggcgcagc aagaatttca tgctggaggt ggaactgctg cgtaagcctt ttaaccaaca
    11221 acagctagta caggcgctgc aaagagtctg attgggataa tccccgagag cgtcaagctt
    11281 tcgccctcct cccatcaggc tgacaaatat ttcacaaatt tagtctatga aaaccagacg
    11341 ggtaaacggt gttgtataaa aatgcgctta cgggcaaact ttattgttac ttcttcgccg
    11401 ccagcccttg cgcgcaagcc caagccgagc tccaggccca ttggaagtta taaccgccta
    11461 gccaaccagt gacatcaacg acttcgccaa taaagtacag ccccggcact ttatgggctt
    11521 ccatggtctt ggaagagagc tcttgggtat cgaccccccc caacgtgact tctgcggtac
    11581 ggtagccttc cgtcccgttg ggttgcaccc gccactgctg aagatttgca attaatgccg
    11641 cctgctgggg aacattaagc tgcttcaggg taacatcagg cagttgttcc aatgtttgca
    11701 ggcactcgac caatcgcttg ggcaataatt gagccagtgt gttttttagc gtctggtttg
    11761 gatgggcttg ccgctcggtg ttcaaaaagg cagccagatc gacatcagga agtaagttaa
    11821 tgctcacata ctcaccagcc tgccaatagc ttgagagttg taggatagcc gggccagaaa
    11881 gcccacggtg ggtaaataaa atactttcac ggaagctaac gccattctcc gccgtcacca
    11941 ccgccggaac cgagacacca gacagcgttt gcacgtgatc caacaagggt ttatgcaacg
    12001 tgaaaggaac caatgccgct cgggttggta acaccttcaa accaaactgt tccgccagct
    12061 tataaccaaa cggagatgcc cccagccccg gcatcgataa accaccagaa gccacaacaa
    12121 gtgagttagc gctcactctc aaatcattaa tgtgtagcac aaagcccgtg tcgctttttt
    12181 caaccgacaa cacattactg cgcagccgca cagtgacatt ccccagctca cactctttca
    12241 gtaacagatc gacgacctgc tgagcggaat catcacaaaa aagctgcccc agcgtttttt
    12301 catgccaggc gatgttgtgg cgattcatca ggtcgataaa atcccactgg gtataacgcg
    12361 ccaatgcaga tttacagaag tgagggtttt gtgagaggta agccgcaggt tccgtataaa
    12421 tgttcgtaaa gttgcaacgg ccaccgccgg acatcaatat cttgcgcccg gctttcttac
    12481 cgttgtccac taacagcact cggcaccctg cttgccccgc ttgagccgca caaaatagcc
    12541 ctgccgcgcc cgcacctatg actaccacat caaactgttc cacactggcc tcattgaata
    12601 aaatcatcat tgctgcaaaa ttgcccgctt ttggctgctt atcgtatttt tggttatctt
    12661 cagccgacaa attagcggtg ggagattgta agtcccctgc tggcagagcg ccatagtaag
    12721 aaaatgttat attcggtaaa actaagtaac tcgctgatat aacatacata tgtggtgcaa
    12781 aaagactaag ccatatgatg ttatgtcaaa aaaaggtcat attttccttt taccaacccc
    12841 ccattgtcac tgataatgcg ccgcgttcat gtccacaaac tggcgtaacg cttatgctac
    12901 atcttttcgc tggcctggat ttccataccg gccttatgtt agttcttgct ttgttgttcg
    12961 tgctgtttta cgaagccatc aatggttttc atgatacagc caatgcggtt gcgaccgtaa
    13021 tctatacccg tgccatgcgt tcacagatcg cagttgtgat ggcaggggtg tttaacttcc
    13081 tcggcgtgat gctgggtggt ttgagcgtgg cctacgccat tgttcactta ctgcctactg
    13141 atctgctgtt aaacgtcagt tccacgcatg ggttggcaat ggtcttctcc atgttactgg
    13201 ccgcgattat ctggaatttg ggtacttggt attttggtat tccagcctcc agttctcata
    13261 cgctgattgg tgctatcatc ggtattggtc taaccaatgc attaatgacc agtacatccg
    13321 ttgtggatgc gctgaacgtt cctaagatga tacaaatctt tctgtcgctg atcttatccc
    13381 cgattgtggg tctggttatc gccggtttga tggtattcct gctacgtcgt tactggagca
    13441 gtaccaaaaa gcagcaacgt attcacctga cgcctgctga acgtgaaaag aaagacggta
    13501 aacgtaaacc gccattctgg acccgtacgg cgctgatcct ctccgctatc ggtgtgagtt
    13561 tctctcacgg cgctaacgat ggtcagaaag ggattggctt gatcatgctg gtattaatcg
    13621 gtgtggctcc ggctggtttt gtcgtgaata tgaatgcgac cggctatgat attgcccgca
    13681 cccgcgatgc agtcactcat gtgcaactct attatcagca acatgctgag gcattgcctc
    13741 atgccatcgc gctgaaacca ctggtgccag ccccagaaac cttgccaggt acacctgcgc
    13801 aattccactg tgacacttca cgcgcgatgg tcgccattaa ccatgcacaa gcgctgctga
    13861 ccgatctgaa aagctatgat gacctaaccg ttgatcaacg cagccaaatg cgtcgcttgc
    13921 tgatgtgtgt cgcagaaacc gcaggagccg ttgccaaact gccagaaacc agtgccgaaa
    13981 accgccgttt cctcaacaat ctgcgtaccg atttgttgga taccgtggaa tatgcaccaa
    14041 cctggattat cgtagcggtt gctctggctc tgtctctcgg gacaatggtc ggttggagac
    14101 gcgttgccgt cactatcggt gagaagatcg gcaaaaaagg catgacctat gctcaagggg
    14161 tttcagccca gatgaccgcg gcggtctcta tcggtattgc cagttatacc ggcatgccag
    14221 tatcgaccac tcaagtgctc tcttctgctg ttgccgggac catgttggtc gatggcggtg
    14281 gcgtgcagag taaaacggtg aagagcatta tgttggcctg ggtcttaacc ctgccaatct
    14341 ctatcttcct ttccggtgca ctgtattgga tagccttaaa gttcatttaa gttaattcaa
    14401 cgctaagctc attcgacggt aagccaattc gacgaattgt tatcaccgag agccttagcg
    14461 cgatgtcagt gatgagcaat aaaaaggcgg cctaaatcag gtcgcctttt ttgtgcccag
    14521 aaaaccccca gctaggctgg gggttcagta aagctttcag ctttgggtca gttataaaaa
    14581 ccccttttga tttgttaaaa cagtttgcgg tctggcaact gcaaatgttc aacaagaaat
    14641 caaaaggggg tcccaatgag ggatgaaaag agcttagcgc acacccgatg gaactgtaaa
    14701 tatcatatag tttttgcgcc gaagtaccga aggcaggtgt tctacaggga aaaacgcaga
    14761 gcgattggca gtattttaag aaaactgtgc gaatggaaaa acgtgaatat cctggaagca
    14821 gaatactgtg tggatcacat ccatatgctt ctggagatcc cgcccaagat gagtgtctcg
    14881 ggatttatgg ggtacctgaa gggaaagagc agtctgatgc tttatgagca gtttggcgat
    14941 ttgaagttca aataccgtaa cagggagttt tggtgtcgag ggtattacgt tgatacggta
    15001 gggaaaaaca cggccaggat acaagaatac ataaagcacc aattggaaga ggataaaatg
    15061 ggtgagcaac tctcgatccc gtatcccggt agcccgttta cgggccgtaa gtaatccata
    15121 gatgcaaatg tcagatcgcg atgcgcctgt tagggcgcgg ctggtaacag agccttatag
    15181 gcgcatatga aaaacctccg gctatgccgg aggatattta ttaattcttt ttgccaataa
    15241 ttcatgctaa taccacaaca ttagggccac cagactgaca accactaaac cacataacgc
    15301 actggtcagt ataaattgcc cgcgtaatct ctcacagcgg cggataaatt cgggatcatg
    15361 atgatcaaga tagcgttgag caaaaatata cccgactaat ctgatctgtt tgctgggctg
    15421 accgtgagaa gtaaagaccc ccccaccatc aacatactga tacaacaacg ggtcacagcc
    15481 acgtaatacc actagcagag cacgcagaga tgaatagtaa cgcgccatat tcaccacaca
    15541 taccacacac aaagcccaaa aaagcgcgac ggtactgatc attattatcc tcccagcgat
    15601 atcttgcaca tccggctaac tccccgaatc tttgcacaat cgcttactct cgctgataaa
    15661 atccccccca gagctcgaaa aacggctcct atcgttcgct ttcctgtaat ggatctctac
    15721 gtcattcggt caatacccta tctgaacgta taggactccc tttattagtg taggaaatga
    15781 aatggaaaat agcctgataa tctcgcattt aagcctatct tgccgtttgt tcaataccga
    15841 ttaatgttaa cgtctcattg gtattgattg ttatcaccgt atttctcgcg ctgatcaccg
    15901 tgctcaaaca ttaaccttac tcaaacatta accttgctta atcaaatcct cgctattcga
    15961 ctctggattt ttgtaattcg catatgcatc acaaatatga aattccctca accaagaaaa
    16021 tttatcagcg ttatacttag catcatgatc tactttaaat tcaatcggtc cgacaagatg
    16081 caaaaataat aagcggtaga gtttagtgac ttattggtgt aaaacgacag acagtagcat
    16141 tagtgatcat tgtcaaaacc gtgggttgtg atccgtgaaa tactcaagtt agaggtcata
    16201 atgatgcgat ataaatgtca ggctagtgcc cattcggtag gttgagtgtt tgcttacaca
    16261 ttaattaaca ttatggtagg agtttactta tggcttacaa acacattctg attgcggttg
    16321 acctatcccc ggaaagcaag gtattggtgg aaaaggcggt ttccatggcc aaaccgtaca
    16381 atgccaaagt ttccctgatc catgttgacg ttaactactc agatctctat accggtctga
    16441 ttgacgttaa tctcggcgat atgcagaagc gtatttctga agaaacacac aatgcattga
    16501 ccgagctatc acaaaatgca ggctaccccg ttgagcaaac gttaagcggc agcggtgatc
    16561 taggccaggt tctggttgat gccattaaga aatatgatat tgacctggtc ttgtgtggtc
    16621 atcatcagga tttctggagt aagctgatgt cttcagcgcg ccaactgatc aataccgtgc
    16681 atgtcgatat gcttatcgtg ccattgcgcg atgacgaaaa tggcgaagac gactaaatct
    16741 tcccgttgtt gagtaacgtt aaacgctcgc ctctccggcg ggcgtttttg tgatagacgt
    16801 tttgccagcc ctcctcatta ccttcaatct gaatccagat aattttttgt caaaatccct
    16861 tgccgcatca atataaacca gtgatatagt cgaaggacac acaacatcgt ctcctcacta
    16921 ttttgataat aatagttcat ataaatggtc gggagagtct ttaagggtac aaggaattag
    16981 tgatgaatgg tttagtttct ttggagtcat ttctagaatc gttacaacgg cgtgatgcca
    17041 accaaccaga atatctccag gccgtacgtg aagtatttac gtcgctctgg ccctttctgg
    17101 aacagaaccc acattatcgt gaacaaagcc tgctagagcg cttagtcgaa cctgaacgtg
    17161 ttatccagtt ccgcgttgcc tggactgatg ataaaggcca tgttcaggtt aaccgcgcat
    17221 ggcgcgtgca gttcagctca gcaattggtc cttataaggg cggaatgcgt ttccatccct
    17281 cagtaaactt atcaattctg aagttcctcg gttttgaaca aaccttcaaa aatgccctga
    17341 ctaccctgcc aatgggcggt ggtaaaggcg gttctgattt taatccgaaa gggaaaagtc
    17401 aggctgaagt tatgcgtttt tgtcaggcct tgatgactga actttatcgc caccttggcc
    17461 cggatactga cgtgcctgca ggcgatattg gcgtgggcgg ccgtgaagtt gccttcatgg
    17521 ctggcatgat gaaaaagtta tccaataaca ccgcttgcgt ctttacgggt aaagggctgt
    17581 cattcggtgg tagtttgatt cgcccagaag caaccggtta cggtttggtt tatttcaccg
    17641 atgcgatgct aaaacgccat ggtttaggct ttgaaggtag aaaagtgtct gtttcaggtg
    17701 ctggcaacgt ggcgcaatat accattgaaa aagcgatgga gctgggggct aaagtggtta
    17761 ctgcctctga ttcaggcggt accgtagtgg atgaagttgg cttcacgcct gaaaaactgg
    17821 ctcatctggc tgaaattaag aataagcgtt atggcactat cgaagactat gcccgcgaac
    17881 gtaatttggt ctatttagcg ggtcaacaac cgtggagcgt ccctgttgat attgccctac
    17941 cttgtgcgac acaaaatgaa ttggacctgc cagcagcact tcagttgatt gccaatggtg
    18001 tgaaagcggt tgctgaaggc gcgaacatgc caaccaccat ccaggcgaca gatgctttcc
    18061 ttgaagcagg cgtcttgttt gctccgggta aagcggccaa tgcgggcggt gttgccacat
    18121 ccggcctgga aatggctcag aatgcagccc gtatgagctg gaaatcagaa aaagttgatg
    18181 tccgtttaca tcacatcatg ttggatattc accagtcctg tgttgaatac ggcggtgaag
    18241 gcaagcaaac ccactatgta cacggcgcta atattgccgg gtttgtcaaa gtggccgatg
    18301 caatgctggc ccaaggcgtg ctgtaaataa aacgttgtcc ccatattttt ttaagatgaa
    18361 cgtcgagaaa aatatggggt acttcttccc tctcttattt attcatagta aatatcttca
    18421 aataaaaaat attaattaca cttataattt gccaagccat tattttctaa ctttaagatt
    18481 acgcttattt aaaacacctc tgtcatcatt aatatctccc tcgcacatta atagagatca
    18541 aaatatttta ttaacactca aaaagagacg gtgatgttta tgagttactc cagggaatac
    18601 agcaatacta taattaaaaa tgaacaggtc atgcgtagag gcattcatta taagaatgaa
    18661 gttaaaggtg ttatagcacc acaaatatct agccgtcagt catggaaaga aaacaccatt
    18721 cataataaaa atacaaacct gacatattca tttagtcgag cctatacatt atgggattat
    18781 gatcgaacat tccaacagaa cgcttacatc tcattattta atccagccca aatccatcag
    18841 gcaaaaatcg cgatgcaatc ttgggctgat gtagccaaca tctccttcac cgaagcatca
    18901 gcagactcct ccgccaatat tctattttta aattttcagc gcccaagtaa tgtggcaggt
    18961 tatgcctatt atcctaatcc aggtagcttc agcccaatat ggattaatta cagtttcagc
    19021 gataaccaac atcccagcag attaaatgat ggtggcggag tattaacaca tgagatcggc
    19081 catgctctgg ggttgggtca ttctcatgcc ccccatggct atacacagca aatgagtgta
    19141 atgagctatt tatccgaaca gggttcaggt gcaaattatg gccaacatta cttatccaca
    19201 ccacaaatgt acgatatcgc cgcaatccag tatctgtatg gggccaatct acacacccgc
    19261 accggtgata ccgtttatgg cttcaactcg acgagttata gagatcattt caccgccacc
    19321 cacgccagtg atgcgttgat tttctgtgtc tgggatgctg gcggcaatga tacttttgac
    19381 ttctctggct ataagcaaaa tcaaatgatt aatcttaacg aactctgttt ttctgatgtt
    19441 ggtggactaa aaggaaatgt gtctattgca gcggatgtta cgattgaaaa tgccatcggc
    19501 ggcagtggcc atgatgatat tatcggcaat cacaccaata atattttgac cggtaacggc
    19561 ggatctgatc aactttgggg taacgggggc aataatactt tccgctatgc cagtgccaga
    19621 gattcaatga ccacctcgcc cgatactatt catgatttta aatcaggccg tgacaagata
    19681 gatttgtcgc aattaatgcc ctcaaccgac cgtgttattt ttgtcgatag attaagtttt
    19741 aacggtcaaa cagagatggg gcagcaatat aatgaagtgg cggacataac ttatcttatg
    19801 attgattttg acgctcaagt cagcgagtgc gatatgatga ttaaatttac cggcaggcac
    19861 catttcaccg ccaatgactt tattttaagt acgtcactga cggcataaat atttatatct
    19921 acttacccga atcactcatt aaaatttcag cgattcgggt gagaaaatgc cgctaacgcg
    19981 gcggcgtcac cgatgaaggg tatatgtcaa aacggtggct cttggtcaca accgccgcct
    20041 gagcggccac gccagccaat ggctcagcat aatccgggcg tttcaccacc actcgcttgg
    20101 tggccaacgc acgggcgggg gctaacaaac catcagcatc attatcggcc cccaccaatg
    20161 attgaaatac ccgcatctct tttttaacca acgcactttt ttgccggtgc gggtacatcg
    20221 gatcgagata aaccacctct gggcgcggtt caatcgccac caacgcggtc agactggagg
    20281 catgtaataa cgtcagacgt tcacgtagcc acggaccgat ttcagcatcc agatagcccc
    20341 ggcgcaaacc atcatccagt aatgcagcga ccaccgggtt acgttccagc atctgcacct
    20401 ggcagcctaa cgccgccaga acaaaggcat cgcgcccaag gcctgcggtg gcatccacca
    20461 cccgtgggag atagcctttt ttgatgccca cggctttcgc gacggcttcg ccacggccac
    20521 caccaaattt acgccgatgc gcctgcgtgc cagagacgaa atccacatag atgccgccaa
    20581 gtttcggctc atcccgctta cgcagttcaa gccgttcagc ggtcagcacc aacgccatca
    20641 ccgcctgatc gtcagagact aacccccagc gatcagccag aatagataag gcgccgggat
    20701 cggcgcctgc ttcagataat aaacaaatac tgacgtgtga cacgtattag cccttaatac
    20761 cgtaatgacg caacatggca tctaactgcg gttcacggcc acggaagcgt ttgaacagtg
    20821 tcattggctc ctctgagcca ccttgagaca gaatgttgtc gaggaaggac tgaccggtag
    20881 cggcattaaa aatcccttct tcttcaaagc gtgagaacgc atccgccgag agcacttcag
    20941 cccataaata gctgtaataa ccggccgcat aaccgccagc aaaaatatgg ctgaaggcat
    21001 gagggaagcg gccccattcc ggtgatggca ccacagcaac ctgttttttc acttcataca
    21061 aaataggcag gatctgcgca ccggtcagcg ggtcgaactc ataatgcatc cggaaatcga
    21121 acagaccaaa ctccagttgg cgcagaataa acaacgccgc ctgatagttt ttcgccgcca
    21181 gtagtttatc cagcatctct tgcggcaaag gctcatgagt ttggtaatga ccagaaataa
    21241 aggccagcgc ctccggctcc cagcaccagt tttccataaa ctgacttggc agctcgactg
    21301 catcccaagg cacgccattg ataccagaaa cgcctgcggt atcaattttg gtcagcatat
    21361 gatgtaaacc atggccgaac tcatggaaca aggtggtcac ttcattgtga gtaaacagcg
    21421 ccggtttgcc gccaacgggc ccgttaaaat tgcaagtcag ataagcgact ggtttttgca
    21481 gttggccatt agccaaacgc aggctaccta cgcagtcatc catccaggct ccgccacgct
    21541 tgttttcgcg cgcatacaaa tcaaggtaga agctaccgcg cagttcacca tcggcatcaa
    21601 acaaatcgaa gaagcggaca tccggatgcc aggtatcgac atcatggcgc tctttggctg
    21661 taatgccata aatgcgtttc accacttcga ataaaccttc caccacccgc tgttccggga
    21721 aataaggacg aagttgttca tcactgatag caaacagatg ctgtttctgt ttctcggaat
    21781 aataggtgat atcccaagcc tggagttcac tgacaccata atgctcttta gcaaaagcac
    21841 gtaactgagc cagctcttct tctgcttgcg ggcgggcgcg cttcgccaga tcgttcagga
    21901 agcccaatac ctgctgtggg ttttctgcca ttttggtggc cagcgattta tcggcataac
    21961 tgttaaaacc gagcaactgc gctaattcat gacgcagtgt cagaatttcc gccatgatct
    22021 cgctgttatc ccatttcccc gcgtttggcc cctgatcaga agcacgggtg gcaaatgcac
    22081 ggtacatctc ttcgcgcaat tccacgttat cggcataagt cagtaccggc agatagcttg
    22141 gcatatccag tgtcagcaac cagccgtcct gctctttggc ttctgccatg gctttggccg
    22201 ctgcgagcgc gctttctggc aaacctttca gttgctcaac atcggtaatc agtttgctcc
    22261 accccatggt ggcatcaagc acgttattgc tgtaagtcga gccaagctcc gacaagcgag
    22321 ccacgatttc gccgtaacgc ttttgttgtt caggcgccag accaataccg gatagctgga
    22381 agtcacgcag agcattttct accgctttgc gctgcggtgc ggtcaaggcg gcaaaacccg
    22441 gcccctcttt caggctgaca tacgcctgat acaaaccttt atgctgcccc acccaagtgc
    22501 cgtattccga cagcaatggc aagctttgtt cataagcggt acgcagctca gggctatttt
    22561 ttactgagtt caagtggcct acgggtgacc aaatgcgcga taagcggtca tcggattcgg
    22621 ccagtggctg acacagatta tcccaggtga acggccctga ttgggcaacc acacgctcta
    22681 ccgcttgacg gcattcatcc agcgcggatt tcaccgcagg cacgatatct tcaggccgaa
    22741 tagcagaaaa cggtggcagg gagaacggag tcaacagcgg gtttgtcata gggcagtcct
    22801 ggttatgatt tgaattttaa taacgtttat ataccaaacg ccagacgcat ccagcgacgg
    22861 agaataaatt acgaatgaac aattaacatg aggtctatta tcgcgaaaat caatggctgg
    22921 cggccttaat ccttttgatt tcacttttta tccaccagac agtttatact agtgaccata
    22981 atgtgctggc tgtcgtttct ggttactgca atttgcaccc tccgcaggaa gaaacagcaa
    23041 gcagcatcgc cgcaatgtac aaacatattc cattcaaatc catgatttaa ctgtgaatat
    23101 cacttggtca aaataaaatg ttaagttatc gccatagttt tcatgctggc aatcatgccg
    23161 acgtccttaa acataccgtt cagagcctga ttattgaggc aatgaaagag aaagaaaaac
    23221 ctttccttta tctggatact cacgcgggtg cagggcgcta ccaactgagt ggcgagcatg
    23281 ccgagcgtac cggggaatac ctcgacggta tcggcaagct gtggcagcgc gatgacttac
    23341 ccgcagattt agccccgtat atgagcgcaa tcaactattt taaccgtggc gaaaaactgc
    23401 gctactaccc tggctcgccg ttaatcgcac gtcatttatt acgtgaagac gacaaaatcc
    23461 atctgaccga attgcattcc agcgattacc cactgttgcg caatgagttt gccaaagacg
    23521 aacgtgcaaa agtacagcgt gccgatggtt atcagcagct taaatcacaa ttaccgccgc
    23581 tatcgcgccg tggctttgtg ctgatcgacc caccgtatga aatgaaaact gattatcagg
    23641 atgtggtgaa aggtattcag gagggctata aacgattcgc aacgggtacc tatgcgctct
    23701 ggtatccggt cgttctgcgc cagcaaatta aacgtctgtt acgggatctg gaagccacgg
    23761 gtatccgccg tatcctgcaa attgaactgg cggtacgccc agatagcgac cagcacggta
    23821 tgaccgcatc cggcatgatt gtgattaatc cgccgtggaa attagaacag caaatgaatt
    23881 cattattgcc gtggctgcac aacgtgttgg tcccatcagg ccacggtcat acgctggtaa
    23941 aatgggtagt acctgaataa gggatagtac ctgaataatg gatagtacct gaataagggg
    24001 ctatgcctat cagagtcatt gatgtacaaa aggcgctcag acgctacact gttaggcaat
    24061 tttaaacgac tctaccctca ataatgcgcg ttacgcgaaa gcggcaacgt gcagtatgac
    24121 cgggtatctc atggaaacga ccctgatgac caaacattac gattatctgg caattggcgg
    24181 tggcagtggc gggatcgcat cgatcaaccg ggcagccatg tacggtaaaa aatgcgcatt
    24241 gatcgaagct aaacagctcg gtggcacctg tgttaacgtc ggttgtgtgc caaagaaagt
    24301 gatgtggcat gcagcgcaga ttgcggaagc cattcatttg tacggcccgg attacggctt
    24361 cgacaccaca gtgaaccact tcgattggaa aaagctgatt gctaaccgta ctgcttacat
    24421 cgatcgtatc catcagtcct atgagcgcgg tttaggcaat aataaagtgg atgttatcca
    24481 aggcttcgcc cgctttgtgg atgcccacac cgtggaagtt aacggtgaga cgatcaccgc
    24541 agatcacatt ctgatcgcta ccggtggccg cccaagccat cccgatatcc ctggtgctga
    24601 atacggtatc gactccgatg gtttcttcga attagatgag atgccaaaac gtgtcgctgt
    24661 cgtgggcgca ggttatatcg cggtagaaat tgctggcgta ctcaacgggt taggtaccga
    24721 gacacacttg tttgtccgca aacatgcacc gttgcgtacc tttgatccgc taattgttga
    24781 aaccctgttg gaagtgatga acaccgaagg gccgaaactg cataccgaat cggtaccgaa
    24841 agcggttatc aaaaacgccg atggcagcct gacgctgcaa ttagaaaatg gtactgaagt
    24901 cactgttgac cacctgatct gggcgattgg ccgtgaaccc gcaaccgaca acctgaacct
    24961 gtctgtcacc ggtgttaaga ccaatgacaa aggctatatc gaggttgata agttccagaa
    25021 caccaacgtc aaaggcatct acgccgtcgg tgataacact ggcgtagttg aactgacccc
    25081 ggttgccgtt gcggcgggcc gccgtttgtc cgaacgtctg ttcaataaca agccggatga
    25141 gcatttggat tacagcaata tcccaaccgt ggtattcagc catccgccaa tcggtactat
    25201 cggcctgacc gagccacaag ccagagagaa atttggcgac gatcaggtga aagtgtacac
    25261 atcctcgttc accgcgatgt acagtgctgt cactcaacac cgccagccat gccggatgaa
    25321 attagtctgc gtgggtgccg aagagaagat tgtcggtatt cacggcatcg gtttcggaat
    25381 ggacgagatc ctgcaagggt tcgcagtcgc catgaagatg ggcgcgacca agaaagattt
    25441 cgacaacact gtcgctatcc accctaccgc cgcagaagag ttcgttacca tgagatgatt
    25501 tcgttactat ggcccgaaca ggcagagact cctgcacggg ccatgtttct gaaatacact
    25561 aagccaggtt gaaaatgagc taacctggct tttatcttaa tagatagaat gtctgacctt
    25621 tacctcaacg cccatcgcaa ttttcagcta cattgatccc ccctatccac tcttagcctg
    25681 tgacaagtca tgccaaccag ctatcttaag gaagacaccg ctcgccaaat cgttcagcgc
    25741 accatgagca ttattgatta ctcagttaat gtcatgaatg aatacggcgt cattattgcg
    25801 tctggtgatc ctcgtcgttt acatcagcgt catgaaggtg ccgttttagc gctgacggaa
    25861 aaccggatgg tcatgatcga cgaagccgtg gctggcaggc ttaaaggcgt taaaccagga
    25921 attaacctgc cgattatttt tcgtcagcga atggtaggcg ttattgggat ttcgggtgaa
    25981 cccgataaag tgcaggccta tgctgaactg gtgcgcatgg cggcggagct gattttagaa
    26041 caagctgaaa tgttagagca aaatcagtgg gaaaaacgct atcgcgaaca gttaacctct
    26101 cagctcattg ctcagcaagg cagtgcggct tcagtggcat cgatggcagc ctatttagga
    26161 ttagacctca cactgccacg cattgcgctg atcgtcagtc tgcgtgaaca agagcacact
    26221 cagcagcggg atctggtcga aatattaagc aaccacagcc gtgaaacatt ggtcacctta
    26281 catgggtttg agcgggttgt ggtgctattg ccgctgaacc ttgcacacag tgacgatcgt
    26341 gaagtgacgg ccagaaaggc tttgcgcaaa ttgtatgcgc tgctacagcc gcgttttagt
    26401 ctgaatattt atgttggtgg catttttgat ggcctggatg ggctgcaacg ctcctatctt
    26461 agcgcacaag cgatgcaaga aacggcattg cgacaaaagc tcacgcaacc ggtcatgttc
    26521 tatcaagacc attttttgac cgttcttctg aatgattttg ccgggagttg gcaggctggt
    26581 gaactgagct ctgcctggca aacactgcgt caggcagata ccaaagacgt tctgtgtcac
    26641 actctgcgtt gttactttgt acagaattgt gatctgtctc aaacgtcaaa acaactgcat
    26701 atccatgtca ataccctacg ctatcggtta cagaagattg aagctataac agctttaaaa
    26761 atcaatgaat taagttcaat tattcagctc tatattggca tgaaaataga gagataattt
    26821 gtagcatcct ccaaaaatca gccgttttag ccgtccattt tctggcggtt tcactcaagc
    26881 tatttttctc ccgcccacca taatggcgac gttgttcttg atcgcgacgt accctactgc
    26941 cgcacagatc ttccccaagc ggccaaaata gaataatgaa agcgggagtc atatatgacc
    27001 acagtttctg ctctgggcgc attggtggca ctgatcgtgt ccatcgtcct aattttacgc
    27061 aaagtgccgc ctgcttacgg catgatcgcg ggagcgttag cgggcggctt agtcggcggt
    27121 gccgatctga ttcaaaccat taacctcatg attacgggcg ctcaaggcat cacgaacgct
    27181 gtgctacgta ttcttgctgc cggtattctg gcgggcgtac tgattgagtc tggtgcggca
    27241 aataccatcg ccgaaaccat tgtacgaaaa gtcggcgaaa aacgcgccct actggcactg
    27301 gcagttgcga cgatgctgct gacagcggtc ggggtgttta tcgatgtcgc ggtgattacc
    27361 gtttccccaa tcgctctggc cattgcgcac cgtgcggata tttccaaaat ggccatctta
    27421 ctggcgatgg tcggcggtgg caaagcgggt aacgtgatgt cacccaaccc gaacaccatc
    27481 gccgcggcag acagttttca tgtgccgtta acctcactga tgattgccgg tattgtcccc
    27541 ggtttgtttg gcttggcgtt ggcctatttt atggcaaaac acctaaaaca tcgtggttcc
    27601 aaagtcgaag cgcatgagct ggtagtcagt aaaaatgata ctgcgctgcc tgcctttggt
    27661 gcagcaatgg cggcacctct ggtcgccatc ttcctactgg cattacgccc tatagctggc
    27721 attgccattg accccctggt ggctttgccg gtcggcggtt taattggtgt cgttgtcatg
    27781 gggcaatggc gtcacaccaa ccaatatatg gtttctggcc tgtcacgtat ggcacctgtg
    27841 gctattatgc tattaggtac cggtacattg gcaggcatca tcgccaactc aggtttaaaa
    27901 gatgttttga ttagtggctt gagcgcatcg ggtatgcctt cttatctgct ggcccccatt
    27961 tcaggtgcac tgatgtcaat ggcgaccgcc tcaaccacgg cgggcaccgc agtcgcttct
    28021 gcggtattta gctcaacgct tatcggaatg ggtatctcag cgctggccgg agccgcgatg
    28081 gtccacgcag gtgccacggt gctcgatcac atgccgcacg gcagcttctt ccatgccact
    28141 ggcggtagcg tcaacatgca ggtacatgaa cgcctaaaac tgctgcccta tgagaccgcc
    28201 gtgggtttga tgatcgcctt tgtctctacg ctgatgtttg gcgtgtttaa tttagcgggt
    28261 taaagaggta cgcatgaaaa ttattattgc tcccgattca ttcaaagaaa gcctcaccgc
    28321 catgcaggtt gccgaggcca ttgagcaagg cttcagcgag attttcccgc aggcagaata
    28381 tataaagctg ccaatggccg acggcggcga aggtaccgtt gaatcaatgg ttgcagccac
    28441 tagcggagag ttagttaacg tagaggttac cggcccatta ggtgctccgg ttaaggcctt
    28501 ttacggttgg atgggcgatg gcgaaacggc ggtgattgaa atggcggcgg catctggcct
    28561 gcatttagtg gcaccagagc agcgcaatcc actgattacc accagctacg gtactggcga
    28621 actgattttg gcggcactga atcacggggc gcgcaaaatt attctcggca tcggaggcag
    28681 tgccaccaat gacggcggcg caggtatgat gcaagcattg ggcgtacagc ttcgtgatca
    28741 acaaggtaaa gcgctcacgg ttggcggggc ggcattagcg caattggtcg atattgatct
    28801 cagccagttg gatgatcgcc tggcacaaac cgatattctg gtcgcctgcg atgtagataa
    28861 cccattgtgt ggtgcgaaag gcgcatcggc agtgttcggt ccacagaaag gggcgacgcc
    28921 agaacgtgtg caacaattgg acgcggcgtt gcagcactat ggtgaaaaaa tcgagcaagt
    28981 tactgggaaa tccgtcatta acgtggccgg tgctggtgct gctggcggta tgggcgcggc
    29041 gctgttcggt ttactgaatg cacggttaca accggggatt gagatagtca ccgaagcgct
    29101 aaaattagcg gctaccgtgc aaaatgctga tttagtcatt accggcgaag ggcgtatcga
    29161 tagccaaacc atttacggca aaacaccggt cggggtggcg cgagtcgcga agcgttttga
    29221 tattcctgtc attgctatcg ctggcagcat ggcaccggac tatgaggtgg tacatcaaca
    29281 tgggttagat gcggtatttt cagttctcaa ccatattcaa acgctaccag aagcactgga
    29341 agaggcgagt gataatattc gtatcacggc gcgtaacgtt gctgctgtct ggaaaatggg
    29401 cagaagttaa ttttgcccac ctggctcgcc gcaccttaaa atacgacaga taaaattata
    29461 ggcagccata aaaatagtga tctcaaaacg tccatcacca gggactttat caaataccga
    29521 cggtcagata tctctggccg ttgggacatc ctattttcca catcacaaag aggatggtca
    29581 tatagccccg acaatattgt cgctactttt tagtttttcg tgagaaagta ggtatccagc
    29641 aataaagtta tctcactaat cctcggcatc ttttgttatt tcaccaccct ctactggctg
    29701 ctggtaggat gagtttccca tagagaaaaa tattctatta tctctaatct tttctatatc
    29761 cattatccag tttttatcta tgcagttttc tgctactttc atctcctcaa agcatattaa
    29821 atgagatgta tcagaatcag gaaaaaatac atctcttttg ggtaaattta acttataccc
    29881 atcacctgca tctaatattt ttaccgaaaa tcggccatct atataatttt taggaacacc
    29941 atatttttct tttaaaaaaa atttgttatt ttcccaccag ctaatttttc ctttatcagt
    30001 gacagggaag tttttaacta ttatatagtt tgaataataa ccttcactaa aattatcgat
    30061 atgaacacca acaatttcta ccggtcgagt aatctcccat gcggtataga gcgcgccaac
    30121 agcgaacatc cctaatagaa ttttatgttt gctatttttc atttttaggt gcgatctccg
    30181 ctagataata aattattttt gcaatcactc acattgtaaa actccagtac taatcctcga
    30241 catcttttgt tatttcaccg ccctctactg attgtcggta agatgaccta cccatagaaa
    30301 aaacgtatct atcatcatat tttcttataa ataaaagaga ttttttttct atgcaatttt
    30361 ctactacttt catatcatca aaacaaagta aatcagatga ttccagactg agccgcacat
    30421 ccccggtagg caatttttta tagccatcac caaaatccca aacgctaact gaaaatctat
    30481 catctaagtg atgtttagga atattatatt tctcttttaa catagactta ttattttccc
    30541 accaagcaat tcttccccta tcagttatag ggaaattatt aacaagaata tagttagagt
    30601 aatagccttc actagaatta ttaatatgaa catcaacaat ctctactggc cgagcaatct
    30661 cccatgcaga ataaagtatt ccaatggtaa ccaccccgaa taagatattg tattttgttt
    30721 ttaacatttt attttcgttt tcctgtgatt tctatactgg cttccatatt agtcaggaaa
    30781 ggtttatagc ctaatcctct ccaacgctgg agaacaaacc aaatatggaa tatacgaaat
    30841 tggcgataaa atgagtccag catatcagta ttgtcaaggc caaagtgatc ttgtgaacga
    30901 tagtgtacaa ttgcacgaaa ttcattacca ttgacttgta atgacctaat agtaatatga
    30961 gttgcatgga tggcatgaac actaatacct agcccattta tcctatcatt taatcggtta
    31021 aatctaggta aaactgtatc ttttattgct tcagtcatca ttcctttgtt attgatagga
    31081 taatgaccat tattccaatc aatattttct atcaaagcat tttttatttt aagcaatgaa
    31141 ctatcattag atttatcact taatatctgc tcttttaatg cactatccag taataaatca
    31201 cggaaaggag caccattatt tatctgcata tacgtgatca tcttacgcat aatactctga
    31261 tattttcccg aaaatgaaaa cgtatcggat aagtgacgaa actcatcaaa taaaattctg
    31321 gcgacttctg ctttattgac tttttctttc ggttttttat tgaaatgatc catagcaaaa
    31381 ctggtgggtg ttttttcccc cgtgtaagga tccagcgtaa cggatacccc tctcagatta
    31441 aattttccct ttaattcagc ttcagtcaaa tcaccgttct tcatatccgc agcaccgtaa
    31501 tcatccatac gattgcgtgt tttaaatatg cacaatggaa actgtaaggg tagcgttttg
    31561 ggtggtgcct ttttttccgt catgtttgtt tccgtcataa tgctaactaa atccgtttaa
    31621 taaaaaaatt tatccgtcat aacgcaaagc ggcatccagt aacaagatgc cgccccaaat
    31681 cattatcaga aactgacttt cacgcccaaa ttacctaagt agccatctaa tttgccatca
    31741 aaggattttt ggtatttcgc atcagcatag agatcaacct gactattcac tttggcggtc
    31801 acccctgcgc ccccctgcca gaaggttttt gtgaagtcag gacggatatc caccgtcgct
    31861 accgtcacct gtgggtttcg gcctaactgg tgaagcacat cggtggtcaa ataaggctta
    31921 atgtcccgct tctcactcgc gtcactgaac agacgcagcc cgccacgtac ctgaccaaca
    31981 gagtaatccg tccccccgat ctctgaaatg ctatcgttga aattcttcgg actcaggtgc
    32041 aggtattgat attttagctg cccctgaggc tccactaccc agccagcagc cagtggatac
    32101 ggctgaccca cttcggcaga catcacaaca ccgtagccat tatgcttggt attatgttgg
    32161 ctctcatagt tgttgcggta tagcgtcgcc tggctaacga tatcaaggta accgccttcc
    32221 tcggtcatca gggtgtaata gcccccaaac ccataagcct cggttttgat cttgccggta
    32281 tcgatcgaca aatccggatt tatcgcccgc gcccgatccc gtgtatcgct attctgctta
    32341 cctagggtga tcatcatacc gccagtcact tgagtgcctg cggcattttt ggcctgatag
    32401 acatcatgac ccaattgcat aaaccagata tttgaatcgt agctaaaacg gcccgcgtca
    32461 aaattattat gctgcccacg gatccggccc catgagtctt gattaaaccc ttcggctgct
    32521 ccctcggccg agccacggcg ttcgtgcaag ctacccaaag tagtaaaacc ataaaatgca
    32581 tttaaccaag gtgcggcaat atagccagga acttcagggc ggtaagctat ctcttctggt
    32641 tcaatttctg gttcaggacc aggaccggga ttgatgagat tagattgcag gttccaacgg
    32701 tagtcatcta tcttatacaa gaaatattca taggcccctg cgctcaccga gttactcata
    32761 gtaaatgagc cggaatgggt ctccccatca acggtaatca ggttaatccc gtcgcccgtg
    32821 gtcaatgccc ccaaaccgcc ttggttaata acctgaaccc catggtcacc agaagcatta
    32881 ccaatcacat agagtctatc cactggtgag tcgttatcac ccaattgcac attaaaggta
    32941 aaactgccac tcccggtgac attactgttg atcgttaagg tgctgaaatt atcgtaggga
    33001 gcccgtgaat tagtgtcact gctatttgag ataaagttca tctggcccaa tacatgcatt
    33061 gactcaacat ctgcatcacc cgttaaattc cagatactgc tgctgtcgat atcaacctgt
    33121 ttggcgttag tcgccgcccc cgtccaaacg gaattattat tcagtgccag gttaatattg
    33181 ctgttttctg cggcgtgaat atcacccaac agaacggcgt ggttatcgcc attcacattg
    33241 acattgctgg cggcccctgc attacttgag gcatagacca ataacccatt gcctcccgtt
    33301 aactgcgaac cattcttcac atcaacatta atgtcagcac cattagccca gatacccggc
    33361 ccctgctcac tatgaatctg tgagttgttc agcgtaacct gagtgtaagc ggtgtgagag
    33421 ccggtcccgg tatttgaggc ataaatccct cccgcgccct ggccttgagt ggtaatttgg
    33481 ctctcttcca gcagaattga gctaccatca tctacccaca aggcataagc accagcgccg
    33541 gtcgagatcc ctgtaatatt tttagcgctg atggatgagt cggcaaaagt acccagcacc
    33601 atacctgaat tacccgtcgt ctcgatgaat gcatcattca gatttaggtt accgccttta
    33661 gctgccgcca ccccaatact gccaatcccc gcagtggaaa ttgccatatt ggtggcatca
    33721 aggctttgct cagagtagag gccgtgagag ttattccctt tagttatcac cgtggtattt
    33781 tttacgatag cggtgccacg attttcaatc gccgttgcat tcacgccctc ggtgataatc
    33841 acggcgttat cgacattcag cgatgagtta ttatctcgaa cccagattcc cttcgcattg
    33901 ttaccttttg agtggtaagc ccccccatta atggtgacgt cagcgtcctt attaacatca
    33961 accagtgtcg tgctgccgct gttagaaata acattgacat tatttaatat gatgaccgct
    34021 tgattggacg cactgctgcc ctgtgccatt aatacgccac ccgcggctaa ttcgatattg
    34081 gcattactga ccgaggcatt cccattcact ttaaataggt tggtgatatt accggtggca
    34141 ataaggccat ccatcgtaat agatgaaccc tcccccacat tcacaccaac agcaccttta
    34201 gtgatattca gtgtggtgtt atctaaagtc gcatttgagc cacccgctga aatatagata
    34261 cccgcaccct tggtcgcatg agtactatta atggtgttat tcgcgcccgt taagctccct
    34321 ccggaaccat ccagataaat gccatagcta ccactgccac tggtattgag ggtggtattg
    34381 ttcaatgtca atcccgtccc tccggcacca taaatagcgt gggttaacga gtagctggtc
    34441 gtgatcgccg aactgtgaat atcggtatta ctgcccaaac cagaggaata cacgccatat
    34501 gccgtctgac ctttcgtggt aatcgtacca ccttgtaaat tcaccgtacc tttgtcattt
    34561 aagacaccaa aagccacacc attctcggta ttgatagtcg aacccgtcag ccccaacgac
    34621 ccaccttcag aggcataggc accaattgca ccaacccccg tggtttcaat aacgacatcg
    34681 gagccaccat taatggtgct accggaacct tgcacaaata ccgccgagtg gttattagcc
    34741 tcagtgtcat aacccccaga gataaccatc gtgctgccat ctgttatgct ggccgtttgt
    34801 accgcccagc tatacagggg gctgcaaaga ggcaccaaca aactggctat cattgtttta
    34861 cgaaagcacg gggaaagcgt agagcggttt gttttcataa ccatccttgg gtttttattg
    34921 gaataattaa agcaacacac acaacacgag ttttattgtt ttttatatta ctttaattca
    34981 gggtcggatt tttacacgtt aaataggaat ttaccccatt atatagagat tatatttatt
    35041 ctgatggtta ctgaatatga gactacaaca ctgtatttgt aggagctttc ccaccaaatc
    35101 aagaatccaa taaaaatcaa ccgattaaat aaaaaacaca atacaattaa ataaagaaaa
    35161 ttaataatga cagaaatata atttcttata aaaaccatta tctatttcat tttttcaaaa
    35221 aacaataatc actaactcta ttattacata atttaccgcc tctattccaa acagcatatc
    35281 cttatctgag tatatcgtgc aaaaaatagc gttaatcagg ttcattcctc attgccgtga
    35341 aaataccatt accaatacga ggtaatactc taaacgcgaa gtcatactcc aaacgtaaat
    35401 taatacaatt cttaatttct aacacttctt attacccaaa aaaacgataa ttttatatcc
    35461 taccgttgtg atggtgtccg actctgctat tatcagcaag ccataagtat tttatgtcat
    35521 attttgtaga ataatcatct acataaggca taggttaagg ccatcgagga aaaatatgcc
    35581 gaacgcaccg aaagataaag tcacaccaca ggtatgcagt caatccacag ccccactggc
    35641 tgtcgggatt aaaaccggca aaaaagccat ctctcatatg gcctgcctca gtgatcgcat
    35701 tagagcctat cccgctatcg cccatattat tcgtgcaaca gatcgtttta atgaccggtt
    35761 agggagccaa ttcggtgccg ctattactta cttttcattt ttgtcactga tccccatttt
    35821 gatggtctct tttgttatgg tcggttttgt attagcgtca aatcccgatc tgttggctga
    35881 attaattaac aaaattgtga atagcatcag tgacccggca ctggccacca cactcaaaaa
    35941 tacggtgaat accgccatcc agcaacgcac caccgttggg ctgaccggct tagccattgc
    36001 gctttattcc gggatcagtt ggatagggaa cctgcgcgaa gcgattcggg cgcaatcacg
    36061 tgatgtctgg gaacgtaatc cgcaagataa ggaaaaattc tattaccgct atgcccggga
    36121 ttttatctca ctgattgggt tagtggtggc gttgattatc acactctcac tgacctccat
    36181 tgccggtgct gcccaagcgg cgatcgtcaa tgcgttaggc ctggggagta ttgaatggtt
    36241 acgcccagcc atgacgttaa tcgcgctatc aatttctatt gccgctaact acctgttatt
    36301 tttatggata ttctggatat taccgcgaaa taagccgaag aaaaaagcgc tgttacgcgg
    36361 agccctcatt gccgccatcg gttttgaagt aattaaattt atcatgacca tgatgctgcc
    36421 gcgcctcgcc agttcaccgt ctggcgcagc ctttggctcg gtgattggtt taatggcttt
    36481 cttctacttt tttgcccgcc taaccttatt ctgtgcggct tggatagcca ctgcccatga
    36541 tgtagcggac aaccgtgttg agagcaaaga cattattgag gataaagaca ttgaggataa
    36601 gaatattgag gaccaaaacg tagaagacaa gagtttacca acacgtggag aaaagtaact
    36661 tatgattatg aaaaaatcat cagtgtcacg ctcaataaaa tggcgtagat acttactgac
    36721 attgctgatc ttgatcatac tggctgcagg cctgatttat aaattacgtt tcagtaatgc
    36781 ggatgcactc tggaagatca ttagccagca atgtattccg catatgacca cagaagatga
    36841 tccgcgccct tgtgccgagg tgaatatacc cgcgggcttt gcggtgctta aagataggaa
    36901 tggcccgtta cagtatttgt tgatccccac cgtacccatt agcggtattg aaagcccgca
    36961 attattaacc gccaccagcc cgaactattt tgccgacgct tggcaggctc gctattttat
    37021 ggctgagaag tacggcgcgc ctatcgatga cactgatatc tcattagcca tcaattcgca
    37081 atatgggcgc acacaggatc aattgcacat tcatatctct tgtctgaagc cacaagtaaa
    37141 aaccgcactg gccgcccata gcgccgattt ccagcaacaa tggcagccgc tgcctggcgg
    37201 cttactggga cacgattatt gggtacggcg catcacagca accgaattgc aacaaccagg
    37261 gccgtttcat ctgttagccg atgaaatgcc aggggcaaaa gaacagatgg gccgttacgg
    37321 tctggcaata accgcactac cctctgggga ttttttactg ctggccaaca aagcaagcct
    37381 gataacccag gatcgcgcct cagcagagga gctgcaagat cacacctgtc aggtgctacc
    37441 tcacctcccg gtgcaataac acattatttc ttttgctgta tttttcgcag taacggggcg
    37501 cactgattct cttcaccttc actggggaga tcagtgccag taatgccgct gccggcgtta
    37561 atgccacccc cagtgctgcc gcaacggcac ctcgggcaat caacgctccg gttttcaccc
    37621 ccacatcagg ccgtttaaag gtccctttga catacagtgg cgagcgcagg gtcagaatac
    37681 gtagcccttt gctttcagga tcgatggata aattcagccg ctcggtagca aaattagcat
    37741 taccggtaat attgataatg gcattttcag tatcgaagac aaacacgttc ggcgtcgcca
    37801 ccccattacg caacgtaata tctgccaccg cacagttaat tttcaccgta tcatcaccaa
    37861 acagcttcgc caccagatag ttacccacat tcaggccgag taactccatc aggctacggc
    37921 tgatctgccc ctggctcagt agcaggcgca cgttaccgtt gctggttgct aacaggccag
    37981 caaccgagtt gcctgctgcg ataaaggagg catcaccact caagcgcccc aggctgctcc
    38041 gcatcgcctg tacctgtggc agcaaggctt ttaattgtat gcgccggaca tgcaaatcaa
    38101 ccttgccatt catcgggatt tggtgactat cgaggcgcaa agttgcagcc agatcccctc
    38161 ccgccatccc aaaccgcagc gggtcgagca gtaacatccc ctcttttaag acgacatggg
    38221 tgtacagatc acttagcggt aatgacttat cccgttcgat acgcttagcc gtataagtga
    38281 catccgcgtc catcactccc caacttttgg tatcaaacgt ttctgtcggc aggaccttat
    38341 tgcccggctg ccgattccgt tcacctcgta gggctttttc ctgattggag tcggccccga
    38401 tcagcggagc caaatcggta aaacgtaatt tttccgaatc gacctgaccg gctaatttcg
    38461 gccggggctg actgtcggta tacgtcaggt caccgtgaat atcactgtca ccaatcttcc
    38521 cattaaaatt ttcataatga taaaccgcgc cccctgcttg ttttaggcga gcactcagat
    38581 gaccctcggt ctgataaggc ggggtggcgg gcagtacgac atcgagcaat ggatagaggt
    38641 tatccagact ggtcccggat aagaccaatt gtagatccag ccccgccaga tttccgggat
    38701 cggttaaggt cccgacgacg gccaccagag tagaaccgta gcgcatatcc gcttgcagag
    38761 ggaacggtac attcgcgtca ttcatcgata tcatgccccc tattttccca ctgcccgcta
    38821 agggctgccc ctgatactga ccgtctactt tccagccgaa gaggtaatct ggggtcgtgc
    38881 tttttaccgt ctctgtcaca gggttagtcg tggccgtggc tgtcgtcgtg ttcactggtg
    38941 tagtcgtgtt caccgaatga gtactggtca ccgaattaat actggccccg cgacggacac
    39001 cggtcacttg tgcgaacggc aacgctttag ccagcggatc aatcaccgcg agtaaatcag
    39061 cttgtaggat ggcatctttc agcgttatct caccgcgatc aaaaataata tcgccgatat
    39121 ccactgacca agacgcgcta tccgtggagg tattggtcag attaaacgtc cagttgttat
    39181 tgccattcgc caggcgttgc aaatgaatat ctggctgcgt cagccaaagg cgggggatac
    39241 gaacttcttt gctcaatagt gacagcggag caaggctggc gtcgattcgc ttaagcgtca
    39301 ccatctctcc ggtgggaaac gcgtcggaga gcggcgtgcc ttgtgctgat tgagcgtcac
    39361 ggctctcttg tgtgctgatt aacgtcgttg ggttacccaa gaccaaatct tccgcatgga
    39421 tatgcggcca ggggatccaa ccgcgccagc cagggccttc gccttctcgt gaccaatcca
    39481 cactcaaatt gccacgaatg gcaaaaggcc gttgtaactc ggcggagact ttttggttaa
    39541 tcgttggctt caagcgattc cagtcaaaag aagagacaaa tatcaccacc gccaccaatg
    39601 acaacaggat aaacccactg gcgcccacca atacttttcc ggttcttgtc ataatagctc
    39661 catgcttcta cgtacagtcg ctgtgaatct acgcattctc tctaagggta gcgtgttggg
    39721 tctctatcct cgattaatac ctgttcaaac aggtacttct gccgaatatt ttaatcaaag
    39781 aatccaacag aaaaagccat taacgggcca atcataaggc tccagacaat atcgttaagc
    39841 cttgttaagg atggaccaga atccactatt tagacagtga aaatccggtt ataccgttag
    39901 aacccgtgag gcaggcagga gaagatgaaa ggcgatcatt atcgccttag ggagcgttag
    39961 ccgcaaaaca gcatcgggag tgcttgtaac ccatcaaatg atgccggtcg agaaagataa
    40021 tagccctgcg cagcaacggc atcggaacgc tgcaccatcg cccattcttg agaagtttct
    40081 accccttcaa caataacgcc tttactgtag cgatccatta atgtgactag tgtgaaaaag
    40141 agccgatttc ctgcctcact gtcttgcaat acagtaaaca gatctctggc cactttaata
    40201 tattcatagc gccagctaat gaatgaggtg aaattcgcca gcccgctacc gaaatcgtcc
    40261 aaccagagtc gatcagcttc ggcaatacgc gcgaaggggg tatccagtga agtatcaacg
    40321 tgttcaagta actcaaaacg gatataaggc atcgcatcaa tcagccgctt ggccgcgtga
    40381 tcctcctgca tcgccaccaa tacctgacca tcaatattga tcgataccaa taccgagtga
    40441 tgaacaaata tctgatgcca ctgcttaacc atattcaact gctcgagcac cacatccaga
    40501 cgggcacccg tgctgatagc gctgaagtaa tcttccggtg ataaacgggt ctccggtgct
    40561 gaggggtgaa aaaccgccgt gagcaactca atcgccagca acgccccgga tgtgcgataa
    40621 atgggttgaa aagtataccg ccgctgacat tgccgccaga agctctgtcc ttttgttcgt
    40681 tcaatttctt tgatctgacc gaacttcctt gtctgatcaa gcctctttgt ctgatcaatc
    40741 gcggcaaagg atggcgcaag taaggctgat attctgttgg tcatcatctg tttagtcgcc
    40801 atgtttcagg gtaccaaaca gcaatggcgg ggcgggctat cgctgtcatg ctgacatcct
    40861 gtagtaaacg gttttccttc tgctgatgtt atcgactcag gcgaccagaa ctttatatag
    40921 ggcgataaca gattattaca ccgacacacg ctggcacggc gcaataaagc catctacagt
    40981 cgtagacgca ataatacgat taacgcgaat ggagctgaac atgccttacg tcaatattaa
    41041 aattacccgt gaaggggcga ctgcagaaca gaagaaacag cttattgccg gtgtcaccca
    41101 gctactggtc gatacgctgg gtaaaaatcc ggcgacgacc gtggtggtaa ttgatgaagt
    41161 ggagaccgat aactggggca ttggtgggcg cagcgtcact gacctacgac aatcgtcata
    41221 attttgaggt acaacgtggg aaacttaccg gtttcccgac ttacatcata aaaaatttaa
    41281 aacaccgttt taatcctatt gactctggat cagccagccg tgagactata ccctaaataa
    41341 ttcgagttgc aggaagacgg caagcgagaa gatcccgatg agcttacgta acgggttgtt
    41401 gagcgtggcc aacacacatg cagcttgaat gatgacgggt atatctctct atttcattcc
    41461 catcactgat ccacaaactc aggaataggc cagctttcca tgaccagcaa aaatattgcc
    41521 gttatcggcg aatgcatgat tgaactgtca caaaaaggta ccgatctcag ccggggcttt
    41581 ggtggtgata cgctgaatac cgccgtgtat attgcccgtc aggtttcagc gccggacttg
    41641 aatgtgcatt atgtgaccgc tctgggtacc gacagtttca gtgaagagat gctgaccgct
    41701 tggcagcaag aaaacatcca gactgatctt attcagcgta tggacaataa attaccgggg
    41761 ctctatttta tcgagaccga tgagagcggt gaacgtacct tctattattg gcgtaatgat
    41821 gcggcagccc gcttctggct aaccagccct gccgcagacg atatttgcca gcgtctggaa
    41881 acattcgatt acctgtatct cagtggtatc agccttgcca tcctcgacag tgcatcgcgc
    41941 cagcgtttgc tgaaattatt acgcgcctgc cgcgcaaagg gtggcaaagt tatttttgat
    42001 aacaactacc gcccacgcct gtggcaaagc aaagaagaaa ctcaggaagc ttaccgcgac
    42061 atgctggcct gtacagatat tgcgttcctg actttggatg atgaagacat gctgtggggc
    42121 gagaagccgc tagaacaggt gattgaccgg acacaagcac tgggtgtgag cgagattatt
    42181 atcaagcgtg gtgccgattc ctgcatcgtc tgggtaaaag aaggttccga agcccagcaa
    42241 tatgatgttc ccgccgtcaa actgccgaaa gaagacgtgg tggatactac cgcagcagga
    42301 gactccttca gcgccggtta tctggctgta cgcctgacgg gtggcaatgc tcacgatgcc
    42361 gccgtccgag gccatctaac cgccagcacc gtaatccagt accgtggtgc cattatccct
    42421 ctggccgcca tgccaactgc ttgagcgatt attcgttatt aggccgcgaa taacagacgt
    42481 taatgaccga tcgttgcagg ataaacctac agccatcggt cattttacgc ctggctaacg
    42541 tggccttagc ccggtgttaa ccgccccaac aacgctccag gttcattatt tattcgtcat
    42601 tcgttcgtta ttgcgcggtt gtcggcataa caggtgcagt ttctaccgct tcagcagggg
    42661 caacctcttc ttccgccacc gtctgtggtg ccataatgcc gttatagatc tcctgcaacg
    42721 ccttcacatt aacttcaggt tcacctttcg gttgcatcag aaccaaggtg gtatcttgtg
    42781 aaagttgctg ttttaactcc cgattcagct ctgccagcgt caacccagac aagaatgcct
    42841 gccgcaattt ttgatactgt tccggcgcga tgtccacaac accactttgc tgtgagcgca
    42901 gacgttggct catcaaaata tcggtatcag tacgcgcata ggtggcgaac aacttactga
    42961 gttggtcgtt tttctgtgtc atcaacgcat caaactcagc ctggctcagg ccgttagcac
    43021 gcaatgccgc caactcacgg gcaacaaatg tcatattggc tgtcaggttc tcaacggggg
    43081 tatttaagtg aatagcacat tgggcgcgtt gatactggac ccggcaatca aagcccagct
    43141 ttaggttctt ctgattattt ttctccaaca cctgcttgat atgccaaaac agcgcttcac
    43201 gggctaaatc gctgcgccaa tagcggctca gggccataga gtcttgaatg gggtgccatg
    43261 gggtatccca catcaacgat aacgtgtcct gtgccgcctg ttcattcatc aaactcaccg
    43321 gttctggtgg tagcggggct aaggttgcaa ctgccgctgg cgcggtacgc ttacctttca
    43381 gctcagaaaa cgctttactg atttgggcgg cgatactacg gctatcaaca ttaccgacca
    43441 catacagcgt catcgcatct ggggtatacc attgctgata aaactgcttt agcttctcta
    43501 catcgaccgg ttgcgtcact ggctgaccgg gatcgtggcc gattaaagaa gaacctttga
    43561 ggcgataacg ccaccacggt tcctgaatat tttgtgggaa agtcgcaatg gggtcggttg
    43621 ccgtatttaa ggctgcatta accgtttgct cacttaccgc cagattaccc gccgtatcag
    43681 ataaccatgc caacgcatcc ttcagcagat caggacggtt attgggtaag ctcaggctgt
    43741 ataaggtgaa atcatacgat gtaatagccg gtggcaatgg gcgttcgtta tcgatccctt
    43801 gctgccatag cgactggagt tgggcggggg taaaactcgc gctgctcatt aatgcgagac
    43861 gaggcagtaa atgggcaaag cccacttcct gtgtattttc ggataatgat ccggtattga
    43921 cgatcaagcg tagctcgatc cgatcacttg ggcgctgcgg cgttgccagc aactgccatg
    43981 aaaacccatt atctaacttt ccctgctgcc aggcagggtc gggttgtagt gcttcagcct
    44041 gcacattatt gctggccgcc gccaataata acccaccaac cataagacga attttggtgc
    44101 cctgcatgtg aacccctact gaataaacta tccaattttt aaataatgca atttttaacg
    44161 ttatttcatc ctgccaacac cctgcattgg gtggttacac cgacttgcat aaatcaagcc
    44221 agtttttgga gctcattgct atgcgactgt aattggatga aaaataagcg gtaatcacca
    44281 cagtgagagc cgaatgtggg agtgtaccat tctgttagac cgcgtgcttt tgccgatgtc
    44341 actcatcagt atgaaaaata gtattgatag agaaatgaat ggtgacatta tgcagagacg
    44401 ctaccagtga cagcaagcca ctggtagcga attgaaggga gaaatatctg attttttact
    44461 attgaacgat atcaggacac agaaacactg ctttttacat taggcagcac tttattggat
    44521 agcaccgctt gcagttggtc attgtccagt tgcttacacc atttagcgac cacaatggtg
    44581 gcaacaccgt tacctaccag attagtcagg gcgcgagcct cggacataaa gcggtcaatc
    44641 cccagaatca atgccagccc agccaaaggt aaatgtccaa ccgcagaaat ggtggcggcc
    44701 aacacgataa agccactgcc tgtgacacct gccgcacctt ttgaggagag cagcagcacc
    44761 accagcaatg tcacctgatg cataatatcc atatgggtgt tagttgcctg agcgataaat
    44821 accgcggcca tcgtcaggta aatagaggtg ccatccaggt taaatgagta gcccgttggg
    44881 ataaccagac ccactaccga ttttttacac ccggcgttct ccattttatc caacatgcga
    44941 gggagcactg actcagaaga ggaggtgcct aacacgatca acagctcttc tttgatataa
    45001 cggataaatt tgaagatatt aaaaccattg aatttcgcaa tcgtaccaag taccaaaacg
    45061 acaaacagaa tacaggtcaa atagaagcag aggattaatt gccccaattg caccagactt
    45121 cctacaccat atttaccgat agtaaaggcc atcgcaccga aagccccgag cggtgccaag
    45181 cgcatgatca tattgatgac accaaaaata acacgggaga agctttcaat aacattgaaa
    45241 atcaactgcc ccttttcacc caaacggtgt aaagcaaaac caaacaagac cgcaaacagt
    45301 aagacctgca gaatgttgcc gctggcaaat gcgccaacta cgctaccggg aataatatcc
    45361 agcaagaatg gaataatccc ctgttgtgag gcttgctcag cataaagtgc aaccgcttta
    45421 gcatccagtg tcgcaggatc gatgttcatc ccaacaccgg gttgcgccac gttaaccacc
    45481 actaaaccaa tcagcagcgc cagagtactg acaatttcaa aatagagcag tgcaatcgca
    45541 ccagtacggc caacggcctt catgctctcc atgcccgcga taccagtaac aacggtacaa
    45601 aaaatgacgg gcgcgataat cattttaatt aatttaacaa atccatcacc cagtggtttc
    45661 atctgagcgc cgatttccgg gtagaaatgg ccaagcaaca caccaatagt tatcgccgtt
    45721 agcacttgaa aataaagcgt tttaaaaata gagactttca taacaatgtc cttttgaaga
    45781 gtgacacggc ggcatgtcgt tttactttca gtgatgaata agcaacactt tcgtttaacc
    45841 gtgattgcgc gaaaaataac acccccataa caatatagaa attattagtt gtactggatt
    45901 gcacccttcg cgtgaaatta agaactgaaa cgcttcaagc gacagcaata ccatcgccat
    45961 ccgcaaaata accagacatt tataatggtt atttgaggtg aactcatggt gtgatgcgca
    46021 gaactaatgc ggttatgggc taatgttgtt atgaactagt gcggttatga accattgggg
    46081 gcaaagcgcg aaaaagagga gtggacacaa tgctgtcttc aaatagcagt gacttcaaat
    46141 aagacgggga tagaacttac aggctcctgt gcaataacta gcacaggagc ggtttacggc
    46201 agcgatcatc agcggttaat taatggcgcg actaggcacc gtggcgagac tgttgatggc
    46261 gacttcgtta atcgcactcc atttgttgac atccgtgcca aaggtttcca gtttaatata
    46321 tttggcgttg ataggcgaaa aggtcaactt ttcacccttt ttgtccgcag ttatcgtttc
    46381 caacccttcg gccaatgatt gccaggtttt gccatcagta gagtaagcga tggcaaattt
    46441 cagcttacgc tcggtggcct taaacggcac gatcagaata ttttcaatcg attgggcttt
    46501 atcaagctcc agttgaatcc aactatcacc cgaagccgcc caacgtgttt taacatcacc
    46561 atcagcaata ttcgctggta cgtggccttt ttcgctgtca tgccccgatg ccgtgacggc
    46621 aacaatctgt gcggcataaa ccggtacaca aaacagagcg cccagtagca acgtcgctaa
    46681 aatttgtttt ttcatctcag tgtccttttt attgcgctgc aataacccgt ggggaaaagt
    46741 gccagaggct aaccgactct ggggagcagc agcccggcac ttttaccagc agcggccaat
    46801 cggatggctg ctgtcggggc tatttacggc cattcggctg caacgtctca cccacattga
    46861 gcaagaacag ctcattgtca cgggtagaaa ttcgggctga accgtctgcc atcaggtaag
    46921 caccttcggt aaaaccagcc ccattaagga aaggggcaac cgcttgtggt ttgttacgca
    46981 atgatgcttc caatgccaac aaagcataag gctcgatagc atccacatcg gcatattgcc
    47041 gatccggtga agccataaag aaaccgtcga tataacgcgt tttgatgatg ttatcggcaa
    47101 ctttctccgc caaagaccgg tactcagcga cctggctggc attgtagaga tccagcaaag
    47161 caaacagcgc atacggatcg ctattggtgg tatccagttt gaccttcatc tctttgcctg
    47221 gcgcactgcc gatatcgccc aatccctgat cgctggcaat accgcgagcc accttccaca
    47281 gtaaggggtc attatcgaca gcataagcac gcgcatagga aatcagaaac tcgttacccg
    47341 ccttataagg cttgagtacc gatccttttt tgccgtaata accatcacgt ggcagagtgt
    47401 aattcgataa atcctgacca ttagcgatca tcgggcggaa cgtattgtcc tgctcgttgt
    47461 agccgtattt ggcgaaagct ttcaggccat ccacggtcca tttcagtaaa tcgtcacctt
    47521 gcccccccaa atccttaccc aattgcagtt gcatcaaggc attttcagaa taaagggtac
    47581 tggtgcgccc tttgagcatc atattgcctt caagcgccgt tggcccgaac tcgggtccga
    47641 actgccgctg tgcacggtcg ccaaacttgg aatgggtatc cgcatcatct gttggctctt
    47701 cacgtttcag tgcctgagtg aactgataga caccgaggcc agtcttggca tctcgcggca
    47761 acacatattg atcagccaaa cgttttgccc acactaatgc gccctgatct tgctgatatt
    47821 tatacagcag ggaggcggaa tagatcaggt cattaccggc gttaaggaaa ctgagccctt
    47881 tggtcgcaaa gaaaggaggt tgttgctcaa acgtactttc ccacaatgcc cccattggct
    47941 taccgtactc accgtgccgg ctggtttcaa ggatccgcca atcatacaca tgagcattcc
    48001 agaaaccgcg aataaaacgg gtggtcgcgt cgctatcaac actgaacatc aggtcataat
    48061 agggataagc atttttcagc tcatgaactt tctctttttc gctcggccct tccggctgca
    48121 aggttttcag atcaacaaaa cggtggcctc cccagtagag caagccgcta ttatcttgat
    48181 aattttggaa atggtaacgc acgatatctt cagcacgctt ttggtactgc ggatcaccgc
    48241 taagttcact cagcccactc ataacccgca tcagattttg ttgtgcagag aagttggata
    48301 gcacagcacg acggccatca gggaatatcc actccatttg ctgcccggtt cgggggtcaa
    48361 caccatcagc cagcaatggg ctaggtttat caccgtgata agtatctgat gctttgttca
    48421 gtacattatc gacatactgc ttaactacgg tgagacggtc tatctctgcg gcttgcccgg
    48481 cggggatata cagcattgcc agcactgaca tactcaacaa taatgctctt tttttcatcg
    48541 cttatcttac ctgccagaaa tcgttatggt gaggagtgac ccaagggccg atgcggatta
    48601 tttcactgtt cttatttggc gttgccgcta atctcatggc aacgccaata gccttcccgt
    48661 catacttcaa gctgcatgtg cgttggctgc gctcgtgact cggcccatca aggggcctcg
    48721 cctcttcgag gccgcagcaa gcagccttcc tgcaactcga attattttgg gtctagatat
    48781 aaattagaag ctatatttta cccctacgcg ataacgtgtt tggcgctcat cggtattttt
    48841 gctaccagaa acattaccga gtgccatata aggagaccaa ttcttatccc acttgtacgt
    48901 taatttaaga tcgtggctcc aatcgtagtt ttctttatca gctaacacaa caccggcttt
    48961 atttgcctgc ttgtaatcga tttcataatc taattgataa tctttagcaa ttttataact
    49021 aatgacactc gtcaggttat agccattttc agaggtgtct tttggcgtat taatattcgc
    49081 actggtacgt ttataataag ggcgataacg caatgaaacg gagagatcat caacgataac
    49141 tgccttgcca cgcagataag ggcgataatt gttagacgta gagtttgaat ctaatgagaa
    49201 tcccggctca atagagaatg tgttattaat tttatacaca tagctggcaa caacttcagt
    49261 gccattactg acggtttcat tgaagggttt atccttatcc tgagcgcctt tccacttgcc
    49321 ttccaaagat aatccaaagc cattagcaaa gcggtgggac attaataacc tatctttgtg
    49381 agtgttacca ctttgatctt gcatttcatg acgatagtca atagtgactg ccactgcgct
    49441 ggtactaatg agtgatgcca ctgccagaga caataattta atattcattc tagttacctt
    49501 attttaataa aaattctcat tattttgata agtacaaagc agttatgaaa cagtatttta
    49561 tttattttga tataaagttc caagatccaa gccaagttgt ttgaaattaa taaaaaaaat
    49621 ttacatttgt gtgatgagct tcaaagtaaa tagtttttta ttactatcta taaaggtaat
    49681 tttcgtgttc tagcgtgata attagagggg ttgcggctat ttttaggaaa aaatttacga
    49741 aataaagagt cttgacttag caataagtca tattgtaagg gggagcaatt aaacccatac
    49801 gcgatcattt aggctaatac tctattttct gtgtttttat tggtttttta tcatgattaa
    49861 cagcgagagg tgttttttat ataaagttaa aatatttaaa actgatgtaa ccgataatcc
    49921 tattaagagt gaaattcaca caacataata aaattaattc cagatagaag agataatatg
    49981 ccgcccttct tgctgacaag tgttttctaa tatgtaggga cttcacagcg tcatcggctg
    50041 tcgtcagaat tgacggtggg taggcggtca ttcactgcag attctcggcg tgttaagtac
    50101 tgctggtgga caccgccata caaagagtta acttacgtgg tgagcgctgc tgaaatactg
    50161 ggcttcaaat tctgcacgtg gcagtggcgg agagaaaagg aagccttggc cgcattgaat
    50221 gccatgctct agcaaccatt ggcgctgctc ttctgtttcg accccttcgg ccatcacacg
    50281 tacctttagt acatcagaaa cacagctaat aatgcgcgct atcgcgtcat cctctggcaa
    50341 atttttcaca aagctcttat ccaacttaat catatggata ggcaagcttt tcaggtggtt
    50401 aagataccgt aagcttgagt agccaatacc aaaatcatct aacgcgatca ataaccccag
    50461 cccctgtaac tcacgcagta gcctcaatgc ttcatcgaga tcctgaatct gggcagtttc
    50521 ggtaatttcc agtaacaatt gttgtggatc aatatgatag tggctaatga gcgttttcaa
    50581 atgcggcaag aactgtttat tttgtacctg taagcccgat atattcaccg ataacggcag
    50641 gctaacaccg cgtgctttcc aatcagccag aatacggcag gcttcttcta gcacccagtt
    50701 ccccagtggc accatcatcc cctcctcttc ggcgaagtga acaaagcctg acggtaaaac
    50761 gtagctgcca tctggttggc accaacgcag tagcgcctcc gcaccgataa cctgctggcg
    50821 cttcatatcc cattgaggtt gtaagaataa cgtgaaatcg tggttttcaa tcgcctgtaa
    50881 gaggtcattt tcctgcgtca gccgcttgtg cgttttttca atcaaatgag gctcaaatac
    50941 cattatctga ttacgcccct catgatgagc cgccatcatt gctgtactgg cattgcgcat
    51001 catggattcg gcagtgtcct gttgagcctg atagcgggtg ataccaatac tggcactggg
    51061 gcgcaatgtt atctcgtcga aaaacagcgg ttgggtcact tgcgacataa tccgccgagc
    51121 caattgcatg gctgggaatg agcggcgggt acctctggct aacacggcaa attcagtttt
    51181 actcagttgc gctaacaggt cgctgtcatc aatgcactgc tcgatccgct gtactatcgt
    51241 caacaataac tgttggtgct gggcttcact catggcgcca gaaacctctt gcagggtttc
    51301 aataccaatc accaacagat gaaagtgatc tgtacgcgta ctggaggcaa tttctttctc
    51361 cagcaggctg ataaataatg accgattggg caattcagtc accgggaaac ggtgactaat
    51421 gcggcccata tcagcatagg catccgctaa cagttgctga ttgcggttgt aattacgcac
    51481 caacacaccc agttcatcat cctgatgatg cgccggtagc gtcagttgat gatgcagcac
    51541 cccgtggtca ccaatatcct ccagctcttt ggccattgcc cgcagcgggt gaataatcag
    51601 gcgattaata caccaagcga tagataccga taacaccaat gccagtaaca aatatgttga
    51661 gagcatggct gacagagcgc tgagaataaa ttgatacata cggaaagagt cagcacgcag
    51721 gactaaatgc gctaagggct gagggtttgc gggtacccgt tccaacgcat ataaaggcac
    51781 ggttatctgt acgggcaagg agaaaacccg cttggcccag tgtggaatgg gccgctctgt
    51841 tggaaagttt gcgtgcaata cctgtatttg gttcggtaat atcacttcag cacggctaag
    51901 aataccaata ggtaataggc tgttgaggat ttttttagct tgtggaatat caacgctgag
    51961 tatggcctca gataggggtt ggcgaaccga ataagcaata ctttccaact ggttggcata
    52021 atcatcttta cgctgttgca caaagtggaa caactgaagg atgataaaaa tacagatagt
    52081 caccagtgca actactgcca ccgctgccat ttgtttaatc gttaatgagc gccttacccg
    52141 caaactcgtt ctccgccaat tccgactgca taaaataagg tggttgttac tatcctctaa
    52201 ccactcgtcg attctgtctg agtatactcg atcgcttacc gattttatct tgcgatactc
    52261 taatggaagg caagaataat gtgggtttcg gtcttttcct attaggaacg ccatttcgca
    52321 gtactgtttt tggtgttcag acgtttggtg ttcaagtgct tggtgtttag acgccccttt
    52381 ttagtcccca tcgagtaagt tgtgatccct taagcgcatt tccctatcat taggccagat
    52441 ccgctatcct gaaatcttaa cgttgacggt gccatgaggg ctgtagctct ccctgatggg
    52501 taaaatgata acgatgctgt aaccacccct gaccaaacag ggtcagaata gcactgtaat
    52561 aatcatcagc gccaggcggt gaattttgta cccgtcgctg ttggagattc agtgtttgct
    52621 gattaaacgg ttctgggctg ctggctaaaa agggcaataa tgccgcagaa aaacccactg
    52681 ccccatcccc gttagtttta ccattgtcgc tgttggtcgt aaacggtggc aggccttgct
    52741 gctgagtgat taccgccatt ggctgaaaac gcgcaatcaa ttcagctttt tgtgggctgt
    52801 ccattgccag catccccgcc cacagataaa ccagaatggc atcgttactg ccgacatccg
    52861 gttttatggt atcgggctgc cagcctttac ctttctgcca gaccacccag tccagcgaaa
    52921 aaccgtttgg tgcggtttcc agccacatac gctgattcac ttctaccatc gcttcccaag
    52981 gcccgtctat ggaggaaaat cgtgccagta gttgtggcgg taaataactt gggttgagac
    53041 gccaggtatc ctcatcgtta aaaccaattt ttcccggtaa tagcatctgg ccaaggccgg
    53101 gaatatccat gacttcttct tgcgcaatac gttgcagtaa taaggtaccc ataatcaggt
    53161 aacggcggtt accccataac ctgccagcct ccagcaagtt gtaggcaatc aagatatccg
    53221 catcggaggc cgaattaggg tccagaatat cccagttatt ttgtgagttt tgcccccata
    53281 accaagcggg aaggcgggaa gtgagatcac cggctgccag attgttttct gtccaagcca
    53341 ataaacgctc aaacatcggc tgatcatccg caaccaatgc aaaaaaagcc cataactctg
    53401 gccttccgag gtggttattt tcgaggggct accggggtca atgatccgcc ccccttcact
    53461 gatgtaatct tgtttgaact gttgccacgc gggccagtta ctggcggctg cgagactaaa
    53521 actggccagc aacaggaaca tgctggctaa gtgtttaaac atgacgacca tcagaataac
    53581 tccctctcat caggtgataa ccggcgagag gttatcagac atcacaagtg ccatcggtaa
    53641 tcgcgactta cccatgttga tcaaaccgtg ttgatcaaac agaaacgacc ttctctgctt
    53701 catcctgatc aacggcaaaa cacgccacca tctggtcacc atactgctta agctgcggtt
    53761 gtaactggct acaggtgcca aatgctctac gacagcgggc attgaatgca caacctggcg
    53821 gtggattcat tgggctgggt agttctccag tcaatttaat acgctcacga cgcatatctg
    53881 ggttcagacg cggtgtcgct gatagcaatg cttgcgtata aggatggcgg gggttgttaa
    53941 aaatagcctc tttgctgcct ttttcaacgc agcgccccaa atacatcacc atcacgtcgt
    54001 cagcaatatg ttcaaccacc gacaggtcat gggaaataaa cacatatgac agccccaatt
    54061 cctgctgtaa atccatcatc aggttcagta cctgcgcccg cacggagaca tccagcgcag
    54121 ataccggctc atcggcaatc accacatcag ggtttaacat caatccacgg gcaatggcga
    54181 tccgttgacg ctgaccaccg gaaaacatat gaggatagcg atcataatgt tcagttttca
    54241 ggcccacttt cgccatcatt gccaaggttt tttcgcggcg ctccttgcga ttgagctggg
    54301 tattgatctg caatggctct tccaaaatct gccccacctt cttacgtgga ttcagcgaac
    54361 cgtaggggtt ctggaagaca atctgaatct tctggcgtcg cagtttttcc gcactttcat
    54421 cgggcttgag cagatcctgc ccttgatagt atagttcgcc gccggtaggg atctctatca
    54481 tcgtcagtaa acggcccaga gtggatttac cacaacctga ttcacccact accgccaatg
    54541 ttttgccccg ctccaatgtg aatgaaacgc catccagtgc tttaaccaaa cgttctggtg
    54601 taaagaaacc ctttttcacc gggtagtatt ttttcagatc gatcgcctgt aataacggct
    54661 ttttacccgt ctctgctggc aaactttctc cctttatttc ggtttcaccc atcatgttta
    54721 ctttatgcgc cgcttcagtg ttcgaattca tagggatggc ctccccgcat cattaagcgg
    54781 tgtatggcat ttaacctgac gccctggtgt gcccagtaac tcaggctctt catcgcgaca
    54841 acgatcagtg gcgtacgggc aacgcgggtt aagcagacag ccttctggtc ggtcatattt
    54901 acccggtacc acacccggta aggatgctaa ccgcgcttta tcctgagcaa actccggtaa
    54961 tgcgcgtagt aatgcttgtg tgtacggatg gcgtggcgca cggaaaattt ccgccgcctt
    55021 gccggtttca actacctgac ccgcatacat cacaataatt tgatgggccg cttctgcaac
    55081 cagtgccaga tcatgggtaa tcagcagcaa cgccatattt tcacgccgct gtaattccaa
    55141 gagtaattca ataatctgcg cctgaattgt cacatccagc gcggtcgttg gctcatcggc
    55201 aatgagcaat ttaggccgac aggcaatcgc catggcgatc atcacccgtt ggctcatccc
    55261 accggagagt tgatgtggat acacatccag acgcgaagca ggatcaggga tacccaccag
    55321 cgtcaacaaa tccaccgccc gctgatggcg agttttgcga ttgcccccct gatgcacctt
    55381 taacgcttcc ataatctgaa aaccaacggt gtaacacggg ttcaggctgg tcattgggtc
    55441 ttggaaaatc atcgcgactt ccgcgcctac caattgacgc cgctcttttt ccgaaatttt
    55501 ggtcaggtcg cgaccgttaa attccagctt atcggccatc acctttccgg gataatcaat
    55561 caaccccatg atcgccagtg agctgaccga tttaccggag ccggattcac cgacaatccc
    55621 caccacctgt ccttgatcaa tgctgtaact gatacggtct acggccttga acggcgcagc
    55681 gtcgtcacca aaatgcaccg acaatttatc tacatttaaa agtgccatct ctctacctct
    55741 attactgctt gagtttgggg tcgagagcat cacgcaggcc gtcccccatc aggttaaacg
    55801 ccagaactgt tagcaggatc gccacaccgg ggaaggtcac aacccaccag gcactttgcg
    55861 cgaactgcaa cacgtcggag agcattgtgc cccactctgg tgttggcggt tgtgcgccca
    55921 tgccgagaaa gccgagagcc gccatatcca gaatggcgtt agagaagccg agagaagcct
    55981 gcacgattaa cggtgccagg caatttggta gaatgttgat gaacatttgg cgcatcgcac
    56041 ccgcaccggc cactcttgat gccgttacgt aatctcggtt gacctcaacc agcaccgccg
    56101 cccgcgtcag acgcacataa tgcggcaaag ccacaaacgt cagcgccaac gaggcattca
    56161 cgatagaagg cccgaacacg gcaaccaaaa ccaaggccaa taacagactt ggcagcgcca
    56221 gcatgatatc aacaacacgc atgatgatgg catcaacgat cccgccaaaa taacctgcca
    56281 ataagccaaa aatgacgccc atcaccaatg acagcaccac caccaaacac ccgactaaca
    56341 gggagaggcg cgcgccatac atcaggcgag agaggacatc acggccaaca tcatccgtgc
    56401 ctaaaataaa tttccagctt ccaccctctt cccaaaccgg tggcttcaat aacgcatcac
    56461 gaaattgctc tgccggacca tgcggggcca accaagtcgc acctgcggca accaccagca
    56521 taatgatgat gtagaacaag ccgatcacgg cccctttatt gcgcttgaaa tagtgccaaa
    56581 attcctgcaa tggcgtcatt ggcttcggcg cactttttac tgctgactca ataagttgag
    56641 acattctgcg ccccttattt cttgtgacga atacgcgggt taactacgcc atagagcaca
    56701 tctaccagca agttaactaa aataatcatg atcgcgacca gcaacacccc ccctgcacca
    56761 cagggtaatc acggcgttgc aatgcatcca tcagccaacg acccagaccc ggccacgaga
    56821 agatggtttc cgtcaagata gccccagcca gcatggtacc aacctgcaaa ccaatcaccg
    56881 tgatgacagg cagcaaggca ttgcgtaacg catggaccac aatcacccgc atgcggctca
    56941 gccctttggc ccgcgcagta cggatataat cctcccccaa cacttccaac atggaggaac
    57001 gagtcatacg cacgatcacc gccaagggaa tagtccccaa gacgattgcc ggtaaaatca
    57061 tatgcattac cgcatcttta aaatcgtcag gttcccccca gatgagggta tcaatcaaca
    57121 taaaccccgt cagaggcagg ctgtcatcaa ggaacacggt atcgctgaca cgcccggaaa
    57181 ccggggtcag gtcccattgc accgagacca gcatgatcag catgatgccc caccagaaga
    57241 taggcatcga atagccggta agggagatcc ccacggcggt gtgatcaaat attgaaccgc
    57301 gtttcactgc tgccagcaca ccaaccggaa tgccgactgc gatagcaaac agcatcgcgc
    57361 agatccccag ttccagtgtt gctttaaagc gcgggacaaa ctcatcccat accgcaatac
    57421 ggcttttcag cgaaatgcca aggtcaccat gtaaaacgcc atttacatag cggaaatatt
    57481 gttgatagag aggcttgtcc agccccattt ccgccatgac ttgagcatga cgctcggcag
    57541 agataccgcg ttcccccgcc atgatggtca ccgggtcacc ggggatcata tggacaaaag
    57601 caaaggtcag caaagtaatg ccgataaacg ttgggataac taaccccaaa cgtcggagta
    57661 tgaactgcaa catatcccga actctctgtg tagaatgccg ggctgctcat aggcaacctg
    57721 gcttattaaa cctctccaaa taagcgattt tattcgtcga tgttgagcga cagccatgcc
    57781 caccacggcc acgtacgttg agtacgctcg ggtgatgaca cgcggtccct gctcaaatcc
    57841 tgcgacaatg acacgtaccg ggagaggtta tatggctcac atctgtatct gttttaacct
    57901 aaataaatag accgatgaac gttgatacgc acaccggtcc ggtataaggg taaaattaat
    57961 ccagggacac gttatcgaaa tgatgtttac ccaatgggtc cacaacatag cctttcactt
    58021 ctttacgcac tggctcgtac accgttgagt gagcaatgat cagcgccggg gcctgctcgt
    58081 tcatcacaac ctgagcttgt ttgtaaagtg cgacacgttt gtcatggtca gcttcagcac
    58141 gggctggttg gatcaaatct tcaaacggct tataacacca tttagagtag ttagaaccct
    58201 gcttggccgc atcacaactg aacagcgtag cgaagaagtt gtctgggtcc ccattgtccc
    58261 cggtccaacc catcatcaca gtttcatgtt cgccatcttt ggcacgcttg aggtattcgc
    58321 cccactcata ggtcacgatc ttggctttca caccaatttt cgcccaatca gactggatca
    58381 tttccgccat acgacgcgca tttgggttat acggacgttg aaccggcatg gcccacaggt
    58441 cgatggagaa gccatctggc agacccgctt ctttcagcag ttctttcgct ttagcgggat
    58501 cgtaagcgta atctttcaca tcatcgttgt agccccacat cgttggtggg atcaggtttt
    58561 tggccgcttg ccccgcgcct tgataaaccg catcaataat cgcgtctttg ttaaccgcca
    58621 tggtcagtgc ctgacggacc ttaaggttat cgagtggttt cttctcaatg ttgaaggaga
    58681 ggtaaccgac gttcagaccc ggttgttcca tcaggttaat cgttttgtct tctttcatcc
    58741 gggcgatgtc agccgggttc gggtaaggca taatctgaca ttcgtttttc tgcaatttag
    58801 catagcgaac ggaggcatct ggggtgatag agaagaccag gcgatcaatt tttggtttgg
    58861 tgccccagaa accaggaaac gctttataca gaatacggga gtctttttgg tactgttgca
    58921 gttggaatgg gccggtaccg attgggttca aatccacttt ttccggggtg cctgctttca
    58981 gcatattgtc ggcgtattca gcggacagga tagaggcgaa atccatcgcc aggtctgcca
    59041 agaatggcga ttccggacgg gtcagttcaa agcgaacggt attgtcgtca actttcacca
    59101 cattggtgat taagtcgccc attcccatac cctggaagta ttcatagctg ccaccagaga
    59161 ctttatggta cgggttttta tcatctttct gacgcatgaa tgaatagata acatcatcag
    59221 cattgaaatc gcgggtgggt ttgaaatctt tattatcctg ccatttcaca cccttacgca
    59281 ggtagaaagt gtaggtttta ccatcttcgc tcacttccca ccgctccgcc aggctgggtt
    59341 caatttcggt agtcccgatt ttgaactcca ctaaacgatt gtaaataggt accgagcttg
    59401 cgtcataagt tgtgccagaa gtaaagagtt gtgggttgaa accttccggt gacccctcag
    59461 aacaatatac tagcgttttt gcctgtacac tggccgctat agtcagtgca accagcccaa
    59521 taccgaattt cagtatccct gttcttctca aggaaatcgt catcgcttgt gctccattat
    59581 ggtgatgtgt gttgtgtata cggccagact ctataatttt ttagtccatg gactgtgccg
    59641 ttttggcccg ttgaacacag ggatgcagga ttgagatacc agataaaatt ctatccaggc
    59701 ccccattttg gctgtgtgaa atcacctcaa ttgctcttga tgactccccc tgagggtacc
    59761 aatttggcaa cagttgatag cgacgtcaat acagtctgaa aggatttatc tagacaatga
    59821 gaaacagtaa gcaaacaaca aaaaaacata ttattaacat tgttagcatg aaaagttatg
    59881 ctaacgcaca taccccagta acattcactg gttaaatgca ataaggcagt tgcaaccccc
    59941 agtagcaaac ccaaaaactt tgttgctaaa tcagatgtat ctgtacagat ttttttgaaa
    60001 ttttgacaaa aaacaggagg aaactctgcc tcaacagccg ataaatggcg ttactgtggt
    60061 caccactccc cctcttatcc aacatcgggt gcgcggttaa aaaagaaaag aattcaccct
    60121 tccacgctga ctcacccaag aaaccacata gcttcccaaa gaggtgcacc atagtgatgc
    60181 ccctaatcag ggcagcacaa taaacactca acatcagaga aggtatagac cctaatattg
    60241 ccaagttagc gtaaacccaa aaaccaacgg atcggcatca aattctgcgg gtttggttat
    60301 cggcacgccg acattaaaat cgtaaccaaa cgcatgataa tttccacgag tccctaccac
    60361 ggcccccgct aaacgctcgc ccaaaagaaa tggttggccc tgctcactca cctcaccata
    60421 atccatgccg atatagaatt gctggcccac gaatgtctgg ccgggtatcg ggctgatcca
    60481 tgaaatatca ttttttagag accacccccg cgaccccgtc agagcgttat tctcattaaa
    60541 acctcgcact gaactcctgc caccaatcgt aaatttatcc agtgaactaa tatccgagta
    60601 ggtatgttgc tggctgaaag cgggccgata ctggaaggac tgtgttccga tcttaaaagg
    60661 gatatccagt gagctggtga tatcgaccaa cctcgccggt gcagtgctca ttttaccggg
    60721 aataggttgg gcaccaaacc atgaagcccc ctgttgataa cgaacccccc ctctgaaagt
    60781 cgcccatggc atgtaatgta gatgctcaat ccctagctgc cagtccgtgg tattgaaccg
    60841 ctgaatatct atctcccgat gggtccaaaa actggcagac tgacgaatta acaccccggc
    60901 ataacccact gttttataat ttactccacg ggtgagtaaa tgttgaattt gtgtatccaa
    60961 tacagaccaa tgggaacgat agccaaattt tttaccggca agtcttttac cggcaaaaga
    61021 gaacgattga taacgctcac cttgattgcc cgtcatgcta aatagccagt tgccatacgg
    61081 gacagaataa tgaaccccgt agctgttgtg ccctttatcg ggttggctat caaggtcacg
    61141 gttaacagag aagtagagta aatcactgag agacaagggg ttataacggg ataatggatt
    61201 atcaaaagac aatatcaggc ccgtacgata gcggccaacg gcatcatgcc ctgcatcatc
    61261 aaggtaggca ttaatacgcc agagacgtga ttgctggcga ttcacgataa tctggctgct
    61321 taaatcgtcc cggtttaatt cgacatccag ggtggcattc actgaaggca aacgctgcaa
    61381 gttttctaat ccttgctcaa gatggcgtaa attaaccaaa tcaccacgtt taccggggaa
    61441 aagggagctg agatgagcat tgccgacgct atcttgatga tgcctgatat cctcaatcct
    61501 gccgggcatt aatttcaaca ttaaagtacc gtcacgctca ctgtcatcga caaaaaccac
    61561 acgagacgtg atatagccat caaccactaa ttgttgctgt aagttagcca caagcactga
    61621 cagcccctgt tcccccaagc aacgcccgtg agcttcttca gccttttctt ttaagtgagc
    61681 tgcatttggg aaagcatcaa gattaatcaa ttcgacatta ttaattgcta cacattgtac
    61741 ttcatcatta taaagattct ctggcagaac cggttcactg gccagttgag catgtgatag
    61801 aggaggaata atactatttg ggatctgcgg ctcggctata tccatttcaa gcaggtccat
    61861 ttctggcaac gccatttcag caaaaacttt aaacggaagc atcccaatca taatttgaag
    61921 atataatagg cacaatatcc cccaccaaaa atctccaatt ttatccctcc acctcacatt
    61981 tattttaaat atcatgctaa tgaactccat ttcaatcaaa acacgattaa tacaaaatca
    62041 ataaaagtta gccacgaaag caactaactt taaataaaaa atcatctctc acttacaaag
    62101 aaattaatta aaatcagaaa ttattttacc ggtatcatta attaaaacag tttcattcaa
    62161 atccactcca cctaacccaa taatagcccc tccattgttt cgtatgttat taactttacc
    62221 ctctattttc cctgaagaaa taatactccc tccagtatta ttaaggttat tactatgaag
    62281 ttttattctt acccgccctt gcgttgatgt tgctttaatt gtacctttac catttttgat
    62341 ggtgttaact gttgctattt caacgctacc atttttatac tctatttttc caccttcatt
    62401 atttaagcca cgagatgtta ttttaatacc ttgagaaggt aataaatcat actcaccatt
    62461 atttaatatt gtgccaccag agttatttat aacaccctcg ctactcagta acaccatttt
    62521 ccctgatata ttcccattac tgttatctat attggctgca gaactgaggc ttagtgtatc
    62581 gttcgcgcgt attgccccct tatttttaat cgtgccatcg gttgcatgga tacgaatttt
    62641 attggtgtac attcccccaa tttcgctgac atccaaacta accgtacctg gtactggtgt
    62701 attttcattg cctaaacgcg acacttgcaa tggttgccca ggcaaagaga aacccacttt
    62761 attttttccc gtgacaatat agccatcgtc cgcattgatc tcaccactaa ccgtaatagt
    62821 gtctgcgaat agatcaagat aagtcttgtc tgccccctta taccgtaaac ctgttctcat
    62881 atagtaagag ggattttttt caatattgat atttccctgc tcaacaataa aactgtttag
    62941 tttattatca gaaaaagatg gcgtacctgt cgtcaatgtc acatgagagg cattagtaaa
    63001 agagcaccct cgacaattaa tacctgctgg attggcaata ataatatgcg catttccccc
    63061 gtcaacacgg agattcccat ctaatagact ggcatgtgat gagttgactt catttaatat
    63121 aatggttgcc gatttatctt gtaaaaaaga gttgccatta acctcttgag ctaagcgatt
    63181 attgagtgtc gtgacatcga acaagccatt agcgaccaca tcaaatttag aatacttgtt
    63241 atgtgataac ccattttcat caggcgcttg aatattaacg acagtctctg tcataccgat
    63301 acagtaagag gtaagcgctc ggcatgtact gggcggtgtt tctataatag agacttccgc
    63361 ttgctgtccc gctggggcct gtatatcagg aataatatta tcagcataag caaccgagct
    63421 cccatagagc gacaatatga tagagagagg taatatagac aacccctgtt tcgttttaat
    63481 atatgtcaac ttcatattat ttcccttatt aaataatcaa tgtgtttgtt atgttttgaa
    63541 taacacggtc taaaaccgat atcattaccg gtttttcata aaacaaagtc aacaacacaa
    63601 aggagatata atatgttaga agaataaaaa atagagatat tcaaaaaatg acaataaatt
    63661 aaatataaac acaaattctt tataagatat tatatgaatt attatgttga taatttatat
    63721 aatcagacaa taacgagata ggataagagg acgcaaagaa aaaatggcac aaaaaaaccc
    63781 tgacgttacc gtcagggttc ttaaatttag tcggcgagag aggattcgaa cctccgaccc
    63841 actggtccca aaccagttgc gctactcgcc gaatcggggc gcatcttact gctacagctc
    63901 tggggcgtca atcacttttt aataacctgc ggatgactgc tgttaaaagc atcacccgca
    63961 gtgaaaatgg ccgccttcac gctcaaatca ggttgtcgct tgctttaact gcggcgattg
    64021 cgcccgcagg aatggcaata agaagaaagc agataaacat gccgccacag agataaccac
    64081 aaagaaacca ttccaatgcc agatttccat gacgcgagcg atagggtaac ccgataaagc
    64141 cgcccctaaa taggcaaata gcccaacaaa gccggttgca gcgccagcgg catccttatg
    64201 agagcactca gcagcagcca taccaatcag catttgtggc ccgaaaataa agaaaccaat
    64261 cgcaaagaag cagcctgcct gtaagacaaa actgatgctt ggcaacgtcc acagtgatgc
    64321 aactgagagg aagataccaa tagcaaaaat caggttcatc ggcccacgat tgccacggaa
    64381 ccacttatca gaaccccaac ccgcgaccaa tgaaccaata aatccaccca cttcaaataa
    64441 tgaaattgca gagttagcgg tcagcaacga ataacctttc tcttgggtca gatagaggtt
    64501 accccagtca ttaatcgcgg ttcgaacgat ataaaccagc acataggaaa cggctaacaa
    64561 ccaaatatat ttattggtta agacataacg cttcacaatt tctttattag acagcccctg
    64621 gccttcggat tcctggatca gctccatcgc atcattgcgc catttaccca cacttggtag
    64681 gcccatggtg cttggcttat ctcgcagacg ccaacacatc agcaaaccaa tcaccacacc
    64741 tataattccg gggatgatca tcccgtagcg ccagctaaag tgcagagtaa tcaccccgac
    64801 gagcaagggg atcagcgccc cgccaaagtt atgtgaggtg ttccagatag cccaccagcc
    64861 accacgttca gaacgcgagt accaactggt caatatttta gaacatggtg gccagcccca
    64921 accttggaag aacgcattga ggatccacaa ggcgccaagg accaaaagtg atgagctcat
    64981 gccaaacagg atattaataa tccccgtcat gaccaacccg atccccataa aataacgcgg
    65041 atttgagcga tcgctgatca tcccagagac aaatttagag cagccgtaag tgatgtaaaa
    65101 cagcgtgcct aaaatcccga catcagacat gctcagccct agatccgtga gcatagcagg
    65161 cataataaaa ttgaaacttt tacgagtgaa ataaaacgca gcgtagccga tatacatcgt
    65221 ccacattaat tggatacgcc aatacttata ggatgaatca atttgtgttt gatccgttac
    65281 tagcggtacg ttatcgcgac ttttgaggaa aaaccacatc tcgggcctca gggtattttg
    65341 taagtgcaat aatcatcatc tgcatgtgta tgaaaacaca cgggggaatt ctcgctacca
    65401 acgagaatat ttcttagttt ccttttgtag acaaagaaac tgtgggcagg gtcacattta
    65461 agcaagtacc gttatcaacg cttaggctca cattgccccc aaacgcactg acccgtgact
    65521 gaataccccg tagcccatag cctggagtaa ttgaggctaa atcgatacct ttaccattat
    65581 cgctaatcgt tagatatatc tgttggttat cctgccgtgc attaatttca attcggctgg
    65641 cggcaccatg ccgataagca ttggtcaccc cctcctgaca tatacggtaa agcgtaattt
    65701 tcaacgtctc atccatcgga tggtcattga cctgccagtt aagcacaccg agcaccgact
    65761 ggtcttgcgg aatgagttcg cgcatcaatg cagcgatggc ggccgacagc ggcaaattat
    65821 ttaatgccgc tggccataat ttagccaata cgtcatggac accatcataa acccgcaatg
    65881 ccgcagtttc tatcatctct gcactggtca gtaccggttg ctgggtggtc agacgtttaa
    65941 taatactggc ttgggtacgg ataaccgtta cggtttgccc cacttcatca tgtaactcac
    66001 gcgcgacatc gtgccgtgta tgctcctcag aaaccactaa tgctttagcc aactcacggt
    66061 tttcgttcaa ttttatttgt agttgatcgt tcaactcccg ctgtcgttga atgccggatc
    66121 ccaagagcag acctgttaga ctttgtgcca acagtgaaag tagcaagcca cgatgagatt
    66181 caaggggttc aggtgtatta atcaagagca ctacaccatt gagtaacgtg gccgccaacg
    66241 ccccctgcca gccatagcga tatgccataa acacgatggg gatcgccaaa cagaacggta
    66301 caaataagcg taaatctgtt tcagtcactt ggtactgtaa ccagatactg atggcaaata
    66361 gcagtagata ccacaggata tgccgcaacc gcaggttaac cggtttatgt atcaacccag
    66421 gttcaagcgg taaccagatt tgacgtgcca gatagtgcca cagcagcagg caggtaggcg
    66481 cgatggtaaa gccaccaacc aaccctaata agagcgccat tgcgccctgc ccactggcta
    66541 tctgccaccc caacgcctgt attagcgcgg caaccgtgat aacgcccccc tgcattaacg
    66601 gccattgcca ttcgctctca ttttgctgat ggcgcaataa ccacggggag gcaaaaaggg
    66661 ccaataaggt ggtcaataac aacagcggca aggcgaccca caactgatat aaatcatcga
    66721 attgatcggc taatagccac cacaacagga catcacccag taaaatgcca ggccagtaag
    66781 cacgtggact ttgtaataaa atccccatac gcagaccaaa tgggaacaac agcagcgact
    66841 gtaaagcccg atcagctaat tgtgtcccta tagcccacag gcagaaagcc gcagtaaaat
    66901 aaataaagaa taacgccagc agcatcacca agcgctgtat catagattca gtactttctt
    66961 agccagctca acattattgc tgatgcctag cttggcaaat aaattagccc ggtggacatg
    67021 gaccgttttt ggcgatagcc cgagcgactc ggcaatctcg cgtacttcca tgccttcagc
    67081 caacagcact gcgatctctc gctcacggcg ggtcaatgga tcgacagcaa cccgtgccaa
    67141 ttgttgggca atttcaggca tcagatacac cccgccactg cctaccgttc ggacggcaga
    67201 gatcagatct tcgggcttac agcgtttaga aagaaagccg cgtgctccac gctccagcgc
    67261 cgtttctacc aacgcaggac tgtcatgcat agagagcatg atgaccccca tccctgaagg
    67321 taaccctttt aataaatcta atccgttctc atcaggcatg gaaatatcac aaatacagat
    67381 attcgcctgt aagcccggca acccagcacg agcctgcttg gctgagctaa actcaccaac
    67441 aacctggata tcctcctcca gcgagagtag ctgtgcaaaa cccgagcgca caatgtcatg
    67501 atcatcaata aatacaacac ggtaagtcat ggtgtggctc catctggagg gggatcggat
    67561 ttgaaagtat accttagccg tgaaacaaca atgaggaggc acatcaaaaa ttgggccaga
    67621 cttgggtaag cctggccagt tacggctaaa ttgcgggtgt aagatggcga tcaggggcct
    67681 ggcaccagtt atttttagca tcaatcccac catccggtga ggtatagccc atgcacccca
    67741 aaacagaatc aaagagttct gcgtggcgat gtgttttacc tacccgctgt tctacctgta
    67801 gttgttcaaa agcagcaaga tgctctggct gtgccaggaa tttatctgat gcccagacca
    67861 tcaatggcac tcggaattgt tccggaggtg ccatttcacg cggagtacca tggaagtgag
    67921 agttatcact gatagattca ccatgatcgg cagcatagaa taccaacgct tttttatccc
    67981 tcatttggtc aatcacattg gcaataaacg aatctgtgta caacacgctg ttatcaaaag
    68041 cattaatcaa ctgctgttta ctgcaaaact catcaactcc catacattcc ggttgataac
    68101 gggcatagct gcgagggtag cgttgggaat aaagataatg tgagcctttg gtatggagca
    68161 ccactaaatg tttacccacc ggataacgcc ctaacgactc ttttaattca tcaaccagca
    68221 acatgtcatc taccggtttt ccatcgttac gtttctctga tgcaatcagc tcacgaaatg
    68281 agtaattatt ggtgttcacg ttgttgtaga accacatttc actctgcatg gcgaacaact
    68341 cggatgtgaa tcccaacgat ttcatgacag caaaaacgtt ttgttctttc agtgtgcgtt
    68401 gtgcgttatc ttcaacgcca ccttcacgga caaacatgca gcgtagagaa agtttggttg
    68461 aggtatcaca ggactcacca cggaaagcag ctaagttctt ttctttactc agacgagggg
    68521 tagtatcacg tgagtatccc aacaacccca tgtggtccca gcgggtcgtt tcgccgataa
    68581 taaacacgac ataggtatca tcaatacctg cgggggcaac ataagtatga tgttcagcgg
    68641 ggttatacaa taccgccgcg tcatacttct cattatattg ggtataagcg tacaaaccta
    68701 aagcggccaa ccagttagat ggcaaataag agtgagcaac caccccacca taactgggta
    68761 aatccaccgt ttttagctgt tcgtccagag cttgagcttt atccagatag cgcaacggca
    68821 gccaaaccag cgccacaaca gccatcatca acaatacggg tttaatacgt tgcccaggcg
    68881 ttaaacattg ctccagcaac gttaaccgca ggctattctt ccagataagc agcagaggca
    68941 atccactgac caacaccatc caaataataa aatgcagccc gataacttcc ttagaaagat
    69001 cggtatctgt ggtcaagact gaaataacga tgccgtaacc aatcaccaca ttgaaaaatg
    69061 tcatgtaata actggcagcg acagagataa gtaccagcaa cgaggcaacc actcggtaaa
    69121 aaaaccttcc accaagtgag atcaatcgca taacaaaaaa ggtaaacaga ataatcgcga
    69181 tcacttcggt gattgctgat accactttta tcccttggat accctgactg aatgagtcaa
    69241 aacgacgata aaagacagat atattcagga aaataccaat ataaacagcc aacaacaaag
    69301 aaagactttg ctgtgataaa gatttcactc tgtccatata acgctaggtc tccaaagaca
    69361 ctatttacgg cttgaatcaa tcagacagtg aacgccccct caggttcagt atggggccag
    69421 ttagcacgcg gcgaattcta cctataagat ttatcttact caatcttaat aggtcagttc
    69481 gcgcggtaat tcataaccta tagaaataac cctgatccac atctgagaaa atgacgaaaa
    69541 acaggaaaaa caggaaaaac aggaaaaaca ggaaaaacat ccaagttaac cgacaaggta
    69601 gttttatggg gcgagaatgc aaaaatccct aatcgttgga tgtccaactt tcgggattca
    69661 cggcaaaaac tggggattcc attctgctga aaaaccccga tgacccgatc ttgaacggtg
    69721 aggataggca gaagagtaaa atgcccgcgc cagagatggc gcgggtcgag ctcccaagga
    69781 agctattttt atacagggaa gcgggtatct ttacttgctg ccggttctct ccgtcgcgag
    69841 cacgttgcca gcagcctggt tttttgcagg caaattattg aaccggcgca tctatcttgt
    69901 catctatccg ttgcaacata tatggataga acgggttcga tgagatacgc atcagcgaat
    69961 ctagcccaac cactaacaca gcccgctcac cacgagctgc aaaagtcccc agactaatac
    70021 cgtattgatc acgcggatcg gggtaacggc catacagcga gtcgctcatc gggaagggta
    70081 acgccacgtg agataacgag aagatatccg gtggataaac caaccctgtc ggcacagatg
    70141 tttcgttcgt ttcaccagct cgcgtggtta atgccagagt ctcattactt tgcggcgaaa
    70201 cattggtaat cactgttgtg ctgtaattac gcggtcccgg cggtaataag cgcgccaagg
    70261 ccgtataaga tgaagttctc aataatgggc caaaactagc agcgcggttc aaatcgaaca
    70321 atacgacttc gctgccatta ttcggcaggt ggttgtaaag cgcggtgacc actgcccgag
    70381 tacttaccgt tgaatccatc agtgactgga acgtcaggat tggtggcaat tcgtccattt
    70441 tattgtttct ggcatcacgg gcaatatgct gttgaagcac agaggtcaac aaataagact
    70501 gacgcgccgc atttaccggg aacgaattat atttgaaagg gttaaactct ggaacgatcc
    70561 ccaaccaagc ggctttggca aacgctggga agatagcggg ccaaccggca ataccggcaa
    70621 agcgagcaaa actggtcaca ccaatcatcg gggatattaa gataacccga gcaggttttg
    70681 ccagtttagg atcatccatg gagtccagcg tgtacttcat tgccagcgcg ccaccattgg
    70741 agaaaccaac gacatgtaat ggcaaatctg ggccgctaag tgctttggct tcacgtactg
    70801 ccagccgggt tgctgccaac caatcctgcc attcaacatc ggttaacgcg gcgggtaccg
    70861 aaccatgcgc tggcaagcga ataccaatcg caacataacc acgctgacga taattttcag
    70921 caatgtgacg caagctataa ggggtatcgg tcaaaccatg cagtaataca accgcacctt
    70981 ttggctcacc ttcaggttgg agaatataag agcgattcca atcattttta aaatgagggg
    71041 gataaattgc gctaccagaa taataacgat tcagaggaac ctgagtactt ggttccagtt
    71101 tctccgtaac attaattcgg acttcatcga aaatattatt ttcagttttt atgtaatccg
    71161 cccaactggc tttatctatc tctgctgcgc gcatttcatg aggaacgaaa gtgtgccaaa
    71221 gttcaagctt tggaccacgt tgtgtatcgt agatacgtat tgccagtatg gtaatactta
    71281 ttactaccaa taccagtaca atccgtttaa tccatcgctt aatcgctatg gcaggcatgg
    71341 gccgttactc cgtaggtcta taatttctca caattgaggg cagtttatca ccgtctggtc
    71401 acgtcagtac tttaaacgga aatgattatc ttggtatata gtacgttatt aataaaatta
    71461 acatgtagtc gttactgcca aataaacatc gacaaacagc ttaattatcc gttattcctc
    71521 atttcactct gtcccctaaa taatttaagt tgcagaaagg cggcaacgga gcgacaaatt
    71581 gggtcgggaa ccaatttgag cagaatgccg aacagatgtt ggaattgtta aggcaaaata
    71641 cggagctcac aaccctaacc aaccaattaa ccacccacct taaggcgatg gctgttgagt
    71701 tgcaccaaaa attggtactt aacccaccct cactaccgcc acatgcttga aaaaaataaa
    71761 tcgggccgct gataccccat caaccgcccg ttaacatttg ttcccttacg atggcatctc
    71821 actgcttttc gcccgctctt gaataacgca tgaaggggct ttacgtaacc aaatccacca
    71881 cgccagtgtc attaatgcca cccacgccag gccgacatac atcgcaatac gagtcgcagg
    71941 gaagtaacct aacacagcaa taataaaggc cataaagaga atggtaagga taggcgctag
    72001 cggccaaaat ggcacgggga atgccagccg agcgacttgt gctttgctca ttgagcggcg
    72061 catagccact tgtgatacca gaatcattag ccacacccag acggttgcaa aagtggcgat
    72121 cgatgcaata accaagaaca cgtttttcgg gataaggtaa ttcaatacca caccgcacag
    72181 cagcgtaatc gccatcacca agatagtcat atagggcacg ccattacgtg tcaatcgact
    72241 gaagctctta ggggccaatc cttcctgcgc gaggccgtac atcatacggc cagcaccgta
    72301 aatatcactg ttaatcgctg aaattgcagc ggttattacc accaaattaa gaatattagc
    72361 ggcagagttt atgcctaaac tactaaaaat ctccacaaag gggctgccat tttgcccaat
    72421 actattccac ggatagatag ccatcaggac aaacagggtc aaaacataga acaatagaat
    72481 acgtattggc actgtattga tggctcgtgg taataccttt cccggatcct tcgcttcact
    72541 ggccgtcacc ccaataattt caattccccc aaaagcaaac atcactacag caaatgatgc
    72601 aatcaccccc gtgatcccat ttggcataaa cccttgatga gcccataaat tactgacgcc
    72661 tgtgctgtca tgccccgccc cgaaaccaaa catcataatg cccaaacctg cggcaatcat
    72721 ggcgataatg gcagccactt ttagcaacga gagccagaac tccatttcac caaagacttt
    72781 cactgaacat agattcagcg caccgataaa gaaaatgata cttagcaccc atacccattg
    72841 gggcgcatca ggaaaccaca gccccatata aataccaaaa gcggtaacat cagccagtgc
    72901 cacaacaacc atttcaaagg tataggtcca gcccgtcagg aaccccgcca atggccccag
    72961 ataacggctg gcatagtgac caaaagagcc ggccacgggg tcatgtacgg ccatttcgcc
    73021 caaggctcgc atcaccataa agactgccgc accgccaatc aaattgtcaa cgacggatga
    73081 aaagtgatcc acttatatct ccaccaacgg cccaatattg atccaccgtt ttactcagga
    73141 ttagcttctg ctataacccc ggcctttcgt ttctgtctga gtcgatagct ttctcctttg
    73201 atttgaacga catgtgagtg gtgtaagata cggtccagca tcgctgaggt cagtgctgca
    73261 tcaccggcga acgtttgatc ccactgcccg aacggcagat tggatgtcag gatcattgcg
    73321 ctcttttcgt aacgtttagc gatgacctgg aagaacagct ttgcttcttc ctgactgaac
    73381 ggcagatagc ctatttcatc aatgatgagc aggcgggggg ccattactcc acgctgaagc
    73441 gtcgttttat aacggccctg acgttgtgcc gtagataact gaagtaacag atctgctgct
    73501 gttgtgaagc gaactttgat acctgcacgg actgcttcat agcccatcgc tattgccaga
    73561 tgggttttcc ccacacctga tggccccagt aatacgatat tttcattacg ttctatgaag
    73621 ctgagtgagc gtaacgactg gagttgcttc tgcggtgctc cggtggcgaa tgtgaagtca
    73681 tactcttcga acgttttcac cgccgggaag gctgccattc gggtatacat cgcctgttta
    73741 cgttgatgac gtgccagttt ttcttcatga agcagatgct ccaggaagtc catataactc
    73801 cattcctggt ctactgcctg ttgtgacagc gcaggcgctg cgcttataag gctttccagt
    73861 tgcaactgcc cggcgagcgc catcagtcgt tgatgttgca gttccatcat cacgccactc
    73921 ctctgcagaa tgagtcgtag atggagagtg gatgatgcag ggggtgtttg tcgaagttca
    73981 ccagattttc atcaagatgc acgtcatact cttttttctc cggaggcagt gccagcatgg
    74041 actgctgctc ttcgagccag cgatcgcagg gacgggcctg gattgtttca tgctttcgtt
    74101 ggttagcgac atcgtgcagc cagcgcagac cgtggcggtt ggctgtttca acatcgacag
    74161 tgatccccat cgggcgcagg cgagtcatta gtgggatgta aaaactgtta cgggtgtact
    74221 gcaccatccg ttccacctta cctttagtct gtgccctgaa ggggcgacac agtcggggag
    74281 agaagcccat ctccttgccg aactgccaca gcgaaggatg gaaccggtgc tgaccggtct
    74341 gatatgcgtc acgttgcaga accacagttt tcatattgtc atacaacact tcgcgcggca
    74401 caccaccaaa gaagcggaac gcattacgat ggcaggtctc cagcgtgtca taacgcatat
    74461 tgtcagtgaa ttcgatgtac agcattcggc tgtatccgag aacagcaacg aacacgtgaa
    74521 gcggtgagcg accattacgc atagtgcccc agtcaacctg catctgtcgt ccgggttcag
    74581 tttcgaaccg aacggcaggc tcctgctcct gaggaaccga gagagaacga atgaatgccc
    74641 tgagaatggt cattccgcca cgatatccct ggtctctgat ctcgcgagcg attaccgttg
    74701 ccgggatttt gtaaggatga gcatcggcga tgcgttgacg aatataatcc cggtattcat
    74761 ccaggagtga agcaacagca ggtcgcggcg tatattttgg cggctcagat tttgcctgca
    74821 aataacgttt aacggtattg cgggagatcc ccagttctct ggcaatcgcc cggctactca
    74881 ttccctgctt gtgcaggatt ttaatttcca taactgtctc aaaagtgacc ataaactctc
    74941 ctgaatcagg agagcagatt accccctgga tctgatttca ggcgttgggt gtggatcact
    75001 attgcaccgt tcgttacacc actgatttcg gatgtaaaat tacgagccaa tagattatcg
    75061 gatgcccggc caccatcggc cctataggag cgatattttt tccgccgaat gaggctgagt
    75121 aacccgtgct gattcatcag ttttcgcacc gttttgtgat tcagtgtgaa cccttctttt
    75181 ctcagtgcga ccgtcatccg gcgataaccg tagcgctgtg cgtgtcgtct gcttagggcg
    75241 ccaatcgctt ttaccgcatc tgcatagtca tcaattacac cgtccggttt cgatgcatga
    75301 taatagtatg tactgcgtgc caattttgcg gcacacagta ggcaagaaag tcgatgttct
    75361 gctgtcagtg cttgaactat tctggttttt tctgctgctc cctgagtgcc ttttcttctc
    75421 tcagggcttt ccgctttttt agataagcgt tttccgcgcg cagatactca agttctttct
    75481 ctagctccgc atgcgtcatc tcgctgaacg gttttgaatc gtgctcatat ttatcttttg
    75541 gcatagtagg acccgttttc gatgggttaa gcgcttcttt tcctccctct cgataacgtt
    75601 tcatccagtt ttggataatc gtctcgttgg gaatgttaaa atgagcagaa gcatcggcag
    75661 cgctacatct gtttgccatc atatagcgga caacgcaaag cctgaattct ggagtataag
    75721 ttctggaaag atggtgctcc agtccagcct caccttgacg gcgaaaagct cggatccaac
    75781 gcgtaagagg ggatttgcca acactgaatt gacgtgcggt ttcccgcaga gtggcctttc
    75841 ctgaaaggta atgttgaacc gccgctaggc gggttgaaaa agggtgtttc attgaaccga
    75901 acctccagac catggataaa aagatccaag atctggggtt cagtgcactt atggccccct
    75961 tggcggttgg ttcatcggag gccaggtgag ccgtaaagcc ataacaaccg aacccgatca
    76021 ccgactcaaa tcaccgaacc cgatcaccta acccgatcca aaccaccaag atcaaaccaa
    76081 aacgctaaca aagctccaat tgaacctcat gctgctcaat gattttcatc acactggctg
    76141 gtggctgttg atcggtaaac agataatcga tcagattcat gttccctaaa ttcaccatcg
    76201 cgttacggcc aaatttagaa tggtcggtta ccaacatcac acaacgggag ttctcaataa
    76261 tcgctcgctt ggtgcgcact tcatggtaat caaactccag taatgaaccg tccatatcaa
    76321 taccactgat accgaggatg ccgtaatcaa gacggaattg agaaataaaa tccagggtcg
    76381 cttcgccaat aatcccacca tcgcgagtgc ggacctcgcc tcccgccaga ataaggcgaa
    76441 agtcttcttt ggcggtcagc aatgtggcaa cgttcagatt gttggtgacc actcgcagac
    76501 ctttatgatt catcagcgca tgagcgaccg cttcgggtgt ggtgccaata tcaataaata
    76561 gcgtggcacc atctgggatc tggctagcaa cgcgttgggc gatccgcgcc ttttcttccg
    76621 accacatcac tttacgatcg ttataagccg cgttgaccga actggacggt agcgccgccc
    76681 caccatgatg acgatgaatt ttgttttgat cggccagctc atttaagtca cgccgaatgg
    76741 tttgcgggct aacggcaaaa tgttccacta actcttcagt gctgacataa ccttgtaggc
    76801 gtaccagctc aataatcgca tcatgccgct gcgtttgctt cacgataatc ccctaatgcg
    76861 cctggttggc caggcagtta ttgtacggtt ctcgcgctgt tgcgcgtatc ccaaaatgcc
    76921 attagtagcc caataattaa accagaaaca tgagctgcat tggcaatcga caagcctaaa
    76981 atatcgaaat acccggctat cagccagagc acagaaaaag ccatcaagcc acggggcagt
    77041 gagataccac gctcgggtgc gcgttcaccg gtcagccaga catagcccat taaggcgtaa
    77101 accacacctg atagaccacc aaagttggca ccgctgaaga gtgattgccc ccagccactg
    77161 aagacggctg agacgatagt taataccagc aatttgctgg tgccaagccg tttttccatc
    77221 tgcccgccca gataccacca ccacatcagg ttaaacagga tgtgcagcag tgaaaagtgc
    77281 aagaaggcat ggctgaccca acgccagatt tgtagatact ggctgctgtt atagggccat
    77341 gccagccagg acattaccgc catatccccc gtaatgagca tcagaatata gatggcaata
    77401 cacaacacca tcacgcttag cgttaacggc ccagcctggc tgcgtaatgt ttggaggtaa
    77461 gaaaaacgct gatagggcag atttgaattc acattcccag cttgccaact ggcggcctga
    77521 tagcgtggat taagtggatc cagtagaaat tgctccaact catgttggac ggcagaaagt
    77581 tgctcatcat cggccaacca gatttcaacg ccttgagcgt ctggccggat ttctaatgcc
    77641 acatggtggg tggccatata atccacaaag gcctgcgcca gacgtaggtt agagattact
    77701 atcactcgag tcatattatt ttatttaccg tctaacgaga ttcactggtt atgtcttgcg
    77761 gatagcttct ggcccaggct tcaaaaccgc catcaatact gtaaaccaca tcaaagcctt
    77821 gttgcagtaa gtattgagcg gcacctttgc tgctattacc gtgatagcac atcaccatca
    77881 cgggttgatc aaaatccgtt tgctgcataa aagtgtgcag gctgctgttg gtcagatgga
    77941 aggcgcccgg tgcatgaccg gcttcgtaac tttgtggatc gcggatatcg accaatgcgg
    78001 ttttaccctc tttccaacgg agataagcct gctcaacact gattgcttca aattgttcca
    78061 tactgctgat gacccttaat gacgattgaa tacgcaagag cgccattgta atcaatttat
    78121 cgtcaataaa gatccatatt atcgccaata aagacccata aaacaaagtg gttattaatc
    78181 ggttgccagc ctttcagaga ggcctccgcg acgaataaga gattacggtt taccagaatg
    78241 acacattatc attgataaaa agttgtgttg gtaaaccgta tcgtggataa atttttctca
    78301 gggcgattta tcagccatct ctggctttat acaagaatgg tcttatttta atcgactgat
    78361 tgttaaactt atttaaactg tcgcctggtc cgagccaccc tctcatggtc atatcatcaa
    78421 acacgtgtgc gcccgttaga catatcccat catctgcaat aaacgttggg cttgttgtac
    78481 ggcttcctgc cggtgagcga cgcccaattt ttgatacaaa ttacggatat gcgtttttat
    78541 cgtggtggcc gcgacatcca gttcattggc tatttgatca ttactgtagc cagaatagat
    78601 cagtcccaat acttgccatt cccgttgtgt taacgggctg gtccggatga gttcgggaac
    78661 ttgtggatga gtgagcaatt tatcaacaaa aatttcgtcg aaatgcgcga atttatgccg
    78721 atggtgctgg ttaatatcct tcaaaatacg ctgcgcgcgg tgttgttcta attcaggtaa
    78781 ggcattgagt tggatcagtt ggcgcagttg ttgcgccatg gcttcacctt caatcacaaa
    78841 atgactgata aaaccggtac ggttggctaa ggtcagtgat tcaatcagcg ctttctgtgc
    78901 ctcacctttg cgttctgtct gccaataaag cgtgttgctt aacagcaagt tacggtttaa
    78961 gtcactggtc aggcgtaagc ggcgagcatt ctcattgagt tcatctaaga ccacttcagc
    79021 ttcatcaaaa cggcccagta ttatctgtac tctggcaata ttgcgccact ggccctgcaa
    79081 gaagtggtta tccgccatgc ccggtttttc tgtctggcgt agccagcttg ccgcggccac
    79141 cttatccccg gtcatctgcc aatggatcac ccgtggttta tccgcattgg ttatccaatc
    79201 aaggtgatac tggctaccat gttgcagggc ttcacagcgc tgaatataca cgttggcgtt
    79261 atccagatcg ccacgggcca gtgaacactt cgccagcatc gccagacact gtaattgctg
    79321 ttgtggctga tagttagcca gaatctcgac ccctttacgg gccgcttctt ctgcctcatc
    79381 cagccgtgac catgaccata atacctggga gcggatccgc agcaggaact catgcattgg
    79441 cagttgctca agatgctgtt cacgtattaa ttcgaaggct ttctcttggg tctcataagc
    79501 ggcttgcagg aacccctgag caatcaggat ttcactttgt tgcagtaatg cccataaggc
    79561 gtagtgatag gcttcatggc ggcgggccat ttgttcggtt tgctgcatca tcggtagggc
    79621 gcgggccagt tcccctttac aatgatggac ttcgccagtc acggaggtgg cgacaattcg
    79681 gctgtaatag tgcgccattg gcagatattt tagcgcatcg gtcgccaatt tttccgcttc
    79741 atccggctta cccgcgttga tagccacctg agcgcgcaac gcaccaaact cagcgcgtaa
    79801 gatttcatct accgggatct tacgttcttg catggctaat tctgcctgct caagcagagt
    79861 attcacttca ctgtagcggt gctgactttg tgccagccag gcttgtagta aggccagttc
    79921 cgggttctgg actaagagcg gatacggtag ggccgtcagg cactgttcca acaacgccaa
    79981 ttcgctgtgg tggaataacg accaggcatg ttgcaacaag atatcgcgta gcatgccgac
    80041 gtcaccggcg gctaaagcgt ggtggatagc ctccgccgga tagccaagtg ccatccagcc
    80101 ctctgccgcc gcgtgatgta attccggcag ttccaaggct aattcccact ggcaacgctg
    80161 gcgtaggaag gtggcaaata agggatggaa acagaaccat tcagcactgt catccatacg
    80221 atgaataaac aaaccctgac gttccagctc ttccaacagt tgttgcccgt tgtcttcacc
    80281 ggtcaggcga acaatcaggg catcgttcat cgagcgtaat acagagcaac gcagtagaaa
    80341 agcacgggcc ttactatcta cctgatccag gacttcatcg accagataat ccgacagatg
    80401 gctggcattg agaccagcca ggcgcttagc cgatttttgt gctgaggaat tgggttggcg
    80461 tgatgacaag gcaatcagtt gcagtgcggt tacccaacct tcgacttcat cacacaggcg
    80521 gctactgtca ccttgctcca gtggcgaaga cagtcggcat tcaaagaatt gctgcgcctc
    80581 gtgatgattg aacgccagtt gctgcatccc cagttccagc agttgatcac gcactcgcag
    80641 gttagcaata cccagcgatg gcaaggtccg ggagagtatg atcagcgtca ggttttccgg
    80701 ctggtggcgc aagaaaaaac gcatcgcttc atggatagcg tcattggtaa tcagatgata
    80761 gtcatcgatg accagataaa gggggccgtc ccaattggac agctcaataa ataattgcga
    80821 gaacaacgcc gagagattgg catattgatg tttttgactg agtgcttcac ttttgctgca
    80881 atgtccacca gtcgctaatt gtatggccgc gatcagatag gtggcaaagc gttctgattg
    80941 gttatcgctt tcatccagag aataccaacc gaggttggat tgatcggctg cccactgggc
    81001 gatgagcgtc gttttaccgt accctgccgg acagttaatt aacgtcagcc gatagttagc
    81061 ggcactggat aatttaacca gcaggcggtc acgtactacg gtattttgca gccgtaccgg
    81121 gcggctcagt ttggatggaa tcagcattct gtgtccgctg gaaaagatat ttggttagaa
    81181 aaatccccaa gggttaacgt atcaatatgt cggaaaaagt gacaggcatt cataagagta
    81241 attattttta gccccgtaat taatcatcac tgctaaggtc tgataatggt tgtattaatg
    81301 caatagcgtt aatgtttcct atggctgtaa gttgctacgg atcacaattt tagctacgcc
    81361 ctgcggctcc tccccagcta atccctcatc gggatgatgc tcttgccagt actcattggc
    81421 aggatacggg taaaattacc cattcacagg atagagacct ccctatgtca cagcctatgc
    81481 ttaaaaagga cgattttctg gccgccctga ctcgccagtg gcagcgcttt ggcttaacct
    81541 ccgctcagca aatgaccccg tatcaatggt gggaagctgt cagcgctgcg ttagccgaac
    81601 agttatctgc tcagcccgca ccgagcaaac caaaaaatgt acaacgccat gtcaactaca
    81661 tttcgatgga gtttttaatt ggtcgtttga cagctaataa cctaattaat ctgggttggt
    81721 atgacacggt ggacgcgctg ttagcggagc agcaggttaa gctgagtgat ttgttagagc
    81781 aagaaacgac ccagcattgg gcaacggggg cttagggcgt ttggcggctt gttttcttga
    81841 ctcaatggca accgttgagc aaccggcaac gggctatggg ctgaattatc aatatggcct
    81901 gttccgccag tctttccgtg aatgtaaaca gcaagaagcg ccggataatt ggcagcggga
    81961 gagttacccg tggtttcgcc acaatgcggc attggccgtt gatgtggggt ttggcggtaa
    82021 tctggtcaag caagccgatg gccgccaatt atggcgtccg gcctttacct tgcgcggtga
    82081 agcgtgggat ttaccggtgt tgggtttccg taacggcgtg acacaaccgc tacgtttgtg
    82141 gcaggcgacg caccagcatc cgtttgattt aacccttttt aacgatggca aattcttgct
    82201 ggcggaacaa aatggtgttg aagcagaaaa actgaccaaa gtactgtacc cgaatgataa
    82261 ccatctggcc ggcaaacgcc tgcgcctgat gcagcaatat ttccagtgtg cctgttcggt
    82321 cgccgatatc ttgcggaagc accatttggc gggccgtaaa ctggctgaac tgccggacta
    82381 tgaagttatt cagctcaacg atacccaccc aacaatcgct atcccggaaa tgctgcgggt
    82441 cctgctggat gagcatcaac tcagttggga tgccgcttgg gcgattacca gcaaaacatt
    82501 cgcttatacc aatcatacgt tgatgccaga agcccttgaa tgctgggatg aaaaactggt
    82561 acgcagtttg ttgccacgcc attttgtcat catcaagcag atcaatgcgc agtttaaaaa
    82621 gctggtgaac aaacagtggc caggtaatga cgaggtgtgg gccaaactgg cggtacatca
    82681 taataaacag gtgcggatgg cgaatctgtg tgtggtcagc ggctttgctg tcaacggcgt
    82741 cgcccagttg cattcggatc tcattatcaa agatctgttc cctgagtatt accaattgtg
    82801 gccaaataaa ttccacaatg taacccggca ctctctggtt tgattgatga caccttgaag
    82861 gtggaatggg ccaacgatct ggatgttttg caagacttgg aaccctacgc tgaggatccg
    82921 gctttccgtc agcgttatca gcagattaag tatgataaca aggttaaatt agcgcattac
    82981 gtcaagcgcg ttatggggct ggttatcaat cccgacgcta tttttgacgt acagattaaa
    83041 cggctacatg aatataaacg tcagcatttg aatttgttgc atatcttgtc gttgtatcgc
    83101 cagatccgtg acaacccggc actggatatc gcaccacggg tgttcctgtt tggtgccaaa
    83161 gctgcaccag gctattattt agccaagaat attatttatg cgattaatca ggttgccgac
    83221 aagatcaaca atgatccgat cgttaaagat cgtctgaaag tggtgtttat ccccgactat
    83281 cgtgtttctg tcgccgaatt gatgatcccc gcagcagatg tatctgaaca gatatccaca
    83341 gcaggcaaag aagcctcggg taccggcaac atgaaaatgg cgctaaatgg ggcgttgacg
    83401 gtcgggacgc tggacggtgc taacgttgaa atcgccgaac aagtgggcga tgagaatatc
    83461 tttatctttg gtcacacggt tgatcaagtg aaagccattc tggcgaaggg gtatcagcca
    83521 aagaaatacg tgaaagcaga cccacatctg aaaagtattc tggatgaatt ggccagtggt
    83581 gcgttcagtc agggtgataa gcaggcattt gacatgatgt tgcacagctt attagagggg
    83641 ggcgaccctt atctggtatt ggctgacttt gcctcctact gccaggcgca gaaacaaatt
    83701 gatgcgctgt accgtgataa ggatgagtgg acccgccgtg ccattcttaa caccgcccga
    83761 gtcgggatgt tcagctctga ccgttctatt cgcgattatc aacagcgaat ttggcaagcc
    83821 aaacgttaag gagaagactg catggatcgt aaatcgctcg atcaagcagc aacactggca
    83881 gggatagctg ccagttacat taatgcgcat ggtaaaccgc aggcgacgtt agcggaaacc
    83941 aaagagcagt tgttggcggc catggggcgt tctcttggtg ctcatgacac tcagacagcg
    84001 aatacccctt tgccggtcgt taaagtgttt acgtttggta gcccgatgca attgccaatg
    84061 gccggttctg gcgattatca ctggcagtta cagactgaga acggtgagct gcatcagggg
    84121 cgtatcagtg cgaaaaaaac gctgacattg ccggcctctt tgccgctggg ttatcaccgt
    84181 ttgatattgg aacaagattt acagcagtgg cagtgttcaa tcatcgtggc accgaaacgc
    84241 tgctatgagc ctgatgcttt gctgcaggga aaaaaactgt ggggggcttg cgtacaactg
    84301 tataccctgc gttccgagca taattggggt atcggtgact ttggtgattt aaagcagatg
    84361 ttagagcagg tcggtgagcg tggtgggtcc tttatcggtt taaaccctat ccatgcgtta
    84421 tatccggcca acccgcatag tgctagccct tacagcccgt catcccggcg ctggttgaat
    84481 gtgatttata tcgacatcaa tagggtcgag gagtttcagc aaagtgaagc cgcgcagcgt
    84541 tggtggcatc aagctgagac gcaacaggcg ttggcaaaaa gtcgggagag cgagtgggtt
    84601 gattacccgt tagttatgca gcttaaattg acggctttgc gcttatcctt cccactgttt
    84661 actgcccgta aagccaaaga tgcacaggtg caggcatttc ggcactttgt tgaacaaggc
    84721 gggagcagtt tacatcagca ggccgtattt gatgccctac atgcgcattt aagtgagcat
    84781 gatccgatga tgtggggctg gccagtgtgg ccagagaagt accgtgatgg tcatagtagt
    84841 gcggtggctg atttttgtcg cgaacacgct gacgaggtga cgttctatct gtggttacag
    84901 tggttggcag ccagtcaatt tgatgactgc ttccaatcca gccaacagcg gaaaatgccg
    84961 attggtctgt atcgtgattt ggcggttggg gttgctgaag gtggcgctga aacctggtgt
    85021 gaccgcgagt tatattgcct gaaagcatca gtaggtgccc cgccagatat cttggggcca
    85081 ttaggccaga actgggggct accgccgatg gaccctcatg taatggtcgc gcgcgcgtat
    85141 cagcctttta ttgatttact gcgtgccaat atgaccagtt gtggcgcatt gcgcatcgac
    85201 catgtcatgg cattattgcg tctgtggtgg atcccctacg ggcataccgc cgatcagggg
    85261 gcttatgtaa aatacccagt ggatgatttg ctggcggtat tagcgctgga gagtcagcgc
    85321 caccattgca tggtgattgg tgaagattta ggcacggtac cggtagagat tgtgggcaag
    85381 ttacgtgata gcggggtgta ttcctacaag gtgctctatt ttgagcatga cagtgagaat
    85441 atcttccgtg cgccacagtc ttacccggtg caggcgatgg cgaccattac gacccatgat
    85501 ttgccgacac tgcgcggtta ctggcaagct gatgatctga ctttggggaa taagctgggg
    85561 ttatatccgg atcaacagat tttgaagcag ctctatcttg acagagagcg agccaaacaa
    85621 gggttattag aagggttaca tcgttacgat tgtgtgccga aaaaagtggg ccacaaagcg
    85681 gcactgttat cgatgagccc agtactgaac cgtggtttgc agcgctatgt tgcggatagc
    85741 gccagtgcat tgctggggtt acaaccagaa gattggttgg atatggcagc accagtgaat
    85801 atccccggta ccactgacga gtaccctaac tggcggcgta aattgtcagc gtctctggaa
    85861 gagatatttg ccgatagcca gattaatcgt ttattgaaag atttggataa gcggcgcaaa
    85921 aacgtttcgg ttgggtaatc agtgattcgg gtgagtgagc gcgggtaatg ctgttgtagc
    85981 gccaggtaag aaagagatga cccaacgtca ttggtgttac agcaaggcag caagcaaacg
    86041 aagcccgatg agcctattta tataaggtca acgacaagtc agtgattcgg gtgagtgagc
    86101 gcgggtcatg tcgctgtagc gccaggtaag aaagagatga cccaaagtca ttggtgttac
    86161 agcaaggcgg caagcaagca aagcccgatg agcttacata agtaagtgat tcgggtgagt
    86221 gagcgcaggt aacgccgctg tagcgccaat gacaaagggt aattaattag taataagagt
    86281 gctcgccacg ctgatgctcg gttaaatctc ttaccccttt caattctggg aatttctgca
    86341 acaactcctt ctcgatgcct tctttcaaag tgacatcgac catagagcaa ccgttacaac
    86401 cgccgccgaa ttgcaggata gccaacccct ctggtgtgat ttccatcagt gtcactcggc
    86461 caccgtggcc agccaattgt gggttaatct gcgattgcag aacatactca acccgttcca
    86521 tcagtggcgc gctatcgtct actttacgca ttttagcgtt cggtgctttc aaggttaact
    86581 gagagccgag ctggtcagtg acgaaatcta tttcagcgtc ttgtagataa ggtacgctca
    86641 gttcatcaac ataggctgat aattgctcga atttcagttc ggtatctgtt gcttcaaccg
    86701 catccggtgg gcaataggaa acaccgcatt cagcagttgg tgtccctgga ttgataacaa
    86761 atacacgaat ttgggtgcct tcttcttgat ttgccaacag tttggcaaaa tgagattgtg
    86821 ctgcgtctgt tattgtgatc atggcatctg ctcaatagtt gactactctt gtcggttata
    86881 atacgcccat tgctagggtg actacaaggt tcggcagaca ctccagattt gtaatgaggc
    86941 aataccctga gcccatagca gatgggcaat ttcatttagt gtactaccgg tggtgacaac
    87001 atcatccagc agggcaatgt gttgcccccg tactgactca gcacaacgaa aaattccgcg
    87061 cacgttcttt cgccgctgtg ccgccgtcag ctgctgttgc ggcggcgttg cgtgtatacg
    87121 ctgtagcgtc agtggggtgt aatcgcaacc aagccagtgt gccagtggac gagccaggag
    87181 atccgtttgg ttgtatccgc gccgccagca gcgccaatga tgcaggggca cactgacgat
    87241 ccgttgtggc ttgatggcct tatcactctt acggcattgg gtctcccgcc agtgccgtaa
    87301 ccatcgtaat aataatagac gagccaatac gggggccagt tggggggctc cgccaaattt
    87361 gagctgttta atcaacccgc tcagtggtgg ggcataatca cccacgaacg tcatatggtg
    87421 ccagcgcggt ggggcaatca gacagcggcc acagcgcagg aatgtactgg tggaaggtaa
    87481 accgcagcag gggcagcagg gaggtaacac cggtagatga cgctggcagt aacaacaaat
    87541 accgtgtcga ttgtgataca aaggctgctg gcatagccaa cactggctaa cggttgttag
    87601 cataggtatc ttccttgatt ttagtgccct tttagtgagc taaatcacct gacagggctg
    87661 ttattcttat ggcaacagga tattactgta tgaagcagct ttattggtac acctgcggtg
    87721 aaggcgattg cgatcttgtg ttgttgcacg gatgggggct gaatagcggg gtatggcatt
    87781 gcattattga tcgacttgcg ccgcattttc gtctgcattt ggtggacctg ccgggttatg
    87841 ggcgcagcca agattatggt gcgatgtcac tggctgacat ggccgagaga gtggcacagc
    87901 aagcgccgaa acaggcattg tggcttgggt ggtcaatggg gggattggtc gctagccaaa
    87961 tagccctgag ccagccagag tgtgtcaggg ggctgatcac cgtctcctct tctccctgct
    88021 ttaccgcgcg tgatgaatgg ccgggtatca agccagaagt gctggcaggt tttcaacatc
    88081 agctaagtga tgattttcat cggacagtag aacgcttttt ggccttgcaa accttaggga
    88141 ctgaaagttc gcgtcaggat gcccgtttgc taaaatctgt cgtgctacag catcaaatgc
    88201 ccgatgttga ggtattgacc ggggggttgg cgatcttgcg cacggcggat ctacgtacag
    88261 cactggctgg ttttacgctg ccttttatgc gcgtttacgg tcatctggac agtttggtcc
    88321 cacgtaaagt ggcatcgcta ttagacagcg cctggccgca aacccagtcg gtggtcatgc
    88381 aaggggctgc tcatgccccc tttatttctc accccaatga tttcgccaaa ttaatcctga
    88441 attttgctga agaaaacaaa aaataatggc gttagcttct tattttctct ctctattttt
    88501 actgcccagc ctatattggt tgggtaaaat ggttgtgtaa aagaaaatta tttaagttat
    88561 taaatggata aatattgaat ctgtttaata attagaaagg ttaaagcgga ggttatccaa
    88621 tacgaggtgt ttcatatgaa actattgaaa aatatggctg ttgctttggt gatcagtggt
    88681 ctctctttcg ccgctattgc tgccaaggaa attactaaac aagaagcaga agccaataat
    88741 tacgagaaga taggtacggt cagtaccaca ggcgaggcaa cgtcgccaat ggacgttaaa
    88801 aaagcgctgt caaaactggc agacgaaaag ggcggtaaat attatgtgat tatcgccgaa
    88861 cgtgagaagg ggaagtttga tgctgacgcc gaggtttata agtaattatt tatcgataat
    88921 tatttataaa tcagtgttta taagtaaatg tttataggta agtgtttata aaaaatggct
    88981 tatcaatgtt ggcttgtaaa taatacggaa tcaacatatt gagatgccca tatgggcatc
    89041 tcttattggt gtgcgtgagg ttcttttaac tgatagatca cagtattaca gtgctgatgg
    89101 ccttcgggac agcttttgca actgcctgtc aggcagccgc tatgatccaa ctcaatacgt
    89161 tctatcttcc ccatggcggt taacttctcc agcatggcgt tgaccaaggg caacggtatt
    89221 gccaactgcc ggcttagctg gctggcttca gcgctgccgt tgagggcaat cgcatcacgt
    89281 agttgcagta ggctggccat cgttccccct ctttttacgg ctggctaatg ggtgatcaat
    89341 ggcagttgct gccactactt cggcagcaat tagcaggttc actgttttgt aatctgacgg
    89401 tgacccggct acgggcacgg cgtaaaccaa ataagatcaa cgcattaacc acaatgacta
    89461 acacaataat actcaggctc tcctgtggat gatcgcggaa ggtggccgcc tgatagaaca
    89521 gggttgccaa cgagtaggcc acattcaacc cccacaatat ggagaaggtc atccagccac
    89581 ggctggtttc gcgcgctatc gcccccatca cggagacaca aggcacatac agcagcacga
    89641 aaatcaggta gctataggca gagatactag aaccgaactt actgctcatc atgcccattg
    89701 aaccggtagt catctcgccg tcacctttac tggcttcaat ggggttagca agcacgctaa
    89761 gactaaaggt gtcctttaag ccctgccagg tttcatcaac ggcacctgct aactcatcca
    89821 gtaaattaaa gttttctgca tcaaagggat cattgttaat ttgctcggcg gtataaaggg
    89881 tatttaacgt ccctaccacg acttcttttg ccatggctcc agtgactagc ccgacggtcg
    89941 cctgccagtt atcggcatgg atacccatgg gcatcagcaa tggcgtaagc actttactga
    90001 ctgaggccaa ggctgagtca ttgatactgt ccacgggttt gccgttgaaa gagaaactat
    90061 tcaggccgcc aatgaagata ctggcaatta caatcacttt cccggcccgt agcacaaaac
    90121 cttttaatcg ttgccaggtt tgtaataaca aactctttag gtgtggcaca tgataaaccg
    90181 gcagctccat cacgaacggc gaggcttcac cacgcataat ggtgtatttc agaaccagac
    90241 cggtgagaat ggcgaccgca atccctaaca gatagagtga gaagacgata ctcgctccgt
    90301 cctgcccgaa gaatgctgcg gcgaagaccg caaaaatagc caatcgcgca ccacaggaca
    90361 taaacggggc catcatgatg gtgattaacc gctcgcgttg ggcatctaag gtacgtgccc
    90421 ccatgattga ggggacattg cagccgaaac cgacaatcag cggtacaaag gatttaccag
    90481 gcaatcccag tgcttgcatt aagcggtcca tcacaaacgc ggcgcgggcc atatagcccg
    90541 agtcctccag aaatgagaga aacagataca tcatgccgat ctgtggcact aatggcagta
    90601 cggtgttaat cccaccgcca acaccctgtg cgaggaaaat agtcagccat ggtgggaagt
    90661 gcaacgtatg gcctacccat tgcaaaccct ggataaagat agcggcagaa ccgatatcaa
    90721 agatgggttg cagcgctccg ccaatattga ttgccaatac aaacatcaaa tacatcacaa
    90781 acaggaatat tggtacccct aaccaacggt taaggatcac gctatccagc gcttgtgtca
    90841 ggcggttagg ctctgcctgc tgtgaattac ccacggcctc acacaggtga gcaatgcttt
    90901 gataacgggc atccgcgata atcagcgccg gatcttcgtg ctgttgttca cgtagctgtt
    90961 ggcgggcttg ttcaaccatt gagggcgcga cacccgcccg gttcaggctg tagatgtccc
    91021 cttccaaaat ttgcagtgct aaccagcggc gttgctgcat gggtaaggcg tcggacatcg
    91081 cggcgaccag tttatccact tcacttagca gaatgggggg atagctcacc agcgtacggc
    91141 aagtggcggg ttgaaactga tcaatactgt tttttaattc atcgatacca cgcccacggg
    91201 tcgataccaa tggaatgacc gggcaaccca gttttttaga taatgtgttg atatcaattt
    91261 cgatatgctg gctttcggcg atatccagca tattcagcgc cacgatgcac gggataccta
    91321 actccaacag ttgcagtgtc aggtagagat tgcgctccag gttgacagca tcaatcacgt
    91381 tgatcagtag gtcagcttcg ccactcaaaa tatagtgaca ggcaatttgc tcatccagcg
    91441 acgtttgctc agaaatggtg gtcagagagt aagtccctgg caggtcaact aatgtcacct
    91501 gatgttgggc ggtgttgaag tggccttctt tgcgttccac cgtgaccccg gcccagttac
    91561 ccacccgctg acgggcgccg gttaactggt taaacagcgt ggttttaccc gcattcgggt
    91621 tgccgataag gccgatagtg agtgctttca tgatccaacg tgatatcaat aaattaaaat
    91681 caaactgcgc gaggctattt tttcaaaccg tagcgcagat agaaataggg cgcagacctg
    91741 agttattggg gttgcaggtc caaggtgagc aggtctaagt cttttttgcg taccaccagg
    91801 ctgacccgac gggtttctat ctgaatggga tcacctaacg gcgcaaggcg aacaacatta
    91861 aacgaggagc caggcagcat acccaatgac aagagttttt gccggtaagc tgggctgatt
    91921 tcaggagaaa aaccaatgat tttgtaggat cgttggggga taagatgcat ataagcctct
    91981 tgaaattttg gataaattac cgttatcggt gtaccaaaca ttcagccaaa acgagcaaat
    92041 taaaagataa tgatttaaat aataatactg agaattattt tcatgctcaa ttaaataaag
    92101 ccttccaata gtaaccactt attacagtat tatttctcta gttaatgtct tatttctgta
    92161 actaatgagt atggttccta tttatctctt gttttaccat caaattaccg agatcgcaaa
    92221 tgagaatgat gtactaaatc agttaatgaa tctttctgta attctatgct gaaattgaaa
    92281 ataccgatga gtaacattat tgaatcacac tggttttaat caggtaacat ttgagtttta
    92341 attaacgtat agaatgctat cgtaattatt tataaactaa tgagaatatc aggagggatt
    92401 aattattttg ttaaattatt aaactgccct cctcattatt ggatatcaat ctaataatga
    92461 ggagggcagt ttaatggccg tccttgtcag ggactaacgc tttttaaagg ccgccgccag
    92521 cgcatcgctc atggcgctgt tacccgccga gctgctatct gatcgccctt tggccggagc
    92581 acggttaggc gcattatgac ctttcgcgtc gttatgtggg cgatttaccc cgcggttgtc
    92641 attattggtg cgctcgctac ccgtgccatt gttggatcgg cgggagtgag tttcacctgg
    92701 ctgctcatca aggcgcatgg tcagggcgat gcgcttacgt tgcagatcca cttccatcac
    92761 tttgactttg acgatatcgc cggctttcac cactttatgt ggatcatcga caaacttatc
    92821 ggccagtgaa gagatatgca ccaaaccatc ctgatgaacg ccgatatcca caaaagcacc
    92881 aaaatttgtc acgttagtga ccgcgccttc aaggatcatg cccggtgtca ggtcattcag
    92941 tgtttccacc ccttccgcga aggtggctgt tttaaattca gagcgcgggt cacggcctgg
    93001 cttttccagc tctcgcagaa tatcggttac cgttggtacg ccaaaacgct cagtagtaaa
    93061 atcgcgagca ttaaggttgc gcagcgcatt ggcattgccc attaagtcct gcaacgcctg
    93121 ctcggtggcc gctaaaatac gctcaactac cggataggct tctgggtgaa ctgtcgaggc
    93181 gtctaagggg ttatcgccgt ggttaatacg caagaagcct gcacactgtt cgaaggcttt
    93241 cggcccgagg cggctgactt tcagtaattg ctcacggttg cggaagcggc cattctcatc
    93301 acgccagttc acgatgttct gtgccatcat gcgcgtcaaa ccggcaacac gtgtcagtaa
    93361 cggcaccgaa gccgtgttta aatccacgcc aacggcgttt acgcagtctt ccaccaccgc
    93421 atccagcttt ttcgccaatt ggctttggct gacatcgtgc tgatactgac caacaccgat
    93481 agatttcgga tcgattttta ccagttcagc caacggatct tgcagacggc gggcaatgga
    93541 aaccgcgcca cggatggaga catccagatc aggaaactct tgcgaggcca attcagaggc
    93601 tgaatagacc gaggcaccgg cctcactgac aatgactttt tgggcggtga cggccgggta
    93661 ctgttgctgt agctccacaa agaagcgctc ggtttcccgt gaggcagtac cgttaccgat
    93721 agccaccagt tcaacctggt gtttgatgca cagggcggcg acaacggcgg cggcttttgc
    93781 tgcctggccg gtgtgtgggt agatggtatc gaaagcgacc agcttgcctg ttgcatccac
    93841 caccgcgact ttcacgccag tacgcaggcc gggatcgagg cccatggtcg cgcgcatacc
    93901 tgctggcgcg gccatcagta aatcttgcat attacgggca aagacattaa tagcctcatc
    93961 ttcagcccgt tcacgcaagg tgctcatcag ctcggtttcc agatgcaaca gcaccttgat
    94021 acgccaggtc cagttgacca ccgccttacg ccagccgtct gccggcgcat tattcaagcg
    94081 cagatcaaga tggttgataa tgatctgttc accctgactt tcacgcggcg gttcgtcaaa
    94141 ttgcggatca ggatccaagg ccagttgcag taccccctca ttgcggccac ggaacatggc
    94201 caatgcgcgg tgagaaggga cttgtgcgat aggttcgtgg tgatcgaagt aatcgcggaa
    94261 tttagcgcct tcctgctctt taccttccac gacttttgac accagatggg cgtttttcca
    94321 cagatactga cgcactttcg ccagcagggt ggcatcttcg gcaaaccgct ccatcaaaat
    94381 atagcgagca ccatccaacg cggctttagt atcagcgacg cctttatcgg catcaacata
    94441 ggccagcgcg gtgtgttcag ggtcttgttg tggatcctgc cataaacgct ctgccagggg
    94501 ttctaacccg gcttcaatgg caatttgtcc gcgagtgcgg cgcttcggtt tataaggaag
    94561 atacagatct tccagctcgg tcttacttag ggtggcgttg atcgccccgg ccagctggtc
    94621 ggtgagtttt ccttgatctt caattgattt aagaatggtt tggcggcgat cttctaattc
    94681 acgcagatac cccagacggc tttccaactg acgcagttgg atatcatcta acccgccggt
    94741 aacttcctta cgataccgtg aaataaaggg cacggtatta ccttcatcaa gcaggcggat
    94801 agcggagata acttgctccg gccgggcctg cagttcgctt gcaataatgc ggctcagtgg
    94861 ttcattcata agtctgatat caattttgat ttaccctttg tacttgaggc cgtagggggt
    94921 agcggtgctc actcacccga atcacttacc tgtagtagac tttacggtga gataagttct
    94981 actgctcgat aggtttaccg ggattggttc gtttgctgcc tacctgcaac gccaagtgct
    95041 ctgagtataa agtgagtagg aaaaacgata aaagacagtt atacggattg cttaggtaaa
    95101 atgccagtag agcgctcgtt gggcttgagg taacgtggac atcagcacaa tttatttatc
    95161 tacaacttat ttatctacag cctacttttc tgtagaaacg gtttatgtga aaggctgctt
    95221 atttgtaaaa cgacgaatcc ataaaaagaa tcggttacag tagtggcatt gatgccaagt
    95281 ggataacgtt gcggtagaaa ttagttatta taatgaaaaa tggctaactt gatgaaagat
    95341 aacgattatg gtgaagataa caacgatgat aaaaatagcg acgatggcaa aaagtaacga
    95401 ttatggcaaa aagtaactac attacccgcg agggctggca ggcgctggac cgtgaattgc
    95461 attatctgtg gcgagaagag cgcccggtcg tcactcaggc ggtttctgaa gccgctgcta
    95521 tgggtgaccg ttcagaaaat gctgaatata tttatggaaa gaagcggctg agagaaatcg
    95581 atcgccgggt acgctttctc gccaagcgcc ttgaagtgct gaaaattgtt gaccccgatc
    95641 ctcgccaaga aggtaaagtc ttttttgggg cctgggtgcg ggtggaaaat gagcaagaag
    95701 agcaacgcat cttccgtttg gtggggccag atgagtttga cccggccaaa aaatggattt
    95761 caattgattc accggtcgcc cgtgcattga tagggaaaca agtcgatgac gaggtcaccg
    95821 tgcaaacgcc taatggtgag gcaacctatt ggatattaga gattcgttat cggccatttg
    95881 atgaagatag gccatttaat gaagatattg ataattaggc gtttgataat taagcatacg
    95941 aataagcttt gtaacaattt caactagaat ttataccatt aataactgtc tgttagagta
    96001 agtttttcta acaatgtgca gatccaggca atacggcctt tgggagtaat aaaatgcaag
    96061 agaatcacaa gattctggtc gttgatgacg atatgcgtct acgtgcgcta ctcgaacgtt
    96121 atttgacgga gcaaggtttt caggtccgca gtgtggctaa tgctgaacag atggatcgct
    96181 tgctgactcg tgagtccttc cacctgatgg tacttgacct gatgttaccg ggcgaagatg
    96241 gtttgtcgat ttgccgccgc ttgcgtagtc aaagtaatcc gatgccgatc attatggtga
    96301 cggcaaaagg cgaagaagtg gaccgtatcg ttgggctgga aatcggtgcg gatgattata
    96361 ttcccaagcc attcaaccct cgcgaattac tggctcgtat ccgtgcggtg ctgcgccgtc
    96421 aggcaaacga actgccggga gcgccttcac aagaagaggc gatcattgcg tttggcaaat
    96481 ttaaactgaa tctgggcacg cgcgagatgt ttcgtgaaga tgagcctatg ccactgacta
    96541 gcggtgaatt tgcggtgctt aaagccttgg ttagccaccc acgtgagccg ttgtcccgcg
    96601 ataagctgat gaatctggcc cgtggccgtg aatacagtgc gatggaacgt tctatcgatg
    96661 tccagatttc tcgtttgcgt cggatggtgg aagaagatcc ggcccatccg cgttatatcc
    96721 agacggtgtg gggtctaggc tacgtctttg taccggacgg caataaagca tgaagtggtg
    96781 gcgcttttct ccacgtagtt cattcgcccg aaccttatta ctgatcgtga ccttgctgtt
    96841 tgtcagtttg gtcactacgt atctggtggt gctgaatttc gctatcttac ctagcttgca
    96901 acagttcaat aaagtgttgg cgtatgaagt ccgtatgctg atgactgatc ggctgcaatt
    96961 ggaagatggc acactacttg aagtcccgcc cgcgttccgg cgtgagattt accgtgagtt
    97021 gggtatttcg ctttatacca acgcggcggc agaggaaagt ggcctacgtt gggcacagca
    97081 ttataaattt ctcagtgatc aaatggccca gcagttgggc gggccaaccg atgtccgggt
    97141 cgaggtcaat aaaaactcac ctgtagtttg gctcaaaacc tggctgtcgc ctgatatctg
    97201 ggtgcgcgtc cccctcacgg agattcacca aggcgatttc tcgccgctgt tccgttatac
    97261 cttggccatt atgctactgg cggtgggtgg ggcctggtta tttatccgta ttcagaatcg
    97321 gcctttggtg gaactggaac atgcggcttt acaggtcggt aaggggaata ttccgccacc
    97381 gttgcgggaa tacggtgctt ctgaagttcg ctcggtgaca cgggcattta accaaatggc
    97441 cgccggggtc aaattgttgt ctgatgaccg gaccttgttg atggcgggcg tgagccatga
    97501 tttacgtact ccgttgacgc gtattcgctt ggcaacggaa atgatgagtg aagacgacgc
    97561 ttacctgtct gaatcgatca ataaagacat tgaagagtgc aatgcgatta ttgagcaatt
    97621 tatcgactat ctgcgcaccg ggcaggagat gccgaccgaa ccgagcgatc ttaattctgt
    97681 attaggtgaa gtgattgcgg cagaaagtgg ttatgagcgg gtgattgaga cggatttagc
    97741 tgaaggtgaa gtgttggtgg atattcatcc attatcgatt aaacgcgcgc taaccaatat
    97801 ggtggtgaat gcggcccgtt acggtaatgg ctggataaaa gtgagcagtg gtaaggagtt
    97861 gcagcgggct tggttccagg ttgaagatga tggccccggt ataaaacccg aggatttgaa
    97921 gcacttgctc cagcctttcg tgcgcggtga tagtgcccgc agcaccagcg gtactgggct
    97981 aggcctggca attgttcagc gaatcattga tgcgcacgcg gggtcattgg agattggtac
    98041 cagtaagcga ggcgggttac ggatccgcgc atatattcca ttgccattgg atgtgaagcc
    98101 caagccacca gcggtggctt gatggaggga taagcggttt tatcaatagg tcagtggttt
    98161 tataaataaa tagaaaaaag gggcacaatt ctgaaagtgc cccctgtaac gctaaactaa
    98221 aacagctaac actggcttag atctttggcc ccgcgctaac caacgcggcc cccgcagggg
    98281 tatcagtgta tttatcaaag ttagtcgcaa agcgtttcgc caaatcttcg gctttctctt
    98341 gccattgcgc tttatcggcg taggtgtcgc gaggatcgag gatatcggga ttcacaccgg
    98401 gtaacgccat agggactgcc agatcaaaga ttggcagcgt aaaggtttct gccttatcaa
    98461 tctccccgtt taggattgcg tcaataatgg cgcgggtatc cttgatggaa atacgcttac
    98521 ctgtcccgtt ccaaccggta ttgaccagat aggcttgtgc gccaaccgct tgcatacgct
    98581 taaccagcac ttcagcgtac tgcgttgggt gcagcgacag gaaggccgca ccaaagcaag
    98641 cagagaaggt tggtgttggc tccgtgacgc cacgctctgt ccctgccagt ttggcagtaa
    98701 agccagagag gaagtgatat tgagtctggt ttgcggtcag acgagatact ggggggagca
    98761 caccaaaggc atcggcagtc aggaagataa ccttggtcgc atggcctgct ttggacaccg
    98821 gtttaacaat gttatcaatg tggtaaatcg gataagagac acgggtgttt tcagttttag
    98881 aaccgtcatt aaaatcaacg gtaccgtctg ctagcaccac cacgttttcc agcaaggcgt
    98941 cgcgtttaat ggcgtggtaa atatctggct ctgcttcttc agataacttg atggttttag
    99001 cgtagcaccc cccctcgaag ttaaagacgc catcatcatc ccagccatgt tcatcatcac
    99061 cgatcaactt gcgttttgga tcggtagata aagtggtttt accggtaccc gacagaccga
    99121 agaagatggc aacatcgcct ttttcgccga cgttagctga acaatgcatt gaagcaatgc
    99181 ctttcagtgg cagcaggtag ttcatcattg agaacatccc tttcttcatt tcgccgccat
    99241 accacgtgcc accaatcaac tgcatacgtt ctgtcagatt aaaggcgaca aagttttctg
    99301 aattcaggcc ctgctctttc cattgtgggt tagtgcattt ggcaccgttc atcacgataa
    99361 agtcaggttc aaaccgagcc agttcttcat ctgatggacg gataaacata tttttgacga
    99421 agtgtgcctg ccaagcgact tccgtgataa agcggacttg caggcgggta tccgcattag
    99481 caccgcagaa tgtatcgaca acaaagaggc gtttgccaga gagttgttcc gtcaccagac
    99541 ctttcaaatg gttccagatc tcttggctca gaggcttatt atcattttta cctttgccct
    99601 gatcggccca ccacacggta tcctgagtga tagcatcgcg gacaatatat ttatctttgg
    99661 gtgaacgccc ggtaaaaata ccggtatcta ccgctattgc gccggtagtc gtcagtgtgc
    99721 cacgctcgta tccttccaac gtgggtttag tctcttcttc aaacagtaaa tcatagcttg
    99781 ggttgtaaac aatctcgctg acgttatgga tgccataggc ggcgagctcc tgcggggtaa
    99841 ttcctttaac actcatgtca taactcctgg atcgtcaatt ttctaccagc gattgtaagt
    99901 agtcatctct gattaacagc gatagctatc aaatatttta atatatgacc tatttttcgc
    99961 taggttatga gagatggaac acgaattatc gcaagtgtga aacggaggaa atggccgggc
   100021 accaataggt acccggctaa gcattacgag gattaatgaa tttgttcaga agaggcgctg
   100081 ttgccatttt ttaatgtagc aatatcaact gcatcaaaca gataatggtt accgcaatat
   100141 tcacaatgca tatcaatatt gccatcttgc tcgagcattt cggtgacgtc atcgtcagct
   100201 agcgtcacta aggcatcggc acaacgttgg cgggagcagg tacagcggaa gctgacattt
   100261 tgtggctcat atagcgtcac ctcctcctga tgatacaggc gatacagcac ttcattggct
   100321 ggcagtgtga ataactcttc agctttaatg gtcgctgtca gctgtgccag atggtcaaat
   100381 tcatcttcat tacgttcctg cgccggcagt acttgcagga gcatgccacc tgccgccgct
   100441 ttatcggcga catgcccggt gcggataaac aggcgggtcg gtaactgctc tgactgcatg
   100501 aagtaatttt ccaggcaggc cgcgatagtt tcaccttcta atgccacaac cccttgatag
   100561 cgttcgcctt gtgcaggtgt aatggtgatc accagatagc cgttaccgac catctcttgc
   100621 agtgtgctgt catcgctgat ttcgccttta acgcgagcaa caccgcgcat ttcctgccga
   100681 ttattaccgt taatgaccgc cagtgttaag gggccatcac cgccctgtaa ttgcacggta
   100741 atatcgccat caaatttcag ggtggccgtc agcaggctgg tcgcgaccaa catttcaccc
   100801 aacagtttct gtaccgctgg tgggtaatca tggttagcta atacctgttg gtaggtttca
   100861 ttaactgaaa ccagttcacc gcgcacagca tgattagcaa acagatagcg gtgtaattgg
   100921 tcgtgattag acatagtttt ctctcatgtt ggccgccgtt taaatccgtc atctttcaag
   100981 ttgcaggtgg tgttggctac gttcgtgact cgcctggctg taagcagcgt tcaagtctgc
   101041 tcccaaccga tttatctttc gtttgccgcc ttcctgcatg ttgaaatcta tagagtttac
   101101 tcaggctcgc cttgtttaaa tttgatcaga ttgcgacgtt cttttttatc cggccgccga
   101161 tctggatgcg gcatcgtcag ggcattcagt ttacgtgcct gtgcgacttt ctcgcggttg
   101221 gcaatgctcg cctcggtttc ttcatacaat gtttgggctt cctctgcccc ccggcgttga
   101281 ctatgtaacg ccaagacacg caccgtgcgc tcatcattcc cttgccgcag acggatttca
   101341 gcatggagtt caaccagctt gctgggcttg cttcgctggc cgttatagtg gactttaccg
   101401 ccatccacca tgtcacgtgc gatcgctctg gttttataaa accgtgcggc ccataaccat
   101461 ttatccagac gtactgattc cgctggggag attttatcct tcataaatac gcctacccat
   101521 cgtcatactg ttttattcac aacgtaactg taaagcgggc aacagtttac gatagtcatt
   101581 gattgccggg tgtcggtgaa aggttttatc agcacaactg gagtcagggt tttctacccc
   101641 caggcagtag cggataccaa aggtttgcgc cgcatccaaa atcgcttcac tatcatcgac
   101701 aaacaatgtt ctggcggggt tcagcccggt atgctgcgta accgcttgcc acaaccgttg
   101761 atcttctttc ggataaccaa atgtatgggt ggaaagcaat aaatcaaggt gctggtcaag
   101821 ggcggtgtgc tcaattttta ctgccaaact atgtggatgg gcattggtga gcaaaatggt
   101881 ttgcagacca tgctgacgca aaccagataa gaatggcacg gtatcctgac gtaagcgtgc
   101941 ccggctgccg atatccgtgg tcatggcata aatatctaaa tccagccgtt cgcgccagta
   102001 atcgaagcaa taccaattca aggtatgctg taccgcgtta tattcatcat gaatgatttt
   102061 gtgcgcttgt tcgagtggga tccctctgcg ttggctcagg gtttctggca ctaattttaa
   102121 ccagaaatgg ctgtcgaacg ccaaatccag cagggtgcca tccatatcta gcagtacggt
   102181 atcaatttct tgccagttaa aatcgggggg cataacgact ccattcctcc attccaatga
   102241 cgttgggtga tggtggatat tttctgctat aagcgagtag ataaagctag cctagcatat
   102301 ccatgttaca ccgtgcatct gctggcatga gcgatgatca accggagatg ggtgagctag
   102361 cgcaagaagg ggggcggtgt gagcgtttga ttaaagcaat cgtcataata acgttgaatg
   102421 ttatccatcc ggcgacgatt tttcatggca cgttgaatca acaagaccat attgacgacc
   102481 aggcaaaaaa tcagcaccag caatagcagg ctggtcgcca gatagcgacc cagagtgaca
   102541 atgtccggct cactatgcag cgcaatatgc cgtgtgccat tcgcatcagt cgtgatattg
   102601 gtaataatcc cttccgcttt aaatggggta tcaagtagca acgccgagag ccgttgcaat
   102661 tcccgccact gttccagtgc gctgtagtca aacaggggca gcgttggcgc agggtggttc
   102721 actaactgct tgccctcatc gctggtgatc aaaaaaccgc ccggaggtgg gctattcaac
   102781 gcttctgttg ctaaatgcgt ttcacgataa acgaatgatg acgcagcggt attaatcaaa
   102841 ttttccagta catcggcact gatcgggcgt aacagaacat tcatcccttc caaattcccg
   102901 gattgcgccc gtttgaccaa ggctgaccag tttttggcat ttcccagatt aaccagtgca
   102961 ttcttcaggc gaatacaatc ggtattttcg ctacataacg cctgtgtttt cagcacaatg
   103021 tcagaaaaat cgtccaataa aatcatgccc gatttctcaa tggcggtagc cagtttcggg
   103081 ttgacgctgg catcagagcc ctgcgggtgc agttgtttat tgattgtttc taccagtgcc
   103141 gcagcttttt ctatggtttc agattcaggt tgtggcaagg gggaggcggt attccaataa
   103201 ataccggagc aatcaaaggg ggtgaaaacg aaaccgcgtg tgttttgaat gttggggggg
   103261 acatagcaca tgccattacc ctgagccttc agcatatcgc cgatgcgtag tggcattttg
   103321 tccagtgctg cgacgctggt cacctgttgg ctttgagccc cttgcaacca ggcaacgctc
   103381 aactttaggg ggagaccgag cggtacgtaa atcagtaata acaccagaac caacagtgag
   103441 ccgacgatca aggttaggtt tttcccccag cgctgtaacg ggaacatttt catttcatca
   103501 tggagggata aaaaagcccc ctgacgtaca acctggcgat taaggtagat atcaatatgg
   103561 gtttttttgc ctaaatcatg tacaaaataa ggtccccaat gcgccggata aatgagatca
   103621 acgatcccga gtgagatatt gtttatctgc ccctgatttg actcgccaaa caggccccag
   103681 cgtttggggg taccatttaa gcagtgcact tcccgcaaat ctttttctga caaggggcgg
   103741 aagaggtacc aacacgccca acaggttaat gacactgcca cgataaccag ccagggtagt
   103801 gtcaccgtcg gcccagataa tgcgaaaaac agcaacaata aagctatgca aatggcgcag
   103861 gcttctttta aaccattggg gccatgcaga gcatattctt ccggggtttc cttacggata
   103921 ttaagcagct caatatgttc gctatcttct ttgcgaatag acgcattttt cgatactgaa
   103981 ggtaaaatgg gctgataggt attctcagac tgatgattgt taagcgtatg cccattaagg
   104041 gagatcacca gcgggattgt ctgggtttgg ataagctcaa catcattatc ctgagtaata
   104101 tattgttccc aggccgaggg cagatgaact tctattgaat cgagataata gcgccattta
   104161 tttggctcat cgctggcgac accatagcgg gtaatggcgc gggtaacgga atagacgtta
   104221 tcactttgcg gtgtgagcac caacattggg gtggatgagg tactggctgc cagtgcgtgg
   104281 gaatcaaaag ccggttgcgt gttaaaacca tgcttatttt gctgattacg cagataattt
   104341 tcgatactca ctcgctcttc tggcgtgagt tttcggtgtg tcagtttaac aaacggcaac
   104401 gctgctgtta tggggtgagg gcggcggaat cggagccacc acagcagacc tacggcgatc
   104461 agactggtca acagtaaggc caatattaaa actattgtgc tcatcccatc cccatcagag
   104521 cgctttaaat ttacgtcaac gctatgaaaa atacataaaa aagtgcggag gcatatggcc
   104581 taataactca acgatttagt gcctattccg ccaatgctca caaaatgacc tagcgcaaga
   104641 gcgcttgccc gtagacgagt tagggtagca aagctaacgc agtcacaata tcagcataat
   104701 cctattttca aaccattctt cgtgtgtaga gggataatgt agggcaaata ttaaccaggt
   104761 gagtttgggc tgagctcgcc gccatgttaa aaacgagtaa attatatcta actggcattg
   104821 cgataaaggt tctcattaac gcacaatgtg atcaagttct aatataccct ttgtccttga
   104881 cgttgcaggg gtgttggctg cgtgtactca cccgaatcac tgacttgagt cagctcatcg
   104941 ggattcgtgt actggctgcc tacctgcaaa gccaatgacg ttgaggataa aaatcacaca
   105001 aagtatctgg ataatattaa cggataatat cgcgttttcg ttaattcaga tatgtgttaa
   105061 atggcggtga gtgattaatt tggggctatc atgaaacacc tgcaaaaacc taaaattctg
   105121 aaaatagaaa cggttgcctg ctcccgctta ttcaatgttg aagcggtaga actggagttc
   105181 agtaatggcg tacagcgcat ttatgaacgt atgcggccat cgaatcgtga ggccgtgatg
   105241 attgtgccgg ttatcggtaa cgatttactg ctcattcgtg aatacgctgt cggtattgag
   105301 gaatacgaat tgggctttcc taaaggtctg atagatcccg gtgaaggggt gctggaagct
   105361 gcgaaccgcg agttaatgga agaagttgga tatggcgctg agcgctttga ctttctcgct
   105421 aaactgacca tggcaccgtc ctacttttcc agcaaaatga atattgttat tgcccacggc
   105481 ctgtatccac aaagtttgga aggtgatgag cctgagccat tgccgcaagt gcggtggcca
   105541 attgctaata tgatggcact ccttaatgaa gctgatttcc gcgaggcccg taatgtcagc
   105601 gccctttttt tggcacatac ctttctgaat cagtgattgt tttgatgagt cactaccgtg
   105661 agatgaattt atttctgacg taacttattt tttatacgag taatttataa aaaaaccaga
   105721 tgatcatcag atcatctggt tttttagata agtttttaca ccaggctgct atcagaacag
   105781 ttcgtgagtc tggccgttat ccatcaatgt ggtaccaact tcatgtaccg tatgctcagt
   105841 gggttgtgtc ccgtcgataa agtactctga gcggctgccc ggcccgccat tagataactt
   105901 gcctgtttgc ttatcaatca cgacactgac gatacccggt ggtggtggaa cctgcttctc
   105961 tggcaagccc tcaagcgcca ccttcataaa gtcattccat gctggctggg ccgtcttcgc
   106021 cccgccttct gctccggaaa tttggtctgg tatcgcccct gatgccgtgc tgcggcccaa
   106081 attacggcga tggtcatcaa agccaatcca gacggatgtc acggtatctg ggccgtagcc
   106141 ggagaaccag gcatccttcg agctgtttgt cgtacccgtt ttaccgccga tatccttacg
   106201 tttcaggtca cgacccgcac gccagcccgt acccatccag ccaggttccc cgaaaatatt
   106261 agaattcaat gcatcacgca tcaagaacgc cagcggggtg cttatcacgt gtggcgcata
   106321 ttgctgttcg ctatttagcg tcgtttgtgc cggtgtcacc tgttccagct ctggcattgg
   106381 cacgttactg gcattctggt tctgcgaggt tgcaacgttc tcaatattgt cgtcagaaag
   106441 tacaactgaa cgttgggtat caccgtaaat gaccggcaag ttacagttat cacagacaac
   106501 cttcggcttt gtttcaaaca gaacattacc gacatcatca gtgattttag tgatgaagta
   106561 cggatcaacc aggtaaccgc catttgctag cacggcatag ccacggacta gctgtaatgg
   106621 tgtaaaggag gcagaaccca gagccagtga ttctgaatgc acgatattct gcgcagggaa
   106681 accaaagcgc tgcaaatact cagccgcgta atccaccccc atggcccgca ttgcccgcac
   106741 catgaccacg tttttcgatt ggcctaaacc ctgacgcaaa cggatagggc catcgtaagt
   106801 gggaggtgag ttttttggcc gccagtcggt gcctgcgcca gaatcccaac gggtgattgg
   106861 caggtcattg aggatagtgg ccagcgtcag gcctttgtcc atcgcggcgg tatacaggaa
   106921 tggcttaata ttcgagccaa cctgacgcag tgcctgcgtt gcccggttaa atttgctttg
   106981 gttaaaatca aaaccgccta ctagcgcttt aattgcaccg ttattgggat cgatagacac
   107041 cagcgcagaa ttgacgtccg gcacttgagc cagccaccag ttatcatcga cctttctgac
   107101 ccaaatttgc tgaccaggct gaacgacatc agtcgctttt ttggggaccg gaccttgggc
   107161 gttatccgat ttaaacggac gcgcccaccg tataccgacc atcggcaagg tcacgttgct
   107221 gccatcagcc agcattgccg tagcttgtgc ggcatccgcc tcggtgacta ctgcaggtaa
   107281 cagcgggcca tacaccggca atgctttcag tgaatcgata atctgttcac ggctccaggc
   107341 actttcgccc accttccata acacattgga cgggccgcga tagccatggc gcatatcata
   107401 agccagcacg ttggcgcgta atgaatcaac tgccgccaac tgtagctttc tggtaatcgt
   107461 ggtatagacc tgataaccgt cggtatacgc attttcaccg taacgtttaa tcatctcctg
   107521 acgcaccatt tcagccagat agggcgctga aaaggcgatt tgcggtacat ggtagttagc
   107581 caccaactct tcactgcggg cttgatcgta ttgcgcctga gtgatgtatt tttcatccag
   107641 catacgtagc agcaccacat tacgccgtgc cacggctctg tcatgtgagt agagcgggtt
   107701 aaacgtagaa ggcgctttag gtaacccggc gatcatcgct atttggctga gggtcaattc
   107761 atggacttct ttgccgaaat agacttgggc cgcagcaccg acaccatagg cgcggtaacc
   107821 gagataaatt ttgttcagat acagctcaag gatttcatct ttggtcagca tctgttcgat
   107881 gcggatagcc agaaatgctt ccttgatttt tcgcatcaaa gtccgttcag ggcttaaaaa
   107941 gaagttcctc gccaattgct gggtaatggt actcgcccct tgggaggcgc gaccagacaa
   108001 catggcgata gagactgcac gcaggatccc cacagggtcg acaccgtgat gatcgtaaaa
   108061 acggctgtct tctgtggcga taaacgcatg caccatttct ggtggtattt gattcaacgt
   108121 caatgggata cgacgttttt cgccgaattg agcgatcaat tcgccttcgg cgctatacac
   108181 ctgcataggt gtttgcagcc ggatgtcttt cagcgtggca acatcgggta gctgcggctc
   108241 aatatatttg tacaggccaa atatcgaggc tgctcccagt aaaatgcaac acaccgcaag
   108301 gattaaaaaa tactttacga acttcacctg agatttccca ttcaatgtca attgggcagt
   108361 ttataaacaa ccgcgacgta gtataaaggc aagcccgcac catggatacg ttcttttatt
   108421 ctgtctcgac atggaggtcg ataaagatgt actcacaata ttggcaggta gggctagata
   108481 ttcaaatgga ggccatccga gcgttggccg tgatacgacg tcgtaatggc tggcaactgc
   108541 gctactggtg gcataaaatc ttaccttctg gcgttttgcg ggaaggcata ttacatcagc
   108601 ctgatattct tagcgaacaa ctcaaattat tacgtaaaca gctgcctcga catatttcat
   108661 tacgtattgc tttgcccgca cagcgcatat tgcagcacac cattcatgtg ccggataggc
   108721 gtctgcgtga acccgaacgt gatggtttta ttaaagccag tgccagcaga ctatttccgg
   108781 ttaacagcca ggctttggca ctggattact gccgcgaaac ggttgcgagt agcgaattat
   108841 tgataaccgc agcgcgtcag tcagaggtgc agcaatggca agcctgcttg gaacaggcgg
   108901 gtttatcctc acaagtgatt gatattgcgc catgcgcttt acgttatatg gcaaccgcga
   108961 ccggtttatc tgggccatat tggctggttc accggttggc aaatgaatgg ctgtgggtat
   109021 cgtccagtga catgccattt cattccgggg tggtggctat cgagacagag tgcagaacgc
   109081 aggaaaatga tattcgcttg ctgtcggccc tattggctca gctcaacatg cgcggtgctg
   109141 gcgaagatgg cgcgcctttg ccggtgtatt acagcagtgt agtaaaggag tcgttgccgg
   109201 aaaacacacg gtcttggtcg ccgctaacgg cttttgcgca ctatcaaccc ccattacccg
   109261 cgttaccggc agcttttact ttggccgggg ggctggcggt acgtgcggca gactctttat
   109321 ctgctgcggg tgcgggatac tgatgtatca ggtgaatttc ttgccgtggc gtattgcccg
   109381 gcaacaggct cgctaccggt tctggcgcaa taccatgctg atccaaggta ttggcttggc
   109441 tctctatctg gtggtggtgc taatgcaggc ccgcagtgaa cacaaacacc ggcaaggcac
   109501 ggcggcggca ttatcacagc agcaggctgc attaagccaa cgtcaacagc aagtgcagca
   109561 ggcaatggcg cagttgcagc ggataaaaca gcatattcag cgctaccatc aggctcatca
   109621 acctgcccga ggttactcca tattattgca acagctatca cagcagatcc ctgaacgttg
   109681 ctggctgatg gccctaaggc agcaaggtga tgtgctgtct ttcgaggtta ttagccggga
   109741 ttacgccaca attaatgcat ttttagcgat gttaggccgt cagcctcttt tggttaatgt
   109801 gagcttgcag gggattactc aacaggatga gggcggtttt cgtttcgtgg tgcatgcctc
   109861 ttggcgggac gaaaaccatc atgtagaagg ccatcatgca gaaggccatg atatcgacgg
   109921 tcatcatgtg gcaggggact atgaataaat cattacagcg ttgtatggat aggccaggtt
   109981 ggcagctttg tttatggcag tggttttttt taagcctgct cggggttatc gcttacggtg
   110041 ggttactgcg tccaacgtgg caacagcgct cagaggccat agctgaggtg actaagttgc
   110101 aacagcacgt tgagcagcag gtgtcagcgt tggcgcagtt accttcgcaa gtactgatcc
   110161 gccaacagat aaacaccttg ttgtcagaga aagcgtggtg gcaaaagcct gaaatattac
   110221 tggcccatca ggtcggtgaa acaattatgc cttttggcgg gcaagtgatc cgctggcagc
   110281 gctactcagg gtcggaagag gccgtggtag aaaatgccat tgccttccgg cggtgggagg
   110341 ccacattgcg ggtgagtttt tatggtttgt accatctgtt cgggcaactg tcagaaatca
   110401 gatcacctgt tcttgttaag gttatttccc ttatcggtga tggcaatgcg cttaccgtga
   110461 agttgatact caccgagtat ctcacggatg acttgggtga ttttgatgtt caagataaat
   110521 agctacaaga taaatagcta catagcggtg ttggctatgg gtttagccgc tacccgttta
   110581 ctcgttatcg ggttactgcc atccagcatt tttgcatcac cccatctagc caatatcgag
   110641 cgtgaccctt ttcaagctgt cttggcgaca tcctgtgata gtgaaaggga aaggcttaca
   110701 gggtggaaat tacacggggt tgtcagtggt ggtggctatc aatcggcctg gatacaacgc
   110761 cctgatgcca catggcaaag gttaacctta gggatgcggt tagtctccga atggcaggta
   110821 acgcagataa gcgcccagtg ggtcgatttt cagtatgaaa atcctgagac gccttgttct
   110881 ggattatcgg taacgttctc actgtttcaa caatgaattc aatggattgt ctgatgatga
   110941 tcagcattaa aaggaagtaa gctgatgact atttttatac ccgctgcagg taagcagttt
   111001 agcacttggt ggtgcaatct gacgaacttc aatttggtat attttcctgg caaaaataaa
   111061 cacttaaatc gctctagagg gttgattagc ttattaattg ggtgtctctt actcatgggc
   111121 gtgccatcac acagccgctc ctccaatagc catttatcag acagcaagtt atcaaacagt
   111181 gcttcatcaa atagcacttc atcaaacagt gtcttatcaa ataatgtctc atcaagtaat
   111241 atctcaccaa ataatgcctc atccagtaat gcctcattac cgcgtacccg cagcgggggg
   111301 ccagtcaccc tggaatttca ggatgcgccg gtctccgtca tcttgcaggc tctggctgac
   111361 tatcggcaac ttaatctgat cacgactacc ggtgtgggcg gcaatctcag tttgcggttg
   111421 attgaagtgc cttgggagca ggcattggcg atcattctgc ggatggggcg tttgaaagct
   111481 gagcgcgagg ggaccgtgat gatggtcttt accgaacagg aaattcaaga aaggcagcag
   111541 cggacgaaac agcaagctgc gccagaagca ctggctaacc tgacattggc attgcaatac
   111601 gcgaatgctg aacaggtggc tgacagtttg gatccgctgc aaggtgggct gctttctcca
   111661 ttgggcagtg tggtggccga taagcggacg aacacattat tgattcgcga tacgcccgct
   111721 tcactggcat tgttaaaaaa ctggctgatt gagatggatt taccgttaca acaagtacag
   111781 ttatccgcgc atattgtgac catcagcagt gaagatttac aagagctggg tgtgcgctgg
   111841 gggatggggg agggcaaggg aaacaccgcg ctcagaatca atgattttaa tgtcaatttg
   111901 ccgttgccaa atagcgccgc gagcgtgggg tttcatgtgg cccgtattgg tggccgcctg
   111961 ctggagcttg agttgagtgc gttggagcaa gagaatcagg tcgatattat tgccagccca
   112021 cgcttaatta cttcacatca acaaaccgcc agtattaaac aaggttctga tattccttat
   112081 actgtctcac ggggtaaaaa agaggcagcg gccattgagt tcaaagaagc ggtgttgggg
   112141 atggaggtca cacccaaaat tctacgtaat ggcaaaatca tcctagacct aaaaattagt
   112201 caaaatatgc ccggtatcac tattaaacgc ggtgagagtg aaatgttgct aatagataaa
   112261 caagaaatta aaacacaagt tactgtaaac gatggcgaaa ccatcgtgct gggcgggatt
   112321 ttccaacaaa aaaaacgcca gagtgttaat aaagtcccgt tactggccga tattccacta
   112381 ttaggcgcga tgttcaggca agatactcaa cagcaaagtc ggcgggagtt agtgattttc
   112441 attacgccaa aattaatcag tgcctgagcc ttgtaagatg tcattttatg aaaacagggc
   112501 agtcttggtg actttctgca actttttgtg tgattggagg cttctaaatt tgacgctgcg
   112561 acagatttag catacaaggg ttaccgaatt gagctccgag gtttttaatt aacgttgata
   112621 cgccgataaa aacgtatggt ttccctccca cgacgtgtac aacgatttat tcggttgcca
   112681 aactaccaga tgtgctgaga taattttccg tctgatctcg cactatcgct catgaggttt
   112741 cagtttaggt cccgccgcta atttgattgg cggggcgggt tatcattaac gaatagtctt
   112801 agtaatacca aaaacatggc agagaaacgc aatatctttc tggttgggcc tatgggtgcc
   112861 ggcaaaagca ctattggtcg tcagttagct cagcaactca atatggagtt tttcgactct
   112921 gatcaagaaa ttgagcgacg taccggagct gacgtgggct gggtattcga cgtggaaggc
   112981 gaagaaggtt tccgcgatcg tgaagaaaaa gtgattaatg aactgacgga aaagcaaggc
   113041 attgttctgg caaccggtgg gggctctgtt aaatccagag aaacccgtaa ccgtttgtca
   113101 gcccgtgggg ttgtggtgta tttagaaacc actatcgaga agcagttagc ccgtacacag
   113161 cgtgacaaaa aacgtccgtt gctacaggtc gatgaacctc cacgtgaagt gttagaagca
   113221 ctggcaaaag aacgtaatcc gttgtacgaa gaaattgcag atgtcactat ccgcactgac
   113281 gatcaaagcg cgaaagtggt tgctaaccag attatcaaca tgctggaaag taactgattt
   113341 tagcatttta ctaatgccta cgggcgtaag ttaagaaggt tacagagcgc gacatggaga
   113401 agattactgt cacgttaggg gaacgtagct accccattac gattgccgcc gggttgttta
   113461 atgatccggc ctcttttaag ccgctaaagg cgggtgacca ggttatgctg gtcactaacc
   113521 aaacgttggc tccgctctat ctggattctc tccgggcagt gttggaacac ggtggcatta
   113581 aagttgatca ggtgatttta cctgatggtg agcagtataa atctctgagc gttatggagc
   113641 aggttttttc tgcccttctg gaaaaaccgc acggtcgtga tactacgttg gttgccttag
   113701 gtggcggcgt agtgggcgac ctgaccggtt ttgccgcagc ttgctatcaa cgcggtgtgc
   113761 gctttattca agttcctact actttacttt ctcaagtgga ttcttctgtt ggtggtaaaa
   113821 ccgccgttaa ccatcccttg ggtaaaaata tgattggtgc cttctaccag cctgcatcgg
   113881 tggtggttga tcttaattgt cttaaaactc tccccccgcg tgaactcgct tctggcttgg
   113941 ctgaagtgat caaatacggc atcatccttg atgcagcttt cttcgattgg ttagaaaaca
   114001 acattgacgc tttattagcg ctggatatgt cagcattagc ttactgtatt cgccgctgtt
   114061 gcgaattaaa ggccgatgtc gttgctgctg atgaacgcga agagagcggt gcgcgcgctt
   114121 tactcaattt gggtcacacc tatggtcatg ctatcgaagc tgaaatgggc tacggagtgt
   114181 ggttacacgg tgaagcggtt gctgctggga tggtgatggc cgcacagaca tcccgtcgtc
   114241 tggggcaact ctctgtcagt gatgttgagc gtatcaagaa actcctatta cgtgctggtc
   114301 tacccgtttg tgggcctaaa gaaatggcac cagaatctta tctgccacac atgatgcggg
   114361 ataaaaaagt attggcgggt gaacttcgtc tggtactgcc aacggccatc ggtaaatcag
   114421 aaatccgggg cggtgttgcg catgatatgg tgttggcatc gatagcggat tgtcgaccat
   114481 agaaaatggc atagatgtga tatttcataa gaattatgtt tcataaaaac tatgctcatc
   114541 agtgttcttt tcatcagaac cctgttcaca agtgctatgc tcataagtac gatattcata
   114601 agtattatga tgttgtattg taaaacatcg tatcttttgt gcagacagta ttaagctgtt
   114661 tgccgtcggt caaatcaatc agccggatcg caataattga tgcggcgggc ttttgcctct
   114721 agttggaggg tttaaatgga tgatttaaag ctggatgacg atctgaaacc agatagcagt
   114781 gatcgtcgtc ctacacgctc tcgcaagtcc ccaaccgggc ctaaacttgc tgtttcacgc
   114841 caacatatga tgattggtat tggcatttta gtgttgctat tgatcattat cgctatcggt
   114901 tctgccttga aagcacctac cgaacatgaa gcgtcccaac aaaacccaaa tgttaatgcg
   114961 gcgcgagata tcaacttatc tgattcgtct tcgttaacca gtggtaataa tagccagccc
   115021 agtattgcga acaataccag cgatggtcat gatgccagtg gtgtaaagaa tacggctcca
   115081 ccgcaagata tcagtgctcc gccaatttcg ccaacgccaa ccgaggctgc aataccgcct
   115141 tcggctaaca gcacgactca gcggattgaa ttgcctggta atatgtccga tgccctctct
   115201 cagacccaag ggcaggtgga tacgttatct cagaatatca gtgacgctca tacatcaaca
   115261 ctaccaacgg cggcagcaac tgttgctcca tcgaaagggg caaaagtacc tgctacgcgt
   115321 gaaacgatta cgcaaccggt acagaaacag gccactaagc aaccggcggt taaccataaa
   115381 aataccgcaa ctgtggccgt tcctcctgct acatcgggta cgcctaaatc aggcgcagcc
   115441 agtagtcgtg cattgagcag tgcgccgagt agccactaca cgctgcaatt aagcagcgca
   115501 tcgcgctcag acaccctgaa tgcctacgca aagcagcaaa atttaactga ctatcatgtg
   115561 tacgaaacca aacgtgatgg taagccttgg tacattctag tgagtggtaa ttatgcctcc
   115621 tctgcggagg caaaaaaggc aatcacaaca ttacccgctg atgttcaagc gaaaaagcca
   115681 tgggttaagc ctgtacaaca agtacagcaa gaccttaaaa aataaaccat tctgatttgt
   115741 gcgctgatgt gctgtttgaa acagagtaca atctgcggct ctgaattatt aagtagctaa
   115801 ctgacggcat gaagaaaaac cgcgcttttt taaaatgggc tggtgggaaa tatccgctgg
   115861 ttgatgacat acgacgccat cttccagcgg gagattgttt gatagagcca ttcgttggtg
   115921 cgggttccgt atttctcaac accgagttcg aatcctacat actggctgat atcaacaacg
   115981 atctcatcaa cttatacaat atcgttaagt tacgtacaga tgattttgtg cgtgatgctc
   116041 gagttctctt tactggcgac ttcaatcatt ccgagctgtt ttaccaactg cggcaagaat
   116101 ttaatgccag tacggatgct tatcgccgtg cattgctgtt cctctatctc aatcgccact
   116161 gttataacgg cctgtgtcgt tataatttga gtggtgaatt caatgtgcct tttggtcgct
   116221 acaaaaaacc ctacttccca gaagcggagt tatattggtt tgctgaaaaa tcgcaaaatg
   116281 cggtttttgt ttgtgagcac tatcaggaaa ctttgttaaa agccgtgcag ggagcggtag
   116341 tttactgcga tcctccttat gcgccgctat cagcgacggc aaactttaca gcctatcaca
   116401 ccaataactt tgggattgca gaccagcaaa atctggcgcg tctggcttat cagttgtcta
   116461 ctgagagtaa agttccggta ctgatttcta accatgacac cgaactgacg cgtaattggt
   116521 atcatcaggc ggcgtcgcta catgtcgtca ctgcgcgccg tacgatcagc cgtaatatcc
   116581 ttggtcgcag taaggtaaac gaacttttgg cgctctatag ctgagtgaaa ttgctgtccg
   116641 gtaatcgctc agacggggag tttatgaagt gatggcgata gtttatcaaa tggtcgtggc
   116701 ggttgtttat tagtggttgt ttattaaatg ttattgaatg atatgcccgt catatttcaa
   116761 gctgcatgag tgttggttgc tttcgttcgt tcaccccagt cacttactgg tgggggctta
   116821 ctcaattgcc gccttcctgc aactcgaatt atttggggta tagcccggtg tccaggttga
   116881 taaagccgat ctttcataag acgaagcaac atgtttggag aaacggatga aaaagtattt
   116941 aattgccccc tctattctgt cagctgattt tgcccggctg ggtgaagata ccgcgaaggt
   117001 actcgccgca ggtgctgata ttgtgcattt tgacgtgatg gacaaccact atgttcctaa
   117061 cctgaccatc gggccgatgg tgtgcaaggc tctgcgtgat tacgggatca ccgcacctat
   117121 tgatgtgcat ctgatggtta aaccggttga ccgtatcgtc ccggatttcg ccaaagccgg
   117181 tgcaacctat attacattcc atcccgaagc ttctgaacac gttgaccgca cgctgcaatt
   117241 gatcaaagag agtggttgta aggccggtct ggtgttcaac ccagcgactc ccctgagcta
   117301 tcttgactat gtgatggata agctggatgt cattttgctg atgtcagtta accccggttt
   117361 cggtggtcaa tcgtttattc ctgaaaccct gaataagctg cgtcaggtgc gtaagttgat
   117421 tgatgacagc ggttatgaca tccgtttgga agtggacggc ggtgttaagg ttgagaatat
   117481 tcgccaaata gccgcagcag gtgccgatat gtttgttgct ggctccgcga ttttcaatca
   117541 acccgattat gctgcggtga tcgatgccat gcgcaatgaa ctggcgatgg cggctaatgg
   117601 ttaagtttaa ggcgattcgt ggtgttgcat tcgatctgga tggcacatta gtcgacagcg
   117661 cgcccggtct ggcccgtgca attgatatgg cgttggcgca tcaggggttg cctgccgctg
   117721 gtgaagcgtt agtctccact tggattggta atggcgcaga tgtcttagtc gagcgcgcgt
   117781 tgcattgggc agggcgtgaa cataatgctc agcttgtggc acagacccgc gagctgtttg
   117841 atcactatta tgccaaaacc gttgagcagg ggagccagtt attcccgcaa gtgaaagcca
   117901 ctttagctca attggctgcc aatggtttgc caataggcct cattaccaat aagccaacac
   117961 cgtttgttgc ccctttacta acgtcattgg ggatctcaga ctatttctca gtcatcattg
   118021 ggggcgatga tgtggtggtg aagaaaccgc atccggcccc gttgtattta ttgctgggaa
   118081 aacttggctt acatgcccgt gaaatgctgt ttgtcggtga ctcgcgtaat gacattatgg
   118141 ccgcacaggc ggcgggttgc ccttgtattg ggctgaccta tggatataac tacggtgaag
   118201 cgattgccac cagtcatcca gactgcgtgc tggcgcattt tgccgacctg ttgcccgcca
   118261 ttgggctacc atctttaaaa gatcaggaag tataaaatga gtgaacccat ggtattaagc
   118321 aaacccactg tatccagtaa acctatcgta ttcagcggcg cacagccgtc cggcgaattg
   118381 accattggta attacatggg tgcgcttcgt cagtgggtac agatgcagga tgattatgat
   118441 tgcatctatt gcattgttga cctgcatgca attacggctc gccaagatcc ggcactgttg
   118501 agaaaaagaa cattagatac gctggcgctg tatctggcct gcggtattga tccgaagaag
   118561 agcaccattt ttgttcaatc ccatgtacct gaacactctc aattgagctg ggcgttgaac
   118621 tgctatacct actttggtga actgagccgc atgacccagt tcaaagacaa gtcggcgcgc
   118681 tatgcagaaa acatcaatgc gggcttgttc gattacccgg tgttgatggc ggcagatatt
   118741 ttactgtatc aaaccaacca ggtaccggtg ggggaagacc aaaagcagca tttggagctg
   118801 agccgcgata ttgcgagtcg tttcaataat ctgtatggcg atatttttaa aatccctgag
   118861 ccgtttattc ctaaagctgg cgcccgcgtc atgtctttac aggatccgac caagaaaatg
   118921 tctaaatcgg atgacaaccg taacaatgtg atcgagttac tggaagatcc taaatcggtg
   118981 gttaaaaaga ttaagcgtgc catgacagac tctgatgaac ctgcgctcat tcgttatgat
   119041 gtagagaaaa aagccggcgt gtctaatttg ctggatattc tgtctggtgt gaccggtcaa
   119101 tcgatcccag agctggaagc gcagtttact ggccagatgt acggtcattt gaaaggagcg
   119161 gtggcagatg ccgtttctgg catgttgagc gagctacaag agcgttatcg tacttatcgt
   119221 gaagatgagg cgttgttgca agatgtgatg cgtgaaggtg ccgccaaggc ccgtgcccgc
   119281 gcacaagtaa ccttggctaa agtgtacgaa gccatcggtt ttgtcgcgca gccgtaacga
   119341 tcacaacgca tcagtaatgt gagggggaaa tttccccctc attaatcagc attaacccat
   119401 attactcaca cagccagcct taactgcata gctaacctta actgcatagc taaccttaac
   119461 tacaccgcta accttaacca acatgagcca cacattcagt cactttgggc tgatcatcgt
   119521 gatggcggct ggaaaaccaa ttcagttttt cccgtaggct gaccacgcta ccgacgataa
   119581 tcaggctagg gctactgacc tgttgggaga gtaaggccaa ttggcttaac tcgccactca
   119641 caacccgctg atgccgtgag gtgccgtttt cgactaaggc aacctgagtg gtcgctggca
   119701 taccatgttg aatcaattgc tgttggatct ctccagcctg cgatagcccc atataaaaaa
   119761 ctaatgtttg tttctctgcc gccagatttg cccaatctaa ctggccctct tttttggcat
   119821 gaccggtgac cagtcgcacg ctttgcgcat ggtcacggtg agtcagtgga ataccactgt
   119881 aagccgagca accggatgcg gcggtaatgc ctgggaccac ggagaaagga ataccgtagc
   119941 ccgccaactc ttctaactct tcgccgcccc gaccaaaaat aaacgggtcg ccacctttca
   120001 aacgcactac ccgcttacct gactgtgcct gctgtaacag gatttggttg atttgctctt
   120061 gcggcacaca gtggtggccc gattgtttgc cgacaaagat gcgctcggca tcacgccgga
   120121 ccaaattcat cacctcatcg gagaccagcc ggtcatagac caccacatcg gcctgttgga
   120181 tctgctgcaa cccttttaag gtcaataaac cagcatctcc cggccctgca ccgaccaaca
   120241 ccacttcgcc acgatcagtg agtggagcac taaacagttg ttcaacatgt tgatcggctt
   120301 gcacgtgatc gttattggct aaagattgtg ccagacggtc gtgggtcagc aacttttccc
   120361 agaaccggcg acgttcggtc atcacggtaa aatgctgctt cacccgctgg cgtaagttcc
   120421 ccgccagttg ccccaaatgt tgcggtaaca gggcttccag tttttcgcgt aacaaccggg
   120481 ccaacacggg cgctttaccg ccagaggaga ccgcgatcat gatgggggag cgatcaataa
   120541 tagatggcat gataaagctg gtgcgtttcg gatcatcaac cacattgcag aagatccgtt
   120601 gctggttggc gctttgatag actaatgcat tgacggacaa ctgatcggtg gcggcaatga
   120661 ccagccattt atcggccaac agttcgggca caaattcacc gctgattaat gaaagttgcc
   120721 cctgatctgc ccaatggtga aactgggggg tgaactcgca ggcattgacg gtgactaacg
   120781 cacctgcatc caataacagc cgcgctttgc gttcagcaat ttctccaccg ccaaccagca
   120841 ggcaggcttt gtgttgcagt tggcagaaga tcgggaagta gtccatcggc aatccttcag
   120901 ttttcagtct gttgcagggc aactaattat tacagggcaa ctaattatcg cagggcaaaa
   120961 cgctgccaaa ttattatgat tttgcgctgt gtggggcgtt aatcgttgcc ggttgtggcc
   121021 gttgcgcccg aggggtggca taccaataac ccaggcccat aaagaccgcg cctgacaggg
   121081 tattacccag cgtgacccat aacaggttat ggccgatgcc gcttaaggtg tatgcctcgc
   121141 tgtgatggcc aaaccaagac aacgcaagca aggtcatgtt cgctacggag tgttcgtaac
   121201 ccgaggcaat aaaggccagc aaacaccacc agatagcgat aaatttcgcc gcgccttcaa
   121261 cgcggatcgc catccagatc gccagacaaa ccagccagtt acataagacg cctttaaaga
   121321 ataaggtcat cgccggtgct gtggtttttg ccagtgccgc ggtgtgtact aggctggtgt
   121381 ccacggagag caggttgccg ccaccgtagt aatagagcag ggcaacgaaa accgacccca
   121441 gtagatttcc caaccaggtt tgcggtaata ctgcccacat ttggctggat ttgatggtgc
   121501 ctgctttcac accgaaggtc aggaacatgg tgtgaccggt aaataattca gaaccggcaa
   121561 tgatgactaa tgttagagcc agaccaaagg tggcccccat caccaatggg cgaagggcgg
   121621 ggtcgatgag gttacccaag gtgaaaatca ggatgatacc caagcccaca taggcacccg
   121681 ccatggcgga accaatccaa aaacctagtg ggctctcttt ggccagcttg acgattcggg
   121741 ccgcattggc cgcgcattta ttgatggtgt cagtgtacat gtttttccca aacccccttc
   121801 gttcttggtg ccgcagcggt gtttactgcc ttgcgacaat atcaacgaca atatcaacga
   121861 caatacccac gacgtagggg atgattaaaa gtaatttgtt gagaacccag cgttagctgg
   121921 attgatccgc tatctatgct gcttacgttt tgtctgtgtt acgcgttgac ttgcaccata
   121981 ccgtcgcgca ctcgcacgtc ataatgggtc acggagcgat cttcatcttc caaacaaaag
   122041 ccatcacgca gacggaagtg ctgctttttc agtgggctgg cgacccataa ctcaccttga
   122101 tgttctgcaa ttaatccccg cgatagcaca ctggcttgtg caaaaggatc gatattgcta
   122161 atggcaaaaa cctgttcgtc agcataaggg cggaagaccg cgacctgctg ttgcttaatc
   122221 aggccacaaa caccgctgcc gggtaagatg tcatttaacg ggcatagtgg gatccactgg
   122281 ctcatgcgtt atcctccagt tccagaaccc tgaccgggat gcgttcatct gggcgggccg
   122341 ggcggtgttg ctctcgttcg cgcacgactt gtacattcgg gtcacgcaat gagctattaa
   122401 taaagtgggc aaaacgcact tgtgctgctg ggttctcgac agtggctttc cactcgcagg
   122461 cgaccttgtc gcgcagacgg gcgatctctg cttccagttg atcgttaatg cccagtttgt
   122521 cctcaaggat caccaattgt aggtagcgaa tccccccttc caaactttcc agccagacgg
   122581 aggtgcgctg tagtttatcg gcggtgcgga tgtagaacat cataaagcgg tcgagatagc
   122641 gcattagcgt ctcttcatcc aaatcggctg ccagtaaatc cgcgtgacgc ggtttcatgc
   122701 cgccgttgcc gcagacatac agattccagc cattttcagt ggcgatgatc cccacgtctt
   122761 tgccctgagc ttctgcgcat tcacgggtac aaccagagat gccaaatttt attttgtgcg
   122821 gtgcgcggat acctttgtag cgatgttcca aggccacacc aaagccaacg ctatccccga
   122881 caccgaagcg gcaccaggta ctgccaacac aggtttttgc catacgcagt gctttggcgt
   122941 aggcatgacc cgtttcaaag cccgcgtcaa tcaaccgtgc ccagatagcc ggtaggtcat
   123001 ctttttgtgc gccaaacatc cctatccgtt gggaaccggt cagtttggta tacaggttat
   123061 attctttggc gatctgacca acgacgagca ggccatccgg tgtgatttca ccgcctggtg
   123121 aacgaggaat aatcgagtag gtgccatctt tctgaatatt accgaggaag ttatcattgg
   123181 tatcctgcaa cggcgtatgc tgtggctcca gcacatactc attccagcac gacgccagca
   123241 gtgaaccgac cgtcggttta cagacttcac aaccgtagcc cttgccgtat ttttcccgta
   123301 attcggtaaa cgtcttaatc ccttcaacgc ggatcaagtg atacagttct tggcgtgaat
   123361 aggcgaagtg ttcacataaa tgattattaa cttcaatgcc ttgcttactt aattcggcat
   123421 tcaatacttg ggtgaccagc ggaatacagc cgccacaacc ggtcccggct ttggtcgcgg
   123481 attttagcgc ggcgacagtc tggcagccct gtccaatcgc ccgaataatg tcgcctttgg
   123541 tcacatcaaa gcaggagcaa atctgggcgc tatctggcag ggaatccacc ccgatggtgg
   123601 gtttattacc tgcatgggcg ggcaggatca ggctgtctgg gttttccggt aatgtgatgt
   123661 tattcaacgc cagttgcagc agattaccgt aatcggtggt atcgccaacc agtacggcac
   123721 ccaatagggt tttgttatcg gcactgacca ccaaacgctt gtaaatttct ttgctttcat
   123781 ccagataaac gtagctgcgt gcaccttcag tacggccatg ggcatcacca atcccgccaa
   123841 catccacgcc cagcagcttc agtttggcgc tcatatcagc accgaggaaa gcattctcac
   123901 ggcctaacag atggtctgcg gcaacctgcg ccattttata acccggcgcg accagcccga
   123961 aagttcgttc ctgccatgac gcacactcgc caatggcgta gacatcagga tcggatgtct
   124021 ggcaataatc attgatagca ataccaccac ggcgggcagt ggctaaacca cattgattcg
   124081 ccagtttatc ctgcggacgg ataccggtgg agaagacgat aaaatcaact tccaactgcg
   124141 tcccatcagc aaacaacatg gttttgcggc tattttggcc ggaatgtaca atttcttggg
   124201 tattcttacc ggtatgaact ctgaccccca tgcgttcaat tttctgacgc agttggtcac
   124261 cgcccatcgg atcaagctgt tcagccatta ggacgggagc aaattcaatc acatgggttt
   124321 caacgccgag gctctttaat gcccctgcgg cttccagccc taataggcca ccgccaatga
   124381 cggcaccacg tttgctgcga cgggtacagg cctcaatggc attcaggtct tcaatggtgc
   124441 ggtaaacaaa gcaatcttgc ccttcgctac ctttaatagg tgggatccac ggataagaac
   124501 ccgttgccat caccaacttg tcgtaataca ggcttcggcc actgttggag tgaatcactt
   124561 tttcagcacg gttgatcgtg atggcgcgtt cacccaccag caccttcacg ccctgttttt
   124621 cataaaagcc ttcgcgaacc agtgacagtt cttctgcggt atgatgagag aagtaagagg
   124681 aaagatgcac gcgatcgtaa gcaatgcggg gttcttcgca aaatacggtt atatcaaatt
   124741 ggtccttatc cgctttatcc aataagtctt cgataaagcg gtggccgacc atgccgttgc
   124801 caatgatggc aatttttatt ttgctcattt ttatctcaat ttttaatttt ctacactcac
   124861 cttagccttc cgccagacgc gtttcttgat gtaaatcaat ttgcttctca tatacctcta
   124921 aggtggtaga tagatgattt ttaagctttt ttgataagtt gtggattttg ttcatcttta
   124981 gctgaaaggt atcagctttg ggatttttac aaataaaaga aaattattat gagtaaggag
   125041 aaaatgatta tgagtaaaag aaaatcgggc aggcgacggt ggctcaggta agctaaagaa
   125101 aaccgctttt cgtgatgacg agaggaggaa agagagagtg gaggcattga tggcagggca
   125161 atctgtaccg aattattcat taacgacggt aaataatgtg cgtcgtatag ggttagcggg
   125221 gctgtggcag ataacgatag cggaaggcaa aatcagcctg attcagcctc agccggagca
   125281 atccctaaca gggcaaggtg tgctggatgc gcagggcggt ttggcgctcc cgccatttat
   125341 tgagccgcat attcatctgg atacgactca aaccgctggg caaccgagtt ggaatcagtc
   125401 gggaactctg tttgagggaa ttgaacgttg ggcggagcgc aaagcgcgac taacgcgcga
   125461 ggatgtgaag cagcgggcct ggcaaacatt gaaatggcag atagccaacg gtatccagca
   125521 tgtccgaacg catgttgatg tttccgatcc acacttgacg gcattgagcg ccatgttgga
   125581 ggtgaaagaa gaggttagcc cttgggttga tatgcagatt gtggctttcc cacaagaggg
   125641 catcctctct tatcctgatg gtgcggcgtt attggaagag gcactgcgct tgggtgcgga
   125701 tgcggtgggg gcgatccccc attttgaatt tacccgcgaa tatggcgtgg aatctttgca
   125761 tatcgcgttt gcattggcgc aaaaatatca gcggctggtg gatgttcatt gcgatgaaac
   125821 ggatgatgag caatcgcgct ttatcgaaac cgtggcggcg ctggcccttc gcgaaaatat
   125881 gggcgcacgg gtaaccgcca gccataccac ggcgatgcac tcttataatg gtgcctatac
   125941 atcacggctg ttccgcttgc tgaaattatc gggcattaat tttgtcgcca acccgctggt
   126001 gaatattcat ctgcaaggcc gttttgatac ttatccgaag cggcgtggta tcacgcgggt
   126061 caaagagatg ttggctgccg agattaatgt gtgcttcggc catgacgatg tgttcgaccc
   126121 gtggtatccg ctaggtaccg ccaatatgtt gcaggtgctg catatgggat tacatatttg
   126181 tcagttgatg ggatatgaac aaattaatga tggtctgaat ctgataacca cccacagtgc
   126241 caagacgctg aatttagcag attatggttt gcagcctggt aaccgcgcca acctgattat
   126301 tctacccgca gaaaatggtt ttgatgctct acggcggcag gttcccgtca gttactctat
   126361 tcgtcatggt gtggtgatcg cgaagacgca acccgcagag agccggatct atttggggca
   126421 ggaagagatc gtggattttc ggcgttaacg gtaggatttt cgatgtttac ggcattagtg
   126481 aatcatcaat accctgccac cttggcggcg gcagggcggt aacgcagata aatcagtggg
   126541 tcacgtggcc gtgactacgg tgtttggtga agaaacctaa tgccagacac aagataaata
   126601 ccgccaaata caaaccgttt gccgtttcca gtgcggcatg tacaccgttg ttggcgacga
   126661 ttggacccgt caccacaaag gtcagcatgg tccctacggt accgcaggtc agaatgaagt
   126721 tcaccagctt gggtgaagac actttggttt gcagcgaacc gagtgtaatc agcgtggtat
   126781 aaatggcact ggaaacaaaa cctaacgcca aaatgtagta actcaagtat gcagggttat
   126841 cggtgctgac aaacagatac atcgccagtg ttgccatggc cgccagcacg gttacgatac
   126901 gttgcaggtc aaagaagcgc aggataaagc tgaatatcca catccctatc atgtatgaaa
   126961 tccagaagtt actgaccaat tggcctgcct ggctaatatt catattgaag gttttggttg
   127021 catattcggg gacccactgg ataaaaccga gttggccgag gatataacac agggcagcaa
   127081 tcgccagaaa caacacacca actccccatt tctctttcac cactggcttg ctttggtctg
   127141 tggctttatg accaagaacc gggaactcag agcacagagt cagcacgaaa atcccgacat
   127201 acaataggcc gatgcaggcg tagacccaat accattcaat gtgacgcgcc agcagcatgg
   127261 ctgccgcgat tgggaaaatc atccccgcca tactgaaaaa ggagtcggta aacagcagtc
   127321 gtgaaccgcg ctggcgaccc tcgtacatat gggtgaccaa gaaggtgcct atcgacatgg
   127381 taatcccgct gaccaccccg aaaataaaca tgctgattga gaagatcatt aaattatggc
   127441 cgaccatcaa tccggcaata gcgatcaaca tcaaaatgaa accaaagacc aactggcgtt
   127501 ttaacgggat gatttccatc aaccaggcat tgaggaaaat agaaattaaa atacccgcgt
   127561 taagaaaagt aaatgtgtta ctcatactgg caataggcag attgaaatac tctgcgatat
   127621 tccccatcac aatcccggtg acaataacta acgcgccagt aagggcgtaa gacaagtaac
   127681 tgatccaagt gagccgaatg cgattgctgt tgttcatagg tgtggcctgt atgtcagtat
   127741 ttacccttcc tctttggcgc tacagcattc ttgtcaccac aggatggtta acggcacgtg
   127801 tttgctgctt tattgcaacg ccaatacctt cgggtatcta gtttaaaaat gattattgct
   127861 aaaacggata taggactaaa aaggtgttaa accccgtttt agcgctaagg cagcggatcc
   127921 tagcacagac ataatgattt tttgtgagat acattcagtt tttggtgcaa ttaatgaaat
   127981 gaaatggcta ttaacagtga cttgtaagag gttgtttcgc gagctaaacg ataagaattc
   128041 ttaattgcct taaatttgag gttacgttga tgttggctcc gctacgataa gcgcgatttt
   128101 tcgatccaat tattcctgat agaaagcgaa aaaatataaa accacttttc tggtatgggt
   128161 aaatatcccg ccggaacaat gtgtattgcc taaggggaag taatgatatc tgggaaaaat
   128221 aaagtctgta aaaagaagtt attagcgtgt gcggttactt cggctatttc tgcctttgct
   128281 tcaaatgcca ttgccgatac tacgagtctg gctgcaatga atcgctcagc cattaatata
   128341 tcaagcacgc ataacagtaa taaaaaactc aatgacgctg atgtcatcac ggtaacagcc
   128401 cctctgtatt cgccactggt ggttgtcaca tcgcctaaag tgccccgcca gccagtaccg
   128461 gccagtgacg gtactgatta tctgaggacc attcccggtt tttcacttgt ccgtaacggg
   128521 gggaccaatg gtgatgtggt gttccgtggc atgttcggct cacggctaaa aattctgacc
   128581 gatggtgctg agattttggg tacctgccca tcgcgaatgg atgcgccaac ctcgtatatt
   128641 tcaccagaaa gttttgatct actcacggtt gtcaaagggc cgcaatcggt gctgtggggg
   128701 ccgggggttt ctgccgggac cattttattt gaacgggagc gcccacattt tgaccagtct
   128761 ggcgtcaaag gtaatgccag tgtgttagcc ggttctaatg ggcgctggga taaaaatctt
   128821 gatgccagtt tgggtaacga gcagggctat ctgcggatga tggggaatca gtctcgggct
   128881 gctgattata aagacggtaa caatgttcgc gtgccctctc aatgggataa gtggaatgcg
   128941 gatatggcgt tgggctggac acccgatacc gatacattac ttgagctgtc ggtaggaaaa
   129001 gggaatggtg aagcccgtta tggcggtcgc ggtatggatg gttctcagtt cctgcgtgag
   129061 agcctggcgg cccgtgttga gaaaagtaat attggcgagg tgctggataa aatcgaagcc
   129121 aaaattaact acacctacgt agaccatatt atggataaca agaccttacg taccccaccg
   129181 atgatggcga tgtctagcaa tctggaccgg cggatgctcg gcggtcgggt catggggacc
   129241 tggctgtggc aggacctaaa gctggacgcg ggtaccgata tgcaaaccaa tacacaccgc
   129301 aagaataaac aggggaactg ggataaaaac gcccgtttca tgaataacgg ggtgttcggt
   129361 gagttaacct gggcggcaag tgaacaaaat aaactgatca gcggggcgcg tcttgaccgt
   129421 caccaagtga cgaattatac ccgcgcaggt gagccgacgc gctctgctac cctccccgct
   129481 gcctttatgc gtgttgagca taatctggct aatgcaccgg tgatgttgta tgccggcttg
   129541 gggcataccg agcgttttcc tgactattgg gaactgtttt cgccaaaatt cgggccagca
   129601 ggctctacta gcgcctttga gggtgtaaaa agcgaaaaaa ccacgcagat tgatatcggt
   129661 ggccaataca gcggtgaaca atttaggggg tggctctccg cttatattgg ccgggttaat
   129721 gattttatcc tgtttaaata tgatccaaaa aatctacgca tcagccaggc cgataatatt
   129781 aacgcaacca ttatgggcgg cgagatgggg atggaatatg ccctcacccc gtattggaag
   129841 gctgatgcca gtctggctta tgcctggggg gaaaataccc gtgataaccg gccattgccg
   129901 caaattccac cacttgaggc gcggttaggg ctgacatttg aagcaggcga ctggagcagt
   129961 tccgccttat ggcgtttggt caatagccag caccgggtgg cgatcaacga agggaatgtc
   130021 gtcggtaaag atttttccag cagtgcgggg ttcggcgtac tgtcggctaa cgtcgcctat
   130081 aaggtgaata agcaagtgaa gttaagtagc ggcatcgata atttgctgaa taaggcttac
   130141 agcgaacatc ttaatctggc gggtaatagc ggttttggtt attcagttaa tacccctctg
   130201 aatgagcctg gccgcactct ctgggcaaag ctaaacctaa cattctaagg ggctgaatgc
   130261 gctagcagaa cgtggcaggc gatggcttgc cacgttaata acaattaata ccaataacaa
   130321 ttaacaccaa caccaacacc aacaccaatt aacacgctgt tttcggcggc ataacagaat
   130381 cacgcatgat aatcgcgggt gggaaattga cggcagggat cagcgggtca atcagtaact
   130441 gtgtagcata ttgcgccatt tccacgattg gaaagtgtac gctggtcaag gctgggcaga
   130501 caaaaggagc acgctcacca ctgtcatagc aaatcagcga aatatcttgc ggcacctgta
   130561 aaccgtgttt atttatcgcc agtaatgctc caatggccat ctcttcatta cagcaataga
   130621 tagccgtcgg tagccggggt tgcttgagga tttcgtcagc ccgcaggtag ccactttcca
   130681 gatcgtaaac gccctccaaa caagccacgg gttctaagcc cgccaactgc atggcatcaa
   130741 gaaagccctg aatgcgtaaa acactggatt ggcgttgtga agagccgctg atacaggcga
   130801 tgtcgcgatg gcccgcatca atcaacacct gcgttgccat ttggctggca tgatggtgat
   130861 caaaggtcac acagcgagct tcaagatcag gaaccaacct atccaataat acaaaaggcc
   130921 ggtttgctgc agctaactga cgcagccttt cgtcgctgag aaagcgcaca tgcaggatta
   130981 acccatcgca gcgtaagtta tacagccgct gaatggctaa ccattcttta tctgcattat
   131041 ctcgtccctg agtgaccaac agttgtttac cttgggattc tgtttctgtt tgcacaaaat
   131101 ccattaaggc accaaaaaag ccccctcggt atgaggtggt caccaacccc agcgtattac
   131161 tttggctgga tgccagtgcc cgtgcggcag ggtgcggggt ataaccgaga acggcgacag
   131221 cctgctcaac cttttcacgt gtaagggcct ttacattggt atcaccgttg accacgcggg
   131281 aaaccgtagc acgggatacc ccggctaata ccgcgacgtc ttccagtgta accatctttt
   131341 gctcctgtta aggtgaaacg gcgaccctat atatggccgc cataatcgtt agtttatacc
   131401 tttcgtcctt gacgctgctg cggtattcgc agccttgctg caaagcgatg ttgttacaag
   131461 taaactgata ttgttgcaag taaactgata ttgttacaaa aaaaccaatg tcgctacaaa
   131521 caagctgatg tcgttataaa ccgaactgat agtgctacaa caccaatgac gttggctagg
   131581 tcatcacaaa ccggagaact gaggcaggta aggtttattc acctgtagta cctcctccag
   131641 taacggttga gcaatgctgg cgttagcaat cagtggattt gtcactaagg ccaacaaggc
   131701 actgcgacga tcgccatgta ccgccgcgtc aatcgtcaat cgttcatagg cttttacctg
   131761 ttgggttagc ccatgcatag agaccggtaa agggccgaag gttaatggat gagccccttt
   131821 tgcatcaata atacagttag tttctaccac agaatcatca gataaaccgc gaatcgcgcc
   131881 acggtttgtt gtatttacta ctaattgcgt ccctaagttg ttatggatgg cacgaataag
   131941 ttccaatgca acttcagaat aaaatgatcc accccggaag ctgagctgct ctggtttggt
   132001 atccaaatgc ggatcggcgt acagcgcgaa cagctctttt tccacctgca tcacctgttc
   132061 cgcacgggta ccacgctcag ctgctgcggc catctcttct gccagcatgt cttgcgtttg
   132121 gtagaaatag cgatggtatg ggcaggggat ggcccccatt gcttgcagga actcgggtgg
   132181 ccatggggct tccttaatat tgttcatgct taatgatgcc ccatcacaca gcattttcag
   132241 cacatcagcg gtgacatatt tcccgcgttg taatacttca tgtacccata ccatatgatt
   132301 cagcccggca aagcgcagtt ggaggtcttc gtagggggct tgcaagagct tggcaatcat
   132361 atgatgcata ctgatcggga cattacacag accaatgatt ttcgctttgg tatagcggct
   132421 aacggcttcg gtgacaatgc cggctgggtt agtgaagtta atgatccagg catcgggggc
   132481 caatcgctca acgttagcag caatatcaag catcaccgga atggtacgca gcgctttggc
   132541 aaagccacca attccggtcg tctcctgacc gagcaggtta tattttaacc ccaagcgttc
   132601 gtctgctgcc ctggcaggga gttggccgac acgaaattgt gtcaggacaa aacgggcacc
   132661 gcgaatggct tcatccagcg agtagtggac actgactttg acctgttcca acccatgacg
   132721 ggcaagcatt ctttgggtca gcgcggcaat aatttccacc ttttggcggc cctgctcgac
   132781 atcaaccagt gccagttcag tgacgggcag ttgttcaata cgctgaatca acccatcaac
   132841 tagctctggg gtatagctac tcccaccgcc aataatggtt attttaaacg tgctcattgt
   132901 aggggctcca aacggctctg ccggcgataa agttcagtca tgtctgtggg taacatgttt
   132961 gtgaataaca tatctgtgga taaattcagg ctcaccatga ttttcatcag gtgagtctgt
   133021 ctctgtacgg tctccgctta tggatagttt cctgttgcat tgcgggcctg atacttgcag
   133081 aaaaacaaaa tgagagcgct ctcatttgaa gcagattagc gagtaaccaa aaacaaaatg
   133141 agatatttct cgcaaaaatg gctaccggga ggagggaaag taagagaatc gtgatccaga
   133201 ctccagaatc ttgctggagt ctgggatgtg gtgactcatt aaattttatt cattaatcgc
   133261 cattgtgcgc tttatctacc gatgtggcgg gttttcagtg aaaatgtgca ttctgttacg
   133321 taaatatccg taaatgggtg gcattgcgtg ggtcagctct ctagaatcaa agcgcttttc
   133381 cgttgtccgc atcccataga aaggaaccgt taatgtttaa acgtacttta gtgaccttca
   133441 ttgccctatg ttccctcagc gccgtagcgc ctgctgcttt agctgccggt gagcctcatg
   133501 tgttgttaac aacgtcggcc gggaatattg agctggagct caatagccag aaggcaccca
   133561 tttcaaccca gaatttcgtt gattatgtta acaatggtta ctataacaac actattttcc
   133621 accgtgttat ccctggcttt atgattcaag gcggcggttt taccgcagat ttcaaagaaa
   133681 aaacgcctaa aacaccaatc aaaaatgaag cagataatgg cctgcgtaac ctacgtggta
   133741 ccatttcgat ggcccgtact gcagataaag acagcgccac cagtcagttc ttcttgaacg
   133801 tggcagacaa tgctttcctt gaccacggcc aacgtgactt tggttatgcg gtattcggta
   133861 aagtcgttaa aggcatggat gtcgtcgaaa aaatttctca ggttcagaca gaaaacgtcg
   133921 gcccttatca gaatgtaccc gttaaaccga tcactatcct gtcagcaaaa gttttacctt
   133981 aattggggtt gttgaaacag agctcgcagc ggagggaaga agcagattgt aaagacgccg
   134041 tcttccccgc ataaaaataa tatccatgta ggctcaagcc gcgccctctt tggcgcggac
   134101 actcaactct tcgcttattc tcaccgtttt agtacgagtc ttctgggggc agcagtctga
   134161 ccttaatggc cccattaccc gctttcatgc cccgaacccc tgaggtgatt tagcgtagct
   134221 aacccggcag ccgcttcaag tatgaagggt atataatcaa gctatctgtt tctacctcag
   134281 cctcagccgc gatggagtaa aaagatcatg agtaacacat tacttattgg gaaagcgctg
   134341 gttaccgaga aaactcagcc agcttcacgt gatttggtga tcttatcggc attggcaaat
   134401 cgccatggct taattaccgg tgcgaccggt acaggtaaaa ctgtcacctt gcaaaagatg
   134461 gccgagcagt tctctcgtat tggtgtacct gtatttttgg cggatgtgaa aggggactta
   134521 tccggtatcg gggctgaagg ggtgaattcg gaaaaactac aggcccgtct ggccgcgatt
   134581 gatgtcacgg attggcagcc acaggcgtgt ccgattgtgc cttgggatat ctttgctgaa
   134641 aaaggccatc ctatccgggc gacaatctcg gatcttgggc cgcttctact tggccgctta
   134701 ctcgatttaa atgacgtgca aagtggtgtt ttgcaactgg tgtttaaaat cgccgatgac
   134761 aacggcctgc tgttgctgga tatgaaagac ctgcgtgcta tcgtccagta tgttggggac
   134821 aatgcgaaac agttccgtac gcaatacggc aatattacct ccgcctctat cggcgcgatc
   134881 cagcgtggtt tactcacctt ggaagagcag ggtgccaatc aattttttgg cgagccgatg
   134941 ctggatattc acgatctcat gcaaacagat agccacgggc agggcgttat caatttactg
   135001 gctgctgacc gtctgattaa tcagccaaag ttatatgcca ttttcctgct ttggctgttg
   135061 gccgagcttt ttgaacagct accggaagtg ggtgatgtgg agaagccaaa actggtcttt
   135121 ttctttgacg aggcccattt gttatttacg gatgccccgg cggcgttagt ggataaggtt
   135181 gaacaagtgg tgcggctgat ccgctcgaaa ggggtcggta tctacttcgt gacacaaaat
   135241 cctctggata tcccagataa gatcctcggc caactgggta accgggtaca acatgcgtta
   135301 cgcgctttta cgccacggga tcaaaaggcg gttaaagccg cagctcagac gatgcggcct
   135361 aatccggcat tcagtgctga acaggtgatt accgagttgg gcgtcggtga ggcgctgatt
   135421 tctttccttg atgagaaagg gcggcctaat gtggttgaac gggcgatggt tatcgcaccg
   135481 caatcaaaaa tgggcgcgtt ggatgcagca gcacgtaatc acgcaatcaa tcattcccca
   135541 ctgtatggtc gctatgaaga gatgattgac cgcgagtctg cttatgaaaa gttatcggcg
   135601 gggggctttt ctaccatggg gcgtgccgct gaaggggagc cttctgttcc tcagcaaccg
   135661 acgaatcagc agggtagtgg tggtggctta atgggcgggc tgaatgattt actgtttggt
   135721 tcctcggggc cgcgaggcgg taagcgggac ggtattgtgc agactgcggc caagagcatg
   135781 gcacgggatt taggccggca aattttgcgc ggtgttttgg ggtcaattac gggggggcgc
   135841 aaacgctaag cggggggccg gtatagccaa tatccgcgca agcttccaga acggtaacgt
   135901 tggctcaaaa aatatcaatc aagaagtcat agatattatc cacgccgtac ttcaaccaac
   135961 tgtgtgggtt gtcagactgc tgacaaacta tttggggtat agataattgg ggtatagata
   136021 aaaatgaata gtgggtgttg ggaatctatt aaatcattta taactctaat aatcagtggg
   136081 ataaattaac gatgctactg ctgatcgaca actacgattc atttacttac aacctgtacc
   136141 agtatttttg tgagctgggt actgaggtga tggttaagcg caacgatgag ttgcaactga
   136201 cggatattga acaactggct ccctcacatg tggtgatctc tcccggccct tgtaccccta
   136261 acgaggctgg gatctcattg gcggttatcc gccactttgc cgataaactg cctattctgg
   136321 gggtctgcct tggtcatcag gctctggggc aggcttttgg tgcgcgcgtg gtgcgtgcgc
   136381 gtcaggtgat gcacggcaaa acctcggcga tttgccattc tgggcaaggg gtttttcgcg
   136441 ggcttaatca gccattgacg gtgacccgtt accactcttt agtcattgcc accgactccc
   136501 taccgggctg ttttgagctg actgcctgga cggagcgggg cggtgagatg gatgagatta
   136561 tggggattcg ccatcgcaca ttgccactgg aaggggtgca attccatcca gaaagtattc
   136621 tcagtgaaca gggccatcaa ttactggata attttcttaa aaattaatcg gttgggccaa
   136681 tattatccca tgacatcatt tatcatttgc ttgcggatga ttttttatgc atattttgtg
   136741 agtatatttt cacgcatcaa taaataacag cttagtggtt tattagggtg ggcagcgtaa
   136801 tgacagataa gttagcagtg aatcgcaaca cattcgatca ggtcattttg cctgtttatg
   136861 cacccgcgca gtttatccca gtaaaaggga aaggcagccg agtgtgggat caacaaggta
   136921 cggagtacat tgatttcgcc ggtggcattg cggttaccgc actgggccat tgccatccgg
   136981 cactggtatc cgcattgcat cagcagggtg aaacgttgtg gcacaccagt aatgtgttta
   137041 ccaatgagcc agcactgcgt ttagcacaga agctgattgc cgcaaccttt gctgaccggg
   137101 ttttctttgc caactcgggt gctgaagcga atgaagcggc atttaagtta gctcgccatt
   137161 acgctattga gcgtcatagc ccctataaaa ccaagattat tgctttccac aatgcgtttc
   137221 atggctgcac cctgtttacg gtctctgtcg gggggcagcc aaagtattcc gatggttttg
   137281 gcccgaaacc tgcggatatc atccatgtcc cgtttaatga tctggcggca gtgaaagcgg
   137341 tgatggatga tcacacctgt gccgtggtac tggaaccgat tcagggagag ggcgggatca
   137401 cttctgccac gccagagttc ctacaagggg tgcgcgcgtt gtgcgatcaa cataacgccc
   137461 tgctggtgtt tgatgaagtg caaagcggta tggggcgcag tggcaagttg tttagctata
   137521 tgcattatgg tgtgacgccg gatatcctta ccacggcgaa ggcattgggc ggtggcttcc
   137581 caatcagtgc gatgctaacg accgaagaga tcgcttcagt gatgacggtg ggtacccacg
   137641 gcaccaccta tgggggtaat cctctggcct gtgcggtcgc tgaggcagcg ttggatgtga
   137701 ttaatacccc tgaggtactt aatggtattg aacagcgcca tggtctgttt gtgcaggcgc
   137761 tacaaagcat caacagcaag tatgatgttt tcagtgatat tcgtggtatg gggttgttga
   137821 ttggcgcgga gttaaccgcg aaataccggg ggcaggcgcg tgagttcctg gccgccgctg
   137881 ccgctaacgg cttgatgatc ctcaatgcgg gtccagatgt tctgcggtta gcgccctcgc
   137941 tggtaattga attggaggat atccagcaag ggatggcgcg gttggagaaa gcaatggcga
   138001 gtgtgatcaa aggttaagca gccaataacc gcgttatgga gaggcgctag cctctcagac
   138061 tgctgacaaa ccccgatgac gcgatcttga acggtgagga taggcagagg agtaaagcgt
   138121 ccgcgccaag gatggcgcgg ctcgagccta catggatgta tttacggcgt ctttacgatc
   138181 tgcctgttct ctccgtcgcg gtcactttgt caataacctc agaggcgcta gtctctctct
   138241 ttttacgtat tatcccgtaa cttccggctg cgccatatgc catgatgtgg ctgctgttgc
   138301 catgccatgg cagaaacggt gtgcatcacg tttaagtgtg atagaaccct gcgtaaatta
   138361 cgttctagct ctgaggcttg ggtatctgga gccatatcgg gtatctgaac gacgctatca
   138421 ttgtcctcaa gattatccga ttcaagccgt tgttggcaca actggatggc catctcacat
   138481 agctgtaaat agcttgcggc cagtttagtg ctcatgagtg tatgaccacc ggttgatggt
   138541 gagtccactt cagtcaatgg attctctctg atcagtgttg tcatctcatt gatatggcaa
   138601 acaatcaact cgctatgggt ggcccaaagg cgcatatctg ccaaatattt tgaattgaac
   138661 cccggttctt gcattgcctg atttagtgaa cttaaaacgg tgttactggc cttgttcacg
   138721 ttaaaacgct cataatctaa ttgcgtaatg tcaggatgag gggtcagtag caaacgcagg
   138781 atcgtctgat aagcctccag tgcctgatgg gcatttttac gcaataaccc gctctgccac
   138841 tgaggccaaa gccataacgc actgccaagt gccaaggcac aaccgatcaa ggtatccagt
   138901 aaacgtggga ctaaaaagtt agcgccttcc ccggtcaata actgcaagat atacacggcg
   138961 gttatcgttc tacccacgac cgccagacca taatttttac gctgtactaa ataagacaac
   139021 agtgtgatca gtaacatgat gccgagggtg gtgatttctg tcatttgtag gtgcagcaaa
   139081 cccgccgcca gtatcagccc taccagggtg cccaacgcac ggtgatggat ccgcactcgc
   139141 gtggcgttat aaccgttttg catcaccaac attattgtga gcaaaatcca atagggtttg
   139201 gggaggttga tcaatacacc aatataactg cctacggcca gtgtcacccc tattcgggcg
   139261 gcatctcgta gcgcactgga tttaaacgac aaataactta ccagagcagg ccaaaaaggt
   139321 tgcgacaact gactggacat caagtcgcgg ttatacagtg gacggcggtc gctcagtatt
   139381 tgggtgatat ggctaatgtg gtagtaacaa aattgtgcca ccgggttgtc gggattttgc
   139441 tgtgcgatcg tttccagctc ggctaaaggg acacccgcgg tgaagtgttc tacggtgcgg
   139501 cggtgataga gaatgtcatc agcaatggcg cgcatttggg ctgaaataat ttgcgcatta
   139561 ctctgagtca ccgcttctat gggcgtcttt tttatcagat cttgcatttc ttctggctga
   139621 ttcagcgctg cagtgatgtg ctcttgtaaa tccagcgcca tctgaaacag tcccaacaaa
   139681 cgcttttgct ctttcttggt ggtgttgtgc aacaagttaa attgttgata aagctgatta
   139741 actttatcca tcattccttg ttgtctatcg agtagcggtg gtatcgcttt ttcgggttca
   139801 agatgctggg taagccggct gtatttagca tcacaataat cggccaataa atgataaagc
   139861 tggctcagtg gctcgcgaat aggttggtct ttacataacc ggaaccacaa ccagttaaat
   139921 acgccatacc aaagcgtccc cacggcacag agcaagggtg cctgccagat aggggcgcgg
   139981 cccaccatgc tgagactgaa aatagcggcg atcaatgcag caggaagtag gcggccattc
   140041 agtgggctaa tcgtaccgct gacacccact atcaatgcca gtcctagcat aatcacaggc
   140101 aaggggatat gccatagcaa cagttgttgt gtcaggaaac tgctcagtgt aaaaagtacg
   140161 ccgccaataa tcagacgccg gaaaaaatgt tggtgcggtg tatccaggga agcaatattg
   140221 cagcaggcag gtatcaggga aaacatcaac ccaagccgta agtcaccgat agcaaacccc
   140281 aatgctgccg gtaggcaaag gaccaatgtt tgacgtagtg cgtagttaac ttcaggatga
   140341 taaataagcc gttgccactt catataggcc ccagaaattt attactcaca gaaaacggga
   140401 aaaaccggcg ctaatagctt cagctttaac gccggttttt agagggaatt aacgggtgcc
   140461 gtaaacgacg atcgttttac cgtgtgcgga gatcaagttt tgatcttcca gcatttttag
   140521 tatccgcccc acagtttcgc gggagcagcc aactatttga ccaatttcct ggcgggtaat
   140581 tttgatctgc attccatctg ggtgggtcat ggcatcaggt tgttttgcca gattaagcag
   140641 tgtttgtgca atgcgtccag taacgtcaag gaaagcaagg ttacccactt tctccgatgt
   140701 tatttgtaag cgattcgcca tctgtgaaga gaggcgcatc aagatatctg gattaacctg
   140761 aatcagttga cggaactttt tgtaagaaat ttcagccact tcacaggccg tttttgctct
   140821 cacccaagca ctgcgttctt ggccttcttc aaatagtcca agctcgccga tgaaatcccc
   140881 ctggtttaaa taggagagga tcatctcttt gccttcctca tctttgatca gcaccgcaac
   140941 ggagcctttc acgatgtagt acagcgtttc ggctttttca ccctggtgaa tcagcgtact
   141001 tttggatggg tacttatgga tatggcaatg agacaggaac cattcgagag tcgggtctgt
   141061 ttgtggctta ccgagaacca ttcgctgtta tcctctgttg ttatcgctgc ctaacttaac
   141121 agggctcaga gttccctgta cggcgtgctt atagaataca ctttcttttt agcatattaa
   141181 cttgctcaac tgccgaaagg tatagccaag gttcgtaccg aatagaaacc cttcactgag
   141241 tattgatctc tactctaatt taattgctac agcatcactt tcgattctgt ttgtagcaca
   141301 ggatgaggct actgtcttgt gttgtatcgc ttcagcatga tgaacgtcca gttacattgc
   141361 cactttgtaa atgaaagggt agtctaaatt agaaaattta accgggagca ggcgttatgc
   141421 aagcacgtgt caagtgggtt gaggggctaa catttttggg cgaatccgcg tcaggccatc
   141481 aagttttgat ggatggaaat tcgggtgata aggcaccaag cccgatggaa atgctattaa
   141541 tgtcagcggg ggggtgtagc gccattgatg tcgtgtctat tttacaaaaa gggcgtaaca
   141601 atgtgcggga ttgcgaggtt aaattaacct cagaacgtcg ggaagaagcc ccgcgtctgt
   141661 ttactcaaat caacttgcac tttatcgtca gcggtaaagg gttaacggac aaagtggtgg
   141721 agcgcgcagt tgatctatca gccgaaaaat attgctctgt tgctctgatg ttggggaaag
   141781 ccgcaaccat tacccacagc tttgaggtac gcgaagtcgc gtaaatggtg aaccacccat
   141841 agcccggttt ggttatgggt ttttaggcca aaataacagc gctcacctca tccagatgaa
   141901 atatttaata cttggggggt atacagtcgt ggctaataaa aacaaaatat cggttgcctg
   141961 tggggcgata tcattgtttg ttgtcgcctc attttctttg tttttctcat taactcatta
   142021 ttttaatttt tttaaaatga atgatgaagt gcatttctct tgggctgtat ctttgttgtt
   142081 atctggttca ccattattat tttatttatc tgtggtctct ggtgggtata tcatcggata
   142141 tgaaaaaata tataatgatc gtgtcggtaa gatacttgcg tacatagctg ttctggggat
   142201 ggtttttagt ctgttttttt ctttttatgt ggattcttct ttaaaagaag ctgggtattt
   142261 aaagtgcgaa aggaaatctt ttatcgcgcc caataagtat gtaatcgacc tgaaattatg
   142321 ccgttaggca aagcttggtt gttgttaaag atgaattttt taacggactc gatgccgtca
   142381 taaaagtgat atttaacggc tacgctgatg ccacttaaaa atgagtattt taaatgagca
   142441 tcaacggcca aacacttcgt caaacacggg attagttgga gaaaaaaccg aagtttatta
   142501 ttagttaagc gatctgcttc ccttccagca gttgctgaac cagcggagcc ataattaact
   142561 ccatcgccag ccccatcttc cctccgggta ccactaacgt attgatgttg gaaataaatg
   142621 aaccctgtaa catcgccagc aaataaggga aatcgatgtg atccaaacca cggaaatgga
   142681 tcacaacgaa actttcgtct aacgagggaa tagctttggc ggcaaatggg ttcgaggtat
   142741 caacggtggg aacacgctga aagttaatgt gggtgcgtga aaactgcggc gtaatgtagt
   142801 taatgtaatc gtccattgac cgcaccacgg aatccatcac cgcctcacgg gaatggccgc
   142861 gctcaccggt atcccgcact aatttttgaa tccactccaa attgacaata ggcaccacac
   142921 cgaccaacag atccacatgt tttgcaacat catgatgctc ggtcacgacc ccgccatgca
   142981 gcccttcata gaataaaaca tccgtgggtt ccggtagcgg ctcccaagga gtaaaggtgc
   143041 cagggatttg gttataaggc actgcttcat cataggtatg taaatactta cgcgagcggc
   143101 cagtaccgtg tttgctgtat tccgccacgc tttgttctaa ctgaccaaaa tcattcgctt
   143161 ctgggccaaa atagctgata tgtctgcctt gatcccgcgc cttacgaatg gcggcatcca
   143221 tttctgggcg ggtatagcga tggaaactgt caccttcaat ctgtgctgcg cgaatatcta
   143281 actgctgaaa aattttgcga aaagccagac tggtggtggt cgtacccgca ccacttgagc
   143341 cagtgacggc gataaccgga tgtttagttg acatattagc gctaactcca tggggttgca
   143401 gtggcggcac tgaccattgc ctattctttt tgttgttagt ggttattttt agggcaaaga
   143461 gacgggcttg tcatcttgtt ttattgtgct gttcactcag tgccgtggtg aaagagtaca
   143521 aattattgct gctcttcagc accggcacgg aatgaaccac ggggcataat attgatggtt
   143581 tcgtgtaact cggaccagac cagaacggct tcaccactga ccaactgacg gcgcacgtct
   143641 gcaacttttt ctgtcagtga acgctcatgt tcgccgtaat cggtgccttc gcgtaataca
   143701 aaggcttcaa gcaaattatc cagtgtttca ctgtccactt gttgccaggg aatgatcatg
   143761 actgctgctc caaatagggg gaaagccagg ctggaattcg ctgttccagc cacatttgtg
   143821 gatgttttaa cgagccgccg acaaatccta cgtgaccgcc gtgttcagtg agctgataat
   143881 caatattgtc cggcagtgtc tcgatattcg gaatgacctc ggcggtcatg aacggatcgt
   143941 ctttggcatg aataatcagc agcgggacac ggatttgcgg taacagtggc agggcgctac
   144001 aacggcgata ataatctcct gcatcattaa atccatgaat ttttgctgtt attgcatcat
   144061 cgaaatctct aactcgtcgc aattttttca actggaataa attcaccggt aggctatttg
   144121 ggtactgtaa tagcttgcgg gtcgcgttca gctttaactg attcaataaa tagcgctgat
   144181 agacccgaga gaaaccttgg tccatacggt cagcacaagg ttcgagcatt aagggggccg
   144241 aaaccaccac cgcagcgcgc aatccgctat tcttcccctt tttggccagg tagcaagcca
   144301 gcatattacc gcctaatgat atgcctacgg cggcggtagg cacctgtcca taggtttctt
   144361 gtaaccaatg taggaaaaaa ttcgcatctt cggtttcgcc agagtgataa atgcgcgact
   144421 tacgattggg ttcaccactg caaccgcgaa aatgcatcac cacacccagc cagcctgcag
   144481 cttgccaggc gcgtagcaaa ccgtgggcat aagggctgta aaaattccct tccaaaccgt
   144541 ggaagagcac cactcggggc ttctcgcgcg ccaactcggg gttctcactc caagctaaat
   144601 cgataaaatc accgtccggt aattccagcc gttgccaata gggcgatagt tgcacatgcc
   144661 gcctgaccag gcgcggcagc aatgtctgca agtgtgggtt gctggcccct gccagcgggc
   144721 gaaatgtctc atgcataatc tgaatgggat atatgtgatt gctcttgtgt gatcaatagc
   144781 acactgttag cttcatgggt atatcgcgca tcattttggg tgagaggcac ccatctcatg
   144841 gaattgagtt tatttctgtc aatggttggt tttctctggg tcgcggctat tacccctggt
   144901 ccaaataata tgttgcttac ctctacgggt gctaacttcg gctttatgcg ctctatctgg
   144961 ttgatgttag gcattatgtt aggtatgcag agtatgctgc tgctggtggc ttttggcgtg
   145021 ggtagcctga ttttgatcta cccctccctc catctggcat tgaaaatttt ggggagtttg
   145081 tatctgctgt ggctggcatg gaaaattgcc acttcagcct atgaaaaatt agacaccaat
   145141 gtggccccag ccaaaccgct acgtttgtat cagggttggt tattgcaatt tcttaaccca
   145201 aaggcctggc tgatggggtt aggctcggta gccagtttca gcatggcggg cgcagcctac
   145261 aatcactcca tcttgatgat aagcctgggg atgtttatgg tgaatctggt ggcagggatt
   145321 atttggctgg gttttggcac cctgattggc cgcctgctcg gcagccgccg tgcttggttt
   145381 acctttaata tctcaatggg cctgctgacc gccgcgtgtg ttttactgat ctggcattaa
   145441 tgcatgaaag gtgacgttgc gcttgagtta acagccagtt accgataccg gtaaagtttt
   145501 tagtacatct gttatcgcat aaaggaataa acaatattct tttattcctt tatgctgctc
   145561 tctctctcgg gtaacactgt catttcaggg cgcttgcgcc cagtccttaa tgacgcagtt
   145621 aaccaagcgg agtcagtaaa ccatggcgat aactttttct tcggcaaccc ttgccgcttc
   145681 aagacgcagc tttttacaac tccgcacgat tttattggcc tcgttactgc cagcttcatt
   145741 actgctcgcc accagcgcgc aggcagtcga tgtcatcgtg gcttatcaaa cctctgctga
   145801 accggcaaag gtcgcgcagg cagataacag ttttgccaaa ctctctggtg ccaacgcgga
   145861 ttggcgcaaa tttgatagcg gttccagcgt tgtcagggcg ctagcttctg gtgatgtgca
   145921 gattggtaat attggctcca gcccactggc tgtcgctgcc agtcaaaatg taccgattga
   145981 agttttcctt ctggcctcac aactgggtag ctctgaagca ttggtggtga aaaaagagat
   146041 caaaacgcca caggatttga ttggtaaacg tattgctgtg ccgtttattt ctaccgccca
   146101 ttacagcttg ctggcggcgt tgaagcattg ggggattaaa ccgggccaag tcaccatcct
   146161 caacttacaa cccccggcta tcgccgccgc ctggcagcgt ggtgatattg acggcgctta
   146221 tgtttgggca cctgccgtga gtgaattagc caaaaccggt acggtactaa ccgattcagc
   146281 ccaagtgggc cagtgggggg caccaacatt ggatgtatgg gtagtgcgca aagactttgc
   146341 caaagcccat cctgaagttg ttaccgcctt tgcccgcagt gcattggcag cacaagccgc
   146401 ttatctgaac aaccctgaac agtggttgca aaatcaagcg catttagccc cactctctcg
   146461 cttgagtggt gtgcccaccg agcaagttcc agcgctggta aaaggtaata cttacttgcc
   146521 agtggctgaa cagataacgc aattaggtca gccggtggat caagctatcc gcgatactgc
   146581 agagttcctt aaacagcaag gcaagatccc tcaagttgcc agtgactacc gtgattttgt
   146641 cactgaccgt tttgtaaaag aaatccaggc gacaccgcaa tcccaggcga caccgcaatc
   146701 ctaggagcca tcatgttgaa cgtgagtggc ctgtgggccg aatatcaagg aaaaccggcc
   146761 ttacaggatg tgtcattgca gatagcatcc ggccagttgg ttgtggtctt ggggccatca
   146821 ggctgcggta aaaccacgtt gttgaatttg attgctggtt ttatgacccc ttcagcgggc
   146881 gttatcacgt tggataatat cccggtcagt ggcccgagtg ccgagcgagg cgtggtgttc
   146941 cagaatgagg ggctcctgcc gtggcgtgat gtggtcagta atgtggagtt tggcctacaa
   147001 ctggcgggga tgagtaaaga acagcggcgg gtaaccgccc tgaaaatgct aaaccgggtg
   147061 ggattggcgg gatttgaaca tcacttcatc tggcagctct caggggggat gcgccagcgg
   147121 gtggggattg cccgtgcgct ggctgtcgat ccgcgtttat tgctactgga tgaacctttt
   147181 ggtgcgttgg atgcttttac ccgtgagcag atgcaagaac tgttgttgac catctggcgt
   147241 gataccggca agcaaatttt actgattacc cacgatatcg aagaagcggt tttcctggcc
   147301 agtgagctat tgctgctatc gccagggcca gggcaggtgg ttgaacggtt gtctctgaat
   147361 tttggtcaac gctatgccga gggtgaacct tgccgtgcta ttaagtcgga tcctgaattt
   147421 atcgcccgcc gtgaagacgt gttgggtaaa gtcttccaac agcgggaggt gttgatatga
   147481 gcctgcacag tacgttacgt aatcaggcga ttaatctgcc cgctgcagat gcaccgaaaa
   147541 aaacgccccg ccgtttacct gccaatcaga cgctgtggat cagtatcgcc acgttggctt
   147601 cggtggtggc tttatggtgg gcagtcacgg cgttacagct tatcggcccg ttatttttac
   147661 ctgctccaca gcaggtcttg catcagctat ggaccattgc cagcccgcaa gggtttatgg
   147721 atgccacgct atggcagcat ctggctgcta gccttgggcg aattttcgtt gcgttgttgg
   147781 cggcagtggt actgggggtc cctaccggga tcgccatggg gctgaacagt aacgttcgtg
   147841 gtgtgttgga tccgttaatt gagatttatc gtccggtacc gccgttggct tatctaccgc
   147901 tgatggttat ctggttcggt attggcgaaa cctcaaaaat cctactgatt tatttggcga
   147961 tatttgcgcc agtgacgttg gcggcggttg cgggtgtgcg cagcgtggca cacgttcgag
   148021 tgagggccgc ccgtgcatta ggtgccagcc gttggcaggt tttatggttt gtggtgttgc
   148081 ccagcgcctt gccggagatt ttaaccggta tccgcatcgg cctgggggtt gggtggtcca
   148141 cgttggtggc cgctgagctg attgccgcga cacggggatt gggctttatg gtgcaatccg
   148201 ccggtgagtt tttggcaaca gatgtggtca ttgccggtat cagtgtgatt gccattattg
   148261 cttttgggat ggagttaagt ttacgggcga ttcaacgccg gttaacgcct tggtatggag
   148321 aacaacaatg aatgaacgtc tgattgtgac gcctttgggg ccgcatattg gtgcgctggt
   148381 tgaaaatatt aatattgcgc acccgttggg agatagccag tttgaacagc tttatcatgt
   148441 gttgctcaaa catcaggtac tgtttttccg taatcaaccg atcacaccgt tacagcagcg
   148501 agacctggcc gggcgctttg gtgatttgca tattcacccg gtttatccgc atacccaaga
   148561 gtgtgaagaa attatcgttt tggataccgc cgacgataac ccaccggata atgacaactg
   148621 gcacactgac gtcacgttta tcgaaacgcc gccattaggg gcgattttag ccgccaaaca
   148681 actgccgaca accggtggtg ataccttgtg gagtagcgga attgccgctt atgacgcgct
   148741 ttcggccccg tttaaacagc tattggccgg gttacaggcc gaacacgatt tcactaaatc
   148801 tttccctgaa cacaagcacc gcaccacgcc agaagagcat caacgctggt tacagggaaa
   148861 agagaagaac ccgccattac tgcatccggt gatacgtact catccggtga gtgggcgtca
   148921 ggcattattc gtaaacgaag ggtttacgac tcgaataatc ggattgagtg ataaagaaag
   148981 cgaggcatta ctgggttttt tattcgctca caccactaaa ccggagttcc aggtccgttg
   149041 gcgctggcag caagatgatg tcgctatttg ggataaccgt gtgacacagc attacgccaa
   149101 tgccgactac ctaccgcagc ggcgggtgat gcatcgggcg acgattctgg gtgataggcc
   149161 ggtgttccgg ccctgatcta tggcgttatt aatctgtggt caacagtgaa cgggcggcag
   149221 actcgacagc atcaacatgg atgtcttcaa cttgtggccc ggcatggacg agcacatggc
   149281 gaacacctag cggataccag cgtaggtact tctctggccg ggattcaaac aaggccacca
   149341 cgggtatttg caatgcggag ccgatatgta ccggtgcgct atcggcggaa atcaccaaat
   149401 ccaactggct catcgccgcc atcaggtcgt cagtggatgg cgttgacaga caacgggcgg
   149461 ttagccccgc taattgctgc tcggatggtt gttctgctgg atcatgaaaa atgagcaatt
   149521 cagcctgtgc attgagtttc aatgccaatt gacgccactt atcccaactc cagcgccgtt
   149581 gggcggattt attagagata aatagcccga cacgtggccg gtcttttccc ccaagatcgg
   149641 cctgccattt tgcctgcaat tgtggctctg ggtagacatg cagcttaagt gtttcgatgt
   149701 ctacccgccc cagttcaggc atcagtgcaa atcccgagag ggcttcgtga cggattggcc
   149761 gcgtggcaac atgttcagga ttacggtcgt caaactcagt ttcagccgta tgccaacggc
   149821 gatctgccac attgagctgt ttggcaaact gaatactgtt tttgttcatg ccaccattgg
   149881 gaatgagcag cagatcgaag cctaaacgcc gtagccgcca aattaatgct agccgatcaa
   149941 aaagggccat gagccggcct ggccgctggt ttctctcaca ttgtttgctg taaacataag
   150001 tgtggaccgc actgacatca ggattacgtg ccagcacgga ttgattatat ttattcgcta
   150061 atacgtggat ttcgttgttt cagcgcatgt aatagcgccg tggtacaaac catatcgccg
   150121 agaaaatcaa ttcggatcac caagatgcgc tgcatttaag tccattcaca ttaattgctt
   150181 cagggcttaa ttaaacctta tatgtgccag ggaaatacag tgtaatgaat aagtatttgt
   150241 aacttattta ttcagcgcgc ttttgccggg cataggaacc catcaagaat gagcaacgta
   150301 ttgctcgcca gagttcatgg agattggtta caccacggaa tagtgcaggg cgcagaccca
   150361 atgtgataaa gcgaattgcc aatgcggtac gttgtggtga ggcaggtagt tttttacgta
   150421 ataaccctaa aagatggcca ctttcttgat tggcatgaga tagcaaggca tcgcgcaccg
   150481 gtggtttggt gctggcggca atcttaacca gtgcgttgat aatatcaacg tagctattgg
   150541 cgcggcgtag gagtgcctgc attgagggag agttagtgat tgagtcagga ttagtacggt
   150601 agccatagaa gggcgtggca cagaacccga tacgctgggc cacgagtgct aattgggtgg
   150661 tccacagaat atcttcatga agcatatcgc gaataaactg taattggtga gtgctgatca
   150721 catcgcggcg aatcagttgc aaccaggcat aatgtggcca ctctttttgt ttaacactga
   150781 ggataatcca ttgttgacca ttgagcgtcg ctccccaagg ctgttgaccc aataagggag
   150841 tgaccggttt tcgctcgggg ttactgctaa attgatagcc gttaccaatc aagacatcca
   150901 gcttctgctg tttaacctgc tgtaaccaag ttgacagggc atggggtgcc agccaatcat
   150961 caccatcggc aaaggcaacc caattgcctt tcgccttggc gatccccaca ttgcgggcct
   151021 cagaaagccc ctgattctgc tgatttataa tcactaatcg ggaatcaata tgagcaacct
   151081 gttccagtag tgcgagactg tgatcggtag agccatcgtt aacggcaata atctcaagcg
   151141 agacgcccgt ttggctgcgc agtgagtcga gcagatccgt aagataattt gcgcaattgt
   151201 atacggggac aatgacgctg atatcaacgc tgttcatgat tgtttaatct ctgggcgtga
   151261 taagaccgcg aaaaatcacg ccgctctagt cgtgcgactc taactcaatt cgcacgacta
   151321 tattcacgat gccatattta cattcgcgat gttatatcta tatttccgat attatatatc
   151381 ggcatcgcta aactctttag tcagtatttc aagctgttct tgcacatcca accactgcat
   151441 ttccgtctct tccagcttgg atttcacttg cgtttgttgc agtaggcatt gggtcaagtc
   151501 cgctttgcgc gcaatatcat acagtgctga atccgccaac tgtgcttcga tagcggccag
   151561 ctcagtgctg agtttatcca tctgtttttc cagcgtcata atctgcttac gcagtggctg
   151621 cgtttgagtg cggaattcag catcgcgacg tttttggtct ttacgctgtt gtgcgctgtt
   151681 gcccgatagc tccttcgccg gattatcctg ttggctttgc tggcgctgtg aatccaccag
   151741 ccactgctga taatcttcca gatcgccatc gaactgttcc actttaccgt cgtgcaccag
   151801 atagaggtca tcggtggtag agcgcagtaa atgacggtca tgggaaacca ccaccaatgc
   151861 gccttcaaaa tcaatcagag cctcggtcag ggcttgtcgc atgtccaaat ccaaatggtt
   151921 ggtgggctca tccagcagta acagattcgg ccgttgccaa ataatcagtg ccagcaccaa
   151981 acgcgccttc tctccaccgg aaaagcgggc ggttgggtcg gtcacctgat cgccctgaaa
   152041 gccgtaacca ccgagataat cgcgcaattg ctgctctgac tctttagggg ccaggcggct
   152101 catatgctgc aacggtgatt catcagcccg taagaactcc aactgatgct gggcgaagta
   152161 accgagttta atgcctttgg acagggcgat ctcaccgctt tgcggttcta acgtcccggc
   152221 caataattta atcagcgttg atttaccggc accattacgc cccaagagac cgatgcgtga
   152281 accgggcacc aggttgagtt taatggactg taagacggtg ttttccccgt aaccggcact
   152341 gactttatcc atgcgcagca agggatctgg caggctttct ggtgtacgaa aactgaagtg
   152401 gaacggatta tccacatgtg caggggcaat cagctccata cgctcgagca tcttgatacg
   152461 gctctgggct tgcttggctt tggtggcttg cgcccggaag cgatcaatat aactttgtaa
   152521 atgcgccact ttttcttgct gatgctgata catcgattgt tgttgcgaca gtttggtggc
   152581 gcgctggcgt tcgaacgatg aatagttacc ggtatattca ttcagcgttt gctgttcaat
   152641 atgcaaaatc ttatcgataa taggatcaag gaaatcgcgg tcatgggaaa ttaataccaa
   152701 ggtaccggtg tagcttttca gccatttttc cagccagatg acggcatcca aatccaagtg
   152761 gttggttggt tcatccaaga gcagtaaatc agagcggcaa accagcgcct gcgccagatt
   152821 aagacgcata cgccagccac ccgaaaatga acgtaccggt tgctgtagtt tttcttgaga
   152881 aaacccgagc ccgtggagca aactggccgc acgcgattgg atagtccagg catggatggc
   152941 atccagctta ccgtgcacgg ttgcgatggc atggccatca tttttttcat tggcagcctg
   153001 aagttcggcc tccaactggc gatattcgcg gtcaccgtcg ataacatact ctatcgccgg
   153061 gatatccagt gccggggttt cctgattaac ccaggccagt gcccagttat tgggaaatgt
   153121 gacattgccc ccatcggcgc tcagttcgcc tttgagcaac gccagcagag tcgatttacc
   153181 acaaccgttc ttgccaacca ggccgacttt ctgaccgggg ttaatcgtag ctgtggcgtt
   153241 gtccagcaag acgcgagtac cacgtcgaat ttgaagcgag gaaaaaacaa tcatagagtg
   153301 ccgtatgttt aggatatgtt aaattatcat cccctttgca cttgaagtta caggggttag
   153361 ccacgttcac tcatcctaat gactgacttg agtaagctca ttagcggtgt tttctggcga
   153421 cctacctgca atgccaatta cgttgggtat tgggtataaa cgggacgatt ggtgtcctat
   153481 ttttagtctt tgcgaagcat ggtaacggaa aaaccggacc ctgacgacgc tttggagggg
   153541 aatgatgttg cagccgccga aggttttgct gctgtatgcc catccggaat cacaggactc
   153601 ggtcgctaac cgggttttac tgcaaccggt acagcagtta gaacatgtca ctgtgcacga
   153661 tctttatgca cattatccgg atttctttat tgatattcat catgagcagc aattgctacg
   153721 tgatcatcaa gttattgtat ttcaacatcc tttatatact tacagttgcc ctgcattact
   153781 gaaagagtgg ttggatcggg tactggcacg tggtttcgcc aatggcgttg gcggccatgc
   153841 actgacggga aagcactggc gctcggtgat taccaccggt gagcaggagg gaacttaccg
   153901 tattggggga tataaccgtt acccaatgga agacattctg cgtcctttcg aattgacggc
   153961 ggctatgtgc catatgcatt ggattaatcc gatgattatt tactgggcca gacgccaaaa
   154021 gccggaaaca ctcgccagtc acgcacaagc ttatgtgcaa tggctgcagt caccgctcac
   154081 gagaggactc tgatttatgg agggcacagg gctacttacc gctgttctag tgtttttatt
   154141 cgctgctgtc gttgcggtcc ctatcgccca acgcttaggt attggtgcgg tactgggtta
   154201 cctgatcgcg ggtattgcca ttggcccgtg ggggctagga tttattcgcg atgttgacga
   154261 aattctacat ttttctgagc taggcgtcgt cttcctgatg tttatcattg ggttggagtt
   154321 gaatcccgca aaactttggc aattaaggcg atctattttt ggtgtcggtg ctggtcaagt
   154381 cgtgataacg gccgcggtac tgggcgcatt gctttatttt acccagttcg cctggcaggc
   154441 agcggttatc ggtggcgtag gtttggcgat gtcgtctacc gccatggcat tgcaactgat
   154501 gcgggaaaag gggatgaacc gcaatgaagg cggccagctc ggtttttccg ttctactgtt
   154561 ccaggatatg gcggtgatcc ccgcgttagc cttgattcct attctggcgg gtaacgaagg
   154621 gggagccaat gactgggtca aaattggcct caaaattgcg gcttttgccg gtatgttgat
   154681 tgggggccgt tatttgttgc gcccgttgtt ccgctacatt gtcgcctctg gggtacgtga
   154741 ggtttttacc gctgcggcat tgctggtggt gctggggtcc gcgctgttta tggatgccct
   154801 ggggctatcg atggcattgg ggacatttat cgccgggata ttactggctg aaagtgagtt
   154861 tcagcacgaa ttggaaatcg ctatcgagcc gtttaaaggg ctcttgctcg gtttgttttt
   154921 tatttctgtc ggcatggcat tggacctcgg cgtgctgttt acccatttac tggatgtact
   154981 gctgggcgtc ttggcactgg tctttatcaa aagtgccatc ttgtatggtt tggcgcgggt
   155041 gtttggcttg cggcgttcgg tccgtttgca atttgccggt gtgctcagcc aaggcggcga
   155101 atttgctttc gtcctgtttt ccgcggcgtt ctctcagcgt gtgttgaatg cagaacaact
   155161 ggcattgcta ttggtggtcg tcaccttatc gatgatgact acgccgttgc tgatgcaggt
   155221 tattgaccgt attttggttc gtcgctacaa cgcgcaggaa gagagtgatg agaaaccctt
   155281 tgttgaagat aatgacccac aggtgattat tgtcggcttc gggcgatttg gtcaggtgat
   155341 tggccgttta ttgatggcga acaaaatgcg cattaccgta ctggaacgtg atgtcagcgc
   155401 ggtcagtatg atgcgcaaat atggctacaa agtttactat ggtgacgcga ccgagttgga
   155461 actgctacga gccgctggcg cagaaaaagc caaagccatt gttatcacct gcaatgagcc
   155521 ggaagacacc atggcgctgg tgcatttatg ccagcaacac ttccctaatc tgcacattct
   155581 tgctcgcgcc agagggcgtg tcgaagccca tgaactgctc caaaacgggg tcaaagactt
   155641 cacgcgtgaa accttctcca gtgcgctgga actggggcgt aagacattat tggaactggg
   155701 catgcatcca catcaggcct accgggcgca acaacatttt cgtcgcttgg acatgcgaat
   155761 gctacgtgag ctgatgccac aacatcatgg cgatgtggca caaatttcca gaattaaaga
   155821 agctcgccgt gagttggaag atatttttca acgagaaatg ctacatgaaa gccggcagtt
   155881 agatgggtgg gatgaatacg aataatgtcg aggacaaacg atgactatca ctcttaataa
   155941 gacagtgaca cgtaaaagat ttattgccgg agccgtctgc ccgcaatgta atgccttgga
   156001 tacgctggct ttatggcgtg aggatcaggt tgaagtagtg gagtgtgtta agtgtggtca
   156061 ccatcaacgc cagacggatg aacaggtcaa taaacatgtt cgtccacatg agcaagtgat
   156121 cggtattttt cctccagagt agcgttatct gccgtgattt tttatgcggg tgagtacagc
   156181 ggggcagatt tccgctacaa tctgtgccaa tttttgttcc aagggtagga gatatcatga
   156241 aagtaacaaa agacttggta gtcagcctgg cttaccaggt acgtacagaa gacggtgttt
   156301 tagttgatga gtctccggtg agcgcgccgt tggactacct gcacgggcac ggttccctga
   156361 tcgctggttt agaaaacgcg ctcgaaggcc acgaagctgg tgacagtttt gatgtgcgtg
   156421 ttaatgccga tgaaggttac ggcagctacg atgaaaatct ggtgcagcgt gtaccaaaag
   156481 acgtctttat gggcgttgac gagctggaag tggggatgcg ttttctggca gatactgatc
   156541 aaggcccagt accggttgag atcactgctg tcgaagacga gcacgtcgtg gttgatggta
   156601 accacatgct ggcgggccag gatctgaact tccacgttga agtggttgct gtccgtgaag
   156661 caacagaaga agagttgcag cacggccatg tacatggtga gcatgatcat caccatgaac
   156721 acggtgacgg ttgctgcggt ggtcacggcc acgacgacca tgaacatgaa catgagcatg
   156781 gtaaaggtgg ttgcggtaaa agtggcggtt gtggctgtca ctaatatctg accccgtcag
   156841 caaaaagcca gccttcatcg ctggcttttt gctctgtacg cgatcactca ttttctgtgt
   156901 gatagccaat gatctcgtca taactgccgc tagcggtgcg gatattaaaa ttaatcagcc
   156961 gcgatttggg ggtaaccaat ggttattaaa accaattaat ggttattaaa actaattaat
   157021 cgttattaca aatcaatcga tcaatcaata gtgcggaggc ggtgtttctt ctgacggtga
   157081 cgccagcatt gacgattggg actcccgcag tttatcggtc agtaaacgca gatgctcccg
   157141 cagcttggtc atctccattt gatgctcagt tacaatcaag ttaagttctt caatcgtcac
   157201 ttcctgaaat gccagacggc tttccagcat ttctagccgt tgttcaagca gggattgttc
   157261 catcgtattt cctctcatta ctgcaaacga tgtagctata aataatatag ctgcaaacta
   157321 tacggttggg ccatttttta cggttgtagc agtatatcgc gatagctggg ggcatgatat
   157381 tacctgtaaa tcaccgtgat taccccgcaa gggtcaagat atatataaaa acgaaacttc
   157441 ttgtagtaaa aaaagtctta atatcactta atagcatgag tattgagatt gttttgtgtt
   157501 cacacacaca gttatagtac atgttactct tataatcgtt gcttggggtt agagtcctta
   157561 agccaatgga gaaatggatg aaatcactgt ttaaagtaac gttgctggct acggccatga
   157621 cgctaaccct gaatacctca actgttttcg ctgctgacgc aacctcacca gtagtaacca
   157681 atagcgcatt taaaaataat gatcagcaat ctgcttatgc attaggtgcg tctttgggcc
   157741 gctatatgga taattccctg aaagaacaag aaaaattggg gattaagttg gataaagacc
   157801 agttgatcgc tggtgtgcaa gatgcttttg ctaacaaaag caaactgact gacgaagaga
   157861 tcgaaaaaac cctgcaaaat tttgaagctc gggtaaaagc gtctgctcaa gccaaaatgg
   157921 agcaagatgc caaagaaaac gcggataaag gcgctaagta ccgcgatacc tttgctaaag
   157981 aaaaaggtgt gaagaaaacc gcatctggcc tgctgtacaa ggtagagaac gccggtacgg
   158041 gtgatgcacc aaaagacagc gatactgttg tcgttaacta caaaggcact ttggctgacg
   158101 gaactgagtt tgataactca tacaaacgtg gcgagccatt gtctttccgt ctggatggcg
   158161 ttatcccagg ctggactgaa ggcctgaagc aaatcaaaaa aggtggcaaa atcaccttgg
   158221 ttatcccgcc agaactggct tacggcaaag caggcgtccc tggtattcct gccaactcta
   158281 ctctgatatt cgatgtagaa ctgctggatg tgaaagccgc agctaaagcc gatgctcaag
   158341 agcaacagcc tgcggttgat acaaaagcta agaagtaatt tgacttagtc agcacactct
   158401 tctcataacc gttacgataa ttgtcgtgac ggtttttttt tgtgcgctgg caatttactt
   158461 atctgctcgt tgataacttg acggcttata gcttgtgggc ttaacgtcaa taccacatgt
   158521 aaacgcaagg attttacact ggcatgtttg ctagacttaa aatctaagat attgagttat
   158581 tagtctgcca acgatataga gacaggcttt acgtagagga tggtgtcttc gatgtctaat
   158641 tcgcttctct gtagcgaaac cagtgaactg gatttactgg atgaacgtcc gttcagtcag
   158701 acggaccatg aaatactaaa gtcatacgaa gttgtcgtgg atggcttggc aatgcttatt
   158761 ggtgggcact gtgaaattgt tttgcactca ctggaggatt tgaaaaattc tgcggtgaga
   158821 attgctaacg gcgaacacac ggggcggcag attggctcac ctataaccga tttggcacta
   158881 cgcatgctcc atgatatggc aggtgctgac agtagtgttt caaaagctta tttcacgcgg
   158941 gccaaaagcg gtgtcctgat gaaatcagtg acaatcgcta ttcgtaaccg tgaccagcgg
   159001 gtgattggtt tgttgtgcat taacatgaat ctggatgttc ctttctcaca aatcattcag
   159061 acttttatgc caccagaaac acaagaagtg ccttcctccg tcaactttgc ttcatctgtc
   159121 gatgatctgg ttgcgcaaac gctggagttc actattgaag aagtgaatgc ggatcgtaac
   159181 gtttctaaca acgccaagaa tcgccaggtt gtactcaatc tttatgaaaa aggtattttt
   159241 gatataaaag atgccataaa ccaagttgca gaacgcctca atatctcaaa gcacacggta
   159301 tatctttaca ttcgtcagtt caaaagtggc gatctcgtcg ggcacgaacg ttaatgtccg
   159361 cgttaaaata ttgcctattg gtcacagggc ctgcttatgg tacacagcag gccagtagcg
   159421 cttatcagtt cgctcaggcg gttgttgggg cagggcatca cttggtcagc atctttttct
   159481 atcgcgaagg cgtactgaat gccaaccaac tcacggcccc agcgagtgat gaatttgatc
   159541 tggtacgagc atggcaacaa ttggcggctg aacaggcggt tacgctgaat gtgtgtgtcg
   159601 cggcagcgct acgccgtggt attaccgatc aacatgaagc cgagcaactc aatttggccg
   159661 ctgcgaatct gcaacccggt tttacattga gtggtctagg ggcgctggca gaagctacgt
   159721 tgacttgtga tcgcatggtg caattttaat ggcaagaaaa cgcatcgctt ttatttttac
   159781 tcaaggcccc catggcagct cagctggacg tgaagggttg gatgctttgc tggccacctc
   159841 tgctttgagc gaagatatcg gcgtattctt tatctcagat ggtgttttgc aacttttacc
   159901 tcagcaacag ccagaaaaaa ttcttgccag aaactatatt gctactttcg gtgtcttacc
   159961 tctgtacgat gtcgaaaatt gttatctctg cgaacgctca ttgcaacagc gtgggttgag
   160021 taaaatggct gactggatcc tcgatgtaac ggtattatcc ccggcagatt tacgccgtga
   160081 actgggcact tatgatgttg tgctgacttt ttaatgaggt ttgggtattc ataatgctgt
   160141 ataccgtcag tcattcacct tatcactgcg atttatctgc gctgttgaga ttagcgacat
   160201 ctgaggatga tattttgttg ctgcaagatg gtgtgatagc ggccttgaaa gagagtgaaa
   160261 ctcttaagct gttgttaaat aaccccgctt ctctatttgt attggaagac gatgttattg
   160321 cacgtggctt ggttggccaa atttcagaca acgcaacact aatcagctat actcacttcg
   160381 tggatttgac cctaagacat cagcagcaac tggcatggta atgcgagtaa tgctgtatat
   160441 ttcttgacac cttagatagt cagccataaa attctgcgtc ctcgttctct gccagtagtg
   160501 caaacgaggg ggatttatca cgtgtttacg aagcaaaaaa ccaggagctt ttttaataat
   160561 ggcaacgatt aaccagctgg ttcgcaagcc acgcagcatg aaggttgcta aaagcaacgt
   160621 tcctgcgttg gaagcatgcc cgcagaaacg tggtgtatgt acccgcgtat atacaaccac
   160681 tccgaaaaaa cctaactccg cactgcgtaa agtttgccgt gtgcgtttga ctaacggttt
   160741 tgaagtcacc tcttacattg gtggtgaagg tcataaccta caggaacact ccgtgatcct
   160801 gatccgtggc ggtcgtgtta aagacttgcc aggtgtgcgt taccacaccg ttcgcggcgc
   160861 gcttgactgc tcaggtgtta aagaccgtaa gcaatcacgt tctaagtacg gcgtgaagaa
   160921 gccaaaggct taatggttct ccgttaagta aggccaaaca ttttcacatt aatgtcaaaa
   160981 taaactctta gagttttgga caaccctgaa ttaacaacgg agtatttcca tgccacgtcg
   161041 tcgtgtaatt ggccaacgta aaattttacc agatcctaag ttcggatctg aattgctggc
   161101 taaatttgta aatatcctga tggtagatgg taaaaaatct actgcagaag caattgtcta
   161161 taccgcgctg gagaccctgg ctcagcgttc tggtaaagat tttctggaag ctttcgaagt
   161221 agctctggat aacgtgcgcc cgactgtcga agttaagtct cgccgcgttg gtggttctac
   161281 ttatcaggta ccagttgaag ttcgtccggt tcgtcgtaat gccttggcaa tgcgttggat
   161341 cgttgatgct gctcgtaaac gcggtgataa atccatggct ttgcgcttgg cgaatgaact
   161401 gtctgacgca gcagagaaca aaggttctgc tgttaagaaa cgtgaagacg ttcaccgtat
   161461 ggccgaagct aacaaggcgt tcgcccacta ccgctggtaa tatcccgcag tagtcatgct
   161521 aaccatgcgg gcgcttcaag aagccaaccc gcatgggtta accgaatgaa cgccctagga
   161581 atagaggaat caaatggctc gtaaaacacc cattgagcgc tatcgtaata tcggtatcag
   161641 cgctcacatc gacgccggta agacaaccac taccgaacgt atcctgtttt acaccggtgt
   161701 aaatcacaaa atcggtgaag ttcatgacgg cgcagccacc atggactgga tggaacagga
   161761 gcaggagcgt ggtattacca ttacttctgc agctactacc tgcttctggt ctggtatggc
   161821 taaacagttc gaaccacatc acgtcaatat cattgacacc cctgggcacg ttgacttcac
   161881 tatcgaagta gagcgttcca tgcgtgttct tgacggcgcg gtaatggttt actgtgcagt
   161941 tggtggtgtt cagccacagt ctgaaaccgt atggcgtcag gctaataaat ataaagttcc
   162001 acgtattgcg ttcgttaaca aaatggaccg tatgggtgcg aacttcctgc gcgtagttgg
   162061 tcaactgaaa tctcgccttg gtgcgaaccc agttccactg cagttggcaa ttggcgcaga
   162121 agaaaaattc accggtatta tcgatctggt gaaaatgaaa gcgatcaact ggaacgaagc
   162181 tgatcagggc gtgaccttcg aatatgaaga aatccctgct gatatggctg aactggctgc
   162241 tgaatggcac cagaatctgg ttgaatctgc ggcagaagcg tctgacgagc tgatggacaa
   162301 atacttgggt ggcgaagagc tgaccgaaga agaaatcaag aaagctttac gtcaacgtgt
   162361 tctgaaaagc gaaattattc ttgttacctg tggttctgcg tttaaaaaca aaggcgtaca
   162421 ggcaatgctg gatgcggtta ttgagtacct gcctgcacca actgacgttg aatcaatcaa
   162481 cggcatcttg gatgatggca aagatactcc ggctgttcgt cattctgacg acaaagagcc
   162541 gttctctgct ctggcgttca aaatcgctac cgacccattc gtgggtaacc tgacgttctt
   162601 ccgcgtgtac tctggtattg ttaattccgg tgataccgtt ctgaactcag tgaaatcgca
   162661 acgtgaacgc ttaggtcgta tcgtacagat gcacgctaac aagcgtgaag agatcaaaga
   162721 agttcacgcc ggtgatatcg cagccgctat cggtctgaaa gatgtgacta cgggtgacac
   162781 tttgtgtgac ccgaataatc cgatcatctt ggaacgtatg gagttcccag agccggtaat
   162841 ctctgttgct gttgaaccaa aaaccaaagc tgaccaagaa aaaatgggta tggctctggg
   162901 gcgtttggcg aaagaagatc catcattccg cgtttggact gacgaagaat ctggtcagac
   162961 tatcatcgct ggtatgggtg agttgcattt ggatatcctg gttgaccgta tgcgccgcga
   163021 atttaacgtg gaagcaaacg tcggtaaacc tcaggttgcg taccgtgaaa ctatccgcga
   163081 aaccgttaag gatgtggaag gtaagcacgc taagcagtca ggcggtcgtg gtcagtatgg
   163141 tcatgttgtt atcgacatgt ctccattgcc accgggtggt gttgggtatg aattcgtcaa
   163201 cgaaatcgtt ggtggttcta ttcctaaaga attcattccg gccgttgata aaggtattca
   163261 agaacagctg aaatctggcc ctctggcagg ttacccagtt gttgacgtta aagtgcgtct
   163321 gcactacggt tcttaccatg acgttgactc ctcagaattg gcatttaaat tagctggttc
   163381 tatcgctttt aaagaaggtt tcaaacgagc taaaccagtt ctgcttgagc caatcatgaa
   163441 ggttgaagtc gaaacccctg aagattacat gggtgacgta atgggcgacc tgaaccgtcg
   163501 tcgcggtatc atcgaaggta tggaagatac tgctaccggt aaaactgttc gcgtcaaggt
   163561 tccgttgtct gaaatgttcg gttatgctac tgacctgcgt tctcagactc agggccgtgc
   163621 ttcttactcc atggaattct tggagtatgc tgaagcaccg agtaacgtcg ctaaagccgt
   163681 tatcgaagcc cgtggcaaat aagctttcgg gtttaaaaca atgatccagt gctctctcat
   163741 ttagtgggag agcacaagag taaggaatat agtcgtgtct aaagaaaaat ttgaacgtac
   163801 caaaccccat gtaaacgtcg gtactatcgg ccacgttgac catggtaaaa ctaccctgac
   163861 agcagcaatc accaccgttc tggctaaaac ctacggcggt agcgctcgtg ctttcgatca
   163921 aatcgataac gcaccagaag aaaaagcacg tggtatcacc atcaacactt ctcacgttga
   163981 atatgatact cctgctcgtc actatgcgca cgttgactgc ccaggtcacg ccgactatgt
   164041 taaaaacatg atcaccggtg ctgctcaaat ggatggtgca atcctggttg ttgctgcaac
   164101 tgatggccct atgccacaga ctcgtgagca catcctgttg ggtcgtcagg ttggcgttcc
   164161 ttacatcatc gtattcatga acaaatgtga catggttgat gatgaagagc tgctggaact
   164221 ggtagaaatg gaagttcgtg aacttctgtc tgcttacgac ttccctggcg atgatctgcc
   164281 agttgttcgt ggttcagcgc tgaaagcact ggaaggcgaa gctgagtggg aagctaaaat
   164341 catcgaactg gctggttacc tggattctta tatcccagaa ccagaacgtg ctatcgacaa
   164401 gccgttcctg ctgccaatcg aagacgtatt ctctatctca ggccgtggta ctgtagtaac
   164461 tggtcgtgta gagcgcggta tcgttaaagt cggcgaagaa gttgaaatcg tcggtatcaa
   164521 agatactgtt aaatctactt gtactggcgt tgaaatgttc cgcaaattgc tggacgaagg
   164581 ccgtgctggt gagaacgttg gtgttctgct gcgtggtatc aaacgtgaag atatcgaacg
   164641 tggtcaagtt ctggctaaac caggttctat caaaccacac actacctttg aatcagaagt
   164701 ttatattctg agcaaagatg aaggcggccg tcatactccg ttcttcaaag gctaccgtcc
   164761 tcagttctac ttccgtacaa ctgacgtaac cggtaccatc gaattgccag aaggcgttga
   164821 aatggtgatg ccaggtgaca acatcaacat gattgttacc ctgattcacc caatcgcaat
   164881 ggacgacggc ttgcgtttcg caatccgtga aggcggccgt actgtaggcg ctggtgttgt
   164941 tgctaaagta atcgcttaat ttttctgatt aattatttat tgatcaaacc aaagggtgcc
   165001 tcggcaccct tttttattgt gcccagaaaa cccccagcta ggctgggggt tcagtaaagc
   165061 tttcagcttt gggtcagtta taaaaacccc ttttgatttg ttaaaacagt ttgcggtctg
   165121 gcaactgcaa atgttcaaca agaaatcaaa agggggtccc aatgagggat gaaaagagct
   165181 tagcgcacac ccgatggaac tgtaaatatc atatagtttt tgcgccgaag taccgaaggc
   165241 aggtgttcta cagggaaaaa cgcagagcga ttggcagtat tttaagaaaa ctgtgcgaat
   165301 ggaaaaacgt gaatatcctg gaagcagaat gctgtgtgga tcacatccat atgcttctgg
   165361 agatcccgcc caagatgagt gtctcgggat ttatggggta cctgaaggga aagagcagtc
   165421 tgatgcttta tgagcagttt ggcgatttga agttcaaata ccgtaacagg gagttttggt
   165481 gtcgagggta ttacgttgat acggtaggga aaaacacggc caggatacaa gaatacataa
   165541 agcaccaatt ggaagaggat aaaatgggtg agcaactctc gatcccgtat cccggtagcc
   165601 cgtttacggg ccgtaagtaa tccatagatg caaatgtcag atcgcgatgc gcctgttagg
   165661 gcgcggctgg taacagagcc ttataggcgc atatgaaaaa cctccggcta tgccggagga
   165721 tatttattga taaagtgaat aatcttaatt gaaataaaac tcattcttat ttacactcaa
   165781 aagactggtt aagaaatgag tctttttatg tacgtttgtc tatgtaatgc ggtttctgac
   165841 aaagtcattc gcaaagctgt gcgccagcat cagccccata cagttaagca actgcgacag
   165901 cttgtgccga ttggtagtga ctgtgggaag tgcatccgac aagccagaga gatcttgatt
   165961 gaggaactcg ctaatattcc agaaatgaat gatgttgcct aatagttagc tcggagaagt
   166021 tttccgcata ctttgccatc tggtactaca ctgttagtac tggaagcgga gggtataact
   166081 atgaaaggtg ataaaaagat aattgcacat ctgaataaac tgctcggaaa cgagttagtt
   166141 gccatcaacc aatattttct tcatgcccga atgtttaaaa actggggtct gatgcgcctt
   166201 aatgataagg agtatcacga atctatagac gaaatgaagc acgcggataa atacattgaa
   166261 cgtattttat tcctcgaagg tattcctaat ttacaagagc ttggtaaatt gaatatcgga
   166321 gaagatgttg aagaaatgct gaaatctgat ttagcgctcg agttatctgg ggctacagat
   166381 ttacgagaag gtattgctta tgctgactca atccatgact acgtaagccg tgatttattg
   166441 aaagaaattc tggttgatga agaagagcat attgattggc tcgaaacaga acttagcttg
   166501 atcgaccgtt taggtataca aagctactca caggcccagc tagcaaaaga ctaggtctta
   166561 gagatcacgt gtttgctcag caatggcgtc gttggttcag taatgacatt tttagtgata
   166621 acatttttta gtgataaaga gtgagtatcg cgatgcgctc actcttcttt ctccgctttt
   166681 tccatcttgt cagtcatctt attccccctt caattaaatt atctggcaaa ttcttgcgta
   166741 gattttcaac accagcttgc ttcctgctgg tatttacgta taatgcgcgg gcctacctaa
   166801 tcttggtggg tcagattgaa actaatctgt cagttacagc ctagtgttgt cactgaacaa
   166861 tactcccgat atgggggtta tatgttgaac gattacactc ccccatcaat cgaaatgggt
   166921 gcgaggagta atcatttacg tttataaata attggagctc tggtctcatg cagaaccaaa
   166981 gaatccgtat ccgcctgaaa gcgtttgatc atcgtttgat cgatcaatca actgcggaaa
   167041 tcgtcgagac tgccaagcgc actggtgcgc aggttcgtgg tccgatcccg ctgccaactc
   167101 gcaaagagcg ctttaccgtt ctgatttctc cgcacgtcaa taaagatgcg cgcgatcagt
   167161 acgaaattcg cactcacaag cgtctggttg acatcgttga gccaaccgag aaaaccgttg
   167221 atgctctgat gcgtctggat ctggctgccg gtgtagacgt gcagatcagc ctgggttaat
   167281 caggtcattg agcgattgag aggttgaaac aatgattggt ttagtcggta aaaaagtggg
   167341 catgactcgt atcttcactg aagatggcgt ttcaatccca gtaactgtta tcgaaattga
   167401 agcgaaccgc gtaactcagg tcaaaagcct ggagaacgac ggataccgtg ctgtgcaagt
   167461 aactaccggt gctaaaaaag ctaaccgcgt tactaaacca gaagcgggtc atttcgctaa
   167521 agctggcgta gaagctggcc gtggtctgtg ggaattccgc cttccagaag gtcaagagtt
   167581 tactgctggt caagaaatta gcgtcgaaat ttttgcagac gttaagaaag tcgacgttac
   167641 aggtacgtct aaaggtaaag gttttgccgg tactgttaag cgctggaatt tccgcaccca
   167701 agatgctacc catggtaact ccttgtctca tcgtgttccg ggttctatcg gtcaaaacca
   167761 gactccgggc aaagtgttta aaggcaagaa aatggcaggc catatgggtg atgaacgtgt
   167821 aactgttcag agcctggatg tagtacgtgt tgacgctgag cgcaacctac tgctggtcaa
   167881 gggcgctgtt ccgggagcta ccggtggcaa cctgatcgta aaaccggctg tcaaggcgta
   167941 acgtcgagga gataggaatg gaattggtaa tgaaagacgc gccaggcgcg ctgactgttt
   168001 ccgaaactac cttcgggcgt gatttcaatg aagcgcttgt acatcaggtt gttgttgctt
   168061 acgcagcagg tgcccgtcaa ggtactcgtg ctcagaagac ccgtgctgaa gtaacaggtt
   168121 ccggtaaaaa accgtggcgt cagaaaggta ccggccgtgc gcgtgcaggt tctgtaaaga
   168181 gcccgatctg gcgttcaggt ggtgtgacct ttgctgcaaa gcctcaggac cacagtcaaa
   168241 aagtaaataa aaagatgtac cgcggcgcgc tgaaaagcat tctgtccgaa ttggtacgtc
   168301 aagatcgtct gatcattgtc gaaaagttct ctgttgaagc acctaaaact aagttgctgg
   168361 cgcagaaact gaaagatatg gctctggaag atgtgctgat cgtaacgggt gaactggacg
   168421 agaacttgtt cttggccgct cgcaacctgt acaaggttga tgttcgcgat gtagccggta
   168481 ttgatccagt tagcctgatc gccttcgaca aagtggttat gactgctgat gctgtgaagc
   168541 aagttgagga gatgctggca tgattcgtga agaacgtctg ctgaaagtac tgcgctcgcc
   168601 gcatgtatct gaaaaagcgt ccgctgcgat ggaaaagaat aacaccatcg ttctcaaagt
   168661 tgccaaagac gcgaccaaag cagaaattaa agctgcagtg cagaaactgt ttgaagtcga
   168721 agtcgaagac gttaacacct tgctggttaa aggcaagagt aagcgtcacg gtcagcgtgt
   168781 tggtcgtcgt agcgactgga aaaaagctta cgtcaccctg aaagaaggcc agaatctgga
   168841 cttcatcggc ggcgcagagt aagtcggagg agtaaacaat ggcaattgtt aaatgtaaac
   168901 ctacgtctcc gggtcgtcgc cacgttgtta aagtggttaa ccctgagctg cacaagggta
   168961 agccttatgc cccgttgctt gagaaattaa gcaaaagcgg tggccgtaac aacaatggcc
   169021 gtatcactac ccgtcatatc ggtggtggcc acaagcaaca ttatcgtctg gttgacttca
   169081 aacgcaacaa agatggtatc cctgctgtgg ttgagcgtct ggagtacgat ccgaaccgtt
   169141 ccgcaaatat tgcgttggtt ctgtacaaag acggcgaacg ccgttatatc ctggcgccga
   169201 aaggcctgaa ggctggtgac cagattcaat ctggcgttga tgctgcaatt aaagcaggta
   169261 acaccctgcc tatgcgtaac atcccagttg gttcaacggt tcataacgta gaaatgaaac
   169321 caggtaaagg cggccagttg gctcgttctg ctggtgcata cgttcagatc gttgctcgtg
   169381 acggttccta cgttactctg cgtctgcgct ccggcgaaat gcgcaaggtt caagctgatt
   169441 gccgcgccac cttaggtgaa gttggtaatg ctgaacacat gctgcgtgtc ctgggtaaag
   169501 caggtgctag tcgttggcgt ggtattcgtc ctaccgttcg cggtacggcg atgaacccag
   169561 tagatcaccc gcacggtggt ggtgaaggtc gtaactttgg taagcacccg gtaaccccgt
   169621 ggggcgttca gaccaaaggt aagaagaccc gtagcaacaa gcgtactgat aagttcatcg
   169681 tacgtcgccg tagtaaaaaa taattagagg ataagccatg ccacgttctc tcaagaaagg
   169741 tcccttcatt gacctgcact tgctgaagaa ggtagagaaa gcggtggaaa gcggagacaa
   169801 gaagcctatt cggacttggt cccgtcgttc aacggtcttt ccaaatatga tcggtttgac
   169861 catcgctgtc cataatggtc gtcagcacgt tccagtattc gtttccgatg aaatggtcgg
   169921 tcacaaactg ggtgaattcg cgccgacccg tacttatcgc ggccatgcgg ccgataaaaa
   169981 ggccaaaaag cgctaaggta ggaggaagag atggaaacta tcgctaaaca tcgccacgct
   170041 cgttcttctg ctcagaaggt tcgcttggta gcggacctga ttcgcggtaa gaaagtgtcg
   170101 caagctctgg aaactctaac ctacaccaac aaaaaagctg ctggtttggt taagaaggta
   170161 ctagagtctg ccattgctaa cgcagaacac aacgatggcg ctgacatcga tgatctgaaa
   170221 gtcacgaaga tcttcgtaga cgaaggccct agcatgaagc gcattatgcc gcgtgcaaaa
   170281 ggtcgtgcag atcgcatcct gaagcgcacc agccacatta ctgtggttgt gtccgatcgc
   170341 tgagactctg gagactagca atgggtcaga aagtacatcc taatggtatt cgactaggta
   170401 ttgtcaaagc ttggaactct acctggtacg caaataccaa agaattcgct gacaacctgg
   170461 acagcgactt taaagttcgc caattcctga ctaaggaatt agcgaaagct tccgtttctc
   170521 gcatcgttat cgagcgtcca gcgaagagca tccgtgtgac tattcacact gctcgccctg
   170581 gcatcgttat cggcaagaaa ggtgaagatg tcgaaaaact gcgtaaggtc gtagcggata
   170641 tcgctggcgt tcctgcacag attaacatcg ccgaagtccg taaaccggaa ctggacgcaa
   170701 aattggttgc tgacagtatc acttcacagc tggaacgtcg tgttatgttc cgtcgtgcta
   170761 tgaagcgtgc tgtacagaac gcaatgcgtc ttggcgctaa aggtatcaaa gttgaagtaa
   170821 gcggccgcct tggcggtgct gaaatcgcgc gtaccgaatg gtaccgtgaa ggtcgtgttc
   170881 cgttgcatac actgcgtgcg gatatcgatt acaacacatc tgaagcgcac accacttatg
   170941 gtgtaatcgg cgttaaggta tggatcttca aaggtgagat cttgggtggt atggctgctg
   171001 ttgaacaacc ggaaccggct gctcaaccta aaaagcagca gcgtaaaggc cgcaagtaag
   171061 gagaatcgct gatgttacaa ccaaagcgta caaaattccg taagatgcac aaaggccgta
   171121 accgtggcct tgcgcaaggt acggatgtta gcttcggtga gttcggcctg aaagcttgtg
   171181 gccgttgccg cctgacggct cgtcaaatcg aagcagcccg tcgtgcgatg acacgtgcaa
   171241 ttaagcgtca aggtaaggtc tggatccgtg tattcccgga caaaccgatc actgagaagc
   171301 cgctcgaagt gcgtatgggt aaaggtaagg gtaacgtgga gtattgggtt gccctgatcc
   171361 agccaggaaa agtattgttt gaaatggctg gtgttcctga agaaactgca cgtgaagcat
   171421 ttaagcttgc tgcagcgaaa ctgcctgtcg gaaccacctt tgtaactaag acggtgatgt
   171481 aatgaaagca caagagctgc gtgaaaaaag cgttgaagag ctgaacactg agctgctcaa
   171541 cctgctgcgt gagcaattta atttgcgcat gcaggcggct agtggccagc tgcaacaaac
   171601 tcacctgttg aaacaagtgc gtcgtaatgt cgcgcgtgtt aagactttac tgactgagaa
   171661 ggcgggtgcg taatgactga ccaaatccgt actctgcaag gtcgcgtagt tagtgacaaa
   171721 atggagaaat ccatggttgt tgctatcgaa cgtgtggtga agcaccctat ttacgggaaa
   171781 ttcatccgtc gtacgacgaa gttgcatgta catgacgaga acaatgaatg tggtatcggc
   171841 gacgtggtag aaatccgcga atgccgtcca ctgtcaaaga ctaagtcttg gacgcttgtt
   171901 cgcgttgtag agaaagcgat tctgtaatag agtagccaac tcgaacataa taagcggctc
   171961 tgaaaatggg ccgcttattt tttctaccca ctttttccta tcaaaggatg tggaaccggt
   172021 gttataatgc cgcgccctca ttagtggggc ttttaaacga cctattctgg gtcctaaagt
   172081 agtagttgac attagcggag cactaacatg atccaagaac agactatgct gaacgtggcc
   172141 gacaactccg gtgcacgtcg cgtaatgtgt atcaaggttc taggtggctc gcaccgtcgc
   172201 tacgcaggca tcggcgacat catcaagatc accatcaagg aagcaattcc tcgtggcaag
   172261 gtgaagaaag gcgatgttct gaaggcggta gtggtgcgca ccaagaaggg tgtacgtcgc
   172321 ccggacggtt ctgtcattcg cttcgatggt aacgcttgtg ttattttaaa taataacagc
   172381 gagcagccaa tcggcacgcg tatttttggg ccggtaactc gtgaactgcg taatgagaag
   172441 ttcatgaaaa ttatctctct ggcaccagaa gtactctaag gagcgaacca tggcagcgaa
   172501 aatccgtcgt gatgacgaag ttatcgtgct aaccgggaaa gacaaaggta agcgcggtaa
   172561 agtaaagaat gtcctgtctt ctggcaaggt catcgttgaa ggtatcaacc tggttaagaa
   172621 acaccagaag ccggttccgg ctctgaacca accaggtggc attgttgaaa aagaagctgc
   172681 aattcaagtt tccaaccttg cgctgttcaa cgcgacaacc ggtaaggctg accgtgtagg
   172741 ctttagattt gaagacggca aaaaagttcg tttcttcaaa tcgactagcg aaactatcaa
   172801 gtaatttgga gtaatacgat ggcgaaactg catgattact acaaagacga ggtggtcaaa
   172861 caactgatgt ctcagtttgg ctacgactct gtcatgcaag tccctcgggt cgagaagatc
   172921 accctgaata tgggtgttgg tgaagcgatc gctgacaaga aactgctgga taatgcagca
   172981 gctgacttgg cagcaatctc cggtcaaaag ccgtttatca ccaaagcacg caaatctgtt
   173041 gcaggcttca aaatccgtca gggctatccg atcggctgta aagtaaccct gcgtggcgaa
   173101 cgcatgtggg aattctttga gcgactgatt accattgctg tacctcgtat ccgtgacttc
   173161 cgtggcttgt ccgctaagtc attcgatggt cgtggtaact acagcatggg agtgcgcgag
   173221 cagatcatct tcccggaaat cgactacgat aaagtcgatc gtgtacgtgg tttggatatt
   173281 accattacca ctactgcgaa atccgatgat gaaggccgtg cattgttggc tgcttttaaa
   173341 ttcccattcc gcaagtaagg tagggttact gatggctaag caatcaatga aagcacgcga
   173401 agttgttcgc gtgaaactag ctaacaaata ccgcgctaaa cgcgaggaat taaaagctat
   173461 tatctctggt gtgaactcat ccgacgaaga tcgttgggat gctgttctga agctgcagtc
   173521 tctgccgcgt gattccagcc cgtcccgtca gcgtaaccgc tgcaaccaaa ctggtcgtcc
   173581 gcatggtttc ctgcggaagt tcgggttgag ccgtattaaa gtccgtgaaa ccgctatgcg
   173641 cggtgaaatc ccgggcctta agaaggctag ctggtaattg tcaccaattg aatcacggga
   173701 gtaaagacag atgagcatgc aagatccgat cgcggatatg ctgacccgta tccgtaacgg
   173761 tcaagccgca aacaaagttg cggtcaccat gccctcctcc aagctgaaag tggcaattgc
   173821 caacgttctg aaggaagaag gctttattga agattttaaa atcgaaggcg acaccaagcc
   173881 tgttctggaa ttagcactta agtacttcca gggtaaggca gtggtagaaa gcattcaacg
   173941 tatcagccgt ccaggtctgc gcatctataa gaaaaaagat gagctgccaa aagttatggc
   174001 cggtttgggt atcgctgtta tttctacctc taaaggtgtt atgaccgatc gtgcagctcg
   174061 ccaagctggt cttggtggcg agattatctg ctacgtagct taattcggga ggaaagaatg
   174121 tctcgtgttg caaaagcacc cgtcgtcatt cctgccggcg tagaggtaaa actcaacggt
   174181 caggttattt cgattaaggg taagaacggc gagctgactc gtaccgtcca tagtgctgtt
   174241 gaagttaagc aagaagaaaa tacattgact ttcgctccac gcgaaggcgc tgtagacggt
   174301 tgggcccaag cgggtaccac tcgtgcacta cttaactcaa tggtcattgg tgttaccgaa
   174361 ggcttcacta agaagcttca actggtaggc gtaggctacc gtgccgcagt taaaggcaac
   174421 gtggtgaatt tagctttagg cttctctcac ccagttgacc atgaattgcc ggctggcatc
   174481 actgccgagt gcccgaccca aactgaaatc gtgctgaaag gcgctgataa gcaggtgatt
   174541 ggtcaggttg cagcagattt gcgtgcctac cgtcgtcctg agccttataa aggcaagggt
   174601 gtccgttacg ccgacgaagt cgtgcgtacc aaagaggcta agaagaagta aggtaacact
   174661 atggataaga aagcagctcg tatccgtcgt gcgacccgcg cacgccgcaa gctcaaagaa
   174721 ctgggtgcga ctcgcctggt ggtacatcgt accccacgcc atatttacgc gcaggttatc
   174781 gcaccaaacg gttctgaaat tttggtagca gcttctactg tagaaaaagc tatcaatgag
   174841 caattgaagt acgccggcaa caaagatgcc gcagcagctg taggcaaaac tattgctgag
   174901 cgcgcgttgg aaaaagggat cacgaaagta tcctttgacc gttccggttt ccaatatcat
   174961 ggtcgagtcc aggcactggc agatgctgcc cgtgaagctg gccttcagtt ctaaggtaga
   175021 ggtgtaagat gtctcacatc gaaaaacaag ctggggaact gcaggaaaag ctgatcgcgg
   175081 taaaccgcgt atctaaaacc gtaaaaggtg gccgtatttt cagctttacc gcactgacag
   175141 tagttggtga tggtaacggt cgcgttggtt ttggctacgg caaagcacgc gaagttccgg
   175201 cagcgatcca aaaagcgatg gaaaaagccc gtcgcgctat gattaacgtt gctttgaata
   175261 acggcactct gcagcaccca gttaaaggtg ctcacacggg ttctcgtgta ttcatgcaac
   175321 cagcttctga aggtaccggt attattgccg gtggtgccat gcgcgccgtt ttagaagttg
   175381 caggggttca taacgtatta gctaaagctt atggttctac taacccgatt aacgtggttc
   175441 gtgcaactat tgcagctctg gaagatatga aatccccaga aatggtcgct gccaagcgtg
   175501 gtaagtccgt cgaagaaatt ctagggaaat aaccatggca aagactatta aagtaactca
   175561 aacaaaaagc agtatcggtc gtttgccgaa acataaggca actctgatcg gtttaggtct
   175621 gcgtcgtatt ggtcatactg tagagcgtga ggatactcct gctgtgcgtg gtatggtcaa
   175681 cttggtttcc tacatggtta aagttgagga gtaacagatg cgtttaaata ctctgtctcc
   175741 ggctgaaggt gccaagcatg cgccgaagcg tgtaggtcgt ggtattggtt ctggcctggg
   175801 taaaaccgct ggtcgtggtc acaaaggtca gaactcacgt tctggtggtg gcgtacgtcg
   175861 tggttttgaa ggtggtcaga tgcctttata tcgtcgtttg ccgaaattcg gcttcacctc
   175921 tcgcaaagcg atgatcacgg cagaagttcg tctgtctgaa cttgctttag tggaaggcga
   175981 cgtaatcgac ctgaacacgc tgaaagccgc taacgttgtt ggtatccaga tggagttcgt
   176041 gaaagttata ctttcaggcg aagtcaatcg tgcggtaact cttcgtggtc tgcgagtcac
   176101 caaaggcgct cgtgctgcta tcgaagctgc tggcggtaaa attgaggaat aagtagcaga
   176161 tggctaagca accaggatta gattttcaaa gtgctaaagg cggattaggc gagctgaagc
   176221 gcagactttt gtttgttatc ggtgcgctta ttgttttccg tatcggctct tttattccga
   176281 ttcctggtat cgatgccact gtgcttgcca aattgcttga gcagcagaga ggcaccatca
   176341 ttgaaatgtt taacatgttt tctggtggtg ctctcagtcg tgcttctatc tttgccttgg
   176401 gtatcatgcc gtatatttcg gcatcaatta ttatccaact gttaacggtg gtacatccag
   176461 cgttagcaga aataaagaaa gaaggggaag ctggccgtcg taagattagc cagtacaccc
   176521 gttatggcac gttggtattg gctatattcc aatcgatcgg tattgctacc ggtcttccga
   176581 atatgcctgg gatgcaaggt ctggtaatca atccaggctt tgctttctat tttaccgctg
   176641 ttgttagctt agtcacaggg actatgttcc tgatgtggct gggtgaacag attactgaac
   176701 ggggtatcgg aaacggtatt tcaatcataa tctttgctgg tattgttgcg gggcttcctc
   176761 ctgcaattgc ccataccatc gagcaagctc ggcaaggcga cctgcacttc ctcctgttgc
   176821 tgttggttgc agtattagtg tttgcagtaa ccttcttcgt tgttttcatt gaacgtggtc
   176881 aacgtcgtat tgtcgttaac tatgcaaaac gtcaacaagg tcgtcgtgtt tatgcagcac
   176941 agagcacaca cttaccgttg aaagtgaata tggctggggt tatccctgca atcttcgctt
   177001 ccagcataat tctgtttcct gccacgattg catcatggtt tgggggcgga acaggttgga
   177061 actggctgac gactatttcg atgtatttgc agccgggaca gccgctttat gtgttactct
   177121 atgcgtctgc aatcatcttc ttctgtttct tctacacggc gttagtgttc aacccgcgtg
   177181 aaacagcaga taacctgaag aagtccggtg cattcgtgcc aggaattcgt ccgggagagc
   177241 aaacggcgaa gtacatcgat aaagtaatga cacgtctaac cttaattggt gcgatgtata
   177301 ttactttcat ctgcctgatc ccggagttca tgcgtgacgc gatgaaagta ccattttact
   177361 ttggtggtac ctccctactt attgtagtgg tggtcatcat ggactttatg gctcaagtgc
   177421 aaactctgat gatgtctagt cagtatgagt ctgcattgaa gaaagcaaac ctgaaaggct
   177481 ataaccgcta atcagggatg tttgagaagt tacggagagt aaaaatgaaa gttcgtgctt
   177541 ccgtcaagaa attatgtcgt aactgcaaaa ttgttaagcg taacggtgtc gttcgcgtga
   177601 tttgcagtgc cgaaccaaag cataaacagc gtcaaggctg atttatcttg catatttttc
   177661 ttgcaaagtt gggttgagct ggctagatta gccagccaat cttttgtatg tgactgcaat
   177721 gctatttgag tatcctgaaa acgggctttt cagaatggta ttgctgtata aaatagtagg
   177781 agtgcatagt ggcccgtata gcaggcatta acattcctga tcagaaacat accgttatcg
   177841 ctttaactgc gatcttcggc atcggcaaaa ctcgctcaca ggctatctgt gttgctgcgg
   177901 gtattgctga acatgttaag atcagtgagc tgtctgaaga gcaaatcgag aagctgcgtg
   177961 acgaagttgc caagtacgtt gtagaaggtg atctgcgtcg tgaggtgacc ctgagcatca
   178021 agcgtctgat ggaccttggg acttatcgtg gtttgcgtca tcgtcgtggt ctaccagttc
   178081 gcggtcagcg tactaagacc aacgcacgta cccgtaaggg tccgcgtaaa ccgatcaaga
   178141 aataatcggg gtgattgaat aatggcaaag gcacctattc gtgcacgtaa gcgtgtaaga
   178201 aagacagtct ctgacggtgt ggctcatatc catgcttctt tcaacaacac catcgttacc
   178261 attactgatc gtcagggtaa cgcattgggt tgggcaacag caggtggttc cggtttccgt
   178321 ggttctcgta agtctactcc gtttgcagcg caagttgcag cagagcgctg cgctgaagca
   178381 gtgaaagaat acggtatcaa gaatctggaa gttatggtta aaggacctgg tccgggccgt
   178441 gagtctacta tccgtgcgtt aaacgcggct ggttttcgca tcactaatat tactgatgtg
   178501 actccgatcc ctcataacgg ttgtcgtccg ccgaaaaagc gccgcgtata acgctgcttt
   178561 taggtttgtt ggagagagaa aatggcaaga tatttgggtc ctaagctcaa gctgagccgt
   178621 cgtgagggca cagacctgtt tcttaagtct ggtgttcgcg cgattgacac caagtgtaag
   178681 attgaacaac cacctggcca gcacggtgcg cgtaaaccgc gtctgtctga ctacggtgtg
   178741 cagttacgtg agaaacaaaa agttcgccgt atctatggtg ttctagaacg tcaattccgt
   178801 aactactata aagaagcagc acgtctgaaa ggcaatactg gtgcaaacct gttgcaattg
   178861 cttgaaggtc gtctggacaa tgtagtttac cgtatgggct ttggcgcaac tcgtgctgaa
   178921 tcacgtcagc tggtgagtca taaagctatc atggtaaatg gtcgcgttgt taacatcgct
   178981 tcttatcagg tatctccgaa tgacgtagtc agcatccgtg agaaagctaa aaagcagtct
   179041 cgtgttaagg cagctttgga gctggctgaa cagcgtgaaa agccgacttg gctggaagtt
   179101 gatgctgtca agatggaagg tgtgttcaaa cgtattcctg aacgtactga tctgtccgcg
   179161 gacattaacg aacacctgat cgtcgagctt tactccaagt aaagcttagt accaaagaga
   179221 ggacacaatg cagggttctg tgacagagtt tctaaaaccg cgcctggtag atatcgagca
   179281 agtcagttcg acgcacgcca aggtgaccct tgagccgtta gagcgtggct ttggccatac
   179341 tctcggcaac gcactgcgcc gtattctgct ttcatctatg ccgggttgcg cggtgaccga
   179401 ggttgagatt gatggtgtac tacatgagta cagcaccaaa gaaggcgtac aggaagatat
   179461 cctggagatc ctgctcaacc tgaaagggct ggcggtgaga gttcagggca aagatgaagt
   179521 tattcttacc ctgaataaat ctggcattgg ccctgtgact gcagccgata tcacccatga
   179581 tggtgatgtc gaaatcgtca agccgcagca cgttatctgc cacctgaccg atgaaaacgc
   179641 atctattaat atgcgtatca aagttcagcg tggtcgtggt tatgtgccgg cttctgcccg
   179701 aattcattcg gaagaagatg agcgcccgat tggtcgtctg ttagtagacg catgctatag
   179761 ccctgtagag cgaattgcct acaatgttga agcagcgcgt gtagaacagc gtaccgacct
   179821 ggacaagttg gttatcgaga tggaaaccaa tggtacgatc gatcctgaag aggcgatccg
   179881 ccgtgcggca actatcttgg ctgaacagct tgaagctttc gttgacctac gtgatgtacg
   179941 tcagccggaa gttaaagaag agaagccaga gttcgatccg atcctgctgc gccctgttga
   180001 cgatctggaa ttgactgtcc gctctgctaa ctgccttaag gcagaagcta tccactacat
   180061 cggtgatctg gtacagcgta ccgaggttga gttgctgaaa acgccgaacc tgggtaaaaa
   180121 atctcttact gagattaaag acgtgctcgc ttcacgtggt ctttctttag gcatgcgcct
   180181 agaaaattgg ccaccagcta gcattgctga cgagtaaccg gatcacaggt taaggtttta
   180241 ctgagaagga taaggtcatg cgccatcgta agagtggtcg tcaactgaac cgtaacagca
   180301 gccatcgcca ggctatgttc cgtaacatgg ccggctcttt ggttcgtcat gagatcatca
   180361 agacgaccct gccgaaagcg aaagagctgc gtcgcgttgt tgagccgctg attactcttg
   180421 ccaagaccga caacgtagct aatcgtcgtc tggcattcgc ccgcactcgt gataacgaga
   180481 tcgtggcaaa actgtttaac gagctaggcc cgcgtttcgc gagccgcgcc ggtggttaca
   180541 ctcgcattct taagtgtggc ttccgtgcag gcgacaacgc accgatggct tacatcgagt
   180601 tagttgatcg tgctgcatcg caagcagaag tagttgctgc agagtaatct gtaaacgcgt
   180661 aaaaaaaccg ggcttgcccg gtttttttac gcccaccata tacagcttcg attatcctac
   180721 cgttttacta ctactttcct cttatgatca ccgcgtcgat ccgttatctt taattaacta
   180781 cacaagttgt taccggtaga atagtcgtta attaatgacc agaaaggtgc atccattatt
   180841 tacagaagga aaatgatttt tatcatctac cgtctcatag agctcttgtt gtatctagct
   180901 atattttagt ggagttatgg gctattagcg catcttcaac ggtacagact atctctgttt
   180961 caattatagg ataggcaaaa tgtattgatt atcatgagat tttttcttaa tgaggtctgt
   181021 aacatgatga cttccaactc cttattttat acgctgttga ttatcaacag gaattggctg
   181081 gtaggtggac aatatgttaa aaatcgggca gttagctaaa cttgctgatg taacgccgga
   181141 tactatccgt tactacgaaa agcagggaat gatggatcac ggtgaacgaa ctgatggtgg
   181201 ctaccggctg tatactgatc aggaccttca gcgtttacgg tttatccgct acgccaagca
   181261 actaggcttt acattggata ctatcgcaga attattgtcg atccggatag atcctgacca
   181321 tcatacctgc caggagtcca agtctattgt agattcacgg cttagtgatg tggaaggtaa
   181381 gatcagagaa ttagagagaa tgcgtgattc cctaaaaaga ctcagcgagg cttgttgtgg
   181441 cactagtcat gcgacgacat actgctcaat attggaagct ttggagcagg gggcaacaga
   181501 agagttaatt aaggtatgaa tttctctaca gagggtttaa atcggcagag ggccaccgta
   181561 ttatgttcag gatttatcca tagcgtcatt actacgaggt agcaccatga caacatatcg
   181621 ccataccaag ggaaaaatta aagataatgc actggaagct ctactccacg acccactatt
   181681 cagacagcgt attgagaaaa atagtaaggg caaaggaagt tatcagcgca aagagaaata
   181741 tgcaaaaggt agtaactggg aggccagtgg taagcaatca atagattttt tactactggc
   181801 cttctgattt aaaagaaata aaaagttatc ttcttggact taatccaaat acccgctttt
   181861 gtgttgctgt ttagggcaac tcattccggt agctcttaaa tttagctaaa ctgaaactat
   181921 tttgtgtgct gcgcttttaa taaatcgcga atctcagcta atagtatctc ttcagtcgtt
   181981 ggtgctggcg gtgtagcagg ttcttcttcc gctttttcac ggcgtagctt attcattaac
   182041 ttaacagcgg agaatatagc gagggctaca ataacaaaat caaaaatgct ttgaataaat
   182101 gtaccataat tcattactac cgcgggtata gtcccttcag cggctcgtaa tacaaaatgg
   182161 aattgtttaa aatctacccc gcctagcaat aaccccagtg gtggcatgat aatatcggca
   182221 acgagcgaag agacaattct gccgaatgca gcaccaataa tcacaccaac agctaagtca
   182281 accacattgc cacgcatggc aaattcacga aattctttca taaagctcat agccaacacc
   182341 ccatcaataa atgaatgact taattctagc taaataatgc ctattatcac taaaattata
   182401 gggaaatttt aattatttcc tcatgagcat ggctttttat aaggatgcca gaaattaatg
   182461 attattagtt ataggaagaa tgggcttggt tggaacaacc gttccacatc gggtacaaat
   182521 tttttgtggg taatgaacat tattacatgg tccccttgct taattatgga gttactgttt
   182581 gcaataataa cctcatcccc ccgaacgata gctccaatag ttgttcctgg tggtaacttt
   182641 atgtcttcaa ccatccggcc gacaactttt gaagtgcttt catcaccatg agcaatagct
   182701 tctattgcct cagcaacgcc acgtctcagc gaggatacac taacgatatc tgctttacgg
   182761 acatgaccta atagtgctga aatagtggct tgctgcggtg atataacaat atcaataacg
   182821 cttccctgaa ccaaatcgac gtaagcactg cgttggataa gtaccatcgc ttttttcgca
   182881 cccatccgtt ttgccagcat agccgacata atattggctt catcatcatt tgtaatggcg
   182941 ataaatacat caacctgttc aatatgttct tctgcaagta attcttggtc tgatgcatca
   183001 ccataaaata cgatagtatc gtgtagcatt tcagctaatt cagctgcccg ctgttggtca
   183061 cgttcaatta actttacgct gtagtctttt tccagacgca gtgccagacc tgcaccgaca
   183121 ttaccaccac cgacaatcat aatgcgttta tacggttttt ccaggcgctg taactcactc
   183181 attaccgctc gtatatgctg agaggccgct acaaaaaaga cttcatcacc agcttcaata
   183241 attgttgatc cctgtggacg gattggtcga tcttggcgaa atatagccgc gactctagta
   183301 tcaatatgtg gcatatgttc acgtaaggat gacaatgcat tccctaccaa tgggccgcca
   183361 tagtaggctt tgactgctgc gatgctaact ttaccttcag caaagttaac gacctgtagt
   183421 gctccagggt attcgattaa cttatagata tagtcaatga ctagttgttc aggtgagatt
   183481 aaatggtcaa tcggtacagc ttcgggcaga aagagtttat ctgcttcacg tatatattca
   183541 gttgatcgaa tgcgagcaat gcgatttggt gtattgaata atgagtaagc gatttggcag
   183601 gcaatcatat tggtttcatc agaattagtc acggctacca gcatatcggc atcctcagct
   183661 cctgcctctc gtagaactct agggtgtgag ccataccctt gtactacacg taaatcaaac
   183721 ttatcctgca gttggcgtag tcgaccagag tcgatatcga ctacagtgat atcgttattt
   183781 tcacccacca agttttctgc cagggtcccg ccaacttgcc ctgccccaag aataattatt
   183841 ttcatagcgt tctctgtttc acactgaaat taggttttga ggcatagcaa aagccacaga
   183901 ctattttttg attatctttg cgtagaagaa accatcaccg tcctcaggat gtggaaggtt
   183961 ttgtttacca ggcgctgctg tagtaccggt ttcggtcaac tgtgcttcgg gatgccgttg
   184021 taggaaagcg gcaatctgct gttggttctc ttccggcaat attgaacagg tagcataaac
   184081 tagtactcca ccatgtttca gtttaggcca aatagcctca atgatttctg attgtagttg
   184141 ggccaattcg gaaatatcac ggtcccgacg cagccattta atatctggat ggcggcgaat
   184201 aacaccggtt gcagaacaag gtgcatccaa tagaatacga tcaaattgct gatcaccgca
   184261 ccatgtgtca ggtgctcggc catcaccaac acggactacg gcttgtaatt gcaggcgttg
   184321 taaattctct ttaactcggc tgagtcgctg ttcatcaata tctacggcta atacatgagc
   184381 ctttggtgcg gcttccagaa tatgagtggt tttacctcca ggggctgcac ataaatcaag
   184441 gatctgctca ccattttggg gatcgagtag gtcaacacaa ccttgagccg aagcatcttg
   184501 tacggttacc caaccaagtt caaagccagg tagatgattg acggcacaag gagtgataag
   184561 gcgcacagca tcacgataaa tagggtgagg ctccgcatta atatcagcct gtgttaacag
   184621 ttcgaggtat tcactacgag aatgatgcag gcgatttaca cgtagccaca tgggcggtct
   184681 ttggttattg gcatccaaaa tttgctgcca ctgtgctgga taggcttgtt taatgcgggc
   184741 caacaaccaa ctaggatgca gatagtggct atcgttattt acagcacgtt ccagtaattc
   184801 cacttgttga cgctgaaatt ggcgtaatac accattgata agtcctttta attgtggacg
   184861 tttcagtact gttgcgcctt cgaccgtttc agccaacgcc gcatgtggcg gaatccgagt
   184921 gtaaatcaac tgatagagcc caaccataat caggtaatga aaaacacgtt gtttacccgt
   184981 catcgggcgt gccataagtt gttgaataca ccattctagc tgtggtaaga ctcgcagagt
   185041 gccaaaacac agttcctgca gcaatgcgcg atctttatcg gaaatatttt tttgtaattc
   185101 aggcaaaacg gcactgagcg attggccctg atccaatacc tgactaattg ctttagcagc
   185161 gatactgcgg agattatatg tatttttcat aaccaaaaaa gctgacaaac gccagcaaat
   185221 aaagggagaa gtagcccaat gacgaagtat tgggcgatga aaggtattat tggagccaaa
   185281 cgattacact agttgactac ctggtataaa ccattctcgc cgagagttta ataagtcagc
   185341 ggctgacatt gcttttttcc ctgcaggctg gagttgtgtg atattcaaaa cgccatcagc
   185401 agttgcaact tggataccat gcttatctgc atggataatg gtgcctggtt ctgcatcctc
   185461 gccagcaggg agtacctgcg cttgccaaac tttgattggc tgttcatcaa caataaaata
   185521 gctgacaggc caagggttaa atgcacggat acagcgttct aactgagttg cagaaagtgt
   185581 ccaatctaat ttggcttcct ctttacttag cttctccgca taggttgctt gtgtttcatt
   185641 ttgaacttct gctagggctg tgcctgcggc tagctgttgt aatgttatca acagcccttg
   185701 aggccccaat tgtgctaatt tatcatacag tgtcgcactg gtatcttctg gttgaatggc
   185761 acattcaatt ttatgcagca tagcaccggt atctaacccg atatccatct gcatgatagt
   185821 aatccccgtt ttttcgtcac ccgcccatac tgaacgttgg atcggtgctg caccacgcca
   185881 acgtgggagt aacgaaccat gaacattgat gcagcctaaa cgtggcatcg ctaacaccgc
   185941 tgcaggtagt attaagccat aagccactac gaccatgatg tcagcattga ggtcggcaac
   186001 taaatgttgg ttctcttcag gtcttaatga cttgggctga aaaacaggga tgccgtggtg
   186061 ttctgccaat attttaactg ggctgggggt gagtttatta cctcggccag ccgggcggtc
   186121 tggttgagtg aacacaccaa caatcttatg ttgagaagag agcaacgcgc ctaaatggcg
   186181 cgctgcaaaa tcaggagttc cggcaaaaat aatccgcaaa gaatcagaca cgttggtttc
   186241 ctgcgttaga aaagtttagt tggcgcgggc attgagcttg gccattttct ccagcttttg
   186301 gcggatacgc tgacgcttga gtggtgacag ataatcgaca aacagtttgc caatcaaatg
   186361 atccatttca tgctggatac aaatagctaa taaaccatca gtttctagtt caaacggctt
   186421 gccatctcga tccagtgccc tgattttgac cttttcagcc cgagggacga gtgctcgttg
   186481 ctcaggaatg gataaacagc cttcttcaat acccgtttca ccactttttt ccaaaagttc
   186541 tgggtttatc aacaccaggc gttgatcacg gttttccgat atatcaatga caataatttg
   186601 ttggtgaaca tccacttggg ttgcggcaag cccaatgcct tcctctgcgt acatagtctc
   186661 gaacatgtcg tccacaatac gctggatttc accattaact tcttttaccg gcgctgcaat
   186721 tttgcgcagc cgttcgtctg ggtaatgtaa tacttgtaat actgacataa atatctagat
   186781 ctgcgtccga gtagtgaatg atattcaatc tctattctag acatttcttg ttctaattga
   186841 cagcatcgtc taccaattga acaaattggt gtcaacatcg gaaagtaagc cagggaggcg
   186901 gtatgttagc agcagaacta tggctacgga tgactcaggt taaagggctt ggagtcgtga
   186961 aacgtagtgc gttggccaag cgattacttg ccagtggtga tattcatccg gggaggttag
   187021 ctgcctacgg gctagattca caacagtgtc atcagtttgc tcagctgtca ccccgttata
   187081 ttgcagacac gctagagtgg ctaagtgacc ccaaccacca tttactcact tatggtgagc
   187141 ctggctatcc accccgctta gttcatattg ctggggcacc gttagtcctc tttgtttccg
   187201 gcgaacttga tgttctctat cgcccacaga tcgcaatggt tggtagccgt catttcagcc
   187261 actatggtga gcagtgggga agatattttg cctcagagtt ggctcgcaca gggttagtta
   187321 tcactagtgg tttagctgta ggcatcgacg gaatttgtca tcaggcggct ctgaatattc
   187381 aagggagaac tattgctgtg ctagggagtg ggttggagaa catatatcca cagcggcaca
   187441 gtcgtttggc taaagaaatt gaatatcaag gcggcgcttt ggtttctgaa tttttaacga
   187501 cggcgttacc tattgctgct catttcccca gaagaaatcg aattatcagc gggctaagtg
   187561 atgctgtgtt agtcgttgag gccactttaa aaagtggctc tttgattacc gctcgttatg
   187621 cgatggatca aggaagagat gtgttcgcat taccggggcc attaggcagt gctagcagcg
   187681 aaggaacaca ttggctcatt caacaaggcg cttatttggc aacgtctgtt aaagatgtct
   187741 cagagcaggt cagtggttct ttgcaatggt tatcattgcc agaggaagta attatttctt
   187801 caccgcagga gcaagttgaa ttgccatttg ctgatgtgtt ggctaacgta ggggatgagg
   187861 tgacacctgt tgatgttgtc gccgaacgtg ccggccaacc tgtgcaagat attgccagca
   187921 aattgctcga gctggagtta gcagggtgga tcgcagctgt acccggcggc tatgtccgaa
   187981 taaggagggc aggccatgtt cgacgttcta atttacttat ttgaaactta catgcacaac
   188041 gaaccggaaa tgcttgtcga tcaggacaag attactgacg atcttgctga tgcaggtttc
   188101 taccgtgagg atatcaacaa cgccctgaac tggttagagg tcctcgctga tctacaggaa
   188161 gggcagaaag ccccttatct ctataccgca gatccacaag ctttacgtat ctatactgtg
   188221 gaagagtgtc ggcgtctagg ggctgcctgc cgtggtttta tcctcttcct tgaacaaatt
   188281 caggtattac agtttgatac tcgtgagatg gtgattgatc gtatcatggc gcttgattcc
   188341 cccgagattg atcttgaaga tcttaaatgg gttgtgctga tggtgttatt caatataccg
   188401 ggttatgaaa atgcctataa gcagatggaa gagctgctct ttgaagtcaa tgacggttat
   188461 ttgcactagg tgctaagatt gctggctaat ggcttatata gaaggcgtta tgacgaagaa
   188521 agttattact aaggataatg gatcttgtcc tgagtgcggg tcagcgttgg tgattcgcag
   188581 tggggggcac ggtccattcc ttggttgttc acattatcca gattgccagt atatacgccc
   188641 actaaaagcg caggctgacg ggcatgttgt gaaaactctg gaagggcaac cttgtcctga
   188701 gtgtggttcg gatatgatgc tacgccaagg ccgcttcggt atgtttattg gttgcagcca
   188761 atatccacag tgtgatcata cagaagttat agataaacct gatgagacgt ctattgattg
   188821 cccacagtgt ggtcaaggga aactgttaca acgtaagtct cggtttggga aagtttttca
   188881 tgcctgtaat cgctaccccg actgtcaatt tacgctcaac caaccgccaa ttgcaggaaa
   188941 gtgtggttat tgccactacc cactgttaat agaaaaaaga acggcacggg gtatcaaacg
   189001 tatctgtgcc agtaagttat gtgggaaggc tgtagccagt gagtcatagt atgaatcaac
   189061 aagaaaataa ttttgtgctg gcggatatag tgcgggcatt gcggcaagaa gaggttatcg
   189121 cttatccgac agaagcagtt tttggtttag gatgcgatcc cgatagtgaa aaagcggtta
   189181 atactttgct agcgttaaaa cagcggccat ggcagaaagg tttgatcttg gttgccgcta
   189241 attatgctca gttagagcct tatattaatg attcaatgct taatgaaata caacgagaaa
   189301 ccctcttttc cacttggccg gggccgataa cgtgggtgat acctgcccga gtagaaacac
   189361 cgcaatggct aacaggctgt tttgactcat tggcggtgag agtaagcaat cacccacttg
   189421 tacagcagct ttgtgcggaa tatggcaagc cgttagtgtc aactagcgct aatttaagtg
   189481 ggcatgagcc gtgccgcacg gaagaagaag tcagaataca gtttggccct tcattaccgg
   189541 tgttatccgg tcacgttggt ggccgtttga atccatctga aatcagagat gccttaacgg
   189601 gtaagcggtt tcgccaaggg taggatattg tatggatcag aagtttgcag tatttggtaa
   189661 tcctattagt catagtaaat cgccgaggat ccatacgctt ttttccgagc aaacaggcat
   189721 tgaacatcga tatggtaagg tattagctcc ttctgaagcc tttgagaaca cattagtatc
   189781 tttttttgct gatggtgccc agggagcgaa cattaccaca ccgtttaaag aacgcgcata
   189841 tgaccaatgt gatgaattaa ccgaccgtgc atctctggca ggggctgtta atacgattaa
   189901 gcgtttggaa gatgggcgct tgttgggtga caacacagat ggtattggtt tgctcagtga
   189961 tcttgaacga caaaacttga tccgaacaac tgatcatatt ttgttggttg gggctggtgg
   190021 cgctgcccga ggagtgatcc ttcctctact ttcttatggg tgtactgtgg ttgttaccaa
   190081 ccggacacat acccgggcgc agcaactggc caaagtattt aaccatattg gtgatattga
   190141 tgtttgtgaa atgtcggagt tggctggaca acgattcgat ttggttataa atgcgacggc
   190201 atcaggcctt catggagagg tacctaactt accagcagct atacttactt ctcaaacacg
   190261 ttgttacgat atgttctatc aggcgggaac cacaccattc ttggcttggg cacaacgatt
   190321 gggtttagca gattatgccg atggtttagg aatgctggta gggcaagcag cacatgcttt
   190381 caaactttgg cacggtgtga tgcctgaaat tacgccagta ttagcccagc tacgcagtga
   190441 gttaggtaaa tagaagcaca caccaatgaa tgcagggagg ttatatttcg ccctgcatat
   190501 cattcggtta tttagactct gccagatagt catctttcca gcgaacgtag ttgccagcag
   190561 agtaaagcag gccttctaac tctaagggtg ttaatgggcg tatttgcttc gctgggctgc
   190621 ccacataaag atagccacta actaagcgtt tacctggagt aatgaggcta cctgcaccaa
   190681 tcattacatc atcttctatt attgttccat ctaatagaat agatcccata cccactaata
   190741 ctctgttacc aatggtacag ccgtgtagca tggctttatg accaatagtc acgtcttcac
   190801 caatgattaa cggataccct tcaggattat gctcagattg gtgggtaaca tgtagcacac
   190861 taccgtcttg gatatttgaa cgtgccccaa tgatgacttg attaacatcg ccacgaatgg
   190921 cgactaatgg ccagacactg acatcatcac ctaaaataac attgccaatg atcacactcg
   190981 atctatcgat catgactcgt ttacctaaag tcggtgaatg atgaagataa gggcggatag
   191041 agtcgcacat aataatagcc tcttaataag atcacgttta ccggcaatac tagcttttgc
   191101 tgatggaatt acaaccaact gaccattagg atcgtcgtta aaatgcaacg gatcgaccaa
   191161 gatctgtccg taaggagtga aaagtattca aacagcagga aaagatgaaa aaagagttgt
   191221 gcaaaaaaat cgactcccta taatgcgcat ccatcgagac ggcacacaac gaatcaaatc
   191281 gttgagtggc cggcaaagag aacagagaaa ttcaacgaaa taagtagttg actctgaatg
   191341 aggaaagcgt aatatgcgca cctcgcgtta ccaaccaagt gttgctaacg cactgctctt
   191401 taacaattta tcagacaatc tgtgtgggca ctcgcaagac gatatcgccg cctgtttcgg
   191461 caggcagaaa taatatcaag tcttgaagag tgaccaaagc agtaaacatt ttgacttcgg
   191521 tcaagatgcc tatttgcaga aagtaatctt tgagcaccgc tgcttttacg caagtaaaag
   191581 tcagcaaatc aaacaaatct taaattgaag agtttgatca tggctcagat tgaacgctgg
   191641 cggcaggcct aacacatgca agtcgagcgg cagcgggaag tagtttacta ctttgccggc
   191701 gagcggcgga cgggtgagta atgtctgggg atctgcctga tggaggggat aactactgga
   191761 aacggtagct aataccgcat gacctcgcaa gagcaaagtg ggggacctta gggcctcacg
   191821 ccatcggatg aacccagatg ggattagcta gtaggtgggg taatggctca cctaggcgac
   191881 gatccctagc tggtctgaga ggatgaccag ccacactgga actgagacac ggtccagact
   191941 cctacgggag gcagcagtgg ggaatattgc acaatgggcg caagcctgat gcagccatgc
   192001 cgcgtgtgtg aagaaggcct tcgggttgta aagcactttc agcgaggagg aaggggttga
   192061 gtttaatacg ctcaatcatt gacgttactc gcagaagaag caccggctaa ctccgtgcca
   192121 gcagccgcgg taatacggag ggtgcaagcg ttaatcggaa ttactgggcg tagagcgcac
   192181 gcaggcggtt tgttaagtca gatgtgaaat ccccgcgctt aacgtgggaa ctgcatttga
   192241 aactggcaag ctagagtctt gtagaggggg tagaattcca ggtgtagcgg tgaaatgcgt
   192301 agagatctgg aggaataccg gtggcgaagg cggccccctg gacaaagact gacgctcagg
   192361 tgcgaaagcg tggggagcaa acaggattag ataccctggt agtccacgct gtaaacgatg
   192421 tcgacttgga ggttgtgccc ttgaggcgtg gcttccggag ctaacgcgtt aagtcgaccg
   192481 cctggggagt acggccgcaa ggttaaaact caaatgaatt gacgggggcc cgcacaagcg
   192541 gtggagcatg tggtttaatt cgatgcaacg cgaagaacct tacctactct tgacatccac
   192601 agaatttggc agagatgcta aagtgccttc gggaactgtg agacaggtgc tgcatggctg
   192661 tcgtcagctc gtgttgtgaa atgttgggtt aagtcccgca acgagcgcaa cccttatcct
   192721 ttgttgccag cacgtaatgg tgggaactca agggagactg ccggtgacaa accggaggaa
   192781 ggtggggatg acgtcaagtc atcatggccc ttacgagtag ggctacacac gtgctacaat
   192841 ggcagataca aagtgaagcg aactcgcgag agccagcgga ccacataaag tctgtcgtag
   192901 tccggattgg agtctgcaac tcgactccat gaagtcggaa tcgctagtaa tcgtagatca
   192961 gaatgctacg gtgaatacgt tcccgggcct tgtacacacc gcccgtcaca ccatgggagt
   193021 gggttgcaaa agaagtaggt agcttaacct tcgggagggc gcttaccact ttgtgattca
   193081 tgactgggtg aagtcgtaac aaggtaaccg taggggaacc tgcggttgga tcacctcctt
   193141 acctaacgat acgcattgcg cagtgcccac acagattgtc tgatagaaag taacgagcaa
   193201 ataaagccgg gctgagaaat tggtcgggct ttagtacctt gttgggtctg tagctcaggt
   193261 ggttagagcg cacccctgat aagggtgagg tcggtggttc aagtccactc agacccacca
   193321 actcaccatt ccctgttgag ttgcagcaat aaggtgattt gctttttata tggggctata
   193381 gctcagctgg gagagcgcct gccttgcacg caggaggtca gcggttcgat cccgcttagc
   193441 tccaccatat aaaactattt caaaacgtac tgcggtcgca agacacagtg tgttgtgaaa
   193501 tattgctctt taacaatctg gaacaagctg aaaattgaaa cattacagct gaaatttacc
   193561 ccgccgtaga tgtattgggg taaagagtaa cctgtaatag agtctctcaa ataatcgcaa
   193621 cacaagatgt actgtcagca atgacaagac accttcgggt tgtgaggtta agcgactaag
   193681 cgtacacggt ggatgcctag gcagtcagag gcgatgaagg gcgtgctaat ctgcgaaaag
   193741 cgtcggtaag ctgatatgaa gcgttataac cgacgatacc cgaatgggga aacccagtgc
   193801 aatacgttgc actatcgtta gatgaataca tagtctaacg aggcgaaccg ggggaactga
   193861 aacatctaag taccccgagg aaaagaaatc aaccgagatt cccccagtag cggcgagcga
   193921 acggggagga gcccagagtc tgaatcagtt tgtgtgttag tggaagcgtc tggaaagtcg
   193981 cacggtacag ggtgatagtc ccgtacacca aaatgcacag gctgtgaact cgatgagtag
   194041 ggcgggacac gtgacatcct gtctgaatat ggggggacca tcctccaagg ctaaatactc
   194101 ctgactgacc gatagtgaac cagtaccgtg agggaaaggc gaaaagaacc ccggcgaggg
   194161 gagtgaaata gaacctgaaa ccgtgtacgt acaagcagtg ggagcacctt cgtggtgtga
   194221 ctgcgtacct tttgtataat gggtcagcga cttatatttt gtagcaaggt taaccgaata
   194281 ggggagccgt agggaaaccg agtcttaact gggcgtctag ttgcaaggta tagacccgaa
   194341 acccggtgat ctagccatgg gcaggttgaa ggttgggtaa cactaactgg aggaccgaac
   194401 cgactaatgt tgaaaaatta gcggatgact tgtggctggg ggtgaaaggc caatcaaacc
   194461 gggagatagc tggttctccc cgaaagctat ttaggtagcg cctcgtgaac tcatcttcgg
   194521 gggtagagca ctgtttcggc tagggggcca tcccggctta ccaaaccgat gcaaactccg
   194581 aataccgaag aatgttatca cgggagacac acggcgggtg ctaacgtccg tcgtgaagag
   194641 ggaaacaacc cagaccgcca gctaaggtcc caaagtcatg gttaagtggg aaacgatgtg
   194701 ggaaggcaca gacagccagg atgttggctt agaagcagcc atcatttaaa gaaagcgtaa
   194761 tagctcactg gtcgagtcgg cctgcgcgga agatgtaacg gggctaaacc atgcaccgaa
   194821 gctgcggcag cgacgtttag gcgttgttgg gtaggggagc gttctgtaag ccgttgaagg
   194881 tgacctgtga gggttgctgg aggtatcaga agtgcgaatg ctgacataag taacgataat
   194941 gcgggtgaaa aacccgcacg ccggaagacc aagggttcct gtccaacgtt aatcggggca
   195001 gggtgagtcg acccctaagg cgaggctgaa aagcgtagtc gatgggaaac aggttaatat
   195061 tcctgtactt ggtgttactg cgaagggggg acggagaagg ctaggctggc cgggcgacgg
   195121 ttgtcccggt ttaagcgtgt agggggagtg accaggtaaa tccggttgct tatcaaccct
   195181 gaggcgtgat gacgatgcac cacggtgcag aagcagttga tgccatgctt ccaggaaaag
   195241 cctctaagca tcaggtaaca ttaaatcgta ccccaaaccg acacaggtgg tcaggtagag
   195301 aatactcagg cgcttgagag aactcgggtg aaggaactag gcaaaatggt gccgtaactt
   195361 cgggagaagg cacgctggcg ttaggtgaaa ggactagctc ctggagctga agccagtcgc
   195421 agataccagc tggctgcaac tgtttaataa aaacacagca ctgtgcaaac acgaaagtgg
   195481 acgtatacgg tgtgacgcct gcccggtgct ggaaggttaa ttgatggggt cagccgcaag
   195541 gcgaagctct tgatcgaagc cccagtaaac ggcggccgta actataacgg tcctaaggta
   195601 gcgaaattcc ttgtcgggta agttccgacc tgcacgaatg gcgtaatgat ggccaggctg
   195661 tctccacccg agactcagtg aaattgaact cgctgtgaag atgcagtgta cccgcggcaa
   195721 gacggaaaga ccccgtgaac ctttactata gcttgacact gaacattgag ccttgatgtg
   195781 taggataggt gggaggcctt gaagtgtgga cgccagtctg catggagcca accttgaaat
   195841 accacccttt aatgtttgat gttctaactc ggccccatga tctggggtga ggacagtgtc
   195901 tggtgggtag tttgactggg gcggtctcct cccaaagagt aacggaggag cacgaaggtt
   195961 agctaatcac ggtcggacat cgtgaggtta gtgcaaaggc ataagctagc ttgactgcga
   196021 gagtgacggc tcgagcaggt acgaaagtag gtcttagtga tccggtggtt ctgaatggaa
   196081 gggccatcgc tcaacggata aaaggtactc cggggataac aggctgatac cgcccaagag
   196141 ttcatatcga cggcggtgtt tggcacctcg atgtcggctc atcacatcct ggggctgaag
   196201 taggtcccaa gggtatggct gttcgccatt taaagtggta cgcgagctgg gtttagaacg
   196261 tcgtgagaca gttcggtccc tatctgccgt gggcgttgga agattgagag gggctgctcc
   196321 tagtacgaga ggaccggagt ggacgaatca ctggtgttcg ggttgtcatg ccaatggcat
   196381 tgcccggtag ctaaattcgg aagagataac cgctgaaagc atctaagcgg gaaacttgcc
   196441 tcgagatgag tcttccctgg ggcttaaagc cccctgaagg aacgttaaag actatgacgt
   196501 tgataggctg ggtgtgtaag tgcagcgatg tattgagcta accagtacta atgatccgtg
   196561 aggcttaacc ttacaacacc gaaggtgttt tgaattgaga gagattttca gcatcgttcc
   196621 gagattgtgt tgactggctg acaagtgttg cttgtttgcg ggttaattga aacagaattt
   196681 gcctggcggc catagcgcgg tggtcccacc tgatcccatg ccgaactcag aagtgaaacg
   196741 ccgtagcgcc gatggtagtg tggggtctcc ccatgcgaga gtaggacact gccaggcatc
   196801 aaataaagcc aagaccccat gcccaaagcg tggggttttt gctgtgcgcg aaacacagaa
   196861 attacgcgtt gtactgataa ccccatgccc aaagcgtggg gtttttgctg tgtgcgaaac
   196921 acagaaatta cgcgttgtgc tgataacccc atgccaaaag cgtggggttt ttgctgtgta
   196981 cgaaacacag aagttacgcg ttgtaatgat gattaaaatg gtgaggataa ggtaggttag
   197041 caacgtgtcc acaccaatga tggcgtagct cgagcctata tggagcagga aaaacggtat
   197101 ttttactggc tgtctattct cttcgccgcg ggcatttggt catcaacctc agaaacttca
   197161 ctttttgtga tagatattct ccttgatctt cccccttcgt tcagtaccgc tgtaaagtag
   197221 agttttcggc ccttcttttc cgtccaaaaa gaggtcattc gttatgaaaa agacgcgtta
   197281 taccgaagaa caaatcgctt ttgcactcaa acaggctgaa acgggtactc gagtggaaga
   197341 agtctgtagg aagatgggca tttcggaagc gacatttaca actggaagaa gaagtttggg
   197401 ggaatgggtg tcacggaatt gcgccgtctt cggcagcttg aggatgagaa tcagcgcctc
   197461 aaacgtctgg tggccgatct gagtctggat aaggaaatgc tgcaggatgt catccgaaaa
   197521 aagttctgag gccgctgcag aagcgcgatg ccgtggaata tctgctggcg gcgtaccgta
   197581 tcggagtacg cagagggtgc aggctgatga tgcagagccg cactgtatac aactatcgta
   197641 gccatcgtga cgatcgggct attactcagc gaatacggga aattgcggag acgcgcatcc
   197701 gttatggctg tccgcgcatt catatcctgc tgcggagaga aggctggctt gttaaccata
   197761 agaaaacgca ccgtatttac tgtcttgagg gtctcaatct acgttcgaaa cgtccacggt
   197821 ggcatgtgac agcgaggcac aggcacgcaa gtccagaagt gaccgcgtta gatcagtgct
   197881 ggagcatgga tttcgttgct gataatctgt tcaacgggcg tcgggtcagg gcgctaacta
   197941 tagtggataa ttttagtcgt gaatgtctgg cgatcgaggt cggtcagggg ttacgtggag
   198001 atgatgttgt ggctgtcatg gacagattaa aacattcgct ggggcgtatt ccacaaaggc
   198061 tgcagacaga taacggcagc gaattcatct cgaagtcgat ggaccgatgg gcgtatgaaa
   198121 acagggtctc gatggacttt tcaggccccg gaaagcctac agataatgcc tttatcgagt
   198181 catttaatgg cagtctgagg gatgaatgtc tgaacgtgca cgggttcctt tctctggaag
   198241 atgctcagga gaaaattgaa caatggcggc aagaatataa tcattttcgt ccgtattctt
   198301 cgttaaataa cctgactccg gcagaatttg cccgaagtca tcaaaaaggt ccggatctct
   198361 gatttagcct ggtacggata ttggggaggg atcatcctct ccttattatt ttgttcgtcg
   198421 cggcccttga gtggggatac tgtgggtata atcgatcacc gggagaagcg gtatggcggc
   198481 gtatagccct gcacgattat ttcatatcac atggctaaat atggcaccga caaaaaattc
   198541 cgctccacag atatttccct ttcataattt ttcttccaca cactattcac tctaataatg
   198601 tgagctaatg accctgtttt gccatcgagt gtgatcccaa gcctcataat atttttattt
   198661 tgactgtttt tataacgtca gccacagaaa ataaatgttg ttaccttaga atcgtttaat
   198721 caaaaaatga aatggcgttt tgattgcgag gttcaaatga atggagctgc gttcgtcagt
   198781 tcgatgatat tggccgtaat atttactaca gcaacagtac aggcgagccc tgtggcatac
   198841 caaaaagaag caattactga aaataactta cctgtatttt atccacagtt gaaacagcag
   198901 atgaattatc aaagctcatg gctggcaggg aaatacacag atttcgctct atggcggagt
   198961 tgtcaacgac ggatgaaaag tgatccactt atatctccac caacggccca atattgatcc
   199021 accgttttac tcaggattag cttctgctat aaccccggcc tttcgtttct gtctgagtcg
   199081 atagctttct cctttgattt gaacgacatg tgagtggtgt aagatacggt ccagcatcgc
   199141 tgaggtcagt gctgcatcac cggcgaacgt ttgatcccac tgcccgaacg gcagattgga
   199201 tgtcaggatc attgcgctct tttcgtaacg tttagcgatg acctggaaga acagctttgc
   199261 ttcttcctga ctgaacggca gatagcctat ttcatcaatg atgagcaggc ggggggccat
   199321 tactccacgc tgaagcgtcg ttttataacg gccctgacgt tgtgccgtag ataactgaag
   199381 taacagatct gctgctgttg tgaagcgaac tttgatacct gcacggactg cttcatagcc
   199441 catcgctatt gccagatggg ttttccccac acctgatggc cccagtaata cgatattttc
   199501 attacgtcta tgaagctgag tgagcgtaac gactggagtt gcttctgcgg tgctccggtg
   199561 gcgaatgtga agtcatactc ttcgaacgtt ttcaccgccg ggaaggctgc cattcgggta
   199621 tacatcgcct gtttacgttg atgacgtgcc agtttttctt catgaagcag atgctccagg
   199681 aagtccatat aactccattc ctggtctact gcctgttgtg acagcgcagg cgctgcgctt
   199741 ataaggcttt ccagttgcaa ctgcccggcg agcgccatca gtcgttgatg ttgcagttcc
   199801 atcatcacgc cactcctctg cagaatgagt cgtagatgga gagtggatga tgcagggggt
   199861 gtttgtcgaa gttcaccaga ttttcatcaa gatgcacgtc atactctttt ttctccggag
   199921 gcagtgccag catggactgc tgctcttcga gccagcgatc gcagggacgg gcctggattg
   199981 tttcatgctt tcgttggtta gcgacatcgt gcagccagcg cagaccgtgg cggttggctg
   200041 tttcaacatc gacagtgatc cccatcgggc gcaggcgagt cattagtggg atgtaaaaac
   200101 tgttacgggt gtactgcacc atccgttcca ccttacctta gtctgtgccc tgaaggggcg
   200161 acacagtcgg ggagagaagc ccatctcctt gccgaactgc cacagcgaag gatggaaccg
   200221 gtgctgaccg gtctgatatg cgtcacgttg cagaaccaca gttttcatat tgtcatacaa
   200281 cacttcgcgc ggcacaccac caaagaagcg gaacgcatta cgatggcagg tctccagcgt
   200341 gtcataacgc atattgtcag tgaattcgat gtacagcatt cggctgtatc cgagaacagc
   200401 aacgaacacg tgaagcggtg agcgaccatt acgcatagtg ccccagtcaa cctgcatctg
   200461 tcgtccgggt tcagtttcga accgaacggc aggctcctgc tcctgaggaa ccgagagaga
   200521 acgaatgaat gccctgagaa tggtcattcc gccacgatat ccctggtctc tgatctcgcg
   200581 agcgattacc gttgccggga ttttgtaagg atgagcatcg gcgatgcgtt gacgaatata
   200641 atcccggtat tcatccagga gtgaagcaac agcaggtcgc ggcgtatatt ttggcggctc
   200701 agattttgcc tgcaaataac gtttaacggt attgcgggag atccccagtt ctctggcaat
   200761 cgcccggcta ctcattccct gcttgtgcag gattttaatt tccataactg tctcaaaagt
   200821 gaccataaac tctcctgaat caggagagca gattaccccc tggatctgat ttcaggcgtt
   200881 gggtgtggat cactattgca ccgttcgtta cactaagctc ttttcatccc tcattgggac
   200941 ccccttttga tttcttgttg aacatttgca gttgccagac cgcaaactgt tttaacaaat
   201001 caaaaggggt ttttataact gacccaaagc tgaaagcttt actgaacccc cagcctagct
   201061 gggggttttc tgggcacaag caaaacgcca gcactaggct ggcgttttaa caggttacag
   201121 ccgcgtaact tacgcttctg gaaccacaac tacgttcagt ttcgcgaaca cgtcgctgtg
   201181 tacttggaag tgaacttcat gctcacctgc agtacgcaga acgccattcg gcaaacgaac
   201241 ttcgctcttg gctacttcaa cgccagctgc agttacagcg tcagcgatgt cgcgagtacc
   201301 gatagagccg aacagtttgc cttcatcccc tgctttagaa gagatagtga cgctgaccag
   201361 ttcgttaatt ttggttgcgc gagcttctgc agcagccaga acgtcagcca atttggcttc
   201421 taattcagcg cggcgtgctt caaagaactc tacgtttttc tttgttgctg gaacagcttt
   201481 accctgtgga accaagaagt tacgagcata gcccgctttt acgttaactt ggtcacccag
   201541 gctgcccagg tttgctactt tatcaagcag aataacttgc attaccttat cctctcaaag
   201601 tcgttaatgg acagtggccg attactgatg acgatcagtg tacggcaaca aagacaggta
   201661 gcgtgcgcgc ttgatacaac gggcgagctg acgctggtat tttgcacgag taccggtaat
   201721 acggctcggg acaattttac cactttcagt gatatagttt ttcagcgtag cgatatcttt
   201781 ataatcaatc tctacaacgc cttccgcggt aaaacggcag aacttgcgac gacggaaata
   201841 acgtgccatt tggctagtct ccagaatcta taaattcaat ctgctcggca tgcagaacca
   201901 atttgttcag cccattgcga ccttgatggc agctaatgaa gccttcaacg gttaactgac
   201961 tgccgaccgt tatgctgtga gttaatgctt gtgactgctg tccgctaacg actatgggca
   202021 ttctgcacca tgtttgtcgg ctaaatccgg cttcctgctg tgttgatcga tgctcaagca
   202081 caaattgaca atgcggaata ccagaaggac ttacttttcg aaccggtgtc ttgcacacag
   202141 tgccagaaag taccagacga ttagtggtca ccacggcaat tactcttcag aatccccagc
   202201 ttcagaatca tcattggctt ctgacgcgaa gtcgtgacgc tcacggcgtt cgtctttcgc
   202261 tttaaccatt ggtgatgctt cagttaccgc gtgcttaacg cgcataacca tgctacggat
   202321 aacggcgtcg ttgaagcgga agtttgtttc cagctcatcg atcgcttcct gcggagcttc
   202381 aacgttcaac agaacgtagt gggctttgtg cagtttattg atcgggtaag ccagctgacg
   202441 gcggccccag tcttccagac ggtggatcgt accagcagca ttagtgatag ttgcactata
   202501 gcgctcgatc atgcccggaa cctgttcgct ttggtcagga tggaccataa aaacgatttc
   202561 gtaatgacgc atcgattatt gctccttacg gattattcag cctcctgata gggtcaaccg
   202621 cggcccatgg aggcaaggaa cgtgtttgtg tgcggctgaa aaatgacgcg taactatact
   202681 tgtgggctgt cggaaactca aggactgcgg gggatttatt cctgttatga cgatgagcaa
   202741 gcttaaaccg cattttttgt tcattacccg tgatcgtgga gacaaggctg tttttggcta
   202801 aatttaccaa taaaatcata actaaattac caaatgagtt ctttgatggc tcaatcaaac
   202861 ccattctcag tcccccaaca aacctcgatg gctcacggtt aaataatcag agcaccctct
   202921 atatcagaga cggagatttt ataaatactg ggtaaaaaaa tcacttccag cacgtagcgc
   202981 tgtaggggtg attttatgcc ctatccccgc ttcggtaaga taggtcagat tattatcacc
   203041 cccacgggtt cgtaatgcct gtaccagacg tgcactttcc gccgctggaa cgacatcatc
   203101 agcctcaccg tgccaaacta atagtggtcg ctcagtaatt ttttctaact gatgagtcag
   203161 ctcataatcc gctaatggtg ccaagcgacg ctcaaacgcc tgttggctga tctcccgacc
   203221 tgcatcccgt ggcggaaaca gtgaatgtgc caatgaagta aagtagcctg accccatgaa
   203281 atctgcggcc acacggatcc acgggtagcg ggcaaatgcc cccaatgccg tcattccccc
   203341 cattgacgca cccgcaaccc caatacgttc accctcaatc aatccagcct gttgataatg
   203401 tcgtttcagg tctggcaatt catcaatgtt agattttaaa atctcccaga aatgggatag
   203461 ccgctgtgtt tcattgccat taaaacgggc gccatgcatg tccgcatccg gtgaaatagt
   203521 gcgaaaccct gcctgcgcga aagcataggc gaaataggag taaacctctt ttgacgaggt
   203581 gtagccgtgg tagaagaaaa tggtcggtaa cggttgctgg cgttggcctg caggggcaga
   203641 atgtatcacc tcaataccat taatattttc cagcgacatc tcaatcatgg ccacaatcct
   203701 tgattaactg atacaaacaa cgattaacgg ataccaacgc tcatgcactt caagtgtgaa
   203761 gaggagcgga taaatgcagt gtgccaaaac tcagatataa agtcttaaat caatttcttc
   203821 caagatatat accctgatta cttggcgtta cgcctgaatg gctgcgaaga ggcaatgaat
   203881 gataaatata aaacgcacga tagctttctt gctgctcact ctcgggctgt ccggttgtaa
   203941 cgctttcaac atcacaccgg ttccaccacc ggccattcag ccttacgcac aagaaatcac
   204001 ccgcgcccag agcctcaggt tacagaaagt gggtacggtt tcagcgcagg tatacggtag
   204061 cccaggagac gttgaaactg aaattcagcg cagggccaat gccagcgggg caccttacta
   204121 cttgattgtg atgatatcag acagtgtcta ccccggtatt tggtatgcca atgctctgct
   204181 gtatcgttaa tgttttgcta taacgctaat gttttgctgt aacgttaagg ccttgctgta
   204241 gcgataatgt ttgctatcgc gttaatgtgc gcccgttgca cgttccagta accgcgcaca
   204301 aaccgcctct ggcaacatat attggtcacg atgatccaag gtcattcggc accaggcgtc
   204361 agctaaccgt ggcgatgcaa agcgcagtag ttgagaagcg caacacaggt caaaaagttg
   204421 ctgagtcagc gcccgccctt gctcttcttt aggattcttc agccgttgtt gcagttgccg
   204481 ccaggcacgg tcaaacagcc gattctgccc gcgtaccggg taaaactctt gctggagcat
   204541 ctcgaccgca gttggcaatt tgcgtaatgt tcgcaaaaca tcaagacaca taatattgcc
   204601 tgagccttcc cagatgctgt tcaccggcat ctcacgatag agccgtggca actcactctg
   204661 ttcgcaataa ccgatcccac cgagtacttc catcgcttct gccacaaacg cgctcccctg
   204721 cccacacacc cgatatttag cggcgggtgt cagcagtcgg ctaaaaattt gctcatgaac
   204781 ctcaccagaa gcctcccatg cacgggctaa acgtaacagt aacgccgtgt gcccttccag
   204841 acgcaatgcc atgcggctca atacttgtcg catcaagggc tgctctacca atgccttacc
   204901 aaaaacctga cgctgtaggg catgatacaa ggcgacggag aaagcgcgcc tcatcaaccc
   204961 atggctcccc agagcacaat caaagcgggt ataaccgccc atcttcagga tttgtcgaat
   205021 accgtcgcct tcctctccca atagccaggc ggtggcatta tcaaactcca cttcgctact
   205081 ggcgttggag cagttgccga gcttctcttt caaacgctct aatcggatag cgttgtgggt
   205141 cccatccggg agtattttgg gcagaaagaa gcaggataaa ccgccctcag cctgcgccag
   205201 taccaaatgc gcgtcactct gtggcactga aaaaaaccat ttgtggccga tcaaccggta
   205261 gacctcaccc tgcccacgaa tgcttaatgg ctctgcccgc gtggtgttac ttaagacatc
   205321 ggaaccgccc tgtttctctg tcattcccat gccaatcagt aaaccccgct tctgattgcc
   205381 taaggacaaa tgggggtcat aacgatcaga cagcagcggt gataaccagt tttgaaagag
   205441 aggaggaagt gtctgttgta gcagtgggat agcaccaaac gtcatggtta tcggacataa
   205501 cgcgcccgcg tctacctggg catgtaggat gaaacgtgca gcacgggcca caaaggagcc
   205561 gttccgcgca tcttcctgcc aagggaggtt atgcacccga tgatggatca ggccttgcat
   205621 taagacatgc catgcagggt gaaaccgcac ctgacccaag cgctgcccag caccatcata
   205681 acgtaataat tctggtggat gggcatttgc cagccgaccc aattcaagtg attccaacga
   205741 accaagctgt aatccgatca aagagagatt ctctccatcc caacccgcat gctcccgaac
   205801 taccgcttcg cgcaacgcca agtcagacag aaacaaatta ctgttcgaca aaggctccgg
   205861 ctgattgaaa accaaatgag tctgccaatc catacctttc cccatttcgg gactcccctg
   205921 aaaaccaata ttcataagtc aggattaagt atggtacagg cggaggcttt tgctggcagg
   205981 tatgtcacaa acaggaaaaa acacctgata gcctaggata ggttgcgtaa attcccaaca
   206041 aaaagccaac atacaaagat gttggtttga ggttattgac aaagtgcccg cgacggagag
   206101 aacaggcaga tcgtaaagac gccgtaaata catccatgta ggctcgagcc gcgccatcct
   206161 tggcgcggac gctttactcc tctgcctatc ctcaccgttc aagatcgcgt catcggggtt
   206221 tgtcagcagt ctgagccaac atacaaagat gttggcttta ggctgcggag taaaaccaca
   206281 acgaaggggg cgtcgaccgc aagactaggc tatcaggctt tcaatccacg ctggcgcacg
   206341 acttcaaata aacagacacc tgtcgcgaca gaaacgttga gggaggaaac actcccggcc
   206401 attggaatac tgatcagttc gtcgcagtgt tcgcgggtta agcggcgcat accttcacct
   206461 tctgccccca tcaccaatgc catcggaccg gtcattttgc tttgatacag ggtgtgatcg
   206521 gcttcacccg ccgttcccac aatccagacg ttatgttcct gcaatactcg cagggtacgt
   206581 gccaaattgg tgactttgat caatggcacg ttttcagccg caccacttgc cactttcttg
   206641 gcaatcgcat ttagctgtgc tgagcgatcc cgtggcacga taaccgcatg gacccccgcg
   206701 gcatctgcgc tacgcaaaca tgcccccaga ttgtgtggat cggtgacgcc atccaacacg
   206761 agcaggaaag gtgtttcgac actttccagt agtgcaggta agtcattttc ctgatactga
   206821 cgcccttcac gtacccgcgc cacgatcccc tgatggacgc ccccctcaac ctgtgaatcc
   206881 agccactggc ggctagccac ctgaatcact aaaccggcgg cttccagctc tgcgattagc
   206941 ggttgcaaac gtcgatcgtc gcggcctttc agaataaaga cttccaggaa acgctgcgga
   207001 tcacgttcta atagggcttt aacggcatga ataccgtaaa taatttcgct catgatgctc
   207061 tttttgcatg tgttggcaga caatatgact tacccaccaa taattaaatt atatgcgggc
   207121 gacaaaagcc gcccggcaag tagcacacca ccattactta ctgatcgcta attactgatc
   207181 gctagtggtt tttttctttg ctcgcttggc tttggtcgcc gcagcaattt ttttggtctt
   207241 agccgaggct ctttttgcct tcgccttggc tttcttctca gctaaggctt tatcgtctgg
   207301 cttagccgcg gcagcatctg gacggaacgc actgtccggc tcgaagttta ccggtttttt
   207361 cgcccgacgt gggcgttttt gtccacccgc agttggcgca ccatcacggc gcgatgagcc
   207421 ggatgaagag ccacgacctg cagaattact gcgtaatgta cgctggccgt tatttttcgc
   207481 cttatcacgg gcggtcttgc cttcaccacg tggcttgcgg gtactggaga ccagagcaaa
   207541 gtcaatttta cgctcatcca tatgaaccgc atcgactcga atctccacgg tatcacccag
   207601 ccgataaact acaccggaag attcaccgat cagacgctga ccaatgttgt cgtaacggta
   207661 gtaatcgtta tccaggctgg agacatgcac cagaccatcg ataaagaggt catccagacg
   207721 cacgaagaag ccaaaaccgg tcacactggc aataataccg gtgaagacat taccgacctg
   207781 atctagcatg aagtcacact tcagccagtc agcgacatcg cgggttgctt catccgctcg
   207841 gcgctcggtc atcgaacagt gttggcccaa ttgcagcata tcttcgaaat cgctgtgcca
   207901 gccgcccgta ggtgtccagc gatcttttaa attaccgtgc tctttggcta actgatactt
   207961 aatagcccga tgcatcgcta aatcagggta acgacgaata ggtgaggtga agtggccata
   208021 agaagccagc gccaaaccaa agtgaccccg gttttctgga tcataaaccg cttgtttcat
   208081 ggagcgtagc aacatggttt gcagcatttc atgatcgggg cgatcagaaa tttcatccat
   208141 caacactgaa taatcttttg gttgcggctt cagcccgccc ccgagtgtta gccccaactc
   208201 attcaacaca ctgcgcaatg ccacaatatg gtcatcgctt gggcgatcat gcactcggaa
   208261 caacgccggt tcttcgtgtt tttccacaaa acgcgccgcc gcgatattcg ccagaatcat
   208321 gcactcttca attagcttat gggcatcatt acgtaccgtg ggttcgatac gttcaatgcg
   208381 ccgttcagca ttaaagataa acttggcttc ttctgtttcg aaagcaatcc ctccccgctc
   208441 tgcgcgcgcc tgatccagca ctttatacat cgcgtgcagc tcttccagat gtggcaccag
   208501 cggcttatat tgctcacgca gcgattcctc accatctata atccgccaca ccttagtgta
   208561 ggtcagacga gcatgggagc tcattaccgc ttcgtagaac ttataagacg agagtttgcc
   208621 ctgcgaagag atggtcatct cgcacaccat acacaggcgg tctacctgtg gattaaggga
   208681 gcaaaggccg tttgatagca cttccggcag catcggtatc acttgcgatg ggaagtagac
   208741 cgagttacca cggctccggg cttcgtcatc caatgcggtt tgaggacgca cataataact
   208801 gacatccgca atcgctaccc acaaccgcca accgccgcca cgtttcttct cgcaatacac
   208861 ggcatcatcg aagtcgcggg catcttcacc atcaatcgta accagaggca gatcgcgcaa
   208921 atctacccgc ccctttttcg cttcttccgg tacctgttct ttcagatctg cgacttgttt
   208981 ttcaacttga ggcggccagg tgtgcgggat ctcatgggtc cgcaatgcga tatccaccgc
   209041 catgctggtg cccatattct cgccaagtac ttcaacaatc ttaccaaccg ctttagtacg
   209101 gcgagttggc cgctgagtca attcgactac gaccacaaag cccatccgcg caccacaggt
   209161 cgcctctgct gggatcaaga tatcaaagct aagacgactg tcatccggca cgacaaagcc
   209221 cgtacctgca tcggtaaagt agcgacccac gatctggctg gtttttggga ccaatacacg
   209281 cacgatacgc gcttcacggc ggcctttacg atcagccccg accacttgtg ccaagacgac
   209341 atcaccatgg atcgccattt tcatctgctc tgcggagaga tacagatcat ctttactgcc
   209401 ttcaacccgc aaaaagccat agccatcacg gtgaccaata accgtaccgc gcagtaaatc
   209461 cagacgctct ggcaaggcgt agcactgacg acgggtgaag accaattgcc catcacgttc
   209521 catcgcacgc aaacgacggc gtagcgcctc taaaggctct tcaccggtta aattaagttc
   209581 attggccagc tcttcacggc tggcaggtgt ctcgcgcttc gcgagatgag ccaaaataaa
   209641 ttcccggcta gggattggtg actcatattt ctctgcttct cgttccagga atggatcttg
   209701 tgacattgag gttcctccgt tgtcagcagc aggttgctat acccatcgtc tttcaaagtg
   209761 caggtgtgtt ggctgctctc aatcacccga atcattgact tgaagctgcc tttacttgaa
   209821 taggcacccc tttgcgggcc aacgcaagcg ccgttaaaaa tggtttaaaa cccatttttc
   209881 gttggcttgc tgcctacctg caactccaag ctctttgggt atatctcttt ttattaagta
   209941 aaaaacctac tcaacaagta atagcttgta gagcggggaa ttatctttaa ccatgtctgc
   210001 caaagtatag ttatccaact ctttaaggaa actctgtacc gcctgattaa gcacttgttt
   210061 cagacggcaa gcaggtgtta tatggcaaaa atcactactg caattcacca aggtgagtgg
   210121 ttccatttgg cgcacgacat caccaatcag gatctgatca gccggcttac ccagccgtat
   210181 gccaccattt ttaccacgca cagcggttac cagccctacg cggctcaact gattgattat
   210241 tttaaccata tgattgcgag agacaccata aacctcagtt acctgagaga tactggtcat
   210301 ttggccatca ggtaacgagg ccatataaat cagtgcccgc aaaccataat cagtaaaact
   210361 tgttaactgc acatataccc ctgagtatcc atttacccgg cttacaccca tctgaaatga
   210421 caactgttga ataggtgata agtgcgattc taagtgctat ttagaaaact tatactttga
   210481 atgataaacc agccacaaag cctgtgacta atcatttagt tgaagggtag tttttttgat
   210541 gtaaaaacga ctgaccgagg gcaaccatac cataccgatt aaacaataag ctgaccgatt
   210601 aaacaataag ctggatgtat tagacaataa accggacatc agcccggttt attgtttcga
   210661 acacaaatat acgcgttaac cccgtacatt ttaatgctga tatctcatta atgatgataa
   210721 cttggccgta agccagttaa ttatgcatca aatggatcac gcaggatcat ggtttcgtca
   210781 cgatcagggc cggtagagat gatatcaatc ggcacacctg tcagctcttc tacacgttga
   210841 atgtagttca gggctgcctg tggcaactta ctgtgttcct tcacaccaaa ggtggtttct
   210901 gaccaacctg gcatggtttc gtagattggc tcgatgcctt cccagccttc tgcagccagt
   210961 ggcgttgtat caacttcgcg gccatcaggc atacggtagc caacacagag cttcacttct
   211021 ttcagaccat ccagcacatc cagtttggtc atgcagaaac cagacaggga gttgatctgc
   211081 actgcacggc gaacggctac gatatccaac cagccagtac gacggctacg gccggtagtc
   211141 gcgccatatt cgttaccttg cttgcgcagg aactcaccag tttcatcgtt cagttcggta
   211201 gggaatggac ctgcacctac acgggtagaa taggctttta cgatacccag cacgtaatca
   211261 acataacgtg gacccaggcc agagcctgtc gctacgccac ccgcggtggt gttagatgag
   211321 gtgacatacg gataagtacc gtggtcgatg tccagcaagg tgccttgtgc gccttcgaac
   211381 atgatcaact cgccttgctt acgggcattg tccaacaatt cagaaacatc aactaccatg
   211441 gccgtcagaa tatcggcgat agccaataca tcatccagca ctttttggta gtcaaccgcc
   211501 gcttctttgt agtaatgcac caactggaag ttgtggtatt ccacaatttc tttcagcttg
   211561 atagcgaagg tttctttatt gaacaagtca ctgacgcgta ggccgcggcg agcaacttta
   211621 tcttcatagg cagggccaat accacgaccg gtagtaccga tagcttttgc accacgtgct
   211681 ttttcacgcg cattatccag agccacatga taaggcagga tcaatgggca tgcttcggag
   211741 agtaacagtc gctcacgaac aggcacaccg cgcgcttcaa gctctgtcat ctctttcatc
   211801 aacgcgtcag gagccagtac aacaccgttg ccgatgatgc tgattacgtt ttcacgtaga
   211861 atacctgagg gaattaaatg aagaacggtt ttctcaccgt tgataaccaa agtatggccc
   211921 gcgttatggc caccttgata gcgcacaaca tatttagccc gttcagtcag caggtcaacg
   211981 accttgccct taccttcgtc accccattgg gtgcccagta cgacgacgtt cttacccatc
   212041 tcaaaaatca ccaggttgct taaaaaagga ttctaacatc tcatacggcg gctttcagta
   212101 ctttttaacg cataactgaa caatttttgc gcttaccttt agctccccat gtgactacgc
   212161 aacatgtagt agatcacaca gccagcaacc actaatccgc ccccaaaacg gcgcaaagta
   212221 gcatcgggta attgggtcat agcctgaatc attttgcgcc aggctttggg ataaagcatc
   212281 gggccaagcc cttccaacac caaaaccaaa cccaatgcca ataagatggt tgaattcatt
   212341 gtctgcccca aaaaattgtc tgcttcaaca catgaaaagg cccgcactag acgggcctcg
   212401 gtgttacgtt caagaacgta ctctagcaat atgcacggtg acagcacgat tcacggctat
   212461 gataggcact gctacagccc gcgctatcac catactctct gcaactgtcg ttatggacgt
   212521 ttgctagagt tgtctggcga tttcatatag cggaagaaat cgctatctgg gctcagaacc
   212581 atcacatcgt taccactgct gaagctgttc tcatacgcac gcaagctacg gatgaaggca
   212641 tagaagtcag gatcttggct aaatgcttca gcgaatagac gagccgcttc tgcatcaccg
   212701 ccaccacgcg taattcgcgc ctgacgctct gcttctgcca gagtacgtgt gacttcatag
   212761 tccgcagtcg cacgcaattt ctcggcctct tcctgacctt gtgaacggtg acgacgggct
   212821 accgcttcac gctcagcacg catgcgctgg aagatcgcat cagaaacttc agcaggtaag
   212881 ttgatttgct taattcgcac gtcaaccact tcaatcccta aggccgccat gctgttcggg
   212941 ttaaccgcag gctgtttgcc acgggtttcc tgctcaactc tggctgcagc agaggcaatc
   213001 gcatcatcgg cttcagtcgt tgcggcctca tcgcccacac tacccgtgtt caaggcgtca
   213061 cgaacatctg aagtcaatcg accacgagag tctgtcacga tgtctctgac gttcaaacgg
   213121 ccaatttcag aacgcaaacg gtcactgaac ttacgtttca gcagaacttc ggcctgagaa
   213181 acatcaccac caccggtggc cagatagtaa cgactaaaat cgctgatacg ccatttcagg
   213241 tatgagtcaa caatcaggtc tttcttctcg ttggtcacga aacggtcagc ttggttgtcc
   213301 atggtttgaa tacgggcatc caaccttttc actgtctcga taaaaggtat tttgaagtgc
   213361 agaccaggcg catacaccaa cggtttgtta tcactatcac gtaatacctt accaaagcgc
   213421 agcacaattc cgcgttgacc ttcttctacg acaaacagcg aagcgaagag tgcgattaac
   213481 accacaacga cgataagtaa aaaagactta cgcattggtt attctctccc tacgcgagtg
   213541 gaagtatcac gctgagcatt cacccggcgc tgatccatga tagaaccact gcctgagctg
   213601 gtatttgaat tactcgcacc agtttgttgg ctgctgggtg ccggattcaa acgaatcaga
   213661 ctggtatctt tgttgccatc aactttatta gcagcacctt gaccacgcag catttgatcc
   213721 agtggcaaca ccatcaaatt attgccttta tcattcgcca gcactttatt ggttttgccc
   213781 aggacctttt ccatggtttc gatgtacaga cgctcacggg taatttccgg tgccgcttta
   213841 tactctggca gcaacttagc aaaaccagcg acttcaccct gtgcttccaa cactttacgt
   213901 gcggcataag cacgagcatc ttctaacaga cgctgcgcct gaccattagc acgtggttga
   213961 acttcgttgg tataggcttc tgcttcgcga atgtattgtt gttcgttttc acgagcagca
   214021 atcgcgtcat caaatgccgc tttaacttct tctggcggac gagcagcctg gaagttaacg
   214081 tccaataacg taatccccat ttggtacgga cgaatcgttt cttccagcac acgttgggta
   214141 tcactacgga cgatggtacg gccttcagtg aggattttat ccatggtgta tttaccaata
   214201 acaccacgta ctgcgctgtc tgttgcctga cgcagactgt catccggatt cgtcacgcta
   214261 aacagataag cggccggatc agtcacacga tactgaacgt tcatttcgac gcgcactacg
   214321 ttctcatcgg aggtcagcat gaccccagaa gcggccaatt cacgcacggc ctcgacgtta
   214381 accggaacca cttcatcgat aaaggtcggt ttccagttca ggccaggctg cacaatgtgg
   214441 ctcaatttac ctaaacgggt gacaacacca cgctcagctt ctttaatggt atagaaaccg
   214501 cttgcagccc agatgaccac aacagcaaca acagcgatac ccacaacacg accactgaaa
   214561 ccagggccat gtgatgcgcc attaccacca cttccgctac ctttgccacc gaggctactc
   214621 agttttttgc tcagtttacg gaagatatca tccagatccg gcggcccttg gtcacgacca
   214681 cctttattat tatttccgcc agagttgccg ccattattat tgctgctccc ccacggatcg
   214741 cggtcctgtc cgttattacc gggctgattc cacgccatgt tttagctcca ttcttctatg
   214801 attggttttc ttcaggccaa gagcacatgc caaagaagct ggctcttaat ctcacaagaa
   214861 agatcagata ttcccttcgt atttcaagtt gcttatgtgt tagctgcctc cgttcgcccc
   214921 agtcactaac tgatgtcagt ttctggggat tcgctcagtt gccgccttcc tgctactcga
   214981 attattttgg gcataatcaa gtaattaacc gcaccagatt aattattttg aatataactg
   215041 accaactcct gctcttgttt acagagacga cgccaatcaa cgataggcat tctaaccacc
   215101 ataccgacat tcccgtcctc gtctatccac tctttttcaa ttgcctgaag ctggtaaaaa
   215161 cggctacgca gacggcctgc ctgaggaggc aagcgcaatt caaagtgtgc gatctcaccc
   215221 gaaaggcgtt ccgtcaacgc ttgaaagagc aacgggatcc ctgcgccggt ttgggctgaa
   215281 agccaaactc tgactggcag attgtcttcg ttgcgatcga ttcgcggaac aaaatcgtcc
   215341 aacaaatcaa ttttattcat tactaataac gtaggaattt catctgcttc aatttctgcc
   215401 aataccgtat ctaccgcagc catattctcg gcgacccgag gatcagctgc atcaataatg
   215461 tgtagcagta atgaggcttg ccgcgtttct tgtagtgtcg ctttgaacgc agcaaccaga
   215521 tcatgcggca aatgccggat aaaacctacc gtatccgcca gtactgtatc acctacatca
   215581 gccacattta tacggcgtaa agtagggtcc agtgtggcaa ataattggtc agctgcgtaa
   215641 acatcagctg ccgtaatttt gttaaacagg ctggatttac ctgcgttggt atatcctacc
   215701 aaggacaccg tcggaatatc agcacgggta cgcgcacgcc gcccctgctc acgctgcttc
   215761 gctacacgct ccaaacggct taaaatcaag ctgatacgat cacgtagcaa acggcggtca
   215821 gtttccaact gggtttcccc aggccctctc agaccaatcc cgcccttctg acgctcaaga
   215881 tgcgtccaac cacgaaccaa acgggtcgcg atatgacgca attgcgctaa ctcgacctgt
   215941 agtttacctt catgggtacg agctcgttgg gcaaaaatgt ctaaaatcaa cccagtgcga
   216001 tcaatcaccc gacactgaca caaacgctca agatttcgct cttgtgccgc agaaagggca
   216061 tgatcaaaca agacgacaga cgcaccgctg gctttcaccg cgtctgcaat ttcttcggcc
   216121 tttccttcac caacaaagta tttaggatgt ggtgctttgc gactacccgt cacaatttgc
   216181 aaagcctcta cacccgcaga agataccagc gcttcaaact cgcgcagatc ctctgtgtct
   216241 ttgttttgcg agaaataaat atgaaccagt acggcctgct caccagcttc atagcggtca
   216301 aacaaacgtg caacctctca aacggatcaa agccgctagt gcggagaaca taagcttgaa
   216361 tccgttgctt atgttctcca tcatggtcga ccagcaatgg gctttattca gcgtcatcac
   216421 tgtcctgctg cggctgttgc ggcgcagacg gattactacc atgataatta ttggtgctac
   216481 cgctcggagt attgctgtga tgcgaaaccg gacgagaagg cacaacagta gagatggcgt
   216541 gcttataaac catctggctg actgtatttt ttaacagaat gacaaactga tcaaaagact
   216601 caacttggcc ctgcagttta ataccattca ctaaataaat agaaaccgga acccgttcac
   216661 gacgcaatgc gttcaggaac ggatcttgca aagattgccc cttagccatt ctatattttc
   216721 cttatttgct tgttgttttt aactaagaac ctatcggctc gaaaataaac tgcgtaaaaa
   216781 aatctgtgcg ttgagtacta atcaattgta cacaatcatt caacctatgc actaacaacc
   216841 tgtattacgg agtctaaagc ctctcccggc ttatcactgt cgagccattg aactgaactc
   216901 cagccccgca accaggtcat ttggcgcttt gccagttgac gtgtcgcaca aactccgcgg
   216961 tataccatgt cgttgtaatc aatctcacca gacagataag accacatctg ccggtatccc
   217021 acacaacgaa tggcaggcaa gtccgtatgc aaatcaccgc ggtcaaaaag caccctagcc
   217081 tctgcttcaa accctgcatc cagcatctga tgaaaacgta attcaatccg ctggtgcaac
   217141 agttcccggc tagcaggcgc aatcgcaaat tggtgaaccc ggtaaggtaa ggtttcaccc
   217201 gaaattttag tcagttccgt taaagtttta cctgaaataa aaaaaacttc cagtgctctg
   217261 gagagccttt ggggatcatt ggggtgaatc cgtgccgccg cgactggatc gatcacggcc
   217321 aattgctggt gcaatgcgcc ccaaccgagc tccgacgcct gctgttcaat acgctggcgt
   217381 acttgaggat ctgcggaggg taacggagat aacccatcca acagcgcttt aaaatacaac
   217441 attgtccccc ccactagcag cggaatacgc cccgcagcag tgatgtcggc catttctttc
   217501 agagcatctt tacgaaaatc ggcagcggag tatgattcag cgggatcacg gatatcaatc
   217561 aaccggtgtg gcgctaacgc cagctcttgt gcactgggtt tcgcggtacc gatatccatg
   217621 ccacggtaga taagagcaga atcgacgctg actaactcca caggcaatcg ctgcctcaac
   217681 gcaatagaga gcgcggtttt accggaagca gttggcccca taataaaaat tgccggtgga
   217741 cgatctagat tctcaatatc attcatgtgt caaagttgcc aatgcggcct ttatatcaat
   217801 aggttgtaat agcccagcag gaggagattg caccaactgc ggacaaagac gctcaacttc
   217861 cgtcaataac tgtatcgctt gagacacatt ccatacctca tgttcgctac caagatggcg
   217921 ggcaagccat gtggccagtg tatctggcga tatctcttca tgctgcgaca gatagcctaa
   217981 cagttccggt atcagttttt gtaaattttg ttggcgtaat ggtaaagaaa ccgcacgtaa
   218041 ggtcgcccgc ccctgctcga cactcagctc tattcccatg gtaattagca atttttcatg
   218101 gttctgacaa gccgctattt catttttgtc taatgtgatt ttgagtggaa tcaataacgg
   218161 ttgagggcgt aacccctctt ctggcgggct gagctgagct tgtttcaacc aacgctccgc
   218221 aacggctaag gatagcaatg ctaccccgcc ctgatattca atcaaagcat aacaaggtgg
   218281 aaaaaccgtt aaaactcggc caaaactgta attatcaccg tgaagcggct cttctgcctg
   218341 agtaattcgt tgaaccggga tggatggtga ggaaacagat gacgcaggta ttgccgctgg
   218401 cgatgttgcg ggtttggctg ccgctgacgg ttgcaatagc tggcggtata actccccttg
   218461 ttgcttctga taggggtgat cttctttata ggccggcgca gcgcgttcac gggcagacga
   218521 acgctcgcga gccacagcct gctccgccgc actggatttc gccgcttccg gttgagcata
   218581 tttattggtg ccagccgcta cccggttttc ctgctgccaa cgtggagcgt caacttcacc
   218641 ttcttcactg atgttcagta tcggcgcatt agtttgttgt aaaaccgcag tgactgcctg
   218701 ataaataaag tcatgtacca accgagcctg atgaaaacgc acttcatgct tagccggatg
   218761 aacgttgaca tcaacctgat gcggatcgat atccagatac aaaacataag cgggctgttg
   218821 agcatcgttg agtcgatctt gataagcctg gcgaatcgcg tgattaatca accgatcacg
   218881 catcatgcgg ttattgacat agcaatattg catttcactc agcgtatggc tcgcggcagg
   218941 atccgccacc caaccatgaa tgttcaaatc cccgtgctgc caagcgatag ccaaagcatg
   219001 ttgcaaaaac gccggaccac aaatacttgc caaccgacgc tcatgttggg cagggtctgg
   219061 tgccgcacga tattggcgaa ttaacttacc attgtggttc aaatttattg ccacatcgaa
   219121 gcgcgccagc gcaatgcgcc tgacgacctc atcaatatga ccaaactccg tcttttcagt
   219181 tcgcataaat ttgcggcgcg cgggggtgtt ataaaataaa tccaacactt caagtgtact
   219241 gccaaccggg tgtgccgcag gcttgatggt gaccgccatg tcgcgacctt cggcataggc
   219301 ttgccaggct tcgctttgct cagcggtacg tgaggttaag ataagacgtg aaactgaact
   219361 gatactggcc aaggcttcac cgcgaaaccc catactgagg atggcttcta aatcctcgag
   219421 tgaactgatt ttgctggtgg cgtggcgggc caacgccagt gccaaatcat ctttactgat
   219481 gccgcagcca ttatcacgga tgcgaataag tttcgcccca ccacgttcaa tatcaatatc
   219541 aatccgtgta gcacccgcat ccagactgtt ttctaccaac tctttgacta ccgatgcagg
   219601 ccgctctacc acctcaccgg cggcaatctg gttggcaagc tgtggaggca gaatctgaat
   219661 cggcataaca attccttgcg cttacgattg tggaatagtg agcgtttgcc caagctgaac
   219721 attacctgac ttgattttat tcacccgctc aatctcactc attgatacac cgtatctcgc
   219781 cgcaatggct gacagcgtat caccgcgttt cacctgatgc ttaataggtt tactttttgc
   219841 tacagcggct gttttaggct tgactgccgt taccgtactg cccgacgcgg gcactttcaa
   219901 ccgctggcct acccagacta catcattttt cagcgtatta ttttgtcgta aaacagccat
   219961 gctgacgccg tattggctgg caatacccga taacgtctcc ccacgctgca cgttgtggat
   220021 tttgctctta cctgcaggca gagtagccga tgaccggcca ctttgcgcat tactgcttat
   220081 attattcaca ataggttccg gctgactaat acctgaacgc tgtgttgagg agtcaaccgc
   220141 cgctgtttca atgagcggac ggctttcgac ctttgggtcg gattgtaacg gattcgcgag
   220201 gaaataactg cgcaagcctt tataaatggc ctgagcaatc ttctcctgat acgcgctact
   220261 gccaagcagc cgttcctccg tactattact gataaagccg gtttccacta atagcgacgg
   220321 aatatccggt gaacgtaaca ccccaaggct ggcgtgctcc ggcttgcgtt tatgaatatc
   220381 acccaccgtt tgtagctcac gcagcacttt agtcgcgacg tcataaccca ctctctggga
   220441 gtgaccaaat tgtaaatcca gaaccgcctg actcaaataa gggtctgaag ccgtgtttgc
   220501 cagtacatca ccagcccccc cgagcagttc tgattgcttt tcatgttgct ccagccagtt
   220561 ccccatttca ctattagccc ggcggtttga taacacccaa accgatgccc ctgtcgcact
   220621 gcgatttggc gcggcatcag catgaataga aatcaagaca ttagccccct gtttacgtgc
   220681 aacatcagag cgccccatga ccgagataaa gtaatcacca ttgcgggtca gcaccggttt
   220741 aaacatcgga tcccggttga gcagtgcctc aagccggcgg gcaatggaga tcgtgacatt
   220801 tttctctttc agaccatttt gcccgatagc gcctgggtcc tgaccaccat gaccggcatc
   220861 tatggccacc acaacacggc tactgttagc cgcactcaca gttttaatcg gacgggcagt
   220921 attcgtggtc acgttttcgc tactgaccac gacgacgggc ttattattaa acggattttt
   220981 agctactgaa tccttgctcg tgacttgagg caccacacgc ccggcattag gactcggggt
   221041 attcgtctga tttaatgagg cctgcgcctg acgaacaggg gcactggcga cggccgtcat
   221101 ggtaagcact accgtgtagt tattgcccga ctgttgggtg acagcacggg tttttacttt
   221161 ctgcgtcagt tccagtacca ggcgggtact ttgttcatct ttcggagtgc tggagcgaat
   221221 tcgtttcaac aggttctgcc cactgaactc cagcggcaac cctgagatat tgccactttg
   221281 gcggacatcc aagaccaccc gctccggcga gtttagcgag aaaaatgcat aaattggctt
   221341 accatcaaag ctgagagtaa ccttactttc actcgccccg ttggtcacct taatgtcagt
   221401 gagtttcatg gcaaatgcgg gaggcagagc gaataaactg agcgttaata aaccaataat
   221461 catccgcgtg accgtggcga aacgacgagc agtaatgacg cggtggacag tagtgaaatg
   221521 gcaaatcgta gtgaaatggc gaatcgtagc gaaaccgtgt ttccagcgac atatcagcga
   221581 gaggctatgc atcatcgttt cgttaccctt gcacagcggc taaacggcgc aacacgtcag
   221641 cgcctgcctc ggaaatagcg accaaccggg cttcacgccc tgccgcctga taagtcagat
   221701 gcagttctac atcagcctgc ggcaggaacc ctgcgccttg ctgtggccac tccaccaaac
   221761 agatagcctg cgggtcgaag taatcgcgaa tgcccataaa ctccaactct tcggggtcag
   221821 ccagacgata taagtcaaaa tggtagacgg gccttggcgt caacgtataa ggttcaacca
   221881 aagtatacgt tgggcttttc acatgcccat tgtggcccaa cgcctgcaaa aaaccgcggc
   221941 tgaaagtggt ctttccggca cctaagtcac cgaacagata aataacgctg gcaccaccga
   222001 aggcttgagc caaagtggct cctaatgcaa cagtcgctgc ctcatcaggc aacagtaaaa
   222061 cgagttcttt cattctatga tatctatttt gctaactcag gattaatgta cttcggaata
   222121 acaggcagta aatctgtggc cagtaaaccc cgggtgcctt gaacttcagc cagcttatct
   222181 gcagcaacgc catgcacgac acaccccgcg caggcggcat catacagcgc cagcttttgt
   222241 gctatcaaac ccccaataat accagaaaga atatcgccca tcccgccgga ggccatgcca
   222301 gcattaccca catcggcaat ggccatctca ccttgttcat tggcgatcag ggtacccgcg
   222361 cccttcaaaa ccaccacacc accatattgc ttgacgatgt ttcgggccga aagtaagcgg
   222421 tcactttcaa tgtcaacgac gcggcaacct aggagacgag cagcttctcc tggatgagga
   222481 gtcaataccc aattctgacg cctatgagga tttaatgcta gtaagttaag tgcatccgca
   222541 tcccacaagg tgggtttatc actctgttgc agtcgtttca gagcattcct gctccaatca
   222601 gactgaccta accccggccc gacgaccagt acatcagccc attgcatgct ttgctccagg
   222661 gtttcggcgg ttagcgcctg caccatcaac tctgggcgag cagccagaat cggtgccaca
   222721 tgctcaaagt gagtaagtac tcgcactaag ccagcaccgc ttcgtagggc ggcttccccc
   222781 gccatacgga tagcaccacc gaaccctcta tcaccgccca ccaacagcag acgcccataa
   222841 tcccctttat gggcacacgg gcggcgaggt ttcagccact gaggaagatg atcggcggtt
   222901 attcgttcaa tttgtgctga ctgagtatcc aaccacgttg ccaaccctag atcatcgtaa
   222961 tgtaactgcc caacccaatc acgggcctga ccggtgagta aaccgggctt caatgcaaca
   223021 aaagtcaacg tgtggtcagc tcggagcacc gaaccgaggg ccgcaccatt atccgcacac
   223081 agcccggagg gaatatccaa ggcaactttt gccgcccgat ggcggttagc catgtcaatc
   223141 aaagtctcat agatgccttg tggtgcagcc cgtaggccaa ttcccaacaa accatcaata
   223201 attaaatcaa tatcttgtgg ccactgggta tcaggttggt gaataacacc accgatagcc
   223261 agccattgag attgcgcttc tttcgcctcc gcaggtaaag ggcggttacc tggacaggcg
   223321 ataagagtca catcgatacc cgcagccaac gcgcggttgg caacgatata gccatccccg
   223381 ccattgttgc catgcccgca cagaatcaac caatgacgtg ctataggata ttgtttatgc
   223441 gccagttcaa aggcagcgtt tccggctcga accatcagat caaacagggt cagtgagaag
   223501 tgggccgccg ccgctgcttc attctgacgt acccagtccg cagaaaaaac agagtgtggt
   223561 aaactgactc tggtttgttt cttactatgg tctgtcatgg cacaccccct cgatctgaat
   223621 caattagccc aacatatcaa gcaatggggg caatcgctag gtttccagca agtcggtatt
   223681 tgcgataccg atttgacggc ggaagaaccg cgtttacaag cctggcttga taaacaatat
   223741 catggcgaaa tggcgtggat ggcacgccac ggtatgctgc gtgcgcggcc ccatgagtta
   223801 ttgccgggga ccttgcgggt gatcagcgta aggatgaatt atctgcccgc caaggcagca
   223861 tttgccagta cattaaataa cccagaattg ggttatgtca gccgctatgc tctgggtcgt
   223921 gattatcata aattgctgcg ccagcgcctg aaaaaattgg gcgatcagat tcaacactat
   223981 tgtttggaac aaaataattt agatcgccat gacttagagc tccatgactt agaacaacat
   224041 gactcagaac gacaaggcca gccggaacag catactgcca gtgaaattaa ctttcgtccc
   224101 tttgtggact ccgcgccgat aatggagcgg tcactggcgg ctaaagcagg gattggctgg
   224161 gttggtaagc actcactgat attaaaccgc gatgccggtt cttggttctt ccttggcgag
   224221 ctactgattg acctgccttt gccggttgat aaaccgcagg aagagcagtg tgggcgctgt
   224281 gtagcctgta tgaccacctg cccgacaggg gcgattgtcg ccccctacac cgttgatgcc
   224341 cgccgctgta tctcttacct gacgattgaa ctggaaggcg caatacctga agagttccgc
   224401 ccactcatgg gtaaccggat ttatggttgc gatgactgtc agctcatttg tccctggaat
   224461 cgcttctcgc aattaaccga tgaagacgat tttagtccac gagctgtatt gcacactcca
   224521 cagttgctgg atctgtttgc ctggaacgaa gagaaatttt tgcgagtcac ggaggggtct
   224581 gccatacggc gtattggcca tctacgttgg ttacgtaaca tatcggtagc actcggcaat
   224641 gcgccctatc ttgatagtat cgtattggcg ttggaaacac gtcgggggct gcaccctatg
   224701 ctggatgagc atattgaatg ggcgatatca cagcaattag cacggcgggc tacccaggcg
   224761 gtagaggttc aactgccaca gaaaaaacgg ttgattcgtg ccattgaaaa gggtctacca
   224821 cgggatgcct gatatctttt tattcagcat ttttttgatg aataagataa ggaatttact
   224881 gtgcataaaa ataaaaatgc cttggcaatc aagtgcaaaa aaaagcacaa gtgatcggca
   224941 taacgtttct atataaaaat atatgcaaat aaatcagtaa tataattgac aggaaaattt
   225001 aacgtacaaa ttacaagctg gatataaaaa gaacagaatc tgtggataag tctgttgacg
   225061 aagttaattc gctaagtatg tgaggcgcaa catcgtaccc actctagctg tggataaata
   225121 atcaggaatt gaatgaaaaa atttggagcg ggaaacgaga ctcgaactcg cgaccccgac
   225181 cttggcaagg tcgtgctcta ccaactgagc tattcccgcg tcgcctgtat aaatacccat
   225241 tggttattta tacacttttt atttctgatg ctctttactt ctgactgaag ttctttattg
   225301 ctaaagaact tggagcggga aacgagactc gaactcgcga ccccgacctt ggcaaggtcg
   225361 tgctctacca actgagctat tcccgctctg gatatgactt atcttgtact aaatctgtct
   225421 tcgcatgctt gcgaattctt catcggtacg gggtgcgcat tatacgagaa atccgttttg
   225481 ccgcaagccc ctgaaagcaa aaaaatcatt tttctattta agtgtcgatt aaaacagcaa
   225541 tatggtgttt ttaccagcac cagacagagt atatacccaa aatcattggt ggagcagcag
   225601 gcaggcagca agcaaacgcg tcccgatgag cttacatcag tcagtgattc gggtagtgcg
   225661 cgcagctaac gcccctgctg tttcaagtat caagggaatt cccaacgtca ttggagcagc
   225721 aggcaggcag caagcaaacg cgtcccgatg agcttacatc agtcagtgat tcgggtaatg
   225781 cgcgcagcta acgcccctgc tgtttcaagt atcaagggaa ttcccaacgt cattggagca
   225841 gcaggcaggc agcaagcaaa cgcgtcccga tgagcttaca tcagtcagtg attcgggtaa
   225901 gtgcgcgcag ctaacgcccc tgctgtttca aggccgaagg gaattaagat tgaataaaat
   225961 gctcacgata gtaagcaagc tcggcgactg actcacgaat gtcatccaat gcctgatggg
   226021 tattttgctt tttaaaacca gccagaattt caggtttcca gcgacgcgct aactctttca
   226081 atgtactgac atctacatag cggtaatgga aatacgcttc aagctctggc atgtagcgga
   226141 acaggaaacg gcggtcctga cctacactgt taccgcaaat gggtgaaacc cccgcgggga
   226201 cccactgttt taggaattcg atagtttgta attcagcatc acggtcatta aaggggctgg
   226261 ctttcacccg ctcaaccaag ccactaccag tatgggtacg aacattccac tcatccatta
   226321 gcccaagctg ttcagcagat tgatggactg ccagaacagg tccttctgcc agaatattaa
   226381 gattcgcatc agtgaccaag gtagcgattt cgataatgcg atcccgctct ggatcgagac
   226441 cggtcatttc cagatcgatc cagatcagat tattttgatt ttctgccatg atatttccta
   226501 tctgtaagcc gggggagcaa ccgaacaaac ggttaattaa taaaataatg tgtatcatag
   226561 tccttttggt cgcaacgagc gatatatcca aagaacttgg cgttgcaagc aggtggcaag
   226621 cgaacattgc taacaccccc tacaacgcaa agtccgaagg ggataaatgc agattcaagt
   226681 gaggcacagt gagcaagaat aaactgtcga aaggtcaaca acgccgtgta caggctaatc
   226741 atcagcgtag gctacgcact gatagaaaac ctgagctaga tgactctcag cttggcgatg
   226801 cgcaagaagg tatcgtaatc agtcgcttcg gtcagcatgc cgatgtcgag gccgttgatg
   226861 gcactcagca ccgttgtaat atccgtcgaa ccatcaaatc actggtgacc ggtgatcggg
   226921 tggtctggcg tcccggttta caagcgcagg aaggtgtgcg agttaaaggt atcgttgaag
   226981 ccgttcacga acggacatcc gtcctgactc gcccagatct ctatgatggt gtgaaaccta
   227041 tcgctgccaa tatcgaccag atcgtgatcg tatcggcgat cttacccgag ctttcactta
   227101 atattattga tcgctatttg gtggcgtgcg aaacactgga agtcgagccg ttaatcgtcc
   227161 tgaataagat tgacctgttg gatgccgatg gccgtaaatt cgttgatggc atgatggata
   227221 tttatcgtcg tattggttac gacgtcttgg aagtctccag ccagacacgt gaggggatgg
   227281 aagcctttga gaatgcactg actggccgta tcagtatctt tgccggccaa tccggggtgg
   227341 gcaaatccag cctattgaat gccctgttgc cgccaacaga taacgaaatt ttggtcaata
   227401 cggtttctgg taactcgggc ctcggccagc acaccacaac cgccgcgcgt ctgtaccatt
   227461 tccaacatgg cggtgatgtg attgattcac cgggcgtgcg tgaatttggt ctgtggcatt
   227521 tagctccgga acaaattact caagggtttg tcgaattccg tgattatctc ggccattgca
   227581 aattccgtga ttgcagccat accaacgatc ccggctgtgc attacgcgaa gccgtagagc
   227641 aaggtaaaat tgctgaggaa cgtttcgata attaccatcg aatcctagaa agtatggagc
   227701 aagcgaagcc gcgtaaaacg tcagacagtg acgagaagtg atgcttaact aacagctttc
   227761 tatacgctta ctgacgtgca gcaagtgaac gagtcccgat gagcttacat cagtcagtga
   227821 ttcgggtgag cgaacgccgc taacacccct gcggcgtcaa gtaagaaggg tttacccaaa
   227881 ttaattggcg tcacagcaag gcagcaagtg aacgagtccc gatgagctta catcagtaag
   227941 tgattcgggc gagcaaacgc cgctaacgct gctgtggcgt caagtaagaa gggtctgaca
   228001 gggtgggcgc agagcgatac aatgcgcccc cttattttat ctaacggttt acccaagagg
   228061 ttgacgtgct agacagtatc aaaattaaac tacaatattt acttccgaaa caagggttaa
   228121 cacaactcgc tggctgggga gcgaataagc aaggcggctg gttgacccag ttagtcatca
   228181 aagcttttgc ccgttattac aaggtcgata tgaaagaagc gcaggatcct gaattctccg
   228241 cttaccgtac cttcaacgaa ttctttgttc gcccgttacg cgcaggtgta cgcccggttg
   228301 tggctgaaga aaacctgtta gcccaacctg ccgatggcgc aataagccag ttaggggcca
   228361 tccgagaggg gcaaatttta caggcgaaag gccataatta cagtctggaa gccctattag
   228421 ccggtaacta tctgctggct gctgaatttc aaaatgggca gtttgttacc acttacctgg
   228481 ccccccgaga ctaccaccgg gtgcatatgc catgtgatgg tgtgctacgc gaaatgattt
   228541 atgtaccggg ggatttgttc tcggtcaatc cgttaaccgc tgccaatgtt cctaatttgt
   228601 tcgcccgtaa cgaacgcgtt atttgtatct ttgataccgc ctttggccca atggcccaaa
   228661 ttctggtggg tgcgaccatt gttggcagta tagagaccgt ctgggcgggg acaattaccc
   228721 ccccacggga aggcgttatc cgccgttgga catacccgca agcaggctgt gaaggggcta
   228781 tcaccctaga gaaaggccaa gaaatggggc gttttaaatt aggctcaacc gttattaacc
   228841 tgtttgcgga aggtaaagtg tatttcgcac cacagctaaa cagcggcgcg gttacccgta
   228901 tgggtgaagt cttagccgaa gcggttccta ctaccccttc ttactagcat gatgctgacg
   228961 acgtaacacg atgttaagga gctcttacgt gcgcccgata atttcatggt cttttggtct
   229021 attactgtcg tttttcctgt taatgccgct acatgcggca actcagccta acgaagagca
   229081 ggtgcggcaa gagctgaagc tggctgagtc caataaaacg acaccgaatc aggcagagat
   229141 tgttcaggcg cttcaagggg ctcttagctg gcttgcggat gcaaaagaat cagatatacg
   229201 cgcccagcag tatcaaaaag ccattgatga ttttcctaag cttactcgcg agttacgtca
   229261 gcaattagcc caggaagggg ataaaccttt gccggtcccc agcaacttgt ccacatctga
   229321 tttggaacaa caggtgctac aagtcagcag ccaattgctg gagctgaacc gtttatcaca
   229381 gcaagagcaa gaccgcgccc gggaaatcag tgaatccctt gggcaattac cgcaacaaca
   229441 gtccgaagcc cggcgaatgc tcgcagagat cggcccgcga attcagtcac aaagtaatcc
   229501 ctcgacgccc gtcgcccaag ctcagcttac gctattgcaa gctgaagcgg tggctcgtaa
   229561 agccaaagtc aatgagttag agctttcaca actgtctgcc aataaccggc aggagctgtc
   229621 ccggctacaa gtcgaattat acaaaaagcg cgaagcacgg gttcaggctc agcttcagtc
   229681 cctgcgtaat aacctgaata atcaacgcca acaagccgcg gaacaggcac ttgagcggac
   229741 agagttgctg gcagagcaag ggggggattt acccgaatct atcacccagc agttacaaag
   229801 aaaccgtgag ttatctcagg cgcttaatca gcaggtacag cggattgatc ttatctcttc
   229861 ccagcaacgc caggctgtcg cgcaaactca gcaagtccgg caagcgctaa acactatccg
   229921 tgagcaggct caatggcttg gggtctcaac cgcgttgggc gaaaccctac gagcgcaggt
   229981 cgccaggctg ccagagatgc ccaaatccca gcaactggat cgcgatatgg cacagttgcg
   230041 ggttcagcgc ttacaatatg aagatatgct ggaaaaatta cagcaacaga aaaccacatt
   230101 aaaacaggat gatggcaccc cgcttacgcc cgatcagcaa cgcattctgg atgcccaatg
   230161 gcggacacag agcgaattac tgaattctct gctttcaggc tatgacacgc aaattctgga
   230221 actgaccaaa ctgaaagtgg ctaacagtca gttagttgac gcattaaatg gggtgcgtga
   230281 agccactcac cgctatctgt tctgggtggc agatgtcagc cctatttcgc tttcttatcc
   230341 tcttgctgtg gctcaggacc tcacccgcct actgtcactg gataccttgt cgcagttgag
   230401 tggcgctttt gtcatgatga tgaccaacca ggaaaccctg ctgcccatta tcgctgccct
   230461 actgtttgtc ggtttcagtg ttagctcacg ccgccactac catgccttcc tcgaacgggc
   230521 cagtagccgg gtgggcaaag tgacacaaga ccacttatcc ctgacgttac gcacggtatt
   230581 ctggtcaatt ctgatggctc tccccttgcc agttttatgg gcggctctgg gttatggtct
   230641 gcaaaatgcc tggtcatatc cgatggccat tgcgattggc aatgccgtca ctgccaccgt
   230701 gcccgtgctc tgggtgttta tgatcagcgc ctcgtttgct catccacacg ggctgtttat
   230761 tactcacttc cgctggtcgc caacacaagt tgcgcgcgca atgcgttttt accgtctgtc
   230821 agtgtggttg attgtccccc tgatgatggc gctgattacg tttgaaaatt ataacgaccg
   230881 cgagtttgct gggacactgg gccggctgtg ctttattttg ctgtgtattg cattaagttt
   230941 ggtcacaaac agcctgaaac gggccggtat cccgctgtat ctggataaaa aaggttcggg
   231001 cgagaatatg attaacgtgg cgctgtgggg gttgctgctg tcagctccgt taattgcagc
   231061 gctggcctca gcattaggct atctcaccac ctcacaagcg ctgttggcac gtctggagac
   231121 ctcggtcgct atctggttct tcctgttagt ggtctatcat attatccgcc gttggatgct
   231181 gatccagcgg cggcgtattg cctttgatcg cgccaagcag cgccgcgccg atattctcgc
   231241 gcagcgcgcc cgtggtgagg aagattcgcc acacagtaac agcactgaag gctcgattga
   231301 tgtcgaggag ccgatcattg atttggatgt gatcagcgcc caatccttgc ggttggttag
   231361 gtcgatcctg accatgatag ccttggtttc agtgatcgtg ctgtggtctg aaattcattc
   231421 cgcttttggc ttcctggaaa acattcgctt gtgggatgtg tcatccacca tcaacggtat
   231481 tgagtcagtc cagccaatca ccatgggatc tttattgatc gccgtcttgg tgctgattat
   231541 caccgcccag ttggtgcgta atctgcccgc cttactggag ctggcactgt tacagcattt
   231601 ggatctgacg ccgggaacgg gctatgccat ctccacaatc accaaatatc tggtgatctt
   231661 atttggtggt ttgcttgggt tctccctgct cgggattgaa tgggcgaagt tccaatggtt
   231721 ggttgccgca ctcggtttag gtttgggttt tggtttacag gagatttttg ccaactttgt
   231781 ttctggcctg atcattctgt tcgaaaaacc gatccggatt ggcgataccg tgaccattcg
   231841 tgatctcact ggtagcgtga cgaaaatcaa tacgcgcgcc accacgattt ccgattggga
   231901 ccgcaaagaa attattgtgc cgaataaagc ttttattacc gagcaattta ttaactggtc
   231961 actctcggat tccattaccc gtgtggtcct caccgttccc gcacccgcgg agaccagcag
   232021 tgaggaagtc actaacgtat taatgaccgc ggcccagcgc tgcacgttag tcctggatac
   232081 cccgcctcca gaggtctatc tggtcgatct acaacaaggg attcagattt tcgaactgcg
   232141 tatttatgcc gctgaaatgg gccaccggat gccactgcgc catgaaatcc atcagttgat
   232201 tctggccggc taccgtgagc acggtattac cctaccattc ccaccgttcc aagcgcggtt
   232261 agaaactctg gggcgcggca ctggacgtac gatttcttcg ggccgcagcc gcacaccggg
   232321 tagtttgtaa tctcagtgag taagaaataa aaatgccctg cgccttcaca ggtcagggta
   232381 tttgtttttg taagtaattc gggtgagtgc acgccgctaa caccgctgcg gcgccaagga
   232441 cgaaggggaa ttaggcgata ttgacgggga aggcaataac atcactcaac ctttccgcat
   232501 ttaacgccag catcaccaag cgatcaaccc ctaaagccac acctgaacaa tcgggtaaac
   232561 cctgctttag tgctgcgata agattcatat cgattgggtt ctgtggtaag ccccgtttcg
   232621 cacggttacg gttatcctgc tcaaagcgtt gcagttgctc atcaccgtca gtcagctctc
   232681 ggaaaccatt cgctagttct atccccttga agtacacctc aaagcgttcc gccacacggt
   232741 ggtcttcggt actgatttca gccagagatg cctgcgatgc cgggaaatga taaataaatg
   232801 ccggtttatc acggccaata taaggttcga cacccacagt aaacaacaat tgcagcaacg
   232861 tatcgcgatc ttcttcggta tccgcaatat tgcttaaatc cagttttgcc gccacttcac
   232921 gcaattgtgc tttttcagca gacaacggat caatatttaa atggcgcaaa aacgcttgct
   232981 gataggataa ggtctctgcg ctgttgcaat ccaaaatttg ctgcaacagg tcatccacct
   233041 cattcattaa acgatacata tcataatgag ggcggtacca ttccagcatg gtgaattcag
   233101 gattatgata gcggccagcc tcttcattgc ggaaactgcg gcccagttga tagatagggc
   233161 cactgcccgc cgctaacaac cgcttcatgt gatattccgg gctggtcatc atgtacagcg
   233221 tcaaaccatc ggcagcgccc gggccaacaa accgggtttc gaatggaact aaatgaatgt
   233281 ccgtcactgt cgcttggctc atggttggcg tttctacttc taatacgccc cgatcggcga
   233341 aaaagcgccg aatctctgcc attattgctg cgcgcttcaa caaattggcg ataggtgcac
   233401 ttggctgcca gcttgccgtg tcgctcatgg tggttaactc cgaaatcaaa caggggatgc
   233461 agtctacctg tatcccgcgc cccagacaaa tctgtcactc atccgccgaa ttctcggtct
   233521 ggttctagca tttcacgctg taaaaaaacg cctttcccag catatcctgt ttgggatcac
   233581 gtttttgtca gtaatgcatt tgaggcggtt caaataaaac aaaacaatcg atcacatcaa
   233641 atttctgcga cttatcattg agtataatta ttccatacaa aaagtaagaa atagctattc
   233701 ttaatatcat caagttaacc gcagagaaat aagttagcgg aataataata ttaagaatac
   233761 ctaaagaata atgactcact ttatatactc aaaacccttg gcgttacagc caggcagtta
   233821 gctaacaccc tgtaacggca ggggcggagg gtataagatt ttcacttgaa caatggagaa
   233881 gcgcagtgca aacctttaac gccgatcttg ccattatcgg ggccggaggt gctggcttac
   233941 gtgcagcaat agccgcagcg gaagccaacc cccaactgaa gattgctttg atctcgaaag
   234001 tttacccaat gcgtagccat accgtggccg ccgagggagg atcagctgcc gtcacacagg
   234061 accacgatac gtttgactat catttccacg ataccgttgc gggcggtgac tggttatgcg
   234121 aacaagatgt tgttgaccat tttgtccaca gttgccccga agaaatggca cagttagaaa
   234181 tttggggctg cccatggagc cgcaaagagg acggttcggt taacgttcgc cgtttcggtg
   234241 gtatgaagat tgaacgtaca tggtttgccg ccgataaaac cggtttccac atgctgcaca
   234301 ccttgttcca aacctccctt aagtatccac aaattcagcg ttttgatgag catttcgtcc
   234361 tggatattct ggtagacgag ggtcaggcac gtggtgtggt tgccatgaat atgatggaag
   234421 gcacccgcgt acaaatccgt gcgaacgccg tgatcatggc cactgggggg gctggccggg
   234481 tttatcgcta taacaccaac ggcggtattg ttaccggtga tggtatgggg atggcattcc
   234541 accatggcgt tccactgcgg gatatggaat ttgtacaata tcacccaacg ggcttgccgg
   234601 ggtctggcat cctgatgact gaaggctgcc gtggtgaagg cggaattctg gtgaataaag
   234661 acggctatcg ttacttgcag gattacggca tggggcctga aacgccactc ggtgagccta
   234721 aaaacaagta catggaatta ggcccacggg ataaagtctc gcaagcattc tggcatgaat
   234781 ggcgcgctgg ccgtacggtc gcgaccccac gtggcgatgt ggtttatctt gatttacgcc
   234841 atctgggtga gaagaagctg cttgagcgcc tgccgtttat ttgcgaattg gcaaaagcct
   234901 atgtcggcgt tgacccggtt aaagagccca tccctgtacg cccaaccgcg cattacacca
   234961 tgggcggcat cgaaaccaat ccgcagtgtg aaacccgaat caaaggcttg tttgcggtcg
   235021 gcgaatgctc ttctgtaggc ttgcacggcg ctaaccgttt aggctccaat tcattggctg
   235081 aactggtggt atttggccga gtggccggtg aacaagccgc tttacgcgcg atggaaagcg
   235141 gcccggcaaa tggcagcgca ctggatgccc agactcgtga tgtggagacc cgcctgagca
   235201 acctgatgaa acaggaagga acagagaact ggtctaagat tcgcgatgaa atgggtctgt
   235261 cgatggaaga gggttgcggt atttaccgta caccagaact gatgcagaaa acggtggata
   235321 aactggccga gctgaaagaa cgcttcaaac gtgtgaaaat caccgatcac tccagtgtat
   235381 ttaacactga cctgctctac accattgagc tgggttatgg tttggatgtg gccgaatgta
   235441 tggcgcattc tgcgctcaat cgtaaagaat ctcgtggtgc ccaccagcgt ttggacgaag
   235501 gctgtaccga acgtgatgac gttaacttcc tcaaacacac cttagccttc catacgccgg
   235561 gtggtgcacc gcgtattgaa tacagcgatg tgaaaatcac caaactggta ccggccaagc
   235621 gggtctatgg tggcgaagcc accgcccaag acgcgaaaga cgcaaaagat gcacaagatt
   235681 taaaggataa ggagcaagcg aatgactgat atgaaagtcc tgaaaatgga agtcatgcgc
   235741 tataacccgg aacgtgatag cgaacctcac tttgaaacct tcgaagtgcc ttacgatgaa
   235801 cagacgtctc tgctggatgc actgggttat atcaaagata acctggcacc ggatctctcc
   235861 tatcgctggt cttgtcgaat ggcgatttgt ggttcctgcg gcatgatggt caacaaggtg
   235921 ccaaaactcg cctgtaagac cttcctgcgg gaatatactg cggggatgaa agtcgaagca
   235981 ttgggtaact tcccgattga acgtgattta gtggttgata tgactcactt tatcgagagt
   236041 ctggaagcca tcaaacctta tatcattggt aacgaacgcc tacccaagga tggcccgaac
   236101 aagcagacgc cagcccagat ggcgaaatac catcagttct ctggctgtat caactgtggt
   236161 ttgtgctatg ccgcctgccc acagtttggc ttaaaccctg agtttattgg ccccgcagca
   236221 atcaccctgg cgcatcgtta caatttggac aaccgtgacc acggtaagaa agagcgtatg
   236281 cctcagctaa acggtaaaaa tggtgtctgg agctgtacct tcgtcggcta ctgttctgaa
   236341 gtgtgtccaa aacacgttga tcccgcggcg gctatccagc agggcaagat cgacagtgcg
   236401 aaagacttca tgatcgccat gctgaaacca caataaggga ggggagacag taatgacaac
   236461 caaacgtaaa gcttatgttc gtaccatggc tccaaactgg tggcaacagc ttggtttcta
   236521 ccgtttttat atgttgcgtg aaggtacatc cattccagcc gtgtggttta gtgtgctatt
   236581 gatttacggt gtattcgcac tgaagagtgg ccccgcaggg tgggaagggt ttgtcagctt
   236641 cctgcaaaac ccgctggtgc tatttctgaa tatccttacg ctatttgccg cgctgctaca
   236701 taccaaaacc tggtttgagc tggcgccgaa agcggtcaat attatcgtta aaagcgaaaa
   236761 aatgggtcca gagccaatga ttaaggcgct atgggttgtg actgtcgtgg ctagcgcgat
   236821 tatcctggct gtcgccttac tctaacccgg aggagaaaaa gatgaatcaa gtccctaaac
   236881 gctccgatga accgatcttc tggggtctgt ttggtgcggg tggcatgtgg ggtgcaatta
   236941 ttgcccctgt gattattctg ctggtcgcga ttttgttgcc attgggtgca ttcccaggcg
   237001 acgcgctgag ctacgaacgc attctggcat tttgtcagag ctttattggc cgggtattcc
   237061 tgctgctgat gatcattttg cctttgtggt gcggtttaca ccgtattcat catgcaatgc
   237121 atgatttgaa aatccacgtc ccggcaggga aatgggtatt ctatggcctt gcggcaatct
   237181 tgagtgtggt cacttttatc ggtgtactga cgctgtagcc gtagtcacca catgccatat
   237241 tcgcggcctg ctgttctggc aggccgttct ttggttaaag cgctcagttc ggttgccaaa
   237301 attttacgac tcatttgacc tccgtaggcc aaccggcgaa gggcgcagcc cccttatggc
   237361 acataacgtt ataactcaag cgttatgacg ccaacttcaa gccgataatc cctgccagaa
   237421 tcagccccaa gcttagtatc cgcgccagac tggccgattc ccccagtagc acaatgccta
   237481 aaatggccgt acctaccgca ccaatgccgg tccagaccgc gtaagccgtg cctgctggca
   237541 aacttttcat cgcataggcc aatagaaaaa cactggcagc cattgcgacg agggtaataa
   237601 tgctcggcgt cagccgcgaa aaaccatgag aatacttcag gccaatagcc caaataacct
   237661 ctaataaacc tgcaataacc agaataatcc aagccatggt aaccacctcg ctcaggcggg
   237721 gccgtccccg aaaaacagat gcgtaactgg gtcgtcccag ccagcagaga gataagcgcg
   237781 atacattatc atgctcaata attagcggca atattgctag ccccagatag cagaaaaccg
   237841 ccatttaagc ggtttccttt cgttcttagc gcgattgatt acgacgtagt tctgacgaac
   237901 ctcgccatga caaactggct attacaaacc tagctatcac ggcttacttc acgcgagaaa
   237961 catattcgcc agagcgggta tcaactttga tgatttcgcc gacctgtacg aataatggca
   238021 ctttaaccac ggcaccggtg ctcaaggttg caggcttacc acctgtaccc gcagtgtcgc
   238081 ctttcaggcc tggatcagta tcaacgattt caagctcaac aaagtttggt ggggtcacag
   238141 caattggctg gccgttccac agagttacga tacattcagc ttgatcaatc agccatttac
   238201 cgttatcacc aacggccttg gcatcagctt gcagctgttc gtaagtctcg ttattcatga
   238261 aatgccagaa ctcaccgtcg ttatacaggt aagtcaggtt catatcatta acgtcggcac
   238321 cttccagaga atctgttgat ttgaaggtct tttcaacgcg cccgccagtc agtaagcggc
   238381 gcatcttaac acgcgcaaaa gcctggcctt tgccgggttt tacgaattcg ctggactcaa
   238441 ctgcataagg ttcgccctcg aacatgattt taagaccggg acgaaaatcg ttgctataat
   238501 aactggccat gatggtcctc aagaaactgg tagtaagcct aaaaaatggc aagcattgta
   238561 acccgaaaca tgccaattag agaagattgg ttgcaacaac tcgccgatgt aattaccgat
   238621 ccggacgaat tgctacgtat tttgttctta aatgaacacc ctcacctgca acaaggctct
   238681 ggtgctcgtc gtttattccc cctacgcgta ccccgcgctt ttgttgcccg tatgcaacct
   238741 gggaatgcat cagacccttt attacttcag gtgctgaccg cacgtgaaga gtttattacc
   238801 gctcccggtt ttacccacga tccacttgat gaacagcgca gcgtcgttcc tggcctgtta
   238861 cataaatacc gtaaccgcgc gctattgttg gtcaaaggtg gctgtgcagt caattgccgc
   238921 tattgcttcc gccgccattt cccttatcag gacaatcaag gcaataaagc taattggcta
   238981 caagcactgg attatattcg tcaacaccct gaactggacg agatcatttt ttcagggggt
   239041 gatccgttaa tggcaaaaga tcacgaactc agttggttac tggatcaatt ggaggatata
   239101 aaacatatcc ggcggttacg tatccatacc cgattaccgg tggtgatccc tgcccgtatt
   239161 actgcaaccc tgtgtcaacg gttgggaagc tcacggttac aggtattaat ggtgacacat
   239221 atcaaccatg ccaacgaaat agacccgccc ctgcgagaca gtatggcacg gttgaagcag
   239281 gctggtgtga cgctattaaa ccagagtgta ttactgcgtg gggtgaataa tgatgcggat
   239341 gtactggcaa cattaagcaa tgccttattt gatgccggaa ttttgcctta ttacattcat
   239401 gtattggata aagtacaggg cgcagcccac tttatggtcg atgatgatga agcccggcaa
   239461 ttgatgaaag gtttactaag ccgtgtatct ggttacctgg taccgcgtct cacaagagaa
   239521 gtgggtggag agccaagtaa gacaccattg gatttgagac tgacgcaaaa ttaatcactg
   239581 cccaagcaag acccacaagg actcatctca acgactctct attcgataaa actcaggaga
   239641 ggttattgac aacgctattt ttagcctcgt gaatgaagga ttgaccgcac ctatgggggc
   239701 actccggctg cttacgccac tacgacccca acggcacgtt tccccttcaa ttaacgttgt
   239761 cagcagcctg aggggatacc ttaatatccc cctgctttgt ttacgatgaa aaaacgtaga
   239821 acaaagcaca gccactcata cccactacat ttgagcaatt aagggcattt ataaacttga
   239881 ccaaccattt tactttctag tggtgcaaag cttgataaga aggtttcact cgggctggtt
   239941 gcgccataga tgacgttgcc acccattgcc gctgctttat tacgcaggtc atttgctgca
   240001 ccacgcattg agctgctttc cccgccctga cctgataacc agttactttg agtaccggtt
   240061 acttgcccga ctagctggca ctcactgcca ggctgagtat cagaaaactt cacttgctca
   240121 cccgccgaac tcaatgtgtt agaggagcta caacccgcca acaccagtac ggctgaaagg
   240181 ccaagtaatg tcttaatctt cagtaagaca ttactcttga gtaaaatatg acttcttaac
   240241 agcacattaa tccgcatttc tttccccatt cgacgtttga gagtcacgct aaagattacc
   240301 agaaagcacc gctgccgctt aggcacccgt tgccgaagtt gtccagacac aaggctctga
   240361 gaaatagacc tacaataaga ggtgttgcag caagacagca aacaaaagcc ccccgatgaa
   240421 ctttaaaaaa caagtgattc gggtgacaaa tctgccaaga gcagatttga acgctgtttg
   240481 cagcggcctc tcagaggtga ggtccatgga tggaccgaat aacgagcgcc gctaacactg
   240541 ctgtaacagc aaatataaag ggtataacag tttacacatt aaatcagcgt gatagataaa
   240601 aaaagtccag caatcatcac acagaataga ataaagccgc tttaggacgt tatattgcaa
   240661 aatgtaggtc agaaagaatt gagtgtagaa ctcagttgtg gcgtggttat gaccgatatc
   240721 agaggcaaca gatttagcgc ttaacacaat tttaattaca gtcttcacaa aataaaagcg
   240781 agcaggtcac cctactcgct tttatcaaca gctttacctt tcgctgccct taactacttt
   240841 ttagcaaaaa gcaccaaagg ccacagaaag gctgggagca ttacatcatg ccgcccatac
   240901 cacccatacc acccatgccg ccagcgccca tatcagcacc tttgtcatca cgtggcaggt
   240961 cagtaaccat gcactcggtg gtaatcatca gaccagcaat agaggctgcg tactgcagag
   241021 cagaacgcgt cactttagtt ggatccaaga tacccatcgc gatcatgtcg ccgtattctt
   241081 cagtataagc gttgtaaccg aagctacctt cacccgcttt aactttgttc gcgataacag
   241141 aggcttcttc acccgcgtta accacgatct gacgcagtgg agattccatc gcacgcagag
   241201 ccactttaat acccacgttc tggtcttcgt tatcgccttt caggccagcg atagcgtgag
   241261 ctgcacgaat cagtgcaaca ccaccacccg ctacgacgcc ttcttctact gcggcacgag
   241321 ttgcatgcag agcatcttca acgcgtgctt tcttctcttt catttcaact tcagttgcgg
   241381 cgcccacttt gataacggca acgccgccag ccagtttagc aacacgctct tgcagttttt
   241441 ctttgtcgta gtcagaagtg gcatcttcaa tctgctgacg aatctgagcc acacggcctt
   241501 ggattgccgc ttcatcgcct acgccatcaa taatgatggt ggtgtctttg ttgataacaa
   241561 cacgtttcgc ctgacccaga tcttccagag tagttttttc cagttccaga ccgatctctt
   241621 cagagataac agtacccgca gtcagggtcg cgatgtcttg cagcatcgct ttacgacggt
   241681 cgccgaagcc aggtgcttta accgctgcaa ctttaacgat accgcgcatg gtgttcacta
   241741 ccagagtcgc cagggcttcg ccttcaacgt cttctgcaat gatcagcagt ggcttgccgg
   241801 ctttcgctac ggcttccaga actggcagca tttcacggat gttagagatt ttcttgtcag
   241861 ccaacagaat gaatgggctt tcaagttcaa tagagccagt ttctggttta ttgatgaagt
   241921 aaggagacag gtagccgcga tcgaactgca taccttctac aacgtccaac tcgtcttgca
   241981 ggcctgaacc ttcttcaacg gtgataacgc cttctttacc gactttttcc atcgcttgag
   242041 cgatcagttc gccaacggtt gagtcggagt ttgcagagat ggtaccgacc tgagcaatcg
   242101 ctttggaatc agagcaaggt acagacagtt ttttcagctc ttctaccgct gcgataacgg
   242161 ctttgtcgat gccgcgcttc agatccattg ggttcatgcc tgcggcaact gctttcaggc
   242221 cttcagtgat gatggattga gccaatactg ttgcagtcgt ggtaccgtca cccgcagcat
   242281 catttgcttt agaggcaact tctttaacca tctgtgcgcc catgttctcg aacttgtctt
   242341 ccagttcgat ttcacgtgca acagaaacac cgtctttagt gatcgttgga gaaccgaaag
   242401 acttatccag aactacgtta cggcctttag ggcccagagt cactttcact gcatcagcaa
   242461 ggatgtttac gccgcgtagc attttaatgc gagcgtcgtt accgaatttt acgtctttag
   242521 ctgccattgg tatttccctt aactcgttca gttcagaaga ttagagagcg tgattacgct
   242581 tcaacaattg ccagaatgtc gctttcggac atgatcaaca cttcttcatt gtcgatcttc
   242641 tcagccttca cgccgtaacc atcgttgaaa atcacgacgt cgccgacttt cacatccaac
   242701 ggcttgattt caccgttatc caggatgcga ccattgccga ctgccaggac ttcgccacga
   242761 gtagatttac ccgctgcagt gccagtcaga acgatgccgc cagcagattt agattcaact
   242821 tctttgcgct tgacgataac gcggtcatgc aatggacgaa ttttcattga tagctctcct
   242881 atgagaaggt ccgtatcaga ttaagattaa taccggtatg acttcataac cgataccgtg
   242941 gctttctaag tgggggcgac ttcttattcc ttcaagggag gcgaccaaaa aaatttcatt
   243001 tttttctcgc ctggcggtag ataattttat ccgcctatcg cctacggtac aaagaaagca
   243061 ctatgattta ctttataaat ttatgattaa taaacaggct attagaaaat taccctcctt
   243121 tttatttatc atctttaaaa ctatcatcgt tagaacgact atttgctact tgctcatttt
   243181 tatccggacg gtgctccacc gtaaaacggt catcgtcttt acgctgaaac tcgccatcaa
   243241 aagtatcccc gccactcatt gggccagaac catggcggtt accaaagcta tcgttaccaa
   243301 agccaccatt accaaagcca gcaccgccaa agctaccgcc acgataaatg ttcaagtgcg
   243361 gcatcaattt cagcgttaat gttttttgaa cccaaggcaa tagcaacaac aggccaagga
   243421 aatcagtgaa gaagccgggg atcagcaaca aaataccggc caagaccagt gaaacacttt
   243481 tgatcatctc agccgccggg ctctcacccg ccgccagctt ttgttgcatc tggataaagg
   243541 tttttatgcc ctgattacgt accagtgaga tgcctacaca ggagctaatg atcaccagca
   243601 gcagggtgat tggtacccct aatactgcgg caaccttgat gaatatcgat atttctatat
   243661 atgccaataa aaatatcagc gcaaacggta accaacgcac cgtattctcc ttaattttaa
   243721 tcattcagta cccctcatca ggctattagc ctgtctgaca gataccatga aaaccttgac
   243781 cctgtaggta ctgatacggc tattttcctc tattcgcgga ttttagcgtc agcgcccccc
   243841 ttcaacatcg gtcaactcta ctaaaatggt ggtgaacaaa gcacttttca agccgaggta
   243901 accgttttat tactcattaa actaagtgtg agagcaatca cagatatcag atcatcttga
   243961 ttaattccgg tcatatagtg atcttagttc aaggcttttt attgctaagc agcatatcat
   244021 cctgccagca ataagatggg tggttaatat ttccgtgcat atcgcgcatc accgcatcat
   244081 attactgaca gcagcataaa tcagttaaca aatacaatac aagacagcac aaatagagaa
   244141 ggttctcatg tcaaataaca ttcgtattga agaagacctg ttaggtacac gagaagtccc
   244201 cgcagaggct tactacggtg ttcataccct gcgtgcgatt gaaaacttct atatcagtaa
   244261 cagtaaaatc agtgacgtgc cggaatttgt acgtggcatg gtcatggtaa aaaaagcggc
   244321 ggcaatggct aacaaagagt tgcataccat cccgcgtaaa attgcagaca tcattattca
   244381 ggcatgtgat gaagttctgg ataaagggaa atgtatggat cagttccccg ttgatgtgtt
   244441 ccagggcggc gcaggtacct ctctcaatat gaacaccaac gaggtcttgg ccaatattgg
   244501 cctggagctg atgggccacc aaaaagggga atatcagtac cttaacccta acgaccatct
   244561 gaacaaatgc cagtccacca acgatgccta cccaaccggt ttccgcattg cggtctacgc
   244621 ctccatcctc aagttgatcg atgctatcaa ccaattaggc gaaggtttcg gtagaaaatc
   244681 taaagaattc gagaaaattc tgaaaatggg ccgtacccaa ttacaggatg ccgtacccat
   244741 gactctgggc caggaattcc gcgctttcca ggtgttattg aatgaagaaa ccaagaacct
   244801 gcaacggacc gccgagttgc tattggaagt caacctgggt gccactgcca tcggcactgc
   244861 gctgaataca ccagaaggtt attcacaact tgccgtgcag aaactggcag aaatcagcgg
   244921 attagcctgt gttcctgccg aagatttgat cgaagcgacc tctgattgcg gcgcttacgt
   244981 gatggtacac agcgccctga aacgcctggc tgttaagatg tcaaaaatct gtaacgacct
   245041 acgtttgctc tcatctggcc cacgtactgg tttgaatgaa atcaacctgc cagaattgca
   245101 ggcgggctct tctatcatgc ctgcaaaagt gaacccggtg atccctgaag ttgtaaatca
   245161 ggtttgtttt aaggtgatcg gcaacgatac ttgcattact atggcggctg aagcgggtca
   245221 gcttcagtta aacgtgatgg aaccggtaat tggtcaggcc atgtttgagt ctatccatat
   245281 cctgactaat gcgtgttaca acctgttaga gaagtgcatc aatggcatta ccgctaacaa
   245341 agaggtctgc gagcgctacg tctttaactc cataggcatc gtcacttatc ttaacccgtt
   245401 cattggccac cataatggtg acattgtggg taaaatctgt gcggaaaccg gtaaaaatgt
   245461 gcgggaagtg gttctggagc gcggtttgtt aactgaagcc gaactggacg acattttctc
   245521 tgttgaaaac ctgatgcacc cagcctataa agcgaaacgt tataccgatg aaaatgaaca
   245581 ataatgtaaa tattcggtag ccctctaagg cacgcatgct cctctggaca gcgtgccttt
   245641 ttactttctg gcaaacacaa ttttttaact tttacgttca aatttaaaca aggagtaaac
   245701 actatgatag ccatagaatt agtcatcgtt ctgctggcca tttttcttgg ggccaggtta
   245761 ggtggtattg gtataggttt tgcaggcgga attggtgttc tggtattggc gatcattggt
   245821 gtcaaacccg gcagtatccc gtttgatgtt atttcaatca tcatggcggt gattgccgct
   245881 atctctgcga tgcaagttgc aggggggatg gattatctgg tgcagcaaac tgaaaagtta
   245941 ctgcgtaaga acccaaaaca catcaccatt cttgcgccgc tggtcactta ttttctgacc
   246001 atcttcgccg ggaccggtaa catttcactg tcagctctgc cagtcattgc cgaagtcgcg
   246061 aaagaacagg gcatcaaacc ttgccgccca ctgtctaccg ctgtcgtttc cgcacagata
   246121 gccattaccg catccccgat ttctgcggca gtggtatata tgtcttcggt catggaaggc
   246181 cagggtgtca gctatttaca tctgctgatg atcgttattc cctccaccct ttgtgccgta
   246241 tttgtgatgt ctctcatcgt ctcttggtgc tttagctcca agctgtccga tgatcctatt
   246301 tacctgaaac gtttggaaga aggtttagtc accctgcgtg gcgacaccgt aaaagtgatc
   246361 aaaccacggg cgaaaacttc cgttctgctg ttcctggctg gggtactttg tgtggtggct
   246421 tatgcgatca tcaacagccc aagtgttggg ctcgttgaaa caccgctgat gaacaccact
   246481 aacgctatcc tgatcatcat gctgagtgtc gctaccatca ccacgctggt ctgctcggtt
   246541 gatacggatt cgatcttgaa ctccagcacc ttcaaagccg gtatgagcgc ttgtatctgt
   246601 atcctgggtg tggcctggtt gggtgatacc tttgtacaac acaaccttga gtggattaaa
   246661 gagaccgcgg gtagcttgat tcaagcgcac tcatggttac tggctgtgat tttcttcttc
   246721 tgctccgccc tgctttactc tcaagctgca accgccaagg cattaatgcc aatggcgctg
   246781 gcgctgaacg tttcaccatt ggcggcaatt gcctctttcg cggcagtttc tggcctgttc
   246841 atcctgccaa cctacccaac actggtggct gcggtgcaaa tggatgacac agggaccacc
   246901 cgtattggtc gctttgtgtt taaccacccg ttctttatcc ctggcaccat cggggttgca
   246961 ctggccgttt gtttcggctt tgtgatgggc ggtctggttc tgtaatctgt ctgatggggc
   247021 gcatcatgcg ccccaataac ttcggtctat ctctcaccgt tacataaatc atcttctgac
   247081 tggccccggc ttcggggtat agtatgattt gtaagcttat tacgtaacat atcgcgttat
   247141 cacgccgctc tcgacaccat cataaaacag cgcgaccgaa gaggttaata tgtctgattc
   247201 tgatgctatg actgatccaa atgcagtgtc ttattcaaat gctatcgtgg tattgtgcac
   247261 cgcccccgat gaagccagcg cgcaaaatct agccgcgcag gttctggggg agaaactggc
   247321 cgcctgtgtc acgttgttgc cgggggcgac ctcactttat tactgggaag gtaaactcga
   247381 acaagagtat gaggttcagc tcttgttcaa gagcaatact gaccatcagc aggcccttct
   247441 cacttatatc aaacaacatc acccctacca gacgccggaa ttactggtgc taccggtacg
   247501 agacggagat aaagattacc tgtcatggct caacgcttca ttactctgat cctgctgctg
   247561 tgcagcgtat tactcgcccc gcacagcgcc cagtcctcac tctttggtga gaacgcctct
   247621 tttggtacca aaaacagtca gagccggttt attccggtcg atcaagcgtt cgcctttgat
   247681 ttccaccagc aaggcgatca gctgaatctg agttggcaaa tccatcccgg ttactacctg
   247741 tatcgccagc aaataaaaat tgtaccgcag caagcggctc tgggagcatt caccctgcag
   247801 gaaggcatta cgcatcatga tgagttctat ggtgaagtcg agattttcaa gcagcagtta
   247861 accctgaaaa tccccattac gcaggcggct gaacaggcta gcgtcagtgt gacctatcag
   247921 ggctgtgcgg aagccggctt ctgttatcca ccagaaacgc gggtgatccc acttgatgtg
   247981 gtcgttgctg cttccacggc ttcaggcact gctgccgtca attcgtccgc taccgtcaat
   248041 ccaccagcga caacacagcc agagggcgat gccacaccag taccgtctac gttacccttc
   248101 tctcccttgt gggcgctgct aatcggtatc gggattgcgt ttaccccctg tgttttaccg
   248161 atgtatccat tgatttcagc cgtcattctt ggccgtgaaa aaccacacag ccaacggcga
   248221 atactgatat tagcggtggt gtacgtacaa gggatggcgc tgacctatac cttgctaggg
   248281 ttagtggttg cggcagcagg tttacagttc caggccgcgc tacagcatcc ttatgtgttg
   248341 attggcttgt cggtattatt cgtgctgttg gcattatcaa tgttcggcct gtattcattg
   248401 caattacctt catcgttaca gacccgcctg acacagtgga gtaatagcca acgtggcggc
   248461 tcactggccg gtgtatttgc gatgggtgca ctggcgggtc tgatttgttc tccctgcact
   248521 accgcaccgc tgagcgcgat cctgctctat attgcccaaa gcggtaatat gctggccggt
   248581 ggtgggacct tgtacctata tgcgcttggg atggggatcc cgctagtggt tgtcaccctg
   248641 ttcggcaaca agctcattcc acgcagcggt ccgtggatgc aatatgtcaa agaggctttt
   248701 ggttttgtga tcctggcgct gcccgtgttt ttactggaaa gggtgctggg ggatgtctgg
   248761 ggtttacgtt tatggagcct gctggccgtc gcgttctttg gctgggcgtt tgtattgagc
   248821 ctgaaagcgc acgctggttg ggtgcgggtc tgccagttat tgctcttggc cgcactgttg
   248881 atcgtggctc gccccttgca agattgggcc tttaacggca acacgcagca gaacgcagtc
   248941 aagcatataa actttcaacc agtggctaat ttaccccaat tgcaagccgt attagcgcag
   249001 gcgcagggta aaccggtgat gctcgatctg tatgcagact ggtgtgtggc ctgtaaagag
   249061 tttgagaaat acactttcag tgatgataag gtccagcgcc agttagccaa taccctgttg
   249121 ctgcaagcgg atgtcaccgc caacaatgct gaacatgcca cattattgaa gaaatttaac
   249181 gtgttaggtt tacccactat tctgtttttt gattctcagg gcaacgagat cactgccgca
   249241 cgggtcaccg ggtttatgga cgctgcgcaa ttcttacagc atttacaaaa cacccccgcg
   249301 gttacaaaat aaatagctgt cgccacggcg agtaggtctc gccgtggcat aatcaacgct
   249361 caatcacgac aagtcatggt acaactgcgg cgtctgataa ccgttttttc aactggctgt
   249421 attgttgctc aacatattgc tctgccgcag tttgatcgct aatcgcctcg accttaaccg
   249481 cacaatgttt aaattccggt gtttttgaca cgggatcaac atggtccaca gtcagttcat
   249541 tacaggcccc aatccaccac tgataggtca tatacaccgc accacgatta gcccgttcgg
   249601 tcacactggc acgggcgatc actttcccgc gtcgtgatga aatccagatc agcgcctgat
   249661 cgataacccc caaatagctg gcatcctcag gatggatttg cacatagccc ggctcatccg
   249721 ccaagatttt tagcgtgccg cagttaccgg tcattgagcg gcaactgtaa tgccccactt
   249781 cacgcacggt acagagggcc agaggataat cactgtcggt ctgctcatga ggcggctgcc
   249841 acggcgcgca actgagcaaa cctttgccgt cagccgtcgc gaattggtta tcggtataga
   249901 gataaggtgt tccagggtga tcttcggttg ggcaaggcca ttgcacgtag cccaatcctg
   249961 ccagtttctc ataggtgacc ccagcgaatg gcgggcacag gccacgcatc tcatcccaga
   250021 tttgctgcgt attttggtat gccatcgggt aacccatggc ggttgatatc aggctgataa
   250081 tctcccagtc cggtttcaca tcccctttcg gttcaatggc tttattaaag tgctggaacc
   250141 cccggtcagc actggtatag accccttcat gctcccccca ggatgttgca ggcagtacga
   250201 catccgccag ttctgccgtt ttggtcataa agatatcctg caccacgacc agatccagtg
   250261 cggcaaaagc cgcacgcatc gccgctaaat ctggctcggt ctggattgga tcttcaccaa
   250321 atacgtagta ggccttaagc ttcccttctg ccactttatg cggcacatca gtaatcgaat
   250381 acccaacatg cgcgggcagt tcagcgaccc cccaggcgtg agcaaaacgc gctctggcct
   250441 cactgtcggt cactttttca tagccgggga aggtattcgg caacacgccc atatcacacg
   250501 cgccctgtac attattctga cctcgtactg gcccgacgcc cacatttggt cgccccagat
   250561 taccggttaa taacgctaac gaagagagcc ctttcaccac atcaaccgcc tggccccatt
   250621 gggtcacgcc catcccccat agaagggtgg ccgcaggggc cgcagcataa gtgcgcatgg
   250681 cctgacgcac cgctttggca gacagccccg taatcggttc aacatcctct gggcggtatg
   250741 cggcaacgcc tgctttcagt tcatcaaagc cacgggtatg gtcgcggaca taatttgcgt
   250801 cgtagagttt ttcttcaatc agaacatgaa taaatgcatt gaccagtgcc atgttggcac
   250861 catttttcag cggcaaccat tgatcggcga tacgggcggt ttcgatatgc cgtggatcac
   250921 agacaataag tttagccccc ttatttttgg ctttcagaat acgtctggca acaatggggt
   250981 gagaatccgc cgcgttataa ccaaagacca aaatgcagtc agtattctca atttcaccga
   251041 tagagttgct catcgcgccg ttacccagcg tttgctgcaa tccagccact gacgggccat
   251101 ggcacaggcg ggcgcagcaa tcaatattgt tggtaccgat cgccgcacga gcaaattttt
   251161 gcatcacata attggcttcg ttacctggcc cacgggaaga gcccgtcatc atgatggcat
   251221 caggcccatg acgttctttt atggcgctaa gtttagccgt gataaacgca atcgccgcct
   251281 cccaactcac gggctgaaac gcctcgcctc gctgacgccg caataagggc gtggtcaacc
   251341 gtggcgtcaa caagcgggta tcgttaagaa aatcccagcc gtagtaccct ttcagacaca
   251401 acgctccctg attagtgaca ccatcagcgg gttcggcacc gacaatctcg ccgtcttcga
   251461 ccaataaatt taacttacat cccgagccgc aataggggca gaccgtgagg atctttttca
   251521 ttttttatcc ttatgatcgt aggttaacgg gcgatacctg gtgcgctgcc tcgtgcggcc
   251581 cgcaactgtt tttcgcgctg tagggcttcc aatacccctg gcgtcaccag tttcaatgca
   251641 ttagtcgggc agacctcaat acaagctggg ccggattccc gctgatggca taaatcgcat
   251701 ttatgcgcct gtgctcgccc tgatccactc gccatcaccg gttgactgtc tgccgcctgt
   251761 tgaccatcgg ctggccgctc aataatgctc atggcaccaa acgggcacac caacatgcag
   251821 gttttacagc cgatacaccg cgacgccagc agttgcacac catgggaccc cgtgataatc
   251881 gccccgtttg ggcaggcgtt ttcgcacggc gcatcttcac attgatggca gagtatcggt
   251941 gtgctgaccg caaagctttt catgacgctc aggcgtgggt gaaactgctc cggcataagg
   252001 gtactgacct tattatctgc gctatgcgcc accacacagg cgatttcaca ggtccggcag
   252061 ccaatgcact gagtcatatc agcgataaca aaacggttca tctttctctc ctggccgcag
   252121 gcgttataaa acgttcaaat aatacgcaat actctctgcc gctttgcgcc cctccgcgat
   252181 ggcggtcaca atcaagtcag ctcctcgcac aatgtcgcca ccggcaaaaa ttttgggatt
   252241 actggtttga tagggatagc cggagatagt cggcgcaacc acgcgcccct gtttatccag
   252301 caccacgtta tgttctgcca gccatgacat ccggtgcggg ctgaaaccaa aggccatgat
   252361 cacggcatca gcaggaataa gatgctcgga accggtgata ggcagggctt gtcgccgccc
   252421 ttgggcatct gcctgtccca tttcagtgcg aaccatcttg atacccgtca cctgtcccga
   252481 ttcatcgacc acaatgctca tcggctggag gttgaacata aattcagccc cctcctcacg
   252541 cgcatttttc acctcacgtt tagaaccagg catattcttc tcatcacgcc gatacgcgca
   252601 cactacgcgg cttgccccct gacgcaggga ggttcgaaca caatccatgg cggtatcacc
   252661 gccccccaac accaccacgc gttggtcctg catactgaca taagggtgag cgccattggc
   252721 ggtgtaaccc atcaaatgct gggtgttacc gatcaggaat ggcaaggcat cgtaaacgcc
   252781 ctgagcatcc tcattttcta atcctgagcg catggaacgg taggtcccaa ccccgaggaa
   252841 cagagcatcg aagtcgtgga gcaggttttc catggtgata tcgcggccaa tttctgtatt
   252901 caggcaaaac tccacgccca tctcggtgaa aatttctctc cgccgagtca tcaccgattt
   252961 ttccagcttg aaagccggaa taccaaatgt cagcaaaccg ccaatttcgg gataacgatc
   253021 aaacaccact ggcgtgatgc cattacgtac cagaatatcc gcacagccca aacctgctgg
   253081 gccagcgcca ataatagcga cccgtttacc gctgggtttc acctgtgaca gatcaggccg
   253141 ccagccggtc gccagtgccg tttccgtgat atgccgctca atctgcccga tagtgaccgc
   253201 gccatcgtgg tcattcagcg tacaggactg ctcacataag cgatcttgcg ggcatacccg
   253261 gccacacact tcgggcaagc tgctggtttg atgggataat tctgctgctt catggatccg
   253321 cccctgatgg gccagcgaga tccatttcgg gatggcgtta tgcagtgggc atgtccactg
   253381 acatatggtt ttatcaccgc attccaggca gcgttcagcc tgttcatgga tttggctttc
   253441 ggtaaatggc agatagattt cagcaaaacc cgttttacgc tctgccaacg gaattttttt
   253501 cggctccaga cgtggtgccc gtggccgctg caagaggtta accggtgttg cgtcgcggat
   253561 gcttttattt gacgatgcac tggccgcctg taccaccgcg cgactgaaca agcggccatt
   253621 gtgctcattc agcgccatgt gttggcgctt ttgctgctgt tgatgcagta aatattgttg
   253681 gtccaccaag gtcagagcct gcgtagggca ggttttaata caggcagggc catcaggctg
   253741 atcaagacaa aggtcacatt tttgtgcttc tgtacgccga tagacatccg ctaagcggtg
   253801 gctggcgggt tgaaccgttt cggtgactac ggtcatcatg ccaaacgggc aggcgatcat
   253861 acaggtttta cagccaatac atttttcctg aatcacctga acacgattat tcaattcaac
   253921 aatggcacca ttcgggcagg tgctggcaca aggggcatct tcacaatgat ggcaaaatac
   253981 tgccgtcgca cattgatcgc ctttgaatac tttcacccgt ggggtgaaat attccggttt
   254041 atcaggaaac tggccctcat gatgggcgac cacacaagcc acttcacaac tccgacaacc
   254101 aatacagctc tcagcgtcag caacaataaa tggattcatt atatttcttc ccagaagtca
   254161 tgccattgcc ggataaatag ttattatttg caacaactcg tcacaatgct tatcccataa
   254221 ttaaccttat aaacataatg gttatagtgt tgtttcatta caattaattt ttagagcgaa
   254281 agaatataat tgctagagcg aacatggccg ccaatgcaaa tcgataaaaa gggtgagcct
   254341 cttagataaa tacccaaatg aggttctgga gagaatattg cagagattgg ctttctcccc
   254401 ctgatgatag gaaaatccca ccgcactcgt ggtaaggtac aacgtcaacc gacaacgggg
   254461 tgcccgtaaa gatagggcta ttggcaaaaa atggatcatt tgcagaataa gcagcggtca
   254521 accacacttg ccagataaag aggttggagg agagtaacgt gcaacgtgaa caagttttaa
   254581 gtaacgcact caatctgtta gaacagcaag ggttggcaaa taccacgcta gaaatgctcg
   254641 ccaaagcgct gtcagttgaa gtcagtgacc tgacacgctt ttggccagat cgtgaggcat
   254701 tgctctacga ttgcctgcgc tatcacagcc aacagattga tacctggcgg cggcagctac
   254761 agctggacga gaccctatca ccgcagcaaa agctactggc acgctatcaa acactgagcg
   254821 agcaagtgca aaaccagcgc taccccggct gcttgtttat tgctgcctgc agtttctatc
   254881 ctgatactga gcaccctatt caccaattgg ctgaacagca gaaacaggcc tcgctgcact
   254941 atacaaaagc cttgctgcaa gagatggatg ctgacgatgc cgatatggtc gcacagcaga
   255001 tggagttgat tctggagggt tgcctgagca aattactgat taagcgtcag ttggcagatg
   255061 ttgaggttgc caaatgttta gcggaagaca tattaacagt ggcccaatgc cgtaaaaatg
   255121 gtgccttaag ctgagtcttt ctagcgtaaa ctttacggca agcgccgggc gatttttcct
   255181 acttttgcct gaaaagagag cgatcaacat agttttagcg gttttaggtt ataaattcgt
   255241 tgacgatcag cagccaatac ggtttaatgc gccccgttgc ccggatagct cagtcggtag
   255301 agcaggggat tgaaaatccc cgtgtccttg gttcgattcc gagtccgggc accattattt
   255361 ataaggcctc gctgcaaagc ggggcttttt cgtatctgga ttctggtcta tttccggtcc
   255421 aattccccgc cgatgcaaca tattaaacag gttgcctgat tctatttaag acctccgttg
   255481 aaaatcggag gattaccctt gcagataaac ctttggtaat cgtcttcaga gcgataaata
   255541 caaacctcaa tggtgaacat atctggtcag taaatgacgg aggtgattcg ggttgtatcg
   255601 tttgccttag attatactat gcgcatggtg ttgaacatga tcgtgacgta aacgcagcta
   255661 tcaccagaca acacaagggc ataactgatt taaacacaat gaaactcatc gcagctcccc
   255721 attaaggcca acgtaaatct gccatatcga cggttgtggc ttatgcgatg agaaatgtcg
   255781 cttagggtca ggtgcaacga ctcaacccca aagattctat ttcataggtt tgtatgcttg
   255841 tgcgcgatga taatctgatt ccttgcataa tattggtaat cactaatcta tttttaggtt
   255901 ccacatgttg aagatagagt ttttctccac cataacctga tatagggaat acccattctt
   255961 gtccagcctg ttttttacta ccaataatat ccagattaag gagttcattt ccatcagcat
   256021 taaaataacg tagtacagcg taagtccttt tgaatccact atgtggagta ccacttacaa
   256081 ttttaacttc aagttttttt gtcactaaat taagcttagt tgtcaaaaat tctcggtcat
   256141 taattccttt aaagataaaa ctaaatgcat tacccaagtc ttcatttggc ttttcatagt
   256201 aggaagaaat acaatcagca tattgctcta gtaaaccttc cttttgtggg ctaggaaaga
   256261 tatcgattgc caaatatata ttatctttag cttctgaaaa attcgcatgc cacattatag
   256321 ggtgactacg cagcatttct gctgccgatt ttatattttc caataaaaaa acctttggat
   256381 cattattcaa tttgatgttt tgcaaaccat aaggcgtgat aataaattca ttgtaactgg
   256441 atttattatc aatcacacct ttatatgccg gagttagctt taccctacca ggctctttgt
   256501 gaaagatatc aataacataa caagaagata gtggaaaatc atttttactc agcgattgat
   256561 tagttcctgt aataacttca ttgagtagct cattattatc tttgtctttt attcttattc
   256621 tcgcatacat gccagggaaa tgataatgtg gtttagtctt agtaatatca acgctgacag
   256681 tatcattttc ttgatcaaaa aatatagttg caaatgtata atcatttagt ccctgcaaag
   256741 aaattttttg tgaaacaatt ggagatccta ttctgtggac aaaatcaact tgtgtttggc
   256801 tatcttcatt tttcactatc agataattaa tttgtggtgc atatttttta tttcttcctg
   256861 ttggaattcg caatgtataa gcaccaacgg ggagattata taaagtttgt tttttatcca
   256921 taatagattg attatacaca tagttgtcac cattcagtat aagcaattct tcgccatata
   256981 tctgagcgaa atcatctata gaaaattgca atgtcaaatt actttttata tctgtaaatt
   257041 caatactatc cacatcaaca agactgagtt cactattcaa atctagcgtt ttcttaacag
   257101 cagtgagttc atcaccttgc aagagttgat ttaatggata taccgccttt gcatggctaa
   257161 ataagttacg ttgatattga tttttagata tatgtccccc aaccatttgt aaaaatagtg
   257221 taacatcaac tcgattttca acagttgcga aactatttga gagcatatct aacaccgagc
   257281 ctacgctttg atcagtattt ttacgctcac gatatatctg gttgaaatga gtaaaacaat
   257341 ttacccccgc tttttccagc atcagcatga taaaatataa tttgctacgt tccccccaag
   257401 catttacttc tttaccatta ttaatgttat ttaaaatact tttttcaacc tctttttgct
   257461 taccgaaatt atatagccac cctttattaa acttttcagc acctaacata acatcttggt
   257521 agcaggcagc ataaatatta ttccatactt ctcttgtgga aaaatattta tcatcaataa
   257581 acccgccctg ataaccatgc gcaatttcat gtaggcagcc ccagttagta gcattgggag
   257641 aaagccaaaa tgtatttata gaaccagagg atgaggcaat ccaattatta gaataatatg
   257701 ctgccccacc gcccccttta tctgctttag caaagtaacg atttcgtgtg tttccgtcag
   257761 aatatctttg cggttcaaaa gacaagccag ccagagaatt attgaaagaa aaaatatctt
   257821 gataaaaccc caaaactgta tcaataccgc cactcgtact gaaagatttt agcctgtcct
   257881 tactaacttc cgggatcaga attattacat attctgattc taccacgcca aactcggcat
   257941 tctgtttatc ccaactttca aagaagatgc tctcatcctc tcctttttca taaactggca
   258001 gtaatttaga agtatccgga tactcaaaaa caatctcagg aataatccca tcactatatg
   258061 gggtattaat aaagggtact gaaatagcat cgacactcag ctctatccaa tcagtattaa
   258121 aacttatcga tcgttgagta tttttattat cattgagtaa atataattta agtttttcct
   258181 tatattcagc attgacttgt ctgactttaa tcatttcacc tgcagcaaga ataatgccta
   258241 aatgttgcct atcatgatct ataccttttg acatcccggc cttaactaac cattctgggt
   258301 atggcaagat tttaattttc tttgatttcg ttacttgtct cataaatata accctcacta
   258361 aaattacata acttatagat taaagcccca atgtaattca ttagtgatat ttacatataa
   258421 aaaattattt tgaaatatat ctagcacttc atatataatt aatacctcac ccataattaa
   258481 caaattaaaa taaggcgtct tgttgtcaat aaaaaaactg ccatcactga acgtagccat
   258541 gagtgtagta gatcagactt gatctgactt attccagttt aaacgcggag gtaaaggtat
   258601 gtcgtttcac tctcacctcg ttaatattgc taattatata aacaacaagg tgtcgggtct
   258661 tattgaatca ttacaatttc atcattttgt gctaaaaata actttacaac gaaattaatg
   258721 agtaaaataa tagaacagta ttttttcatg tgtcattgga gggtaaagta tgcgttattt
   258781 attatctctg tctgtttttc ttatcgtctc tcttaatcct gcatttgctg aatggactgg
   258841 tgataacgta gaaggtatgc attcaggcat gattataaat aaatttcatt caggccaggt
   258901 tgatgggaaa ccttatttct gcattgaggc attcaagccg tcaacaacga taacagcctg
   258961 ttcagtaaag gacacctcca tatggggagc atcatataac acgttatatg atcaggctat
   259021 gtattattat acaaccggta agcgtatcag agtttattac gctccggatg tctggactaa
   259081 taatagtttt gtgagggcac ttacagcaaa tgctctggtt ggattctcaa cgtgtatctc
   259141 ggaaagttcg tgctttggcc cggatagaaa aaaacataaa tttaccgtgc attgacatta
   259201 aagtgaatgt ttccttttaa tgtcaacgaa cccgccaatg tgcgggtttt gttatttcta
   259261 aagccatatt cgactaaaaa gattcaattt gtctgatttt ttgggtgata cctccaatga
   259321 gtagaacatg tatttttcaa tgcaggtttc gataactttt tcatgtagct cagtagagcg
   259381 tgagaagcag atagttttgc gcgcgagcct tttgatgtat gtacgtaaag tcaggttgtt
   259441 gcgttcaatg cgctgagtaa agattttgcc agtcagatgg ctatcttgcg gtacgagcct
   259501 agcatagcta ccccagtcat cgcgggtgat cataccgata ttgaagggcg taagcagcac
   259561 cagtaattca cgacaagttt cattcgtgca cggtccgaaa gtataggcca gtacataaat
   259621 taaatcacct ctaacttaat aggcttatac ctaagttact tcgagatgcc agtaggcggg
   259681 aacccttttg aacagcattg attctgttca aatggggaag ctcattaatc cccaggcgct
   259741 tatttatttt aagatcaaca acactactta ttttaagatc aacaacacta agtgacaggg
   259801 atgagcaagg gcagcgcaat ttttgctgac tgactgccgt taatgccata aaacccgtca
   259861 atctgccacc agaatgccat tttgtgatca tcatcattct tacctactga attttgccag
   259921 ttttccttgt cctaaggcag tcagccgaag gtgacaaggc tgcacactat ttagactcct
   259981 tcgtcatcag cggtttgtgc gcccttcatg ttctgcgcct acccgcacca tcacagcgaa
   260041 ggataataag atgaataatg cgattatatt ggggataatt tggcatctgg tcggtgctgc
   260101 cagtgccgcg tgtttctacg cgccgtttaa acaagttaag aaatggtcat gggaaaccat
   260161 gtggtctatt ggggggttgg tctcctggct tatccttcca tggacggtca gctatctgtt
   260221 attacctgat ttttggcaat attacggttc cttcagcatc gctaccttac tgccggtatt
   260281 tctattcggc gctatgtggg ggataggtaa catcaactat ggcctgacca tgcgttacct
   260341 tgggatgtcg atgggaatag ggatagccat cggtatcaca ctcattatcg gcacgttgat
   260401 gacccctatt ctgcaagggc gttttgatgt gctcctcggt acccccggtg ggcgaatgac
   260461 ccttttaggg gtgttcgtcg ccctgatcgg tgttgccatc gtcagttatg ccgggttact
   260521 gaaagaacgg gcaatgggca ttcaggcgga agagttcaac ctgaaaaagg ggctaatatt
   260581 ggccgtgatg tgcggtattt tctccgccgg tatgtcattt gctatggatg ccgcaaaacc
   260641 gatgcatgaa gccgccagcg cattagggat caactcactg tatgtcgccc taccaagcta
   260701 cgtcataatt atgggaggcg gggcgatcat caacctcagc tattgtttta tccggttggc
   260761 aacacttaaa aacttgtcag tcaaagccga cttctcggtt gccaagccac tgctgatcac
   260821 caacattctg ttctcggcat tagccggttt gatgtggtat ctgcaattct tcttctatgc
   260881 ttggggccac gccaagatcc cacaacagta tgattatatg agctggatgc tgcatatgag
   260941 cttctatgta ttgtgtggcg gtattgtcgg cctgctactc aaagagtgga aatgttcaac
   261001 caaaaagcct gttgccgtgc tgtgtattgg ttgtctggtg attattttgg ctgcgaatat
   261061 tgttggtttg ggtatggctg cgtaatatct gttatcgcta cgtactatct attattgcta
   261121 agtactatct attattgcta agtactatct attattaaag atgatgatat tgacgggcag
   261181 cgttgaaaaa cctgcccgtt atcttatggc taatcgtggt gaagaataat gctaaatgag
   261241 atcgctgtgg ttatcacggt tcatttttag cgggtaatac cggggagcgg ataaagcgct
   261301 ggcgataatc tcgtggggtc ataccggctt cacgggtaaa aacagccgag aaatagttac
   261361 tgtcctcaaa cccacagcga gcggcgatat cactgatacg atgctcactg ccgcgtaata
   261421 aacacttggc atgacacaag cgaatctggc gtaggtagtg gctgatactc atgccggtct
   261481 gctggcggaa cagttgcttg agagaacgtt caaccaactg atttttatgg cagaaatcag
   261541 ccatatcaaa ataggctccc agactttgct gcaacgcaga catgattaaa tcaagctgct
   261601 cgccatcggg cagtaagtga gcttgctcag ctctatagcg atggcgtttc agcacaatgg
   261661 caagttgcaa taacaggact tcagtcagtt gtatcgacca ggaatccgtc ttgcgcgatt
   261721 cctgcgctaa ctgttgaatg atgggccgtg cctgcgccat gccttgtgtc gttaaccgcc
   261781 aatagccctg attctgttca ggtcccaaag gcggcagtaa cttatgccat tgcgcattca
   261841 ggtggagtcg ctctgggcaa tagataatat tatctaatac caaatcatgt acggattcgt
   261901 agctatgatg gtctgcggct tgaatataaa aaacgtcccc acaggtaatg cgataagggt
   261961 ggtcattcag gacatgtaaa ccatttcccc gccagacaat cacaatttca caaaattgat
   262021 gggtatgctc tacgaaggtt tcctgcgggt atcgattggt taccgccacc ggcatctgtt
   262081 ccgagagtaa ataatcccgg ctttctaaca gcagtggtgc ccgcatgtgt gcagccttat
   262141 cgttataggt taattaatga cttgttcatt atcttgaaac ggccaatttt taccgtgata
   262201 cccttcaatt tttaccgtaa tacccttcac gccctttctt gcagggcaat tcaagcggct
   262261 aaagctggct acgcaaatca cggggagact gtgaaaactc gcgcttaaat aaagttgaga
   262321 agtggttgct gtcgccaaaa ccacacagat aagcaatgtc agtgacgcta ttgtcgctgt
   262381 aacacagttg atgacgggct tgcagtaagc gcaaacgtgt cagatagcgt tggggcgtca
   262441 tcccggtctt attttttaac tggcgatgta gagtacgcaa tggcaatgca aagcgatctg
   262501 ccaattccgg ccattcaacc gcctcgctat agttattttg tagccaatcc aacagttggt
   262561 ataaccgccc ttcctgatca tcccctacct gcgtctgaca cccttgccac agtttcacca
   262621 atagctgcat aaaaacactt tcatgcagag cgatatcctc aacctgatca cttttcgggg
   262681 cgtgttccag acaagcaatc aagcacttta tttgctgtaa aacctggccg ttaacccgcc
   262741 aatgggaggg atagacccca tcacattctc gaggcaggaa gtgcccgaca ccagataaaa
   262801 agcgaaaggc atctggggca cgaaacaata cgttggtgag gaacagatca tccgtggatt
   262861 caaacaaatg gcgatcatgg tcacggacaa aacagacgca accgcgactt aatgtgtagg
   262921 gattgccatt aaaaacatgt acgccagccc cctcttctac aataacaatt tcataaaaat
   262981 catgatgatg ctcaggaaat gccgattgcg gcgcacgcgc ttcaatcgcc acaggtgctg
   263041 agctggaaga gaaaaaatca atactgtgca atacagtcat cttttgccct ctttcgacag
   263101 gcacggcgaa atcgccctgc ttcagtcctc gatagtaaaa gcagcagtga tgactaaacc
   263161 ttcaattttt gacattaaaa accactttgg cagcgatttt ttttagatag gcatgacaat
   263221 gttgaaaagt atgcgcgggg tcacagggga atgggctgcc gcctaaatac gaaactgtga
   263281 gctgtttcac tttcactttc gtcattctgc catcaagcca tagcggttgg cagtgatgag
   263341 aaggtcgtcg aacaggcaaa tttctacact gttggcattg agaaacaaca ggccgcttat
   263401 catgcccaca ccatctacat gttcgccatc tacatatgca caacccatat gttcacaacc
   263461 cacatgttca ccatcggcag tcacatcgcc aaaagctgca cggcacatgg ttgctattga
   263521 ccttggcgcg tccagcggac gggtgatgct ggcaagttat tatcccggtc agcaacagct
   263581 tacgttgcgg gaagtctgcc gctttaccaa ccagattaaa tctattgatg gctccgatgt
   263641 ctgggatatc gatgccattg aacaatctat ccgtgaggga ctgagccaac tcgacagtga
   263701 agggatagcg ctggacagca tcggtattga tagctgggga gttgattttg ttttgcttga
   263761 taagcaaggg aaacggatcg gacagcccgt atcttaccgt gatagtcgta cgcagggagt
   263821 gatggcgcgg gcgcagcaga cgctgggtag caatgcgatt tatcgccgca ccggtattca
   263881 gttcttgccg ttcaatacgc tgtatcaact gcgggcatta agtgaacaac aacctcactt
   263941 actcgccgat gttgcccacc tattattgat cccagactat ttgcattacc gccttaccgg
   264001 ccagctaaac tgggaatata ccaatgccag tactacccag ttgctcaaca tcgaaaccgg
   264061 cgattgggat agcgatttac tggcctatgc cggcgtaccg gcccattggt ttgccaaacc
   264121 cggcaaacct ggcaatacca tcggctattg gcacagcgcc aacggtcagc aggttccggt
   264181 ggtggccgtt gccacccatg acacggctag cgcggttctt gccgccccgc ttattgatgc
   264241 tgatgctgcc tatcttagct ccggtacctg gtcacttatg ggcttcgaaa gcggtacacc
   264301 actcacccac cagcaggcgc agtgcagcaa tatcaccaac gaagggggcg ctgaaggccg
   264361 ctaccgcgta ctcaaaaata ttatgggtct gtggctactg caacgggcga cggatgaatt
   264421 gcagattgac gatttaccgc agcttattga gcaagcggca cgacaacccg cttgccgctc
   264481 gctgatcaat cccaatgaca gccgttttat taatccaccc aatatgtgcc gtgagatcca
   264541 aaacgcctgc cgtgaacatc agttccccgt gccgaacacg gccgcccaac tggcccgctg
   264601 tatctttgat agcctcgcca tgttgtaccg gcaagtggct caagaattgg caacactccg
   264661 cggacgccca atcagccact tgcatatcgt cggtggcggc tgtcagaacc aatttctgaa
   264721 tcaactgtgt gccgatgcct gtggcttgaa tgtaagcatg gggccggttg aggcctccac
   264781 gctcggcaat attggtagcc aattaatctc gctgggtgag gtcgctgatg tcacccatta
   264841 ccgccgtatc gtggcgaata acttcccatt gcaccattta tcccctcacg acaattcgga
   264901 ctttgctgcc cattggctgc aattccagtc actgagtcaa ttacctaagg aactttgcat
   264961 atgacgaact ctattgaaca ggcctgggat ctggctaaac agcgttttgc cgctgtcggc
   265021 gttgatgttg atgccgcact cacccgtctt gatacgctac cggtctccat gcactgctgg
   265081 caaggcgatg atgtcaccgg ttttgaggat cccgatggcg tattgaccgg cggaattcag
   265141 gcaacaggaa actatcccgg caaagcgcgc aatgcgaccg agttgcgttc tgaccttgaa
   265201 ttggctttgg cattaattcc tggccctaag cgcctcaatt tacatgctat ttatctggaa
   265261 tctgacacgc cggttgcgcg caataaaatt gagccgcgcc actttagcca ctgggttgca
   265321 tgggccaaaa aacaccagtt ggggctggat tttaacccct cttgcttctc tcacccactc
   265381 agcgctgacg gctttacctt gtctcatgct gatccggaaa tccgccagtt ctggattgaa
   265441 cactgtcagg cgagtcgccg ggtttctgcc tattttggtg aacagttagg aacgccgtcg
   265501 gtcatgaata tctggatccc cgatggcatg aaagacacac cgattgatcg ccttgccccc
   265561 cgtcagcgcc tgctatcggc tctggatgaa gtcatcagcg agaagttaaa cccggctcac
   265621 catattgatg cggttgagag caaattgttt ggtattggtg ctgaaagtta caccgtaggc
   265681 tctaacgagt tttatatggg ttatgccgcc agccgccaaa cggcgctgtg tctggatgcg
   265741 ggtcacttcc atccaaccga ggtgatttcc gacaaaatat ccagcgccat gctgtatgtc
   265801 ccacgcctgc tattgcatgt cagccgtccg gttcgctggg acagtgacca tgtggtgtta
   265861 ctggatgatg aaacccaagc catcgccagc gaaattattc gtcacaacct gtttgatcgg
   265921 gttcacatcg gcctcgactt ctttgatgcc tccattaacc ggattgccgc ttgggttatt
   265981 ggcacccgca acatgaaaaa ggccctgtta cgcgccttac tggagccgac cgacaggcta
   266041 cgtcaactgg aattacgcgg tgattacact gcacggctgg cgctgctgga agaacaaaaa
   266101 tccctgccat ggcaagccat ctgggaaggt tactgccagc gcaatgacgt accggttgat
   266161 gcccgctggc ttgacgcagt acgtgaatat gaacaacaga ttctcagcca acgttaagga
   266221 ctcgtaatta tgcaagctat tctatcttcc tggtttattc agggaatgat taaagccacc
   266281 agtgatatgt ggcacaaagg gtgggatgaa cgtaacggcg gcaatatcag cttgcgactg
   266341 ctcgctgaag aggttgaacc ttatcgtcgt gatttttacc aacaaccccg caaagtggag
   266401 ctcacgcaac cggctcccga actggcaaat agctggttcc ttgtcaccgg ttccggcaag
   266461 tttttccgca atgttgaatt gaacccagcg gaaaatctgg tgttgctgca agtcagcaat
   266521 gatggcatgg cttatcacat tcactggggc ctaactcagg gagggttacc cacctcggag
   266581 ctggccgcac acttccaatc tcacatcgtc aggatgcagg tcagcggcgg caccaaccgg
   266641 gtcattatgc actgccatgc caccaatctg attgccctga gttatgtaca aaaactggag
   266701 aacgccagct tcacgcgcct gttatgggaa ggcagtacgg aatgtttggt ggtatttcct
   266761 gatgggattg gcattgtgcc atggatggtg ccgggcaccg atgggatcgg cacacaaacg
   266821 gcggagcaaa tgcgtgaaca cagcctggtg ctttggcctt tccacggtat ttttggcagc
   266881 gggcccacac tggatgacgc ctttggcctg attgataccg ccgagaaatc agccgaaatc
   266941 atggtgaaag tcctgtcgat gggcggcaaa aaacagacca tttcacgtga acaactgatc
   267001 gcgctggcgg ctcgttttga tgttacgccg atggcagcgg cgctggacgc ctaatcccct
   267061 cgattaaagc cctggctaac gtcggggcga atcatttatg cgttatttga ggagtacagt
   267121 atgagtttca tgttggcact accgaaaatc agcttgcacg gcacgggtgc aatcggcgat
   267181 atggttaaat tactcagtga caaacagtgg gggaaagcac tgattgttac tgacgggcaa
   267241 ctggttgaac tcggcttatt ggacagttta ttcgcggcga tggcgcagta tcagttacct
   267301 tacgggctgt ttggggaggt attccctaat ccaacagaag agttggtcca ggccggtttt
   267361 gccgccttta cccagcatca atgtgactat ttgattgcct tcggtggcgg cagccccatt
   267421 gataccgcca aagccatcaa aatactgact gccaatccgg ggccatccac cgcttattcc
   267481 ggtgtaggta aagtcaaaca aacgggtgtt ccgttgatag ccatcaatac cacggcagga
   267541 acggcagcgg aattgaccag taatgcggtg attattgata gccagcggca agttaaggag
   267601 gtgattatcg ataccaatct catccctgat attgcggttg acgatccctc agtaatgctc
   267661 aatattcccg ccagtgtcac ggcggcgacg gggatggatg cccttaccca cgctgtcgaa
   267721 gcgtatgtct cgttaggtgc acatacgtta acggaccatt cagcgctcga atcaatccgt
   267781 cttatcagcc aatggttgcc attagcggtc gctgacggca aaaacctaca agcgcgcgaa
   267841 atgatggcat gtgggcaata tttggcgggt atggcgttta acagtgctgg gctaggtttg
   267901 gttcacgcac tggcccacca accgggtgcc acacataatc ttcctcatgg cgtctgcaat
   267961 gctatcttgc tgccggtaat tgaagaatat aatcgcccgc aggctacccg ccgttttgcc
   268021 cgaattgcac aggcaatggg ggtagacact caggacatga gtgatgagca agcaagtcat
   268081 caggcgatag cggccattcg tcagttatcg ctgcaagttg gtattcctgc cgggttctcc
   268141 gccttaggta ttgaggaaag tgatattgaa ggttggttag ataaagcgct ggctgaccct
   268201 tgtgctcctt gtaacccacg ttctgcagat cgggaacaaa ttcgcacact gtacttacag
   268261 gcactttaag cgagggaata tgatgatacg taaagcgttt gttatggcag taaatccgga
   268321 tgcccatgct gaatatcagc gacggcacac gccaatctgg ccagagctgg aaagcgtgct
   268381 gaaagcgcat ggcgctcacc actattccat tttccttgat gagactcgca atttactgtt
   268441 tggcgttgtc gaaattgaat cagaagaacg ctggaatgcg gtggctcaaa ccgccgagtg
   268501 tcaacgctgg tggcaacata tggctgatgt catgccaagc cacccggata acagccctgt
   268561 gagtcaggct ctgcgcgaag tattttatct ggaatgaaat gttttacctg aaatgaagtt
   268621 tcttgcctgg aacagaaata acaacgttaa tgacgaagcg cccgccacgg agagaacagc
   268681 aaccagtaaa gacaccattt cccctgcata aaaagagcat tcctgaatac tagaaccgcg
   268741 ccatccgtgg cgcggccgtt taaagctaat ctgacgtcta aaactaatct gacgtctaaa
   268801 actaatctga catctaaaac taatctgacg tctaagacta atctgacgtt taaaactagc
   268861 cttagaacgg gatgtcgtcg tcgaaatcca ttggtggctc gttaccgcct tgtggtgcgg
   268921 ctggcgcagg ctgcgccgga cgtgaagcct gaccgccact gaattgattg ccaccctgag
   268981 gctgctgagg ttgaccccaa ccgccttgtg ccccgccgtc ttgtggcgct gcgccccccc
   269041 ctgcaggagc accaccgccc tgacggcccc ctagcatttg catggtacca cccacgttaa
   269101 ccacaacttc tgtggtgtaa cgttcctggc cactttgatc ttgccactta cgggtttgca
   269161 gtgcgccttc aatataaacc tgagagcctt tacgcagata ttcaccagcc acttcggcaa
   269221 gttttccgaa caacaccacg cggtgccatt ctgttttttc tttttgctcg ccggtttgct
   269281 tatcacgcca gctttcagat gtggccaggg tgatattggc aacagcgccg ccgttcggca
   269341 tatagcggac ttccgggtct tggcccaaat tcccgaccaa aatcactttg tttacgcctc
   269401 tgctggccat gtgaactctc ctgatgaaat aaattttata aagtataaac cagtaagttt
   269461 aacacgctaa ctgttaaaca acacggatga tcataactgc gaaatatatt gcagttctat
   269521 cgcaacatct acctaaatta caaccaaaca ctggatatcc attcaggttt ttttgtgtca
   269581 taattgcccg tttcgtactg gcggtgtcct ttttttggtg ttgcaaagtg tacctattta
   269641 ttgctcatgg cacttatgtt tttaagaaaa gcaggcaact atactcaaag tcattggcgt
   269701 tgcaggtagg cagccagcga gcaaatcccg atgaatctac ttattttaag gtcaacggcc
   269761 agtaagtgat tcgggtgagt gagcgcagct aacaaccctg cagcttcaag tacgaagagt
   269821 aaaaaaaggc acgctgagag gctcagttca atccgggaag agtttgaatg gataatattg
   269881 aagttcgggg cgctcgcacc cacaatctta agaatatcaa cctgattatc ccgcgcgaca
   269941 aactgattgt tgtcaccggc ctatcaggtt caggcaaatc ctcactggct tttgatacct
   270001 tgtatgccga aggtcaacgc cgttatgttg agtctctctc cgcctatgca cgccaatttc
   270061 tgtcgctgat ggaaaaaccg gatgttgacc atattgaagg cctgtctccg gctatctcta
   270121 tcgagcaaaa atcaacctcc cataacccac ggtcaactgt cggtactatc actgaaatcc
   270181 atgattacct gcgcttgctg ttcgctcgag tcggcgagcc gcgctgccct gatcatgatg
   270241 tcccattagc ggcgcaaaca gtcagccaaa tggttgataa cgtgataagc cagccggaag
   270301 gccgccgtct gatgctgttg gcaccggtgg taaaagatcg caaaggtgaa cacactaaaa
   270361 tactggaaaa tctggccgct caaggttaca tccgggcgcg gatcgatggc gaggtttgtg
   270421 atctgtctga tccgcccaaa ttagagctgc aaaagaaaca caccattgaa gtggtggttg
   270481 accgtttcaa ggtacgcgaa gatctggcgc aacgtttggc agaatcattt gaaaccgcat
   270541 tggcgttatc cggcggtacc gccgtggtag ccgatatgga cgatccgcat gtggaggagt
   270601 tattattttc cgctaacttt gcctgcccga tttgcggtta cagcatgaga gagttggaac
   270661 cacgcctgtt ctcctttaac aacccggcgg gtgcctgccc aacgtgtgat ggcttgggtg
   270721 tccagcagtt ttttgatcca gaccgcgtgc tgcaaaaccc tgagctctct ttagctggcg
   270781 gagcgattcg cggctgggat cgccgtaact tctattactt ccagatgcta cgttcactgg
   270841 ccgagcatta taaatttgat atcgaagcgc cgtttaactc actggacagc gccgtccagc
   270901 aagccgtgct atacggttca ggcaaagata ccatcgagtt caagtacatt aatgatcgcg
   270961 gtgatactac cgttcgccgc cacccttttg agggggtgtt gcacaatatg gaacgccgtt
   271021 ataaagagac ggaatccagt gcggtgcgcg aagagttagc caaatttatc agcaaccgct
   271081 cctgtgcgtc atgcagcggt acccgtctgc gcagagaggc tcgttatgtc ttcgtggaaa
   271141 acaccaccct gccagagatt tctgaactga gcatcggcca tgcactgagt ttcttccaga
   271201 atatgaagct cagtggtcag cgtgcacaaa tcgctgaaaa gatactgaaa gaaattggcg
   271261 ataggctgaa attcctggtt aacgtcgggc tgaattatct gtctttatcc cgatctgccg
   271321 aaaccctgtc cggtggcgaa gcacagcgta tccgtctggc tagccagatt ggcgcgggtt
   271381 tggtcggcgt tatgtatgtg ctggatgagc cgtctatcgg tttacatcag cgcgataacg
   271441 aacgcttgct ggagacattg attcacctac gtaatctggg taacaccgtg attgtggtgg
   271501 aacatgatga agatgccatc cgggccgcag atcatgtgat tgatatcggc cctggggccg
   271561 gcgtgcacgg aggtgaagtt gtcgccgaag gaacggtaga tgacatcatg gccgcaccgg
   271621 cgtcactcac gggccagttc ctcagcggta agcggagcat cgccatccca gagaaacggg
   271681 tcagtgctga tccgagcaaa gtcttaaagc tgataggggc tacgggcaat aacctgaaag
   271741 atgtcactct gacgctgcct gtcgggctat tcagttgcat caccggggtc tccggctcgg
   271801 ggaaatcgac gctgatcaac gatactttat acagtattgc ccaacgccaa ctgaacggcg
   271861 cgaccatcac cgaacccgca ccataccgcg agatccaagg gctagaacat ttcgataaag
   271921 tcatcgacat tgatcaaagc ccgattggcc gtacgccgcg ttctaaccca gccacctata
   271981 ccggcatctt tacccccatt cgcgagttat ttgccggagt gccggaatca cgcacccgcg
   272041 gttatacgcc aggccgtttc agttttaacg tcaaaggtgg gcgctgtgaa gcctgccagg
   272101 gcgatggggt aataaaagta gaaatgcact ttctgcctga tatttatgtt ccttgcgatc
   272161 actgtaaagg taagcgttat aaccgtgaaa cgctggaagt aaaatataaa ggtaaaagta
   272221 ttcacgaagt tctggcgatg actattgaag aggcccgcga gttctttgat gccgtacctg
   272281 ctctggcacg taagctgcaa accctgatag atgttggcct gtcctatatt tgtctgggcc
   272341 aatcagccac aacgttatct ggtggggaag cacagcgagt gaaactatcg cgcgaactgt
   272401 caaaacgcgg gaccggccag acattgtata ttctggatga gcctactacc ggcctgcatt
   272461 ttgccgatat tcagcaactg ctagcggtat tgcatcagtt acgggatcag ggcaatacca
   272521 ttgtagtgat tgaacacaat ctggacgtaa ttaagacggc ggattggatt gtcgatctgg
   272581 ggccagaagg cggcagtggt ggcggtgaaa ttttggtctc cggcacacca gagacggtgg
   272641 cggaatgcgc ggcatcacac acggcacggt tccttaagcc aatgttgcag cgtaagccac
   272701 aaaccgttta atgaaccact ctggggcaat caatgtattg ctccagaggg tatgacattc
   272761 agcgttttga tcatcaaact attcatccct aaaatcattg acgttacaga tgggaagaca
   272821 gatcctgccg cctctgctcc ggtaatcctt gtaagaccaa ttggtaagaa tggtcgatca
   272881 gcgtataaaa ctgtgaatta ggtaactttc catccagaaa caccgtgttc cagtgcgttt
   272941 tattcaagtg ctcactcggt acaatctctg ggtgctgctc ccgtaaacgt tctgccaatt
   273001 tggggctgct tttcagtgaa atcgatggcc gccctccaat attccccacc attgcaaaca
   273061 tcacatcggc gacttttatt tgattcgtct gccattgctc atgttcgcac tgctctgccc
   273121 ccggtttaga taggcagtat tccaataatg ccgaatgatt cattgagtta tctcctgtaa
   273181 taagctacgc catgcagcta aaagatgcat aaaagtttat ttcatcggat gccgctatac
   273241 gctgaaggcg aacttgcggc catatatccc cgtcatacct caagttgcat gtgcgttggc
   273301 tgacttcgtt cccccagtca cttacctctg taagttcctg agaacgccct cagtggccgc
   273361 cttcctgaaa ctcgaattat tttgggtata aagaatttac tgtgatcaat agagagtaat
   273421 atggcatata tcacccccac ttatcagtat attttgtaat caatagacag ccatcaactg
   273481 ggggccaaac agggagaata agagactaat tcgcagaaac gagtttaaaa aataaaaagt
   273541 atcgatttga ggttattgac cgagtacccg cgacggcggg aaccggcaag ccgtaaaaat
   273601 atagcggccc ttccatgggc gatatcaata ttttactgcc tgcttatttt attgtggcca
   273661 cccgtttgct cgtggttaaa ggctgaacat tactgtaccg ccgcaaaagc gaccgcaacc
   273721 tgctcaacat tctggtgatt gactcccgcc atacacattc ttccgctcgc aatcagatac
   273781 acaccaaact cttcacgtaa gctctctacc tgtgcctcac taaagccggt gtagctgaac
   273841 atgccgcgtt gttgcaacag ataatcaaaa ttgcgctctg gtaacgaggc ttttaaggct
   273901 tccaccagcg tgtggcgcat atcaaggatc cgtaggcgca tctgttccac ctctgcctgc
   273961 cattgcgcgc gcaataccgt atcatttagg actttcgaaa cgacctgcgc accaaagttt
   274021 ggcgggctgg aatagttacg gcgcactgtc gctttcaatt ggcccaatac acgccctgcg
   274081 gcctcgtcac tttcacacac cacagataaa ccaccgaccc gctcgttata gagcgagaag
   274141 atttttgaga aggagttgct gatgaggcat ggcaatccaa ctgcggccat agcgcggata
   274201 gcataagcat cttcattcag ccctgcccca aagccttggt acgctatatc caggaacggg
   274261 atcagttcac gctcttttac cacatcaatg aggcgatccc attgggcatt ggtcagatca
   274321 gaaccggttg gattgtggca gcaaggatgt aacaacacga tgcttctggc gggcaattgc
   274381 tgcaaggttg ccagcatcgg gtcaaacttc accgccagct tatcattgtc gaaatacgga
   274441 taggtgttca ctttaaaacc tgcgccgcta aaaatagcca cgtggttttc ccaggtagga
   274501 tcgctgaccc acacctgtga atcagggaaa tagtgattaa ggaaatcagc cccgactttc
   274561 aacgcaccag aaccgcccac cgtctgtatt gtcgccaccc gttgctgaac cagcattgga
   274621 tggtcgtgac caaataataa ttgctggata gcagtacggt aagattgcag accttccatc
   274681 ggtaaataaa ccggtgtccc atgaggttga gtactcaatt gcgcttcggc agcatccaca
   274741 gcctgcattt gcgggatttc accttgttca ttgtaataaa gcccaatact cagattcacc
   274801 ttatgtgccc ggttatcggc tttaaaactt tccatcagtg aaaggatggg gtcacctgcg
   274861 taggcgtcaa cattctggaa cacggtgctg ctctcctaaa ttgataataa ttctatacct
   274921 gcaatcatcc gaattgcaga aaggcggcaa cggagcggcc ctcctagggc ttacatgagt
   274981 aagtgaccaa gggggacgca gacagccagc acgcctgcaa tttgaaatat ggcgggtata
   275041 tggaaatggg tcgctcttgc agcttacctt attcccctag atattccatc gctacgcggg
   275101 aggtcagatt agtgatcaat tcatacgcgc tgataccggt gcaggcagcc acgcgttcaa
   275161 ccggtaattc ggctccccac atcagggctt catcgcccac cttatctgta ctttccgggc
   275221 caagatcaat ggagatcatg tccatcgata cccggccaac gatgctcact tcacggccat
   275281 taagccatac cggtgtccct gacggggcgc tacgtgggta gccatcacca tagcctatcg
   275341 cgatcacacc taaacgcgta tcgcgctcac tgacccaggt gccgccatac ccgaccgatt
   275401 caccggcttt atgttcacgc accgcgatca gactggattt cagggtcatg gcgggcaata
   275461 aaccgaaatc acggccatag ggcgcatcaa acggcgaaac cccatacagc acaatccctg
   275521 ggcgcaccca atcacggtgc gcttgtggcc accgcagaat accgcccgaa gcagcgatag
   275581 attgtttccc aggtttacct gcagcaaacg catcaaaaca cgccagttgc tgttgcgtgg
   275641 ccgccacttc aggttcatcg gcacggctaa agtgactcat gatattgacc ggctggatga
   275701 cgttacggca tgcgctcaaa cgctgataaa acgcttcggc ctgatctggg cgaaccccca
   275761 ggcggtgcat ccctgtatcc aatttcatcc agacattaat cggcgcagaa agcgtagccg
   275821 cttccaatgc cacgagctgt tccaggctgt gaacggcggt ttcaatgtgg ttagccacca
   275881 ataccggcag gtcttctgca tcaaagaacc cttccagcag caaaataggt ttaactattc
   275941 cacccgctcg caacatcagc gcctcgctaa tacgggccac gccataataa tcagcatcct
   276001 gtaatgtgtg tgctgcggct aataacccgt ggccataagc atttgctttc acaacagcca
   276061 ccaaccggct ttgcggtgcc agacgccgaa tttgttgtaa gttatgtcgc agagcatggc
   276121 ggtcgatgac tgctgttgcc gctttcattg cttatcctta ataattgata ttattcccaa
   276181 catgattggc gttgcaggta gtccgtgctc acctcggcag tatcaaatac caagaggcta
   276241 ttcactactc gtcgtcatat tgcggacccg catagttatc aaaacgtgac cactgaccgt
   276301 taaatttcag acgaacggaa ccgatcgggc cattacgctg tttacccaaa ataatttgtg
   276361 cgatcccttt ctcatcactg ttttcgtgat aaacctcatc acggtaaata aacatgatta
   276421 agtcggcatc ctgctcaatc gatccggact cacgcaagtc ggagttaacc gggcgcttat
   276481 cggcacgctg ctccaaacta cggttaagct gggaaagcgc gactaccggc acttgcagct
   276541 ctttcgccaa ggctttcagt gagcgtgaaa tttccgcgat ttcgagcgta cggttatccg
   276601 acaaggacgg cacccgcatt aattgcaggt agtcgatcat gatcaggctc aaccccccgt
   276661 gttcacggaa gatacgccgc gcacgagagc ggacttccgt tggtgtcaga cccgaggagt
   276721 catcaatgta catattgcgt ttttccatca atatgcccat ggtgctggaa atacgcgccc
   276781 aatcctcatc atctaactgc ccggtacgga tgcgggtctg atcgacatgt gacaaggatg
   276841 ccagcatacg catcatgatc tgatcgccgg gcatctccag gctgaagatc aacaccggtt
   276901 tgtcctgcat catcgccgcg ttttcacaca ggttcatcgc aaaggtggtt ttccccattg
   276961 atggacgggc cgccacaatg atcagatcgg atttttgtag cccagcggtc tttttatcga
   277021 gatcagtaaa gcccgttgaa acaccagtga cgccatcgtg tgggcgctga taaagttgtt
   277081 caatacgggc gacggtatct tccagaatgc gatcaacgct tttaggacct tcatctttac
   277141 tggcgcggct ttctgcgatt tggaaaactt tggactccgc caaatccagc agatcttcac
   277201 tgctgcgccc ttggggatcg tagccggcat cggcgatctc attcgccaca gagatcattt
   277261 cacgaaccac ggcacgttca cgcacgatat cggcataagc accgatattc gccgcacttg
   277321 gcgtgttttt agatagttcg gccagatagg caaagccccc caccgagtct aaatcgcctt
   277381 tttgctctag cgattcggac aaggtgatca agtcgatcgg cttgctgttt tccaacaagc
   277441 gctgcatttc agtaaagatc cggcgatgcg ggcggctgaa aaagtccttg ctggcgacac
   277501 gttctgatac gttatcccaa cgttcgttat ccagcatcaa accgcccaac acggactgct
   277561 cagcctccag cgaatgcggc ggaagcttca gcccttccat ctggcggtct cgtggctcgg
   277621 tcatcttgtt ggttggtttt ttcgctgcca tgaagagtgt tctttacctt tattattgca
   277681 aatagaaaaa ggacgaatag aaaaagcgcg actaaaaaat ataacggcct agtatacgcg
   277741 atgatatccg aaggggtaat tatatagcca cggaattccc gatgacatat tggtatgagt
   277801 catgacttgg caccgagtca cgaaccctgt agggtgaaaa tccatccata ccaaaatcat
   277861 tggcgttacg agccggtggc cgcgcacaaa tcccgataag ctgatatccg tcagtgagtc
   277921 aggtgagtga acagagcgcc cttgtaacct caagtaagaa ggctatacct cgaggaactg
   277981 acatggcaaa gcatattcaa tttaccacca cgggtggacc agatgtattg caatatcttg
   278041 aattcacccc ctcagacccc gccccccatg aagtccaggt cgaaaataaa gctatcggta
   278101 tcaattatat cgatacttat gtccgcagcg ggctttatcc tcctgcccat ttgcccagtg
   278161 gtttaggtac agaagcggcc ggtatcgtca gtaaagtggg ggctgcggtc agttccgtga
   278221 aggtcggtga tcgggtggtg tatgcccaat ccgctctcgg tgcttacagc gaagtgcata
   278281 atgttccagc ggataaaatc gccttactgc cggagcagat ctcttttgaa caagcggcag
   278341 cctcgttttt gaaagggctg actgcctatt atttgttgcg ccagacccac gagattaaac
   278401 cgggggaagt gttcctgttc cacgctgcgg cgggaggggt tgggctgatt gcctgccaat
   278461 gggccaaagc actgggtgcc aaattgatcg gcacggtggg atccgatgag aaagcccagt
   278521 tggccaaagc ggccggggct tgggcgacca tcaactatcg gacagaaaat attgctcagc
   278581 gggtggccga gctaaccgag ggtgagaaag taggcgtcgt gtatgactcg gttgggaaaa
   278641 gcacttggga agcctcgctt gatagcttaa agcgccgggg cctgctggtt agctttggta
   278701 atgcctctgg gccggtaacg ggtgtcaacc tcgggattct aaaccaaaaa ggggggatct
   278761 atgtcacccg cccttcactg aatgtctatg tcgccaaccg gcaagaactg gaaagcgcca
   278821 gccagcaact cttttcaatg attaccagtg gggcgattaa tgtggatgtt gctcaagcgc
   278881 agcaattccc gctacgtgac gcacaacgcg cccatgaaac actcgagggc cgccagacga
   278941 caggctccag cttgctgatc ccgtaagatt agatgattga aaatcagttt acatgattga
   279001 aaaacagagg gccccgatta aggagccctc tgtcattaca ctttctttga tgcatatgta
   279061 ggggtacagc agggattctg tcagagctat gttcacgtaa atgaacgtgc cgtttatacg
   279121 gctattttta tctctaacag ggatgaatat atgataccaa acggtatcgg gtagcatcct
   279181 agcaagccga tccgggaaaa aatacgcttt cccccataat tctgccgact aatatttcag
   279241 gctgtgatcg ctgccgcaag aaagaaaaat agactcaaca aactctgcgt agccattaag
   279301 cggcgtatta tcagtaacgc cgtatcaccg gtttttgcat tgaccgccaa atccaagcca
   279361 ccaccacggc cagaatcaac cacggtaata gcttaatcat catcacaaat aacccgccta
   279421 gcatcataaa taccgctgct accagcagtg cagccaagat cccaagcaaa gaaatacccg
   279481 tgaccataag caccataaaa aaaccgatca caaagaaaat ttctaacatg gtgtcccctt
   279541 aatggtggtt catcgccgaa tacggtagca aaaaaagaaa cgctctatag ccgccatact
   279601 tcaagctgca ggtgcgttgg ctacgctcaa tcacccgaat cactgactac agtaaactca
   279661 tcggaactct ctcgcttgcc gccttcctac aactcgaatt atttagggta tataggaggg
   279721 tcttacaaga aacgtgccaa tgcggccgta aaaataattc attgaactta ttgtaaaaat
   279781 aataaatagc taaccaataa agaaaatgaa catagtcaat ttagctaact tttagcgaat
   279841 ttactctttc agatacttag cgtcattagc gtcatcgtca ggtagcaagt gaatgagtga
   279901 accccgaatc acttacgcca gtaaataatt cgggggccca atttgccgaa agcatatttg
   279961 aatacggctg acagcggcct cgcagaggtg aagcccatat gtgtataata attatttgta
   280021 gaagaggaca agtaacgaac gccgctaacc ccctacggat tcgtagtacg aaggggatac
   280081 cagcgctaaa gcctcctcca caacagaaac ccccgctccg ggcttatggg cattttcgct
   280141 taaatgccga cgccattggc gcgctccggg gattccttgg aaaataccca gaatatggcg
   280201 ggttatgtgg cccaaatagg ccccttgaga caattcctgc tcaatataag gatacagcgc
   280261 ctcaatggct ttaacgctat caaccactgg cgcgttagga tcaaacagct cgcggtctac
   280321 ttgcgtcaaa attcccggat tctgataggc ttcacggccc atcatcacgc catcaaggtg
   280381 cttgaggtgc tctttagctt cagccaatgt tttcacccca ccattaatgg caatcgtcaa
   280441 cgcagggaaa tcacgcttaa gctgataaac acgctcataa tccagtggcg gcacttcacg
   280501 attctctttc gggcttagcc ctgagagcca ggctttacgg gcatgaatag tgaaaatttc
   280561 gcattcgcca cgttctgcga cggtttgcac gaattcgcat agaaactcat agctatccag
   280621 ttggtcaatc ccaatacggg tttttaccgt caccggaata gctaccgcat cacgcatagc
   280681 tttaatgcaa tcggcaacca gatcggcctc ccccatcaaa caagcaccaa agcggccatt
   280741 ttgtactcga tctgacggac aacccacatt cagattgatt tcgttataac cgcgttgctc
   280801 agccagcttg gcacagtgcg ccaatgcctg tggatcgctg ccccctaatt gcaaagcgac
   280861 cggatggtcc tgctcgctat aagccagata atcggcttta ccgtggataa tcgcgccggt
   280921 ggtcaccatt tcggtataca acagagcttg cttagtgagc agacggtgaa aataacggca
   280981 atgacgatcc gtccaatcga gcatcggcgc gacggagaag cgttgcaggg ggtattgcgg
   281041 cttggtggcc ggcgtactgg aaaaagtctg agcttcgtgc atttacggtg atttcatcag
   281101 ttattactgc attaatttcc cccagatgtt gctcactgag cgaacgatac aaaggggtgg
   281161 aaccgttgat tataccatag aaccctgcga cgacagctga tgtgatcgtt aaacagtaac
   281221 gtcacgttat tcctgtaaaa ttgtgatctc atagcgccat ttccctcccc cctatcggcg
   281281 attacaggta aacatgataa aatcacgttc aattctaaag ctgcgggatg aatatgatga
   281341 accctatcaa tcaggaaaag ctgctcgcac aagctgaaag cctgtgccaa caacgaaacg
   281401 tccggctgac cccgcaacgt cttgaagtat tacgtctaat ggcgcaacag cccggtgcaa
   281461 ttagcgctta tgatctgctg gatctactac gagtcgctga gccacaagcc aaaccgccta
   281521 ccgtttatcg cgcactggat tttttattgg agcaagggtt tattcaccgt gttgaatcag
   281581 ccaatagcta tgttctctgc caccactttg aagaacccac gcatacttct gccttgttta
   281641 tctgtgatcg ctgcaagatt gtgacagaac gccctaccgt tggtattgaa gaggcattgg
   281701 cacagttagc aaaacagtca ggttttacac tgcgccatag cgtggtggaa gcacacggtt
   281761 tatgtactga atgtggggta gttgaagcct gcgaaagcca cgatgattgt gagcatgacc
   281821 actccatcgt cgttaaaaag aagtaatatc ttgattaata agaagtcgta tcgtgattaa
   281881 gatgagatag aacagcaaaa agcaaaaagc agaatagaga atcatgaaat agagccgtac
   281941 ctcaacaggc acggcttatt attctgggag gaaaatcact cagatcagat ccagtccccg
   282001 ttacggataa ctccgacggc caaaccttca atggtaaaac tctgctcacg cagatcaaca
   282061 acgataggct gaaactcgct gttttctggt aagagatgca cgatattacc ttgttttttc
   282121 aaacgtttta ccgtgacttc atcatcaatg cgcgcgacga caacttgccc attacgcaca
   282181 tcctgcgttt tatgtaccgc caacaagtca ccatctagaa taccgatatc tctcatcgac
   282241 atcccattaa cccgcagcag gaaatccgca cctggcttga acagggatgg gtcaaccttg
   282301 taatgccctt caatatgttg ctgtgccagc aatggctcac ctgcggcaac ccggccaatc
   282361 agtggcaggc cctcttcttc ttccatcagc aaacgaatgc cacgggaagc tcctgagaca
   282421 atttcaatga cacctttacg ggccagcgct tttaaatgct cttcagcagc gttaggagag
   282481 cgaaacccca gacgctgcgc aatctcggca cgggtcggtg gcatacctgt ttgcgctagg
   282541 tgatcgcgga ccaggtcata aacctcttgc tgtctggtag ttagtgcttt cattccgccc
   282601 cctgtttgtt tatacagttt tgctgtgagt atatacagct aagcgggtgt tgggaaccaa
   282661 agagtgaata aaaacaggga ttaataactg ctcattttaa cagcaccctt agcctcatta
   282721 gcgagcgaca tgctgccaga gtactgttat ccatacgaat agcgccatca aaatggtcaa
   282781 aaacacagca gcagacccca tatcttttgc ccgtccagaa agcgcatgaa attcactacc
   282841 gatcctatca actaccgctt caatcgcact gttaatgact tcaacaatga gcaccaaaac
   282901 aacgctgcaa attaataaaa tgcgcgctat ggcacccaca tccaaccaga aggccagtat
   282961 gatagcgatg acggcagcaa cgctttcttg acggaaagcc gcttcattat tccaggcggc
   283021 ggttaaccct ttcaccgtat aacccgcggc tttatagatc cgggtaagtc ctgttgattg
   283081 attcgccatg gtttatttgc ctttatctta tgttaatcgt gatttttgcc attttctgtt
   283141 gtctcatctc cacagatctc aaaaccagtt tctggtatcc ttgcgacgaa ttgctaacaa
   283201 gaggctccaa gtcgttatgt caggttggcg taaaatatat tataagttac tgaatttacc
   283261 actcaaattg ttggtaaaaa gcaaggttat ccctgcagat ccggtctctg agctagggct
   283321 agacccttct cgtcctattc tgtacgtttt accttacaat tctaaggctg atttgctgac
   283381 gttacgggca cagtgcttgg cgcaagatct gcccgatcca ttgattccat tggaaatcga
   283441 tggcgtgcaa ttgcccagcc atgtgtttat cgagaacggg ccaagagtct ttcgctacta
   283501 tgttcctaaa caagaatcgg tgaagctatt ccacgattat ctggatttac atcgtaataa
   283561 tccggcgcta gatattcaga tgttacccgt ttccgtgatg tttggccgtt cccctgggcg
   283621 cgaaggccac ggtacgccac atctgcgggt gcttaacggt gtacagaaat tctttgctgt
   283681 attgtggttg gggcgcgaca gttttgtgcg tttttctacc accgtatcgc tacgccgaat
   283741 ggccagtgaa cacggtaccg ataaaaccat cgcccataaa ctggcacgtg tggcgcggat
   283801 gcacttctct cgtcaacgtt tggccgcggt aggtccgagt ttacctgccc gtcaggatct
   283861 gtttaaaaaa ctcttggcct ctaaggctat cgagaaagct gtcgctgacg aggcgcggtc
   283921 gaaaaaaatc tcccatgaaa aagcacagca aaacgccatc actctgatgg aagagattgc
   283981 ggctaatttc tcctatgaag ccgtgcggtt gtctgatcgg gtacttagct ggacgtggaa
   284041 ccgtttgtat caggggatta acgttcataa tgcagagcgg gtccggcaat tggcacaaga
   284101 tggccatgag atcgtctatg taccttgtca tcgcagccat atggattacc tgctgctctc
   284161 ctatgtgctc taccatcagg ggctggtccc accgcatatc gccgcaggga ttaacctcaa
   284221 cttctggcct gccgggccaa tcttccgccg tttaggcgca ttctttatcc gccgtacctt
   284281 taaaggcaat aaactctact caacggtgtt ccgcgaatat ctgggtgagc tatttactcg
   284341 tggctattcc gttgaatact ttgttgaagg ggggcgttcg cggactggcc gcctgttgga
   284401 gccgaaaacc ggcaccttgt cgatgacgat tcaggccatg ttacgtggtg gcacccgccc
   284461 tatcacgttg gtgccgattt acatcggcta cgagcatgtt atggaagtgg ggacttacgc
   284521 caaagagttg cgcggtgcga taaaagaaaa agagaacctg ttacagatgc tacgtggctt
   284581 acgtaagttg cgtaatctcg gccagggcta tgtgaacttt ggcgaacccc tgccattgac
   284641 gacctacctt aatacccatg tgccacagtg gcgggatgcc atcgatccca ttgaagcaca
   284701 gcgcccaagt tggctaacac cggcagtgaa tgatttggct aatcagatta tggtccgaat
   284761 caacaatgcg gcagcagcaa atgccatgaa tctctgttca acggcgttac tcgcctcacg
   284821 tcagcgttca ctaacccgcg agcagctact tgagcaactt gattgctatc tgcaattaat
   284881 gcgcaatgca ccctatgcaa aagatactac cgtgccggat aaaacaccgg aagagttgct
   284941 taatcacgcc ttgaatatga ataagtttga ggtggagaaa gacaccatcg gtgacatcat
   285001 catcctgcca cgggaacagg ccgtgctgat gacctattat cgcaataata ttcagcactt
   285061 actgatattg ccatcgctga ttgccagtat ggtcatgtac caccgccgga ttacccggac
   285121 ggagttactg cacaaaatca gcatgatcta tccaatgcta aaagctgaac tgttcctgca
   285181 ttacagcaaa gagcagctac cagagactct ggatacattg atcgatgagc tggctcgtca
   285241 gcagttaatt tgtgataaag gcagcgaatt ggtcctgaat ccggcacgca ttcgcccact
   285301 gcaattgctg gccgcaggtg tgcgggaaac gctgcaacgc tacgcaatca cactttcact
   285361 cctcagcgcc acccccagta tcaaccgtgg ggcgttggag aaagagagcc gcattatggc
   285421 gcagcgcttg tcggttctgc atggtattaa tgcgccggaa ttctttgata aagcggtctt
   285481 ctcaacgctg gttgcgacct tgcgtgaaga aggctatatc agtgatagcg gtgatgccat
   285541 tcaggaacat acgctggaag tttacaatat gctgagtgcg ttgatgaccc cagaagtgaa
   285601 gctgactatc gaaagtgtca gtatgccagc ggagaccagc aatcagccag aagctccaga
   285661 gacaccagag cctgagggta aaacggaatc ctaatgtctt agcgtactca atgcttaaca
   285721 gccccctgcc tagcaggggg ttttctgaat accataacaa tggccggact cattatccgg
   285781 ccatttttta ccattacctt ggtgagaact cggtatcttg gtgagaggac tctgcgctca
   285841 tactcagtca tcgctaaccc tcagtaaaag cgggttacca gtaactgatc aatatcccga
   285901 gaaacaaaac caaccccacg taattattgt tcaaaaacgc acgaaaacac ggctcacgct
   285961 cacgctgggc gatcattttc tgttgatgag taaacagagc accggcgaga aggattgacc
   286021 aataaaatgc accgcccaga ttcattagcc agccaatggc caccattaat aataacgtcg
   286081 ccagttgcag caagccgata atcaatttgt catgttgacc aaacagaatc gccgtagatt
   286141 taaccccaat tcttaggtca tcgtcacgat caaccatggc gtattgagtg tcataggcca
   286201 cggtccagca gatatttgcc agcaacagta gccagcagac cagcggcaag ctttcgctaa
   286261 cggcggcaaa ccccatcgga atagaccaac caaatgctgc gcctaatacc acctgcggca
   286321 gatgagtcac ccgcttcata aatggataga tccaagccag tgccaatgcg gccagtgaca
   286381 gccatatcgt catgctattg agggtcaata ccaaaccaaa agagagcaat atcaatacca
   286441 caaatagaat tttgctctct ttctcactga tagtgccgct aggcagtggc cgggatgcgg
   286501 tgcgtttgac aaaaccatca atatggcggt cagcataatc attgacgaca caccctgccg
   286561 cacgcatgaa aaagaccccc agtacaaaaa cgaccagtat tttggcctcg gggatgcctc
   286621 tccctgctaa ccacaatgcc cacaatgttg gccacagcag cagcagtgag ccaatcggtt
   286681 tgtcaatacg catcaaacgg caataagcct gccatttggt atgaacagta cttcccttca
   286741 attgatcagt ctccagaatc taacgacgga atcagctagc ttaaacctga tatacccttt
   286801 tcatcttgaa tgtggtaggg aggtcaacgg tattcgccta ccggaatcac tggcttaagc
   286861 cagcgcatca ggatccgttc acttgctgcc tacctgcacc tcgaagtcac ttgggtatag
   286921 agtcacaatg ggtataaagc ggcgatgccg gtaaaaaaac ctcagtcaat aacagtggat
   286981 tgcctgaaag gcgtagcaaa gaccgcctgg cccatagatt atcctgccgc ccgacgtgaa
   287041 tatagtcccg ggttagggca tcaccactga ataagtaacg ccctagcggt aatgtaccta
   287101 aatccaccag cgccctatcc ggaccagaca gtgtctcctc cgggataacc gtgcgcccca
   287161 gtaaccaagg cacattgtca ccaaacaaga caatttcccg taaccaatag cgttgactaa
   287221 cgggcaaatg ttcagcctct tcccctagcg catcacgcgt aataaagcat tcacgttgcg
   287281 gttcgacatg aacacgctgg caatgctgct caaagcgtcg agtcatcgaa cccagctcca
   287341 tcagccagtc tgcgatgtct gcaggaagtt cagggtgctc ggtagcacac cattggatag
   287401 gttttaaaat tgatgcatcg ccgataaaca tgcgaaacgc tccctgccga ggataaaaca
   287461 gccacccccg caattagtaa acagaacgct attgtagcgc agaataggta cccggcgaca
   287521 cgggcagtca catctgatta ccatagccac aacagaggat tacccccaga caggggccaa
   287581 taatagaaca gcaataggcg gcttaaatca gcgggaaata cagggtgcca tgctctgata
   287641 aaaacagata tttggttaga gataccagag attataaata tcagcggtta taaatagcag
   287701 aggttattga caacgtgtcc gtggcgaaga aaatagccag taagtaaaaa tgccgtatta
   287761 tctgtaaaat ttagattata ggtaatgcat caataagcaa tcattacgat aaattaccgt
   287821 tacgataaac catcatgata agcaacatta ttaacgcgaa ccaataaaaa tccaaccatt
   287881 taattaacca atctcattac aagtaattaa aatgtcatgg taattaacat taattgttag
   287941 aaacttccat tacccccccc attggaccta ttaatcccca aaaaaacaat aacaagaaaa
   288001 ttcctacaaa gaattagccg ggtcttattc ttatttatcc tccttcattt actattcatc
   288061 ttaagaaaca ataatttcat tttagtgact caacaaccga cagaacctaa gtcactcctc
   288121 atgtttgctg atcatattga gatagtgcaa aaggagagat ctatcctccc atactctgcc
   288181 tgtgtctgaa ttatgcaatt tcagcaaccc ctagtgatat gccatgtctg cgataaattc
   288241 aggcaattaa tagagtacat ttatgcatat acaattcaga gagcctattt ctacctcacc
   288301 cgctcaaccg gatgcagggc gtcaacacct cttcagccgt gttcctgcag ccgtgatgaa
   288361 tccgattaca ttggcaatta ttgttgcgtt ctccaccctc gtcttaccac aaaccgcatg
   288421 ggcggcgtgc aatagctcgg gggtgggaac ctatgtttgc gaaggtgaaa ataacaccgc
   288481 gatatccctg ttcggcacgg atatcgccgt tgagacccgg ccaggttttg gcataacaga
   288541 acatgaaatt acggattctg cgctctcgtt aaccggttcg ggtaccatca gttacctcga
   288601 taccaacagt tctgcactgg ataccgacag tcgatattct ttgtatatta agaatgacac
   288661 attaataacc gagcaatcgg catccattaa tgttcagagc aacggctcca ttagcagtgg
   288721 cgtttacatt gacaaccaga gcagtgacga ttcgaccata cgggtagatc tctctggcat
   288781 cttatccagc agcctgagcg gcgctccagc cctttcaatc ttttcatcgg caggcaatga
   288841 ttcaactatc attctgaaca cccacgctat ttcaggtgtt actggcatcc aaagcgataa
   288901 taattcacaa aatggagcga ccatcaccca cgttgatgtt actggtgata ttaacgtcga
   288961 aaattcaggc gtctcgatcc gaaatgctgc caatggtggc accagcataa ttaacttcaa
   289021 ttcaaagagt attaatacag aatataacag tttttatatt caaaatacca attatgtagg
   289081 tggagtgata actgatatca atattgatgg cgatatcagt tcagctaata gtcaagcagc
   289141 caggatttac aattatacca atggcggtct tgcgagcctt agatttcgcg caaataatgt
   289201 cactggatcg actggccttt atatcgataa tagcagccaa aatggcgctg taaccgatat
   289261 tatattgacg ggtgatctta cggctacttc aggatctgct ctacaagcca atgcctactc
   289321 ggatgaggga aacatcgaga ccgctatcaa gttgaataac gtttattctt tgtatgatgc
   289381 actcaatatt agcgactata cccgatccgg aaatatactg catgaccttg atatttcagg
   289441 aacgattact gcagaaaacg gtaccggaat taaagtgatg ggcgcggctg gtgaaggcag
   289501 ttctactatg ctcatcaatg tgaataatat tacttccagc agtcaatcgc ttgatatcaa
   289561 caattacaat tttttgggtt cagctttttc tgccattacc gcgaccgggc atctcacggc
   289621 ggaatgggga caaggggcaa tgctccagac ccattcctct ctgggggatg ccaccacgct
   289681 catccacttc aatgacatca ctgcaatgag cagtggaata tctctcatta acgaagctaa
   289741 ccaaggtact tcaaccgccg atatcaccgt gacgggccag attaacgtca gccacggaga
   289801 ggggattacc cttaatgcac tgaccactga tggccgcact ttggtcaacg ttgacgtcaa
   289861 taatattgcc agtgaatacg atgccatacg cctctataac tataactata atgataacta
   289921 cgccacaggc gtggatgatg gcacaggcgc agacaacggc acctcgacca ttgatctgat
   289981 cacccggggc gcgctggttt cgcagcaggg ctacggaatt aatattgaaa ccaataccgc
   290041 agacacctat gtcaccgtgg gcggcttggt gcacggcggc aatggcaccg caatcggcat
   290101 tcatcggctt gataacattc aaacatcggc cacgttagag ctgcaatctg gctatgccct
   290161 tgaaggggtt acacaggcac tggtcttcac tggcagttat gcggagatca atgatgccgc
   290221 gctggatctg gcaaacagcc atctggtgct gggcggagca ggagacgccg ctttcgatct
   290281 cacgcgtatt gataaccgtg aagaggccat tctggatggc gacccgaacc ggatcaccgg
   290341 cttcggtacc ctgaccaaaa ccaacaacag catctggacg ttaaccggcg ccaatatggc
   290401 cgacggtgac gccaatgcct tcctgtcggc caatatcgcc ggggggattt tggtgctgga
   290461 taacgccacg ctgggcctga cacctgacgc tggggcactc actggagcca cagtaaaccg
   290521 cctcagtgct gccgatatcg ccgctgaccc gacgcgggtg gctaccgaaa ccggtgcatt
   290581 aaccctggct gaaggcggcg cgctgtcctc gctcggtgac tcggttctga gcggcaacct
   290641 catcagcgct ggcgggatcc tgctgtcaaa ccactatacc ggcggcaatg gtgccgctac
   290701 cgatgatcgg ctgaccgtga ccgggactta ttttggtgaa aataacggtt ccggtgaagg
   290761 ggcctggctg gcactcgata cggtgctggg ggatgacgat tctgccaccg accggttagt
   290821 gatcaacggc gatgccaccg gcaccacctc ggtccgggtg aacaatgcgg gcggtctggg
   290881 cgataaaacc ctcaatggca tcaatctgat caccgtggac ggtctggcgc aggatgacac
   290941 cttcctgctg gccggggatt atgtcaccac ggatggctat caggcggtgg tggccggggc
   291001 gtatgcctac accttacagg ccgacgggga agccgctacc gcaggccgca actggtatct
   291061 ctcgtcagaa ctgatgctaa ccgagggcgt gcgctatcag gtgggcgtgc cgctgtatga
   291121 acaatatccg caggtgctgg ccgccctgaa caccctgccg acgctgcaac agcgtgtcgg
   291181 taaccgttac ggggcaccgg gcgcactggc agacctgaat tttgacgata atcaatgggc
   291241 ctggggccgt attgaaggga gccaccaggt caccgacccg gcccgatcca ccagcggttc
   291301 acagcgtgag attgatgtgt ggaagttgca gaccggcatt gatgtgccgt tgtatcagag
   291361 ccagggcggt tcactgctga ccggcggggt gaacttcacc tacggaaaag ccaaagcgga
   291421 tatccactca ttctttggtg atggccgcat caacagcgca ggttacggcc ttggcaccag
   291481 cctgacctgg tatggcaata acggcgtgta tgtggatggc cagttgcaga cgatgtggtt
   291541 tgacagcgac ctgagctccc gtaccgcagg gcatgcagtg gccagcggta acaatggtcg
   291601 cgggtatacc tcggcgatag aagccggtaa aggttacaca ctgagtcacg gcttgtcgct
   291661 gactccgcag atgcaggtga cctactcgcg ggtcgatttc gataccttcc gcgatccgtt
   291721 tgatagcgaa gtctcgctgc aagagggtga cagcctgcgg ggccgcctcg gtgtctcact
   291781 gaataaggaa acgacctgga gtgcgaaaga cggcaccacc cgccgctcac acatttacag
   291841 tcatctcgat ctgcacaatg agttcctcaa tggcagcaaa gtacaggtct caggggtgga
   291901 gttcgccacc cgggatgagc gtcagtcggt ggggttaggc gcgggtggca cctatgaatg
   291961 gcagaatggt cgctacgcgg tttacggcaa tgtcaatctg ctgggggcta cacggaatat
   292021 cagtgacaac tatgccgtcg gcggcacgat aggtgcacgg gtgagctggt aaatcgtttt
   292081 atattagcgg gtaaatcgtt ttatagcgca gtgcgtaaag ggttgaacac aggatccggc
   292141 ggctcaggcc gctacgaccc caacggtacg ttccccttta atttatcagc gctgtcaaca
   292201 gtcggaggtg cctctcggca cctgaggtta ttgacaaagt gcccgcgacg gagagaacag
   292261 gcagatcgta aagacgccgt aaatacatcc atgtaggctc gagccgcgcc atccttggcg
   292321 cggacgcttt actcctctgc ctatcctcac cgttcaagat cgcgtcatcg gggtttgtca
   292381 gcagtctgag gtgcctctcg gcacctcctg ttggattaac gacctgcggt ataccccgcc
   292441 catagcgtaa taccaccgtt agtccccgga gcccataatg gatcataggc tacgtgcgac
   292501 tgaatacagc gccagagttt acccagattg cttaccacat caccaacagc gtaactccca
   292561 ttcagtaccc atgccgggtg tgtgccttgg gtgctcaccg tcagtacatt gctgggcact
   292621 gacaggttgc catgttcatc gcctgcggca acaaaatagc ggtactccgt atttggttgc
   292681 aaaccggcat cttctgctga agtctgggtt ccgttcagaa gtttcacttc atgaccatcg
   292741 cggtaaatgg catagctggc aacaggtaat gcccctatcg agctccccca catgagacta
   292801 atactggttg tcgtttgccc cgtgctgtgg agattaaccg gggctttagg taattctgtc
   292861 actaatggga tagacagttc atggtgaaaa atattgttag gatcgattct cgcttttagc
   292921 gcaatcaacc tcttgatcaa ttgcgtatcc cagccatagt acagattcaa ccaatttgga
   292981 tcttcctcac ctgaatcggt gtatttcatg tcgatatcgg gataattgat atagcatccc
   293041 tcgaactcag gaggagcagg tttgccatta tgcactgccg cataaatatt gcggatccat
   293101 gttaagtgcg tctggtcatc ggcttcattc gtccaataag tctggtattg cgctttgagc
   293161 agcgagttcc tttgagacac agctgttgcc ccgatgccac ggctgttgat cgccccacca
   293221 taggaatcaa tttgtaccag cgactgattg aaacgcttat cagctgtggc ggtagtcaag
   293281 tgtgtcagca aggcatggca catctcgtct gaaaactgct tgatttggta gtcagattta
   293341 tattttccac gctgattact gcctgaccca ttgatcattt gagtcacatg caaccaatcc
   293401 atggaggcac tttcatccac agtacgcccg atttttcgac ctgggtacaa gtgcttaaac
   293461 ggcgggatgt ttggcaaaat aaaatcatca tatatcgtcg gtgtcatgcc agccgcggca
   293521 ttcatttttt cgataaagtc attgagagga atatcattcg cgcccccgac ttgaccattt
   293581 ggacccgtgt attgaatggc caacacgaca ttatcggacg catcgatatg gtttaatttc
   293641 agtaaagtaa ataacccgcc attaccgacg ccctccttcg tactggtcgc attaacatca
   293701 ttgtcagcaa accattgcca ataagctttt aaaaaggcgg ggaatgtcgc ttttaaagat
   293761 gaccatgggt acgttagggg tatccaatag gctttctgag gtgctttggg aagatcatcg
   293821 aaataatagg cgataatgat gccgaaattc ccaccgccag cgccacagca agccattaat
   293881 agctctctgt ctacctcaga cacactatca gcgcgcacat gtcgaaatgc cagccgatgc
   293941 gcgttcccga ccggcaccaa aatatcaaca ccagtgaccc aatccactgt taacccatgc
   294001 agacgtgaga gtaatccata gccaccgccg ctgatgtgcc cacccacgcc cacggagtaa
   294061 catgacccgc cggggatcgt ccggccagac cgtttgtaga gtgagacata gccattccaa
   294121 ttctgattcc ccgtcagact cttgaagcga taagtatttt tattcgcgtc ccaaagtgag
   294181 gttatcgttt tgtcttcatc gtagtccagg ccgctcatct cgcctaaatc aatgatcgac
   294241 aatctctctg tagataactt gttggaaaca aaaccctcat aacagtgccc cccactccgt
   294301 accgtgattc gatttcctgc agctagcgca gtattggtgg cggcaaaaac ttcatcgggt
   294361 gtcgtgcaga tataaatggt ctcagcaccc tgctcaacgt tgggtggcca acgtaaatta
   294421 aaaccctttt gtaacgtttc ataggtactg acatttttat caataatctt catcggttaa
   294481 cccctgtcga tatacagaga acagtcctga aactaaccta tacgctaaag cagccgttct
   294541 gatttttttt gcattaacga tagtgggacc cgctcaagaa atgtgaattt tcagtcgagt
   294601 cacgaccatt atttaaagaa aatataccca aaataattcg agttgcagga aggcggccaa
   294661 ggcatatgca acatgaaata tgacggatat acatggctaa ttatttcttt tgttacattt
   294721 atatcaaatt caatttttag atggctgagt gccaaaaaag gtcaggtgtt caatatatta
   294781 tttttagcca taaaaataat atgcttacct gtcgaatcta ttgtcaaaat atccattttt
   294841 cctctttggg ttttggtttt tccatttttt attttttgtg taaacacgca tatacccaca
   294901 ataatccgag ttgcaggaag gcggcaacgg ctgctcacag ggtaagcctc tgggataagc
   294961 ctcattaatc cttaagattt tacacaagtc agtgactggg ggtgaacgaa ggcaactcac
   295021 gcacctgcaa tttgcagtat tacgggtata gcggcgcatg agcgttcacg taggtacaaa
   295081 ggcgttaaag ggaggatttg attcatgcaa ttatttaaat cgtctacaca tacagtgtga
   295141 tatggtataa ccctcttact ttaataaata tgagaatttt ataaaaatgg gcacattagt
   295201 cattgcatct ttttattttt tagttgctta tttactcata aaaaaagaag tgagaatata
   295261 tcaaatagca tcaagtttgt tatatgcagt ttctttgcaa atgatacagt ggaatattac
   295321 cgccttcatt gtctatttaa caataccaat atcaattgca ttttttagca tgattaaaaa
   295381 atcaaacaat caaataacat acttttcaat cccttgctgg cttgttattt tatcaataat
   295441 aataaattca tttttaaaat agcaagccat ctctttggga tttatttttt ctcgttactt
   295501 tttacctgtt ttcgccagac ccgcagcata aatcgctgtc cacagtccag acaacagata
   295561 taggggttat ccagtggcat gaccgttatc ccttccgtta tcagctttgt cgattggcaa
   295621 tacacgcagc aaaccccctg ctgcccgggg gtgaacccca gtaaattacg gggatatggc
   295681 gtgatcgggg caccatcaaa ctcagccagt agcggagcga gccgtttatg gtaagtcaga
   295741 aaggggtgca ctgaacgtaa ctgacatagc tcaaaaatct gtgttggtcg ccactgtgtc
   295801 catagcatca ccaataccgc atacaaacgc caaaaatgct cctgacgcat ccgggtaaat
   295861 accgtcccgg tagtggccgt aaatggatta tcacaggcgg ggcaataata cccctcaata
   295921 gatgaggctg ttttacgtgg gctgatgtgc ttattctggc agtaagggca ggcatacacc
   295981 gcaccctgtt caggattttg tgcatccagc cgatccacag cctctctcag taccggttcc
   296041 cgttgccaga cctcccgtaa atgttggtac tgtgcctggc tcgcatgaga aaacaagcgg
   296101 ctgaaccagc ggggaagcgg gatgtcatac tgtggcgtat tgactgcaaa cgggtcgatg
   296161 ccttttggaa tgtcgggata catcacaaaa tcagtctggc aaacctgaca gtgtacctcg
   296221 ggattaccta ctggcatggt ttcgctgtag accaattgcg tggaggcgca ggctgggcag
   296281 tgcaacccct gctgccccgg tgtaaaaccc cgcaagtagc gaggtgtatg ggttaccgca
   296341 cggccgccga tcaacgccag aatgggtttt agccgatggc agtactgctt ccatatctgt
   296401 ttggatttgc agtcacttaa ccaggcagcg tcctccactt gccaggttcc ccagagggtc
   296461 accagtaccg catagagccg tgaatgtcgg gcatggtgta aatcgaaaaa cggggtatgc
   296521 gtatacggag aactgcaccg atggcaggtt cgacagcggt actcttccgg gcgggtgccg
   296581 gggcaaatat cggcactgtg acaatgtggg caatgcgtaa acgtaatcag ccccggatta
   296641 cgtttatcca gctcgtctac cagatcacgc agcacgggtt catggtgcca aagccgcgtc
   296701 acactcgcgt actccatcgc atccagatgc gaaaaagcaa ccggatacca atcgggcaac
   296761 gggatcaaac ctgaggggga attgttttct gtatgcatca tattatcctc catgataatc
   296821 aattcgttag gcggatagcg cctgggtatc agaggccgtt ccaagtgatc aatcactgac
   296881 aaaacttatt tctcgacatc accggcctga tatagcgcca gcccaccgct aaatttttac
   296941 attaatattt catataacga agacatcttg atgttgcggc atgacagcat ccttatgtca
   297001 gtgacagctc ccgtttcttt tgcatcccgc taaatgtaga tcccatttta tgttaatgcg
   297061 tgctttaggt atctcatttt ggaagcttga agaggacatc aactttcctg actaaagaaa
   297121 ggaaacttag gaaatccacc acagagagaa tgaataaaaa taatctacgc tacccggcac
   297181 agcattcacc acctacggat tagctcagtg tgtataaagt aaataatatt tatagataac
   297241 ccgctccatt tatcggatgg tctgacaccg tctgtctctg accaatattt ttacccacat
   297301 gaacatatcc attaaatcta atagcttgta gtgtaaaaac attaactaac taataccagc
   297361 gagttaaatg taacaaaaca caaccaagac ggtaactaaa aaaataacac gccacattga
   297421 tttgtaagaa atttcataca ataaacgcga taaccatata ttattaaagg tataagtaaa
   297481 tttcatgaaa atcaaattta aaaaaatgcc gacattaatt gaaggaatat tcctacaaat
   297541 attttattca agaatgagag gtaagtcgat gataattcac tggcggatgt agattaaggt
   297601 aataacattt agaacagaaa aaaatagagc agatgacagc ctaaaggtgg acaccccctt
   297661 tatcaggtaa aattcttata gaacaaggca ttcacaagta acagcgctgc ccattggtga
   297721 ctcccctggt gttggattac gcagtggcca gcagctgtta ccgtgaaata acctattcaa
   297781 aggcttccta tgcataacga aatagccctt gctccctttt ttacccaatg tgcaatgaga
   297841 cataaacaca catcccatca acacctatat aaacacaacc caatacacat ttaattcata
   297901 tggatattgc tgtgatgtga gaaatttgaa aactaataat taaagtaata tatatatccc
   297961 acatctgagt taaacgaacg gctaacggta tacttattta gcccagacag cggcgcagat
   298021 aaaacgacct gcactgaacg ccgccataat gtaaaacacg taattaacgc cttgaatccc
   298081 taggtaggta tcgagaaaat aaccataaag tctgtaaccg aacagagacg gtaaatagcc
   298141 aatcagataa ccaatggctc ttgcagaacc ggcaaactct tgcggcatat caatttctac
   298201 tactgggaaa aaaataccgc cctctgtata aagatgatcg ccccacatca aaataacctt
   298261 aacgcgttac cggcaatgtg acttcagtct ggacaaaacc ataacggctt agcggggtga
   298321 ctttaacggc agtgggtgat gacgttatcg gaaacagttt ggaagtctcc ggcataatat
   298381 aaggattacc cagtgcaacc acctcattac ttgggactaa aataatctga ggccctaagc
   298441 ggaccacatg tttaccagga ttcttaataa ccaaattatt gcccgatatg gagaaaacta
   298501 acgtttgcca cggcattcta atttgtggca cagcactcgg ctggatcaga aagccgatct
   298561 cctgacgaat tggcataacc gccgcattac cggggacctg ttcaacccct tcaaaagagg
   298621 cttttaacaa cacttcattg ttcaagacgc tccccttctt caagacaaaa ttcacttgct
   298681 ggctttgccc tgcattaata cgggtcaccg ggggggaaat caaaatctgc ttactgaaac
   298741 ttttgccgtc caaatccgtt aatttagtca ccagcagtat tggattgcta gagatattat
   298801 cgatagtaaa actggttcga gcctcacttt cttgcaagat taccgtcgtg ctttctaatt
   298861 taaacgacgc gtaagatact gcgctccaac tactcaataa aatcaacaac gtaaatacaa
   298921 agaagatgtt aaaacgattg acgctattta cgtatatgat tgtcgcacca atatcacgat
   298981 ggtgagtggg gaaattttgc ataagagatc ctatattcaa aaagtcttca catttggtct
   299041 gtttttgtca ttgctgcttt tataatgtaa aacttactga cagaccgcat cggcaacttc
   299101 atacaataca tcggggtcaa atttttcagg ttcacggtag ttaacgcgac attcatcgcg
   299161 gttatttgcc ttaacacgta atgtcacgcc aatcgcctta ttttccagca taaagtttcc
   299221 gtcaccgata atcgtcccca gaaagttacc tttttcatcc aatacattgg caccaatcgg
   299281 cagcatttca ccatcactac cacggatggt tagcagcaat tggcgggttt ctgttgtctc
   299341 aaaatgatgg gttgctaccg agcctcgagt catcagcaaa tcggcactgg tgttattaag
   299401 ccgaatattc agcggcaatg tttgcgtgct tatttgtact ttcgaagcgg tgtaaggcct
   299461 cactaatggc agcaaggcta tcccagcata atccgtaatc gcaataccgc tgctcggcga
   299521 tgaaacgcgc aaaccgggtt ggttgggtat gttcaccacc gcaaaagtat cgccaaccga
   299581 tgacgacgat gtggcaaagg tgttattcac gtaagccact gaaccacgcg atgacagata
   299641 tgcagaccgg ctattgtttg tcgcttgaga aaccccaccg gttaattgtg aataggccgt
   299701 ccttatattc atcgaaccat tgatacgccg ttgcctattg tcaccgctga tccctaccga
   299761 ataatctttg ttgtcacccc atcgcccttg ataagtacta ccaagtgcca cattgccatt
   299821 gttacgttgc acccggccac ttaacgtccc attacccaat ggcatattga taccaacata
   299881 gagcgaattt tgcccttgcg aacttaattg agaactcaag atggtagtcg cccggccaaa
   299941 ttgttcgcta attgagaaaa tatggtaagt acgaccagaa gcctgataat acatattatt
   300001 tgataaagca taggagaatg ccccccaacg tgggtgcacc cagctcacgg ctaccgacgt
   300061 tgcatttttt aattttccaa acatcaggtc attcagatta ttgctactgc ttagggcatc
   300121 atccggtaac cagtaattgg ccgagccata aaccgaggac catgaaacac caaaattacc
   300181 gttaatcgtc atctgattct gaacgctaaa ttggtatccc tgtcctgcat ctttggtatt
   300241 agcataactt gctgccgctg aaaaccaggc ctgatcccat ccactgtaaa gattttgcac
   300301 acggatattt tgatagccag aggacagtaa cccagccgac gtcatataaa aggtagccgc
   300361 cggattgaat gacatttctc cggaaagcag cagcggtgac ggcctgtcct caccggtaaa
   300421 catgtcccgg taacggccca cggccagttg gtagatggat gcctgttgtt cagcgttaat
   300481 atcaagggcg ctcgtcaccg taaaattctg ttgagtgcca tcctcttcga taatactgac
   300541 atcggtgtta acaccacttg agaagttact gatattggat aacgaaaaag gacctggtgc
   300601 cactatggta cgataaataa cccgcccacg ctgacggatt tcaatggtgg cattggtatt
   300661 ggcaatcccc tcgatgggta cgatcaattg tgtatcatcc cgttgtgcgt tatcggaata
   300721 caactgaatg ccggttacgg gtaaaccaga aaaggtgtta cccactaaac caaattcacc
   300781 cagttgaacc acggatttca atgattcaac cgcgcgtaaa gcagaggttt cctgattata
   300841 gtattggctc actccttgat tataactgta ggaacctcgg tttatcagta cccaattttt
   300901 aaaattaatc cccggttcaa attgcccctg aacaagatta aagcggctat tgttactttc
   300961 gacccgttgg ccaaagatat tgtaattaag caatagtgca tgccctcctt gctgatactc
   301021 acttccttcc atttcgggat caaacgcctc ttgcggcaat gttatttcca cccggaactg
   301081 gccgggaaag agtttaacaa ccatacccgg ccaccgggct tccatattct cacaactgcc
   301141 gtcactctct gtatttcgta atttcaaggc catcagtaat gctttatcca tacacagttt
   301201 cccttcgcta tcgaaggtcg ctgcaatacg gtaggtcttg ctggcattaa taatgatagt
   301261 gacatcatgt tggccgggta gaaatctatc ctgaccgctg aagaattttg ccaattcagc
   301321 tgaataacct aatctctcca gcgtttctat gtcaaaaacc acctcaccct cttctgtgac
   301381 agggaaagcc agcgtaggaa aaaaagagaa taagaatgcg atacactgga gattaataca
   301441 acgggcgacc acgaaaattc cctgaaaaat taattattaa taaaaactaa taggtgaatt
   301501 gattattgaa aaatcgaata tcaccctaga gttaaataaa acaatggtat atcgatgcta
   301561 tatccttaaa aaaccctatc tttatagaaa tacgttttca taaaaacacg tcttaataat
   301621 aagaagaatg accaaggtta tcttaaacaa aaaataattt tgccaatcaa aaatagcctt
   301681 ggccataccc gcttgttacg cgctatatcc caaatgcaaa gttcatggtt agggaaccgt
   301741 caatcttagc gtcttccgtt atcgcaccat tcatcgtatt agtacctgcc agaacaggcg
   301801 tcacaaggag atcagcaaca aatactttac cagagttctg tgtgttagca cccgcagccc
   301861 agccggtacg ctggcctcta ttcaggtaag aagtatccgc ttgggagaat gatgccgatg
   301921 aagcagtaaa cacacctgac tttttaccat caacagttgc gttccgcatt tgtaccgtgt
   301981 agtaaccgat tttacccgta tcgtttatct tccccaagcc gaaggcggcg gcggaaccgt
   302041 cagatgaaga accaacacgg ttatcaaccg gggtaaaatt cagataagta ttggcgtcac
   302101 agtttaccgt ccaagttttg ttgatttgcg ccagtacagt cactgtagta cccggcttaa
   302161 cgagagaaga agacagttta cctatatcgt agatacctgc gtccggagaa acgacggtac
   302221 aacttggtac tgtcatagtg ccgacgactt ttaattctgc ggtcggtact gctgcgctag
   302281 cggcactaat actaacaacc agagaagaca gtattgcaat ttgagtcaat ggctttttca
   302341 tttaaaactc ctgatatatt ataatgttta ttgctgagtc ataaaaataa aatgtaggat
   302401 taaagtctta gtgtgagtac atctattaat ttattattaa aaataatgga caccccagac
   302461 ttaggctctg attaaaggtt ttattatttt agttgtatat cagaatgcac gccactttat
   302521 gtaggaaatt tcctacacgg atgtggattt attcttatct aatatattta cctacgactg
   302581 ccacagcatt aacccatgaa ttattgccat aaaaacaata aattaaacat aaattacact
   302641 atgtaatacc aattgtttca ttgccttaaa taatccatat aaaaaagtaa gttaatataa
   302701 tttaatgatt aatgaacaat taacctcatc aagaaactgg ctgtatattc atatacattc
   302761 gtttaagttt taaatattaa acatacacac atatttataa tgggtatata aaattcattc
   302821 catttgaata ttatattcat gtaaaaattt gagcacctat gttttaattt ttgtatttca
   302881 actcattatc tctcttctat ccgccgagta tacccatcat acttcaagcc tcatgtgtgt
   302941 tggctacgcg caatcagacg aagcaggaac tgtgcttaga tggtgtagac aaggaaaatt
   303001 gagcgaaaaa aaaccctgcc gatgcagcag ggtttaattg aaacgggcag tcgttatacc
   303061 gacacaccat gctggcttgc cagcgcagac agaccaccgg caaaaccctg accgacagct
   303121 ttaaatttcc attcgtcatt attgcggtat agctcgccaa agatcatggc ggtttcagta
   303181 ctggcatcct cggataggtc aaagcgagca atttctgcgc tgttatcttc gttgaccaca
   303241 cgcatgaagc tgttgctgac cataccaaag ttttgcttac gggcttcagc atcataaatg
   303301 gtgactgaga aaataatttt cttcacgtca gctgggactt ttttcagatc aattttgatc
   303361 tgctcatcgt caccgtcacc agcaccggta cggttatcac cctgatgaac aacagaacca
   303421 caaggactca ctttgttgtt aaagaagatg aagtgctgat cagacaaaac tttgccgttt
   303481 tcaccgacca taaataccga ggcatcaagg tcaaattcag aaccatcggt cacacgtgca
   303541 tcccaaccca gccccacgac agcaatgttc atggttggag cttcttttgt cagagatacg
   303601 ttaccacctt ttaccagaga aactgccatc gtactttcct tacactgaag tgttaaatat
   303661 tcagagcatt ttgccctgaa tatatgaata cgttaatctg tacacccaaa atgattggcg
   303721 ttacaggtaa gtaaccagca aaccccgatg aatttattca acggatacgc tgacgtagct
   303781 accccctgca acgtcaaaaa cgaagggaat gattaagatg cgttgatgcc atactgagca
   303841 caaacagacg acaaaccacc cgcatagccc tgacctaccg cacggaattt ccactccgca
   303901 ttatggcgat acagctcacc aaacagcatc gctgtttcgg tggacgcatc ttcagacagg
   303961 tcgtaacgcg caatttcaac gccattatca tcgtttacca ggcgaataaa ggcattagcc
   304021 acctgaccga agctctgacg gcgcgcctga gcatcatgaa tagtgacaac gaaaacaatc
   304081 ttatccacat ctgctgggat caaaggcaat ttgattttca gcgactcatc gtcaccctcg
   304141 ccttcaccag tacggttatc accggtgtgc atcactgaac catcagatga tttcagattg
   304201 ttgtagaaaa tgaaatctgc atcgttacgt actttgccgt ttgcagtcaa aagaaaagct
   304261 gaagcatcca ggtcgaaatc ctgaccatct gtagaacggg catcccagcc gaggccaatc
   304321 agcacattcg tcattgttgg agcttcttta ctcagggaga cattaccgcc tttcgaaaga
   304381 gatacaccca ttttcatttc ctcagtagtt aagtattaat tcaatttaca tcatcaggtc
   304441 tctaaaaccc tacgttagtg ctgtccttcc tttgaatcct tttcagggaa caggaagctg
   304501 gcaacaatac cgatcgccag tacaccaatg accacgaaca ggctaacatt ggccgagata
   304561 tcatagccgt gattgaaaaa gtggtcagat gcattcaggc ccaacttagc ggcgatgaag
   304621 aacaacagca caataacggc tttttcgaga tggacgagat actgcttcag cgcttcaagt
   304681 acaaaataca gtgtacgcaa gccaaggatt gcgaacatca tcgcactgta gacgatcaac
   304741 ggttcgcggc tgaccgcaat caccgccggt acagagtcaa aagcaaacat cacatctgac
   304801 agttcaacca cggccaaaca gagcatcaat ggcgtggcat aacgtgcaac accgccttta
   304861 cggcctactt gcacatccgc attttcaggt ttagccagtt ctgcatcaac ctctttctgg
   304921 ctcaatataa aggcattgcc tctcaatttt ggccaaatag ggaagaaacg cttcactaaa
   304981 cgataggcga tatgttggga ataatcctca atggcgtcgt catcatcgcc ttttctcagc
   305041 atcattactg ccgtccaggc aacaactatc gcgaagacaa cctcaaccca cggccctagc
   305101 atcagcaagc ccgtaccaat ggcgacgaaa atgccacgga aaacgatagc cccgataatc
   305161 ccccaataca gtacgcgata gcgcaaacgg tctggtaccg caaaccaaga gaaaatagcc
   305221 atcatgacaa acaggttatc aatggataac actttttcaa gcgcataccc agtaacaaac
   305281 aaactggctg cctcagcacc gtgatgcagg taaaggaagc ctgcgaatac aaaagcgatg
   305341 gcgacccaga agagagacca caacgccgca cttttcagag agattggctt atcatggcgg
   305401 tgcatgaaaa gatcgataca aatggcaccg acagaaagca ggatgaacac ggctactgtc
   305461 tcaatgggaa agccaatatg ggtggattcc ataattcctc aaattattcg ctattacagt
   305521 tgaaaatcag cagggacaaa acctaacgtc acgcaaattt cacgtgctgc ggcttcttcc
   305581 atttcatcaa aaacaccgtc gcttttcgca acagcaatac caacacgcaa agcaagctgt
   305641 gccgcttctg gctgactttt gagcgccatg atgtacttca tcgcctcgcc cttgccaatg
   305701 tcagcatcaa attcatagct ggtaaccagt ttgttaaaga actcgatcac ttcattggta
   305761 tcgaagacgc ttaattcagg cgactgcttg atgaacatga tcatcttttg tttttcttcc
   305821 ggacccgcgc cattactcgc cattgagata tgcgcgcaga cggcgacagt gccttccatg
   305881 aatttacggt ttttaaagcg gccaacctga ttggtcagtt cggtgcgccc ggcactgatg
   305941 gcatttttca ctttattgaa aaagctcata atatttcctc caaataaaag tttaacgtgg
   306001 cttatttgct gcccgctttc cagcggaatc cccagccaaa agcctcgtcc atttctttgt
   306061 gtccgctaaa atagcggtta attcgttcaa ctttgatatt gcctgattca ttcaccaaac
   306121 gagcaaccgc acacatattt ttccgatcat tcccttcatt catctgcgtc tcgattgggg
   306181 cctgaccggg gacattaatg gttacgatcc cgtcggtact tccccaactc ggaacacctt
   306241 cataaataaa ggcaaaaatc agcacttcct tgacgtgttt ccactcgcgc ccattaatgt
   306301 gcatccactc accgtcgctg acatcgccag tacgatcatc gccttgtaac tgaacataag
   306361 gttcactgtg gtaggagcca aaattgttcc ctaacgcctg aataacgcca cgggagccat
   306421 cgttcaaggc gacaaaagcc cctaaatcga ggtcgatccc tttgttcgag ttaaagatgc
   306481 cctgcaagaa accttttgcg ggcgcgcctc cgccacggtg ccaattcagg ttgacgcgga
   306541 tctcaccgaa atcatcacgt tttgtcaggc tgatgaccgg tttttctttt gtcagagaca
   306601 ccttgctcag attgatcggt ttggcgactg gcggcgcggt tggcgcaggg gttgaaaccg
   306661 gagtgggaac cggagtaggt gccgcgggtt cgtcttctac caccacacca aaatgttcgg
   306721 caagcggctt gagaccgccg ttaaaaccct gagcaacaaa gcggaatttc cactcagtat
   306781 tacggcgata cagttcaccc agaataagcg ccgcttcctg acgcccctgc gtctcgacat
   306841 cgcccttcat caacacactg ccgttcagct cgacctggat cgacaagttg cctagctgtg
   306901 aaagggtttg gttaccgtcg caggtggccg tgaacgctat cttttgtaca tcatgattga
   306961 tggcctggag gttaactgaa aacgcagtat ttactccctg cccagacaaa cggatggtgc
   307021 tatcatccgt aaccggttga ccataaaaca ccatatccgt atcgccccgg acttttccgc
   307081 tggcatagag ccgaaaagca gaaacatcaa cggaggcacc ggacagaacc cgtactgtca
   307141 gcgtctgaga cgcaacaggg gcattgcccc caggcatcag attcatcagc gcaccaccgt
   307201 ctcaatgatt tcagacatca tgtcttcgat agtgcggcca cggcatgcac gtccatgagc
   307261 ggtaaagtcc cactgaccat tgttgcggcg cagagaagaa ataacgatac cggtgtggct
   307321 cccctgctca gtgagaacat aacgagcaag ctctttgccg gtttgatcga ctacacggca
   307381 gaacgcattt tcaacttcgt tgaaggtctg cccacgaaaa ctgttaaccg taaatgccag
   307441 atattcaact tcagccggca agcggctcag atcgacatta atgacttcat catcaccgtc
   307501 accttcccca gtgaggttat cgccagtatg ttgcacagaa cgacacttgg acgtgagatg
   307561 gcgaaaagaa acggtatcaa cgggtttgcc agcctggctc aacatcacac agctggcatc
   307621 cagatcaatg ctatcgctag cgctaccacc accgaacaaa ccacccagaa aacttttttt
   307681 ctttttaacc ggatcccaac ccagaccgaa ctggacgcga gagagggcac tgctttcttt
   307741 tgccagtgag atagtttggt ttttgcttaa cgatatcatc acgtttcctt ttagaatgaa
   307801 attattgaac aagtcacatt aaccgcatca caccaatcat atcatgaagc catcatcatt
   307861 caactcatga atcatattat gatttgtaaa gaacattaaa tatcaatata aacaatagat
   307921 tgaatgtggt ttatttattt taaataaatt gatcagtgca ataagatggc aatcataata
   307981 tgattaagga taaggtttca ttcatagaca attaacacct tccctttggc ggtttcataa
   308041 ggattcatcc actgatgaaa aaaaatattt ggttcatggg gggattatct tcccaaaggg
   308101 acatcatttc cggtgtgaaa aacaccagtg aacttcatgg caatgctatt caggttttcg
   308161 cctcccatca tcagcatcgc tatgaaattc ttgaaaaagc ggatgttgct tttatcgaac
   308221 cgtcggatct tgacaccaaa atggcgttta tccgccatat cgtgaaagca ttcgacatag
   308281 aagcgattca tactggccgc agttgtctct ggtttgagca gcaccgagca gccattgaag
   308341 ggctgggcgt aaaattgacc actggcgcgc agtgcccagc aacctttact ttagctgata
   308401 ataaagtcga atacgccgct tacatggcgc aaaaaggttt gcccgttgtc ccttcaattc
   308461 agatcgcttc gcctgatgaa ttgcgtgaat ggctggctaa cccgcctttt gatactgaaa
   308521 aactctgtat caaacccgtg acaggcatct acggcatggg gttttggaaa ttggatcaat
   308581 ccatttcagc aatggactgc tttgaccgta ccgataatcg tgttgttcac ccagatctct
   308641 atctggccgc tcttgagcgc actgaaaaaa tgcagcccat ggtgcttatg ccttatctac
   308701 ctggcccaga atcctccgtt gacatgttgg ttgaaaaagg caaagtcatt gcagctgtgg
   308761 cacgccgtaa agaaggcagc gtacagcacc ttcaccaatc gggtgccgcc tttgaactgg
   308821 ctaaatccag tgcggagctg atgcaggctg acgggctggt gaatgttcaa actcgctgcg
   308881 atcaccacgg gcaaccgctg ttactggaaa ttaaccttcg cccttcaggc ggtattgact
   308941 atacccgcca cagcggcgtg aatttaccgg gcttgtttgc cctgcggcaa ctggatctga
   309001 tgagtcaaga tgaagtgagt tcgcaagcgg ttgcacattt taagcctgtc agcgtgagag
   309061 cgatgaccga tgcactgccg ttccccgctg aattgcaaaa tcttactcat ttctaaaaag
   309121 gacagtcatg atgacaaccc aaccgccggt ttatcgccgg gaattgtcag ggggcacgtt
   309181 gacggtgata cctaacagta gcaatatccc gctggattcg ctctttgata ttgccgaacg
   309241 ccgtaaccct aagcgcgcct tcctttttgt tagcaaagtt ctggggcggc acatccctgt
   309301 tagccctgcc accatgcgca atgtctatcg ccaattggcg gagagattcc ccgcagacct
   309361 accaggcccc gttctgttta ttggcatggc tgaaactgca gtaggtctgg ctgctggtgt
   309421 atttcaagag ctacgcggca cggtcgctga accggttttt ttgacgtcaa cccggcatcc
   309481 ggttgatggc gatttgctgt gcgaattcaa agaaaaccat agccatgcaa cggatcacct
   309541 gctctatttg ccgtctgacc ccgtgttgcg cgcacgcctg caacgcgccc gttcagtggt
   309601 tcttattgac gatgaggcca ccacggggaa cacctttatc aaccttcttc aggcattacg
   309661 tgatgccaat ctgaatggcc ttgaaaaggt ggttgccgtc accctgaccg actggagcgg
   309721 tagcgcactg acggaacggt gccctttgcc agtcaccacc gtttcactta tcaccgggga
   309781 gtggaactgg tcacccatcc ctgatgcccc ggtgcccgtg atgcccgcct gtaatgtcac
   309841 tgcccgtggc aaggttgcca tcaccgataa acaaaattgg ggccggctcg gcatggatga
   309901 aacccgtgct gatatcggcc ataaggtcca tgtactggcc ggtgaaaaag tgctggtcct
   309961 tggtaccagt gagtttgtct ggcaaccttt cttattggct gagaggctgg aacatgccgg
   310021 ggctaacgtc aaatttagct cgataacccg ctcaccgatt gcacaaggcc atgctattaa
   310081 ctcaatcatc gcgttcagcg ataactacgg tctagggatc cccaatttcc tctataacgt
   310141 cgctcatcag cattttgatc gcattatcgt ttgtgtcgaa acaccagccg aatctattga
   310201 tcccacactg attgaacagc ttcgcacggt ggcaccttgt gtggaggtta ttgcttatga
   310261 ataagcctgt ttttttgtgt gatctggacg atacgctgtt ccagacacgg cgcaaaatgg
   310321 tcgatgagct agaccttcct ccttttcggg taggggcgtt ggatcgcagc ctgacacccc
   310381 gcagtttcat gaccgaagag cagtccatgt tggtggattg gctcttggag cacgcagaat
   310441 ttatccccgt gaccgcccgt ggaacagaag agatcagccg cgtcaacatt cctttcagct
   310501 catgggcgat caccacccat ggtgccgtta ttctgacgcc cgacagacaa cccgatgccg
   310561 gctggcagga tacggtgctg acgaacttgc agccctatcg tgaccgtttg atagcaatgg
   310621 aaagccgtat caatgacatg atggccgaac ggggtctgaa tgcctggtgt cgaatcaatt
   310681 atgaatacgg cgacaccccg gtttatttcg tgatgaaaca ccgtgatagc acacagatag
   310741 ccgagttgta tgccttcaac gaccaactgg aatccctctt ttccactgat ggattttata
   310801 ttcaccgtaa cagcaacaat attgcgtggt taccggtttg tatcgaaaaa ggcctggcga
   310861 ccacttatct gcttgataaa ttacgccacg aacatggcgc gtttccggtt ctgggtttcg
   310921 gcgatagcct gagcgacttc agctttatgc gccactgtca ttggttcggt atgcccgcga
   310981 aaagtcagtt ctcgcaggcc ctgacatcgc atttatttga taacacgaca tttaataaaa
   311041 ataatgttaa tggagataac gatgcatgac attacgcctt tttctggctc ctatttgcca
   311101 gatgacattc aatttctgct caaaccaata caaattgaaa tgacaccggt cgaggttaaa
   311161 gagaaactga tccagtcagg ggcccgccat tattctgaca tgctcagtca ggagccagcg
   311221 ccgaccgagc atcacctcac cttgtttgca cgagcactcg atcaaggggc cacacgcatg
   311281 gcgcgtgaag tggtgatgct ggcgaaagcc ctaatcaacc gtttcggtga taccccaatc
   311341 gtgctcgcca gcttggtacg cgcgggcgta ccacttggtg tgatgctcca tcacactctc
   311401 cgcgcattgg gaaaaacctc ttttcactac ggtatcagta tcatccgtga ccgggggatt
   311461 gatgaggtcg ccttgtcata tattgagcaa aaacacggca ccgaagggct ggttttcgtc
   311521 gacggttgga caggtaaagg ggcgatcacc ggtgaactga cgcgctccct acaggggcgt
   311581 ccgggctacc ccgagctgcc tcgtctggtg gtgttggccg atccctgtgg ctgttcttgg
   311641 ttatctgcaa ccgatgatga ttggcttatc ccgttcggta ttatgggcgc gccagtctcg
   311701 gggctggtct cccgttccct ctggtcggaa aaagggctac acggttgtgt tcactgtgag
   311761 catttgcagg agtttgagtg cagccaactg ttggtgaata ccgtcgctga ctgtcgccaa
   311821 caacttgatc tgtcccagat acccgcggcg gagtgggatt atcagcaaaa tgccgccctg
   311881 cggatccaaa gccatcaagt ggtgaaaaag atggcggaac agtttgagat taatagcgta
   311941 aatcgcatca aaccgggaat tgctgaagcg acccgagccg ttcttcgccg tgtacctgac
   312001 catgttctgg ttcgtcacat tgacgatcct gacgtgtcat tgctggtcta tttagccaaa
   312061 cagaagaaaa tcgcaataaa agaagtgggg aatgaactgg gccaataccg tgctatcacc
   312121 ataattaaaa aggtcatctg atgaaatcaa caccttctgc gtacgctttg ggggcaacac
   312181 tttatatgcc tgctacgcgt accgatattg ccgatattat tattcataat aaaatttccg
   312241 gcctgcgctc actggtaatc tgcctggaag atgccgtgag cgaagatgat gtgccactgg
   312301 ctatctctca actcagcacc ttattaggta cgctagccgt agagaaaaaa cgcgatggat
   312361 ctgcccattg gccgctgatc tttgttcgtc cacgtcatga agcgatgggg ctagcattaa
   312421 tcacccgttt taatctgagc gctatcaatg gctttgtgtt gccaaagttt acccaagcat
   312481 ccattactac ctggtgggag atcatgaaag agactcatct gtgcatgatg ccaacgctgg
   312541 aaactgaaga tgtctttgat gtagcgaaga tgagtactct cgccagggag ctggaaaatc
   312601 acccctctcg tcaacgcatt gttgcgctgc gcattggtgg taatgatctg atgagtgtta
   312661 tttcgatgcg gcgctcgcgt aagttgacgc tgtacgatgg cccgatgggc tacgtgatca
   312721 aaatgctggt ttcggtattc tgtccaaaga attttgcgtt aaccgcaccg gtctgtgagc
   312781 aaatagataa tccgcagttg ctggaaacag aactggcgct ggatatcgct catggtctgg
   312841 tggggaaaac cgccattcat ccaagccaga tcgaagtcat tcaacgcgcc ttaatggtcg
   312901 acactcatga tcacgctgat gcattgcgca tcctcaattc aacacaggca gttttcaagt
   312961 ctcagggggc gatgtgtgaa ccatctactc ataagcgctg ggcggcggca atccttgagc
   313021 gtgcacaata ttacggaata atgcctgatt ttactgcgat ggcggttcgt gatgcgccaa
   313081 gaaaacatca gagtggataa gacatgccat gtgcaaaggg gcataagcgc gaatatagcc
   313141 aatttggcaa agctgttcgc tcatatatag aacgcttttt gagtctcttt tagccgataa
   313201 accgtgggca gccgagtcat ataagacaag ggttctctaa aaggctaaac ttgatgggat
   313261 cataagtttc acagagtttt atcccgtgga ggcactggcc atgtatcgcg ttatatccct
   313321 aaataatttg gctttattgg taggcgtatc ccaatgagcg tacaccatca gtgacttggg
   313381 ataaaatgta ccgctaaccc cagtaatggt taagtacgaa gggtatagag gaaaatatcg
   313441 tcagtcccta ttttcctgcc aatcattcca cccattaaag gcggcactaa ctaaagatgc
   313501 ttctcagcac caagcaattt cgtcactaca cgctggccct gctcctcgcg agtggcaaac
   313561 cagtagacgc ggatgacata tacgataagt tgagctgttc aggcccaacg ctcacccgtg
   313621 cgctcaagga actgcgggaa acctacaacg cagagatccg ttacagcaaa agcactcaca
   313681 gttaccaatt gaccgagaaa ggaacgctga cgccaaaagt gctacgccac attaaagatg
   313741 ccattgcctc gcatatgata ataaaatcac acgaggagct ggtggccagc cacgttattt
   313801 tggacaaaga gaaaaagaga tccatttcac tctccctacg catgtccgtt atacgcaaaa
   313861 ttgaccgagt ggttaatcag cttgagataa cccgtagtga agctgtggaa atactcgtta
   313921 acacctacat tagcgagtta atgctctctg tcagtcagcc tccaaaaggg aaaaaaagcg
   313981 tttaatgtaa aaagaaaaat ctacaattcc ctcctagaca ccgccatcga cagtgcttcc
   314041 ctatcaacgg gggcactgtc gccatcgatt gtcagagaaa aagtaaatca ttatcaacaa
   314101 ctcttgccgt gagccccgca tagcattact caatagataa cctcgaactc taaatatgat
   314161 attaaacaat aaaaatttcc tagccattag atttatatcg acgatattta atttgcattc
   314221 aacaataaat aaatgttatt taaattattc gtgattgcgt taattaaaca gattataccc
   314281 acacaaagaa gagaacatta tggaaagaaa actaagtttc gaaatgaatt cagctaaaaa
   314341 tgaaaaagaa atggagaata tatttaaact tatcgagttt accgacacac tggatcctat
   314401 ttattacaca gtcaacacag aaattggatc ctctgtttgg agtgatacat atcgtactgt
   314461 catagagtta agagaaaaaa cagatgttcc cctgatacct cacattacaa taaataataa
   314521 aaaagaaagg gagataatgc agattataga aaaatatata aacgtaggca tttgtgagtt
   314581 cttcgtgatt cgtggtgaca agcatgtgta cgaccaagat aaccccatta attacggggt
   314641 tgaattgatt gagctgatac gccgtagcca caaacatatc ggaatcaaaa ccagcctgta
   314701 ccctgacttt cacaaggaaa ccacagaggt aaaagaagaa atagactgga atgaaagaaa
   314761 atatcaactc ggggttaatg agtttatcag ccaactgaca ctcaacacga atgcattgga
   314821 tttcctgagt cactgggttg ataaagaacg accctttacg ccatccataa tgccacttgg
   314881 caatttttca tttattgaaa aatttacttc atctaactca atcgactacc ctttgtggat
   314941 taaaaaattc gcaaatagta agagcaatag taatgaagat aaagaaaaca tcgggattga
   315001 gataattcgc tttctctgta gagaatatct caatcaaagg gagaggcttc atgtattcac
   315061 tttgaataaa gttgatgtta tgaagaaaat tttccaataa ggaattgtac accgaaagat
   315121 tctgttgcat tagcgcagaa ctgagactgt cattaaaatt gtgatattgc ctgatggcta
   315181 tgatacacca aaataacctc actctgatgg gtggggctat atcaaccccc atttcttttg
   315241 cttgatagct gttacccttt gcggggagcc aaatcggtct cgtccactgc ccctaatttt
   315301 ggcctgctcc ccctcaattg tctaatttat gcactgtttg tcgccattta ctgatacagg
   315361 tcaagatact tcacattagc tattgatcga atgcttatga ttatcattta atttcgcacc
   315421 tgtggtttag tgagcttgct atgaatattg atctgatgcc gtattatgcc caaccagggc
   315481 cactgccatt tcccaaacgt tgggctacga tgccgtggcg tgacagccgg ccattacccg
   315541 cagagtcact ccaggatagc tggcagtcac tattacaaaa agcgcttcct cgcaataagc
   315601 gtttacttta cttacacatt ccattctgtg ctacccactg tactttctgt ggtttctacc
   315661 aaaacccgct gcaatccggt agcaccgaac gctataccga ttacctcttg cgagagctga
   315721 gcatggaagc cgatagccca ctgctacaag gggggccaat tcatgcgatc tacttcggtg
   315781 gcggtacacc aagtgcactt tccgcacaac aattacacag tattatcagc caattacgca
   315841 agagtttacc gctagctccc gattgtgaga tcaccgttga agggcgaatt tttaattttg
   315901 atgatgagag aattgatgcc tgtctggaag caggggctaa ccgtttctct atcggggttc
   315961 aaacgtttaa cacccgcatt cgtcaacgaa tgggccgcaa agctgaccgc gatcaggcga
   316021 ttcgttttct gactgatttg gcgacccgtg atcgggctgc tgttgtttgt gatctaatgt
   316081 tcggtttacc gcatcaaact cccgaaatct ggcaggaaga tttagccatc gtgcgtcagc
   316141 tcccgctgga tggggttgat ctgtatgctc tcaatttgtt gccgaccaca ccgctggcta
   316201 aatcggtaga aaataaccgg gtggaactgc cgacactggc acaacaatgc gacttttact
   316261 gcagcggggc agatagcctc gcacaggcgg gttggcatca gttaagcaac agccactggg
   316321 cgcggaccac ccgtgagcgc aatctgtata acctgttaat caagcaaggg gccgattgcc
   316381 tcgcattggg cagtggtgca gggggctcct tgcaagggca cgcttacatg cagcaccgta
   316441 gtctggataa ctactatcgg ttaatcgata gtgggcagaa accgttaatg atgatgacgc
   316501 aagccagcgg cgaacatccg tggcgggcta aattacaaag tggtattgaa gttgggcgtc
   316561 tggacctgag cgagttaatt gccgatccgt accctctcat gccattgata tcccagtggt
   316621 atcaaagcaa tctactgaaa gataacagtt tctgcctgcg cctaaccgac agcgggcgtt
   316681 tttgggccag caatatcatg caggcactgc aaaatattat tccttcactc atcacagcgg
   316741 aaagccactc atgaatacgt catcgtctat aaatacatcg tcctctatga atacatcgtc
   316801 ctctatgaat agatcgccac tggctgaatt ccttgccacc caaccggatg gcaccttgga
   316861 acagattgca caggattacc aggtcagcgt acttgatgtt gtgcgtgcct tacctgaacg
   316921 agtcttggta ggcgcagagc attttgatcg tatatgggac agcatgaccg agtgggggga
   316981 tgtcacgacc ttagtccata ccgccgacgt gattttggaa cacaaaggcc cactaccgag
   317041 cgggactcac cgccatggct atttcaattt acgcagtaaa caaggcctca gtggccatat
   317101 cagagcacaa aattgccagg caatcgccct gctggaacgc ccatttatgg gaatggcaac
   317161 agcgtcagta cagtttttca atcaacaggg tgaagtgatg tttaaagtct atgttggccg
   317221 tgatgaacat cgtcaattac gtgctgatgg ccttgccgca ttccatcaat tggctcaaca
   317281 gctcctgatt gaagacccga ccctggttaa ataacaagac tcgtcaaaca caacaagagg
   317341 aaacaccatg aggccatggt tgatatttgg tgcaggtcgt ggcgtaggcg cacatctgct
   317401 agcgttagca aatcaacatg cggattctgc atcgaatcct cgtcctgtca ccttgttgat
   317461 ccgtaatcag cagcaagcag aggaattgcg caacaaaggt ctgaccgtgg tctgcggtga
   317521 tgcttgtgat ccggccagtg tgcgcgaagc ctgccaacta gccggtgagg acgccgctat
   317581 catttcgacg ctgggtaata acaatgcgaa ctatcagggt aatcggctga tcattgacac
   317641 ggctgagcaa ctggggctga agcgtatgct tttggttaca tcgatcggtt gtggcgatag
   317701 ttggccaacc ctctcccctg ccgcccgcgc agcttttggt caggcagtgc gtgagaaatc
   317761 actggccgag agttggttac aaaccagcaa cctgatttat accctgattc ggccgggtgg
   317821 cctattggat cagcccgcca ccggtaacgc gatacgcctg caaacggaag cccatggcat
   317881 ggtcacgcgt gcagatgtcg cacaccatat aagccagatg atcgaggacc ccgcgacata
   317941 ttaccaagcg tatgcattaa ttgagccagg attagcccgt aaggtaaaaa tgaattaaca
   318001 acaaatatgt cttgatgtaa tatcaaacca tacctgataa tgcttatcac actgatagtc
   318061 gttatcatta agttgttggc catatggata aacagttgaa taaagtgcca atgttaaatg
   318121 acgaacctgc tgccgaatat tcggtggcac gtaagccttt gtctatcgcc agcgaacagt
   318181 tgctgggaga gcacggcgta gcctttatcg tccatcaggg cgaatgctat caactgcgcc
   318241 agaccaaatc tggaaaactt atactgacaa aataactcgc gttatatacc caagatatac
   318301 caagggtatg aatgacgctt actgcaagcc acccagattt tcgaatcaag gcagccagca
   318361 acctatcgat atgtttttga aaaaaaatat ggagaattgc cgacatgctt cgttccactt
   318421 ccgaccgttt ccgctggtcc tcactcagtt tggcaatcgc ttgtaccttg ccccttgcta
   318481 ctcaagctgc tgataccaca accactcaaa ccagcagtaa aaagcacagc accgacacca
   318541 tggtcgtcac agcaaccggt aatgagcgta gcagttttga agcgccaatg atggtaacgg
   318601 tcatcgaagg gaatgcccct accagccaaa ccgccgcgac ggccgcagat atgctgcgac
   318661 aagtaccagg gctgaccgtc actggcagcg ggcgtaccaa cggtcaagat gtggtgatgc
   318721 gaggttacgg taaacaaggc gtgttgacac tggttgatgg tgttcgtcag gggaccgata
   318781 ccggtcactt gaactccact ttcctcgatc ctgcgttagt caaacgtatc gaaatcgtcc
   318841 gtgggccagc agcactgctg tacggcagtg gcgctctcgg cggggttatt gcctatgaaa
   318901 ccgtggatgc agcggacatg ctgcaaccgg gccaaaacag tggttatcgg gtttacagct
   318961 ctgccgcaac gggtgatcac agcttcggtc tgggagccag cgcctttggc cgcaccgatg
   319021 atctggatgg tatcctctct ttcggtaccc gtgatatcgg caacattcgt caaagcaacg
   319081 gttttaatgc cccgaatgat gaaactatca gtaatgtatt ggcaaaaggc acttggcaga
   319141 tagactcgat tcaatcgtta agcgccaatc tgcgttatta caacaacagt gcaatagagc
   319201 caaagaatcc gcaaaccagc gcaccatcca gtaccaatgt catgaccaat cgttcaacga
   319261 tccagcgtga tgcccagctc agatataata ttaagcctct cgatcaagaa tggttgaatg
   319321 ccacggcaca ggtttattac tccgaagtgg aaatcaatgc ccgtccacaa ggttcagccg
   319381 aagaaggccg cgagcagaca accgaaggtg tgaagctgga aaaccgtacc cgtctgttta
   319441 tcgaaagccc agcctcccac ttgctgacct atggtactga aacctataaa caggaacaga
   319501 cccccggtgg ggcaacggaa agtttcccac aggccaaaat tcggtttagt tcgggctggc
   319561 tacaagatga aatcacctta cgcgacctgc ctgtctccat attagccggt acgcgttatg
   319621 acaattacag tggtagcagc gatggctatg ccgatgtcga tgccgataaa tggtcatcac
   319681 gtggtgcaat cagcattaca ccaactgatt ggctgatgct gtttggctcc tatgctcagg
   319741 ctttccgcgc cccaaccatg ggtgagatgt ataacgattc caaacacttt gcgatcccta
   319801 tccggcctgg gttgacactc accaactatt gggtccccaa cccaaatctg aaaccagaaa
   319861 ccaatgagac ccaggaatac ggttttggcc tacgtttcag tgatttactg atggctgaag
   319921 atgacctgca atttaaagtc agttacttcg ataccaaggc taaagactac atcagtaccc
   319981 gcgttgacat gcaagccatg accaccacat cggtgaatat cgatcaggca aaaatctggg
   320041 gttgggatgc cagcatgagc tataaaacgg ccttgtttaa ctgggatctg gcctataacc
   320101 gcacccgtgg taaaaatcag aataccgatg aatggctcga caccatcaac ccggataccg
   320161 tcaccagtat cgttgatgta cctgtcgcca acagtggttt ctccgtcggt tggattggga
   320221 ccttcgctaa tcgctccagc cgcgtttcca gttcaacacc gcaagccggt tatggcgtca
   320281 atgatttcta tgtgagctat aaaggccagg aagcattcaa aggcatgacc acaacaatgt
   320341 tattgggtaa tgtcttcgaa aaagagtatt acacgccaca aggcatccca caagatggcc
   320401 gtaacgtgaa atttttcgtg agttatcagt ggtagctaat gaaaaaaagt tagtctgaaa
   320461 tcattcatcc ggtaatccat tttgtggctt gccggattat catttgacaa tgattacctg
   320521 catacaaaaa aaccaattaa ttaggaagcc attatgaacg catcattata ccaacaatat
   320581 gtacaggcta aagcagagca ccctggcaaa tatgcccgtg atttagccac cctgatgggg
   320641 atttcagaag cagagctgac ccacagccgc gtcgggcatg atgcaaaacg tttacaaagt
   320701 gatgctcgtg cattattggc cgcattggaa tccgtcggcg aagtcaaagc cattacccgc
   320761 aacacctatg cagttcatga gcaagtgggc cgctatgaga accaacactt aaatggtcat
   320821 gcagggttaa tcctcaatcc acgcgccttg gacctccggt tattcctgaa tcagtgggca
   320881 agcgccttta cactgaccga agagacccgc cacggcgtgc gccatagcat ccaatttttc
   320941 gaccatcagg gcgatgcatt acacaaagtg tatgtgacag aacagacaga tatgtctgcc
   321001 tgggaagcct tgctggcaca atttatcatc ccggaaaacc cggcattgca gttagaacct
   321061 ttgagcaccc cagaagcggt agaacctaca gccgatgatg caaccgtgga tagcgaatgg
   321121 cgtgccatga ccgatgtaca ccagttcttc caactgctta aacgcaataa tctgacccgt
   321181 cagcaggcgt tccgcgctgt tggtgatgat ctggcttacc aggtcgataa caactcactg
   321241 actcagctgt tgcacatcgc ccagcaagat cagaacgaga tcatgatttt tgtcggcaac
   321301 cgcggctgtg tacaaatttt caccggcctg attgaaaaag tcacaccaca caacgaatgg
   321361 attaatgtct tcaatcagcg ctttacactg catctgatcg aaacggccat tgccgaaagc
   321421 tggatcaccc gcaaaccaac aaaagacggt tttgtcacca gcctagaact gtttgctgct
   321481 gatggtactc aacttgccca actctacggc cagcgcaccg aagggcagcc agaacaaaac
   321541 caatggcgtg aacagattgc ccgcctaatc aacaaggata tcgccgcatg agactccggt
   321601 tgctgtcgct ccccttcatt ctgtcgctct gtgcccctct gctgccacta aataccttgg
   321661 cggcagaacg tattgtgact attggtggag atgtaacaga aattgcctat gcactcggtg
   321721 caggtgatga gattgtggcc cgtgacagca ccagtcaaca gcctcaggca gcgcaaaagc
   321781 tgcctgatgt tggttatatg cgcacgctga acgcggaagg tattttggcg atgaagccaa
   321841 ccatgttgct ggttagtgaa ctggctcagc cctcactggt gctgacgcag atcgccagca
   321901 gcggtgtgaa tgtagtgacg gtaccaggcc agacgacacc tgaaagcgtc gcgatgaaga
   321961 ttaatgccgt tgccacggca cttcatcaga cggagaaagg gcagaaactg atcgaagact
   322021 accaacagcg cttggccgcc gtgaacaaga ctccactacc agtgaaagtg ctgtttgtca
   322081 tgagccatgg cgggttaaca ccgatggctg cgggccaaaa tacggcggca gatgccatga
   322141 tccgtgcggc gggtggcagt aatgcgatgc agggctttag ccgttatcgc ccgctgtcgc
   322201 aggaaggggt tatcgccagt gcgccagatt tattattgat caccacggat ggcgttaaag
   322261 cgctgggtag cagtgaaaat atctggaaat taccgggtat ggcactgact ccggctggca
   322321 aacataaacg cctgttggtc gtggatgata tggcattact tggctttggt ctggaaacac
   322381 cacaagtgct tgcacagcta cgtgaaaaaa tggaacagat gcaatgaatg gtcgtgttca
   322441 gccacgactg atgctgggct tcttactgat attgctagtc attctggcgc tgggctcagc
   322501 taatatgggg gccttatcgc tctcatttcg cacgctatgg aacacctcca ccaatgatgc
   322561 catgtggcac atttggttga atatccgcct gccacgggtg ttattggctg tcgtggtggg
   322621 gtgtgcattg gcggtctccg gcaccattat gcaagggtta ttccgtaacc cgctggcgga
   322681 cccaggtttg ttgggcatca gtagcggcgc agcgctttgc gtcgggctga ttatcgtgat
   322741 gcctttcagc ctaccgccgt tactcgcgct gtatagccat atggttgggg cctttatcgg
   322801 cagtctggct atttctacta ttatttttac cctcagccgt tgggggcatg gcaatctagc
   322861 tcgtctactg ctagccggta ttgcgattaa tgccttatgc ggtgcggcgg ttggggtgct
   322921 gacctatatc agtgatgacc aacaattacg ccagttctcg ctatggagta tggggagttt
   322981 agggcaagcg cagtggtcga cactgctggt cgcatcctcc ctgatcctgc ctacctgtat
   323041 tttggggctg ctacaggccc gccaactgaa tttgttgcag ttgggggatg aagaagcaca
   323101 ctaccttggc gtcaatgttc ggcaagccaa actacgctta ctgctactca gtgccatcct
   323161 gattggtgcc gcggtggcgg tcagtggcgt gatcggcttt atcgggttgg tggtgccaca
   323221 tctgatccgt atgcgtatcg gcgcggatca tcgttggttg ctacccggcg cggcgttggg
   323281 gggggcctgc ctgctactga cggccgatac actggctcgc acactggttg ctccggcgga
   323341 aatgcccgtc ggtctgttaa ccagcctgtt gggtgggcct tattttctgt ggctgatttt
   323401 acgtcagcgg gagcaacgca gtggttgata tggcagtaac acccgtcgca ttattagagg
   323461 ccagccacct ccattatcat gtacaacagc aagcgctgat taatgatgtt tcgctgcaca
   323521 tcgccagtgg tgaaatggtg gctattatcg gcccaaatgg cgcagggaaa tcaaccctgt
   323581 tacgtttact gactggctat ctttcccctt cccacggcga gtgtcacctg ctggggcaaa
   323641 accttaatag ctggcaaccg aaagcactgg cccgtacccg tgcagtgatg cgccaataca
   323701 gcgaactggc ttttcctttt agcgtcagtg aagtgattca gatgggtcgc gcaccttacg
   323761 gtggctcaca ggatcgacaa gcattgcaac aggtaatggc gcaaacggac tgtctggcac
   323821 tggcacagcg cgactatcgc gttttatccg gtggcgaaca acagcgagta caactggcgc
   323881 gcgttttggc gcagctttgg caaccacagc caacaccacg ctggctattc ctcgatgaac
   323941 ccacatccgc cttggattta tatcaccaac agcacacgct acgcctgctg cgtcagctga
   324001 cccgtcagga gccgctcgct gtctgctgtg tgttacatga tttaaatctg gcggcgctat
   324061 acgctgatcg tattatgctg ctggcgcagg gaaaactcgt ggcttgtggt acgccggaag
   324121 aggtgctcaa tgccgaaaca ctgacccaat ggtatcaggc agatttgggc gtttcgcgtc
   324181 acccagaaag cgccctgcca cagatttatc tgcggcaata attttaccgg taccgctatg
   324241 ctaaaaaaca gcctatggcg gttccaaagc accaactaag cagatggtca actaaacaga
   324301 tcacccgcaa aactgaagca aggggcggaa atgccgataa aaactatccg ccccgctata
   324361 attaactatt tgatgctaac cgaataaaac cttgcgccaa gtcctccttg agatcctcca
   324421 tatcctcaag accgatttgt aagcggatgg ttaatccacc tgggttccat ttcgtcaccg
   324481 tgcggtattc cgagcaatca aaagggatca ccaggctctc atatcccccc caagagaaac
   324541 ccatagcaaa gatagacata ttgtccaaca tctccgccaa ccctttttga gtaaattcgg
   324601 gctttaatac aatagagaat agacctgatg acccggtaaa atcacgtttc caaaactcat
   324661 gtccagggca atcaggaaag gccggatgta aaacacgcaa cacttctggc cgctctttca
   324721 gccattgcgc catttcaagt ccgcgctttt ctgcctcttt tattcgtaga tgtagggtcc
   324781 ttaagccacg taatgctaag aaacagtcct cagcccccgg tagcatggcc atagagtcat
   324841 aagtctccct taatttaggc caccattgtt cgttcgccga caccagcccc attaataggt
   324901 cagagtgccc gcccaaatat ttggtacccg cctcaagtga taaatcacag ccatgtttat
   324961 gggcggcaaa aaatagcggt gaagcccaag tattatcaat aattgtcgca atccctcgcc
   325021 ttttagtgat tgccgtcatc atcggaatat cctgaatttc gaagctttgt gagccaggag
   325081 actccaaaaa taacgtcgat gtattcggct tcattaatgt ttcaatttca gcaccgatca
   325141 atgggtcata atatgttgtt tcaaccccca tccgagcgat caaacccgca cagagtaacc
   325201 ttgtcggttt atacacacta tctggcatca acaagtgatc acccgctttt agcgttgtta
   325261 acaatgctaa cgcgatcacc cccaagccag aaggggaaat cacggttcct gcagccccag
   325321 ccagtgcggt ccacgcactc tctagattag caatagtggg agtacctgct gtcccatagt
   325381 taaaaacagc acgattattg acaatgtcat cgaccgtatt aaaaataacc gtggaccccc
   325441 gatagatcgg tgtattaaca aaacccgtct gctcttgtgg atttctaccc agttgtgtta
   325501 tttgagtact aataccaaaa ctagaaatat cttttttatt cattacctac ctcttattaa
   325561 accagattca ttcctgtttt tagccacgtt actcaaagaa tttaaagaat ggggaaagac
   325621 aaagaagaat accgaaaaag ctgataaacc aaatagttgg cccttttaat ttatgtaaaa
   325681 caggaacttt ataaaccagg tagcaaggaa ttaaacaaga gaccaccccg aataacgggc
   325741 cgccaagttg taagaagaaa agaatagaga accgggttga gacccatagc cataacgtta
   325801 atatcacacc gacacagacc ccgatgtgta gcactttctg attaatattc tcttcaggga
   325861 taaagcgact gataatatta acgacaatac ctttaatcgc ctcctgaaat cctaaataga
   325921 tccccaagaa cgccgtcaag atagcaaaaa tatttaataa tgcagtcatg atacggacaa
   325981 tcgaaccggg aataacctga gcggcaatcg ccagggcaga gatattttgt tcaaacgccg
   326041 agacagcctg ctcatggcta atcgagaaag taaaagagaa ggcaaagaac agcactgcaa
   326101 cagccaaaat gatataagca acacggtttg ctctgatggc ccggtaggtg gcaattcttt
   326161 tatcgctttc cactttacga taagcaatat tcattgggct aagaatttga acaaataaga
   326221 tagagaataa tgtgaacggt agtgttaaca ggacatcgcg taaaaaggag aagagttcag
   326281 gaaaagcgga gatattgtta aaatcccaat aaggaaccat tacaacaccc aacaccacaa
   326341 tgatgccaaa cttcacacaa accatgggtc ccgaaacttt aaatagaatt ttttcacctt
   326401 gtgcagcaat ggcaaccaaa actgtcaaga taattaaccc gtaccatatt gaatctgata
   326461 ataagccttc agttaatcca aatgttttga tgtaagaggc actatcaaag gtgacggcca
   326521 gggaataaga aaacatcccg tgcaataaca ttaaaaaata agcaataccg agacctaccc
   326581 cccagttctt acctaaatat tgcgtaatga cactggtata atcagtacag ttatcagatt
   326641 cagaaagtgt acgcagatag agattctgca gtaaataaat tgcaggatac gaaataataa
   326701 ccgcagcaat aaagacccaa atccccttaa taccaacctg tacaggcata aatacgatac
   326761 ctgatccgat agccatcccg atacataata tgacccaacc gacatcatac tgtgtaaagg
   326821 gaaccgattt atagagcttt tttaattcag attttgaaga cgagatttca gacatacttc
   326881 accctcttat tttattttta ctttaattac attaagttaa ctaccttcct ggcgtaaaat
   326941 cgaaaaataa aaccgtttga ctatctacaa aaaagcaata tttcatttta aaaactaaca
   327001 ggtgtagtat tgtctaaata aactattaat aatataggtg tatgatgtca atagatgaaa
   327061 acacttttgc atttagcgca aaaataaata atcatgccat ttataagcat ttagagaatt
   327121 ttatcaaaat tgttgaatgc aacagcctat ccattgctgc acataaatta aatataacac
   327181 cgtcttccac tagccgtagt ctggctcaat tagaggagaa gctcggtgtg gtactattaa
   327241 aaagaaccac tcgcagcatc gttttaaccg atgctggcga ttacttgttt catcaggcgc
   327301 gccaactcct tttggatctg gatgaaacac tggttaatac gcatagtttt tataaccacc
   327361 cacaggggca gctcaagatt acctgctcta tcgcttttgg tgtctgtcat ttaatgcatc
   327421 tatttagtca atataaagaa actaacagcg atgtctgttt atcggtggat ttaaatgatc
   327481 agttagtgaa tttaaatgaa gaacattttg atattgcctt gcgtatcacc tcaattcccc
   327541 cgcctaattt tgctatacga agaatttgta ccattaactg ggtttattgt ggcagtaaag
   327601 aatatctaat gaaacgcggt gttccagcca ctatcgaaga tcttgagcaa catgattgcc
   327661 tggtaaaccc taacgtttcc gatgcctggt tatataaaag tacagagggt gagagcgtcc
   327721 ccttgaaaat aaaaaatacc gtgcaggcca acagcagcct ggggttatta catgctgcgc
   327781 tgcatcatca gggcattgtc tgtctaccta cttatatgct gggcgactat ataacctcag
   327841 gtaaattagt gcctatttta ctggattata atgctaaaga taaagaatat ggcctatatg
   327901 ctttatatta ccctagcaaa tataacgatc caaaaataag aagttttatt gattttatgt
   327961 tggatgaact gtcaatggac gtgccatggg ataaatggag agcagattat caaatctcat
   328021 tatcctgacg atgacagaca ctcaccctgc aagcagttgg aaggagcctg tttccgcgcc
   328081 agacaaagcg cggacccgga taatatcagc gctgaatcaa atagcgaata gttggcccat
   328141 cctgctgaat atccagcacg gtatagccgt aattgcgggc atccagcgga atattattga
   328201 tcgactgcgg gcagtcgctg atcacctcca gaatttcgcc cggcttcagt tgtggcatgg
   328261 cctccagcgt tgcaaccgca ggatacgggc acggctcgcc caccatatcg aggcgataat
   328321 caggcacaat aggcgctgcc agttggggtg tttctacgga tggagaatgg ctcataagga
   328381 ttccttaatc agggccgagg ttgtcgcttt ttgtttgcga aagaaacgct tctcccacca
   328441 cagcatggcg gcaaatgcta gtgccaacat taggtaagtc accagcaacc cgcccatcgg
   328501 tccgaacgtc tccaacaggt taactttatc gtaattggtc gccaacgcag gggcgaaatc
   328561 gtcccagtag taggccaaga gagttgcgcc gataatattg cccaatccca cccaccaata
   328621 atgaatttgc ccttccaccg cacggtacat ccaaccggtt tcacagccac ccgccagcac
   328681 gataccaaaa ccaaacagta aaccacctat taccgcattt ggcccagccc acagaatttt
   328741 aggttcgacg cccagctgga cgtagctgaa aatgccgaga gtactgaccg ccattcctag
   328801 aataatggcc ttagccatat gggtgcgccc ggttatccac aagtcacgaa aagcggaggt
   328861 aaagcaaatc tgagcacgtt caatcaggag cccaaagcca atcccgcaca gcatggcaat
   328921 ccccaattta ggctgacgga acaactcaat cagggaccag ccaagcgcca gaaccaagac
   328981 caccattccc agacggaaac ggcgtgccgc tctggctggg tgctgcgtca gtggtgaggc
   329041 ggcagtcact ttttgtagtt taatcggaat gcggaacagg gggagcagcg taaatttggc
   329101 cccaaagtaa gagcccgctg ccgtcgctag tgcaaaaaac cacgcgtgca gtgaaaattg
   329161 cggaatgccg gtaaagaagg cggctaaatt gcaccccatc gccagacggg caccaaaacc
   329221 agcaattatg ccccccacca gcgcctgtgc aatgcggata gtgtgttgcg gcttacgtaa
   329281 cttaatattg ttagcccaga gtgccgcagc gatacaaccg gcgaacatac cgataatcat
   329341 catgccatcg atacgatcca gtggcgttcc ttccagaccg atcactttaa aatagcccca
   329401 ctcctgtggc tgcgcaccaa acaattgcat aatatggccc ccccagcgag taaactcacc
   329461 agtgaccgcc cagaacgtgc cagtcaaacc aaagtaatag gtcgctaaga taccggcagc
   329521 aataaccgca ggtaaaggtg cccaaaagcg caccagatat tgagatttaa actcgggcca
   329581 gctcataccg gcacctccaa aagcaagctg ttaccgataa tattaataat atcaagggat
   329641 aaaaggtaac agggaaagta ggcttatata ataagcctat tgaggttatt gacaaagtgc
   329701 ccgcgacgga gagaacaggc agatcgtaaa gacgccgtaa atacatccat gtaggctcga
   329761 gccgcgccat ccttggcgcg gacgctttac tcctctgcct atcctcaccg ttcaagatcg
   329821 cgtcatcggg gtttgtcagc agtctgaggc ttatataata agcctattat tcacataata
   329881 aagatcgata ttacataatt tagatattat tcaaatattg ggttgaaata gccaatatca
   329941 ttgaatcacg gggtatatcg ggggtcagct agcgcggtgg atcatcactt gatggctgat
   330001 aatccaactc cagtgccata cgtaagagcg cagcaactgg ctcgaagaat tgttccggga
   330061 tggtgtcacc acaagcaaca tcacggtgta atgcgcgcgc cagcgcaatg ttttctacca
   330121 cagggatacc gctctgctct gcgaggctca caatcaatgc agcctgctcg tcatgacctt
   330181 tttcaatcac tatcggtagc ggcgtctctt ctgggtgata aatcagacaa acggcaaaat
   330241 gtgtcgggtt acggactacc gcggtggaac ggcgcacgtt agtggcaaaa ctaccgcttt
   330301 gtacttcatg ctgtagctgc cgccgcttct gcttaatgtg cggatcccca ttactgtctt
   330361 tatactcccg cttgacctca tcatgggaca ttttcagttg tttcatgatg gtgtagcgct
   330421 gaaaagcata atccatcagt gaaaaaacca gatagcaggc aatcagtgag cctaataacc
   330481 accccattaa tgtcgagaat accgggagag cacagcgact gccacagtgg gtcaaataac
   330541 caaaagaggg cgcatactgc atcaataagt aaccaaaaat cagcgttagc acccccactt
   330601 tcaataatga tttcatcagc tcaaacacgc tgcgcaatga gaaaagttgt ttagcatttt
   330661 gaatggggtt aattcgctca cctttaaacg acaccgcttt ggtcgccaac aacggcccaa
   330721 cctgagcaat accggcaata atggtgacca cgatcagcgc cccgcccaag accaccacga
   330781 tatgcatcaa taccgtcatg cactcggcac cgatacgggc taaagccaga gtaagtggtt
   330841 gctgtaattg tatgattgaa ctgcggataa gggctttagc ctgctcgacc aagctatatc
   330901 ctgtcagtaa aaagtagata accagcgcca ccaactgtac gccggaggtt atctcaacac
   330961 ttttgactac ctgccctttt tctttggctt ccttaaggcg cttgggcgtg ggtttttcat
   331021 tcttttcagt ggacatcatt ccccccttta atcaacggga tcaacgtacc aatcttctgt
   331081 tcagtatcgc tcatacggga caggtagtga tgcaggccat aaggcaggct gatcagtaag
   331141 agaaaaagcg ccagtgcgct tttaatgggc atcgccagaa aaaagacatt cagttgccgg
   331201 gccgagcggt taattaatcc taaagagaga tcagccaaca ccatgaccag cagtgccggt
   331261 agggcaaagc acaagcaaag ctcgaacatc atctgccact cagtttgcag aaagagcaat
   331321 agatctgcag caggctggat accctggccg atgggtaagc tatcgtacga gccgtacaac
   331381 gccgccaaca cctgattaaa accgccagaa atcaggaaca gtaccgttaa tatttgggta
   331441 aacagcacac caaaaaggga ggattcgacg cccataccgg ggttaaacaa cgtggacatc
   331501 gttgcccccc gtaaagtatc gatcaggaaa cccgccatat tcatagccca gaaaggcaat
   331561 gcggcgacaa accccatcac caccccaatg agtagctccg tgcataacac cccaatccag
   331621 gtgaccgggc tactattggt gatgatgggt gcggataaaa atagcggcgt gaccggcagc
   331681 gcgatggcaa caatcaagcc attacgcaat aagctgctcc ccaaactgcg ggcggtaaac
   331741 agcggtaata tcagtaagat accgtagggc cgcatcatgg ctaatgcgag tgcggttaga
   331801 ccggggagga cgtcagtcat ctcagggccg catactggtt atctgcaaaa aactctgctg
   331861 ggtataattc agcaatgtcg cccccatcca atggtaggtc atcagtaatg tggctgatac
   331921 cgccaacaac ttaatcaaaa attgcagggt ttgatcctgt atttgggtca gggcttgtac
   331981 caggctaatc accaacccga ccgttgaagc caccacgact acgggcagag agaggagtaa
   332041 aaccagccat aacaactcag tggccagatg aacaatgatg gcattctcgt ggtagctact
   332101 catatggttg ttcataaata ggaacctaca agctgtccga gaaccaatga ccagccatcc
   332161 accaggacga aaaccaacag tttaaacggc aatgacaggg tcatgggtga caccatcatc
   332221 atgcccatcg ccagcaaaat gttggataca attaaatcga tggcgacaaa cggtaaaaaa
   332281 agtaacaggc cgattttaaa cgcttcatta agctgactga gggtaaaggc gggcattaat
   332341 atcagcagtg aatcgggttt gacgctatcg cggtaacgct caggccactt attctgcaca
   332401 atgtcgttaa aaaaagtgac ttgctcaata tcggtattgc gctgtaaaaa atcgcggtag
   332461 ggcaccagcg cattttgatc aatttggtgc gctaatgcgc cgatgtcatt ggacagctct
   332521 tcattttgca agcgcgcctg aacatctaaa ccaaccggtg ccatgataaa aatagtcagc
   332581 accagcgcca gcccgtaaat ggcaatattc ggtggcactt gttgaacacc cagcgcattg
   332641 cgtaacaacg aaaaaaccac ggatagctta aggaatgcgg tccccatgac caccagtaaa
   332701 ggcaacacgg acagcatgaa aagcagggcg atcaattgat aggatgaatt cagtaattcc
   332761 atgtgatctg tttcatataa gtcatctgtt tcagataaga taaaaagtaa gctgtttcgc
   332821 ataaaaacaa gatggacagt cttgtccccc gcccctttca ggggtatcgg gtgttcacct
   332881 caatcttgtc attccatgat attttcgccg ttttgtaatc cccattgtgc aattctgacc
   332941 accagttttt catcgcaccg gagtaaactg ccacggccaa cggattgccc attcaggcag
   333001 atattcacct cgccataaca gtgggtttgg cacgccagcg tctgaccaac cgcgagttgt
   333061 tttatctccc ccagaggcaa ggtcaaacgg ccaatttcca tcaccagcgt ttgcggtaaa
   333121 tcctcaagtt gtaccgccgc cagaggcggt gattcagcgc gactgccgca ggccagcggg
   333181 tcactcgctt cattaatctg ttgaattgtc attctgttcc caccctctag cttgatataa
   333241 atttgtggcg atgcgtgatg ccataaccag cacgcttctt tatccaattc cgccgccata
   333301 gagaggcgta aaccctcgcc cggccttaac tgctgtaatt gacgcaatga taagtggcac
   333361 caacccgcca ccaatccaga ttgccaaagc aaatcagggg cggtgaccgc ttcgcacggc
   333421 caatgagaca aagtgtcggc caatgccgcc tgcggccaat cctgtaacac accgataatc
   333481 ggctgtccct ccagctcgaa agccaccgtc accgcccact gctttggtag tgacctcttc
   333541 tgtggtgact cggccaatac caccagatcg gtaaacagcg ctaacaatgg ggtgacggcc
   333601 caattagcca tggcgatcac taactctgcg gccaacaact gggggttatc ggttgccaac
   333661 gtcgtgttca gccagtgctg ccaacaggat tgtgataacc acaacccaca ctcttggccg
   333721 ccataatgca gtggcagata aacgccctca ccgtcaatct ccgtcaaggc caccgacacc
   333781 cctgctgtct gccggccact cccgatcaag gtgctaaggg cgcgtaactc aggcgtcaga
   333841 ttcgtcagca caggtgacct ccagtaaaca cgggaaccct aactgatgca gttgccgctg
   333901 ccagcggttt tgtatgcgct gtaagcgttc aatcagtttg ctctctgtat tactgagcac
   333961 gatacgtaac ccgtgagccg tcatgctgac actgactttt gtcccacata gcggcccact
   334021 gacgatacga taatgcgtct ccatcaggcc gttatcgtca tacccagcaa cggtacacgc
   334081 tatgttttgt attcggggta agggagagga gaaacagcga gcaaactgct gacgttgcct
   334141 ctcatgatcc caatgtgttg atcgctcttt tgaataacct tgttctctta gtggcggtaa
   334201 cgcgccttca atatcgattc gactcatctt ctgtcagcat ccgtaatttt tcctgttcac
   334261 gctgattacg ccgtaaccgc gcttgttgtc gctcaatggc actgacctgt tgccgccctt
   334321 gcgccaccca tgcgtttagc tgttttttcg cctgccgttc cgcctgatac accgcctgcc
   334381 gtaatacttt ttgttcatcc gcctctcgcg gggtcagcat tccgcaccac tgcgcaagct
   334441 gttgtagttg ctggcagagt tgttgatgcc ggcgacggcc attctccagt tgctgctcct
   334501 gttgctgctg ctcacgccgc agttgtccca gttgctggcg caaccgccgt tcctgccgct
   334561 gccgtagcgc caatagccgt tgtagcgtcc gctgttgcga gtgattcaac cgacaacctg
   334621 cgccaggtgt tccagagtgg tatcaagatg agcagtatct gggtcacgcg ttaggctgtg
   334681 gtcttgttgt aaaaaggcgc atattgccgg atagcgttgt aaggcttcat cagcctgtag
   334741 gtcttctcct gcctgatatt caccaatctg caccaacagc tcgatctcct gataacaggc
   334801 cagcattcgc cgtagttttt gtgccatcgc caactgcccg gcactaacga tttgcggcat
   334861 gatacggctg acgctggcgg caatatcaat cgccggataa tgcccggcac cggccaaccg
   334921 tcgtgataaa acgatgtgcc catccaacag cgaacgcact tcatcggcca ccggttcatt
   334981 catgtcatct ccctccacca gcacggtata aaaagccgta atgctgccgc gatcactgtt
   335041 acccgttcgc tccaacagac ggggtaagtt ggcaaaaaca cttgggggga aactgccagc
   335101 agccggtggc tcacctgccg ccagaccaat ttcacgggcg gcacgggcat agcgggtcag
   335161 tgaatccgcc agtaacaaca ccttcaatcc acgttcgcga aaatactccg ccaccgtggt
   335221 ggcagtagac agccccttca accgctccaa tgctggccgg tcagaggtcg ccaccaccac
   335281 cacggtgcgc gcacgcgcct ctggagtcag cacctgttca agaaattcgc gcacctcccg
   335341 cccacgctca ccaatcagtg ccagcaccat cacatcggcc gcactatcag cacataacat
   335401 gctcaataaa gtacttttcc caacgccagc ggcggcaaaa ataccaatac gctggccctc
   335461 gccacagctc aatatcccat caatcgcgcg gattccggtg gtcagcattt gctctaccgg
   335521 ctggcgggtt aatgggctag gcggggggca atccagttca cgccactgcc ccgtcagcgg
   335581 ggggccgccg tctatcggag cacctaggcc atccaagatc cgcccggcca aatcagcccc
   335641 cacctgtacc cggtgcatgt gtccaagtgg cgtcacccat tgcccacaac gcaggccatc
   335701 tgaagaggca aagggggata acaaggccat ttcctgctca atcgatacca cttcagctaa
   335761 catcccttgc ggttcaatgc ggcataattc accctgcgcc acattgggta ggctggctcg
   335821 taacaaggtc ggcccaatct ccacaatcgg cccacggtaa cgcaagccct ccggtggtgc
   335881 cgacggtcgc gtgagttgtt gttgcaggcg gggggttaac cgcgcgatat caggcagttt
   335941 catcaagttc atcgccaatc agttcaatgg tgcccgccac cttgagattc atttcatcgc
   336001 ccagttcctg ccaggaaagt accggtagca cgaagagatc ccgctcaata attttgcgga
   336061 caaagcgacg aacatcgagg gtggtaagca ataccgcatc ctggttttca gcaaatgcgt
   336121 tttttatttt gttgaggatc aagagggatt gcctctcctc cagtgcggag taagtgcctg
   336181 atgatgtctg gcggatagag tcgcggatca gatgctccac cccatcaccg aggcgtaata
   336241 ctgatatcca ggttttattg tgactaaagc gacggcacaa atgacggcgc aaggcgatac
   336301 ggacatattc ggtgagcatc acgatatctt tttctttcgg tgcccaaacc accaacgcgc
   336361 cgaaaatagt ccgtaaatcg cgaatggaaa tattttcctc aaccagccgt tgtaatattt
   336421 cagccacttt accgacgggt atctgccgtt gtagctcttt cactaactca ccatagcgcc
   336481 cttccatggc atccatcagg tagcgagtct cctgtacgcc gataaattcg gcggtgtacc
   336541 gttcaaacac cctggtcaga caggtgatga tccgctgatg cccctccacg taagggatac
   336601 ccaaggttct ggcttgcata gcctgtttag catccagcca atcaaatgac cccatcttcg
   336661 cgcccaatac ctgattgttc gttactaacg atgagcaagg ccgtgtcagt aacaagctgt
   336721 cgggcggtaa cacaacctcc agcacccgct cctgatacac ctgcaccgat aaggtatttt
   336781 ctgccaatgt aggatcacag cggatctcca cctcaggcaa tggcacaccg agatgctcaa
   336841 accagcgcca gcgtaggcca tcaatatcgc gccctaaatg cgggtgatgt aaatttgatg
   336901 cacagtgcag catcagcggt acggcaccag gcgtcatacg ctgccccgtg gcccccccct
   336961 cttcactgcc tccatttgcg cgaccatcct gcgatatccg ccggttcttc cgataaagta
   337021 aaaaagccgg agccgcaacc gcggccgcca aagtgataaa gatcaggaac gggaagccgg
   337081 gtaacagggc gaacaccgtc agaatagcgg cagctaacca cagcgcatcc ggttgacgcc
   337141 ccacctgcac cgccaactca ttcgccagac tctgtttgtt gctgccagga acccgggtaa
   337201 caataatccc ggcggtaatc gagatcagta atgaagggat ttgggcgcac aatccatcgc
   337261 ctatcgataa taccgcgtag gtattcatcg cctcttccgc ggacatcttg tgttgcatca
   337321 caccaatagt gataccgcca atgatattga tcagaatgac aatgatccca gcgatggcat
   337381 cccctttaac aaacttcatg gcaccgtcca tagcaccaaa taagcggctc tctttttgta
   337441 cccgctcccg tagccgttta gcttcgaccg aatcgatcgc acccgcacgc atgtcgccgt
   337501 cgatgctcat ctgcttaccc ggcataccat caagtgagaa gcgcgcactg acctcagcaa
   337561 cccgctctga acctttggta atcacgataa attggaccac cgtgataatg gtaaaaatga
   337621 tcatcccgac ggccagatta ccgcccacga caaactgacc gaatgcctcg acaatctcac
   337681 cggcatcatg ttgcaacagc accagtcgcg tggtgctgat cgtcagtgcc aatcgataaa
   337741 gggtggtgat caacagtaat gacgggaaga cggagaactc caaaggatcg cgcagataga
   337801 tcgagatcat taagagaatg acggagaagg caagattgat ggcgatcagt aaatccacca
   337861 tcgtcgtagg cagtggcagg atcatcataa agaccgccac cagcaacatg accgctaaaa
   337921 aaatatcctg ccgcgcggtg atcatcgtca aaccccgcac cagtgctgac ttactcataa
   337981 acattctctt cgtcgaaaag atctggcgac tgctgtagcc acagaaccag ttgagataaa
   338041 tggtggtgga gagaaagcgt aagttgcagc attggagagc tgagttgtgc ctgatctgcg
   338101 gccatctccg tatcccctac acaacgcaga cgctctccca atgcggtggt caccgctggc
   338161 aggtgctgtg gatgaacccg taatgttaat tcgccttgct gtgccatttt ctctgcttga
   338221 tcccccagcc gctggatcaa aatctggctc atcggttgtt caccgctcca ggtcgttacc
   338281 actgtcgtga tggcggctaa aatacggtgg cgaacttggg ttatcagtaa cgactccaat
   338341 tgctccgcgc ccaccagcca gcgaacatgc tgtgctagca gtgcggtttc catctgctca
   338401 cgcgcctgac tgatcagtgc atcagcctgc tccgccgctt gatcgagcaa caacacacgc
   338461 gcctgctccg ccgcttgcag tatctctgcc gcttgcgcgt tggcctgtgc caagagatcc
   338521 tggctgtgca tggcctctgc cagataagcc gccggaataa ctacgccagg cggcaatgga
   338581 taaccgtact tttcaatctc gaggtgaaag gggttcacaa taaacgctcc aaccggctta
   338641 accaggcttc tgtttgcgcc tgcatagaac gtgacaggca tagcgcacgg gggttagggg
   338701 ggagcaagat ggagaccgcc tgccaaataa tattgttact gcgaacttgg caggcaaggc
   338761 tttgccccag gcgtaatgcc acatcgggta gctgctgtgg gcttagactg gcttgccact
   338821 gaccgcgata tcccatccct ataatttgtt gaatatcatc gtcatttagc agcggagaca
   338881 gcacctgccg gtagcggcgg agacgcaaat aatcatcgca ctgcaaactg acaaccccga
   338941 gcgccagaca cagggccggt aagcgttggc gctgtgcaat ttggcgctgt tgccgagggt
   339001 ttaataccgc aggcaggcgt tgttgcggaa attttcgccg ttgaatcaac atgccattca
   339061 acgcactgtc caatgcccgg ctgcgcccat agccgtagtt ttctgggtta acgcccaccg
   339121 ctgccaacca taatgggtgg gcaaactgtg ctggtcgcca agctagctgg tgtaaatatt
   339181 gcacgtcgat ggacggtgaa aatgccatca tgccctccct ggttacgttg ggtattcgct
   339241 tttttatcga tgatttactg acatgtatga ccgtactgac atgtctgatt tactgtcgga
   339301 taccgtttta ttgacagaca ccgttttgct gacgcccgct ctttatttac gtcgcccgtc
   339361 ctttaccgac gccgcccgcc ctttaccgac gtcgatagta aaaccagcct acaaacatca
   339421 atacaataag tgagataaac gctactccca ccatgttctg caccattcct acatggcgta
   339481 ataaccattg caccgtggtt tgtggcccct gttgttgctc tgcctctgag gcactgaaac
   339541 ggtagttcgc aggctgcatc accacgctta tcttggcgta atcaataccg ggaaccgcat
   339601 cgcggaccaa ccctttgatt tgcgactgat agctttgtaa attgacttcc ggcgaatact
   339661 tgataaacac cgaggcggta tgcggaagcg ggtttttccc gtcaaccgac ataggcattg
   339721 ccaccgtgac atcggcatga atcaccccat ccatatggct caacatgttt tccaactgct
   339781 gttctttcag aaaaaccatc ttggcctgct cttgcgtggg agaggtcact aactggttag
   339841 caggaaacag ctcatccacc gtgataaaac gctgtcgggg gaaaccattc tgtcgtagca
   339901 actcaacggc attaataaat tgccgcttat cgaccgttag ccccaccatc ccgctctttt
   339961 cgatctgttt ttcggcgtta atttggtgca gcatcagcaa tgccagcatt tgattggcct
   340021 ccccctcaga cagcccgcta tacagctcca tatcacaacc ggaaagggat aatgtcatta
   340081 ggactatcgc taacatctgc cgcagagatt tcattgcatg ttgaccaatt tattgatgtt
   340141 ctgccccatc acaccggcca ctttggcggt taaatctatc gccagtgaag cgtgcatcca
   340201 ttcagcctgc tgcatcagca atgattctgg tgtcatcatt aattccgttg acgctggctg
   340261 cgccattaac tgggtaaact ttgccacttg ctgtgtgtta cccactggcg gctctgtggc
   340321 ctgaaacaag ccagcaacgg cctgagcact actcatattc atctgatcat cgcctattaa
   340381 taaaaaatta attctgtctt agggttaccc taacagcacg tttcccgtca tttgactttg
   340441 tcagcccctg aaccacgcct tattgcagta aacccagcag aatctgtgcg tcttcttccc
   340501 ccgatgtcgc cagcaaagcc cgcgcctgga ccttatcgcc cagcccgaac cgcaacatcg
   340561 cctcacaaac caaacgtacc tgaggatctg gtattaataa gggcaacgca ttgacgatat
   340621 cgtgggcttc ggccagcaag ctgtgattga cacccgccag tgcggcctcg accaccaact
   340681 gacggcaatc cgctgaaagt aagctcatat gcgggacagg attctgtttc ttatatcgtt
   340741 gatcattttc atctcgatac ttttgaaatc gagaaaagcc gaatactgat tcatggtgaa
   340801 ttgcgacgtc aacatctgtt cggggtcatt gatattcact gccgccattt ggttctgata
   340861 cgcctgtctg gcctgctgaa tatcgtttgt caattggccc attgggctac ttatctgcat
   340921 caaactctcc tattcaataa gtgaacgcat atgcgatggg cattgttgaa agcgccgacg
   340981 aaagctatct gagaaatgcg cgtgattact aaaaccacac tccatggcaa tatcagccac
   341041 ccgtaagcgg gtcgaaagta atagctcaca gccctttttc aaacgctgat ccagtaacca
   341101 ctgtttcgcc gacatgccga atttctcata aaacaggaaa ttcaatttcc gggtcgaaat
   341161 acccaattca ttggcatagc gtgaaacgct ccatgggttg agccgattct tttcgaaaaa
   341221 ctcaagtagt tcgttattcg tacccacaat ggagtccaac agcttggaaa aataaacgtt
   341281 atcgatacct aaacaataaa gataaagaaa tcgcaaagag gcaacacgct ctatattaat
   341341 taattcttca gcggcttgta taatttcaac attcgctggc aacactttat atttatcatt
   341401 taccgcatga ggaagatggc ctttattcaa cggtaatgtt cttctggcta aatcctgata
   341461 tatcggaaaa agatctattg ggtaacataa tatagaggtg atggcactgt ttgcaaacgc
   341521 agaggcactg gcctgctcat cggcaatcac taattttccc gcaggtataa catagcgctc
   341581 gccatcactg cgtaatacgc cctcttgccg aaataaaata aactgtattg acttcatgat
   341641 attccttagg gaacaattaa tcttatgcag tttgaccaat aatactgcca atgcgtatcc
   341701 ggtattcacc tgaagtctga ataatcagac agtaaacatc acttcattct ttattcccat
   341761 agcgcaacgt cagtatttct attatttctt ctgcacgttg caaggccaac atcatgttat
   341821 taagagactg ataattctct ggtgtttgca gcaaagacaa ctgacaggta attaaccgtc
   341881 ttcctctcgc caatatctct tttctttgtt tgatcgctgt agggtcatgt ttaatatcct
   341941 cctccagcac agtaatatgc tgcatttccg ttactcctga accttagaaa tccatgggga
   342001 tatgtactaa attatttgct tttaataacg tcagtccctg ttccccaata aaaaccactt
   342061 tatagccatt tgccaacaca ctcccttgct gcaaacgccc accattggct aaccgcacaa
   342121 atgccgactg ggtatttcct ccatagctca cgacctttgc cggaagaaat tgatccgttc
   342181 ggtctgacgc cggaatattc tgatacctga ctgacggaaa accgggttgc tgctgagata
   342241 aagcggccaa tgtctccttt aactgctgct gctgttcaga tgacagcaca ccactgatgg
   342301 ccaactcttt attactttcc gtcatgctta agaatcctaa taagcctgcc gctctcaagc
   342361 gctccaccag ttgttgtatt tgccctgaat gagcattaac caccagccaa cctttcaacc
   342421 ctgagaccgc cgccagcgtg tcctgcacgg ttaaccactg atcacccatt tgaacggcac
   342481 cataaatcac aatatttccc ggttcatcac cgatgcgcac ctcaatatcg tggtaaccat
   342541 gctgatgtaa tagatcgcta acggaagcga ttaagcgatc atcacacacc aattggttac
   342601 gaaaggcgat atggttacgc agtaaaaaat gttgcagtgg ttccatcatt gaggacgagg
   342661 cacaatgccc acttaatgtg acactcccat ccgctagcca ggttcccttt attccctgta
   342721 aagcgggttc gcgcaggcgt tcggctaatt gcgtcgggac atccgcagga atcgaagcac
   342781 gtaatgtctc aggctgagtg gttaaccaaa ataaaaaaac aaacagcagt gataagggga
   342841 cacatatcgc aatagctagc cataccaata aagggaacct cgcacggtga gtgactttaa
   342901 ttccactcaa aatatccgtt tgttcaccca gaacgaatac caatccggca atttcaatag
   342961 attgcaacag tggaagggga gtgtgtaaat cgtgctgtgc accattaatc caaacctcct
   343021 ccgccacctg tatcattacc tgatattcat taacacatag cgtcactata ttgccgtcag
   343081 ataaaggcag cagaacatca cacccctgct cccccagtgt aaattcacct tccggtaata
   343141 tcagctcaag accattgaga tcaccattta acaggcgaag cttgaatacg gtggtcatgt
   343201 tattcccctg cattaaccgg aacggccttg atcaggaaga gtctgaccac gctgtgagat
   343261 tgtttatctg tactacggaa caacccacct aatagcggaa tatcgcccag taaaggaatt
   343321 ttattttgtg actcaatctg cgtgtcctga ataaatccgc ccaagagtaa actttgtcca
   343381 acctgtagcg tggcctgcgt cgaaatatct gagtttcgta tttcgggtaa tggctcatta
   343441 ctattggtag aagcttgctg ctgaccatcc tgaatattga gattcagtaa aacctcttgt
   343501 accccttcgg tctcgatcat tcttggcgtc actcgcagta atgaccctga agtgacagat
   343561 tcaagtttgg ccactttctc accttgcagc ttggtataaa acgtcacgtt tttatccagt
   343621 accgcctgaa tattgttcag ggtcaccact gaaggttgag ataaaattct ggctcgtgaa
   343681 tttttttgta acgcattcag acgaaccata aagttccccg tatcaccaat cacggtagaa
   343741 aagccttcag cattattctt ggcgaaggtg ctattaaatg agacccccgt tccaccaata
   343801 gaagcagatg cagaccaatc aacacccagt tggctgatat ctcccgcatc aacatcaata
   343861 atagtgacag aaatttctat ctgaattggc cgctgatcca gttgggtaat caagctgcga
   343921 taaatcggca tattagcctg gcgatcgcga ataatgacgg cattttgccg aggatcagcc
   343981 gaaaacaccg gtgagcttgc ttgatttcca tctggttggt taccgcccgc caaaggcaaa
   344041 ttattccctt ggttcaactc acgtaacaca ctgaccaacc ccggtaatct gacgttttga
   344101 tctcggtact gataatctga atccgctgct gaagcatatt tcagcgggaa aactttcact
   344161 gtttctttat tttggttttg gtgacgaact tgctcagaaa gcattttgct tactgacttt
   344221 acgcgttcga tgcagatagg cactcccttg acctcaaggg tatcaaggtg ggggatcgct
   344281 tttatggcac agtttttccc cgccagcacg tcaccgcgct ggagatattt aactaacgta
   344341 ttggcagcca gaccatcggg ggatataaac tcccgcttga ttgattgaac tgggtaaaaa
   344401 tagagtgttt caccatcgta ataccacgtt atattatatc gcccagccaa ctccgatagg
   344461 attttttcag gtgtcttatc cctaatcttt ccagtaaagt gctcgtttat ttccgaactg
   344521 atcaccacag gaataccgta attcatcccc aaatctttta ataattcaga aactgtcatg
   344581 cctcggctat aaataaaaaa aggctcgcct tgccaaggaa tcgcttttac ataagaaaat
   344641 ttcccataag gcaacaatgt ggcaaaaaaa agtaatatca gacccgttat ttttctcatg
   344701 atatagatta gcgacatcca cttataattt cttaaattta aatacggttt ttggcgtaaa
   344761 ccgactatca atatattgaa taattatcct ttacaatctg gaagccacaa taaggtcata
   344821 acctgatcag cgctcatatt catagaacta aatgaatcca taacgatgag taattatatc
   344881 agtgtaattc ttgatatccc ttatcagcta tggcgtactg aagaaaaaaa tcaggtgact
   344941 ttatgggcaa agcatcatca cttgtcactc gattgacatt attaatgggc gtcacactaa
   345001 ctgttatttg gttaatatta atcgcaacaa cggcattctt ttcatatgaa aatacacgtc
   345061 aaatattaat caatgagtta acacatatgg catcgatgcg ggcggactta agtaatcacc
   345121 agtttgaagg agctgaacgt gatgccgcct cgttaataag ccgacgagaa agcctccaga
   345181 gcacctcacc gttgcctgaa atatcgataa aacattatga tagctactat attcccttta
   345241 atctggatag ctgtaatatt aaccaacata aaaatgatct gtggataatt caagcgtatg
   345301 gcaccgccgg acaaacttat tatctcgaca gttttattat caaacaaaaa gaggggattg
   345361 tgttattccc accccaaaaa tcatcgagtg attacctaaa tcaacggcgc aaagatttac
   345421 ttttgctccc caaatttcct actcacaata atatctattg gggagccccc acctatacgc
   345481 ctcaaggtgg ctggcatgtt tctgtcgcgg tgtgtgataa agtgggcacc ttagctggct
   345541 tcgccttaaa actgaatgat ctcatcgcct ataatcaccc tgtcgagcaa agagacatta
   345601 atttattgtt ggataagaat ggtgaattat tgcctatttc ccagcaagca acatcatcaa
   345661 atcaactgca tgaaattctt aaccaactca aaaacagtaa attacacgat ggctggcagc
   345721 aaactcccga ctatttggta ttacgcaccc aattgaaagg gccgggttgg cagcaattag
   345781 ttatttatcc gcgaatgggc tttgcctggg aggcactgaa acccgcctta tatcaactcc
   345841 ctttcgctct ggctatttta ctgttgctca cgtcagtact gtcactgctg ctgcgatatt
   345901 atctggcgat ccctttgtgg aatttcatca atatcattgg cgctaccggg ccacaggcaa
   345961 tggaaccccg acttcccata aaccgaatag atgaattagg gcatattgcc cgcgcttata
   346021 acaacttact ggatacgttg aacgaacaat atgacacctt agaaatgaaa gtgaaggagc
   346081 gcactctggc tctggcggaa gccaagcgag cggctgagca ggctaaccgc cgtaaaagcg
   346141 accatctgac cacgatcagc catgaaatcc gtacaccgct caacggggcg ttgggggcgg
   346201 ttgaattatt acaaaataca ccactggatg ctggccaaat gaggttagcg gaaacggccc
   346261 accaatgttc gttgtcactg ctcgcgatca ttaacaacct gttagatttt tcacgtattg
   346321 aatcagggca gatgacactg tcgctggaga aaacggccct actgccttta ctggatcagg
   346381 cgatgttaac cattcatagc caggcactga gtaagtcatt agcgctgtcc acgtttatca
   346441 gtgccaatat cccgctggaa cttgagctgg atacactgcg cttaagacag attctggtta
   346501 atttattagg taatgccgtt aaattcacac cacagggccg tattcaactc agggtcaggc
   346561 gtcaaaacca aacgctttgt tttaccgttg aggacaccgg ttgtggtatt gacgtgcaac
   346621 accaacaaac aatattccaa ccttttatgc agaccagtga ccatgaacaa ggaacgggtt
   346681 tggggctggc tatcgcagat aatctggcca aaatgatggg agggcacctg acagtattca
   346741 gtgaaccggg tcaaggtagc tgtttttcat tatgcctccc cttcaatgca atcaccccgc
   346801 caatgccttt tcatggcgag ctattcgcac cacaacgctt acacgcccaa ttatcagcct
   346861 ggggcatgac ctgccagcca gaattagcta atcagccatc acggcacttt gtggataacg
   346921 cattgtgtta cttacccggc cggttatacg ccaagctgaa acaatatcta caaggtgctg
   346981 agactgaagc gctaaagagc cttccgctgc aaccttggca gatgcacatt ctattggttg
   347041 atgactccga aactaatcgc gatattaccg gaatgatgtt gcagcaactg gggcatcagg
   347101 tcacgcgggc agacagtggc acaaccgcat tggcgattgg ccgccaacac cgtttcgatt
   347161 tagtgctaat ggatattcga atgcctgtcc tggacgggct ggccaccaca gcacgctggc
   347221 gtcatgatcc ggcgaacatt gatagccact gcatgatcac cgccctgagc gccaatgcca
   347281 gcccggatga gcaaatcaaa accagtcagg cggggatgaa tcactacctt tccaagcctg
   347341 tcaccctcgg ccaattggct gaaatgttag atctgaccgc acaattccag cttgagcgtg
   347401 gggtcgatct atcaccacaa ctctccgagc ctcagccatt actggatctc gcggacagcg
   347461 cgttgtccct gaaactttat caatcactgc aagtattaat tcaacaggcc aaagacgcta
   347521 ttgagaactt gcccgtatta tcccatacgc ttcacaccat aaaaggctgt gccgggcaag
   347581 ctgggctaat tgaattacaa gatgcggtca ttcaattaga acacgctctc gatactcatg
   347641 aaacgctgac acagcaagag atcattcaac ttgatgaaat aattcatgtg ctgctacagc
   347701 cccccactac ctgcgaatcc acgtttatca tcagccaggg ccagtccctt atggttaaat
   347761 aaagagaatg acgaatgaat actaaattat tgattgtcga cgatcatgaa ctcattattc
   347821 atggcatcaa gaatatgctg gccgcctatc cgcgctacct gattgtaggc caagcggata
   347881 atggacttga agtgtataac ttgtgccgcc aaactgaacc tgacatggtc attctggatt
   347941 taggattacc cggtatggat ggccttgatg ttatcattca gttgcttcgc cgttggccag
   348001 ccctgaagat cctgacgtta accgcccgca atgaagaaca ctatgccagc agaacattca
   348061 acagtggagc cttaggttat gtgctgaaga aaagtcccca gcaaatcctg atggcagcca
   348121 ttcaaaccgt cgcaataggt aaacgttata ttgaccccgc ccttgatgcc tctatggtaa
   348181 taaaactgac ccaaggatcc gataatacgc ccccggttct gacacctcgc gagcggcaga
   348241 tattaaaact tatcaccgag ggatcgtgta atcgagttat tgctgctcaa ctttctatca
   348301 gccaaaaaac cgtcgaaaca catcggctga atatgatgaa aaaattggat gtacataaag
   348361 tcgcagaact tattcactgg tcataccgat taggcttgaa tgtctaatgc cagtatgtga
   348421 tttttctact tattacttat gttggcgata aataaatgtt ggcgacaaat aaaaactccc
   348481 cgtcagtatg atgctgacgg ggagtgggta gatactattc gctgagtcac attctcatca
   348541 ggctatcgct aatactgctg ctgtagcact aagaacatag agtattagct ttgattagct
   348601 ggcgtctgct ctaccgcaaa caacgttttt tcataagcct tagctttttt atcgtcaaac
   348661 tgattttccc atttggcgat caccaatact gccaatgcat tacccaccac attcaacgcg
   348721 gtacgggcca tatccagaat acggtcaaca ccggcaatga aggccagacc ttccaatgga
   348781 atacccacac tgcccaacgt tgccagtaat acgacgaagg agacgcctgg tacaccagca
   348841 atccctttcg aggtcaccat caatgtcaga accaaaataa tctcttgccc aatagacaat
   348901 tcgattccgt ataactgtgc aatgaagata gccgcaatgc tctgatataa tgtcgagcca
   348961 tctaagttga atgaataacc cgttggaacc acaaagctgg taatcgcttt tggtgcgcca
   349021 taagcttcca ttttctcaat aatacgcggt aagactgtct cagaactggc agtggaatac
   349081 gccaaaatca gttcatcttt caaaatacga atcaatatcc agatccgcag cttacataat
   349141 ctcgctaccg ttcccagaat aactaaagca aagaacagga tcgcggcata aaccagaata
   349201 actaacttcg cgagagggat tagtgaggca aaaccaaagt tagccacagt caccgagatc
   349261 aagccaaaca ccccgatagg cgcataacgc ataatcatgt gagtgacttt gaacatgctt
   349321 tcagaaacag ccttgaacac attcaacagt ggttctttgg tttcttttgg caatgaagac
   349381 agccctaaac caaacaacac tgagaagaaa ataatcggca acatatcgcc tttcgccatt
   349441 gaggcaaaga cattggccgg gatcagcgac aagatagtgc taaccagact atgactaccg
   349501 ctttgcacct gttcagtggt tttttcatac tgagagatat caacgacggt tagcgcagac
   349561 atatctatac ccacccccgg ctggaataca ttcgccagag tgataccgat aataatggca
   349621 atcgtggtga taacttcaaa gtagataatg gtttttaggc caatccggcc aagtttcttc
   349681 gcatcaccga cccccgcaat accgacaatt aacgttgaaa taacaatcgg tacaacaatc
   349741 attttaatta agcggataaa tatatcgccc gctggactca gaatattact aactaaccat
   349801 tccctggatt caatttgatt atgtaaaact gcaccaacca aaatgcctaa caccagtgca
   349861 atgagtattt tgccatgcca gacttatttt tatacttttc ataccctaag aattcctcaa
   349921 agcattccat aaaatgcaag aaactaagca tctagaataa aatacttaat cattaaatac
   349981 gggctatagt tgatggaaca tatggttcag cttcccgcca gccgtccacg ttataaatca
   350041 gtatcatttc tggatacact tctgcaagta ttgtttacac tatgcccaca ttgtgatgat
   350101 agataaattc ggtcatatga atttttcact ttcagtaaac atttgttatc taaaaagtaa
   350161 aattcactca ttgcaaatag tctcttcgcc aggagggata aaaaataggt gaaataaaat
   350221 tactgtataa ataccaatta tgttttattt tttgactcat tatgttttta ttttgttaaa
   350281 tttaaaaatc atcgccgccc ctttcactta agaaatttct taaacaaaca tgatcttaaa
   350341 aaaacaccga gcaaaaaatc aaacaataaa ataaatataa aaatatgatt ttatacctcc
   350401 atttttttaa ttttaattct tgttactcat tttgtaataa cgcaataaat ttaattatag
   350461 aatggtaata aaacaacatt tatttaataa atgtaaatta ctttagtcaa ttttaactct
   350521 gcactcaata tcaacctcca aaatgcggat aaataccttt ccgtccactt attgccttgg
   350581 tactccctcc tccgactatc attaagatat cgattcacca cgcagtacct tgagtaaggt
   350641 cactaaatca acatctttta tacgtgatct gccgcccaaa aaagaaacaa aacactctct
   350701 catactataa ttaaccttta tttgacatat tattaacaac ctcaaggaga atgacgatga
   350761 gccaaataca taaacatcct attccagctg caattgcaga gcatgctcta attaccccag
   350821 aaaaatacca acattattac caacaatccg tgcagaaccc tgatgaattc tggggcgaac
   350881 aaggcaaaat cattgattgg attaaaccct ataaaacggt aaaaaatacc tcctttgacc
   350941 ccggtcatgt gagtatccgc tggtttgagg acggtacatt gaacctcgcg gcgaattgcc
   351001 ttgatcgcca tttggcagag cgtggtgatc aaacagccat catttgggaa ggtgatgacc
   351061 ctaatcaatc aaaaaccgtc acttataagc aactgcacca tgatgtgtgc cagtttgcta
   351121 atgtcctaaa aagtttaggc gtcaaaaaag gcgatgtggt tgccatctat atgccaatgg
   351181 tgcctgaagc tgccgtggcg atgttggctt gcgcgcgcat cggcgctgtt cattccgtta
   351241 tctttggtgg attttctcca gatgccgttg ccgggcgtat catcgattct cactctaaac
   351301 tggtgattac tgccgatgaa ggtatccgtg caggccgtgc tattccactg aaaaaaaatg
   351361 tcgatgaagc actgaaaaac cccgctatca ccagtattaa aaatgttgtg gtcttccaac
   351421 gtactggtaa cgccagctat tgggaagatg ggcgcgatgt atggtggcat gacctgataa
   351481 aagaggcatc cgctgactgc ccgccagaag agatgaatgc agaagacccg ctgttcatcc
   351541 tttatacctc tggctctacc ggtaaaccta aaggggttgt acatacgacg ggcggttatc
   351601 tggtttatgc tgcactgaca ttcaaatatg tctttgatta tcaccctggc gatatctact
   351661 ggtgtactgc agacgttggc tgggtaaccg gacacagcta tctgttatat ggaccactgg
   351721 cttgtggggc catcactcta atgtttgaag gcgtgcctaa ctaccctggc gtcaatcgct
   351781 taagccaagt tgttgataaa cataaagtca atattctata caccgcgcct acagcgattc
   351841 gggccttaat ggccgaaggt gacaaagcca tcgaaggaac caaacgcgac tcactgcgta
   351901 ttatgggatc ggtcggcgag ccgattaatc cagaagcctg ggaatggtat tacaacaaga
   351961 tcggtaacag taaatgcccg attgtcgata cttggtggca gactgaaacc ggtggtttca
   352021 tgataacccc tctgccgggt gccaccgagt tgaaagccgg ttccgcaacg cgtccattct
   352081 ttggggtaca acctgcgttg gtagataacc tgggcaatcc tcaggaaggg gtggcagaag
   352141 gtaatctggt cataaccgac tcatggccgg ggcaagccag aacattattt ggcgatcatg
   352201 aacgtttcga acaaacctac ttctcaacct ttaaaggcat gtatttcagt ggcgacggcg
   352261 cacgtcgtga cgaagacggt tactactgga taaccggtcg agttgatgac gtactaaacg
   352321 tttcaggcca tcgcttagga acggctgaaa ttgaatctgc attggttgca cacccgaaaa
   352381 ttgccgaagc ggctgttgtc ggtgttccac ataatattaa aggacaggct atttatgcct
   352441 atatcacgct aaatcacggt gaagaaccaa cgccagagtt atataccgaa gtacgcaact
   352501 gggtacgtaa agagattggc ccactcgcaa cacccgatat tttgcattgg acggactcat
   352561 tacccaaaac ccgttcaggc aagatcatgc gccgtatttt acgcaaaatt gcgacaggag
   352621 ataccagcaa cttgggcgat acctcaacac ttgccgatcc aagcgtggta gaaaaattac
   352681 tagaagaaaa acaatcaatg cagacaccgt cgtaaattgt gccgcctata taggcggcaa
   352741 acttaattga tgcctcaaag gagagactct gatgaatgac agcatttatc aagagattga
   352801 agataatcca cgtttccaag aattggtgaa aaaacgcagc cgctttgcct ggctgttgtc
   352861 attaatcacc ttaacgatgt atgtcgcttt catttttctt attgctttcg aaccacaatg
   352921 gctcggtact ccgatatata ccggctcgag tgtcactcgt ggtattcctg tgggcgtggg
   352981 attaattgtt acttctttta ttcttacagg tatttatgtt atccgcgcta atggcgaatt
   353041 tgaccgtctg acggcagaaa ttattcgtga ggtgaagcaa tgaagatccg ccattggtct
   353101 gcactttctt tattcgtttt gcctgcgctg gcacaggcgg aagcacttac cggcgaggtc
   353161 catcgccaac cccttaatat tcaggcgatc gtcatgtttt tgctgtttgt tggcggaacc
   353221 ttgtatatca cctattgggc atcaaaacgt actcgctccc ggcaagatta ttacacggct
   353281 ggcgggcgaa ttactggctt tcaaaatggt ttagccatcg ctggggatta tatgtccgca
   353341 gcatcattcc tcggtatttc agccttggtt tatgcttccg gttacgacgg tttaatttac
   353401 tccatcggct tcttaatcgg ctggcccatt attctatttt taattgctga acgcctgcgt
   353461 aatttgggcc gttatacctt tgccgatgtt gcctcttacc gcttgcaaca aagacccata
   353521 cgcacattat cagcctgtgg ttcgttagtc gttgtcgccc tgtatttgat cgctcagatg
   353581 gtgggggcgg gtaaactcat tcaactttta tttggtttga actaccacgt cgctgtcgta
   353641 ttggttggta tcctgatggt gctgtacgtc ctgttcggcg gtatgttagc aaccacttgg
   353701 gtacagataa tcaaagcggt catgctactg tctggtgcca catttatggc tattatggtc
   353761 atgaagtcag ttaattttaa cttcaataca ttattcagtg aggcggttaa ggttcatccc
   353821 aaaggcctca gcatcatgag cccaggaggg ttggtatctg acccgatatc agcgttatct
   353881 cttgggttag ccctcatgtt tggcactgct ggcttacctc atatcctgat gcgcttcttt
   353941 accgtaagcg atgccaaaga agcacgtaaa agcgtgttct atgccacagg ttttatcggc
   354001 tacttctaca tattgacctt tattattgga ttcggcgcga tcttactcgt cggtccaaac
   354061 cagacattta aagatgcggc tggcgcatta ctgggtggta acaatatggc tgcggtccat
   354121 ttggctaatg ctgtcggggg gagcttcttc ttaggcttta tctcagcggt tgccttcgca
   354181 accattttgg ctgtagtggc tggcttgaca ttagccggtg catcggcggt atctcatgat
   354241 ctctatgcca gcgtcattaa gaaaggcaaa gccaatgaac gcgatgaatt gagagtctcc
   354301 aaaattacag taatcatctt aggtattgtc gctatcggtt tggggatttt gtttgaaaac
   354361 cagaatattg cctttatggt cgggttggca ttctccattg cggccagttg taacttccca
   354421 attattatca tctcaatgta ttgggataaa ctgacaaccc gtggagcaat gatcggtggg
   354481 tggctcgggt tatcaacggc agtgatcctg atgattttag gccctacgat ctgggtaaca
   354541 atccttggtc atgaaaagcc aatctatccg tatgagtacc ctgcattgtt ttcaatgata
   354601 gcggcgttcg tcggtacctg gttcttctca atcacggata actcagaaac cggcaaacag
   354661 gaacggttac tattcaaatc acagtttgtc cgttcacaaa ccggcttggg ggcatctaaa
   354721 ggcggcgctc actgataata tttacaggtt aaaaggcccc taggggccta gattgctgac
   354781 aaagccctgg tcttctggct ggggctagtc attttagcca acggtctagc cacaaaaaaa
   354841 ccacatcctg ttgctcttga taaaaaacat gcccaagagt tggccagcta cgtgtgacta
   354901 accgcggctc agcattctgt gaacgccaaa tagcatgaac cttatcgtaa gcttgttcca
   354961 ctgcttgcgc agggaatagc ttatcttttc caccattaaa aagtaacatt ggcctgggtg
   355021 ctgccaaact agcaatatca ggaaaatcta acttattcgc tatgccaggg tggagcatat
   355081 agaaagagga ttgcccacgc agcacattat tatccggcgt cattaatccc ttatagttac
   355141 caaaccacga tatagctgct gtcgcagcga cctgatcgga caacgcagcc aactgccacg
   355201 cacgatatgc ccccatagaa aaaccaagca caccgatccg tttacggtca accgacggga
   355261 gcgttgtcat aaaatcgacg gttcgcatat cttcatatgc catcgtaccg gcaagcgagc
   355321 ggcccaaatt gaaaaagtta ctggctaaag cttgttgcct ctcataactc attgggcctc
   355381 tatcacccca accaatagaa tcaatggaaa ataccacata gccacgtttt gccagctcat
   355441 cgccaacaaa ctttccgctg aaaaatttat cagaccaagc ctgtgcagaa gcgagctttg
   355501 cactatctcc ccaaggacgg atcatttttt ctttaccaat atcaaacttc gagccatggt
   355561 cgtgtaataa aacaatcgct gggtgtggcc ctttcgtttt aggtgttaat aacaatccca
   355621 gaacacggct ttcatcggta atattaaggg caattttttc agctatatag ctcccgcgat
   355681 cttgttgctc aatcttctct gcggaaaacg tgatggttga attcggagtg agtagtgcct
   355741 gtcttaaaat ttttctggta tcactcctgt aacgaacggt gcaatagtga tccacaccca
   355801 acgcctgaaa tcagatccag ggggtaatct gctctcctga ttcaggagag tttatggtca
   355861 cttttgagac agttatggaa attaaaatcc tgcacaagca gggaatgagt agccgggcga
   355921 ttgccagaga actggggatc tcccgcaata ccgttaaacg ttatttgcag gcaaaatctg
   355981 agccgccaaa atatacgccg cgacctgctg ttgcttcact cctggatgaa taccgggatt
   356041 atattcgtca acgcatcgcc gatgctcatc cttacaaaat cccggcaacg gtaatcgctc
   356101 gcgagatcag agaccaggga tatcgtggcg gaatgaccat tctcagggca ttcattcgtt
   356161 ctctctcggt tcctcaggag caggagcctg ccgttcggtt cgaaactgaa cccggacgac
   356221 agatgcaggt tgactggggc actatgcgta atggtcgctc accgcttcac gtgttcgttg
   356281 ctgttctcgg atacagccga atgctgtaca tcgaattcac tgacaatatg cgttatgaca
   356341 cgctggagac ctgccatcgt aatgcgttcc gcttctttgg tggtgtgccg cgcgaagtgt
   356401 tgtatgacaa tatgaaaact gtggttctgc aacgtgacgc atatcagacc ggtcagcacc
   356461 ggttccatcc ttcgctgtgg cagttcggca aggagatggg cttctctccc cgactgtgtc
   356521 gccccttcag ggcacagact aaaggtaagg tggaacggat ggtgcagtca cccgtaacag
   356581 tttttacatc ccactaatga ctcgcctgcg cccgatgggg atcactgtcg atgttgaaac
   356641 agccaaccgc cacggtctgc gctggctgca cgatgtcgct aaccaacgaa agcatgaaac
   356701 aatccaggcc cgtccctgcg atcgctggct cgaagagcag cagtccatgc tggcactgcc
   356761 tccggagaaa aaagagtatg acgtgcatct tgatgaaaat ctggtgaact tcgacaaaca
   356821 ccccctgcat catccactct ccatctacga ctcattctgc agaggagtgg cgtgatgatg
   356881 gaactgcaac atcaacgact gatggcgctc gccgggcagt tgcaactgga aagccttata
   356941 agcgcagcgc ctgcgctgtc acaacaggca gtagaccagg aatggagtta tatggacttc
   357001 ctggagcatc tgcttcatga agaaaaactg gcacgtcatc aacgtaaaca ggcgatgtat
   357061 acccgaatgg cagccttccc ggcggtgaaa acgttcgaag agtatgactt cacattcgcc
   357121 accggagcac cgcagaagca actccagtcg ttacgctcac tcagcttcat agaacgtaat
   357181 gaaaatatcg tattactggg gccatcaggt gtggggaaaa cccatctggc aatagcgatg
   357241 ggctatgaag cagtccgtgc aggtatcaaa gttcgcttca caacagcagc agatctgtta
   357301 cttcagttat ctacggcaca acgtcagggc cgttataaaa cgacgcttca gcgtggagta
   357361 atggcccccc gcctgctcat cattgatgaa ataggctatc tgccgttcag tcaggaagaa
   357421 gcaaagctgt tcttccaggt catcgctaaa cgttacgaaa agagcgcaat gatcctgaca
   357481 tccaatctgc cgttcgggca gtgggatcaa acgttcgccg gtgatgcagc actgacctca
   357541 gcgatgctgg accgtatctt acaccactca catgtcgttc aaatcaaagg agaaagctat
   357601 cgactcagac agaaacgaaa ggccggggtt atagcagaag ctaatcctga gtaaaacggt
   357661 ggatcaatat tgggccgttg gtggagatat aagtggatca cttttcatcc gtcgttgaca
   357721 tttataactg acccaaagct gaaagcttta ctgaaccccc agcctagctg ggggttttct
   357781 gggcacaaca agaaagcctc ccaagcggga ggcttttttt atgtatatgc ccgtcatact
   357841 tcaagctgca tgtgcgttag tcgctttcat gcaactcgaa ttattgaaag tgtaatcatt
   357901 cataaaaatt ataaggcaaa agtctatgac cgataatcca ttactggtgc tgcgtgaacg
   357961 tatcagtgca ttagatttaa aactgctggc tttgctggca gaacggcgtg aactggcagt
   358021 ggatgtggcc aaagccaagc agctccatca tcgcccaatt cgcgataaag aacgtgagcg
   358081 tgacttatta gacgcactga tcgatgccgc taagccttat aatcttgatg gattctatgt
   358141 cacacgcctg tttcagctga ttattgaaga ttccgtattg acccagcagg ctttattgca
   358201 acatcagctt aaccaaaccg ccctgctctc tgcccgtatc gccttccttg gccctaaggg
   358261 ctcctattca catctggcag ctcgccaata tgcagcacgt cattttgagc aattaattga
   358321 atgcggttgc ctgaaattcc aagacatttt tacccaggtt gagaccgggc aagcggatta
   358381 cgccgtactg ccgatcgaga ataccagttc aggttctatt aatgatgtgt atgacttact
   358441 ccaacacacc agcttgtcta ttgtgggcga aataaccaac cctatcgagc actgcgtact
   358501 cattgccaca gaaacagatt tgaacaaaat tgagactgta tacagccatc ctcagccttt
   358561 ccagcaatgc agccagttca ttaatcgttt cccacattgg aaaattgagt attgtgagag
   358621 tacggctgcc gcgatggaaa aagttgcagg aatgaaatca ccaacggcgg ctgcattagg
   358681 tagcgaagcg ggcggtgcgc tctataatct gcaagtgctg gagcacaatc tggcaaatca
   358741 gcaacaaaat attactcgat tcattgtcct tgcccgcaaa cccattgatg tatctgagca
   358801 aatcccggcc aaaaccacct taattatggc gaccgggcag caatccgggg cattggtaga
   358861 ggctttgctg gtactcagag agcatggcat tatcatgacg aaactggagt cccggccaat
   358921 taatggcaac ccgtgggaag agatgtttta tattgatgtg caggccaata tacgttcaga
   358981 agcgatgcaa aaagcattgg ccgatctaac accgattacc cgttccttaa aagtgttggg
   359041 ctgctaccca agtgagaacg tcgttcccgt cgagcctcgg taacgccctt tattcaggct
   359101 cattttatgc gcccacacca taaaaaaagt catcccggca ggctgtgctg ggatgaccta
   359161 taaaaatcta tcacttgctg atgaatacta ctgacgatta tcgttcgcct gacgcagtaa
   359221 tgaacggctc tctaccaaga aacgttccgc gtaatcacca aaccagtgtt ctactttctc
   359281 gaaactttga acaaacgctt gtttatcatg gtgctctaac aaggtgagcg cctcaccaaa
   359341 gcgtttgtag taacgtttaa tcagcgccag attatcttcc gacgacataa tgatatcagc
   359401 gtaaagctgt ggatcttgtg caaatagccg cccaaccatc gccagctcca ggcgataaat
   359461 cggtgaagac agtgccagta attgttccaa ttgcacgttt tcttccgcca gatgtaatcc
   359521 gtacgcaaaa gtcgcaaaat gcctcagagc ctgaatgaac gccatgtttt ggtcatgttc
   359581 gactgcgctg atacgatgca atcttgctcc ccagacctgt agctgctcca gtaaccactg
   359641 atacgcctgt ggatcgcgtc catcacaata caccacgact tgcttcgcca agctgccgac
   359701 atcagggcca aacattggat gcaaccccaa aactggccct tcatgggctg ccagcatagc
   359761 ttgcaggggt ttatttttta ccgaggccaa atccagcaaa atacaatctg ctggtaattt
   359821 gggtagccga ttaatcacct cttcagtgat atgaatgggg acactcacaa tcaccatccc
   359881 ggcatcagcc agaatagatt cagcttgtga ccaatcttct tgctccagtg ttctcacctg
   359941 ataaccagac agattaagca tccggctaaa taaccgaccc atctgccctt ggccaccaat
   360001 gataaccact ggacgcagtt ccgggcataa tgtcttgaag cctttatcat tttcgctggt
   360061 ataagattcc cgcatcaccc gacgtagcac atcttcaatt aaatccggcg gaacacctag
   360121 tgccccggct tcttgccggc gtgaggccag cattgccgcc tcacgatccg gaacatatat
   360181 cggcaagcca taacggcttt ttacttcacc gacttcagcc accaaatgca ggcgtttagc
   360241 cagcaaatcc aacaacgctt tatcgacttc atcaatttga tcgcgtaaag cagtcagttc
   360301 agccaccata cttacttttc ctcatgcagt ccgtgccgtc agtgctgcaa gcaattcttg
   360361 gcgcatacca cgtaacaggg tttcagtgct ttcccagtta atacaggcgt cagtcacaga
   360421 aacaccgtag cgcatatcag cacgtggctg ttcagatgac tgatttcctt cgtggatgtg
   360481 gctttccagc atcacacctg taattgaacg attgcccgcc ttgatctgtt caaccacaga
   360541 ttcagccacc gcaacctgac ggcggtagtc tttatttgaa ttaccgtgac tgcaatctat
   360601 cattaaggat gggatgagtc ccgcatcctg catctgtttt tcacactgag cgacatcttg
   360661 tgcactgtag tttggtgttt tacctccccg tagaatgaca tggccgtgtg ggttaccctg
   360721 agtttgtaac aggcagacct ggcccgactg attgatcccc ataaagcgat gtggcatggc
   360781 agcggcgcgc attgcattga ttgccgtgcc taggctaccg tcagtgccat ttttaaatcc
   360841 aaccggcata gacaagcctg atgccatttc acggtgggtc tgtgactccg ttgtacgggc
   360901 accaatggcc gaccaactga acaggtcacc taaatattgt gggctattag gatccagagc
   360961 ttcagtcgct aacggcaacc ccatgcccac taaatccagc aataaacgac gggcaatgtg
   361021 taaacctgcc tctacatcaa atgaaccatc cattgcaggg tcattgatca ggcctttcca
   361081 acccacggta gttcttggct tctcaaaata gacacgcata acgatatata agctgtcatc
   361141 caattccaca gagagttttt tcaaacgacg cgcgtaatcc agtgccgcat ccacatcatg
   361201 aattgaacag ggcccacaaa cgaccaacag acgcggatct cgcccctgaa taatgtcagc
   361261 aatggtttta cgtgcgcgct ctatcgaata ctgatcattt tcgctcagtg gaaactgatt
   361321 tttcagttct tccggggtta tcaggatttg ttcggcactg atatggacgt tattgagcga
   361381 gtctttttgc atgatcataa tctttaccta tctctgttta gcggatgtcg ctggcgtatt
   361441 tatcgtttga gagctccaca ataccatgtg atgtaaagtt ttcaatccat atttgtaaat
   361501 aaataattac tattttttta caggcacatc tcaatctaac ttttgcggta agtcgcagtt
   361561 tccatccttg gtcccgtgct ccctcagagg ccatgataaa atagaaaaaa tttgtggagg
   361621 ctgtatgtta agagtcatca tcgtcgacga tgaacaacct gcgcgtgaag atttacgcga
   361681 aagactgaat gaagaacacg gtatcgagat cgtcgccgaa tgcagcaatg ctctggaagc
   361741 aattcctgct atccagcgcc tacagcctga tgtggtattt ctcgacatcc agatgcccag
   361801 aatcaatggg ttagaattgg cctcaatgct gaaccctgaa agcatgccac atatcgtatt
   361861 tgtcaccgct tacgatgaat atgccattcg cgcttttgaa gaacatgctt ttgactatct
   361921 gttaaaacca ctcgaccatc aacgtttggc gaagacactg acacgtctaa gtcgcgattt
   361981 aatcgtaaag aataatttac acaaagttat cgaaccaata cttcgtcata tcccctgttc
   362041 aggccacaac cgtatttttt tgctgaaaat tgaagaagta gaatacctaa gctccgagct
   362101 tagcggggtg catgtggtgg gaaccgtgca atcaggttat acccagctat cgttaaaaac
   362161 actggaggaa aaaactccgt ttattcggtg ccaccggcaa tatatggtga ataccgaaca
   362221 attgggggaa attcagctta tggataatgg tgcggctgaa gtcatcactc gttcaggaaa
   362281 gcatatccct gttagccgcc gctatttaaa gtccctgaag gagaaattag gcatcgcata
   362341 aataggctcc ggaatgaata gagataccca tcatacgtca agctgcatgt gcgttggcta
   362401 cgctcgttac tccgggtagc ataaatactg ttcaaatcgg ttcccgccca ttgattactc
   362461 ggttgccgcc tacctgcaac tcgaattatt ttgggtatag atgagcaata gccgttaaaa
   362521 aattaatgca ttaatttaaa gcacaatatt aatacattaa ttttacattt caatttcata
   362581 ttaatttatc ttttctactt acttcacttt atttaattac ctaaataaac agtactccct
   362641 tgatattagc taagttttaa tcaatgtgat ctgtgctctg ataagagaaa tcgagtaagg
   362701 attatagtca tcgaataaaa ccaacaaata cataaccgaa tttcattcat atttgaagcg
   362761 agggacatca tgataactct acaatttata attataattc tatgtttgct gttaggtacg
   362821 cgttacggag ggatggggct ggggttaata agtggtatcg gcttatttat tctgaccttt
   362881 atctttggcc tcgaaccagg aaaaccacct gtagatgtaa tgctaacaat attagcggtt
   362941 attggttgtg cttcagtact acaaaccgca ggcgggttaa atgtaatgat gcaatttgcc
   363001 gagcgattat tacgccgcca cccacagcac attacgttat tagcgccctt cacgacgtgg
   363061 tcattaacct ttctttgcgg caccggacat gtcgtttaca ccatgttccc cataatttcc
   363121 gacatcgcca ttaaaaaagg tattcgtcca gaacgaccaa tggcggttgc atccgttgcc
   363181 tcacagatgg caattacggc atctccagta tcggttgctg tcgtatcatt agtttcaatt
   363241 attggtgcta accatggcat cggccatgcc tatagcattc tggaaattct ggctatttca
   363301 gttcccgcct ctttggttgg agtgctaatc gccgccctgt ggagcctgcg ccgtggtaaa
   363361 gatctggata aagatcctga ttttcagaaa aaaataaaag atccagagca gcgggcctat
   363421 atatatatgg ctcaacagat acgttactga atcaggtttt tccaaaacaa gcttattggt
   363481 caacttggat attctttgcc gctatcgtca ttgtcgtctt gttgggcgct tttgcagacc
   363541 tgcgccctgc ttttgaagtt aaaggcaagt tacagtcttt gtcgatgaat ctggtgattc
   363601 agatgatgat gctgatcgcc ggtgccgtta ttttgattgg ctgcaaagtc aaacccagtg
   363661 atatctctaa cggtgccgta ttcaaagccg gaatggttgc tatcttctcg gtattcggcg
   363721 ttgcctggat gagtgacacc ttcttccagg ctcatatggg tgaactgaga ttagtactgg
   363781 aagatgtggt aaaaggccac ccttggactt atgccattgt gctgttctta gtctcgaagc
   363841 tggtgaacag ccaagccgcg gcgctagcag cgatcgcacc aatgggctta caattaggcg
   363901 ttgaacctaa gatgctcatc gcatttttcc cagcagctta cggatatttt gttctgccaa
   363961 cctacccgag tgatctggct tgtatcggtt ttgaccgctc tggtaccacc aaaattggta
   364021 gattcattat caaccatagc tttatcattc caggtcttat tggcgtcatt tgctcctgta
   364081 tcacgggcta tctgctggta acgacgttta tgtagtgaat cataaatcca ggagtctact
   364141 ttgtagggcc agtgtatttt ctggctctta atccccttct aatttgacgc tgccacagta
   364201 ttaatggcat tcattacccc caattatttt cctgagtctg cttatcggaa tccattcgtt
   364261 ttacctggca gtaacgccaa attatttttc tgggatcatt tttaagaatg aacttatgag
   364321 aaaaaggacg tcattataat taattactca atccgctata tcttccaagt aagtttaatc
   364381 acaactgcta caatgcgagc cgcatcacaa acatcatttt ttcaccatag gtccattatg
   364441 ttttctttac gtcataccaa ggcgttgccg ttttatatca gcacactcac tttatccttg
   364501 tttagtgcat cagcgcttgc tgatgcgact ctctttacag ccttggatga tccttcctcg
   364561 gctaaaaaaa gctttgatgg ttccgttgac gcaggttata ccgctcagtc cggcaatacg
   364621 acaaactcat cattagcggc taactcaaca ttgacttggt tccagcccaa tacagcttat
   364681 agcttatggg gagcggcccg taacaccagc gccaataatc aacgttcttc agaacgttat
   364741 caactcggtg gccgtacccg ctataatctg acggatcgtc attacatatt cggccaagcc
   364801 agttggctaa ctgatcgtta taatggtttc gactcccgct cggtattaac gacaggttat
   364861 ggtcgtcagg ttatgacaac cccactacac aatctgcggg tagaatttgg tccgggtgtt
   364921 cgccatgatg aattttatgg cggtggccga gcgactaaag cattagcata tggtggggcg
   364981 aactatactt atcagctcac ggataacacg gtattcagtg aaggtgtttc cgcattagca
   365041 aacgaagaaa cgacgttgaa ctcagaaaca gcgttgaatg ttgctatcaa taaaagcttc
   365101 gcattacgtt tagcttatat cgcgacctat aatactaagc cgccaaccag tgcgcccaaa
   365161 aacacggaca ctacgacgtc aataacgttg gtttacggcc tgtaacccac cattcgtcta
   365221 tatagcgtgg tgtgataccg cgctaattct cctctctgcc ttttccttgt cttaatacct
   365281 aatattcatt tctcaagagt atttatttct cgagagcatt tattttttca agaacacctc
   365341 ttttctgcga acatctcttt ttcgagaata gtctctgcca actaaaaaaa tagagcacaa
   365401 aaaagggcta gcacatggct agccccttca taagtattaa cttttggatg cagcgttagc
   365461 tgtatcttag ccaagacgct ctttaatacg agcagactta ccagtacgct cacgcagata
   365521 gtacagtttc gcttgacgaa cggcaccacg acgtttcaca gtaatgctgt cgattactgg
   365581 ggagtgagtt tggaatacac gctcaacacc ttcgccgttg gaaattttac gaacggtgaa
   365641 cgcagaatgc agaccgcggt tacgaatagc gataaccacg ccctcgaatg cctgcagacg
   365701 ctttttagaa ccttcaacaa cccatacctt aacttccacg gaatcacccg gacggaatgc
   365761 aggtacatct tgcttcatct gctcttgttc gatttgcttg ataatattgc tcataataag
   365821 tctcttaccc taggtaaact gatatatcag gaccatttgc gcgcggcaca atgttccctt
   365881 catagttctg ttgctcaggg cttatgttcc cgttggaact cagccagcaa caccatttgc
   365941 tcgtcagtca gagctaggct ttccagaagt tcaggtcttc taagccaggt acggcccagc
   366001 gactgcttta agcgccagcg acgaatctcg gcatggttac ctgacagtaa tactggcggt
   366061 acctccatcc cttccaacac ctcaggacga gtgtagtgtg ggcaatccag caacccatca
   366121 acaaaggaat cttcctccgc tgaggcatga tgccccagta cgcccggaat aaaacgggag
   366181 actgaatcaa tcaatgtcat tgctggcagc tcgccaccgc tgagaacgta atcgccaatt
   366241 gaccattctt catcaatttc tgttttgatt acgcgctcat caactccttc gtaccggcca
   366301 caaaccagaa tcattttctg attcatcgcc agttcgcaaa caccctgttg gtccagtttg
   366361 cgcccttgag gtgacagata aatcaccttt gctccctcgc ctgccgctgc ttttgctgca
   366421 tgaatggctt cccttaacgg ttgcaccatc atcaacattc ccgggcctcc gccatatggg
   366481 cggtcatcca cggtacgatg ccgatcgtag gtgaagtcac gaggactcca acactgcacg
   366541 ctcagcaggc cattttttac tgcccggcca gttaccccgt aatcggttat tgcgcggaac
   366601 atctcaggaa acaggctaat aacaccgatc cacattgttt tgttccactc gctatcgccg
   366661 tttaattcgg aggtcaaaaa ccaggatccc aatctacttc aacacgttga gcagtgagat
   366721 cgactttctt gataacctgc ccatgaagaa acgggaccaa ccgctccttc ataccgaatg
   366781 catctttcag atttgccttc acgaccatga catcgttaga accggtttcc atcatatcga
   366841 tgattttacc cagttcataa cccgtggtgg ttactacttg gcaacccata aggtctttcc
   366901 agtagtaatc atcctcttcc aatgcaggga gttgtgtgga atctacgata atttcgcaat
   366961 tagtcagtaa attcgcggct tcccgatcat caacaccttt cactttgatg atcagatcct
   367021 gactgtggcg cttccagtct tccaactcga catgctgcca cttacccgcc tgctggataa
   367081 accacggctg atagtcaaaa atgctttcgg cgttctcggt ggatgaaaat actctgagcc
   367141 aaccgcgaat gccgtaagta gaacccattt taccgagaac aatcggctgg tcgggaactg
   367201 caggattgag ttgcttgctc ataataacca ccaccgtgac agattaagct gctttcttag
   367261 cgtctttgat cagcacagat acgcgatcag aaacggtagc acccaggccg atccaatgtt
   367321 cgatacggtc caggtctaaa cgcagtgctt cagcctgacc agatgcgatc gggttaaaga
   367381 agcctacacg ttcgataaaa cgaccgtcac gagcattacg gctgtcggtc actactactt
   367441 gatagaacgg acgcttttta gcgccgccac gagccaaacg aattgttacc ataacatcct
   367501 ctttagttaa taaaacaact ggaccccatc ggggaacggg gtccagttgc aatataaaaa
   367561 gcccgaaaat tttactcatt ttggcgaaaa aagcaatcta aagcgtagat tcctgttcgc
   367621 acattttgta ctgagtacca ttttcatcgt ttaccgccat tttctgcggg aaatctatac
   367681 tcacttcaca ccggttaacg ccacagtgtg agatggcttt tagcgacctg ggaacccggg
   367741 tggcatcata cctttcatgc cacgcatcat tttggccaaa ccgccgtttt tcattttctt
   367801 catcatgcgc tgcatttcat caaactgttt cagcaaacgg ttaacatcct gtacctgcac
   367861 accagaaccg gttgcgatac ggcgcttacg tgaacctttg ataatttcag gtttagcgcg
   367921 ctctttcagc gtcatagaat tgatgatcgc ctccatccgc accgtgactt tatcatccat
   367981 ttgcgatttt acgttttctg gcaactgacc tgcccctggc attttactca acatactggc
   368041 catccccccc atgttgcgca tctgcttcaa ctggtcgagg aagtcattga gatcgaaacc
   368101 atcgcctttt ttcagttttg ttgccagttt ctccgcttgc gcacggtcaa ctttgctttc
   368161 gatatcttca atcagcgaca gcacatcgcc catacccaag atacgtgaag ctattcggtc
   368221 tggatggaac ggttccagtg catcagattt ctcaccgacg ccaaggaatt taataggttt
   368281 accggtgata tggcggatag ataaagccgc accaccgcgc gcatcgccat ccactttagt
   368341 cagcacgaca ccggtgagtg gcagtgcttc gttgaatgct ttggcggtat tcgccgcatc
   368401 ctgaccggtc atcgcatcga cgacaaacaa ggtttcaaca ggcttaatcg ccgcatgaac
   368461 ctgtttgatt tcgtccatca tcgcttcatc aacgtgtaag cgacctgcgg tatcgacaat
   368521 cagaacatca taaaatttaa gctttgcctg ttgcagggca cgattcacaa tatcaatcgg
   368581 tttttcctgt gcatcagacg ggaagaaatc aatgccaaca ccctgagcca gggtttccaa
   368641 ctgtttgatc gccgcagggc gataaacgtc agcagacacg accagcactt ttttcttctg
   368701 tttttcttta agaaatttcc ccagtttcgc tacactggtg gtcttacccg caccttgcaa
   368761 gccagccatt aacacaactg ctggcggttg tgcagccaga ttcagttcgt tattgacctc
   368821 gcccatggcg ctgatcaatt catttttaac tattttgacg aattcttggc ctggcgtcag
   368881 acttttatta acttcatgcc caacagcccg ctcttttact cggtttataa agtcacgaac
   368941 aacgggcaga gcgacgtcag cttcaagtaa tgccatgcgc acttcacgta gcgtttcttt
   369001 aatattttct tctgtcagcc ggccacggcc gctgatattg cgcagtgtgc gcgacaatcg
   369061 atcagttaag ttctcaaaca ttgtctcata ctcaacgtgg aaacaggccg ctctggcgac
   369121 acaattaggg gattataaca cgaagtgcaa acgatctctg ccctcacgtc ggagaacggt
   369181 tggagaggaa cgctctcaac gctatactgg ctatctaatt cccttagccg atgctcatat
   369241 aacgctatgc ccgtgttttc cattttggct ttgcttgctt attcgctcag cttggggctg
   369301 attatcccaa gtctggtgcg gaaaaatagt gcttaccggc ggttagcgct ggtttctgcc
   369361 gtcgtggcac tagtgtgcca tgctattgcc ttgaaaaatc aaatttttga tgttggcgtt
   369421 ggtcagaatc ttacgttact gaacattggt tctattgttg ggctgatgat ctgtacgatt
   369481 atgaccattg tcgcttcaca agggcgtggc tggtttttac tccctattgt ctatagcttc
   369541 gccatgatca atctggcgct tgccagcctg cttccagggg agtttattac ccatttggaa
   369601 gccagcccag agatatttat ccacatcggt ctggcgcttt ttgcttatgc cacgcttatc
   369661 atcgcggcgc tgtatgcgct acaactggct tggcttgatt atcagttaaa acataagaaa
   369721 ctgacgttta atgctgatat gccgccgtta atgagcattg aacgaaaaat gttccatatc
   369781 acccaaattg gggtggtatt acttacactg acactttgta ccggtttgct ttatatggat
   369841 aatctcttca gtaaagaaaa tgtccataaa gcggtgttat cgattatggc ctggtttgtc
   369901 tatatcgttt tattgtgggg ccattatcat gaaggttggc gtgggcgtag ggtcatttgg
   369961 ttcagttttg cgggcgcctt tctacttaca ctggcttatt ttggtagccg tctggtccag
   370021 gaaattatgg ttcgctagtg attaccgcaa ccacctacac aaggcccaac ggaactggct
   370081 gaggcctcat cacgataagg aatactgtgt tggagcacgt atcaactagc tcattgatca
   370141 ttatcttagt cattatgatc atcgtttcag cttacttctc tgcatccgaa accggcatga
   370201 tgacacttaa ccggtatcgg atgcgtcact tatccaaaca aggcaaccgt gccgcacgtc
   370261 gggtggaaaa gctcctgaac cgcccagatc gcctaataag tttggtactg attggcaata
   370321 atctggttaa catactggca tctgcgctgg cgacgattgt cggtattcgt ttatacggtg
   370381 atgccggagt tgccatcgca accggggtgc taacttttgt gatcctgatt tttgctgaag
   370441 tcctgccaaa aactatcgct gccctttatc ctgaacgtgt cgcattccct agcagtatgc
   370501 tcctggcccc cctgcaaaag atcatgctgc cactcgtgtg gctactgaat accattactc
   370561 gcgggttgat gcatttatgt ggcattagag gaaatgtgca cagcagtgat gcgatgagta
   370621 aagatgaatt acgcacgata gtgagtgagt cccaatcaaa aatctctcgc cgcaatcaag
   370681 acatgttgat ttcagtatta gatctggaga aagtgactgt cagcgatatc atggtaccgc
   370741 gtaatgaagt cgtcggtatc gatattaatg atgattggaa gtcaatcatg cgccagctta
   370801 cacactcgcc ccatggtcgc attgtgttat atcgccagtc cttggatgac gctattggca
   370861 tgctacgtgt gcgggaagcc tatcggttga tgacggagaa aaaggaattt aataaagaga
   370921 acctactgcg tgcagccgat gaaatctact ttatccccga aggcacgcca ctcaatgtac
   370981 aactggtgaa attccaacgt aataaaaaga aagtcggcat gattgtcgat gaatatggtg
   371041 atattcaagg tttagtgaca gttgaagata ttctggagga gatcgtgggg gattttacca
   371101 cctcaatgtc ccctacgctt gcggaagaag ttaatccaca gagcgacggc tcggtactga
   371161 ttgatggcag tgccagcgtc cgcgaagtga acaaagcctt taactggtca ttacccgtcg
   371221 atgcccgcac catcaatggc atgttgctgg aagagctaga agaaattccg caagcacata
   371281 ttcacgtccg tcttggaaat taccaaattg aagtacttga tgtgcaggaa aatatgatta
   371341 agcgggttaa aattacccca atgacttccg cagaacattc gaccctataa ataattctgt
   371401 ctaagcgata gtcagtttaa taaaaaagac gctttaatca gcgcctttta tcattctcct
   371461 gcctactgat actgagcact aaatatgcaa ttcagtcagt ttctctttcg gcagtgccaa
   371521 ctcttcgttg tggttgatac gcacatcacg gtcaagaata tctttagcaa tactctgagc
   371581 ttcttccagc gagtgcatat gataagtccc gcactgatat tcattcagct cagggatctt
   371641 ccgctggtca gtgaccttca gcacgtccgc cattgccgct ttccaggcat cagcaacccg
   371701 ttgctcgtca ggtgtcccta tcagactcat gtagaaaccc gtgcgacatc ccatcggcga
   371761 gatatcaata atttcaacac catcaccatt gaggtggtcc cgcataaacc cagcgaataa
   371821 gtgctctagc gtatggatcc ctttctctgg catcacttct ttattcggca cacagaagcg
   371881 taaatcaaaa accgttatct cgtcgccatg aggagttttc atcgtcttag cgacacgtac
   371941 tgccggtgct ttcataatgg tatggtctac ggtaaagcta tccaataatg gcatttagtt
   372001 acctcctcat aaaaaagtca tatttttcta atcttttttt cgcaactgat gaaactttta
   372061 ctcatcctgc gcgtcttaat atgtgaaaga cgcgcatttg ttatcatcat cccttctatt
   372121 agagatgtta atttggccac agtgatgtgg ccttttcttt tttattggcc accatgaagc
   372181 gctaaatact cttcaaagct tagcttatct ttgagttcta gctcatgttg ccgttgccgt
   372241 gaagcatcgc gctctgcaga taactgttct tccgtcagca gttccagtgg ttcgttttgc
   372301 agcatttctc gataatgctc agccaactca agcccaactc caccgctccc cttctcttgc
   372361 attaccttta gaatacgggc agagaacgtc agttcaggat catcaaacga ggcgacaagt
   372421 tcatcgcaaa cctgctgata cgatgcactc tcgctcccat ccagaacctc tgcaacccga
   372481 cgtaaatcag caaacagtgc cttaccaacc gtttccagcg gttgacggga atcactacac
   372541 cctatcccaa tggtctgccc cggtttacgc ccttctaaaa tgacccgatc ccaattttta
   372601 cgcgtacaca gcagttcatc actgctcatc tctggtgcat cagccagcac acaccaaatc
   372661 aggaataaat cgaggaaacg cgcttgcacc gcatcaacac caataggtga gaatggattt
   372721 atgtccagcg aacgcacttc gatatattca atgccaccac gaagcaaagc gtctgacggt
   372781 gattctcccg cgcgggtaac ccgtttaggc cgaatagggg catacaactc attctctatc
   372841 tgcaacacat tagtattcag ttgcagatgg cgatcaccgt ctttcagacc taaagccacg
   372901 tactcctctg atggtgtttg aatcgcacgt ttcagagcgt caacgtaggt atgcaggtca
   372961 ttaaatgtga tacctaaatt actttgcgat ttattggtat agcctaaatc actcaaccgc
   373021 aatgacgtag catagggtaa ataacacatt cccttaccat tacgctcaaa cggtaacgcc
   373081 gtctcgcgcc cctgcaggaa cgatgagcaa atggccggtg atgcgccaaa cagataagga
   373141 ataacccagc caaagcggta atagttccgg atcagacgga aatagcctgc ggaaatctcc
   373201 tccttcccac tttgctcatc ggtgacgcct gcccatgcct gccaaaactc cagtggcaaa
   373261 gaaaaattat agtgcacacc agaaatcgtt tgcatcagcg caccgtaacg gttttttaac
   373321 ccttcacggt aaagtgtttt aaagcggcca atattagacg aaccatattt agccagctca
   373381 atatcctgtt cagcctcaat aaaacaaggc atgctcagcg gccacatgcg ttcatcaccc
   373441 aacttacgtg cagtataacg atgaatatca cgtaaaaaag tcaacagatg atcaatgtca
   373501 ccatcgacag gagtaataaa ctcaagtaat gcctcagcga aatcggtagt gatccattga
   373561 tgtgtcaaag cggcacccag tgattctgga tggcccgtcg aggctaaatg gccatcggca
   373621 gtcactctca atgtttcccg ctcgataccg cgacggatcc cttttagggc tttaggatgc
   373681 gcttccaacc aagtcaacgc gtgtgataca tccgggatca aatcgacctc ccgctcttga
   373741 aaaccataac tcatcagcat actgaaactg catagatgtg actacgtaag tttgtcacat
   373801 ctattattgc caccaagcga tcccttgcaa cgtaatcatc gttaacacga tgtaacgcaa
   373861 tgcttttccc aaaaataaga aaaaagccac aaaaccccaa ggcatacgca accagcctgc
   373921 caacacgcac atcaaatcgc ctactatcgg taaccagctt aataacagag ctgccggacc
   373981 gaagcgttgg agccagccaa gtgccacccc cataccacgc tgtggcttta attccggtaa
   374041 taaacgacct ataacaacat tggttaatcc ccctagggtg tttccgacag tagcagataa
   374101 caccaatatc gctgcgggcg cactacccgc agttaatagg gtgaccaaca gaatttcaga
   374161 attgccgggt aagagcgtcg cactgagaaa gctactcccg aataatgaag caattgcaag
   374221 agtattactc acagcagacg tacatcaact attgccatat tcgctcgttt tgccgcttct
   374281 acaccaaaat cagcatcttc gaagacaatg cacttatctg gacgtacacc gagcagctcc
   374341 gcacagcgta aaaatgtctc gggttctggc ttatgctttg tcacatcatc agcccccacg
   374401 atggcatcaa aataatcacg taatccaaga tggcgtaaaa gcatctctgc catgctgtgt
   374461 tcgcttcccg tcccaacagc cataggtaag cgcccataat aggatttaac cacgtctatg
   374521 agcggtagag gcttcacgtt atcgagtagc atcgtattca ccaatgaagt tttttgtgca
   374581 gctaaaaaat gaggatccag atctgattgg ttatgagcaa ttatcacacc agcaattttc
   374641 caggtaggtg cgccatttaa cgcgaccata gcttgctcat caaagtgcat accatagggc
   374701 gcaagcacct gccgccatgc ctgacgatgg gtagactcgg tatctaagag ggtgccatcc
   374761 atatcaaaaa tcagaccttc ataaagatcg tacatcgtta gcccaccccc atgaataaaa
   374821 tgaaaagcta ctttatcgca aactaactaa attgtcgctc actgtataat caattgaatt
   374881 ttatatagaa aatagaatta gcacttaatt aaattgctat tagatgacgt aaaaatggct
   374941 tagtgagcga gtaaaaaaca ggataagaga attcagatgt ttaatgtagg gtgaatttat
   375001 tacggccaaa agcagaaaac cccgctatag cgaggttcct taatatggtg cacccaggaa
   375061 gatgactcgg cttacgcctc gccctacggg ccgttgctaa agcaacgttg tctcgctacg
   375121 ctcggctcga acttccgacc actcggttct gatgctcgtt ttgataattt acgggagcca
   375181 aaagcagaaa accccgctat agcgaggttc cttaatatgg tgcacccagg aagattcgaa
   375241 cttccgaccg ctcagttcgt agccgagtac tctatccagc tgagctatgg gtgcaattgt
   375301 ttgtttcttt gtttgtttta cggaggcgtt tcagcgagtg aaacttaaca gcaagatgta
   375361 tgacttagaa agatggtgca cccaggaaga ttcgaacttc cgaccgctcg gttcgtagcc
   375421 gagtactcta tccagctgag ctatgggtgc aataattctt tgacactacc tgatgttcat
   375481 ttatctattt caccatactg caaaatatgg tgcacccagg aagattcgaa cttccgaccg
   375541 ctcggttcgt agccgagtac tctatccagc tgagctatgg gtgcatagta aatggcggtg
   375601 agggagggat tcgaaccctc gatacagctt ttgaccgtat actcccttag caggggagcg
   375661 ccttcagcct ctcggccacc tcaccatacg cttcttgcga attgtaccta acttgctttt
   375721 gaagaagctc atcggcactg cgtggcgcac atattacttt cccgcactta taagtcaaac
   375781 aatttttcct aactcgcgtt tatttgcaca cttcacacac aacatggcca gtttgaaacc
   375841 aaaaagagtg ttttatcaac aggcaagata gctattattg ggatataacc aaatacagga
   375901 gaagttgaat ttatctgagc ggtagtgact gggcagacga agtagagaga aatagcgaaa
   375961 agaaaggaga attaggggaa acaaaacaga gagtagagac aataaaaagc agtagcgcct
   376021 cgtgttacac gagacgctgc ttcaaaatca gtaagtcgtc ggttgagact tttctgcttg
   376081 gatgcgctgg tagatttctt cacggtgaac agaaacctct ttcggagcat ttacaccaat
   376141 tcgaacctgg ttgcctttaa cccctaatac agtaaccgta acctcatcgc caatcatgag
   376201 tgtttcacca actcgacgag tcagaataag cattctttgc tccttgaaaa attaaaagag
   376261 tcgggtctct ctgtttcccc gccattatcc atcatacacc gtgaaaacgt aagccattac
   376321 attcatataa aatgtaagta gcttggtcga gtccctaact aatacaagtt tagctgaagc
   376381 aaacaacttt gcgtttaact ttgtgattga actatgacag gaaaattaaa aaacgccata
   376441 cctagtaccg agatatggcg tgttgattta atagatgatt acttacatcc gggatgctac
   376501 ccatgcttct acgctggcta atgccgctgg caaagcctgc acatcagtac cccccgcctg
   376561 agccatatca ggacgaccac cgcctttacc gcccacctgc tgagcaatgt ccgcgattaa
   376621 ttcacccgct tttactttac ctgtcaggtc cttggtcacc ccaacaatca aacttacctt
   376681 atcatcagct gtggtggcca atacaataat ggcagaaccc agttgatttt taaggtcatc
   376741 gaccattgtc cgtagcattt ttggttcaac gttatccaac tgactgacca aaagcttcac
   376801 accattgatc aatttcgcgc ttgaagacaa cgaggcactt tcctgagctg cctgctgatc
   376861 tttcaactgt tgcaactcac gctcaagcat tttactgcga tccaataccg cccggacttt
   376921 gtctgccaga ttatgaatat cacctttcac cagatgagcg acgtcctgta acaggtcgct
   376981 ttgctgatgc aataaagcaa tcgcgccctc gccagtgacg gcttcaatac gacgaatacc
   377041 cgcagccgtg ccagattcgg tcaggatgcg gaataaccct atatcccccg tgcggctagc
   377101 atgagtcccc ccacacaact ctgttgagaa gtcacccatg gtcagaacac gtacttggtc
   377161 gtcatacttc tcgccgaaca gtgccattgc acctttttct ttcgccgcat ccagttccat
   377221 cacttcggtc tgaaccggca tgttacggcg gatttgttca ttgaccagat cttctaccaa
   377281 ccggatttgt tccggcttca ttgcttcgaa atgagagaaa tcaaagcgta gatatttgtc
   377341 attaaccagt gaccccttct gggccacatg ctcgcccaag acgttacgta acgcagcatg
   377401 cagtaagtgg gtcgcggagt gattcagacg gatacggtta cgacgcacaa catcaaccaa
   377461 tgcttcgacg ctgtggttaa ctcttaacgt gccggtagtc aatattccta cgtgcccgat
   377521 agcctgacca tatttctgag tatcagtaac gctaaaggtt gctgtcgcat ttttcagttc
   377581 ccccttatcg ccgacctgac cacccgattc accgtagaat ggtgtccgat tcagtacgac
   377641 aacggcttct tcacctgcgt gaatctcatc aacggcctcg ccattacgga atagagcagt
   377701 aaccgtcgcg tgttgttgga catggtcata accagaaaat tggcttgcgc tatcaacacg
   377761 gatcaagctg ttgtaatctg cgccaaaacc actggattca cgggcacggc gacgttgagc
   377821 ttccatcgct tgctcaaagc cagcttcatc gactttcagg ttacgttcgc gacaaacatc
   377881 tgccgttaga tcaactggga agccataggt atcgtacaag cggaaggccg tttccccatc
   377941 aagggtatcg ccggtaagct tgctgagctc gtcatcaagc agcgccaaac cgcgctctaa
   378001 cgtcctggca aactgctctt cttccgtctt taatacttgc tctaccatcg cttgctgttg
   378061 ttttaactca gcagcagcag gccccataac cgcgatcaag ggagccacca gtttgtagaa
   378121 gaaagtctct ttcgcaccca acatattccc gtggcgaatt gcacggcgaa taatacggcg
   378181 taagacatag ccgcggtttt cattcgatgg gatcacacca tctgaaatca agaaagcaca
   378241 agaacgaatg tgatcagcaa taacccgcaa cgacttgctg gataaatccg tcgcccccgt
   378301 gacatctgcg actgcggcaa tcaaatcacg gaacaggtca atctcatagt tggagttaac
   378361 atgctgtaat accgcagcaa tacgttccag ccccatgccg gtatcaaccg atggcttcgg
   378421 caatggcagc atcgtaccgt cagactgacg gttaaactgc ataaagacga tattccagat
   378481 ctcgatatag cgatcgccat cttcttctgc agaccctgga ggaccacccc agatatgatc
   378541 accatggtca aagaaaatct ctgaacatgg gccacaaggg ccggtatcac ccatttgcca
   378601 gaagttatct gaggcaaagg cccccccttt gttatcaccg atacggatga tacgctcatg
   378661 aggaacgccg acttcgttag cccagatgtt ataggcctcg tcatcggtct cgtacaccgt
   378721 tacccaaagt ttttcttttg gtaaattaaa ccactgttca ctggtcagta actcccaagc
   378781 gaagttgata gcatcatgct tgaagtaatc gccgaagctg aagttaccca acatttcgaa
   378841 gaaagtatga tgacgcgcgg tataacctac gttttccagg tcgttatgct taccacccgc
   378901 tcgcacgcag cgctgagagg tcgtcgcacg ggaataggcc cgtttatcca aacctaagaa
   378961 aacgtcctta aactggttca tcccggcatt ggtaaacaac agcgtagggt cattattagg
   379021 gaccaaagtg ctgcttgata caacctggtg tcccttgcta tggaagaaat cgagaaacgc
   379081 ttgacggatc tcagcggtgc tcttgctcat aattgtcctg aaatcaagct aaaaggatgg
   379141 cccgtgagca aatcgtgtac agattagcga caacgcaatg gataagctca cgaacaaaag
   379201 ttggaataag ataaattttc ttcagaagga agtaaaatcc cacgtgcatt cattcgacag
   379261 aatcagtgta aattgactga atttcttctt ggaagaagcc acgatagagg agataacgct
   379321 gaactttagc cttttctttc cattcaacag gtaaagtttc actaaattta cgctgggcga
   379381 cctcttttgc cagttggcac cagtcgatct cactgttctc aaaagcagcc agaattcgtt
   379441 ctttatcgac acctttttgc atcagttctg aacggatacg ctgtacgcca tatcctttac
   379501 ggctacgact attaatatag ctggcggcaa aacgggaatc atccaaccaa ttgtgctgat
   379561 aacaatagtc aataacctgc tcgataacct gaggatcact ctcttcaatt gcattacttt
   379621 cagctaaatt gctttcaact gggttacttt caactagatt actttcaact acatcactgc
   379681 ttttagcacc tgaacgcttt ccccaattcc cttttgccga aaatggaggt gccgcaagct
   379741 tgcgacgcag ttcagattca ctatggtcac gctgggagag tagtctcatt gcacgactta
   379801 actggtcatt catataccct tttacttacc gctacagcgg tgttagctgc gctctctcac
   379861 ccgaatcact tactgatgtt atttactcaa acaaacagac cgccacaagt gacggtctgt
   379921 ttgtttactc caactggtta aagttgcgta ttaaaattct tcgttggttt catctgcacc
   379981 atcggcgaat tctgctgttg ccgcagcaac aggttgttca ccattgccgc cattaagtag
   380041 catttcacgc agttttttat ctaactcagc agcaatggct gggttttctt ttaaatagtt
   380101 gctggcattg gctttaccct gaccaatttt atcaccgtta tagctatacc atgcgccagc
   380161 tttctcaatc agtttgtgtt taacacctaa gtcaaccagt tcaccgttga tattaatgcc
   380221 ttcaccgtag aggatctgga attcagcttg tttgaatggc gcagcaatct tgtttttaac
   380281 gactttaacg cgggtttcac tccccacgac cacatcacca tcttttactg caccaatacg
   380341 gcggatatcc aaacgtacag aagcgtaaaa tttaagagcg ttgccaccgg tagtggtttc
   380401 tgggttacca aacatcacgc caattttcat gcggatttgg ttgataaaaa tcagtaaggt
   380461 attcgcattc ttcaggttac ccgccagctt acgcatagcc tggctcatca tacgcgcggc
   380521 aaggcccata tgagaatcgc caatttcacc ttcaatttca gcttttggtg tcaatgccgc
   380581 tacggagtca acgatgataa cgtcaaccgc accagagcga gtcagcgcat cacaaatttc
   380641 cagtgcctgc tcgccagtat ctggctgaga acacaatagg ttatcaatat ctacacccaa
   380701 tttcttggca tagattgggt caagggcatg ttcggcatcg ataaatgcac acgttttgcc
   380761 ttcacgctgt gcggcggcga taacctgtaa tgtcagtgtc gtcttacctg atgattctgg
   380821 gccataaatc tcaacgatac gccccattgg taagccacca gcccccagtg caatatcaag
   380881 ggaaagggag ccggtagaga tggtttcaac atccattgag cggtcttcgc caaggcgcat
   380941 aatagagcct ttaccgaatt gtttttcaat ttggcccagt gctgctgcta acgccttttg
   381001 tttattctca tcaatagcca tttttattcc ctctctggta tgccagggtt ccccctacca
   381061 tcgccactga atgttatttt gtacaagaaa ttaccgctaa ttatactgta caatcataca
   381121 gtatcaagcc tatttttaca gaaaatcatc gaatagtgtt tgtagtgcga aaacagctgc
   381181 ttgcaaccgt actgagtcac gatcaccaga aaagtgtttt tttcttgcac taatcggccc
   381241 ttcgcgtgag ataaaaccaa accagacagt gcctaccggt ttatctgcgc tgccaccatc
   381301 aggccccgca ataccactaa tggaaacggc aaagtctgca ttggcttgtt tcaatgcccc
   381361 caatgccatt tcacgtacca cggcctcact caccgcacca taacgcgcta aggtcgtttc
   381421 agatacgccc aatagatctt gctttgccgc attgctgtag gtgacaaaac cgcggtcaaa
   381481 ataagcagaa ctgccagcaa tatccgtcag ggctttggct acccaccccc cagtacaaga
   381541 ttctgcacag gtcacccacg caccgtgttc ttttaactta tgcccaaccg caatactgag
   381601 ttgacgtagt tgtccttcgc tcattgttgc cccccattct aaataaattt cttgctgccg
   381661 atagtagcac ttctttagcc tgcgatagca accacactca gttatgcgaa acgtctcgca
   381721 gcatgtaatg aaaataagta ctttcccgta caaagcttta cctgtggggc ttagctgtta
   381781 gtatcaaaag agccgagcga atagcggtga gaggggagaa aacccctttt taaaagggga
   381841 taaaaaatca tgatcgtctt ttttatcaac agaataagag gcgacagtga catctgcggt
   381901 gccagtaatt tatccgcgat gaggaactaa ggacaatagc gtgaaaaaaa ttttcaatac
   381961 cttcttccca ctttatagcg caacggtgtt gatgctatta ggctcaggtt tgttgaccac
   382021 ctatatttcg ctacgtttaa ctgcgatcaa cgtttcagca ctattaatcg gagccatcat
   382081 tgccgctaac tacatcggtc tggttatcgg tggcaaagtc ggtcatttcc tgatcgccag
   382141 agtcggccat attcgcgctt atgttgcctg tgccggtatt attaccgcgg ccgtattaag
   382201 tcatgggctt actgaatata tccctgcgtg ggtagttctg cgcttgatta ttggcctctg
   382261 catgatgtgc cagtttatgg tgctggaaag ctggcttaat gatcaagcgg catcgaacca
   382321 gcgtggcacg gtattcggtt tttatatggc ggcaacctat gcggggctag ccttgggcca
   382381 ggtggtgctt atgtttcagc ccgcgctggg gctgattact ttaatggtta ttgccctctt
   382441 ttttgcgctc tgtttggtgc ctgttgcgct gaccacccgc agtaatgctc agcaaatgtc
   382501 cccggcaccg atggagctga aattttttgt cagttcgatc cccaaaatac tggcatcaac
   382561 attggtcatc ggcatgattg tcggctcgtt ttatggcttg gcaccggttt atagcagctt
   382621 gcaatccctc tcaacgcagg agactggctt gtttatggca ttgtctatct tcgccggcct
   382681 tgtcgcccag tttccactca gttggttatc agaccgctat aaccggacac aattgatccg
   382741 aattaacgct ctcttactgg cattaaccgc attaccgctg gcactaatac cccatatttc
   382801 tttccgattt ctgctcagtt tgggctttgt cgtcagtctg ttgcagttca cgctttatcc
   382861 gctggtcgtc gcactcgcca atgacctgat tgaaccagaa aggcgggtct cactcgcggc
   382921 gtgtttatta atgtcatttg gtgtcggtgc cagtattggg cctctcgtcg taggcgcgct
   382981 gatggcacca ttgggaggga atattctgta tgcgttcttt tctctctgcg gcttgggcct
   383041 gatcgcgcta agcagaaccg taaaacagga ccaagacgaa tttgttaatg atgcgccagt
   383101 acctcatata gcgatccccg attgcctggt cagttcaccg ctatcatctg cattgaaccc
   383161 cagctttgac gagcagatga tccagaacgt tatgccacca ccggagcaac ccgcaaccat
   383221 taacaccccg gcggacagcc tatctgatcc tgatacaacg ccatcacctc attcacaatg
   383281 atatgatgtc acaatgatgt catggcgctg ggttacacac cggatctgcg tcacaaaata
   383341 atatgatgcc catcaaggta agagccgttt ttcctcagta cattattggc aaccttgatt
   383401 tgctgcggtc atcacccagt accacggcca ataatatgca gttaagctac aggcaaatcg
   383461 tgtactgctt gttatttatt cagcattgaa taaaaatacc agcatgaggt atttagcggg
   383521 atggaaccat gtcaagacaa gatgaacaac ggttactggt caagattgcc acgctgtatt
   383581 acaccgaagg tatgaagcaa tccgagattg ctgatagcct gcatttatct caatccttcg
   383641 tgtctcgtgc gataacgcgg tgtgtcaaag aaggtgtggt taaaatcagt gtgattcaac
   383701 ccgctaatat gtttattggt atcgaatcac gtattcaaaa acactatggt atagatcagg
   383761 ccattgtggt ggatattacc gatgacgcca gccccgcaca gataaaacag gctattggct
   383821 cagctgccgc ccattatatg caaaccagta ttcgtccaaa cgatatggtg ggtatttctt
   383881 catggagcag taccatccgg gcgatggtcg ataaccttca tcccctcaat atcaaaacca
   383941 gtggcgtgat tcaattgctc ggaggtgtcg gccctaacgg caacgtgcag gccacattgt
   384001 taactcaatc attggcaaat attttaaact gccctgccta tctcctgccc gcacaaagca
   384061 ttgaacgttc tactgaagat cgtgcccgcc tgatatccag tggtgaagtg gccgatgtcg
   384121 tgaataaatt tgccgaagtt gatctggcat tagtggggat cggtgttctg gaaccctccc
   384181 aattactgaa aaattccggc aactattacc acgaagagat gctgaaatta ctggccgaac
   384241 gcggggctgt gggggatttg tgtttacatt attttgatgc cgcgggcaat gcggtactca
   384301 gcgatgagga agacccagtc attggaatgt cattacccca attacgtgct tgcccacggg
   384361 tcgtggcact ggctgggggg atagagaaaa gtgctgctat tcgaggtgca ctgaccggta
   384421 actacattga tgtgctaatt accgaccggc tgacagcaga aacattactc tagccaccct
   384481 gccaacatat tggttaacag ccccagccat ggggcggaca ctttactctt ctgcttatcc
   384541 tcaccgttca agatcgcgtc attggggttt gtcagcagtc tggctttgta tcgtgatccc
   384601 ggtgccatta gcctcgttat tttagggcat agacaactgg cgtgttacgc cgcgggttat
   384661 ctcattgccc catcaccggc tgctggcctc cgtttcacgg cttcccatgc cagtagcaat
   384721 caacgcccag atatttactg aatgcttctt gcaaaacctg agctgtagct gaatggttca
   384781 tggccacatg gtgttcaaaa ccgttgttgc aaatatgcgt gagcaaactt tccaactgtg
   384841 gtacttccac cacggcccga cagcccactg tattcaactc gtcactgaca gagcgccctt
   384901 cgccaacata agcccggacc tgccccgtaa aatcatcaga agagaggcgg aaataggtca
   384961 atggccccga cttcatccgg ccatgaactg cgccacaggt attctcacac cccaccgttg
   385021 tcccgataat atcagcggtg cccatggttg agctctccag actttcactg gcaaagttgc
   385081 cgcagtggaa cagcacacat ttatctcgtt cagcgccaaa gttattattc cagtcggcga
   385141 tggatgccgg tgccagcgag caactggcca acgcatacat cgataacgcg cccatcacat
   385201 ccacttcaca ggcacttggc atcaattgcc ccgacattac gctcataatg gaacagacgt
   385261 tgattcccaa gttctgctgc agcgacgtcc aacattgcat cgccgtggta tcaatatcat
   385321 tagcaataat ccattcactg atcaccacaa acaacttcgc cattttatgc agtttgtctt
   385381 gtgggatagt gctggtatcc ccattggctt tcagtaatgc cagtttttcg ccgacgcgga
   385441 tatcgttatc actgagatta gccacccgga aaaacacctc ggataaatcg agggtttcta
   385501 cggtgatccc caaattctcc aataacttct cactgtagcg tacagtatta aaattggtcg
   385561 gacgggcacc aatagcccca acccgtaccc gtttcatggc atgtacgaca cgacacaact
   385621 gcacaaattg ctcgacatcg cggctgaata tctcactgtt caggctacag acatgctgtt
   385681 tggtcaaggt gaaaggaatg ccgtattggc gtaggttatt acacaatgaa atcttgccgc
   385741 agaaactgtc acggcgggtt gccagcccca ttttatccag cgcatcttct tctgcctgca
   385801 ccaggaccgg cactttcagg ccagataaac ggatcgcatc agagacactt ttctcatcgc
   385861 caaaattggg cagaataaca accacaccgt ggatctcttc actgtgttga cggaataatt
   385921 cagcgcacac cttggcatca tgccaatttt ccacacctcc cagtggcgtt tgctcttcat
   385981 taagcataat gatgttaatc cccagccggt caaagagcgc ctgagcatcc cggcgcgcgt
   386041 cgctcaccag atagcttggg aagaaacccc gattgccgat aatcaccgca aaaattaact
   386101 tgcgaggtat tgctgacata tgcttactcc tagtgtgggt tatttcggct gaaaacgcgc
   386161 acgcgcgatg gccgtttgcc agaggctata gttatcttgc atctccgcac tgtgaatgcg
   386221 cggttcgatg tattccactt cacgggggag cgcagccagt tgttggctat cctgccacca
   386281 gccaagggtt ttcccgccca aatacgcggc acccagtgct gacacttctg ccgtgtgatt
   386341 acgtatcaat gtgcgctgca ataaatcggc ctgaaactgc atcagccagc gattactggt
   386401 cgcgccgcca tcaacccgca gccgttcaag gcgatgatga gccgcattct ccatcgcaaa
   386461 gaaaacatcg gctatttgat aagcgactga ttcaagtgcc gctcgcgcca gtacggccgg
   386521 tgtcgtggca tccgtcagac cacagaacaa accacgcgcc tgactgtccc aataaggcgc
   386581 acccagtcct gataatgccg gtacaaaata gacgccttga ttacctgatt ggctttctgc
   386641 catgtcagtc agacgtgaca aatcactgat ccctaacatg cgcgagaccc atgccactcc
   386701 tgagccggta tgggtgatgt taccttcaag ggcataacgt aattcgccgt catgccaggc
   386761 aatggtggtg cttaggccgt ggcttggtgc actggcctgt tttagcgtca tcatcagaga
   386821 ggagccggtg ccataagtgg ctttgatttc accggcctgg tcgccgcctt gcccgtacag
   386881 cgcggcgtgc gaatcaccaa tgtgtgccac gataggcacg ccctgctcca ggccgagaat
   386941 cccggtgcgc gcggtgtgtc cgtggatgga tgccgagggt aagacggcgg gcaggcaaag
   387001 acttgggata ccaaacagcg ccagtaaatc ggggtcccat tgacctgaat ggatattaaa
   387061 cagctgggtc cgggccgcat tagagaagtc agtcgagaaa ctttgccctt cgctaaactg
   387121 ccaggtcagc cagcaatcaa gcgtgccaac acacagctca ccgtgagcgg cacgttcagc
   387181 gccatgaggg atctgcgcca acatgccatg aattttagcc gcaggaaaca ggggatcaat
   387241 ctgcaatcca gtccgttccg caaccatcgc cgcagccggt aattggcgca aagccagaca
   387301 gaaagcctct gaacgacggc actgccagct tacgactggc gtgagcggcg tgccggtttc
   387361 ccgttcccaa atcagtaccg attcacgctg attactgatg gcaatccccg ccacctgtgc
   387421 gcccgccaat tgatttaggc acccctcaac cgcctgagaa accgccagcc aaatcgccag
   387481 cggatcctgt tctgcccaac cgggctgagg atgctccagt tgtaatggta ccgaggcttt
   387541 cgccagaact cgcccggcac gatctaccgc aatggctttg gcgttggttg tcccttcatc
   387601 aatagccaga atgattggcg ttgacatcgt tattcccctc ggcaaaaccg cagagcacga
   387661 gccacaatgc ctgccgcatc aaaaccatga taggcacgca tctcagcccg atcagcggca
   387721 atcgcataac caccgtcagg aatacccagt ctcactaatg gagtaccact ccccgcctca
   387781 gccagcactt ccgcgaccag actccccacg ccgccattaa tattgtgctc ttctatggta
   387841 atcacccgct gactctgttg gaggatggcg aacagttgct gagtatcaca cgggcggata
   387901 gaggaaacgt tgaccaccgc agcagaaata ttgttgtctg ccagtatggc tgccgcgctg
   387961 accgcttcat gtactgtaga tcccatcgcg accagagcaa tatcccgtcc ctcttgcaag
   388021 acatcaattt gaccgggagc aaatcgataa tgctcatcat gcagtggcgg caacgcttta
   388081 ccatccaacc gaatatatac cggaccctga tgggccaacg cataatcaat gatctgacgg
   388141 cactcctggg gatcagcagg ggcgtagatt tcgatattac cgaagccacg taggatggcg
   388201 atgtcatcga tacagtgatg tgtactggcc agtggcccgt agctggcacc ggagttcaaa
   388261 ccgaacagtt ttacattgct gttgttgtaa caaacatcaa ttttcaactg ctcgttagca
   388321 cgcgaaatca gaaacggtgc ggcattacag gtcaccgcaa ttttcccccc catggatagg
   388381 ccgaccgcca tgcccaccat cgcctgttcg gcaatcccaa cgttgaccac ccgatcaggg
   388441 aagcgtgtga taaacggccc aatttttgcc gttgaagtcg agtcagcaac cacggggacc
   388501 aaatcaacgc cgttatcgac cgccttgata aactgctcga ccatcactga ggccaaatgt
   388561 tctgcattac tcatcgttta attcctccag cgccagatca atttcagcac cttttggcac
   388621 ccggtggtgc cactccacac gcccttgaat aaacgagatc cccgcacctt tttcggtgtt
   388681 ggcgatcacc acattgggtt taccgttttg tggtagggtc tccagtgttt ccaccaccga
   388741 ttgcatgtca ttcccacggc attcagtgac ttgtagacca aacgcccgcc atttatctgc
   388801 cagcggatcg gtattcataa ttgatttagt ggtccctgcc agttgcagtt tatttttgtc
   388861 gttgatgatc accagattgt ctaattgata gtgagcagcc actaacgctg cttcccagtt
   388921 gctgccttcg gccagttcgc catcacctgt caggacaaag acccgacgtt tgctgttggc
   388981 tcgttttgcc gccagtgcga taccaaccgc caccggtaaa ccgtgcccta aagccccggt
   389041 attgagttca atgcctggcg ttttgtgttt tacagggtgg cctggcagat gagagtcggc
   389101 acgttgataa gtcgccaacc actcttccgg gaaataacgg gcttcggcca aacagcaata
   389161 atagccgcca accgcatggc ctttagattg cacatagata tcgcgctccg gatccgtaag
   389221 cctctccggc gcacaattga ggatacgaaa atagagtgcc gtcagaatct ctacctgcga
   389281 aagatcagca ccggtatgcc cacctgcggg gctgttcgca ttaagcagga cgatacggcg
   389341 gcggatcgcc cgcgcctttc tcaccagctc atcgattgac agtgaatacg gattcatgac
   389401 attacctctc ttgaattttt actcattacc gaatatttat tctcgatgag actaaaaaaa
   389461 tagctttcat caagcctgtc cggagatccc ccctccggca taacgtcttc agtgcgttgt
   389521 ggctcaccac actcaaactg ccgtatgcag tggcctgtga ttcagttcag ttcagttcac
   389581 ctcagttcag ctcacttcac gtcgatccgc tcagcccttt agccgctatc cacgcgtgac
   389641 ctggccgcta ctcacttttt accgtctgag agatgattcc cgcctgagag gtgacgtcag
   389701 aggggatggc ggtcactttt tgcgacacaa tcgccgcctt gtgctgcatc cggttttgca
   389761 tctgatcgat aatcacggcc acgataatca cgatgccttt gatcaccatt tgccagaatt
   389821 cactgatgcc catcatcacc agcccatcag ccaagatgcc gataacaaaa gcgccaatca
   389881 gcgtaccaag aatggtccct cgcccgcctg ccagcgatgt cccgcccaga acaacagcgg
   389941 cgatagcatt catttcgaag ccactgccat tggccgggtg gctggcaacc aattgggcag
   390001 acacgataat ccccgctatc gcggcacaga agccggatag ggtgtaaacc cagactttca
   390061 cctgacgcac tttgacacca gaaagttcag cagcgcgttc gttatccccg atggcataaa
   390121 catggcggcc aaacggaagg cggcgggcaa cgtaagcaat caccagcgcc agaatgaaca
   390181 tgatccagat ggcgatcggc aaccccagta gcgttcccga gcccagcagg tcaaaaccgg
   390241 tattccccag ttgcggattg ccttgtaagc cggggaaggt ttcgccacca gagatcaaca
   390301 tcgaggcacc tcgcaccaca tacatggtgc caagggtgca aataaacggg gcgacgttgt
   390361 agcgagtaat gatccagcca ttaaccgcac cgatgagtgc cccgataact aacaccaccg
   390421 gaaccacaac ccaaacactg gggaagatag cgatgccaaa catcggcaag acaatgcctt
   390481 gggtgatcat ccaaccggca atcatgccgc acagccccag cgtcgcgccg atggagagat
   390541 cgatacctgc ggtgataatg acaaaggtga tgcctaatgc gaggaaggca ttaatcgcaa
   390601 tatgcttcac catgatgatc aaactccccg tggctaagaa cccagggacc atgattgaaa
   390661 agaaacccag gatcagaaac agggcaataa aggtgcgcat ctttaacaga agcagcagca
   390721 tattttcccg tgaccatgac gctccaccgg gcaggtgact cgccaacgcc gtgccagttg
   390781 ttgctttcat cattcaaacc cttgtgcgct tgctgtaacc aatgccgatt cactggccga
   390841 ttgacgggat aaatttgccg tcagtttgcc gttcgacatc accagaatgc ggtcggatac
   390901 cgccataatt tcttttaggt cggaggtgga aaacagaatg ccgatcccct gctcagagag
   390961 tttcaccatc atttcaaaca catccgcttt tgcgccaaca tcaatgccac gcgtcggttc
   391021 atccagtagc aaaatgttcg ggcgggtcag taacgagcgg ccaatgacca ctttttgttg
   391081 attgcccccg ctgagtgcct gaatttcgac atcaggtgaa gaaactttga tcgacagctc
   391141 accgatagtc gctgccacca cttgcacttc actctcctgc cagatagcaa aacggtgttt
   391201 cagccgacgc cataagctgg agatggtcaa attacaggcg accgatgaag cagggaaaat
   391261 cccggctttt ttacgatctt ccggcaccag gctcatccca aagcggatac gctctgcggt
   391321 ggaggttttg gcattcatga ccgtgccatt gaggcgaacg gtgccaagat agttttgttg
   391381 cgtgcccagt aaacattcga acaattcggt acggcccgcc cccatcaggc cataaatacc
   391441 gacaatctcg cctgcccgga cgtgcaatga gacatgatta accacggtat taccggattc
   391501 attgatgagg gtgacatctt ccacctccat cattggttca ccaaaggtac gccccggacg
   391561 aaggaagctg gaaaccggat cgctacccag catttcacgc acaatccacg gcacatcaat
   391621 gtcttttact gcggcttcag cctgaaagcg cccatcgcgt aaaatagtga tgtagtcgcc
   391681 aatcgccatt aactcttcca atcggtgaga aatataaacg atggaaaccc cttgccgagt
   391741 gagttcacgg atcacacgga acagaacatc cacctccgtt ttactgaggg ccgaggtcgg
   391801 ctcatccaga atcaggatat cggcctgctc cgccagtgcc ttggcaattt caatcaactg
   391861 ttgttggccc actttcaggt ttgacacctt ctcttgtggt gaaatgacct gatcaagacg
   391921 caccatcagt tgttcagtaa cccgttcctg cgctgcctga ttgatcggtt tcaagccgtg
   391981 ctggatttcg cggccaagaa aaatattttc cgccacattg aggttttccg ataaattcag
   392041 ttcctgatgc accatgccaa tgcccagcgc tgccgcctca cgagtattgg caatgctgac
   392101 cttctgcccg tttaggtaaa tttgcccgga ggtttgctgc tgcaccccgg ccagaatttt
   392161 catcagcgtt gatttaccgg ccccgttttc gccaataatg acgttaactt tgccgcgata
   392221 aacagtgtaa ttgacgctat cgagcgccaa tgtgccagga aaacgcattg aaatgtcctc
   392281 agcacgcatg acaatgtcag gtctgtggtt catcagtggc tctccttatt caaactcagt
   392341 ggcacaccat tgctcaggct ggttggtgtc aatgtgactg ccgccagtac ctcaacctgc
   392401 tgcccaatcc aactggcatc aggtttggcc acctcctgca acgcacgcag acttaatgcc
   392461 ttggcaagtt gggcgtattg cacctggttt ttaaaatcgt caaagcggat aaaggtggag
   392521 gcatcgcgaa tagcattacc tttgacaatt ggccccaatt gcaagacctg ttcatcaccg
   392581 tcgatagcca aacgaatcag cccttcccgt ccttcggttt ctactgccac gaccttgccg
   392641 gtaaagcgga caaagcggct ttggttattt ttcccgaccg caggctggct ttgctgttgt
   392701 ttcacctctt gccaactgat ggcgttgctg ttggcaaatg gcatgacatt tttcgcccaa
   392761 atggtggccg ccactttatc tggcgtctgg ttatagtcac tgaccaccgc gttcggatcg
   392821 accggcagga tcggtttgcc attttcatcc aaatccacga cggtgcacgc caccagtaca
   392881 gcactgatca tcagcaaagc gcctgctttc gatatcgcac ggaacctcat aatgcctcct
   392941 gaaaggaggg gcgatgtcgc ccctcattac ggctaaagcg gatgttttat cgcactggct
   393001 ttagcgaaca cgcctgtagc ggctagtctt tcagcgcaaa gacattcagg ttcttagcgt
   393061 tattttcgtc aatcaataca cagtccatca gttgtttctc ttccagaccg gttttaccgg
   393121 ttttcagata ctgatcggcc tggacaacgg ccatttgtgc ttgcgcccaa cccggctgca
   393181 atacggtggc tttgatattg ccgttgttaa tgatcgagtc gcggacatag tcactgccat
   393241 caaaccccac caccaccaca tcattgcggc ccgccgcttt taatgcggct tcggccccta
   393301 atgccatcgt gtcgttaccg gaaatgaccc ctgtaatatc tgggttagcc tgcaaaatag
   393361 attccatacg gttgaatgct tcagtctggc tccagtttgc tgtctgttga gcaaccatct
   393421 tcatgtcgct atgttcgtca atgacgtcgt gataaccctg cgaacgtaca tgagcgttgg
   393481 tgtcagactc gcgccccagt aattcaatat atttaccttt gccccccatc agagtgacaa
   393541 acttctccgc gcccagctgc gcgccctgat agttgttaga gacaatctga gagacggcaa
   393601 tcccggtttc attgatttca cggtcaataa ggaaggccgg gatacccgcg gctttggctt
   393661 ttttcaatgg gccgatggtc gcgtcagagc cggcgttatc cagaatgatc gctttggctt
   393721 tacgggcgat agcggtctca atgagttggt tctgtttgtt cacatcgtca tcatgcgaag
   393781 caaccagtgt ggtgtatccc agttccgtcg ctttcgcttt ggcaccttca gcctctgctt
   393841 taaagaacgg attatcgtgg gagggggtga tgatggcgat cagaccattg ctggccgcac
   393901 cagcaacgcc tgccattgag attaatgctg cggtaagaca ggatttcagt agggtatttt
   393961 tcattatttt tctccgcatt gaatatatat tcaccattaa atttatattc aatctaataa
   394021 tacaaacgcc ctacgccttg tccaatgtca gagcaaggaa agtagaagtc ggtcacaaat
   394081 tagtcgataa gggagagggg atgtctcaga aacaaacgca cttttacagt gactcgcggg
   394141 ggtggagcga aaaagaaagc ctgccgatcc agaatgggca gtgggtaagg ggcattttat
   394201 cttcgtgccg tatgagcgaa caccttgaat taatatagcg gcagtgacac agcgttattt
   394261 atagaaacct atcttcttct attctcgcga ttcgatcagc atcattgtca gacgtggtta
   394321 ttccctctta gaaactgccc atgtaaccat tatttaacgc aatattcgca ggccatcaat
   394381 cctatatatc ccttatcaat aatagataga atctatcata ttaataggac taacgaattg
   394441 tattttccaa tttaatcatg ttaaaaaata gttgcctttt agttaaaggg gacttatata
   394501 tgttaaaaaa aatcttaccc gtactaataa ctctcgccat tgtacataat acacctacgg
   394561 cttgggcagc agaagcaccc aagactgata gtttttactt acccaaaagc ctcgatctct
   394621 ctccactccg tttacataat atagagtcca atccttacgg aaaggatttt aattatgctc
   394681 aacagtttaa aacactggat cttgaagcag taaagaaaga tataaaaaca gttcttacca
   394741 catcacaaga ctggtggcct gctgattatg gtaattatgg tccattcttt attcgtatgg
   394801 cgtggcatgg tgcgggaacc taccgcatat atgatggccg tggtggtgcc gatggcgggc
   394861 agcaaagatt tgagccactc aatagctggc cagataacgc caaccttgat aaagcgcgtc
   394921 ggcttctgtg gcctataaaa aagaaatatg gcgctaaaat atcgtggggc gacctgatgg
   394981 tccttacagg caatgtcgcg ctcgaatcta tggggtttaa aacgctgggg tttgcaggag
   395041 gccgtgagga tgattggcaa tccgatctgg tctactgggg ggcaggcaac aagatgctgt
   395101 ctgataacag ggataaaaat ggcaagctac ccaaaccgct ggcggcgaca caaatggggt
   395161 tgatttacgt aaaccctgaa ggaccaaatg gtaaaccaga cccggttgct gcggcaaaag
   395221 atattcgtga agcgtttgcc aggatggcaa tgaatgatga ggagaccgtg gcattgattg
   395281 cgggagggca taccttcggt aaagcgcatg gcgcagcgtc tcctgaaaaa tgcctgggtg
   395341 cagcaccggg tgaagcgggg ctagaacaac aaggtttagg atgggcgaat aaatgtggtt
   395401 caggtaatgg taaggacacg ataaccagtg ggttggaagg ggcatggaca accgatccta
   395461 cgcattttac gatgcaatac ctgagtaatt tatacaaaca tgagtgggta ttgaccaaga
   395521 gcccagctgg ggcctggcaa tggaagccta aaaatgcagc caatgtcgtt ccagatgcaa
   395581 ccgatccaac taagttccat cctttgatga tgttcacaac ggatattgcc ctaaaagttg
   395641 atcctgaata caagaaaata acgacacgtt tcctggaaaa ccctgaagaa ttcaagatgg
   395701 catttgcccg cgcgtggttc aaactgacac accgtgatat ggggccagca gcccgttatt
   395761 tgggggatga ggtacctaaa gaaacattta tctggcaaga cccgctgcct gctgccaatt
   395821 ataagatgat tgacagtgcg gatatttctg aactgaaaga taaaatattg aagacaggtt
   395881 tatctgatac aaaactgatt aagaccgctt gggcttcagc atccacattc cgtggtaccg
   395941 atttccgtgg cggtgataac ggcgcccgaa ttcgtctggc accacaaaaa gactggccag
   396001 tcaacgatcc cgcagagcta cacagtgtac tggcggcact catggaggtt cagaacaatt
   396061 tcaataaaga cagaagcgat ggtaaaaaag tatccctatc ggacctgatt gttctgggcg
   396121 gaaatgcagc cattgaggat gcagctaaaa aagcgggata cagtatcagt attccattta
   396181 caccgggtcg gacagatgct tctcaggaag aaaccgatgt cagttctttc gcggtactgg
   396241 aacccactgc cgatggattc cgtaattact acgatgcaaa aagaaatacg ctttcgccta
   396301 tcgcgtcgtt gattgatcgg gcgaataaac tggaactgac cgtgcctgaa atgacagtac
   396361 tgattggtgg acttcgtgta ctggatgtta actcgggagg gtctaaggct ggtgtgttga
   396421 cgaatacgcc agggcagctt aataacaact tttttgttaa cctgcttgat atgtcaacca
   396481 aatggactaa atcacctaaa gctgaaggat atttcgatgg gtatgatcgg aaaacaggga
   396541 aacttaaatg gacagcaagt tctgtagatt tagtctttgg ttcaaaccct gaactcagag
   396601 cggttgcgga agtttatgcc tctgatgatg ccaaagaaaa atttgttcat gactttacta
   396661 aagtatggga aaaagtcatg aaccttgatc gctttgatat aaaaaataac taactaaata
   396721 gaggggagga tttatcttcc cccctctatt tataagagaa gaaaatcata ataataagag
   396781 gtaacgataa tgcgaaaaat tccaataatt gcgggcgttt tctcattact catcacaagt
   396841 tgtacttttg ccgcgagcct tcaggatgat atgaatattc tgatagccaa tttgggcatt
   396901 gtaagttcat caaccgatac aaaggtcatt acctcatcac tggaaaaaat gcgtaatgcc
   396961 gcccttgatg ctcaaaaagc cattccaccc aagcttgaag ggaaagccga ggacagtccg
   397021 gaaataaaag actatcggca tggttttgat ctactaatag aacaaataga caaaaccaaa
   397081 caatgggcgg aagaaggaaa tattcaggag gtaaaaaaat cggttgggga agtaatcaac
   397141 attcgtaata cctatcatag tagatatcgt taaaatttta ttaattcata gaggagtatt
   397201 gaatatatct ccagacaggt atttatataa aataattata tacccaagtg acttcaagat
   397261 gcaggtaggc agctaacccc ctgcatcgtg aagggcgacg ggtatatttc aggaaaacat
   397321 atgcacaaga agtattcctg cctgcaaata ggtattcatt ggctagtcct attgctggtc
   397381 attatcgcct ggagctccat agagttgcgc gggtttgcac ctcgtagcta tcagccctgg
   397441 atgaagatga tccacttttc ctgtgggatc gccatcctgg tgttgatgat gacaaggata
   397501 ttgatacaac tgaggtaccc gacaccacca atagtaccga agcctagtcc tatgatagta
   397561 gggttggcgc atgtagggca ttgggttatc tacttactgt ttatcgcgtt gcctatcatc
   397621 ggtatcgcca tactttactg tcgcggaagc tcgtggatag cctttggtct gatcatgccc
   397681 catgccgagc aggcgaattt tgatctggcg gatacattaa aggcgtatca cctattgctg
   397741 gccaatatga gctattttgt tattggcctt catgctcttg cggccttact gcatcattac
   397801 gttttgaaag ataatactct cttgcgcatg atgccgaaga agagaggtta agaagaagag
   397861 aggttaaatt gttccgtttc tctttgtccc gcgtttgcgg gacattttaa agaatgcaac
   397921 cagttaaaga atacagccag cgggcgcagc cacatgatta cccgtatcac gccttggcgt
   397981 ttctgaagat gccaatcaaa aaaccggctc ccccttgatt cactgattag cctgaccggt
   398041 aatatcggta aaaaatcacg cgggttatca cataaataag ttcaggttga aataaataag
   398101 ttcagattta gcgatataac tcaaccccag ccggtgtcac ttgcaattca tgttgccaat
   398161 gggccaaggt cagggtggtc aactgtgcca acccttgata aaacgggtgg cctgcatcgg
   398221 attgcaacaa cgccagataa cgataactcc agggtaataa gtgatcagct aacaaaaccg
   398281 ggagatcgac cggctgatgt tctgccaacc aggccgccat catcatcaat aaaccgaaat
   398341 gatcttcagg ctcctgctgt ttcaatgtga cttcaacatg ccgctgctgc atccagttac
   398401 gcagttttag tgtggagtcg ccaaacagca ccatgtcttt atccagataa acggagcccc
   398461 aaggcggcgc tggcaaggca tatggaccaa taaacagccg ctgccaagcc tcttccaatg
   398521 tttctgctaa tggggctgcc gctgattgat gagcaatgga ttgatactga tctgattgag
   398581 ctgccgccaa taatgtcgca atcggcatta gttcgtctgc accaccataa ggccattcag
   398641 cggcccacgt gccattacgc aattgcacca caatatcgcg gcactccgcg ctatccggct
   398701 cacaataaaa aagcgcacct agcactcgcc ccgttagtcc gattttttga taaacactgt
   398761 cttgataaac agtatcttta taaacaatgt cttgataagt catatctgtt ttaatcattt
   398821 tcttacgacc attttcttac gaccatattg ttatgatcat gttgttcagc cctgtatgac
   398881 cgtggtttta gcacgccatg aggcagagca aagctattct gggcgctccc cagaatagcc
   398941 aaagtgtcac cgccgtctgg agattagccc ccaaccgcca taccgaccgt catatgtaac
   399001 ccgtagaaca ccccacggcc aatcaactca ccggcaataa ccagtaacgt gcccaagacc
   399061 atcaccagcg tcatcgggcg acggcctctg atcaacgggc aaatccagca gccaagcccc
   399121 aacaccagca gcactaaccg ccataccatc aatgagccat agtcggggat cagcgctgaa
   399181 gcttgctgta ccgagctata aatcagcggc aaactggccg cctgcataat gacactggcc
   399241 acactgatga tcagtgccaa tacgctgatc atcggcagtt gtaacatcgc ccgcccatta
   399301 acatcagcca attgcagcaa cagataaccc aatagcgggc caccgatcaa cgtggtcagg
   399361 acaaagccca gcggggtata aatactgtcc cacgtcggta ccgtattaat ggagtagacc
   399421 cggcacatgg cgtagacaaa gatcacgccc aacaccattg ccaccaccag ccagatctta
   399481 ccaagcgcgg caggcatttt atccaacacc gccaacaacc agtaaaaacc ggctacagca
   399541 aagaacaacg aaccggcggc aatctcatta ctcagtgcag attcaccgat ccgattcaat
   399601 gagttgaacg cccgcattgg cgaacctaaa tgcagtgtag aggcgataaa agccagtgcc
   399661 atcagcaccc aaagcacaaa catgctgcgg tgaacccgct gttgttgccc gcgactcaaa
   399721 ccaccgaata tcagtgccag accgagaaca ataaagcccc cgaccacaca ctgccccagt
   399781 acggtaaaga ccattagtgg ccattcatgc catcctgagc ccatgttata cctccttcgg
   399841 gtttgccaga tgaccggtgg tatctctgac cgggcggctg ttggcattag gttttagtac
   399901 gatattcggc agcgtgaagt gagcggcagg cagaggcgca atttcagcta aatcaccgta
   399961 tttttcgcgt aattcatcga taggggccat atccaatgca cgcagtggac aggaatcgac
   400021 acagataggt ttcttcccta ccgccacccg ttcgtaacaa ccgtcgcact tggtcatgtg
   400081 ccctttttca gcatcatatt gcggcgcacc gtaagggcag gccatatggc agtagcggca
   400141 accgatgcag atatcttcgt taaccaccac aaaaccatca tcacgcttat gcatagcacc
   400201 actcggacac accttagtac aggcggggtc actacagtgg ttacaggcga tagacaggta
   400261 gtaagcgaac acattctggt gccatgtccc gttatcctgc tgccaatcac cgccagcgta
   400321 ttcgtaaata cgtctaaagc tgacatccgg tgagagattt ttaaagtctt tgcaggccaa
   400381 ctcgcacgtt ttacaccctg tacaacggct ggagtcgatg taaaaaccat attgcgttgt
   400441 catcagtcag ctccttatgc cttggcgact tgaacgaggt tggtgtggga tgggttccct
   400501 ttcgccaacg gggaggggcg ctgggtggtc aatacgttga tactgcccgc ccgatcaata
   400561 cgcttcgcat cggggctgta ccacgccccc tcacccaaag cgacaacccc cggcatcatg
   400621 cgcggagtga ctttggcatt aatctgtact tcaccacggc cattgaagat ccgcaccata
   400681 tcgccattgc tgatccctcg ccgttcagca tccatcgggt taatccacat ctcctgaaga
   400741 caggaggctt tcaacacatc tacgttaccg taggtggagt gggttctggc cttgtagtgg
   400801 aagccggtta attgcaacgg atactgttca atcagtggat caacatggct ttcaaaaccg
   400861 gcggcataca cgggcaacgg atcgataaca tcatcttttt gcagttccca agtcgcggca
   400921 atctcggcca gcgccgcaga atagatctca attttgcctg atggggtact cagtgggtta
   400981 gcaaccggat cggtgcggaa atcgtgatag gcaacgtgat ggcctgccgg gtctcgtttt
   401041 ttaaacatgc cctgagcgcg gaaatcctcg aaagaaggca gttcagggat tgcagcttgc
   401101 gattgctgat agaggtggcg catccactct tcttgcgttc gcccttcggt aaacttctgc
   401161 tcgaccccca tgtgtcttgc caatccactg gtgatgtcat aaatattttt gcactcaaaa
   401221 cgcggtttaa tcacctgatc agcaaaaatg acataggcca tattgccgct ggaggcatcc
   401281 agacagaagt ccatctgctc ggaagcggta cagtctggca ggataatatc ggcatattca
   401341 gccgacgagg tcatgtggtt atcaatgacc acaatcattt cgcatttctt atcgtcttgc
   401401 agaatgtcat gggtgcgatt gatttcagaa tgttgattca ccaaacagtt actggcgtag
   401461 ttccaaataa atttgatcgg gacatccagc ttatctttcc cctgaacccc atcacgggtg
   401521 gcggtcattt caggtccacg ctcaatggca tcggtccaca agaacataga gatactggtt
   401581 ttgactgggt tttcaaaggt aggcatacgg acaaacggca ggctgtagga gccttcacga
   401641 gcaccggagt taccgccatt aataccgaca ttaccggtca agattgccaa catggcaatg
   401701 gctcggctgg tgttttcgcc gttggaatga cgttgtggcc cccaaccttg ggaaatataa
   401761 gccggcttca ctgaccctat ttcacggcct agcgtaatga tttttgcggc gggaataccg
   401821 gtgatagccg ctgcccattg tggggttttg gcggttttat ctgcgccctg ccctaaaata
   401881 taggctttgt agtgactatt ttcgggtgcg ccttctggta gcgtcttctc gtcataacca
   401941 acgcaatatt ggtcaaggaa gggttgatcc accagatttt cagtgatcat cacataagct
   402001 aacgcagagg ccaatgcggc atcagtgcct ggtcgtagtg ggatccattc atcttcacgg
   402061 cctgctgcgg tgtcggtata acgggggtca atcacgatca ttttggcatt ggatttctct
   402121 cgtgcctgct ccagataata ggtgacccca ccgccactca tccgggtttc agccgggtta
   402181 ttaccgaaca acaccaccag cttactgttt tcgatatcgg acgggctgtt accgtcagcc
   402241 cagccaccgt aggtataatt gagtcccgcg gcaatctgtg cggtactgta atcaccatac
   402301 tggttgaggt agccaccgca gcaattcatc aagcgagcca agagcgtcgc gcccggcggc
   402361 caagagcggg tcatggtgcc gcctatcgtg ccggtaccgt aattcaggta aatggcttca
   402421 ttgccatatt ccttgataat attctgcatg ctgccagcga tagtctcgaa tgcctcttcc
   402481 cacgagatac gtttgaattt cccttcacca cgggcaccga ttcgtttcat cgggtatttt
   402541 aagcggtctg ggttatagac ccggcggcgc atagaccgcc ctcgcagaca ggcgcgtacc
   402601 tggtgtagcc cctcaaaatc atcatcgccg gtgttatccg tttcgacata ttttatttcg
   402661 ccatcagcca catgcatacg cagcgggcag cggctgccgc agttaacggt gcaggcgctc
   402721 cagatcactt taccgtcgtt ggctgaggtg gggttgagtg cggattgaac ggctcgtgcg
   402781 gtacgggaga acggtaacga aaacgccccg gttgccatag ccagtccgcc gacaagcgtg
   402841 gtttggacca gttttcggcg ggtgacacct gtcgttaaca gccgggattc gttggtctct
   402901 ttcataagat tcccacttag ttgcattcca gaaaatgaga gtcacccagt gtggatggcg
   402961 cccgaataat tcaaaaaaaa tgagcagatc agcaggagat tgggggcttc agtgagagcg
   403021 caatggcccg attaaaggag tttttataag taggataata aatttgtctt cctgctacga
   403081 cggaccttac ctctttcgag gaggggggag tttgtctgga atcaataaag cgctgagagt
   403141 gggtgcccat ttgccacttt tgtgatgaat gaacgcagct aacaacgctg taatctcgaa
   403201 gaccgaaaag aatccccaac gtcattggcg ctacagctag gcagcaagag aacgcatccc
   403261 gatgagtcta tttattttaa aatcaacgac cgttaagtga ttcgggtaag tgaacgcagc
   403321 taacaacgct gtagcgtcaa ggacgaaggg gattggacga aggggattta ttggccgtaa
   403381 tacgccgcag ccccatgctt acgcaaataa tgcttatcca acaacgtctg ctgcatatct
   403441 cctacgccgg gcgttagctg atgagtaaac agattcatat aggctatctc ttctaacacc
   403501 acggcattgt gtactgcatt agccgcattg ctcccccacg cgaaggggcc gtgaccattg
   403561 accaagacgg ccggaatgtc tgccgctcgc agcccctgtt cagcgaaagt ctccacaatc
   403621 accttaccgg tctcatgctc ataatcaccg gtaatttctg cctcggtcat caagcgggtg
   403681 caagggatcg gcccgtaaaa atagtctgcg tgggtggttc ccaatgcaga taatgatttg
   403741 cccgcctgcg cccaaatcgt ggcatggcgt gagtgcgtat gaacaatgcc gccaatctca
   403801 gcgaaagctc gatataacac cagatgggta tccgtatccg acgagggttt tttatcccct
   403861 tccacaacct tgccggttgc taaatcgacc accaccatgt cattgacgct catgacatca
   403921 tattcaacgc cagagggctt aatcaccacc aatccatgtt cgcgatcaat gccgctaaca
   403981 ttcccccacg tgaatgtcac caacttatat ttggggagtg ccaagttagc ctcaaagacc
   404041 tgttgtttta actgttctaa catcgtgcac ctcatgaaat agtattcaga tgggcaggcg
   404101 ataatgaaaa acatcattcg gtattcgaat gatgtcattt aactaatagc ctttgcttaa
   404161 aaaatagcct ttgtttaaat atggctatta gctaacacct gtgattaacg gcggcgatta
   404221 ttggcagata ctcttttcta cgatcacggc ttgtttccca tgatcattat tttttccctg
   404281 atcaccattt gctttctatg accactattt atgtaggcta ttattttcgc tagccataat
   404341 ttaagacgcc aataaaatgt agccgtaaac taacctaacg atatttaggg ttaaattaaa
   404401 gtcacccaca ggaacaaaag ccccaaacaa accaaatcgg tctaattcgg tcatatttag
   404461 tcattatttt aatgcccgag tttgagtttt tattaccatg cgtgactagt taatgaataa
   404521 agagggggtt tttatgtgat taataaccca ttttaaagtt atatagcgta ttaattacat
   404581 tataaatagt gactttaatc tcataaatgg cgggtaaaaa ggggcttaaa gcaatccttg
   404641 aattcagtca ctgtataaac agcagattag catcaatata gcagcatgaa tttaacaggt
   404701 gcttattttt agagaagtcc agcccgataa gtacaatccg ataagtacag agtgttgagg
   404761 taagcatgtt acaagctgaa cgccataaaa ttatttgcac tcatgtacaa caacaaggtt
   404821 ccgcgctggt caccgagcta tcggttctgt gccaggtatc gcaggagacg attcgccgtg
   404881 acctgacggt gttgcaaaaa aaacaaaaac tgatccgcag ttttggcggc gctgtcgcac
   404941 tggatagccc tgaaataccg gtaattgata ttaaagaaat tcacgatggc ctcaatgtca
   405001 tcgatagggc ggagtccttc cgtaaacgaa cggaggagca ccctgatact aaaatgaaaa
   405061 ttgccaaagc agcattacag tttatccgcc ctggcgattg tattttactg gataacagca
   405121 gctcgtgttg gtttttagcg cgacaaattc cagatattga aattaccgta gtgaccaatt
   405181 cggtaaagat tattcaggcg ctagcctgcc gtgacaaagt gcgcatcatt gggattggcg
   405241 gtgaatactc agctcgtcac gatgacttcc acggccccgt ggcagaaaat gccatcagga
   405301 atttccagat taataccttt ttcttctcct gtcaggggat taaccaagac agtggcgtta
   405361 gagatggcaa tgatattaat gccaaattga agcaggtaat gttgcaagtg tctgggcaaa
   405421 aaatattatt ggcagactcc agtaaattcg atcaatacgc attttgtaaa atatgtacgt
   405481 tagatgaagt cgatattctt attaccaata gattaagctc acaaaactat cgcagcgata
   405541 atcctaaatt aaatattatt gaatccgata aatagaggca aattaattaa ggattattga
   405601 catcatcaag ttaaccgcgt taacaccaga gaaccgttgc accaaaaaat agccatacaa
   405661 caaaaacaag ccaatctgct ttatatcaat attataaagc cggccttacc tattgcgctt
   405721 tcagaggatg taatgatgag aaagttaata ttaccttgct taataacgac cttgctggct
   405781 tcccatgcgg cgtggtctgc tgacagcaac acaccacaaa aggcgaataa gccgtttacc
   405841 ctgggtgtcg tggttaaagt ggggggtatt ccttggttca atgtaatgga gcaaggtatc
   405901 aaagcggaag gtcaggcatt gggggttaac gcttggcagg tggggccaac gaccgcagat
   405961 cccgctgagc aagtgcgggc tattgaagac ttaattgcca aaaaagtcga tgtcatcggg
   406021 gtggttccta atgatgccaa agtgttggag cccgtactga agcgggcgca agaagccggt
   406081 attaaggtta tcacgcacga gtcaccgggt cagatcaacg ccgactggga ttttgaattg
   406141 ctcgataccc agagcatggg tgctaaccat atgaaagata tggcgcagtg tatgggtgaa
   406201 gaaggcaaat acgccatgtt tgttggcagc ctgaccgtgc cactggtcaa tgagtgggca
   406261 gatgccgcca ttgcttatca aaaagccaat tacccgaaaa tggtgctggt tgaagaccgc
   406321 ttcggtgtcg ccgagtctgt cgatgactcc atgcgtactg ccaatgattt gttatctaaa
   406381 cataaagatc tgaaaggcat tatgtctttt ggttcacaag gccctattgg ggctggccgg
   406441 gctattgata agcgtaaaaa gaacgatacc acctgtgtct tcggcacctt cacaccaggc
   406501 cagggcatta agttgctgga aaaaggcgcc attgatggcg gttacatctc caaccccatg
   406561 gtcgcaggta aagtcttcgt ccaggtcgct accgccatga tgaatggtga gcctatcaaa
   406621 gatggcgtca aactgggtga tatgggcgaa atcaaaaccc aaggcaatac catcctcagt
   406681 gataaccctg aaaagctgga tatcgaaaat accaaacgtc tggtgaagct cggtttataa
   406741 gcaccgcgca aactaaaaaa gatgatttta cccaagataa ttagcgttgt aggtagacgt
   406801 aatcagcgag ggagataagc cgggtactca cctgcccggc ccttatttcg acccgcggtt
   406861 ttaaggccgt tttccgggga actgcacgat gactcatatt tctgatgttg atagagacgt
   406921 gccgcttatc acgttaaaag cgctgtccaa aagctttggc ggtcatcagg cactgaaaaa
   406981 tatcacgttg acgttgaata aaggcgaagt tcactgtctg gccggggcta atggttgcgg
   407041 aaaaagtacg ctgattaaga cgattagtgg cgtttatgcc ccagatgacg gcagtgaaat
   407101 tatcattgat gaaaaatctt atcaccgcct gacgcctgat cgcgcacgcg ctttgggcgt
   407161 acaggtgatt tatcaagacc tttcgctgtt ccctaacctg acggtagccg aaaatattgc
   407221 cttcgaatat aacttgaaag gttacttcgg ctggttcaac aagcagaaaa tcaaacaaaa
   407281 agcctgccag atcttgcatg aactggcttt tagtctcgat cccgatgcgc tggtacaaca
   407341 tttacccatt gcccaacgcc agcaggtggc tatctgccgt gcgttggttg ccgatgcgcg
   407401 cttggtgatt atggatgagc ctaccgcctc tttgacgcgc accgaagtga atcaattatt
   407461 acgcacagta aattacctgc gagataagca cattaccgtg gtcttcgtca gccaccgatt
   407521 agatgaagtg aaagagattt cggatcgcat tacggtgatc cgcgatggcg aaaaagtggg
   407581 gacctggcca gccactgagc tttctaccgg gcgtattacc gagttgatga ccggcctgac
   407641 cctcacccac gagcagaaat tacccaatgc cgaattaggc aaagtggtgc tgcaactgga
   407701 aaacctaagc cgtaaagggc aattcgacga tatctcgttt agcctgcatc gcggcgaagt
   407761 gctcggcctg tgtggtttgc tggggtccgg gcgaaccgaa ttggccctta gcctatttgg
   407821 catcacccat cctgatagcg gcaagattac cattgacggt aacccggtgt gcattaaaga
   407881 caatacccgt gccattgagc taggtattgg ctatgtatct gaagatcgcc tgaccctcgg
   407941 tgccgtattg caacaatcta tcgccgacaa catggtgctg tcgattctgc aacgcatccg
   408001 tactccactt tatctggttg atgacgctaa acagaacgcg ctggtgcaag aatgggtgaa
   408061 ggatttggac atcaaaatca cggatgctga taacgcgctg tcaacattgt cagggggcaa
   408121 tcagcaaaaa gtggtgctgg caaaatggat cctaaccaaa ccgaaagtgt taattctcga
   408181 ttcacctact gtgggggtcg atatcggtgc caaagacagt atttacaagc tgatccatcg
   408241 tctctccggg gtgggtatct cggtgttgct gctctctgat gaaatccccg aagcctatta
   408301 caactgcgat cgcatcctgc atatgcagca ggggcgtatc gtcaatgaac tgatcccgaa
   408361 tcaaatgact gaacaacagc tggcggaggt catcaatggc taatttcggc agactcaaac
   408421 cgcaatccgt cgaagggtgg ctggcttggg tcatcgttct tatgttggcc ctgttctctc
   408481 tgcttagccg cgagtttctc tcaatacaaa acgtgctgga cctggccgaa agctacgcgg
   408541 tgaccggtat ttttgccctc ggcctgtttg tggtgctggt caccgggggg attgatatct
   408601 cctttgcagc cgtggcctcc gtggtgcaat acgtggtcgc ctccttgttg cttaatgatg
   408661 tgattgccag cccggtgctc tgtctggtca ttgcggtagc tatcggcgtg ttgctcgggt
   408721 tcgttaatgc cgtgctgatt tactatctga atattgtttc gatcattatc accatcagta
   408781 tgcagtcctt gctgttcggt atgctgatgt ggctgaccaa cggccacagt atttatgact
   408841 tacccaactg gtgggtcgat cagcgctcta ttttgccctt caccgttaac ggcgagagtt
   408901 accagattgg cttgccgctg gtcatcatgt tagccatcgc gctgttgacc tggattttgc
   408961 tgaataaaac gcatattggc cgtcagctct atgccgtggg aggcagccca gaatccgctc
   409021 gccgtatcgg gatccgtgtc tctctgattt atctgtttgc ctatggctat ttgggggcgg
   409081 cggcagccat cggcggcatg ttacagacct accgcatgag cgaagtggta cctagtgcgc
   409141 tggtcggtgg tgagttggat gtgctggccg cagcagtatt agggggagcc agcttatccg
   409201 gcgggcgagg gtccgtgatt ggtacgctga tgggggtgtt cctgattggc atcctgaaaa
   409261 atggcctcaa cctgatcggt gtctccagct acttcgtcaa catcgtgatt ggcatggtga
   409321 tcgtcgccgc catttgcgta acccactaca aaaaacgcaa agaaactgat gttggctttg
   409381 tctgacaggg gtgttttatg aaaaagaacc gttttctacc tatcgacggc accatttccg
   409441 gcttgttagg gattttttgt ctggcaacac tggccttcag tctggcgatg cctggccgtt
   409501 tctttaccga gaacaccttt ctgagtattg cgtttcagtt gccagagttg gggttactga
   409561 ccttcgccat gtttgtaccg atgctcagcg gcggattaaa cctgtcgatt attggcaccg
   409621 caaacctgac cagtctgttt atggcctggc tgcttatcca atatgttccc gcagatgcca
   409681 gtaccacgac acaactgatg tggctactgc tggcactgat gggggcagcg ctgattgccg
   409741 tggttatcgg cacactgact gggttgatga tcgcccgtat tggcgcacat cccattttag
   409801 tgacgttggg cagtatgacc attatcagca gcatcggtgt ttatctgacc aaaggcgcgg
   409861 cgctcagtgg catgccaccg attgttcgca gtatgggttc cgaagtggtg atgggcgtgc
   409921 cgatcccgat gattattttc atcgtggcct cactgctgct ggcgctgttc ttaggtaaaa
   409981 ctcgcctggg caaaacgatt tatatgtgcg gcagcaatat taacgccacg tggttcagcg
   410041 gtattcgtac tgaccgggtc atgatggcta tctacaccat gtccagtctg ctgtgtgtac
   410101 tggcgggcct gatcatgatg tcgcgcttca actctgcgcg tatgggctac ggcgactctt
   410161 atttattgct taccgtgttg gctatcgtct tgggcggaac caacccgttc ggtggtgtgg
   410221 gtaaagtgag ccatgtgttc tgcgctctgc tggtattaca agtgatcgcc acggggctga
   410281 gcctactcgg cgttagcctg cacgttaatc tggcggtctg gggtatcacc ctgatcttcg
   410341 ccctggcctt taagtttttt aaagagaaat ggaaagccaa acgtgccatg aggcagaacc
   410401 gtttgaatta tctaaaaaaa tgtcacgcca agtgattggg attccagtga gcgcagctaa
   410461 ctgtttatgt agataaacac cgctgcaacg tcaagtacga aggggaagag gaaaaacaat
   410521 gcgcattcac ccactaggaa tatacgaaaa agccctacct gcgggcacca gttgggtcga
   410581 aaagctggcg gtagcaaaat cctgcggctt cgactttgtt gaaatgtccg ttgatgagag
   410641 tgatgagcgg ctggctcgtc tggattggag ccgcgaggag cgtatggcgg tgatcagtgc
   410701 cattcaacag accggggtgc gcattccaac cctgtgcctc tcggctcacc gccgctatcc
   410761 attcggtagc cgcgatgcca ccacgcggga gcaagcgcat acggtcatgt tacaggctat
   410821 ccgtctggcg caggatcttg ggatccgtac cattcaactg gcaggatacg atgtgtacta
   410881 cgaaccgcag gatagtgaaa cgatcgcacg ttttgaagcg ggtatcgcct gggcggtgaa
   410941 gcaagccgcg gcagcgcaag tgatgtgtgc ggtcgagatc atggacaccc agtttatgaa
   411001 ctccatcagt aagtggaagg cgctggacaa caagattggc tctccgtggt ttaccgtcta
   411061 ccccgatatc ggcaacctca cggcctgggg caatgaagtc aacagtgaat tggcaaaagg
   411121 gattgaccgc attgcagcga tccatctgaa agataccttt gccgtcaccg ctgactcccc
   411181 cggccaattt cgtgatgtgc cgtttggtga aggctgtgtc gatttcgtta atctgtttaa
   411241 aaccctgcgc cgcctgaact atcgcggaac cttcctgata gagatgtgga cagaaaaagc
   411301 ggctgagcct ttgctggaaa ttatccatgc ccgccactgg atcgaagaca aaatgcggtt
   411361 ggctggctgg gataacgaat ccggccagtt aacccgctaa ggagccacac atgagccact
   411421 attttctcgg cattgatctg ggcggtaccg tgaccaaagc cggtatttat accgccgacg
   411481 gcagcgaaat tgccgttact gaacaggcgc tcccggtact tagcccacaa gcgggattct
   411541 gtgagcgcga tatggaggcc ctgtggatcg ccacctgtca ggtgatccgc caaacgctga
   411601 acaaggcatg tgctttatcg gaatatcata ttgcggcaga gaacatcggt ggcatcagtt
   411661 tctctgccca tggcaaaggg ttatatctgg tggataaaca ggggctgccg gtacgtaacg
   411721 gaattgtttc ctccgattcc cgtgcacaga aactggttaa ccgttggcag caagaaggta
   411781 aagatcacgc cgcctatgaa cgtagcctgc aacaactgtg gccatcccat cccgcagccc
   411841 tcttgcgttg gttaaaggaa aacgagccag aaaactatca gcgcagcggt tatgtgctca
   411901 tggtccatga ctatatccgt taccgtctaa cgggtgagtt tactattgaa gaaaccaata
   411961 tttctggcag caatctttat aatcaataca acggcagttt tgatccgcaa ctaatggcga
   412021 tttttgccat tgaggaagtc atggagaaaa ccgcgccgat tatcggttca gccgatttag
   412081 caggtcatgt cagtgaagat gcggctaacg cctgtgggct gaaagcagga acaccagtgt
   412141 tcggcggcat gtttgatgtg gtcggtgcgg cactgacttc tggtttacac gacagccgcc
   412201 aactcagtgc ggtggcgggc acttggtcaa tcgccacccg tatttttgag gcgatcaccc
   412261 cctccgaata cccctatgtt tgggggaaat attgcatccc cggcacctac ttcgtacatg
   412321 aaggcagccc aacctcggcc agtaaccttg cctggttcgt gaaacaattt ctccctgaac
   412381 tgccaaatag ctaccagacc ctgaatcagt gggcggcttt gggctatgaa aaatctgaag
   412441 atattctgtt tttcccttgg ctatacggct ccaaccacag tgctaatctt agcggaggcc
   412501 tgcttgggtt aagtgggcat cacaatatcg aagacattgt gtacgccatt tatcagggag
   412561 tggttttttc acatcttctg catcaggaca agattttggc gttggatgac accatcgact
   412621 gtatccgctt taccggtggc ccgacacatt ccgctatttg gatgcagatg ttctgcgatg
   412681 ccagtaattt gccactggaa attgtcgata ttcagcaatc cggctgccgg gcagcggcgc
   412741 tgtgtgcggc ggtggggagc cactattacc acgggtttga agaggcgatc cgcgcctgcc
   412801 cgccccctat cacccgcctg ctccccaatg ctgaaaaaca tcagcgatta cgggcgcgtt
   412861 ttgacaaatt caaacaggtc gctgaagcgc tcagcacggt aatgtaagcc tcatacatca
   412921 cattcagtga tcgataaaac catcatgtca ccaggccagc acacggtgag atcgatgacc
   412981 gtcggtcagt gccccactcc cctactggct gaaccctcga taagtgcgga aaatgagatc
   413041 caccctttat aaagagggtg gaaccgtcgc ttaagcctga caatctatag taagatcatg
   413101 atcaaagtca tagtaataat aatattggct taactctgct aatttgtaac cgcagcagtg
   413161 ttagcaacac tcgtgactgg gtacgctttg gctctgctga tgcttatttt tgatgatgat
   413221 tagatttgat aataatgact ttttactgat gattacttct gttaacgaac attttcgcta
   413281 acgaatgttg aatgtgagaa aaatatgtca aacaaaccgt tccactatca ggatcccttc
   413341 ccgctcaagg aagatgatac tgaatattac cttgtcagtg ataaacatgt ctcagttgca
   413401 cagtttgaag gacacgacat cctaaaagtc gagccggaag ccctgaccct cctcgctcaa
   413461 caggctttcc acgatgcctc tttcctcctg cgccccgctc accaaaaaca agttgccgcc
   413521 attctggatg acccggaagc cagcgaaaac gataaatatg tcgccctgca attcctacgt
   413581 aactctgaga tttcggctaa agggatttta cccacctgtc aagataccgg caccgcgatc
   413641 atcatgggca aaaaaggcca gcgggtctgg actgggggta acgatgccga agcgttatca
   413701 cgtggggtct ataacacctt tattgaagat aacctgcgct attcacaaaa cgccgcgctg
   413761 gatatgtata aggaagtgaa taccggtacc aacctgccag cacagatcga tctatacagc
   413821 accgaaggtg aagagtacaa attcttgttt gtgactaaag gcggcggttc agccaataaa
   413881 acctatctgt atcaggaaac caaagccctg ctcacaccgg gcaggctgaa agcgtttttg
   413941 gtcgagaaaa tgcgcacatt gggtaccgcg gcttgcccgc cttatcacat tgcctttgtc
   414001 atcggcggta cctctgccga aagtacgctg aagacggtta aactggcctc gaccaaatat
   414061 tacgatggct tgccgaccga agggaatgaa cacggccaag cgttccgtga cactgcgtta
   414121 gagcaagaat tgctggaagc agcacaagat ttaggtctgg gcgcgcaatt tggcggcaaa
   414181 tactttgccc acgatgttcg ggtcgttcgc ctgccacgcc acggagcctc ctgcccggtc
   414241 ggcatggggg tatcttgttc tgctgaccgt aatatcaaag gcaaaattaa ccgcaaaggc
   414301 atttggttgg agaaactgga acagaatcca gggaaatata ttcccgaaca tttgcgccac
   414361 agcactgaag gccaagtggt taaaattgat cttaaccgcc cgatgcctga aattttaaaa
   414421 gagctgtcac agtacccggt ctccacccgc ctgtcgttaa gcggcaccat tattgttggc
   414481 cgtgatatcg cccatgccaa attaaaagag cggctggata acggtgaagg cttaccacaa
   414541 tacattaaag atcatccgat ctattacgcc ggaccggcca aaacccccga aggctatgct
   414601 tcaggatcac tcgggccaac caccgcaggg cgcatggact cttacgtgga tctgctgcaa
   414661 tcccacgggg gtagcatgat catgttagcc aaaggcaacc gtagccagca agtgaccgac
   414721 gcctgccata aacacggggg cttctatctg ggcagcatcg gtggcccggc agcggtattg
   414781 gcgcaaaaca gtattaagag tctggaatgt gtggaatatc ctgaattagg gatggaagcc
   414841 atctggaaga ttgaagtgga agacttccca gcctttattt tagttgatga taagggcaat
   414901 gatttcttcc agcagatcca agcggcaaaa tgcaaccgtt gtggctgagg tgagtattta
   414961 atacgccata aactggcctc aacatattga ggtaatttag attaagcggc tatcaaggcc
   415021 tgagttcttc attcacggag ctcaggcctt ttccgtttca gtgggttcac tgtattttga
   415081 tccttattta tggcaatata cgatacatat atgtttcgta taggtgttgt atgggtatcg
   415141 ttaaaatatc tgatttgatg catgagaatc tgcgtatcgc cagccatgcc atgagccgct
   415201 ccatcaattc gcaagcggaa cactggctta aaattggcat gttggccgag ctttaccccc
   415261 aattgagtca tcatgaactg gcccgtgcac ttgtgcaggt tgaactgcaa ggcggagcgg
   415321 atattgccaa aatgatctat cccgatgctc ttacgctgaa taatggagag aaagcgcaat
   415381 gaccgaagtc aaaatccact caccggcaga gattgaaatg gcccgtgcgg caggtcaagc
   415441 cgccgcgaaa gtgcttgaaa tgataaaacc ctatgttctt gctgggataa cgaccgatga
   415501 aattgatcgg ctatgccacg attatatcgt taacgaactg aaggttattc ccgcaaacat
   415561 tggctatcac ggttataccc gaacggtgtg tacctcggtc aatcatgtgg tctgtcacgg
   415621 gatcccatcc gataaaaaac tcaagaacgg cgatattgtg aatatcgatg tggcgatcat
   415681 caaagagggt tggtatggcg ataccagcag aatgtacttt gttggggaac cctcagtccg
   415741 ggccaaacgt ctggtcgata ttacctatca atccatggtg gctggcatta aagccgtccg
   415801 ccctggtgcg acgctcggcg acatcggtgc aagcattcaa cagttggctg agggcgcagg
   415861 attttctgta gtgagagaat attgtggcca cggtgtgggt caggaatatc atacggcacc
   415921 acaggttttg cactatggta tagcccaaac gggcatgctg cttaaacccg gtatgatttt
   415981 tactatcgaa ccgatgatta atgccggaaa agcggcgacc agcgtacttt ctgacggctg
   416041 gacggttgtg accaaagacc gttcgctttc ggcacagtgg gaacacacca ttgccgttac
   416101 cgaatcggga tacgacctgc tgacgccctg gcctgaaggc actggcgaat acgaagccat
   416161 ctgatatcgg ctgttaccaa acattttcat ctgaccaaac attgtcacct aaccaaacat
   416221 tgttacctaa ccaaacattg tcacctgaaa aaatattgtc acctgaatgc cattcaagcc
   416281 gcgccatctc tggcgcggac gttttactct tcggcctatc atcaccattc aagatcgcgt
   416341 catcgggggt tgtctgcaga atgaagttat cctccattct gcagatgtat tagcgctgct
   416401 caatcaccga atcaccgacc aaggtaagtg catcgggagc cacttaagca gacgctggtg
   416461 taacggctgc tgattgttgt gcatatattt cagcgtcttt taccaatgaa ttagattgct
   416521 gttgcatgaa atcagtgtat tactccacac gtgtactcat attgtccaaa ggaaggggtt
   416581 cttccaacgg acacataagt gtattcgcat cttccaaagg aagggatgct aacaacttcc
   416641 acacaaacgc attcatatcg tccaaaggga gccattgcaa caaatagaag catacgctca
   416701 ccatatcact attcccagat gacatggcct gagccagact actccagcca ttttcgcttt
   416761 ttcctgttaa taagtctgtt cgttgttctg gtggtgcaag caccaacaat gcagagtagg
   416821 cttccaacgc atcaaaacac tgatagttga aagcacattg cagcccagag aggtcattct
   416881 ccgccctcgg ttgtaatagc tgattaaaga atgtgttacg ctcggactct gatagattct
   416941 taacttcttc tgccattgtt tgtatgcctg cagcaaaatt atctgttaac aacagatcca
   417001 atcgtgctac cgataaagga agaggtgaac tctgtgataa tggcgttaac gctcggttct
   417061 ctttcacctt atgttgatca tggatatcgg cttgatcaca aacaataatt gatgatatct
   417121 ctgcatcaac atagctggat aagtaagtct gattactaat gaaatttctt aatgagtagt
   417181 cattcaattt taatgcgtca tccacctcac aacgcacagt tttatccgtg atattagggt
   417241 cataaaaatt aacaacgaaa cgctgccctt gctccgtatc tttaatataa agacgcgcag
   417301 ccattgaatg ttgagaacta tcaattttta atgctcgaac gttttcaccc gaattgttca
   417361 tctgctcaaa aagatcaacc agcgtgcggc caaaatcatt attattaata tgataaacag
   417421 tactggcatg ctgattaaag caatgatagt tatgctcatt tttctcaaga gaaacatgag
   417481 aagagagcgt ttcctcactg gaaaaatggc ttaaatccac tttaccctta gcttgatcag
   417541 ccagaacgtc catgatatat tgaatagata aatgataatt actgatgtca ccaccactat
   417601 actcataagc ctgctcccct aaccgagcag ataaataagg gacttcttta aataattcgg
   417661 tttccttcag ggtgttatca ctattatttt tatcgtaaac gggcaagctg tagtgatcaa
   417721 tatgcatatt ttaccttata gaagagtctt gtttgttagc aatctacata tcatgccgtt
   417781 catttacgcc aagcggtata aggtaaaata atgagattaa gccattagaa taataaagta
   417841 gaacattaca gttaatatgg tttttatgtc gtcaaagcgc ggctttttat accgtaaaaa
   417901 tgaggccatc atgaattcca attcagcccg cctttggata aaaggccggt tagttcttct
   417961 tgaacagagg ctaaatgtgg tagctgatag tggctgcacc tacggtatca atgactatca
   418021 gctactaaag actatcagct accaaagact aaccctattc agatcagcat gataaaccga
   418081 tgttttggtc gttcagccaa ttccaataga cttcttcgtc agaattctgc cttaccgata
   418141 tggctcacaa cgctaatacc tagaaattaa cattcacgga tacccagtaa ttacggccag
   418201 gtacaacata accggcagtg ctttgagacg aggtgaagta atcacccgca gtagtggtgc
   418261 cgttccccac agcaaaaatg tgggtgcgag taaaatcttt atccaacagg ttattgactg
   418321 caccattcag tgtcacatcc ttagtgacct tataggccac ccccaaatta agtacgctaa
   418381 aaggtttaaa ctctgagcct aaattgttgt aaaccacttt gtttgccgca gacaaattcg
   418441 cgtaattttg ggtaaaacgt gccgttttac tgcgatactc cgctttcaac caagtggaca
   418501 actgctcgtt gatattccag ttcaggcggg cattaaccat atttttcggt gtattcgtca
   418561 ggcgagcccc tttattgttg ccatctttct gttcactatc ggtaaaggtg taatttattc
   418621 ccagcatcca atcgtcagac cagagtggta tggtggatgc gacctcaata ccctgcgtga
   418681 tcgctttacc gacgttggtg taggtgctgg tggtattatc aatcgaaacg ctgttgattt
   418741 tgttcctgaa gcggttgtgg aacagcgtca cattagcgcc aaatcccgtt tcgttttcat
   418801 aatagacacc gacctcggtg ttgacactac tctctggttc aagcttaggg ttaccaatcg
   418861 tcgtgatggt gccttggcct gtgacaccgc taatcccatt atgcaactgg gctagagtgg
   418921 gggttttata ccccgtgctg acaccccctt tcaccgtcca gttatcctgt gcgtcccaca
   418981 ccagataggc tcgtgggcta atatggccgc caaacgtagt ttgatattca taacgtgcgc
   419041 cataggttaa tgccagtgag tccagcagac gccattcatc ttcgctgaat aatgaccagg
   419101 catcttgtgc aaactcatcg ccattatttg ccagtacgat gccgtctttc atgatggcat
   419161 tccaatattg accgccaagg gtcaccatgt ggttatcacc cagcggggcg accagcttgc
   419221 tatcaaggat gatattggta tttttcaaca gacgtttttc acctgccaac ccagagcctt
   419281 ggggcacgga tgcattggtg attaagcggc caatattttc agtttggtta taagataagc
   419341 tcgaattcca ggtaccaaag tccaaacgat tatcgttgcc caaggttatt ttacggcgtt
   419401 gataacgcag agtatcttcg taaccgcctc gtgcaccaat ggtacctagt tggttggcac
   419461 tgttatcata tttttggtta gcaatatcac catccaacca caaggtgctt tgggtattca
   419521 attgccaaaa tagtttgcca ccgagattat agttgtctgc ttttactgga ttgggaccac
   419581 gacggcttaa ttctactccc gtattggagg attcaacgcg agaggcatcg cgccggaaaa
   419641 tcgtgccacg taacgacagc cccagttgat cttcaaccgc tggcccactg gagtaaaaag
   419701 agaactttga actgtcacca aaagccgtat tttcctggaa ggtgtgttca agcgttgctg
   419761 agctggccca cgctttggtg atcttttttg tgatgatatt aacaacacca ccgatagcat
   419821 cagaaccgta gagcgttgac atcggtcccc tgatcacttc gatgcgctca atggccgata
   419881 gcgggggcat aaagctggta ttcatggcac caaagccatt tggcgttaca tcggaagtgc
   419941 cattttgccg gatcccatcc accaatatca gggtataagc gctgggcata ccacgaatac
   420001 tgatatccag ccccccggtt ttccccgtgc tgctattgac gtcaacacct tcaacatcac
   420061 tcagcgcttg cgccaaatcg ttgtaattgc gctgacgtaa ttcattttgg ctaatgaccg
   420121 agatgcttgc cgcagcctct ctgatcttct gttcatatcc cgatgcggta acaaccataa
   420181 tattgtcatt atctgctgcg ataacagggg ctgatgatgc cactactaac gcgaacgcta
   420241 ttgttttatt tgacatttta tacgcctcta gcaaatttat gttcgttttt ttatacctca
   420301 aggctattgt aattatatac gcataaatgt aaaagcaaat gatatcaatt atcattactg
   420361 tttaagaaaa agaaatggag catataaata catggctact aattaagcca aatggagggt
   420421 gcccattgat gacatacacg ctggcattat cgggtggtca gacgggcaat tcgattcatc
   420481 atgttcagat caatgcagag acgttattaa ccgtggtgcg aaatacatca atctatgtac
   420541 aaattcatca cggcctcata ttcatgtctc gttatcatcc aacggcagat aaaattgaat
   420601 tttttatccc ccccgcgcct tcagtacgat taattccttc agcatcattt ttcttcaaca
   420661 ccattaagca gaaagcataa tcgccccctt cctggtgatc ccttcttact ttctcatcca
   420721 taggcaatac ctattccagc aataggcaaa gccgccctat tagcttgata aaggtcaacc
   420781 agcgtagaca acgttccaga gataatccac tctataaata aggttattgg cagactgaga
   420841 aaaataaacg tgaacgtcgg ctgatgctat ccatagagca aaccaggtac tttccacaca
   420901 acaaaggagt gcagctgtga taagaagagg attaattggt ggcggtatat tggtaattgc
   420961 aggttatctg ggtattgctg gctatcttta tatgacagat aacacagaga ctgtaaacaa
   421021 tattgtgtaa ttgcctgttt ttgatatctt cactccaaca acggagacag gcaaattatg
   421081 gacgaaaaga aacttaaagc acttgcggct gaactggcta aaggtcttaa aaccgaagcc
   421141 gaccttaatg cattttctcg tatgctaaca aagcttaccg tcgaaacagc gttaaatgca
   421201 gagcttaccg aacacctcgg gcacgagaaa aataccccta aatcaggctc gaatacccgc
   421261 aacggctatt cgtccaaaac actgctatgc gacgacggcg aaatcgagct gaatacgcca
   421321 cgcgaccgcg aaaacacctt tgaaccgcag ctgataaaga aaaatcagac gcgtatcaca
   421381 cagatggaca gccagatttt gtccctgtac gccaaaggca tgaccacccg cgaaatcgtc
   421441 gccaccttca aagagatgta tgacgccgat gtgtctccca cgctgatatc taaagtcacc
   421501 gatgccgtaa aagagcaggt tgctgaatgg caaaaccgcc aactggatgc tctgtatccc
   421561 attgtttata tggactgcat tgtcgtaaaa gtccgccaga acggtagcgt gataacaaag
   421621 cagtgttcct agcgctgggc atcaacactg aaggtcagaa agagctgctg ggcatgtggc
   421681 tggcagaaaa tgaaggtgcg aagttctggc taagtgtgct gacagagctg aaaaatcgcg
   421741 gtcttcagga cattctgatt gcctgcgtgg atggcctgaa ggggttcccg gatgcgataa
   421801 acagtgttta tccgcagact cacatccagc tgtgcatcat ccatatggta cgcaacagcc
   421861 tgaaatatgt gtcatggaag gactataaag ccgtcaccag cggtttgaaa atggtgtatc
   421921 aggctccgac agaagaggcg gcgctgatgg cgctggataa gtttgcggag gcctgggacg
   421981 acaaataccc gcaaattagc aaaagttggc gtacgcactg ggaaaatctc aatacattct
   422041 tcggctatcc gcccgatatc cgcaaggcta tctacaccac gaatgccatc gaatcggtga
   422101 acagcgtgat ccgtgcagcc attaaaaagc gcaaagtgtt cccgacagac gactcagtgc
   422161 ggaaggttgt ttatttggcg atcaaggatg catcaaaaaa atggagtatg ccgatccaga
   422221 actggcggtt agcgatgagc cgttttatta tcgagttcgg tgaccgcctg agcgatcacc
   422281 tttaatacgg tggcagttac acagaattat ggacaggctc ataacacacg taataacacc
   422341 ttcatcagcg aggcaaaaac acccaatcag caggtcagta atattcttta ccaaaaaggg
   422401 tgtgattatt gccataccgc gaatgcatcc ctgccatttt atgccgctat ccccggccct
   422461 aaacaactga tggactatga cattcgacaa ggtaaccagc atttctcatt ggagccaaca
   422521 ctattagcat taaaagaaaa tcgtgccgtt cctgaagcag atttagccaa aatagaatcg
   422581 gctattgctc gcgatcaaat gccacctcaa cgctttaacg cattacattg gtcctccagc
   422641 atcaacgctg aggagcgaaa ccagatcctt gattgggtca aaatacaacg gacgacatac
   422701 ttcccttcca atagccacag cgaaatgcag cacttagcac tacagccgat ccccgatgcc
   422761 ttgctggtcg acaaccaaaa agtggcacta ggttcccgcc tgttccatga ccccagatta
   422821 tccggtgata actctatttc ctgtgccagt tgccatctgt tgaacaaagg aggcgttgat
   422881 aatctggcga cctcaacggg tgtcgatgga caaaaaggtg ggatcaacgc gcctacggta
   422941 tttaatgccg tatttaacgt ggagcagttt tgggatggcc gtgccgttga tttgcagcaa
   423001 caagccggtg gaccaccact taacccagta gaaatggcct cgacctcttg ggaagatata
   423061 attgctaaat tgcaacaaga cccacagttg acccaggact ttgcccaagt gtatccgcaa
   423121 ggctattctg aagacacgat caccgatgca atcgctgaat ttgagaaaac cctgaccacc
   423181 cccaacagcc ctttcgacca ctatctgaaa ggtgaaacac aggcattaac gactagccag
   423241 caaaaaggct tggcgctatt ccagcaaaat aaatgtgata cctgccacgt cggtaaaaat
   423301 attggtgggc agtcctatga gttcttgggg ctaaaaagtg actatttcgc tgatcgccaa
   423361 aaagagcaaa ctaccgatga cctcgggcgt ttcaacgtca ccaacgatcc acgcgatatg
   423421 caccgcttta aaacaccgag cttgcgtaat attgccttaa cagcccctta ttttcacgat
   423481 gcacaagcta aagatttaca tcaggcggtt gagctaatgc tcaaatatca ggtagggacc
   423541 caactaccag aacaggatat caacgatata gtggccttcc tggaaagttt gaccggggaa
   423601 tatattcctc attcctgagc aatatacagt aggataattt accctgattg accttaatgg
   423661 gctcttataa aaaataacag gaatgcagat gaaaaaatta tctttgggaa taatggtatt
   423721 ggcattaatc agtagccaac acgtattagc aaaaaattgg caggaaatta agcaaagtgg
   423781 tgagctgcgt attggggtgc caggtgacta tgcgccttta gctttccatg ataaacaggg
   423841 ccaattgatc ggctacgatg ttgatatggc aaacgccttt ggtgaagacc ttaaattgaa
   423901 ggttaatttt gtttcgacca gttggccaac tctttcagac gatttggcgg cagataaatt
   423961 tgatattgcc atggggggcg tcacagcaac gcccggcaga gaagcgcaat ttgctttatc
   424021 ccacgccgtc gtgaaaaatg ggaaaattgc gctgacccat tgccagaaag tcaataaatt
   424081 ccccacgctt gatgcgattg atcgtcaaaa cgtcaaagtt attgtcaacc ctggcggtac
   424141 caaccaatcg tttgttgatg caaatattaa gcaagcgcaa atcatccgaa ccaaagataa
   424201 cgttgctaac ctgcaaggta tacgtaataa aagtgcagat attatgttca ctgacttaat
   424261 cgaaggcgat tattatcaga gcaaagaacc tggcgtattt tgtgtcgcca ccccagaggt
   424321 tttagccgga acgggcagct acaaagttta tatgatggct aaggataatc agccgttgtt
   424381 agaagaagtt aaccagtggc tggccgggaa gaccaaaacc ttattagcac aaaagtggaa
   424441 tatttctgag tagccagtaa gaggcgatgg ccgtttatta cagcactctt cgcttagtaa
   424501 acggtctgcc cgatatcatc ttcaatagtc accacaaaaa aacagaaaaa tacaatgtta
   424561 cgtgatgcct ttacacataa tagccaatct gacgcatctt aattaaaccc tataaaatag
   424621 agtatagaaa atactcaaaa taaaattcca ttactgtatc catacctatt tcaccctcat
   424681 gatgaaatgt tttagaatat attttttaaa ctaatagttt ataattataa aaatagcgac
   424741 aaattgaatc ggaggaaatc acattctcga tatatatcac tagtgcagta gtactgcccg
   424801 tatatttcaa cacacctata aaaaattaaa gattgcatat tctcacaacc aaattatact
   424861 gtcacacctg attttgatgt tgatacatgc aaaagcaaaa caacccaagc tgaacgataa
   424921 taaatcactg aaacatgagc aaaccaccaa gattgcctat gttaaccgtg tcaaaaaacc
   424981 tacatcagca gaaaccaggc tacatagcct aactcattat tttaaaaaga taaaaaataa
   425041 attcattgag atgaaattaa tgactttaca gcttaaataa tgaagagaag tttaactacg
   425101 caaaaggcaa taattacaga aatgaaccac ctaacttaca ccacgaggga ttaattaaaa
   425161 aatattgtag gaaatttcaa agcgtctgta tgaatatacc tacataattg tacgaatata
   425221 taaacctaga accgaaaccc ccgataataa ccatggaaaa ataacattag taaaattgag
   425281 gacaatacca atgacagcaa agaatcaacg gaaagaagaa gtaatgagta tattggaaga
   425341 tcattgtaat gttctaaaaa aacaatttcc tggttctctt cctccggttc acaactggcc
   425401 aaaaacaaga gatgttgctg ataaagcaca gctagatatc tacacggctc ggcttgtatt
   425461 aatgaaactc gtggatgaga aaagagcaag gatgtcagaa accaaagtaa tgaactcatt
   425521 acgctggttc attgctcatc cggcagaaaa ataaatatcg ctctcgccta aaaaaaaagc
   425581 cccgccaagt aggtgtttct tcgtcataag cccatagcgc taatatttta tggcacgggc
   425641 ttattgcacg gtttagctat tagaaacgta atactgccag cagcgcaata aaaggttatc
   425701 ccctccccgc gcccaataca catttgaaaa aacaaatatg aaattgacat tctctcgttg
   425761 aacactaaga tagcggagaa aaattcattc agggagcatc atgacaacac tcacgccgtt
   425821 gcaacttttt aagaacttat cggatgaaac acgtctgaat attatcttat tgctaaaagc
   425881 atccggcgaa ctgtgtgttt gtgagctttg ccatcgctta aatgaagccc aacccaagat
   425941 ttccaggcat ttagccatgc taagagagtc cgggctgtta ctggatcgcc gggcagggaa
   426001 atgggtccac taccgcctgt cgccccatat tccagcttgg gccgcagcca tcatcgagca
   426061 aacttatctc agccaacgcg atgaaataac gttactggcg cagggtaacg tcactcccga
   426121 cagcaaaatg ttgtgtaact aacctattta aaatttacct aattatatct gtttctccat
   426181 atatgaccgg atggaacgac acactattta actcagcgga ggcgttatgt tgttggctgg
   426241 tgctattttt atcctgacta tcgtgttagt tatctggcaa cccaaagggt tagggattgg
   426301 ttggagtgcc atgctggggg caggactggc attactcact ggcgtggtac atgtgagtga
   426361 tattcccgtg gtctggcaaa ttgtctggaa cgccacggcg acttttatcg ccatcatcat
   426421 catcagcctg ttattggatg agtcggggtt ctttgaatgg gcagccttac atgtcgcacg
   426481 gtggggtaat ggccatggtc gccgcctgtt tacttacatc atcttactcg gcgcggcagt
   426541 cgctgccctg tttgccaatg atggcgcggc gctgatcctc acgccgattg tcattgccat
   426601 gctattggcg ctggggttcg gccgtggcgc aacattagcc tttgtgatgg cagccgggtt
   426661 tattgccgat actgccagct tgccgcttat cgtgtcgaac ctggtgaata tagtttctgc
   426721 tgacttcttt aacctcgggt tcactgaata cgcggcggtg atggtgccag tcaatctggt
   426781 cgccgttatc gccacgctgg cgatgctaca tctatttttt cgtaaagaca ttccggcggt
   426841 ttatgattta tcactgctga aagccccgca agcggctatc cgcgatatga atacgttcaa
   426901 aaccggctgg ttggtccttg ccctactgct gatcgggttc tttgctctgg aaccgctcgg
   426961 tgttccagtc agtttggtgg ccgccgtcgg tgcgctgatt ttgttggctg tagcgaaaaa
   427021 aggacatgcc atcaatacgg gaaaagtgct acgtggtgca ccttggcaaa ttgttatttt
   427081 ttcattaggg atgtatctgg tggtttatgg tctgcgtaat gcgggtctga cccactatat
   427141 ttcagcgttg ctaaaccgac tgggtgaaca ggggctgtgg gcgtcaactt tagggactgg
   427201 cttcttaacc gcgtttctct cttccattat gaataattta cccaccgttc tggtaggggc
   427261 actttctatc gaaggcagca cggcaaccgg gttaattaaa gaggcgatga tttatgccaa
   427321 tgttattggt agcgatctcg ggccgaaaat cacccttata ggtagcctgg ccactttatt
   427381 gtggctgcat gttttgtcgc aaaaaaatat gaccatcact tggggatatt atttccgagt
   427441 agggattatc atgacccttc cagtgctatt ggtgacgttg agcgcgctcg cactacgatt
   427501 gtccgtatcg atgtaatcac ctattaatgt catcacccgt taatataatc gcctgtcgat
   427561 gtactggtct gttactgtca tcgtctattt atatccgcgc ctattagcat tgccgccagt
   427621 agggttactc tcctggcatt ttgatgaagg atctccccta tgtgtaaaga agatggataa
   427681 attgcgggga aaatagctca cccgctgact ccatcagatt tattcgtggt ctacgcccta
   427741 ttcaatgaag aattattaat aggtcatagt aatacaaaag aacgaaataa gaacttttgt
   427801 tttttcatgc aaagaaaaat tatcagaatt taataataaa aaaacaaatt taacaaaatt
   427861 aaagaccagt tactgatttt aaataacagt aattactacc atgaaaaaaa gagaaaacca
   427921 acagcacaga aaaggcaaat ttttctgttc accctactat acaaatgctc tactattcat
   427981 tcctgtttaa aacaataacc cttcacctta tgtgatacgt tccgagtgtg ataagtggcc
   428041 gagggcagct ctctatggaa aagcagatga tcccacaaga caatgagttg ttaactgaaa
   428101 ttgctgtttc gtattatcag gatgaaatga ctcaggaaga aatcgcccat aaatttggca
   428161 tttcaaggat caaagtcggt cgcttgctga aacgcgcgaa aacagagggc atcgttgaga
   428221 ttaacgttcg ttatcatccg gtattcagta cccgccttga gcaacagtta atcgagcatt
   428281 ttgggttgaa acgggcgctg atagcccttg attaccaaga tgaggatgaa caacgccgcc
   428341 aggtcgccgc gttggtttca gcctacttag ccacaaactt aaaagacaac acggtgttgg
   428401 ccgttggcca ggggcgtaat gttgcggcta tcgcagacca cgtcagcgtc gtgccagaaa
   428461 ggcactgtaa gtttatctgt ggcatcggtg gaacacaccg cccaggtgat gcgattaatg
   428521 ccgatcacat cagtcgccgc ttagccaaaa aatttggcgg aacgagtgaa accctgtacg
   428581 cacccgcgta tgtggaaaac cgggcgctaa aagaagcctt tatgcaaaac ggtaccatta
   428641 aagagactct ggaccgcgcc cgtaaggctg atatggctct ggttggcatc ggtgatatga
   428701 acgaaaacag ctatatggta gagctgggct ggttcactcc tcaggagatc gtcgacgcca
   428761 gtctgcatca aggtgtgaca ggcgaaattg cgggatatga tttttttgat gcgcaaggcc
   428821 agcccgcgaa tacggtgatg aatgatcggg ttattggtat cagcacccaa gagcttcgcc
   428881 agatcccctg cgttatcgct atcgccgctg aaaacaccaa agcattagcg ctgctgggtg
   428941 ccttgcgtac cggtgcgatc gatattcttg cgaccagtgc atccaatgcc cggactattt
   429001 tgaagatgat tcaacatcag tcgtaatatt acagacagat aaaagagaga taaaaagacc
   429061 aatagcgatt ggggcagtct cgtgactgag tgcccacatc gcttcttcac ctgaatacca
   429121 cggtcagtac tgctgctggc cgctctctat ggcaccaacc gccgttctac agaatccgcc
   429181 agttgagtca gtattaagca acatgaagtt gccccagcat ccagaactcc ccgagaacgt
   429241 tcacccagac ggctggcccg cccaatttta gccacgagat caagggtgga atcgcgcccc
   429301 atactggccg catgtttcat ccgatgtagc gattcaacaa acgactgttg ctgttgttgt
   429361 gccaattcaa atgccgcact cgccggaata agcgtatcca taatgcattt gtcacccaca
   429421 cgggcatcag tcacctcttg caagtcagcc aggccacctt ttaacatcgc accaaaagcc
   429481 accgcatcca ttttatcgca cccacgaata ctctcggcca ttcccataaa aatgctgcca
   429541 taaagtggcc ccatcgatcc cccgatgcct tccatcagcg cgtcagagag cgcatccagc
   429601 gcctcagcga gcgtcagatt tttgcctttg atattttcag cgcaaaggtt gaaacctttc
   429661 gccatattaa tgccgtggtc accatcacca atagcaccgt caatttcact caggtattca
   429721 cggttggcga ggatcgtatt ggccatctct tcaatgatcg gggtaccgtc ggttatgcac
   429781 ttatctttta tagatccatc ggttatcaac aatgccttca taatccctta ctccaactgg
   429841 gttaagccta atgaatgagt gggtacatca attaaagatt ttaattcatc atccagtttc
   429901 atcagcgtca gcgtgacccc catcatgtct agcgaggtaa aataattacc aatataaggg
   429961 cgatatattg ttatcccctg cgcctctaat aatttggcga cttctgcata atagatatac
   430021 agctcaatgg tcggcgtggc accgagccca gagatcaaca ccgctacctc atcgccttgg
   430081 ctaaacggcc tatcagcgac caccaaatcc accatggtct ttgccatctg atgtgcattc
   430141 tgtagcgact caacccgaat acccggttct ccgtgatgac caatccccac ttccatcatg
   430201 ccgtcttcta tcgagaaatt aggtttaccc accgccggga tggtacagga ggttaagccc
   430261 acgccgattg aacggcagtg atcaatcgct ttctgagcaa cctctatgac attatccaga
   430321 gcgtagcctt gagacgccgc tgctgcgccc actttccaca taaaaatttc acccgccaca
   430381 cctcggcgtt tctctctttc cgacggtggt gcagaggcca catcatcatt agcaaccacg
   430441 gtgcgaaccc ttatccccat ggcctcggct ttttttgccg ccattttgac gttcatattg
   430501 tccccggcgt aattaccgta cagacaagca acacccgcac cgccgtcggc aactttaaac
   430561 gcttctaaaa atgccccagc cgccggggag gagaagatct caccaaccgc tacggcatcc
   430621 agcatatttt taccgatata gcccagaaac gcgggttcat ggccagaacc gcccccggtc
   430681 actacgccta ctttcccttg gaggggtatc tctggatact tcaatacttt ctcatgcgcg
   430741 gttttagcaa aaaaatgtgg ataagccgct aaatagcctt ttatcgcctc ttccacaacc
   430801 tgatccggat cgttaataat tcgattcata gcaatctcgt taaaatggaa aataaataaa
   430861 aacagtgggt gagttaactg gatgccgcgg taatttagcg cgcgcaacga cagcactatt
   430921 ggatggtata cccaccatca atgactaaat tttcaccggt tatcatattg gctgcatcac
   430981 tggctaagaa cagtgcgcac gctgcaactt cggcgggata agcaaaacga cgagcgggta
   431041 ttttcagctt catatcttca gcgagttggc ctgaccacgc tttctggcct aacgcggtca
   431101 gcaccacggt cggtgaaatc gcattaacct gtatgtccaa cggaccccac tctaatgcca
   431161 gtactttggt gataccaatc acgccaaatt tactggcgca atacgccaag tgattaggga
   431221 gcgccacaac acccgcttga gaagctaaat tgacgatttt gccatgccca tgctgaataa
   431281 aatgttttcc cacttcctgg cacatgagaa agaccccttt caggttgata tcaatcgttc
   431341 tgtcccaatc ttgttcacgc actttttccg caggatccag cgcagcaata ccggcgctat
   431401 tcactaaaat atccaactgg ccaaaagccc cgattgcctg agcgaccgcc tgtctgacgg
   431461 attggctatc actcacatcg caatgcaatc cgacggcatt atccctgtcc agttgttcgg
   431521 ctatttcagc gacattatcg gcacaatcca tcaacaccac tcgtgcacct ttggctaagt
   431581 acagttcggc aatcgcgtga ccaatccccg tggcaccgcc ggtaatggcc gccactttgc
   431641 cactcagaga aaacgccgta tcaaaccatt tatagtcgtt tggcatcttt atattcctta
   431701 ttcatacccc ttcttcgtga tccaccctga ctcaggaaat aagcactgat taggttaggt
   431761 tgggattgag aaccacttta agtgagtcaa cgcctctttt gaccagctca ataccctcgg
   431821 catatttctc caatggcaag atatgtgtga cgaccccctc ggtcggtaaa tcaccgttag
   431881 agatgccttc aatcaccagc gggaagcaat atggccccag atgtgaaccc aagacatcaa
   431941 gttccttacg gtcactgatg atgctccagt caacggtcac gggatcttta aataccgaga
   432001 attccacaaa cgtccccaac ttacgcagca gggttaatcc ttgttcaacg gctttttgcg
   432061 caccagtggc atcaatgtag atatcgcaac cataaccacc ggtcatttct ttaatcaggg
   432121 tattcacatc atctctactg ggattaagca ccaaatcagc gccgaacttc ttggcgagag
   432181 ccaaacgatc atccgataaa tccagcacaa tgagcttggc agccccagac tttttaattg
   432241 ccccaatcat gcctagccct aaggttcctg aaccggccaa aaccaccaca tcaccgagtt
   432301 ttatcttggc gcgttgtacc gcgtgaaatg cgcaggcata gggttcaatc agaatggctt
   432361 tttctaaagg aaggtgatca gggacatgat aattaatcgc ttctttcgtg aatttcaggt
   432421 attcagccat cgcgccatta acattgctct ggaagccgta cagatcgtgt ttttcacaca
   432481 tccagtactg cccatggtta cagaaccggc agccccagca aggaacaatt tgctcagaag
   432541 tcactctatc acctagctca aacccctcaa catctgcgcc caagccaacg acgtgaccaa
   432601 taaattcatg acctggaatc atcggtgctt tgatataagc aggttgctta tcatcacccc
   432661 agaaactggg ggcaccctca aaagccttgg tgtccccggc gcagatgcca cacccttcaa
   432721 ctttgaccaa aatctctttg gcatcgatag tcggaaccgg cactctttca aaccgataat
   432781 cgcgcggccc gtaggcgaca actgcacgca tggtctcggg gataccctcc gccatttgag
   432841 cgcctttaag gttttcgtga ctcatgctgg actcctttaa cggtttttta tcgcacacgt
   432901 gttttgtgat aaatgtcttg tcagatatct gaattcatct taaacacgca ttgaacataa
   432961 gatttaacta cgtactattg aacagtatga tcaagcgcag gcctacgacc attaaaaaat
   433021 gctcaggctg tgaggaaagt cataaataaa atctatcctt cttatccaat catcaaccaa
   433081 tcctcaacaa ccaattaaaa aacaacagaa atagctgaaa aaatcggaag taattaaaaa
   433141 tcgaacataa gtttattgac tgggtatata aaaagattga atatatataa caaatgatca
   433201 catggtgatc ttttgaaaga cttggtttta tacaatccct tatgcaaaac ccacggatgt
   433261 aaaacctaaa gaagacagat gtgttgatga tatttacgcg tgggaagggt taaccggatt
   433321 acagctcaat ctattgaggg gtaaaatatg ttatctattg caatcggctg tgatgatgcc
   433381 gctattgaga tgaaaaacca gattgttatt tttctacaaa gtaagaacat cactgtcgtc
   433441 gattacagct gcgatcaaca ccaagaaccg acgatgtacc ccgatattgc cattcaggtt
   433501 gctctggcga ttaaagccgg gaaacatgaa cgcgggatcc ttatttgtgg aacaggtatt
   433561 gggatgagca tctctgccaa taaagttttt ggcgtccgtg cagctcagtg ccatgatact
   433621 ttttctgccc aacgagccag aaaaagcaac aatgcccaaa ttatctgttt aggcgctcgc
   433681 gttattggcc cggagttagc caaaaccctg atcgaggctt ggttagatgc tgaatttgac
   433741 ggagggggat caacggaaaa agtggaacgg atccgctatt acgaacagag cctgcatgat
   433801 tgaggggtgc cgtaaactca aaagcagagg agagttcaca caagagatcc ctgcctgaac
   433861 ctatgcgtca cgttcagtca caccattaac tagagcgacg atatctttac gggggacttc
   433921 tgctgcaacg cgcggcaaca gaatcattgt tcagtcaggt acagttcaac caacccctct
   433981 acaatcagta ctgctgcttt cggtttctaa taaccgttgc ttctcatctt tcagctcaga
   434041 tgcggggcag tgcccttcat ttctgatttg ctttaactcc tgcaatttca tctgggccat
   434101 tgcaagcgta gtttgcgata agcttccagg ttttacctat gtcagtttat tagtggctag
   434161 gctagtatag cgatggaaaa attttactac gtgtcgtacc actggtcacc tcaagccatg
   434221 attcttatcc agatctgcct tgttttatcc gtggacttta tcattgagat aacactggat
   434281 gattttgata acacggtatg gcttagataa ttttctatga ttcggataac tttgtatgat
   434341 tcaggtttgc cagcctattt gcctgtcata taagcgccat tatcatgggt aactgtataa
   434401 tttacggagt tgaacaccat ttcaacgcaa agtgctggtt atacgtttat tccgtgttac
   434461 cacgctatag ccacaggcac ttgcacgtca ttttcagtga gacaatgtga tccctaacga
   434521 taccaacaaa aaaatcacaa ttaacttaaa ttttaatgga ttataaaaaa tagccgcatg
   434581 aaaaataacg ataaactcga ctcccacacc ccgatgatgc agcagtatct tcggttaaaa
   434641 gcccagcatc ctgaaatact cctgttctat cgaatggggg atttttatga actgttctat
   434701 agtgatgcca agcgagcctc acaactgttg gatatctcac tgactaaacg tggtgcttca
   434761 gccggtgaac ccataccgat ggcaggcgtc ccctatcatt cgatagaaaa ctatctggct
   434821 aagctagtgc aattaggtga gtcagccgcc atctgtgagc aaattggtga tccagccacc
   434881 agcaaagggc cagttgaacg gaaggttgtc cgtatcgtta caccgggcac aatcagcgat
   434941 gaagcgctgc tacaagagcg gcaagataac ttactggcgg ctatctggca ggatgccaaa
   435001 gggtttgggt atgccactct ggatatcagc tctggccgct tccgggttgc agaacccgcc
   435061 gatcttgaaa cgatggctgc cgagttacaa cgcaccaatc ctgccgagtt actgtatccg
   435121 gaaaacttcg agcctatgtc gttgatcgag catcgacatg gcttacgccg ccggccttta
   435181 tgggagtttg agctggatac cgccaaacaa cagcttaatc tgcaattcgg gacccgtgat
   435241 ttaattggtt tcggcgttga gcaagcccat ctggcactgc gggcggcggg ctgcctgctg
   435301 caatatgtca aagataccca acgcacatcc ctgccgcata tccgtggcct gaccatggag
   435361 cgccagcaag atggcatcat tatggatgct gctacccgtc gtaatctcga attgacgcag
   435421 aacctatccg gtggcagtga aaatacgctg gcagccatcc tcgattgcag cgtgacgcca
   435481 atgggtagcc ggatgctaaa acgctggtta catatgccaa tccgcgatat tcgcgtgctc
   435541 acggatcggc aacaagccat tggtggccta caagatatcg ccgccgagtt acaaaccccc
   435601 ttgagacaag tgggcgattt agaacgtatt ttggcacgct tagctctgcg aactgcccgt
   435661 ccacgcgatt tggccagaat gcgtcatgct ttccagcaac tgccagaaat ccaccgttta
   435721 ttgcaaccta ttgatgttcc tcatgtacag aacttgttat cacaggtggg ccaattcgac
   435781 gaattgcaag acttattgga gcgggccatt gtcgagacgc caccagtatt agtccgcgat
   435841 ggcggcgtta ttgcatcagg ttataacgct gagttagatg aatggcgggc gctggccgat
   435901 ggtgcaaccg attatctgga tcggttggaa atccgtgagc gggagaagtt agggctggac
   435961 acactaaaag tgggctttaa tggtgtacat ggctattaca ttcaggttag ccgtggtcag
   436021 agccatctgg tgcctattca ttatgtccgt cggcaaacac tgaaaaatgc cgagcgctac
   436081 attattccgg agctgaaaga gtacgaagat aaggttctga cctcaaaagg taaggcactg
   436141 gcaattgaga aagggttgta cgaagaaatt ttcgatttgc tgctgccgca tctgccagaa
   436201 ttacaactca gtgctaatgc actggctgaa ttagatgtac tggctaatct ggcggaaaga
   436261 gctgaaacac tcaactactc ttgcccaacc ctgagcgata agccggggat taagattatg
   436321 ggtggccgtc acccggttgt ggaacaggtc ctcaaagaac cctttatttc taacccgttg
   436381 acgttatctc ctcagcgacg gatgttgatc attactgggc cgaacatggg cggcaaaagt
   436441 acctatatgc gccaaacggc gctgattgtg ctcttggcac acctgggaag ctatgtccct
   436501 gcggatcagg caaccatcgg gcctattgac cgcatattta cccgcgtcgg tgccgctgac
   436561 gatctggcct ctggtcgttc gacctttatg gtggaaatga ccgagaccgc gaatattctg
   436621 cataacgcca ccgaacaaag cctggtattg atggatgaga ttggccgtgg cacatccacc
   436681 tatgatggtt tgtcattggc ctgggcttgt gcagaaaatc tggccagccg tatcaaagca
   436741 atgacgctat ttgcgacgca ttactttgaa ttaacgacat tgccagaaaa aatggaaggt
   436801 gtggtaaatg ttcatcttga tgcattggag cacggcgaaa ccatcgcgtt tatgcacagt
   436861 gtacaagagg gtgcagccag taaaagttat ggcctggcag tagccgcact ggctggtgtg
   436921 ccacgcgatg tcattaagcg agcacgacaa aaactgaaag agctggaatc actctctaat
   436981 aacgccgccg ccagtacgat tgatggctca caaatgacgt tgttaaatga agaaatccct
   437041 cccgcagtgg aagcgctgga agcgctggat ccggattcat tgtcaccgcg tcaggcactg
   437101 gagtggatct atcgcttgaa gaacatggtg taagctaaaa actcgcgcct gaaatcattt
   437161 ttaggcgtag gtttcagcct ctgatcattc gatcctaggc ggtgagggag tcagggagtc
   437221 agggagtcag ggagtaaaat gtccgttcca tgatgtcgcg actcaagcct ctaggagaga
   437281 ttggcggtat cttatgagca gcccagtctc tttgccaagg cataaaaaaa cggtgaacat
   437341 ttatctatct gttcaccgtt gttgtgtttc atcgactctt tttgtgcttc atatcggcca
   437401 agtttacttt gtattttgca caaagcttac tgttcaccgc ctttcattct gaagacacac
   437461 ttattcgcgg aacaacgcct cgatgctcag gccttgcgtt tgcaggattt cccgcagacg
   437521 gcgtaagcct tcaacctgaa tctggcgaac acgctcgcgt gtcaaaccaa tttctcggcc
   437581 aacatcttcc aatgttgccg cttcatatcc taacagacca aaacgacggg ccaacacttc
   437641 gcgctgtttt gcattcaatt caaacaacca cttaacgata ctctgtttca tatcgtcatc
   437701 ttgtgttgta tcttccggac cgttctcatt ttcgtcagac agaatatcca acaacgcttt
   437761 ctctgagtcg ccgcctaaag gtgtatcaac agaagtgata cgttcgttaa ggcgtaacat
   437821 acggctcaca tcatcgaccg gcttgtcgag ttgctctgca atctcttccg cgctcggttc
   437881 atgatccaat ttatgagaaa gctctcgtgc tgtgcgtaaa taaacgttta attctttaac
   437941 aatatggata ggcaaacgga tggtacgggt ttggttcata atcgcccgtt caatcgtttg
   438001 gcgaatccac caagtcgcgt aagtggaaaa acggaaaccg cgttcaggat caaacttttc
   438061 caccgcacgg atcaaaccga ggttaccctc ttctatcaga tccaacagcg ctaaaccgcg
   438121 attactgtaa cggcgggcga tcttcaccac cagccgtaag ttactctcaa tcatacgtcg
   438181 acgtgaagat acgtctccgc gcaatgcacg ccgggcaaaa taaacctctt cttcggccgt
   438241 tagcagtggc gaataaccga tttcaccaag atagagttgc gtcgcatcca gcacacgctg
   438301 ggtaacacct tgcgccaaca actcatcgtc tgctaactcg ctttcagtag gttcatcatc
   438361 tactaatgct ttttcatcaa aaatctcagt ttccgtactg ttctcatcaa aatcagcatc
   438421 ttcatgcaac tcgttaactt tcagcgtact ttggctcata tgctgctcct acccgtgaat
   438481 ccggcgagca gaatacagcg tattctgccc aatctatcgc tgcggaaggt aacgcagcgg
   438541 gtttacggat ttccccttgt aacgaatttc aaaatgcaat ctaactgaac tggttccggt
   438601 gctacccatg gttgctattt tttgacccgc cttcacttct tgttgttccc ggaccagcat
   438661 tgtatcgtta tgagcgtagg cgctcaggta atcatcattg tgtttgatga tgattagatt
   438721 accgtaacca cgcagtgcgt tcccagcata cacaacccgg ccacttgctg tggcgagaat
   438781 aggttgccca cgagaaccgg cgatatcaat ccctttattg cccccttcgg aagcagagaa
   438841 gctatcgatc gttttaccat cggttggcca tctccagcca ctaactggac caccattgct
   438901 ggctggttca ctgacagaac tgcttggtgc ggtaacaggt gctgttgtag cgacaaccgc
   438961 accagatgat ggcaacattt tgccaacatt ctgtttaccc gagtttccag aatacgcgct
   439021 agttgattga gaatcaaccg ttgtagttgt gttctgaata gtagttgtgt tctgaatatt
   439081 tgacggcggt tgtgctattc cacttgatgt ggcatcagtg gcggctaaca taccgccacc
   439141 agacccatta cccaattgaa tagattgccc cacattcagg ctatagggtt ctgcaatatt
   439201 attttttgct gccaaatcac ggaagtcatt tcctgttatc caagcgatat aaaacagcgt
   439261 atcaccacgc ttaacggtat aggtattacc gctgtagctt cctttgggga tattgtcgta
   439321 actgcggtta taaactatgc gccccccaga gctatcggtg ttcgctttac tcaacatcgt
   439381 acctgaacga tcgcccccca cactgctgat gggtgcagat gttgaattat cattggtaca
   439441 acctactaac cacaaactca caaccgtaca tgccgcgact cggcgtaatc taatcattgg
   439501 gcttcctgtg ctcatgcttc ccccatgaca gcaataataa acgatatgtc caaatacctt
   439561 tacacggtag ttaaaggtga aggctgaaat agaagagact caaagagaaa agactcattt
   439621 aggcaagttc ccctttaacc agaggaacaa aacggacggc ttccaccgtc tcaatatggt
   439681 attcattgtt acggcgttgc acgtacttta atgtttggaa ctgctcacca acgggaagaa
   439741 ccagtattcc cccttcatcc aattgctcaa gtaatgcatc cggaatttca ggcggtgctg
   439801 cggttacaat aatggcatca aacggcccac gagactgcca gcccaaccaa ccatcaccat
   439861 ggcgggtcga cacattatgc agatccaact gttttaggcg acgttttgcc tgccactgta
   439921 accctttgat tcgctcgact gaacagacat gatcgaccag atgcgccaaa atagccgtct
   439981 ggtagcctga ccccgttccg atctctaaga ctctggacgt tggcgtcaat tgcagtaact
   440041 ctgtcattcg cgccaccata taaggctgag aaatcgtttg ccccgcacct atagggagag
   440101 cggtattctc ataagcctta tgagccaacg cttcatcgac aaaacgctca cgcggtaccg
   440161 cttcgatcgc ctgtaacagg cgttcatcgt gaataccttg ctgacgtaac tgcatcaaca
   440221 atgtttgcat gcgtttattt accattcccc gtcaacctca gtattggcta accaactttc
   440281 aaccacttct tgtgccatat aagccgttaa atcgacttga agcggcgtta ttgatacata
   440341 accttgttca accgccgcaa agtcagtatc tggccctgca tcatactttt cacccggcgg
   440401 cccgatccaa taaagatctt gccctctggg atcttgctga caaaatacct gctctgccgg
   440461 atggcggcta ccacaacgcg tcacccgaat ccctttaatt tccgctaaag gcaaatcagg
   440521 aacatttata ttgaggatct tgccggtacg cagtggtttg cgctgtaacg cacgtaataa
   440581 acggcaagtc actgccgccg ccgtatcgta atgctgatga ccgttgagcg agacagccaa
   440641 ggctgggtat cccaaatgac gcccttccat cgccgctgct acggtacccg aatagataac
   440701 atcatcccct aaattagggc cagcattaat accagagaca acgatgtcag gccgtgggcg
   440761 catcagcgca ttcacaccca gatagacgca atcggtgggg gtcccttgct gcaccgcaat
   440821 atcaccatta gataaggtag tgatccgcaa tgcactatcc agagtcaatg cattggaagc
   440881 gccactacgg ttacgatcgg gtgccacaat ttgcacctga gcaaatcccc gcaatgcact
   440941 ggccagcgtc tggatccctg gcgcagaaat accatcatcg ttactcaata atatccgtat
   441001 catcagcccg atcctggttc attatttccc tcaccacact ggtcgcaaag ctccccgcag
   441061 ggagccagaa actcagctca agagtgacat catcccacca gttgcttatc atattctgcg
   441121 gttttagcag tactgcccgg cggctacctt caacgcgctc acgcttaatc aatgacagta
   441181 attcagtttg ctctgccaaa cacgcctgtt caaaggctaa tgcttcaccg tgggtaccca
   441241 gttcactgtc ccccggtaaa ggcgcggtga tattcagttc acccgcagta acgcgctgtt
   441301 gcaacgcggc taattcatcc gcttgagcaa caaaccaact cccacgcccg gataattgta
   441361 atgcatcacc ctccagtacc gtcgtcgaca gttgttgcgc caagcggtaa ctgctaatca
   441421 gattgaacat cgcgctgcga ctggcagaca gataaaagct acgtttgctg cgttctttta
   441481 cccgaatttc attattcgcc cataaacggg cctgcaccag attattacca ccacggccaa
   441541 accgctggct accaaaatag ttgggtacgc cctgggcggc tatttgctgt aaacgttgtt
   441601 ccacatcctg gcgatccgta atatggcgca gtactaaggt aaacgcattg cctttcagtg
   441661 aaccaatacg taattttctt ttatgccgca ccgcttccaa tacttcacac ccttccagct
   441721 caaaggtggc cagatctggc gcttcttttc ctggcaagtg taaacaaaac cactgttcgg
   441781 tgaccgcatg gcggtctttt aaccccgcat aactcactaa ccgcggatga agtttggcaa
   441841 agcgcgccaa ataatcagca acgaattggg tattgcagcc atttttacga atacgaacca
   441901 gcagatgctc accttcccca tccggttcaa atcctaaatc ctctacgaca acaaaatctt
   441961 ccggattcgc ttttaaaata ccgctcgccg taggtttacc gtgtagccag gtcaggtttt
   442021 ccatatccat tcgttatgcc ttaaccctgt tctacgttaa ctaataaaac caccgcttca
   442081 cacgcaatac cttcaccacg cccggtaaaa ccaagctgtt ccgtggtggt cgctttgacg
   442141 ttgatgtcat ccatatgaca ttgtaggtct tctgctaaat taacgcgcat ttgtggaata
   442201 tgcggtgcca ttttaggtgc ctgggcaata atggtaatat ccagattccc caatttatag
   442261 cctttggcca gaatacggcg atacgcttct cgcagtaaac ctcggctatc tgcgccttta
   442321 aatgccgggt cagtgtcggg gaagagtttc ccgatatcac ctaatgcagc agcgcctaat
   442381 agcgcatcag tggccgcatg taatgcaaca tcgccgtcag aatgggccag taaccccttt
   442441 tcatatggga tacgcacgcc accaataatg agtggaccac tgccattctc gccaaattta
   442501 tgaacatcga aaccatgacc gatccgcatt atatgcattc cttataatat tctgactatt
   442561 tgacgttgca gtgccgttag tcttgattaa cgttcacgac ttccgcttac ccatctcact
   442621 gacttgtcgc tgtttagcgg ctatcgttat ttagagaccg tcattattca gagactgtcg
   442681 ttattgagag actgccgctg ggttaaataa aactccgcca atgccagatc ttctgggcgc
   442741 gtcactttaa tattatcaga acggccggta accaatatcg gatgataacc gcaatgctct
   442801 aatgcagagg cctcatcagt caccgccacc ccttctctta acgcacggga taagcacaat
   442861 tttaataatt ctagcgggaa aagttgaggc gtcagcgcat gccacaggtc ctgacgatcc
   442921 accgtatgag cgatggcttg aatacccggc tcggcacgtt tcatcgtatc acgcacaggg
   442981 gccgccagaa ttccccccac ctgactgcat tcggtaatcg ataacagccg gctgagatca
   443041 tcaaggtgca aacaggggcg tgccgcatca tgaactaaca cccattcagc ctgccctgcc
   443101 aattgtaaac ccgccatcac ggagttagcc cgttgatcgc caccgtaaac tgtactgata
   443161 cgtggatcct gcgcaacgga caacctagag aattgtgtgt cctgcggatg gatcacaacg
   443221 ataacccgct gaattcgtgg gtggtgaagc aaagaaaaaa tagcatgttc aatgattgtt
   443281 ttgcccccca cagttaaata ctgcttaggg caatccacca acatacggct accaataccc
   443341 gcagccggta atacagcgat cacttcagga agggaaactg cgaagttact cattatttat
   443401 tgcgcgttat tttgtgtcga aggggtaccc gcattgcgtc tggattggtc aggaaccaga
   443461 cgatagaaac tttcgccggg cttaatcatg cccagttcgt tacgtgcgcg ttcttcgatc
   443521 gcctcttgac caccgtttaa atcatcaatc tcagcaaata gctgatcgtt ccgggctttc
   443581 agagtgctgt tattcgcttc ttgagcagcc acgtcttctt ttacccgaac aaaatcatga
   443641 ataccattct tacccagcca caatgaatat tgtagccaac caagcaaaac cagcaatagt
   443701 agcgtaagtt ttcccatttc cgccccctga aaaacggcct aatcatccca caacttttcg
   443761 tcggactcca ctctgtgacg gaaataggcc acaagattca gattaaggac gatttcaggc
   443821 aaaaatacca tgcaaatcga taaaaaacat tattcattat cggggcgata cctaaaatca
   443881 ttggcgttgc agccaggcgg ccgatgaact gagatcagtc aataagttgg gtcagtaaaa
   443941 gccccccccc cctgcagcgt caaaagcgaa gagaatatgg gatatttaga gtgtgtttca
   444001 ggagagggga atcatcgggt aaatgaagcg ttcaccaacc cgtaagcagt gaaaacagca
   444061 tccagaagag gcacaccacg gcgatccccg tcccaccaat agtaaacagc agatgaccac
   444121 gggatagcat acccaacgcg atacctatca gtaccgaaac gggcatcaac gccagaaaga
   444181 acggccaagt gtacagcagg aaaaagacgg tgttgggacc atagacaaag aaagggatcg
   444241 caaatgccaa ccagtagaaa acaaaacctg tgacgccacc agagaaggag taagacggct
   444301 cttcctcttc ttgctgctca tcgttcataa tttgggtgac attctgcatg gaaacccctg
   444361 taggcacagt ttaccgacac gttctaagga cgccttccct gtagcagaag tgcatctgta
   444421 cccaaagtca ttgtcgtcag gtaggctgca aataaatcac ggctagctga caacgtcagt
   444481 gattcgagtg aatacctgca gcgaacgacc ctgtagcgtc aagtgcgaag gggatacgtt
   444541 taggatttga taatagctct accacgcagt acgtctaaca attgttcaat caaatttgtt
   444601 actaattgtt caccctgcaa atggatatca ggagacgcag gcgattcata aactgaatcg
   444661 atccctgtaa aatttttaag ctctccggca cgggcttttt tgtataagcc tttcgggtca
   444721 cgggcctcac aaattgctaa cggcgtatcg acaaatacct caataaactg acccgatgcc
   444781 agcatatctt gtaccatttt ccgttcagcc cgatgagggg aaataaacgc cgtcaagacc
   444841 accagaccgg catcaaccat cagtttagcc acctcgccaa cccgccggat attttcacga
   444901 cgatcagcgt cagaaaagcc caaatcgcgg cagaggccat ggcgcacgtt atcaccatcc
   444961 agtaagtaag tactgacacc gcgagcgaac aacgcttgtt ccagcgcacc ggccagagtg
   445021 gatttcccgg aacccgacag gccggtaaac caaagaacta cgccctgatg accgtgctgt
   445081 tgttcgcgat cctgtcgggt gatcgcatgg gggtgccaga cgatattctc atcgtctgac
   445141 cgcgtttctt ggttatggtc atctaactga tgggctggca cgctatttac cccccagcag
   445201 atcacgcgca ccccaatgtg ggaaatgacg gcgaaccaag gcatttaatt ccagctcaaa
   445261 ggtactgaag tcatgattct cctgataaac cgacgccagc gcttcacgga ccaaccccgc
   445321 accgacagtg acattactca gccgatcaat aaaaatcatg ccaccggtat cacggttgcg
   445381 ctgatagtta tccagtaata aaggttcatc gaatgccagt tcaaccagac caataccatt
   445441 caacggtaaa ttttccacga cccgttgggt cagtgaattg atttccacct gatattgaat
   445501 gttttcaacc cgcgctcggg tctttttacc cgccactttg atgtcataac tttgcccgac
   445561 gaccaacggt tgctcggcca tccataccac atcaaccaac gcgttccggg ccgctttcag
   445621 cgtttcgctg gcatccacca gtaagtcgcc gcggctgata tccacttcat cagccagaac
   445681 cagcgtaatg gcctcaccag gattcgcttc cgtcaggtca ccatcaaaag tgacgatgcg
   445741 cgcaacggta gattccacac cggatggcaa gactttcact ttttgcccaa cccacaccac
   445801 gcctgctgac aaggtaccgg catagccacg gaaatccaga ttgggccggt tgacgtattg
   445861 cactgggaag cgcaagggct gctgacggcg ggcattaacg acatcaacac tttctaatat
   445921 ttcaagcaga gtggggccag aataccaatc cattttctcg ctgggcgatg ctacgttgtc
   445981 gccatccaga gccgagagcg ggacaaattt aatgtccaga tcagtgggta attgttccgc
   446041 gaaactgagg taatcgtctt taaattgcgt gaagacactc tcttggaaac ccaccagatc
   446101 catcttgttc accgcgacca cgagatgacg aatccccaac aaggtggcga taaagctgtg
   446161 gcgacgggtt tgatccaaca cccctttgcg cgcatcgatc aacaggatcg ccagatcaca
   446221 ggtagacgca ccggtggcca tattgcgagt gtattgctca tgcccagggg tatcggcaat
   446281 gataaatttg cgcttttccg tcgaaaaata acgataagcc acatcaatgg taatgccctg
   446341 ttcgcgttcg gcctgcaagc catccaccag caaggccagg tccagttttt caccctgtgt
   446401 accgatacgc ttgctgtcag tgtgcagcgt cgagagctga tcttcgtaga tttggcgggt
   446461 atcatgcagc aagcgaccga ttaaggtact tttgccatca tccacgctgc cacaggtcag
   446521 aaaacgcagc atggttttat gctgctgagc atgtaagtag gcttcaactc cgccttcatc
   446581 agcaatttgc tgtgcaatcg agttgctctg taaaatcatt gagttacttt ctaatgctga
   446641 ctgattttta gcaataggtt cacttggtaa tgtctgcttg ttttgcaata tcgtgctcat
   446701 cgggccgctc ctcagaaata tccctgacgc tttttaagct ccatggagcc ggattgatcg
   446761 cggtcgatca ttcgaccctg gcgttcactg gtggtagaga tcaacatctc ttcgataatc
   446821 gccggtaagg tttcagcctc agactcgaca gcccctgtca gcggccagca gcctaacgtc
   446881 cggaaacgca ctttcttctg aacaatgact tcacctggct gcaaatcgat acgatcatca
   446941 tcaaccatta acaacatgcc atcgcgttca actaccgggc gtggcttcgc cagatacaac
   447001 ggaacaatct caattttctc gaggaaaata tattgccaga tatccaactc ggtccagttg
   447061 gacagtggga atacgcggat gctttcgcct ttgttaatct ggccgttgta gttgtgccac
   447121 agctcaggac gttgattttt aggatcccaa cggtgaaaac ggtcacggaa agaataaata
   447181 cgctctttgg ctcgggattt ttcttcatca cgccgcgcac caccgaaagc ggcatcaaaa
   447241 ccgtatttgt tcaacgcctg cttcaaacct tcagttttca tgatatcggt atgtttggca
   447301 ctaccgtgga caaaggggtt aatccccatc gccacccctt ccggattgcg atgaaccaac
   447361 aattcacagc caaattcttt gaccgtatga tcgcgaaact catacatctc acgaaatttc
   447421 caacccgtat ccacatgcaa taggggaaac ggcaaatgac cggggaagaa tgccttgcgc
   447481 gccaaatgca gcatcacaga ggagtccttg ccgatagaat agagcatcac cgggttaccg
   447541 aattcagcgg ccacttcacg gatgatatgg atactctccg cctccaattg ccgtaaatga
   447601 gtgagtcgtt tttcgtccat aacagatcct ttatgccaaa ttcacgactg atgggctgat
   447661 cgccgattca gtctgcggtt gttgcccaaa ccaggcaatt tggtgatgta aattcaccac
   447721 ttcaccaatc accagtagtg ctggtgtcgg tgcctgctgt gcgagtgatt caagttgtgc
   447781 caacgtaccg atcagcacct gctggtccac acgggttcca cggccaatca ctgccaccgg
   447841 cgtggtactg gaccggccat gggcgatcaa ctgttggctg attgccgccg ctttcactgt
   447901 tcccatgtag atcgccagcg tctgacgacc acgggccagc gtctgccaat caagatcatc
   447961 accatcagga cggcaatgcc cggtaataaa tgtcacgctt tgcgcatgat cgcggtgtgt
   448021 caggggaata ccggcatagg ctgtcgcccc cgcagcagcc gtcacccccg gtaccacctg
   448081 aaacgggatc cccgcttgcg ccacaacttg taactcttcc cccccccgac caaaaataaa
   448141 gggatcgcca ccttttagcc gtacgacccg ttttccttgc tgtgccagag tgaccaacaa
   448201 ctgattggtt gcctcttggg taaccgaatg cgcccccgcc cgtttcccca cacagatgcg
   448261 ttcagcatcg cgacgcacca aatccaagac ttccggactg actaaatggt catacagcac
   448321 cacatctgcc tgctgcatca cttgcaaacc acgtaacgtt aataaccctg catcgccagg
   448381 acctgcaccg accaaagcca cttcgccgag tgcacggtgt tggccctcta gcgacagttg
   448441 taattcattt tcagcctcgg ttaactgacc acggctgata aggctggcaa agcgcccgct
   448501 gaatgcatgt tcccaaaagc ggcggcgctc ccccatagag gccatatgct gcttaacccg
   448561 cccacgccag cgcccagcta tagcggccat atcactgaga cgagtgggca gtaaggcttc
   448621 taacttctca cgcagtatcc gcgccagcac cggtgcctgg ccggaagacg agatcgcgac
   448681 caccagcggt gaacgatcaa caatcgaagg gaaaataaac gaacaaaggg gttggtcatc
   448741 caccacattc gccaaaatac accgttgatc tgccgccgcg aaaacagcgg cattcagtac
   448801 ggtatcgtta gttgcggcaa tcaccagaaa cacgttgtcc aactgttcag gcagaaaatc
   448861 ctgtgccagc caatggatac ggccatcctg atactgctgt tcgagttcag atgagagggt
   448921 ttgcgccact acccatacct gcgcacctgc gcggtgcagt agttcaattt ttcgcgcagc
   448981 aacttcgccg ccgccaacga tcaataccgg gcgttgtttc aagtcggcaa atagaggtag
   449041 atagtccaca acagccttcg attacatgat aaagcgtagg gtgactatag ggggggccat
   449101 gaccttatga aatgacgaaa agtaattaca agttccataa tgatatatag gcgtaatagt
   449161 aaggctcaca gctaagttag cgggctatca caatacgtta ttttcttatg ggctgaccaa
   449221 aatgtcggta ttttagacag ctttcctgac gttattggca ggagttttac ggctattagc
   449281 gtgagtttta aagccattgg cgtgagtgcg gttaataccg cacagtgatg aagatttgaa
   449341 taatgtaaac tatttggcta cgtactgacc cggccgcatc agtaaacaga cctgcgagag
   449401 tgcaaggatc cggttaccac gacgataaac attcgcgata cctaaaaaat aattcccgat
   449461 tgcgagatat tgcgcaaaat ggataaaaaa accaataaat tcaaggcatg gacgatcatt
   449521 atgatcgccc ttttccgtgt ttttcacgta taagaattgg tgggtattac acctataact
   449581 aattgactca atactacttg taggtatgat acccacaagt agctcaccag ggggttcaca
   449641 tggagagtgg cgaattaata aaacgcttag aggatgcagg atggcaaatc agaggaggca
   449701 gaaaaacgaa tagtggtagc catgtcacgc tgtgcaaacc cggtgtacgc aaaatcatta
   449761 cgctacctta cccacgtaag gatatatcca aaggtttact gagacaggct cagaaaattg
   449821 ccggaattaa attgagttaa acaacgctgc ataccctaaa taattcgagt tgcaggaaag
   449881 cggcaaaccg agcgaatccc caagagctta tgtattttaa ggtcaacgac cagtcagtga
   449941 cggggatgag cgaaggcaac caacgcacat gcaacttgaa gtatgacgga gataaacagc
   450001 ttagggagct aaccatgatc taccctattt tcatcttcaa aaccgttgaa ggattcgacg
   450061 gttatttccc cgatattgac ggctgttttt tcgcagggaa tacctttgcc gatatcagca
   450121 agaatgcgga agaagctttt gccgtccata ttgaagcgct aatgaatgaa ggtttcccat
   450181 tgcctagccc acccaaagat ccgcaccgct atattgacga tccgcgttta aaagaagagg
   450241 gtggcattct gggctttgtt gagattgacc cggctaaata tgaaagtaag gccgtcaaat
   450301 ttaatctaac catgtcgcaa aatttactga ctgcgattga taagttcatt gccaccaacc
   450361 gcggctataa aaatcgtagc cagtttctgg ccgagctagc ccgtgagaaa atcatcagct
   450421 aatcgcggta aaaaagaggg gcgatcttag cgccctgagg ttattgacaa agtgcccgcg
   450481 acggaaagaa caggcagatc gtaaagacgc cgtaaataca tccatgtagg ctcgagccgc
   450541 gccatccttg gcgcggacgc tttactcctc tgcctatcct caccattcaa gatcgagtca
   450601 tcggggtttg tcagcagtct gggggcgctc ttagcgccct cttaatgagc catagacatt
   450661 acacttaacc ttcgtgcaaa ccacactcgc gtttcagacc aaagaaacgg gtttcttcct
   450721 cactcatgcc cggttcccat ttgcgggttg tatgggtatc gccgacagat aaataacctt
   450781 gttcccacag tgggtgataa ctcaggccat gttgtgtgag gtattgataa acttggcgat
   450841 tatcccaatc aataataggc aacagcttaa atatgccacg ctgaagcgcc aataccggca
   450901 attgtgagcg gccgccagat tgctcacggc gcaaaccagg tttgcgcacc taaagcctcc
   450961 aacgcccgat tcattggttc aactttattg aggttgttat aacgctcaat accctccacc
   451021 ccctgctccc ataacttgcc ataacgggct tcctgccagg cagggctgtg tgcggcacga
   451081 aacacctgta aattaagttg aagcttctcg gtcaaatcat caataaaacg atatgtttct
   451141 gggaacaggt aaccggtatc ggtcaagatc accggaatat caggacgctg acgggtcacc
   451201 agatgcaaac aaaccgcagc ctgaatccca aaactggagg aaaggacaaa ttcgccaggc
   451261 aaattatcca atgcccaact gacacgctcc tgcgcggtca aatgctcgag ttgaccattc
   451321 accagcacca gcgctgccgc ttgcttggct ttcggcaacg cattcagttc gctcagatta
   451381 aattgactca catcgcctcc tgtacgtcgt aaaaatcacg ggcagagtca atcactggtg
   451441 caatgacccc tgcacgaata acaaaatcac caaaaccttc atcgacatga cgctctttag
   451501 cccagcgccc aaccagttgg tcagtgataa gcagaatttc atctgcggta atattctcac
   451561 ggtacatccg tggaatacgg gtaccttcgc ggttaccgcc caaatgcagg ttatagcggc
   451621 caacggcttt gcccaccaac cccacctcgg ccagtaatgc gcggccacaa ccatttgggc
   451681 aaccggtcac ccgcagaaca atatgttcat ccgccaggcc atgttgctgc aaaataccct
   451741 caacgcgagt gacaaactcg ggtaggaagc gttcagcctc tgccatagcc agcggacagg
   451801 ttgggaaaga gacgcacgcc atcgagtttt cacgctgtga cgtgacattg tcatccatca
   451861 agccatgttc acgggccagt gcctcaatcc gggctttatc tttttccgga acgcctgcca
   451921 caatcaggtt ctggttagcc gtcagacgga aatcgccctg atgaatttta gcaatttcag
   451981 ccactccggt tttcagacta cgaccggggt aatccaacag acgaccattc tcaacaaata
   452041 atgtcagatg ccactttttg tcaacacctt tcacccagcc gatacgatca ccgcgcccga
   452101 taaattgata cggtttgatc gcactaaagc taacgccagc tcgtttctca acttctgctt
   452161 tgaaggtctc tacccccacc cgctccagcg tatatttggt cttggcattt ttacgatccg
   452221 tgcgattgcc ccaatcacgc tgggtcgtca cgaccgcttc cgctatcgcc aacgtgtgtt
   452281 tcagcgggat gtaaccaaat tcactggctt tgcgcggata ggtattctta tcgccatggg
   452341 caatagataa tccccccccc accaacacgt taaatccaat caacttgcct ttatctgcca
   452401 ccgcaacaaa gttcaaatcg ttggcatgca aatcaacgtc attctgcggt ggaataacaa
   452461 ctgtcgtttt aaatttacga ggtaaatacg ttgcaccgag gatcggctct tcatccgtgg
   452521 tcgcgacttt ttccgcatcc agccagattt cggcatatgc gcgggtacgt ggtaataaat
   452581 gttccgaaat cttcttcgcc cattcgtagg cttcctgatg caaggccgat tccaccggat
   452641 ttgaagtaca cagcacatta cggtttacat cgttcgccgt cgccagtgca tctaatccca
   452701 actcattcag caattgatgt gcgggtttca cattgccttt caaaatgcca tggaactgaa
   452761 aggtctggcg gttagtgatg cgaatactgc catatagggt gttatcagcg gcaaacttgt
   452821 caatacctaa ccactgttgc ggggtaataa tcccacccgg caagcggcaa cgcagcatca
   452881 tggcatggcg cggctctagc ttctgctcag cacgttcagc gcggatatca cggtcatcct
   452941 gctggtacat gccgtgaaaa cggatcaaca gaaaattatc gccgctgaaa ccgccagtta
   453001 gtccattgtt caaatcttcc gcaatagtcc cacgcaagaa attgctttcc gacttcatgc
   453061 gctcgccatc agaaagtttt ccactgacga cgagtggccc tgggtgtttt tcattcatca
   453121 gtacacatct cgctgatagc ggcgcgcttg gcgcaactca cttaaatatt catcagcctg
   453181 ctcggcatcc attgcaccgt gcagagccac cacgtccagt aaaacctgct caacgtcttt
   453241 cgccatgcgg ttagcatcgc cacagacgta aatgtgggca ccttgttgta tccagttcca
   453301 cagttccgcg ccctgttcgc gcagtttgtc ttgtacgtat attttatgcg cctgatcacg
   453361 ggaccaggcc agatcaatgc gcgtcaacac gccttctttg acatagcgtt gccattcaac
   453421 ctgatacaga aaatcctcgg tgaaatgagg attaccgaag aataaccagt tcttgccact
   453481 ggccccatca acttcacgct gttgcataaa ggcgcggaac ggcgcgatac cggtgcctgg
   453541 cccgatcatg atgacgggtg tttccgggtt agcaggcaaa cggaaattat cattgtgttc
   453601 aataaagaca cggatatcgc catcgacttc cagccggtcc gccagatagc cggaagcacc
   453661 gccactgcgc gctcggccat caatgtcata gcgcaccaca cccacggtga tatgcacctc
   453721 attttcggtc tcagcttgcg aagaggcgat ggagtacaac cgtggcgtta aggggcgcaa
   453781 taaccccacc agttgatcgg cattaagatc agacggtgcc tgccgcacca tatcaacgaa
   453841 tggcgtattc ttagcgtaca gttgcaacgc gggtttatct gccagcagtg caatcaaggt
   453901 ttcatcgcgt gatagcgcgg cgtatttatc gacgatcagc gtcgtatttt gtgtcagttc
   453961 aaggtgactg agcagcgcct gtgccagtgg catattttgt ccgtcaatac tgaccggctc
   454021 atcacctttg agccacaaca gcgcgagcag ttcttcgacc aaagcaggat cattatcaaa
   454081 ccagacaccc aaagcatcgc ctggttggta acgcagtcct gaatcaccta aatcgatttc
   454141 aatatgacga acatcttttt ctgaattacg cccagtcact ttttgctgta cggataactg
   454201 tgcggtcaac ggcgcggttt tactgtacgg actaacggta gtggtaccac cagacgttat
   454261 cgccgctgct gctggagttg tagattgtgt tggagctata aattgtgttg gagctgtaga
   454321 ttgtgctgga accttagcct gcaacgtggc aaccacttgc tgacgccact gctgtgcttg
   454381 tacctgatat tcaacatcgg catcgacacg atccagtaac cgttgagcac caagttctgc
   454441 cagcttgcta tcaaaatctt tcccagcctg acagaagtgt tcgtaagagg tgtcacctaa
   454501 gccaaagaca gcaaatgcgg tctccaataa ttttggggct tttttagaaa acaggaattt
   454561 atgcagtgcg acggcttctt ctgctggctc cccctctcct tgggtcgatg cgaccaccac
   454621 cagtaaacgc tcctgcgcaa tttgtttaaa cttataatca cccgcattga ccagattgac
   454681 actaagttgg gcagccagaa gatcatcgcg cagttgttca gctaaacgcc gggcgttgcc
   454741 ggtttgagac gcggaaatca gggtaactgt cactggtggg ggtgccgcta ccgcagggga
   454801 agcaacagcg ccgggctgct ggttaaccat cccccagaag taacccgaca accatgccat
   454861 ttgggttggg gagaattcac ccaccgccgc ttgcaagcgg gccaactgct ctggcgatag
   454921 cggaagtaac gaagttggag gagcctgagt cgtcattgca gtacgaattc ccttatgctt
   454981 tagccgtggt tggcacaaat atttgtcaat ataggcagga caattcgtgc cacaaagtct
   455041 tgatagtttg taaggttaac catcctgaga ataacaatta aagaagcgat agaaataata
   455101 aataaccaaa acgactaagc aatttttcag gtaattgata tgagttaaag tgttcaggtt
   455161 attagggaaa ttttctggcg cttacaatag gtggcaacat tgctatgtct gcataaaaat
   455221 cagcaagcta tgtcaataaa accggagtac ggtgagcgaa ataaggattc acatgacgcg
   455281 cgatcatagc cagtaccggt gctttccggt actatgcggc ggatttttga gtcaataagg
   455341 tcatgattat gagcaccacc ctatttaaag attttcagtt tgaggcggca catcggttac
   455401 cgcatgttcc tgaaggccat aaatgtggcc gtttacacgg tcactcattt atggttcgtt
   455461 tagaggttac gggtgaagtt gatgctcact ctggctgggt gatggatttt gccgccctaa
   455521 aagccgtgtt tcaacccatt tgggaacgtc ttgatcatca ttatctgaac gatattcctg
   455581 gcttggaaaa cccaaccagc gaagttttag cccgttggat ttggcaacaa cttaaacccc
   455641 aattgccaga actcagtgcg gtgatgatca aagagacctg ctctgctggc tgcgtttatc
   455701 gcgggtaaaa aatttctgcc agtgagtgag cacagctaac cttccatcca gctaaaaccg
   455761 cgacagcgtc aaggacaaaa cctgataccc aaagtcattg gcgttgcagc aaggcggcca
   455821 gtgaacaagt cccgatgagt ctatttattt tagggtcaac gaccggtaag tgattcgggc
   455881 gagtgagcgc agctaaccgt ccatccagct aaaaccgcga cagcgtcaag gacgaagggt
   455941 atcaagcgat attgagatat ttatgtgtct gcatcgacaa ccgccagttc ttagcgatgc
   456001 aggtctcaat acacaacttg gtcgcatcct ctttctggct tatcggctgc agtgcaataa
   456061 tccgtttttt atcatcatcc aacgtcgcca gtaacgcttc taatgcttcg atatctcgta
   456121 accggccaac cggatgctta atttcatccg cacgctggag tgcctgtgac aatattttta
   456181 ggccaccgcg catattcact tttggtgaaa cggtcaccca agtctgggca gaacaccgca
   456241 cttcatgagt accactggtt tcaatctggc aactgaagcc agcttgctcc aacagtgacg
   456301 ttaagggctg gagatcgtaa atggatggct caccacccgt gataaccaca tggcgggcgg
   456361 tatacccttg ctgagcgaaa agatctaaca gttgctgttc actggctgaa ccccaggcat
   456421 cactttctgc ggttttcacc ataatgcgct gcatatcgac ttcccgatcc gcttcttttt
   456481 cccaggtatg tttggtgtca caccagctac aacctaccgg gcaaccttgc aagcgaacaa
   456541 aaatcgctgg aacgccagtg aaataaccct cgccctgcaa cgtctggaac atttcattaa
   456601 tcgggtacag catcagtatc tctatcgtta ttcaaatcag tgaccgatta tcgcagatta
   456661 cccggcctcc accaaactgg ctacgctcgg gtagccagtt taactgtatc agacggttac
   456721 tcaatgactc cacatgccat ccgtgcgcca ccaccgccta aaggcattgg atgatcagag
   456781 taattatcac cgccagcatg gatcattaac gcatgctgtt tcacctctga caacgatttc
   456841 aggcgcggag ccaatacggg ataggtggcg gtgccatctg cattaaccac caatcccggc
   456901 agatccccca gatgcccttt atcgttgtaa ggaccaaggt gtaccccggt cttatttggg
   456961 tcaagatgcc ccccggctgc caatgctggc actgccttgc catctttcat ccccggagca
   457021 caactgggtt tttcatgcag atggaaaccg tgaattcccg gagccagccc agtgagatgt
   457081 ggcgtaaaca gtaagccata agcggtttca gtcaccgtca cggtgccaag cgctttccca
   457141 ttaccttgtg gcaatgattc gttgattttc acagtcatgc tagccttacc attcatgctg
   457201 gccatatcat tcatgctggc cttatcattc atgctggcct tatcattcat gctggcctta
   457261 tcattcatgc cagccatgtt agcggccagt gttgcgctgg agtaaagaat aacaggtagc
   457321 aataatgtac ttaatttcat attgttatat cccttatatg ttgattaagt ctggtttaac
   457381 cttgtcaata ggaaactttt gacgattaat tattacttat gcttcatact cccgcacaca
   457441 aaagttgtca cgttttgttg aatttgttga atttgtgttt catttaggaa aagttttagt
   457501 tggtggtcga aatatggata aagccataga gttaggtagg tagggtttta cgataaacca
   457561 acctgagcgg ctctaagcaa gccagcatct gattttatcg atcagcaaaa tcaacgcata
   457621 aaaaaacccg ccgaagcggg tttttaatta attagttaac taaatcaacc agttaaatta
   457681 atcaactcat taagaaagta gagcgcagta attactggcc tttaacttct ttcagaccgt
   457741 tgaatggtgc gcggtcgccc agcgcttctt caatacggat cagttggttg tatttagcaa
   457801 cacggtcaga acggctcata gaaccggttt tgatttggcc tgctgcggta ccgactgcca
   457861 agtcagcgat agtcgcatct tcggtttcac ctgaacggtg agagataacc gcggtgtaac
   457921 ctgcgtcttt tgccatctta atcgcagcca gagtttcggt cagagaaccg atctggttga
   457981 atttgatcaa gatagagtta gcaacacctt tctcgatacc ttctttcagg atcttggtgt
   458041 tggttacgaa caggtcatca cccaccaact ggattttgtc acccaggact tcagtctggt
   458101 atttgaagcc agcccagtca gattcgtcca gaccatcttc aatggagaca attggatact
   458161 gcttggtcaa gtcttccagg aagtgagtaa attcttcgga agtgaaggct ttgttacctt
   458221 cgccagccag aacatatttg ccgtctttgt agaactcaga agccgcacag tccatagcca
   458281 gagtaatgtc tttgcccagc tcgtagcctg ctgcttttac tgcttcagcg ataacagcca
   458341 gtgcttcagc gttagaaccc aggtttggtg catagccgcc ttcatcacca acagccgtgt
   458401 tcaggccttt ggctttcagt actttagcca ggtggtggaa cacttcagaa ccgatgcgaa
   458461 ccgcttcttt caacgtttta gcgccgactg gctgaatcat aaactcttga atatcaacgt
   458521 tgttgtcagc atgttcgccg ccgttgatga tgttcatcat tggcagtggc atagagaatt
   458581 tgcctggggt gccgttcaat tcagcaatgt gctcgtacaa aggcatgcct ttagacgctg
   458641 ctgctgcttt cgctgctgcc aaagaaacag ccagaatggc gttagcacca aactgggatt
   458701 tgttctcagt accgtccaga tcgatcatga ttttatcgat gttggcctga tctttggcat
   458761 ctttaccgat aactgcctga gcaattgggc catttactgc agcaacggct ttcagtacgc
   458821 ctttgcccaa gaaacgggat ttgtcaccgt cacgcagttc cagtgcttca cgggaaccag
   458881 tagaagcacc tgatggtgcc gcagccaaac caacgaaacc gccttctaaa tgaacttcgg
   458941 cttctacagt tggattacca cgggagtcga tgatttcacg accgatgact ttaacaattt
   459001 tggacattag attttcctca gtacaagtta aactaaaact ccagacagag ggggcgacat
   459061 ctcagccgcc ccctaccacc aaatatttta tttcacctgg cgcttttgat aatcaccagc
   459121 cgctttcaca aagccggcaa acaacgggtg accatcacgt ggcgtcgaag taaattctgg
   459181 atggaattga caagccacaa accacgggtg gtctggtaac tcgataattt ccaccagttt
   459241 gttatctgca gaacgccccg ccacgcgtaa accggcagct tcaatctgct tcaacaacat
   459301 attgtttact tcatagcgat gacgatggcg ctcaacgatg gtcggttcgc catacatttg
   459361 acgaaccaaa cttccctcgg ttaggtgaca ttgctgcccc cctacgcgca tggtaccgcc
   459421 caaatcgctt tcttccgtac ggatttcaac gttaccgtct tcatcacgcc attcggtgat
   459481 taatgcaacc accggatact tacagtctgg cacaaattct gtagagttcg cgttttccat
   459541 tcccgccaca ttgcgggcga actccatcag cgcaacttgc atacccaggc aaatacccag
   459601 ataaggaata ttgtgttcac gggcgtaacg cgccgccaag accttgcctt ccacgccacg
   459661 gtagccgaaa ccacccggta tcaagatagc atcaagctct ttaagcatct cttcaccgcg
   459721 ggtttcaaca tcctgcgaat caataagctt aatattaacg gtcagacgat ttttcaaccc
   459781 accgtgcttc aatgcttcaa tcaccgattt ataggcatcc ggcaattcta catatttacc
   459841 gatcatcccg atggtcactt cgccacccgg atttgattct tcgtataata cctgttccca
   459901 ttccgcaaga tttgcttcag gacaagttaa gctgaatcgt ttacaaatat aatcgtcaag
   459961 gccctgtgat ttcaatagcc ctgggatttt ataaatggaa tcaacatctt taagagagat
   460021 aactgctttt tctggcacat tacagaataa tgcaattttg gcacgttcat tagcaggaac
   460081 ggcacggtca gaacggcaaa tcagcacatc cggttgaata ccgatagaca gcagttcttt
   460141 aactgaatgt tgcgttggct tggttttgac ttcaccggca gcagccagat aaggaaccag
   460201 cgtcaggtgc atataaagag tatgctcgcg gccaacatca accgccatct gacgaatagc
   460261 ttccaggaat ggcagggatt cgatatcccc taccgtgccg ccaatctcga ccaataccac
   460321 atcatggcct tcaccgcctt caatgatgcg ctctttgatt gcattggtga tgtggggaat
   460381 aacctgaata gtcgcaccca aatagtcgcc acggcgttct ttacgcaaaa cttcggaata
   460441 gatacggcca gtggtgaagt tgttacgacg ggtcattttg gtgcgaatga agcgctcata
   460501 gtgccctaaa tccagatcgg tctcagcacc atcttcggtg acaaaaacct ccccgtgttg
   460561 tgtcgggctc atggtgcccg gatccacgtt gatatacggg tccagtttca tgatggtaac
   460621 gttgaggcca cgggcttcaa gtatagccgc cagggaggct gcggcaatgc ctttacccag
   460681 agaggatacg accccgccgg tcacaaaaat ataattagtt gtcatgctga acctgagagt
   460741 ttaggtttaa agacgatgga agtaccagga cgggaaagta gtataccgga accttggttt
   460801 cgctacaaat gatctccgca cccatggcgg ttttcacgac taaaaccgca cagaacaccg
   460861 tcttgctatc cgttataatt caatatatta acgtaattaa aattccacaa ctatcagtga
   460921 aatgaattaa aacaccttac atttcagttt cttgcttttt aacttgctgc caggctgctt
   460981 ccatttcatc aagcgtcgca ctctccatgg tttgacctga tgccgtaact atttgttcta
   461041 cctgacgaaa acgccgttca aacttacgat tagccgcttg cagcgcattc tcagctttat
   461101 ggcccagatg gcgcgataga ttaaccgtgg caaagagtaa atcgccaatt tcctctccca
   461161 atttgtcctc atcgacgact gcctgacgcg cttcaaacat gacctcgtca atctcttcgt
   461221 agaccttatc gagtaccggc cctagcgtgt tccaatcaaa accgactgac gcacaacgct
   461281 tctgaatttt atgggccttc atcaaggcgg gcaatgcatc aggaatatcg tccaatgccg
   461341 aatacaatgc tttttctgct cgttcctcgg cttttcgtga ttcccagccc gccagagcgg
   461401 cctctctgtt aaccgccgcc tgagtgacgt tttgagacgt atcagagaag acatggggat
   461461 ggcggcgctc aagcttatcg ctaatcgcat ggcaaacgtc atcaaaggta aacagccctt
   461521 gctcctgccc catttgggca taaaacacca cctggaacag caaatcaccc agttcgtctc
   461581 gaaggtcatc aaagtccttg cgcgcaatcg catcaagcac ctcgtaagtc tcttccaacg
   461641 tataaggggc gatggtgtca aaggtctgtt tgcgatccca tgggcacccc tgctctgggt
   461701 cacgcagagc gcgcataata tccaataaac gttgcagggc gactgctgta gaatcagggg
   461761 aagtaacagg ttgagtcatt tcaatttatt cacttttttt gttttttaaa ttcaaagcgt
   461821 cgaaagcaca ggcagattga ttgcgacccg ccacgccccc gaaatgtata cccgatctta
   461881 taaaaaccgg tacatgagga gggcgagcac cgcgcaagat caatagagca aagcgcaaga
   461941 tcaatagagc aaaacgtaat cgccgtccag attaaaaagc ctaattgcca tggaggcgac
   462001 gggcgtctat gacatccggc aactgattca gtttggccaa tacccggccc agcacctgca
   462061 agttatagat ctcgatatcc atatcgatag tcgccaccat ctttttggta tcgctgcggc
   462121 tggcaacgcc cagtacgtta actttctcat ttgccaggat cgtagtgata tcgcgcaata
   462181 acccactgcg gtcattagcc gtaacccgca ccaccagcga ataaccgctg gagtagcttt
   462241 cgccccagac tgcatcgaca atccgttccg gtgcatggga ttccaattca gccaactgct
   462301 cacaatctgc acggtgaatc gatatccccc gcccttgcgt gataaaaccg ataatttgat
   462361 caccggggat cggctggcaa caacgggcaa tatggtgcat caggttaccg acaccttcga
   462421 ccacaatacg cccactgtct ttgctggcgt tacgtggcgc gggctgatgc ttgttattca
   462481 gatgacggag tgcttctaga tcagcctctt ctgccgttgg cttattcagt ttgccctgga
   462541 ggaagttcac catctgattc agacggatat cacccccccc aatcgccgct aacacttcat
   462601 ccatcgaatt catgttgtaa cgcggaacaa gcagcttctc agcctctttc agactgatat
   462661 ccagatgctc cagctcatca tccagcattt gccggccagc cagaatattc ttatctctat
   462721 cttgtttgcg gaaccagtta tgaattttgg aacgtccgcg actggtcgtg atgtaaccga
   462781 ggttaggatt cagccagtca cggcttgggt ttggctgttt ttgagtgata atttcaattt
   462841 gatcacccat ctgcaactga taagtaaacg gcacaatgcg gccactgatt ttggcaccga
   462901 tacaacggtg gcccacatcg ctatgaatat ggtaggcaaa atccagcggc gtcgagccgg
   462961 caggcaggtc aatcacatcg cctttcggtg taaacacgta cacccgatca tcaaatacct
   463021 ggctgcgcac ttcatccagc atttcgccag aatcagccat ctcttcctgc caagcgatca
   463081 atttacgtaa ccaggcgatt cgcccttcat aactcgaacg gcccgctgcc acggcccctt
   463141 ctttatattt ccagtgcgca gcaaccccca actcggcatc ttcatgcatc tggcgggtgc
   463201 ggatctgaat ctctaacgtt ttacctcgtg gcccaagcac cacggtatgg atcgattggt
   463261 aaccatttgg cttagggttg gccacataat catcaaattc atcaggtaaa tgccggaagt
   463321 gcgtgtgaac aatccctaac gcggcataac aatcctgcaa acgttccacc accacccgca
   463381 ccgcgcggac gtcgaatagc tcatcgaagg ccagcgactt tttctgcatt ttgcgccaaa
   463441 tgctgtagat atgcttcggt cggccataaa tgtcggcttt aatgccttcg tcggccatcg
   463501 ccttatgtaa tgaagcaacg aagtcatcaa taaattgttc gcgatcaata cgcctctcgt
   463561 ggagtaattt ggcgattttc ttatattcat ctggatgcag ataacggaag cagaaatcct
   463621 ccagctccca tttaatctgg ccaatcccca aacggttcgc cagtggtgcg taaatattgg
   463681 aacactcttt agccgccaga acacgttcat cttccggtgc atctttgact tcacgcagat
   463741 gagcgatccg ctctgccagc ttgatcacca cgcagcggaa atcctccacc atcgccaata
   463801 acatacggcg cacgttatcc acttgctccg agctcatgga atcgttgtga gtggctttta
   463861 actggcggat agcatccata tcacgcacgc cgtgtaccag atacgtaatc cccttaccga
   463921 attgctcggt cagggtagtt tcgtccacga tattggcatc taccagcggg aacagcagcg
   463981 ccgcgcgcat actgtcgtta tccatactca gagtggaaag aatttcaacc atttcaagac
   464041 cgcgccacag taataacgag gcatcgggat ggttttgcgt ctgttgttca cagtaacgcc
   464101 aggtttcggc taatcgctca gatgactgcg gattggcaag ccctaaactg gcaatccaat
   464161 cgtcaagagc aaactcaccc gctgggttta aatgcgcact tcgtaccgca accataactt
   464221 ctccctactt tgcgacctct gacgcctgaa taaacagcgc catagattca agatgcccgg
   464281 tgtgcgggaa catatccaac gtacgcacct gagcaagacg ataacccact cctgataaaa
   464341 catggcgcat tgggtaaatt attgcttaac gcattataca gcccattagc gacaaacgcc
   464401 gcaactcctt caccctcaac ggcttaccaa acaggctacc cgcagcaaga taaactcgcc
   464461 ctcccggtaa gatatcaggg ataaaaacga tcactccctg atggagtaca gcccctaacg
   464521 taaaggggcc aagaaaatat actgtcacag ttattgttta ccgggtcgtc acacgcctgt
   464581 ttggagagta gaattgcacc acattgattg atcaagcatc agtttcatta gtcacccatt
   464641 ctcccacatt ggaataccat gaccaaatac agtcttcgcg cgcgcatgat gattttaatc
   464701 ttggcaccca cgctgcttct agggctgtta ctcagtacat cctttatggt caatcgctat
   464761 aatgagctgc aaaaccaaat agttagtgcc ggcaccaata ttattgaacc gttggccgtt
   464821 gccagtgaat acgggatgag cttccgcaac cgcgacaccg ttcggcagtt gattaatcta
   464881 ctacaccgaa ggcactcgaa tattgttcgg tcaatttctg tttttgacgt agataataag
   464941 ctttttgtca catccaacta caattacaat tcctcacaat taagactccc tccaggcgaa
   465001 cccgtccccg actctttgat gctttcgtac cgtggggatt cgctgatcct acgaatgccc
   465061 attgtctcag aatctaattt atccagtgaa caagcctccg ggcaggggga aagtgaccag
   465121 atactgggct atatcgccat tgatttagat ttacaatcag tgcgcctgaa acaatataaa
   465181 gaaatattca tttcaacttt gctactgctg ttctgtatgt gtgtcgccat tttgtttgct
   465241 taccgcctga tgcgcgatgt caccggccct atccgcaaca tggtcaatac cgtcgaccgt
   465301 attcgccgtg ggcaattaga cagccgggtt gaaggccata tgctcgggga gctggatatt
   465361 cttaaaaatg gtatcaattc aatggcgatg tcactcgcgg cctatcatga agagatgcag
   465421 cagaatattg atcaagcgac gtcggacttg cgtgaaacac tcgaacaaat ggaaatccag
   465481 aatgtggagt tggggctggc gaaaaagcgt gctcaagaag cctctcgaat taaatcggag
   465541 ttcctggcca atatgtccca tgagctgcgt acaccactca atggggtgat tggttttacc
   465601 cgacaaacac tgaaaacctc gctgacaccg acacaaactg actatttaca aaccatccag
   465661 cgttcggcca acaacctgtt atgcatcatt aacgatgtac tggatttctc caaactggaa
   465721 gccgataaac tgatacttga gcatattccc ttttcgctac gtgaaacgtt agatgaagtc
   465781 attattttgc tggcacatac cgcccatgaa aaagggctag agctgacgtt acatatcaat
   465841 aatgacgtgc cagaccaagt gttaggcgat gccatgcgtt tgcagcaaat tgtcactaac
   465901 ttgctgggta atgcgattaa attcaccgaa gagggcaata ttgacattct ggtcgtcgtg
   465961 aaggctatcg catcacagca agtgacattg atggtagaga tccacgatac cggtatcggt
   466021 atttccgaat cccagcaagc gcagttattc caggctttcc gtcaggcgga tgccagtacc
   466081 tctcgacgcc atggaggtac cgggcttggc ctggtgatta ccgaacggtt agtgaaagaa
   466141 atgggcggta atatcagttt ccaaagccaa atgagttgcg gttcaatctt cagattccac
   466201 ctcacattag aacttaacga gagtatccct taccgccagc ctgatatggc gcatttagag
   466261 gggaaacaac tggcttacat tgagcgtaat tctacggcgg cgagagcgac gataaatata
   466321 ctcaacacca cgccattgca ggtgactcat cgtcagtctt tagctcagtt acctgaacaa
   466381 cattatgatt tcctgctggt cggggtaccg atcccattta gaaataacat ggcaattcat
   466441 caagataaat tgctaacagc cctaaaaatt gccgatcatg tcatcttggc actaccaagc
   466501 caatcacaag tagaagccga gcaacttaaa caaatcggcg ccaaagattg tctgctgaaa
   466561 cccatatcgt ctatcaggct tatcccttta ctcttggccg aagacacgca cagtaaagta
   466621 ccatcagagg agcaaccacg taagcaacca aagttacctt tcagggtgat ggctgtcgac
   466681 gataaccctg cgaatctgaa gctaataggt accctgcttg aagagcaaat tgaggaaacg
   466741 gtactgtgcg acagcggtgc catggcgatc acctatgcgc gtgagcacac gctggatatc
   466801 attttaatgg atattcaaat gccagaaatc gatggtatcc gtgccagtga aattattcac
   466861 cagataccgc atcaccaaga gacacccatc attgcggtca ccgcccatgc cgttaaaggc
   466921 cagcaagagc aattgttaag attgggtatg gcagattatc tggcaaagcc gattgatgaa
   466981 gcacggctgc tacaggtact ctcccgctat caaagcgata atccgccatt atctacagca
   467041 tctacagcat ctacagcaga aagcctgcca cttcccgtgc ctaaaggtgc tggggtcata
   467101 gattgggcac aggctgtcag gcaagccgcc aataaagagg atctggcacg ggatctctta
   467161 accatgttgc tagaatttat gccgcagatt accgcccgtg tgcaggcgat tctggcaggg
   467221 gctgacgatg gcgacattct gaatttggtg cataaattcc atggcagttg cgcctgtagc
   467281 ggtgtgccac gcctcagaca actgtgcatg accattgaac tacagttgcg ccagcaggtt
   467341 aatttgcagg atttagaacc cgagtggctt gagttgctgg atgagataga aaatgtcagc
   467401 gaagcggcta aaacctattt acgtacagag tgatatcctc gaacgcttgt ggaaatagaa
   467461 aaccaaaaag ggcacagcga gataaactgt gcccttgagc tagatggaaa tcacacggga
   467521 tctacataat ctttactgca ttgagacccg ttactgcatc tattgtgtca ataccttact
   467581 gtatcaatac cttactgcat caataaatag agtgaagtat caccacgttg aatattcaac
   467641 gccaataccg gtggtttagc atcgaggatt ttccgcagct cacctaggtt ctggactggt
   467701 tgctggttaa tccccatgat gatatcacct tttttcaggc cgatacgcgc cgcagcagtg
   467761 cctggtttta cgctatcaac tttcacccct ttcttgccgc taacgtcgct gttactcagt
   467821 tcagccccct caataccggt gtagagattg ccggattcca cctgactgtg gctgctctgc
   467881 tccaggacga catccacatt gatcggtttg ccatcacgca gcagacccaa ggtcattttg
   467941 ctgccaacag gtaacgtgcc gatctcggcg cggaaccctg caaaactatt gatggctttc
   468001 ccattcatac tgacaatgat atcgcccgct ttgatacccg cttttgccgc agcagattta
   468061 ggcacgacct ggctgataaa ggcacctttc tgcgcatcaa ccttcatggc ttttgccagt
   468121 tcagagttta gctcggtccc cataatgccc agttcaccgc gttttacctg accaaactca
   468181 accatctgtg atgtcaggtt cttcaccatg ttgcttggga tagcaaagcc aataccaatg
   468241 ttaccgccat ccggtgccag aatagcggtg ttaataccaa tcaactcacc gttcaggttg
   468301 attaatgcgc cgccggaatt accacggtta atcgccgcat cagtctggat aaagttttca
   468361 tagttttcta cattcaaacc actgcgccct aaagcagaga caataccgga tgtcacggtt
   468421 tcacccaagc catacgggtt cccgatagcg acggtataat caccgacacg cagttgatcc
   468481 gaattggcaa tcttaatcgc agtcagattt ttagcgtctt tcagttgtaa cagtgcgata
   468541 tcggtacgtg gatctttacc gatcaccttg gcatcaaaac tgcggccatc gctcagtttt
   468601 acgctgatct tgttcgcatt atcgaccacg tggttattgg taacgacata ccccttgccc
   468661 gcatcaataa tgacacctga accaagcgaa cggaattccc gcttacttgg cattccctgc
   468721 cctagtccgc ccagatcccc ttgacacatt ggcgagcctt ggaacggtga accgtcctga
   468781 cagaatggcg agttatcacc aaaaaactgc tggaattgtg gtggcatacc gcgtgcacca
   468841 gcactgctta caggcgcact accttcaacg ttgatactga ccactgaagg cattactttc
   468901 tctagcattg gcgccaggct agggagctgc tggctactcg atgctgccgt ctctgccgca
   468961 acgacggaag aaaccgggcc catggcgaaa ccaatgctca atgccaatgc acttaatact
   469021 aaagttgttt ttttcatata ttcgtgttct cactatacaa attaaaaatg aataaatagc
   469081 gactatgtgg ccgactaatg ccgtatgccg tcttgcctag taagattaaa tatgggggat
   469141 gaagttcata gggccaagaa aattaagagt aaaaaatatt gtccgtcttt acaaaactat
   469201 aattaattaa acggacaatt caaatttttg catactattc cgcagccatt aaacgccggt
   469261 attcatcata agcataaaga tcggtcatcc cactgatata atcctgaatt aaccgcgcac
   469321 gataataata ttcatatatc tcatattgtt cggacggtaa attacggatt ctttctgcag
   469381 attcagcata agctaaccga tgtttaatcg ataatttatg aaataaccgt gtttcaattg
   469441 gatacttacg gtggcggtca tctgcaacta attgtgtaaa ggcggtctct ggcattgcta
   469501 ataacgggct ataaatatca agcagcccac tgatgactct atacccttgt aattcaagct
   469561 gttcaacttc tgggtggtta aatacatgtt ttactgcgac acgtttgaaa atttgcaata
   469621 acttacaagc ggcactggaa tcttctaaca atgcctggtt aaaagagcct gaaaaaacag
   469681 ccggtagatt ttcaataaag cgttgtgccg catgagggac taatttcccc acagtattta
   469741 cccgtagata cataaagaat tgatcttctg agctacgccg gccttgctca cggcctaatt
   469801 gacgaaaagc ggcacccacg actttatcaa acagatcccc cggtgtaacg gccccccact
   469861 cttggctcat atgatcatag agttgttcga cactgaaaat atttttttct actgcatctt
   469921 ctaaatcggc tatacagtaa gaaatatcat cggcggcctc cataatataa gtcagtggaa
   469981 aacggtcaaa ctcttccata ttgagttcgc gacgcagttc tttgacgtaa ttttcctctg
   470041 ccagatagaa gccgggtttt ttcatcaaat agttatggga cgctggaata ggggctgacc
   470101 aataagcggg cttagtatat ttaagaatac aacccacctg agcataggtc agattcagtt
   470161 ttaataaact gtgaaccaaa cgaatagcct gagcgttgcc ctcaaactgg ctaaggtcat
   470221 gacgaatttt actgcgcaga atattaagtt cggtttctcc ctcacatagc ttcagcacat
   470281 ctacctgaca ttgatctgtg ctttgtggtt cagaaccgct gccgccgtta gggtccatcc
   470341 gttttgtaaa ccaatcattg atcgctgact caccgaaatg accaaatggc gggttaccaa
   470401 tgtcatgcat cagacaggcc atttcaacaa tactttcaaa agggtcgagt agtttatcca
   470461 aaccgtaggc cgtgattttt ttatcctgtt taaagcggtt caggatctct ttcgcgatat
   470521 aacgcccgac ttgttgcact tccaacgaat gggttaatcg gctacgaacg gcggcattgc
   470581 gttccagcgg gaatacttgc gttttttgtt gcagacgccg gatagcagca gagttaacaa
   470641 tccgcccacg atcactttca aatacccttg ttatttcata ttcatcttct gctgaactgg
   470701 gcttactaaa aggccgctgg aaacttattt tctgcttaaa gtcgatcccg gacatatttc
   470761 cccctggtta tctatattcc aaaaccaccc tgaattattc aaaaccatcc tgcattcaaa
   470821 atcatgttgt attcaaaatc atgttgtatt caagaatatt ctgtattcaa aaccatgcac
   470881 ttaccaacag tgatacctat tagtggcagt agatgcaatg gattacgcat gaactgcggc
   470941 acattacgca ttaatgacag tgaattgccc gaatatgttc ttacctgata agctatacag
   471001 cgtgaaatag caggttaatc cctcccttta aaatcagcga gtatccatat gaaagtaggc
   471061 attattggcg ccatggaaga agaagtgaca ttgctgcgtg accggattga aaaccgtcaa
   471121 acattagcgc gtgcaggttg tgaaatttat accggtcagc taaacggtat tgatgtcgca
   471181 ttactgaaat ctggcatagg taaggttgcg gcggcaatgg gaaccactct gctgctagaa
   471241 cattgccaac cggacctcgt gatcaacacc ggttccgcag gcggcctgga ctctagcctc
   471301 aaagtgggtg atatcgtggt ctccaatgaa gtccgctatc atgacgcgga tgtaaccgcc
   471361 ttcggctatg agcccggtca aatggcgggt tgccctgccg ccttcgtcgc agatgaagac
   471421 ttgatcgcgt tggcagaaaa ttgtattcaa caattaaaac tcaatgcagt ccgtggccta
   471481 atttgtagcg gtgatgcttt cattaatggc gccgagcctt tagcgcgcat tcgggcggcc
   471541 ttcccaacgg tggcagcagt tgaaatggaa gccgcagcta tcggccacgt ttgctacctg
   471601 tttaataccc cctttgttgt agtccgagct atttctgatg ttgccgatca agcatctcac
   471661 ctaagctttg aagagttctt ggtggtggcg gcgaaacaat cgaccctaat gatcaaagcc
   471721 atgttaacca ccttggcgca acgcggttaa tgatgccact gggtcttttt cctctgccac
   471781 gcgcagcagc agtgttgcta attagcctgc taacactccc agcacaggct gccgaacggg
   471841 ttatcagttt atcgcccagt accacggaac tggcttatgc tgcaggtttg ggcgataagt
   471901 tggtcgcggt cagtgcgtac tctgattacc cggaatcggc taaaaagtta gaacatgtgg
   471961 cgtcgtggca aggcattaac gttgagcgta ttctggcact aaaacccgat ctgatcctcg
   472021 cctggcgtgg aggtaatcca caacggccgc tggatcaatt agcggcgttg ggtattccga
   472081 ttttctactc tgaccccacg catatcgatc agattgccag cgatctggat aagctagcgc
   472141 aatacagccc gcaccccgag caggcacatc aggccgctga acaattccgt caacacgtca
   472201 acacactgcg tgatcgctat gcccgcagtc agcccaaacg tacctttttg caattcggta
   472261 ctcagccact gtttaccagc tccgggcaca ccttacagag tgaagtcgtt tcactctgtg
   472321 gtggagaaaa tatttttgcc gacagccggg ttccctggcc acaagtcagt cgtgagcaag
   472381 tgatgacacg taagccacag gtcatcgtgg taagcggtac gcagtcgcaa gtcgataacg
   472441 tctccgcctt ttggttgcct cagcttgtgg tacctgttat cgccctgaat gaagactggt
   472501 ttaatcgcgc cagcccacgt atcctgctgg ccgctcaaca gctgtgccaa caaatggcca
   472561 gcattccaac ccctgtcgcg gagtcacatt aatgctggtt tattggctgg atatcttagg
   472621 tactgcggta tttgctatct ctggtgtatt actggcagga aaactacgta tggatccatt
   472681 tggcgtactg gttttggggg tggttactgc cgtcgggggt ggcacgatcc gtgacatggc
   472741 attagccaat ggcccggtat tttgggtgaa agatcccacc gatctagtcg tggccatggt
   472801 gacctgtctg gctaccatcg tactggtacg tcaacccagg cgcacggcaa aatggatcct
   472861 gccggtgtta gatgcgattg gtttagcggt gttcgtcggt atcggggtta ataaagcttt
   472921 tgccgccgat gccagcccat tagtggctat ctgtatgggc gtaataactg gtgtcggagg
   472981 tgggattatt cgtgacgtct tagcccgtga gattccgatg atcctgcgta ctgagattta
   473041 tgcgacggcc tgtattattg gcgggatcgt gcatgccact gcgttctata catttaacat
   473101 gccattacag caagccatga tgttgggcat ggtgataacc ctcggtattc ggctcgccgc
   473161 aatccgttgg catttaaaac taccaacctt cgaaatagag cattgagata ttactgtcga
   473221 ataatcatct ttgagcataa aaaaccgctg ccattctcat ggtcgcggtt ttttagcgat
   473281 gctttagttt taacgatgct ttagttttaa cgatgcttta gttttagcgg tactttgctg
   473341 gcaggtttat gcccaaagtc attggcgtta cagcaaggca gcaaacgaat gaatcccgat
   473401 gagcttattt atataaagcc aacgacaggt cagtgattca ggtaagtaag tgcagctaac
   473461 accgctgtag cgccaaggac gcagggtaaa ttagatactg aaagaagaac cacacccaca
   473521 agtactcttt gcattcgggt tagtcacgat aaaacgagaa ccttccagcc cttcagtata
   473581 atccacggca ccgcccacta aatattgcag gctcattggg tcaacaacca gctcaacacc
   473641 ttgtttttca atggtcatat caccatcatt aacctgatca tcaaaagtaa aaccatattg
   473701 gaacccgcta catccaccac cggtaatgta aacacgcagt ttcagattcg ggttttcctc
   473761 atcagaaatc agtagtttaa ctttctttgc cgccgcctcg gtaaactgta ggggcagtac
   473821 tgtttcgttg ctcatcctca tcactcccaa ccggtgttcg agttgcaggt tactacttcg
   473881 cgttgcaggt tactacactg gcagcctgat ctatggctcg attatctaat acctgagtat
   473941 ttcattcaag tactcagggc taatgttata ttatttgcct atttgtgggg tattttcaac
   474001 cgccggttct tgtgctatta ccgtggcacg cgcttgctct tgcttggcta atgtgcgagc
   474061 taggatggcc gaatacaacg gtttcccccc cataaattga gcgatcaacg tcgctcccag
   474121 gcaggtaaca atcatcggta aaataagctg ataattatcg gtcatttcca gtaccaatac
   474181 gatcccagtc aacggtgcac gtactgaggc agcaaacagt gcgcccatac ccgcaatggc
   474241 gaaagtaccg gcttcgatgc catattgtgg gaaaaagtgc gcgcaagaca gaccaaatgc
   474301 ggtccccaaa atggtcccta atgccaacat tggggcaaat attccccctg gagcgcccga
   474361 tccaaaacac agcaaggtcg tgatgacccg agcgataaaa atgaacaaca gcatgccgat
   474421 gctgaaatta ccggctgccg cgatagggat caatgcaaac ccccctccca ccgcattgcc
   474481 atgaagcagt gctaataaac cgcacattcc gccaagcaag ccaccgatca gaactaattt
   474541 acgccaatca ccaccatgaa agcgcacaaa catatcttgt gttcgaaaga taagggcatt
   474601 gaatatgacg cccacagcac caaaaataat gcctaataat aaataaagcc aaagggtgtt
   474661 tagcggagca tcactgagtt taccgacctc aataattgca cgttcaccat taaaatagcg
   474721 gtaaacaatc gttgaggtaa tcaccccgat aaatacggct ttaatagaga ctaggctgta
   474781 gcgaaattgc gagcgcatct cttcgataac aaacagaatc cctgccagcg gggcattaaa
   474841 tgccgcagac agccctgcgg ctgcaccggt tgctaatagt gaatgacggg cttccgggct
   474901 acgcaaacga aaaatatcca cgatcattcg cccactgttg ccccccattt ggaccatggg
   474961 tccttcacgg cctaaaacca ttcctgcgcc caatgtccca aggccgccaa taaatttaac
   475021 agggattacg cgccaccagc gcactggccg catttcctcc attgcccctt cgatttcggg
   475081 gatcccagac cccccagcct caggagcaaa gcgactaacc aaaaaatagc ccatcatcgc
   475141 tagcagtgcg gacatgataa aagccagagg ccacaccaag agtgcgtaat ccgcgacatt
   475201 agccagcgct agcagccgct gttgctggac ccaatcgaca ccgcgatcaa atgctacgcc
   475261 taataatccc gttaccacac cgacaacagc ggccatgata agaataatta agggtgtctt
   475321 atcacgatta accagttcac ggatcaaacg gccacgcttg ccttcagcga cgccttcagg
   475381 agaaagttgt tgcgttgaat gagtcatagt taatttgttt atcagttgag caatacataa
   475441 tacaaatttg atgtaaccag agtctagtct atgaactcat ggtgcgccgc catatagcca
   475501 tgaaatgatc tggctcaggg aggcgtgttc atattacggc tatcactatt tgcggcacat
   475561 tacgcatact gacagctaaa tatgcccaat tatttgataa ccgctgtcag ttctttagaa
   475621 taagccgcat tcttcttttc tcaagaccca tattgtcaca agaacgacgt taccaaggct
   475681 aaggctgcct agatgaataa tgttgccaag gtaaataata aggttgccaa ggtaaataat
   475741 gttgccaaag tgaataacgt tgccaagccc aattcaggag ccaatttatg agtaaatccg
   475801 aaaatctgta tgcccaagca caacagttga tcccgggcgg ggttaactct ccggtgcgtg
   475861 cattcacagg tgttgggggc atcccactct ttattgaacg tgctgatggt gcttacctct
   475921 ttgacgtaga tggcaaagcc tatattgact atgtcggctc ttgggggcca atgatcttgg
   475981 gccataatca ccctgctatt cgtcaggcgg tcattgaggc cgttgaacgt ggcctaagtt
   476041 ttggtgcacc gacagagatg gaagtgaaaa tggctcagtt ggttacagat ttggtgccaa
   476101 ccatggatat ggtacggatg gtcaattccg gcaccgaagc caccatgagt gccatccgtc
   476161 tggcccgagg ctataccggt cgcgataaga taattaaatt cgaaggctgc tatcacggcc
   476221 atgccgattg tttgttggta aaagcaggct caggcgcact gacactgggt cagcccaatt
   476281 cacctggtgt tcctacggat tttgccaaac acaccctgac ctgtacctat aacgatctgg
   476341 cttctgtacg gcaggccttt gagcaatatc cgcaagaagt ggcgtgtatt atcgttgagc
   476401 cagtagccgg taatatgaat tgcattcccc cgttgccaga gttcctgcct ggtctgcgcg
   476461 ctttgtgtga tgagtttggt gctctgctta tcatcgatga agtcatgacc ggttttcgcg
   476521 tagccttagc tggcgcgcag gattattacc atgtcatccc tgatttaacc tgtctgggta
   476581 aaatcattgg tggcggtatg ccagtaggcg cttttggtgg ccgccgtgag gtaatgaatg
   476641 cgctggcacc gactggcccg gtttaccaag ccggtacgct atccggtaac cctatcgcta
   476701 tggctgccgg ttttgcctgc ctgacagaaa tctctcaggt cggtgtttat gaaacactga
   476761 ccgaattaac cgactcactg gctacaggcc tgcgacatgc cgctaaagag gagaacatcc
   476821 cgctggtggt taaccacgtc ggtgggatgt ttggcctatt ctttaccaat gctgataccg
   476881 tcacctgcta tcaggatgtg atgaattgtg atgttgagcg ctttaaacgt ttcttccatt
   476941 tgatgctgga agaaggggtc tatctggcac cgtcagcctt tgaagcgggc tttatgtctc
   477001 tggctcacag caacgaagat attcagaaaa ccgtcaatgc cgctcgtcga tgctttgcta
   477061 aactttaatt caatatttgt ttgaatttta gtcaaaacaa tatctatttg agttttagcc
   477121 caaaatagaa ggtaatcaga ctgctgacaa cccccgaaca ctcgatcttg aacggtgagg
   477181 ataggctgaa gagtaaagcg tccgcgccag ggagggcgcg cttcgagccc ccagggaagg
   477241 ctatttttat acagggaagc cggcgtcttt acgatctgcc tgttctctcc cgttgcgggc
   477301 tctttgtcaa taacctctaa tctcctctcc ggaggagatt tcagactgct gacaaccctc
   477361 aatgacgcga tctgaaacgg tgaggatagg cagaatagtc acgcggcggc gtcaaattag
   477421 cagggcattc gcctgataaa attaccgccc ctgtttgcgc agcaaataaa caaaataggg
   477481 cgccccgata aatgtcgcta ataggcctgc ggggatctga tttgggaaca acagcatccg
   477541 cccacaccaa tcagctaata tcatcaataa tccgcccaaa atagccgcaa taatcagttg
   477601 cggaatagca cgacggaaac ccagcatccg ggccatatgc ggagccatca atcccacaaa
   477661 actcaacggc ccgacggtca gggtcgccgc cgccgtcaat gtggctgcca ataataaaat
   477721 cgctaaccgg ctgggggcca gagccatccc taatgctctg gcggtcacac tgcctaatgg
   477781 caaaatcatt aaccaacggc ggcacaaagg ggctagtgct atcaacacca cggcaattaa
   477841 gcctgtcgtc aacgcttgtg agccctcaac agaataagtt gagccagaaa tccatgccag
   477901 caacccgcgc atccgtgggt cgccactggc cagcaacatg gtgatcaccg tggtaaaagc
   477961 ggtactcaat gcaatccctg ccaatagcat cctgcccgga gaaaaaccgc ctcgcccagc
   478021 aacaaccatg atcagcaata gcgtgatggc agcccctagg ctccccgcag gcaacaacca
   478081 ttccagtgca ttaccaggga cgataaacaa cataatgacc acgccgaaag ctgcaccaga
   478141 gctgataccc aacacttccg ggctggccat cgggttacca gtcaactttt gaattaatgt
   478201 tcctgcaacc gccagcatca taccggcagc cagtgccgcc aatacccgtg gccagcgcca
   478261 atgtaacagc gcctgtaatt catcaccgac gatccagcgc caaccttggc tatcacggcc
   478321 aaacatcagc gccacgatca atccccccaa cagcagcagc aaacccgcac tgatccataa
   478381 tcctaaacgc tgccgctcta ccggaaccga gtcacccaaa tccatgtttg gcgcagtcgt
   478441 actgtgtaag cgaggcaaca accacaataa caatggcgca ccaatcagcg ccgtagcggc
   478501 accggttggg atctctcgcc agacttgtgt cagccagatg atgccctggt ccgtcaccca
   478561 gagcagcaat gccccgacaa taggggccag tatcagacgt tgtgataagc gccgtgcccc
   478621 caaaattttc gccaacaatg gtgcaaacag cccgataaaa ccaatcacac ccaccgcatt
   478681 aaccaacatg gcgctgaata taatggctaa tcccagcgca ctcaggcggg ccagtgacag
   478741 ccctaacccc agattgcgag cgacaccatc atctaacccc aagagggtca acggacgaat
   478801 caagaaggcc gccaatatgc cgctaatcag taagcgcggt aacagaaact gtaccgtact
   478861 ccaatcctgc tgattcagtg cgccactgct ccacaaaaac aacccctgta actggtcata
   478921 attgaacagt gccagtaggt tactcaccgc gctacagtaa agccccaaca ccagaccggc
   478981 caaaatcagt gtcaccggtg acaggcgctt cccccaggct acgccaaaga ccagtgcccc
   479041 aaccgtcata ccaccggcca ttgccgccag ttgccgggtt aactcaccac cgggtaacat
   479101 ccacagtgtg gctatcgtta gccctaactg ggcacccgcg gcaaccccca gagtggccgg
   479161 ttcagccagg ggattacgca gaacttgttg aaataaaacc cctaccagcc ccagccccgc
   479221 tccggtgagt aatgccaccg ccaggcgagg taattggctg taatgaaata gcatctggcg
   479281 tacatcgtct cgatcaggtc gccatagggc ttcagaccag agagaggaag gcagtaattg
   479341 actgaggtta taaaatgtca gggaaacggc aataaccacc agtaggccaa gtagacccgc
   479401 agggagccgc caaccctggc gtaaacttat ggcgctcatg gtgctttccc ccacgcctgt
   479461 tccagtaaac gaacgaaacg catagctgac agtgtcgcgc cgtagaacca aaccggtggc
   479521 aagagacgta attggttttc tcgtacaaaa gacagcgatt gccataatgg ggtacgtgca
   479581 acctgctgta acatctcatt atttccatgg ccgaaacaca ctgcacgtgc cgtttttatc
   479641 gtcgctaaac gttcaatacc caccaccgcg ctgccccaaa aattggtctc cccttgccag
   479701 gcattctcaa tattcaaggt gctcaataca tcctgaaaca ggctgccgtt accgataatc
   479761 aacgcatggc ggggatccaa cagagagaac attaataacg gagtctgcgt gtcgccagat
   479821 aaacgcgcac gggctgccag cataaaatgg tcaaaatcag caagatgctg ttgcgcagcc
   479881 gtctccaatc ccaaacgctg ccccaatgtc tgtaatgagt ttttgcctac agccagcggt
   479941 gaactgccct gttcattaaa cgcaaaactc atcgtgggcg cgataggcgc aagtttctcc
   480001 ggcgaagggc cataaccctg cgacagcagg atcagcgatg gagccatttg ttgcagtaat
   480061 tccagattgg gttcagtgcg ctgaccgaca ttaatcacat ccgccggcag agcaggctcc
   480121 ccaacccata ggcgatagtt atgaatatca gcgacaccaa acggtgtaac ccccaatgcc
   480181 agtagcaatt cgacaggtag ccactccagt gcgacgaccc ttttagtatc gatatctctt
   480241 tggatatcaa tcactctgtc tatattgagt aatggctgat cgctcttcgg tgccgccgct
   480301 accagactgg gcaatgagag cagtaatggc gataacgtta atgccatcag tagccgacgc
   480361 cggtaataat cgggccccga tgaacgatct ggccttactg aacgatctga ccttgctgaa
   480421 caagctggcc ttactgaaca atctggatcc gatgagcaat ctggacccga taaataattc
   480481 gaagccgatg aagaagagag atccatgggt aaatgtgtct tcattaataa acaaaactta
   480541 ccggcgcacc gccagccggg tgcggtaaaa tacccattgg gataccataa atttgttcta
   480601 acaccgcact ctgcatcagg ctatctgccg ggccttgggc gatcatctca ccgccccgca
   480661 atgccacgag atggtcacaa taacgagccg ccatattgat atcgtgtaac acggcaatta
   480721 cggttaggcc acgctcgtgg ctgagacgtt gaattagccc caagacctcc acctgatgag
   480781 caatatccag cgcggaggta ggctcatcca gcagcaggca gcggctgttt tgcgccacca
   480841 tcatcgccaa ccaagcccgc tgccgctcac caccagacaa gctgtccacc aggcggttag
   480901 ccagtggttt caaatctacc aatgcaatcg cctcttcgac ttgttggcga tcttcctgac
   480961 gaaagcgccc tagcgcgcca tgccacggat agcggccgat ggcgactaat tcacgcaccg
   481021 tcatcccttc tgcggccggt aattgctgcg gtaaataggc cacttcgcgg gcaaacgctt
   481081 tgctatccca ttgggccagt ggcatatcgt tgagcacaac ctgaccactt gatggtggtt
   481141 gatgacggcc cagcattttt agcaatgtcg atttaccgga accgttatgg ccgatcaacc
   481201 cacagacttt cccttgcgga aacgtcagtg acagcggctg taataaggtt cgaccaggaa
   481261 ccgaaaaact cagttcacgg agtataaaag tgctggagtg gcttgcctgt aggtccaaga
   481321 tagtgccctg ctgtacgcga ttataaatta acggggaata cccgtcagac ggctgataac
   481381 cccccaacgc cttgatctca ggtgagggga ggcaagggag gacgcgaccc aaacgttagc
   481441 gaaaatcgaa cggtaacgat aatgattatt aaaacgaaat aattatcaaa accgttagtt
   481501 tatgcgtaac tcacaaagga ctgcaagggc tatgccgtgc tgatttgttg ggggaaacga
   481561 agaagggaag cgcaaagaaa aaaattggcg ggcgcagtct gtaaaccacg cccgccgtca
   481621 cattttattg accacacatt ttattggcca aacatctctt tgatccaatc ggcaacacca
   481681 tcatcgttag gttttgtggg gtcttgagtg ggtgttgatc cctgacacaa agcttgcgga
   481741 ttttcggtcc aaacaggaat gacgcgcatc ccgctccctt caccacagac gaagttcccc
   481801 gccgaatcaa tgttcatttg gctaatgcct tctggcggtt gcagaatcag cggcaacggc
   481861 gtttggtttt ccagatagcg gcgatacaag gttagcgcgc cgctggcccc ggtcagctta
   481921 gtcgggccgt tattgtcgcg cccaatccag gcaatggtca cttctttgcc atcaataccg
   481981 gcaaaccaac tgtcacgcag atcgttggtt gtcccggttt tggccgccag attatatttg
   482041 ccgaacttcg ccgagagaga gcgtgatgta ccacggacaa ccccttgctg catcgcatac
   482101 agcgtcaggt aagaagcttg tgcaggcacc atacgttctg cctgtgggaa gctctgatac
   482161 agcacggtcc catcctcagc aataaccgaa cgcacagccg acaacggtgc acggttgcca
   482221 ccactggcga ttgtctgata ctcctgcgca acttcaaccg gagtcaggtc aatcgccccc
   482281 aataacatgg ctgggaccgg attaatgact gatttcggga tcccaaggcg ttgcagtgtg
   482341 gcgctgatct gatctaagcc cactgacatc cccaaattga ctgttgggat gttcagtgag
   482401 ttcaccaacg catccatcaa catgacctga ccacggaact ggcgatcata gtttttcggc
   482461 tgccacaatg aaccgttcga caatttaagc gacagcggtt ggtccgaaag ccaggtattg
   482521 aggcggtact tatccggctc actcaacgcg gccagatagg ttggtggttt ggcaagtgac
   482581 cccaccaaac ggcgggcctg catcgcacgg ttaaaaccgg caaattgtgg ctgtgaaccg
   482641 cccaccatgg cacgcacttc gccactgaaa cggtcaacca ccaccatcgc cgcttccagg
   482701 tcattcatat tacgggcggc tctcagcgcc ggaacaccgt cttcgatggc tttttctgcg
   482761 gcatcttgtg aaaccggatc caaggtggtg aagatcttca cgccagacag atcattgacc
   482821 ttgttaccca acttctgttg cagctcctgg cgcaccatct gcataaaagc aggttgaggt
   482881 gtgatgactc cgcctttcgg ctgcaccccc agcggacggg cactgagcat ggtgtaaagc
   482941 tcagcatcga taatcccttg attctgcaac aagcgcagga ccaaattacg ccgctcaagt
   483001 gccagcttag gattacgcca cgggttatac agtgaggccc ctttcaccat gccaaccaac
   483061 atggcttgct gatcgagact caattcatca accgggcggc caaagtaata caagctaccc
   483121 agcgggaagc cacggatttg gtcaccacca ctctgaccaa gatagacttc gttcagatag
   483181 agttccaaga tccgatcttt gctgtagcga taatccatca acagggccat ataggcctcg
   483241 ttaagtttac gtaccagcga acgttcattg gtcaggaaca ggtttttcac taactgttgc
   483301 gtcagcgtac tgcccccctg caccgcttta ccggctgtca ggttagcgac cacggctcga
   483361 gcaatggaat acgggctgac gccatcatgc tcatagaaat ggcggtcttc agtcgccagc
   483421 aaggtgtcca ccagcaaatc agggaacccg gcgcgcggaa caaacagacg ctgttcaccg
   483481 ttaggtgatt gcagcatggt aatcaacttg ggatcgaggc ggaatagccc gaaatcacgc
   483541 tgattatcca ggttttgaat ctgggccaga cgatcatttt tgaacagtaa acgggcgcga
   483601 atttggcctt ctttaccatc agggaaatcg aacggccggc gcaagatatc gatactgtcg
   483661 ttctgaaccg tgaactcccc agggcgggtc atgcgactga cctgacggta ttgcatccct
   483721 tccagcaagg cgatcatctc ttttttgctg taggacatac ccggctcaag attgaccatg
   483781 cggccataca cggcagccgg taattgccag actttgccat caatacggct gcggatttgc
   483841 gaatcgaggt aaaccccata gatcgccaaa gccacggccc caatcaggaa cagtttgatc
   483901 aacaacccga gccaacggcg tttcttgcga ggtgggcgtg atgctacttt tcttggcatc
   483961 ggttcctcct cgtcatcata atcattttgt tcttcgtcat aatcttcttc gtattcatct
   484021 tcatcacgcc gacggcgcag tggacgtttt ggtgctgctt tgggttgggc tttcttgccc
   484081 ttgcgcccta tcggctcacg atcgtcccca gacatgtttc ctatctccac gcgcattggt
   484141 gattattgcg gcttaatgtg ttccccaatt caccggatag aaacgagaaa catctgaatt
   484201 tattggctat cagccatgat atatcactta tcttgatatt ttttggttct gcgggttggc
   484261 cgggtatgtg ccgggtcatc aggccagaca tgtttggggt aacgcccttt catctctttt
   484321 tgcacctcac gatacgcccc ctgccagaat gccgctaaat cgccggtaat ctgtaatggc
   484381 cgatgggcgg gagaaagcag ttcaagcacc accgcaaccc gcccgctcgc cagcataggg
   484441 ctttgctgtt caccaaaaac ctcctgcaaa cgtaccgcca acaccggcgg ccggtcgaca
   484501 taataacgta ttggcaggcg actgccagtg ggcacagtgt aatgagttgg cagttcggta
   484561 tccagccgtt ggcgttgttt ccaatctaac aagcgggtta aggcttcagc aatattcacc
   484621 tgccgaagcc cacgtagatc acgaacaccg gataatgacg gctgcaacca gagcgccagt
   484681 ttatcctgca aactgtcgtc atcgaccgca ggccatggcg cctctggcaa ccaacgggca
   484741 gcacattgta agcgggtacg tagctgctcg gcaggttcat cccagttaag tatctgtaat
   484801 ccttgctccc gaacccagtt tagcaaggcc tgctgcaatg ccgcgtcatc cggtttagcc
   484861 aatggctgcg cccgcaggat caaacgccca atttgccagc gccgccaggc tcgcagcgta
   484921 cctttttcat catcccactc caccaccgtg cgctcttcca cttgccgcgg cagacacgtc
   484981 accaactgtt cgatgtcaac gggcaaggcc agcaaaatac gtgcatccgg cccgctgtgg
   485041 ttttgcagta gcccaaccgc cactagccag ggggatcgcg atagcgcctc atcctgcgcc
   485101 atggcagccc ccatgccgtt agccagcagg tagcgcccat cctgcccccg ctgctgtgcg
   485161 atcctatccg gataagccag cgccagcaat tgtgcggcca gcgcatggtc tacactgcct
   485221 ccgcgcgcgt taagcctttg tgtcagttgt ctggcgcgcc gttgccagtg aggctgcggc
   485281 cggctgagcc agtcatgtaa atctatttgg ccagagcgag gtggctcttc caaaatagcc
   485341 gccaacaacg cagccgtagc cagtgcatcg gggctatgcc ccgccccaaa gcacaacatg
   485401 gccgccaatc gaggttcgca gcccagcgtt gccatggtgc gccccgtggc cgtcaactgc
   485461 ccttggtcat caatggcatc caatcgccct aataaatcac gggccacagc cagtgccgct
   485521 gccggggggt gatcgagcca acagagttgc gccgcatcct gacatcccca actcagtaat
   485581 tccaaccaca gaccgcataa atcgctgttc agtatttccg gttcactgta ttccgccgcc
   485641 cgttcggcct gctctttggc aaacagatgc caacagatac ccggttctag ccgcccggca
   485701 cggcctgcgc gctggaccat tgacgcctga ctgatacgct gagtgaccaa gcgagtcaga
   485761 ccgtttttga tatcaaaacg cgcaacccgt tccagcccgc tatcaaccac caaccggatg
   485821 ccctcaatgg tcaaactggt ttcggcaata ttggttgcca gcaccacttt acgtcgcccg
   485881 atagcggccg gttgaatcgc tttttgctgt tcactgagtg gcaaagcacc gtacagcggg
   485941 cacaaatcgg tatcgctggc gacctcgcca tgcagccgtt ccatcactcg atggatttca
   486001 ctgacacccg gtaaaaacag caacaaggaa ccgggctgtt catttagcaa gcgtttaacg
   486061 cggctggcaa ccccctcttc caaccgttca tggctggaga gcggctgata actgcgttca
   486121 accgggaaac tgcgcccagc cgagacaatg gccggagcgg agggtaacaa agcagaaagg
   486181 cgctggttat ccagcgtggc tgacatgatt aatagtttca gatcatcgcg cagcccctgt
   486241 tgcacatcca gcaataacgc tagcgccaaa tctgcttgca gactgcgttc gtggaattca
   486301 tcaaggatca ccaatgacac gccctgaagc tcggcatcct gttgtagcat ccgagtcaaa
   486361 ataccttcgg tcaccacttc cagacgcgta tccggcccga tcttgctttc tgcgcgcatc
   486421 cggtaaccta ctgtctggcc gggcaattca cccaattgtt gcgccaaacg gtaagccaca
   486481 ttttttgccg ccagtcgccg tggctccagc ataatgatgc ggcccggtga cccgctatta
   486541 agaaactgac tttgttgcaa gatttgtagc ggcagccagg tagatttacc ggcaccggtc
   486601 ggggcatgaa gcaggacttg cgatgaggat tgcaatgcag atagcaactc gtcgagcact
   486661 tcactcaccg gtaacgccgc tatcgcaaca tcattttttc tctcactcac cacaacattc
   486721 gtctccacac gctctacttt tatcgtcagc cattgtagct ttatcgtcag ccattgtagc
   486781 atcatgaccg tagagcgtat ttagccgagt gatcatgcca acctaatgac aaataccgtt
   486841 gacgaattaa aacgtgtccg ccgcctattc tttgccctga cactgccgga tgccatgcaa
   486901 caagagattg tgcaatggcg agctggtcat ttctcgccag aggcgggtcg ccctgtcgcg
   486961 gcggcgaatc tgcacctgac actggcgttc cttggtgaag tcagtgcgac aaaatcccag
   487021 gtgttacagc agcaagccgg gcgtatccaa caagcaggtt tcagcgtgac attagatgat
   487081 atcggccatt ggcccggttc cggcgtgatt tggctgggat gtaagaaccc ccctcgtggc
   487141 ctgttgcaat tggcgcagtt gctgcgctcc caggcagcac gtagtggctg ttatcaaacg
   487201 ccgctgccgt ttcatcccca tgttactctg ttgcgtaacg caacccgccc agtggcatta
   487261 cctgccaaga gcggcaatga gaccttccag gcggaccatt tctcgctgta tgaatcggtc
   487321 ttcgcgcggg gccgcacccg ctataacatc gtacaaagct ggccgctggc tggcagtgaa
   487381 aggaaaccag atgcctgcta acgccaactt gccacccttt agcgccaact tactgtcagt
   487441 gaactcagat tcgcggtcaa ttagccctaa ttcgccaccg actcacgcca aatcgctgca
   487501 atttaacgcc cctttgctgc aatttactcc cccgttacaa cccgccacac ttattctgcg
   487561 gtacaaacgc tttttagctg atattgtgac gcccgctgga gaggcgctga ctattcattg
   487621 cgcgaatact ggagcaatga cgggttgtgc tacgcctgga gataccatct ggtattcaac
   487681 atcagataat ccgaaacgga agtatcctca gagctgggag ctgacacaga cccaaaccgg
   487741 tgattggatt tgtgtcaata cgatgcgcgc caatgagtta gtgaacttgg caattgaaaa
   487801 aaatcagatt gctgaattat ctggttacaa ttttgtcaga aaagaagtta agtatggcga
   487861 agagaacagc cgtatagact tgttattgca ggcagaagat agacgtgact gctatattga
   487921 agtcaaatca gtcaccttat tacaacaaca gtgtggttat tttccagatg cggttactct
   487981 aaggggccag aagcatcttc gggaattaca aaacagggtt gtcaacggcc accgggcagt
   488041 acttttcttt gcggtattgc atacgggaat caaacaagtt gcaccagccc gacacattga
   488101 tcgtcgctat gcagagttgc tagtccaggc tcagcaggca ggagtagagg ttatttgtta
   488161 tggttttcaa ctatcgcctg acggtatcga gctaaacacc cgtttaccgt tattactgga
   488221 cgaaatgctt tcatcagaaa acgctgaata aaaaagcaat tactgggtaa agtggctcgc
   488281 caaatacgcc ttccttcaca ccattgtcaa gcaggcgaca ggaataattg ccaacctacc
   488341 tcccttctgt tatttatagc ggcctgattt ttccccctat tggggatttc gatagtgcgt
   488401 atgaatgtag gagaagcatc atgcaagaag ggcaaaaacg taaaacctcg tccttgagca
   488461 ttctcgccat cgctggggta gagccttacc aagagaagcc aggcgaagag tatatgaacg
   488521 ccgcccagct gtcgcatttc aagctgattc ttgaagcatg gcgcaatcag ctcagggatg
   488581 aagtagatcg tactgtatcg catatgcaag acgaagctgc taacttccct gatccggtgg
   488641 accgtgccgc gcaggaagaa gaattcagcc ttgaacttcg taaccgcgac cgcgagcgta
   488701 aactgattaa aaagatcgag aagacgctga aaaaagttga agatgacgat tttggtttct
   488761 gcgagtcttg tggcgtagaa attggtatcc gtcgtcttga ggcacggcca actgcagatt
   488821 tgtgcattga ctgtaaaacc ctggccgaaa tccgcgaaaa gcagatggca ggctaacaca
   488881 gcataatgtg taacacggca taatgtgtaa cacggtgcca gagccctctc cggcaccgtg
   488941 tttgaactgt tggacccctt ctttttatgc ttgaagatac tggttttcaa cgactattta
   489001 gctcacaact atttgatccc caaccatttg gctcaaaacc atcaggttct cagctattcg
   489061 gttctcagcc attcgctgct gctcaactat tttctgctgc tcaaccacgt gcttcccaat
   489121 ttcccagcgc ccagcttccc gagactcaac agcctgtggt tcaacaagcg gtcattcaac
   489181 gatcagctaa ccaacgagca acgaatcaac caacagaata tattggccgt tttgcacctt
   489241 cgccatcagg ggatttgcat tttggttcac tgattgccgc actcgggagt tatctgcaag
   489301 cccgtgctca aggcgggaag tggttagttc gtattgaaga tattgatcct ccccgtgaag
   489361 ttcctggcgc ggcctcacgt attttagcgg ccttagagca ttatggtctc cattgggatg
   489421 gcccggttat ctatcaatca cagcgccatg aagcgtatcg ggccacgctc aactggctgg
   489481 aacagcaggg attaagctat tactgcacct gcacccgtag ccgcatccac cagctcggcg
   489541 ggttctacga cggctactgc cgtgatcgtc atttacccgc tagcggcgcg gctatccgtt
   489601 tgcggcagac tcagccggtt tacgcttttt atgataaatt actcggcgaa ctgcatgctc
   489661 accctgcgtt ggcacaagaa gattttatta tccgtcgccg tgacggtctg ttcgcttata
   489721 atctggcggt ggtggtggat gatgcttttc agggcgtgac cgaaattgta cgaggtgctg
   489781 atttgattga gccgacagtg cgccagatag cgctctatca gcagttgcaa caccctgtcc
   489841 ccggctatat acacttgccg ttggcgctga ataatcaggg gaataagctc tccaagcaga
   489901 atcatgctcc tcccttgcct aatggcgatc cacgtcctat tttaatcgac gcattaaagt
   489961 ttttacgcca accgctaccg gaatactggc aagatcttga tttgtattta ttattacgtt
   490021 atgccgttga gcattggacg ttggtgtcaa tcccactcca gggggcaata accccacaga
   490081 aaacacaacg gcattctcaa agtaagtatg gtgagctatg attagccgct gtttttctgt
   490141 cgttctgtta tttattagcc actatcgagg tgtaccattt ttacccgagt agccaatttc
   490201 tgccgtaagg tgctgatccg cgaagacaaa acggtccgtg atgacaaggc ccgtaaagat
   490261 aaagtgcccg gtgaagataa cgtggcccgc aaagagagaa ggcccgccag agcacatact
   490321 ggccgcaagg gtcacgcggt gtcgtcttcg gaacagcgcc aaatggcgat tattccgcgg
   490381 gatcagcaca atatctcccg cagagatatc agtgacaatg cactgaaggt tctctatcgc
   490441 ctgaataaat caggttacga agcttatctg gtgggcggcg gtgtccgcga cctgctgctg
   490501 ggcagaaaac ccaaagattt cgatatcacc accagcgcca cccctgaaca ggtgcgaaaa
   490561 ctgttccgta actgtcgttt ggttggccgc cgcttccgtt tggctcatgt gatgtttggc
   490621 cctgaaatta ttgaagtagc gactttccgt ggccaccacg agcagcaaca agcagaagac
   490681 agcgataaga actcctccca gcaggcgcaa aatggcatgt tgctgcgtga caacatcttt
   490741 ggctccatcg aagatgatgc tcaacgccgt gatttcacca ttaacagcct ctactacggt
   490801 atttctgatt ttgcgctgcg tgactacacc ggcggcttac gtgatctgaa agaaggtatt
   490861 attcgtctaa ttggcgaccc agaaacccgt taccgtgaag atccggtacg gatgctgcgt
   490921 gcggttcgtt ttgccgcaaa actggatatg tcaatcagcc cggaaacggc agagcctata
   490981 ccgcgtctgg cctcactgtt gcgcgaaatc ccgcccgccc gcctgtttga ggagtcactc
   491041 aagctgctgc aatccggcta cggctataaa acctatttaa aactgtgcga ataccagctt
   491101 ttccagccgc tattcccact gattgcccgt aattttactg aacagcatga ttcgccaatg
   491161 gagcgtattc tggttcaggt actgaaaaat accgaccacc gtctgcataa tgatcagcgg
   491221 gttaatcctg ccttcttatt tgcggcgatg ctgtggtatc cgctgattga acatgcgcag
   491281 aagttaacgc aggaaagcgg cttggcctat tacgatgcat ttgcattggc catgaatgat
   491341 gtactggacg aagagtgtcg ctcactggcg atccctaaac gtatcacctc actggtacgg
   491401 gatatctggt tgttacaact gcgtctgtca cgtcgtcagg ggaaacgtgc ccataagctg
   491461 atggaacacc ctaaattccg ggcggcttac gatctgttac tcctacgggc agaagtggaa
   491521 aaaaatcacg agctgcaacg tttggcgcag tggtggggcg aattccagga agccactccc
   491581 acgcaacaga aatccatgct gaatacatta ggtgctgatc ctgcgccacg gcgttcacgt
   491641 ccacgccgcc cacgcaagcc agtaccccgt aaagaagggg tataatttta ccatgatccg
   491701 ggtctatatc gcgctgggta gcaatttggc catgccacta caacaggtta gcgcggcacg
   491761 ggaagccttg gcgcatctgc cgcgtagccg gttagtagcg tgttcgccac tttaccgcac
   491821 caagccatta ggcccacagg atcaacccga ttttctcaat gccgtggtcg cactggatac
   491881 atcgttgcca ccagagcagt tgctggatca cacacaagcg attgaacgta accaaggccg
   491941 ggtgagaaaa gagcagcgct gggggccacg gacgctggat ctggatatta tgttgtatgg
   492001 cgatcaggtg ataaaaactg atcgcctgac gattccgcat tatggtctga aagcgcgtga
   492061 atttatgctc tatccactgg cagatatcgc cccagatctt attttccccg atggcgaatc
   492121 cctatcagaa tgccttaagc gggtcgataa gaacggcttg gttctctggt aatatcgccg
   492181 gctcacacac ggcaagatcc tctgtttccc ccgatctttt tattcttcga tagccagact
   492241 ctgcccgtgc gttgagccac tcattacgtt atattgatat aacattatga ttatcaacta
   492301 aaaatagccc acctcgccgt caggccaagg ttgcagtaga atgtcttgca gataatctta
   492361 tattccatcc cgtaatgggc aggtcttggt ttatccgttt gttgataaag ttgttcactt
   492421 taatttcagg agacagagtg atgaaaacca ccaccatgag ccaattacgc caatggaaac
   492481 aagagaaacg taaattcgca acgctgacgg cctatgatgc cagttttgcc cagttatttg
   492541 ccgaacaggg tattcaggtg ctattggtgg gggattcgct cggtatgacg ttacaagggt
   492601 tcgattccac gctgccagtg accgttgccg atatggccta ccatacccgt gcagtgcgcc
   492661 gtggtgcgcc tcattgcctg ttattggccg atatgccatt catgagttat gccacgccag
   492721 aactggcctt tacccacgcg gcagagctaa tgcgggccgg agccaatatg gtcaaactgg
   492781 aaggtgggag ctggctgtgc gataccattc gcatgttggc agagcgcgcg gtgccggttt
   492841 gtgggcatct ggggctcacg ccacaatcgg tgaatatttt cggcggctat aaagtacagg
   492901 gtcgtgaaga agtggcggcc aatcaactgt tgcaagatgc tattgccctg gaacaggcag
   492961 gggctcaact gttggtactg gaatgcgtgc cggtagaact ggcacagcgg gtgaccgaag
   493021 agttaaccat accggttatt ggtattggtg cggggaatgt cactgacggt cagattttgg
   493081 ttatgcatga tgcactcggt attaccgggg gtcatacgcc aaaattcagt aaaaactttt
   493141 tagcacacag tgcgggcgat attcgtgccg ccattaagct ctatattgaa gaagttgagg
   493201 gggggattta tcctgctgaa gagcatacat tccagtaact gagccactaa tatttcttct
   493261 aaaataggga gttttcaaaa taggatcctc ctaaaataga tcgttcctaa aacaggagaa
   493321 agggaatgct gattattgag acattgccat tgctacgtca acagatccgc cgttggcgtc
   493381 aggaaggcaa acgaattgcc ttagtaccca ccatgggtaa cctgcacgaa gggcatatga
   493441 cgctggtgga tgaagcaaaa acccgcgctg acgtggtcgt ggtgactatt tttgttaatc
   493501 cgctgcaatt tgaacggcca gatgacttag cccattaccc gcgcacctta caggaagatt
   493561 gcgagaaact gacccgccac ggtgcagatc tggtgttcgc accggccgca gccgatatct
   493621 accctgcggg gctggaaaag caaacgtatg ttgatgttcc tgccctatcg accattttag
   493681 aaggggccag ccgccctggt catttccgcg gtgtttcaac catcgtcagc aagctgttta
   493741 atctgatcca gccagatgtc gcctgtttcg gcgaaaaaga ttaccagcag ctcgccttga
   493801 tccgcaaaat ggtggcggat atgggttatg acatcaacat tgttggggta ccaacggtgc
   493861 gcgcgaaaga tggtttggcg ctgagttccc gtaacggcta tctgacggaa gaagaacgtc
   493921 agattgcgcc acagctcagt aagatcatgt gggcgctggc agagaaaatg gccttaggcg
   493981 aacggcagat tgacgcactg ttggaagagg cggcagcgca gctactccgt gtaggcttta
   494041 cgcccgatga attgtttatc cgcgatgccg agaccttaca gccactgact gtcgatagcc
   494101 agcaagcggt gattttgatg gccgcctggt tgggtaaagc tcgtctgatt gataaccaac
   494161 tggttgattt gcgccactga tattttaccg atcaggcggt tgctcattcc cctcaagccg
   494221 cgagttggcc caaaatcaac caggaacgcc aaggtaaaag tcactatcaa cagcattccc
   494281 ccataacggg ttcgctcgga acccgtgacc gccgatgagc aacggttttg gtgagtgaga
   494341 gacgcggata ccgtggaagt ggacgtaatg aaatgaagag gcaacaagga aaatttacag
   494401 atagggcatc aatcatagac aagtggtata aaatcggcaa aactgagtgg gcattttttg
   494461 cagaaagtct taggccgcag gacgcttagc gcgaaatcta tctgggtcta tttttatgat
   494521 tgagccgctc cctgaatcag tagattatag ggtctggtaa gagatttaat cagggtcaaa
   494581 ggtaagagtt atgatacgca ctatgttgca aggcaaactg caccgggtca aagtcactca
   494641 agcggatttg cactatgaag gctcctgcgc catcgatcag gattttctgg aagccgccgg
   494701 tattctggaa tacgaagcta ttgatattta taacgttgat aacggtcagc gtttttcaac
   494761 ctatgcgatt gctgctgagc gtggttcgcg gattatctcc gtgaatggtg ccgcagcacg
   494821 ctgcgcttgt gtcggtgata agctcattat ctgttcttat gtacagatgt catatgctgc
   494881 tgcccgtttg caccacccta aagtggctta ttttgaaggt gaaaatcagc tacaacgcaa
   494941 agctaaggca gtgccagttc aggtcgctta atccccctca gtacctgaag ctacgggggt
   495001 tagcgatgtt cgctcccccg gatcactggc tagatagcca taataatgcg attaacctcg
   495061 ggcgcttaaa taaaacaccc ttccttttta tgccataaac gtcttatgcc ataacatcgt
   495121 taatccattt caatcactgc gggtgccggt tttaccgcaa ccgggccggg ttgattggcg
   495181 atgcgctccg ccatggtcgg tattgagtca gtacggagaa tatagagccg tttcagggta
   495241 tatggattat cgcctggctt gaccttgcct tgcatcgtgg tcaccgccaa atgaaaaccg
   495301 gcattcttcg ccgcattgac cgctgtttga ttaaaacccc cgaagggata tgacagaaaa
   495361 atcacatgcg gattgaactg cgctaatgcc cgacgtgagc gttcaaaatc aaaaatgata
   495421 ttgtgataag agcgactcaa taatatggga tggtgtctat tatcggtgcg gtgtaaaaaa
   495481 tgcgtatgag actgtatatc aaacacatct tgaattcctt tcagttcagc aatactcata
   495541 aactgtaatg aatctggatt ccatttttgt ggatgccgtt taatacgcga agagataata
   495601 aacgccgtgg cgcggaaacc attctctttc agaataggat aagcatagcg actcactgac
   495661 ttcaaaccat catcaaatgt cagcactaca actttcgcag gcagattaat cttgttattc
   495721 agatagcctt cgagctgata cagagaaata gtgtcatagc ccgcctgttt gaggtaagcc
   495781 atttgattac tgaacgccac atcagatgtg gtggttgagg tgttcaggaa gcgtttattt
   495841 tcttcgttct tcaacatgtg atggtaagtc aggatcggaa taccgttgtc tatttcagcg
   495901 tctgcgctac tgacataccc caagcgatca ccaatattga cctgatacca agtattgctt
   495961 aaacgatctt tcaattttcc aacaatggga taacgtaagt tctcggccag aacagcaaat
   496021 tgttcactgc gcacatccgc agccaaataa accttagcct cacgcatcgt cagtatattt
   496081 tgattcggta ggggcttatt taaatcgccc aacatgtcgt tgtttttttt gtgctttatt
   496141 aatctcacgt aaatcatctt tatcaataaa accggtaccg ttgccaaact taaactcata
   496201 gtattcagca ataactggcg tcacctgaat caactggcct tctttgattt ctccgacggg
   496261 aataacatgt tcaccaacca acgaataaac ttcgctatcg cgttcggtca tcatatattt
   496321 tggtggtgtg acctccacat ttggcaagag gtcagcctgg gttgtcggta tcattattac
   496381 ccacatgaca atgctgagta gcatcccaat agctattctg tttttatgcc acatgtttgt
   496441 tctacttatg cgcagtcggc gctgaatgga aaaagggaaa tagtgtgcgc cagcatatca
   496501 cgagagactt ggggttgaaa aaggggttat caggtaacag cacgatttat ttatataccc
   496561 acattgcaaa gcccttggtg ttacagcaag tcagcaaacg agcgccgctg tagcgccaag
   496621 gacaaaggga agggaataga ttaggtacgt aacccggttc cacgctcaat caaataccac
   496681 gcccacgcat agaataccgc gataaacacc actaaaacgc caatggtgta ggccagtgag
   496741 acatcagtaa taccgaggaa cccataacgg aaaccgctga tcatatagac gatagggtta
   496801 agcttcgaga ctgcctgcca gaaaggtggc aataatgata acgaataaaa tacccctccc
   496861 agataggtca atggcgtcag cacaaaagtc ggcaccaaac tgatgtcatc aaatgtcttg
   496921 gcaaagactg cattcaacaa tcctcccagg gagaatagga tggccgttag tatcagcgtc
   496981 aaggcaatca ttgaccacga atggacatgc agtggcacga agaataacga gataatcgtc
   497041 accagaatgc cgacacaaat gccgcgcgcc accccaccac cgacataacc gataataaca
   497101 atatgcgtag gcacaggggc taccagcaac tcttcgatac tgcgctgaaa cttcgcccca
   497161 tagaacgatg ccgccacgtt agaataggcg ttagtgatca ccgccatcat aatcaagcca
   497221 gggacgataa actgcatgta atcaaagccc cccatatcgc caatccgggc accaattagg
   497281 ttgccgaaaa taacaaaata gagagacatc gtaatcacag gtggcaccaa ggtttgaatc
   497341 caaatacgtg cgaaccgcgt aatctctttg atccaaatac tctgcaaggc tatccaatac
   497401 aggcgggtca tgctttctct ccctcgtggc cattaaccaa agtgacaaac agctcttcca
   497461 gacggttggc cttgttacgc atactttgta cctgaacccc ctgtacgttc agttggctga
   497521 ataaactatt caggccctgt tcacgcttaa catccacttc caacgtcgag gtatccgtca
   497581 gacggtatcc ataaccttcc aatttaggca gtgggctttt cgccccaaga tcaaaaataa
   497641 aagtttctga ttccagctta ctcagtagct gtttcatggt ggtattttcc accaattccc
   497701 cattttggat aatgccaatg ttgcggcaca gcatttccgc ttcttccaga tagtgcgtcg
   497761 tcagaataat cgtcgtgccc tgcgcattca gctctttcaa gaacccccac atggagcgac
   497821 gcaattcaat atctacaccc gccgtaggtt catctaaaat cagtaattta ggttcatgca
   497881 tcagcgcccg tgcaatcatc aaacggcgtt tcatgccacc cgataaacgg atcgcacgct
   497941 catcacgttt gctccataaa tctaactgac tgagatattt ctctgcccgc gctaacgcgt
   498001 ctcgccgggt cacaccgtag tacccggcct gggtaatcac tatctgtaac accgtctcaa
   498061 acgggttgaa attaaattcc tgaggcacta acccgagctg acgtttagca ttcacaatat
   498121 cgttatcgat atcgtagcca aaaacctgaa ccttgccgga tgttttattc actaatgaac
   498181 taataatacc gatggtagtg gatttccccg ccccattcgg cccgagcaga gcataaaagt
   498241 cgcctgcctc tacgtgcaga tcgataccac gcagtgcctg aacgccaccc atataggttt
   498301 tggtcaactg cgttatttcc agtgcatatg tcataagtaa aaaggaacct tattcaatgg
   498361 ggctcttggt ggtcctgcgt acccatgacg tatttaaccc tccccacatg agggacgtta
   498421 cgggtaacat aaaaaatcaa acaggcaccg agaagatatt acgcagacaa tatcgcgtta
   498481 ttaccgaaac tactgttccg atttcaaaat cggaatcctt gccgtatatt attctatcgc
   498541 aacccgaaca ctacaggcta tttacattga tgaaagaaat agaaaagctc atcgcgaaca
   498601 atcgaacttg gtcaaatacc atttgtaaag atgatcccgg tttttttgag cacttggcac
   498661 aatctcagaa accgcgcttc ttatggattg gttgttcaga cagtcgcgtt cccgcagagc
   498721 agttaactgg attgaaatca ggcgagttat ttgttcaccg taacgttgcc aatctggtta
   498781 tccataccga tcttaactgc ctatcggtcg tccaatacgc tattgatgtt cttcaggtag
   498841 aacacattat tatctgtggc caccttggct gtggtggtgt tgaagcggcc atcaaaggcg
   498901 aagagatggg gcttatcgat aactggttac tgcacattcg ggacctttgg tataaacaca
   498961 gttcattgtt gggtgaactg ccacaagaag aacgcagtaa tgtgttgtgt cagataaacg
   499021 tggtagagca agtgtataac cttggtcatt caaccattgt gcgttcagcc tggaagcgcg
   499081 ggcaaaaagc catgatccac ggctgggtat atggtattga aaatggcctg ctgcgtgatt
   499141 tagaagtctc agccaccagc cttggtagcc tggaaatggt gtatcgcaaa gcaatggctg
   499201 agttattaca aaacaataaa gaagaccatt aagtcgctct gggagggtac gttaaaacgc
   499261 gccctctccc acaaaaccct tccgctaaat taagcgtccc agcgcgcaag aaccggagcg
   499321 tacatgcagt acgtgaggac tctgagcact gcgtaaactc aacatggcaa cgcgcagtag
   499381 cccgatcact cgtctaaagt gacaacctta cctacatacg gaagatgcct gtaccgctgc
   499441 gcataatcga tcccgtagcc tacaacaaac tcatcgggaa tggtgaaacc cacccactca
   499501 accggaacgt gcacttcacg gcgctcaggt ttatccaaca gcgtacagat agccagtgat
   499561 tttgggccac gcaattgcag aatttcacgt actttgctca gcgtattacc ggaatcaata
   499621 atatcttcaa caatcagcac atctttacca cggatatctt catccagatc tttcaggatc
   499681 ttcacatcgc gggtggtgct cataccgttg ccgtagctgg aggccgtcat aaaatcgact
   499741 tcatgagaaa catcaatggc acggcataaa tcagccataa acataaatga gccacggagt
   499801 aaccccacca gcaccatatc actgccactg tcgcggtaat gttcagagat ttggcggcct
   499861 aattcggcga tacgggtttt tacttcctgt tcggaaatca tgacttctac agtgtgcttc
   499921 acagccaaca tacctattta aatgaatgaa cttttatatc aatgggaaac cgataccgat
   499981 ggcctcaatg atacagattg atgcccatag cttaacacac atcaggaggc atccagtggc
   500041 tctgccagct taggggagac aaagtataac aaaaatgcgc agtgggatgc attgatggcg
   500101 gttttataaa aaacaccccg gtcaaccgac cggggtgtgg ctcaggcgct gacggtaaag
   500161 cccagcatca tgccagtatc ttcatgttcc aataagtggc agtgagccat ataaggcgta
   500221 ctcgcagggg cgagataatt aaagcgcacc aatatttcac tgcgtgcgcc ttcaacacgt
   500281 actatgtctt tccatccccg gcgatgctct gctggcggtt tgccgttctc cgttaaaata
   500341 cggaactgtg tgccgtgaac atggaatgga tgtagcatca tgtcgccttc acctgaaatg
   500401 gtccatttct catatttgcc ctgcttcgcg tcaaacgcgg gttcggtcat cgagaaagct
   500461 ttaccgttaa tcctattcgc gtgactgaaa ttaaaggctg gcgcaccgtt cattgtgcca
   500521 tgatccatgc ctttcatttt gccctggctc atatctggtc tattgccatg gtccatcgcc
   500581 cccatgtcac catgattcat attcataccg gccatggctt tcatgccata acgcgccact
   500641 aaggcctgca tccccagcat atcgagcttt ggatccatca tcagttggaa ccagcgctcc
   500701 tgcacaccag tgacatcggc taattccggg atcaccacga gagactcggg caaaacctga
   500761 ctgccgatcg ccagtgaggg ttggatccgt agcacgggca gcggctgatc aaacggggcc
   500821 aaggtcatgc ccatctgcgt aacgggcagg gtgaccaaat cgagagactg accatcgcgg
   500881 gtatccacca gcacttcgaa acgttcgccc atcaatatcg gtaactcacg caccacaacg
   500941 ggttcggcta ataatccgcc gtcgctggca atcacataca ttggccggcc atcgctaagc
   501001 gccagattca gcgaacgggc attacagcca ttaagtagcc gtaatcgcac ccagccacgt
   501061 ggcgtaattt gttgcggata aggaacgccg ttagtcagca tccggtcacc aaaccagccg
   501121 actgcggcgg tcatcacatc aagctgatag tcaacctgcc catgtttatc gagtaactta
   501181 tcctgcaaaa ttacgggaat atcgtccacg ccccactgtt ttggcaacgg cagcgtctca
   501241 ctgtcgctgt catcaatcag gactaacccg cctaacccca tcgccacttg gtgacccgtt
   501301 ttactgtgag tgtgcggatg gaaccaacac gttgcggcgg gttgctccac cgcgaaggta
   501361 acctgacgct ttgcccctgg ctgaatcaac gcctgtgggc caccatcaac ctcgccgggg
   501421 atctccaaac catgccaatg tactgtggtc gcttccggta aagcattagt gatatcaatg
   501481 gttaccgctt taccccgctg caaacgaatc gctggaccca ataaattacc gttatagccc
   501541 caggtttgcg tcgcagtgga aggtaaccag accacactcc ccgtctgaat attcagatta
   501601 attttaccgt tggcatccgg ttggagcaga gggggaatgg gtaacgggga aaaatctgcg
   501661 gccaatgccg ctcggctcca taaaggcagt gatgtggcag ctccaagagc ggccgttaac
   501721 ttaagaaaat cacggcgatg catggtcgtc tcccttcttg atgataagta aatgctgatc
   501781 atgggtaaat gctgaccgta ggtaaatacc tgcatagcac atggatatat ggatataaaa
   501841 accgtctgtt ggtatacacg tcgcccattg acacacaagt cgtccgttga cgcattccgt
   501901 tgacacataa aaaacacggt atacgagctt aaaccctcct cttaggggaa ggtcaagaag
   501961 caatcactca cactatgctt tcgctcaata caataaaatt tagtttgtga catcactgtg
   502021 tggtaacgtc tgtgaacaat aaataaacct atttttgcta tgaaaagaac aacgttagtc
   502081 atgctgctgc ttactctgtg cggattctca tctgccagct ttgcattaag tgaatctgaa
   502141 gctgaagatc ttgccgatct gaccgctgtt ttcgtttatc taaaaaatga ttgtggttat
   502201 caggagctcc ctaacaacga aattaagcga gccattgtct actttgcgca gcaaaatcgt
   502261 tgggatctcc acaattacga tagctttaat atgaaggcat taggtgaaga cagctatcgc
   502321 gatctacgtg gtatcgccct tcctacccct gtaaaatgta agtctctagc ccgtgactct
   502381 ttgagtttat tagcctacgc taattgacca tcccaccttt aacgcctttt gcctgaaatt
   502441 tgaccgtgca acctcaggca gagttggcta tgatattgcc ccccattttt catggctgtt
   502501 actgcgaagg agaagccccg aacatgtcac agaaagaact atggtatgaa acattacatg
   502561 ccaacttcgg ccagtacttt tctgttgaga atgtattgtt ccgcgaaaaa accgagcatc
   502621 aggacctggt gatttttgaa aacccagagt tgggccgcgt aatggcatta gatggtgtgg
   502681 tgcaaacgac agagcgtgat gagtttatct accacgaaat gatgacacac gttcctttgc
   502741 tggcccacgg gcaagcaaaa aaagtgctga tcatcggcgg tggcgatggc gcaatgctgc
   502801 gagaagtcag ccgccacaag aatattgagc agattaccat ggtggaaatt gacgccgggg
   502861 tcgtagaatt ttgccgccag tatttgccta atcatagcgc gggggcgtat gacgatcctc
   502921 gtttcaagct agtcatcgac gatggtgtga atttcgttaa tcagaccact gaaaaattcg
   502981 atgtcatcat ttctgactgt accgatccta tcggtcctgg cgaaagcctg tttacctctg
   503041 tattttatga gggatgcgcc cgtagcctga atgagggggg gatcttcgtt gcacaaaacg
   503101 gcgtctgttt cctacaacag gatgaagccg tcaatagcca taacaaactt agccactatt
   503161 tcagtgacgt tagtttttat caggccgcaa ttccaacgta ttacggcggt attatgacct
   503221 ttgcctgggc gacacagaac ccggctctgc gccagttgga tctcgccacc ttgcaaaacc
   503281 gctttgccca agctggcttg gcctgccgct actataaccc agcgattcat gtcggcagct
   503341 ttgctttacc acagtatttg ctagatgcct taacgacgat acccaaagtc attggcgtcg
   503401 attcaagtga ataagagccg ctagcaacgc agtagtgccg agtaaaaaag ggataaatgt
   503461 tgagtattca tttgtaagga ggtgaactaa attgtccaag cttaaactgc acggcttcaa
   503521 caacctgacc aaaagcctga gtttttgtat ttacgatatt tgttatgcca agaccgcaga
   503581 cgaccgcgat ggctatatcg cctacattga cgaacagtac aatgccaatc gcttgaccga
   503641 gatcttgagc gaaacctgct cgatcatcgg tgccaatatt ttaaatattg ctcgtcagga
   503701 ttacgatcca caaggtgcca gcgtcaccat tttggtcagt gaagagcccg ttgatccgcg
   503761 cgatgttgat acctctgaac atcctggtcc attgccaagc gccgtggtgg cccacctgga
   503821 taagagccat atctgtgtgc atacttatcc agaaagccac cctgaagcgg ggttatgtac
   503881 tttccgtgcc gatatcgagg tctctacctg tggggtgatt tctccgctga aggccctgaa
   503941 ttacctgatc catcagctcg aatccgatat cgtgaccatg gattaccggg tacggggttt
   504001 cacccgagat atcaatgggg taaaacattt tatcgatcac aaaatcaatt ccattcaaaa
   504061 ttttatgtcc gatgacatga agtcgcttta tcacatgatg gatgtgaatg tttatcagga
   504121 aaatatcttc cataccaaga tgatgctgaa agatttcgat ttaaagcatt atctgtttaa
   504181 cgccaagccg gaagagctaa gcgcagaaga aaaggaacag attacccgcc tgttatacaa
   504241 agaaatgcag gaaatctact atggccgcaa tgtgccggaa gtgtgatgca ttacagccta
   504301 ggctctaaat aattctgtat aactgatacg gaattaaagg tgatcgttca ggcgatcacc
   504361 taaaaacggc tcgtcgtaat tacccgttca gggttggtat actccattct ctcgatacaa
   504421 ttcagccagt cctgtttgac attctgcacc agcgtcccta acacatcagg tcaaatattc
   504481 aatatgttga gatgtggtcg tttgctggca acaacaaata ccagcactgg ctgtggtacg
   504541 cttgggtatt caaaatcacc agaaatgcac gataggatca tcggcacttt tattgaacgc
   504601 gagagttgct tttgatgggt tatcaacgta ttgaatacat aacccctgca acttgaagta
   504661 tgacaagtat aagaagatga tattcttccc ccctttagca ttgcacaagg aagatgcccc
   504721 ctaatgaacc gcctcccaac cctgtatggc attattgcga ttttactgtg gagcatgagt
   504781 gtcgccttaa cacgtgggct ggccgaagca ctggggccat tcggtgccgg atcggctatc
   504841 tacagtgtca gtgggattct ggtatggcta gtggcaggta agcctagagt acgtgggcag
   504901 catcccgctt atctgtatgg ctgcggttta ctgtttgtgg tgtatatggt ggccttcgct
   504961 ctggcaatcg gtatggctaa tgatcgccag caaacactgg agataggctt aatcaattac
   505021 ctatggccga gcctaacgct gctattggcg gtaccgttgc tgaaactccg cgcccgttgg
   505081 tggttatggc cgggggcggc tctcgctcta tttggtgtta tttgggtggt cagtggtggt
   505141 gaagggctgg acgttaaaac gctcgccgta aatatcagca gcaacccgct ggcgtacagc
   505201 ctggcgctga ttgcagcatt cacctgggcg ggctactcca acttagtacg gttatatagc
   505261 caagggccag gggcgctgcc actgttttta atcgcctgcg ccctgtgcct gtggttgatg
   505321 ttctttatgt ggactccggg caaattgcac tttaccccac gagccatatt tgaattgtta
   505381 ctcatgggcg cgaataccgc actggcctac caatgctggg atagggccta ccaatgctgg
   505441 gatagcgcaa tgaaaaaagg caacgccaca ctggtcgcgg ccctatccta tttcacgcca
   505501 ttgttatcaa tattgatcgc cagcgtgtgg ctcaatacct tgccttctgc ggctttctgg
   505561 cctggcgttg ccatggttgt agcaggttcg ttgctatgct ggtcagccag ccgaaatccc
   505621 cttcgtactt gaagccgtag ggttgttagt ggtgtccgct tacccgaatc acttacttat
   505681 ctaagcccat cggggccact ctcttactgc ctacctgcaa caccacgtta tttgggtaga
   505741 tattattgtg taataaaagc ccgatagcct ttcaacacca gcaaaaagtc ctctaaaccg
   505801 catagacaga ggctttcttc atcgtaataa ttcatgcctt cttccatctc atcgccgtcg
   505861 agatctaatt gattggcacg caccatcact tcttcaccat ccagccacaa cgtatattca
   505921 tggcctggga gttgccactg gcgctcgctc cctctgacac cgtcagccgc cgtttcaatg
   505981 tgatccagtt ttaccaaatc acctttgatc tcttcattca gccaatggcc gatcacttca
   506041 tgccccatgg agaatttaac gagtacttgc ccggttaaat cacgcaagaa ttcataatcc
   506101 atagcaggtc ctcctaatgc tctttctatt agtgtaaaca ttattgccaa cctggcttgg
   506161 cgcaagctca caccgcttac aagtatcgtg agcattacaa cataatgcga tcgttaaaac
   506221 atgctgtgat cgttaaaacg taatgctaat agttaaaaaa ataatggcag atagctaaaa
   506281 cataattgcc gaatagcaaa aatacagcac cgtttttaaa atagaaacgg gaggccaatg
   506341 gccccccgtt ttagctgatg cgaatagata cccaacgtca ctgacaaagg ggactacgcc
   506401 ttacaccgcg gtttggaaga tcacaccgtc agctttatcc gtatattggc ttaactgatc
   506461 aaagttcaga taacgataag tatcctcggc ggtcttatca acctgagcca tgtaagtctg
   506521 atactcatca ggcgttggta agcgcccaag cagagacgct atcgccgcca actcagccga
   506581 tgccagatac acattcgccc cggtccctaa acggttcggg aagttacggg ttgaggtgga
   506641 taccaccgtc gcaccgtcag caacccgcgc ctggttaccc atgcacagtg aacagccggg
   506701 gatttcaata cgagcaccgc tcttaccaaa gacgctgtaa tagccctctt ctgtcagctg
   506761 tgctgcatcc atcttggtcg gtggtgccac ccacaggcgg gtgggcagtt ggcctttatg
   506821 ctgatccagt aacttaccgg cggcacggaa gtggccaatg ttggtcatac aggaaccgat
   506881 aaagacttcg tcgattttgc tgttagccac atcagacaac aagcgagcat catccggatc
   506941 gtttggtgca cacaaaatag gctgtgtgat ctcagccaga tcgatttcaa tcaccgctgc
   507001 gtattcagca tcggcatcgc cttccagcag actcgggttc gccagccagc tttccatccc
   507061 attgatacgg cgctctagtg tgcgacgatc accgtagcct tctgcaatca tccacttcag
   507121 caaaacaacg ttggattgca ggtattcggt aatcggcgct ttatccagct tgatggtaca
   507181 accagctgca gaacgttcag cagaggcatc tgccaactcg aaagcttgtt cgactttcag
   507241 ctctggtaga ccttcaattt ccagaatccg gcctgagaag atgtttttct tacctttctt
   507301 ctcaaccgtc agcaagcctt cttggatcgc atagtaaggg atagcatgaa ccagatcacg
   507361 caaggtgatc cccggttgca tttcaccttt aaagcgtacc aatacagatt caggcatatc
   507421 caatggcatg acgccggtcg ctgccgcaaa ggccactaaa ccagaacccg ccgggaagga
   507481 gatcccaata gggaaacggg tatgggagtc accgccggta ccgacagtgt ccggtaacag
   507541 catgcggtta agccaagagt gaatgatgcc atcgcccgga cgtagcgaca cgccgccacg
   507601 gttcatgatg aaatcgggta atgtgtggtg ggtcgtcaca tctactggct taggatacgc
   507661 tgcagtatga cagaatgact gcatcactaa atcggcagag aagcccagac aagccaagtc
   507721 tttcagctca tcgcgagtca tcggcccggt agtatcctgt gagccgaccg acgtcatttt
   507781 aggttcgcag tattcaccag ggcgcacacc tgcgacgcca caagcacggc caaccatttt
   507841 ctgcgccagt gagaaacctt tgttactttt ggctaccggc tttggcacac ggaacacatc
   507901 gctgacaggc aggcccagtg actcgcgggc tttggtggtc aagccacgac caacgatcag
   507961 cggaatacgt ccaccggcac ggacttcatc caacagcaca tcagttttca attcaaaggt
   508021 ggctaatact tcaccggtat cgtggcgacg aacttcgccc tgatacggga agatatcgat
   508081 cacgtcgccc atattcagtt tggcaacatc cacttcgatt ggcagcgcac cggcatcttc
   508141 catggtgtta aagaagattg gggcaatttt actgcccaga accacaccac caccgcgctt
   508201 attcggcacg taaggaatgt cgtcacccat aaaccataat acggagttag tcgccgattt
   508261 acgggaggaa ccggtaccca caacatcgcc gacataagcc agtggaaaac cttttttatt
   508321 cagttcttcg atctgtttta tcgggccaac gctccccggc tgatctggat gaatcccttc
   508381 acgggcgttc ttcagcattg ccaacgcatg taatggaata tccgggcgcg accacgcatc
   508441 aggggcagga gataaatcat cggtgttggt ttcacccgtc actttaaata cggttacggt
   508501 gagtttttct gccaacgccg gacgggatag ataccattcc gcatcagccc aagattgtat
   508561 gatttgtttt gcatacggat tgccagcttt ggctttatct tctacgtcgt agaagttatc
   508621 gaacatcagc aacgtgtggg ataacgcttt cgccgcgata ggtgccagtt gctcattatc
   508681 caatgcatca attagcgggt ggatattata accgccttgc atggtgccaa gcagctcaat
   508741 cgctttctct gcggtgatca gtggggagtg ggcttcgcct ttggcgatag cagccagaaa
   508801 accggcttta acgtaagcgg cttcatcaac accaggtgga acacggttag tcagcaggtc
   508861 taataggaat tcttcttcgc ccgcaggcgg attttttaat gattcaacca gcgctgccat
   508921 ttgtgacgca tctaatggct tggggacgat accctctgca gcacgctcgg ctacgtgctt
   508981 acggtattct tctagcacga ctttctcctc gctcttattg tcatttattt tacccggcta
   509041 tctataccca agtgacttca agctgcatgt gcgttggctg cgttcaatca cccaaatcac
   509101 ttactggtat aagctcatta agcctctctc gcttgctgcc ttcctgcacc ttaaaatcta
   509161 ttaggtatat tgctaccagc catcagcact gatgtagtca atgtagggta agacgtccag
   509221 tttcgccccg ccagcatacc agtatttaaa ctcagtgtta attcgttcac ataaaagcaa
   509281 cattaaattt ttgctgaatc gttgagtgca gtgtaatcac ctgaggtatt gataatcgct
   509341 ctcacttggc ctgttgttgg caaggtttat cggtaaaacc ggcatctcat aataaccata
   509401 accaatgaga ggataccatc tctctgagtc gctacactta actaccgcgt ataggctaaa
   509461 ataaatatcc tccggcatag ccggaggttt ttcatatgcg cctataaggc tctgttacca
   509521 gccgcgccct aacaggcgca tcgcgatctg acatttgcat ctatggatta cttacggccc
   509581 gtaaacgggc taccgggata cgggatcgag agttgctcac ccattttatc ctcttccaat
   509641 tggtgcttta tgtattcttg tatcctggcc gtgtttttcc ctaccgtatc aacgtaatac
   509701 cctcgacacc aaaactccct gttacggtat ttgaacttca aatcgccaaa ctgctcataa
   509761 agcatcagac tgctctttcc cttcaggtac cccataaatc ccgagacact catcttgggc
   509821 gggatctcca gaagcatatg gatgtgatcc acacagcatt ctgcttccag gatattcacg
   509881 tttttccatt cgcacagttt tcttaaaata ctgccaatcg ctctgcgttt ttccctgtag
   509941 aacacctgcc ttcggtactt cggcgcaaaa actatatgat atttacagtt ccatcgggtg
   510001 tgcgctaagc tcttttcatc cctcattggg accccctttt gatttcttgt tgaacatttg
   510061 cagttgccag accgcaaact gttttaacaa atcaaaaggg gtttttataa ctgacccaaa
   510121 gctgaaagct ttactgaacc cccagcctag ctgggggttt tctgggcaca aaaaaaacgg
   510181 cccctatgta gggaccgttt cacttttatt tattgctgta catttacctc tgtacattca
   510241 catctgtaaa tgcagcatca acaaaaaatt atttcttttt cgctttcggg ttaggcaggt
   510301 cagtaatgct accttcgtag atttccgccg ccaggcccac tgattcatgc aatgttgggt
   510361 gagcatgaat ggtcaatgcg atatcttctg catcacaacc catctcaatg gccagaccga
   510421 tttcacctaa cagttcgcca ccgttagtac cgacaatcgc accaccaatg atacggtgag
   510481 tttctttgtc gaaaatcagt ttagtcatac catctgcgca atcagaagcg atagcacggc
   510541 ccgatgccgc ccacgggaag gtggaggttt cgtagctgat gcctttctct tttgcttctt
   510601 tttcggtcaa accaacccat gcgacttctg gttcagtgta cgcaatcgat ggaataactt
   510661 tcggatcgaa atagtgcttc atgcctgcga taacttcagc ggcaacatgg ccttcgtgga
   510721 cacctttatg cgccagcatt ggctgaccca cgatgtcacc gatagcaaaa atgtgtggca
   510781 cattggtgcg cagttgctta tcaacgtgga taaagccacg atcatcaact tcaacacccg
   510841 cctgacccgc atccagcaac ttaccgttag gcacgcggcc aatcgcaacc aacaccgcat
   510901 catagcgttg tggctctgct ggcgcttttt tgccttccat cgtgacatag ataccgtctt
   510961 ctttggcttc taccgctgtc actttggttt ccagcatcag attgaactgc ttgctgatcc
   511021 gcttggtaaa gactttcacc acgtctttat ctgctgcggg gatcacctga tcaagcattt
   511081 cgaccacgtc aatcttagaa cccagtgcgt ggtaaacggt ccccatttcc agaccaatga
   511141 taccaccgcc catcaccaac aagcgctcag gaaccgttct caatgccagt gcgtcagttg
   511201 aatcccaaat acgtgagtct tcatgaggaa tgaatggcag ttgaattggg cgagaacccg
   511261 ccgcgataat agcgttatcg aagttaatgg ttgttggacc attctcacca tcaaccacta
   511321 aggtgttcgc accggtaaat ttaccaaaac cagtcactac tttgacttta cggcctttag
   511381 ccatacctgc caaaccaccg gtcaactgat tgataacttt atctttccag acacggactt
   511441 tatcaatatc agttttaggc tcgccaaaaa cgataccatg ttcagccagc gctttggctt
   511501 cttcgatcac tttggcaacg tgtaacagtg ccttggaagg gatacaaccc acattcaggc
   511561 aaaccccccc cagagtggag taacgttcaa ccagaatggt ttctaaccct aaatccgcac
   511621 aacgaaaagc agcagagtac cctgctggac ctgccccaag taccacgacc tgagttttaa
   511681 tttcagtact catcatgacc tcttaattgt ttgtccggcg ggtctgacat cattttttag
   511741 gcgaatcaat ttcataacgc cctcatccac cgggacgctc ttataccggg aactgactcg
   511801 cgggcagttt acagaattgt taataaactg aaaagccgca tcgcgtgacc agtgtctcaa
   511861 caaccttgtc gactaatgta acagcctgac aaagccggtt tataagtgtc ttttctctat
   511921 tggtgatcag taataacaag atcaccaata acaagagcag taaccacaac aaggccggca
   511981 cgaagccggc cttggcgatt acatcaccag acggcgaata tccgccataa tggtagcgat
   512041 atacgcggcg aagcgtgcac ccgcggcacc atcaatcaca cggtgatcga aggacagaga
   512101 cagcggtaac atcaggcgtg gagcaaactc tttaccattc cagacaggtt tcatggatga
   512161 ttttgataca cccaagatag ccacttctgg cgcattgacg attggcgtaa atgccgtacc
   512221 gccgataccg cccagactgg agatagtgaa acagccgcct tgcatgtcag atgctgtcag
   512281 cttgccatca cgtgctttct tggagatgac agatagctca cgagacaact cgacaatacc
   512341 ctttttgttg acgtcacgga atactggaac taccaagccg ttaggcgtat caaccgccac
   512401 accgatattg atgtatttct tcagcgtcag tttctgacca tcttcggaaa tggagctgtt
   512461 aaagcgtggg aattcttcca gtgctttagc ggcggccttc atcaggaaca ccagcggggt
   512521 gattttcagg tcttgttttt tcttctcagc ttcgatgttc tgttgcttac ggaaggcttc
   512581 aacttcagtg atatccgctt catcgaattg cgtcacatgt gggatcatga cccagttacg
   512641 gctcaggttc gcaccagaaa ttttctggat acggcccaat tcgacttctt cgatttcacc
   512701 aaatttactg aaatcaactt ttggccaagg caatatgccc ggcaggccgc cgccagccgc
   512761 tgctggtgca gcttcggcac gtttcacggc atctttcacg taagcttgaa tgtcttcgcg
   512821 caggatacgg cccttacggc ctgtcccttt caccttcgcc aggttcacac cgaactcacg
   512881 cgccagacga cggataaccg gcgtggcatg cacgtaagcg tcattctcgg caaactcgcc
   512941 tttgctttct gctttggcgg caggtgcggc ggctggcgct ggcgctgcac cttcaacttc
   513001 gaagaccata atcagagagc cggttttcac tttgtcgccg gtactgattt tgatttcttt
   513061 cacgatacca gcaaacggtg cgggcacttc catcgacgct ttgtcgcctt caaccgtaat
   513121 cagtgattgt tcggcgtcaa ctttatcgcc cactttcacc atcacttcag tcacttcaac
   513181 ttcgtcatca ccgatatctg gcacttcaac atttttcgcc gcagaggctg ccggagccgc
   513241 tacctgagca ggcgccgccg gtttttcttc tgctttaacc ggtgccgcag cggcacccgt
   513301 agcgtcgaag accatgatca gagaaccggt agccacttta tcgccaaccg caattttgat
   513361 ctctttaacc acgcccgcct gaggtgaagg aacttccatg gaagctttat cgccttcaac
   513421 ggtgattagc gactgttccg cttcaacggt atcgcccact ttcaccataa tttcggtgac
   513481 ttccacttca tctgcaccga tgtctggtac attaatttct atagacatta ttctctacct
   513541 cttatgccag acgcgggtta actttatcag cgtcgatacc aaacttagta attgcttcag
   513601 caactacact ggtgtcgatg tcaccgcgtt tcgccaattc acccagagcc gcaaccacaa
   513661 cataagaaga atcaacttcg aagtggtgac gcaggttctc acggctgtca gaacggccga
   513721 aaccgtcagt gcccagtaca cggaactcgc tggcaggaat aaagttacga atttgttcag
   513781 caaacaactt catgtagtca gtagacgcaa ccgcaggggc atcattcatc acctgagcca
   513841 cataaggaac acgtggtgtt tctgtcgggt gcagcatgtt ccaacgctca caatcctgac
   513901 cgtcacgggc cagttcagtg aaggaggtca cactgtacac atcagaacct acgccgtaat
   513961 ctttagccag aatctgagcc gcttcgcgaa cgtgacgcaa gattgcacca gagctcatca
   514021 gctgcacttt gcctttgcta ccttcaacag tttccagttt atagatacct ttacggatac
   514081 cttcttctgc gccctgtggc atcgctggca tgtgatagtt ttcgttaagc gtagtcaggt
   514141 agtaataaac gttttcctgc gcttcgccgt acatacgctc cagaccgtca tgcataatga
   514201 cggcgacttc gtaagcatag gccggatcgt aagagataca gttcgggata gtcagtgact
   514261 gaatatggct atgaccatct tcatgttgta gaccttcgcc gttcagggtt gtacgacctg
   514321 aagtaccccc gatcaagaag ccacgtgctt gttgatcacc cgcagcccag cacagatcgc
   514381 cgatgcgttg gaaaccgaac atggagtagt aaatatagaa cgggatcatt ggcagatcgt
   514441 tggtgctgta tgaagtcgca gcagccagcc atgaagaggc agcacccagt tcgttaatcc
   514501 cttcttgcag gatctggcct ttctcatctt ctttgtagta agcaacctgt tcacggtctt
   514561 gtggggtgta ctgctgacca ttcgggctgt aaataccaat ttgacggaac agaccttcca
   514621 taccaaaagt acgggcttca tcagcgatga tgggaacaat acgatctttg atcgatttgt
   514681 tcttcaacat cacgttcagc gcgcgcacga aggcgatagt ggtagagatc tctttattct
   514741 gctcttccaa caaggagctg aaatctgaca aggcagggat ttccagcttc tcggtgaatt
   514801 taggcatacg ggttggcaaa tagccttcca gcgcctgacg gcgttcgtgc agatatttat
   514861 actcttcgga atctttctcg aaggtgatgt atggcagttt ttcgatttca gcatcggcaa
   514921 ctggcacatt gaaacgatca cggaagtggc gaaccccatc catattcatt ttcttcacct
   514981 ggtgagcaat atttttacct tcagccgttt cacccatgcc gtaaccttta atggtatggg
   515041 ccaggataac cgttggttta ccttgagttt cttgtgcttt tttcagtgca gcaaagattt
   515101 tcttcggatc atgaccaccc cggttcagag accagatctc atcgtcagtc atatctttca
   515161 ctaatgcagc cgtttctggg aagcggccaa agaagtgttc acgcacatag gcgccatctt
   515221 tagatttaaa cgtctggtag tcgccatcca gcgtttcgtt catcaattgg atcagtttgc
   515281 cgctggtatc tttacgcagc agttcatccc aacgaccacc ccaaatgact ttcagaacct
   515341 gccagccagc accactgaag ataccttcca gctcattaat gattttgccg ttacccgtaa
   515401 ccgggccatc aaggcgctgc aagttacagt taataacgaa gaccaggtta tccaattttt
   515461 cacgggttgc gatggtgatc gcacctttgg attccggctc atccatctca ccatcaccca
   515521 agaaggcgta aacagtctgt gctgaggtgt ctttcagacc acggtgcgag aggtatttca
   515581 ggaacttggc ctgataaata gcactaattg gccccagccc catggatacc gtcgggaact
   515641 gccagaattc aggcatcagt tttggatgcg ggtatgaaga cagaccttta ccgtgaactt
   515701 cctgacggaa gttattcatt tgatcttcag tcagacggcc ttccaggaag gcgcgcgcgt
   515761 aaacacctgg agaaatgtgg ccctggaagt aaaccagatc gccgccgtct ttttggttac
   515821 gggcacggaa gaagtggttg aagcaaacct cgtagaacgt agcggaagac tggaaggacg
   515881 ccatgtggcc ccccaaatcc agatctttct tagatgcacg caacaccgtc atcaccgcat
   515941 tccaacggat agcagaacga atacgacgct ccaggtccag attgccgggg taagcgggtt
   516001 catcttctac tggaatggtg ttgatgtaat cacgatttgc cgaacctgca gcaacactca
   516061 cgccaccttt acgggcttcg cccaagacct gatcaatcag atactgagca cgctcaacgc
   516121 cctcttcacg gatgaccgat tcgatcgcct gtagccagtc gcgggtttcg atcggatcca
   516181 cgtcattatt taaacgttct gacatggtgg tattccttat ttatttctaa tggtttattt
   516241 ggagtccatc ttctaatgct ttaacacaag ggtaaagcac acgccctggt gaagaacaga
   516301 aagataggcc catcagttta gttgccgcta ataattctca aatgagaatc caaaacgagt
   516361 tattgaggtc ttgcagaggc gcaacccgaa tgattcgttt ctactccttg cgctgttgga
   516421 gccgacgcaa agatcgctca cggcgactgt gctcccggct aagatccaac agaatctcct
   516481 caataaacgc caagtgacgg tgcgatgctt ctcgtgcttt ttctggttca cgtgccacaa
   516541 tcgcctcgaa aatcctggct cggtgactgc tcacagtggc caacatttcg cggcgcaagt
   516601 agagcaattc aaagttttgt ctgacgtttt gttccagcat tggccccatg caacggagta
   516661 aatgcagcaa gaccacatta tgtgcagcct ctgtgaccgc cacttgatac tgcatcaccg
   516721 catcggcttc agcatccaaa tcaccgttat cctgcgcttg ctggatgaca gtatggcact
   516781 cacggatacg ttgcagatct tcatcagtgc cacgtaatgc agcgtaatag gcggcaatac
   516841 cttcaagggc atgacgggtt tcaagcaggt cgaattgtga ttctggatgg tctgccagca
   516901 gttcagctaa cggatcgcta aagctttgcc acagattggt ctgaacgaag gtaccccctc
   516961 cctgacggcg caacagcaag cctttagcct ctaatcgctg aatagcttct ctcaaagaag
   517021 gtcgggaaac atcaaattgc ttcgccaact cacgttcagg cagtaacttt tcacccggac
   517081 gcagcgtccc ttccaagatc aagtattcga gctgctgctc gattacatct gatagtttgg
   517141 gttgacgtat tttgttgtag gccatatttg gtgtaagccg tattgagtga atcgtctctg
   517201 cgagtggcgc ggagtcaatt ggtaatacca atttcaaaaa cgtgacgata aagtaacaaa
   517261 gtattcacta gctgtccata cggaccttga ccgaaatcat gaaacccagc acattttaac
   517321 aactttatga ataaagaaga gcaaagtgat aacgtaccgg tggtaatacc attacctgac
   517381 tctacagaat attaaccttg ataaaacgga tgattaggca agctgaagcg ttatagtcat
   517441 ttaataatta aatttaaatt catatttttt gaatttaaat tcacacttaa ctaaagaaac
   517501 ttcatatccg tattttcttt catcagtgaa ccaatataag aaaaattaaa atggctcacg
   517561 actcatttat agcctagaaa gcacacatga ctctttttcc tcactataag attttttcca
   517621 aaacatcagt ttgatcacat ctcaatatct ttattgccat tttgctcaaa aattagacaa
   517681 ccaaaagaaa aagcagatgc aaagtttttt gcttaccact attctctctc aaacggtagc
   517741 ctgtaaatga aatacgaaaa aggttaatcg taaataaagc aatacaacca gtgtaattaa
   517801 atgattacat taatacccgt aatcactggc gttataagca agccgcaagc aaatggatcc
   517861 cgagaagttt atttcggtaa gtgattcgaa tgccggtaaa tggttcgaat accggtaagc
   517921 agttcgaatg aatatcgcta gcgtctctgt aacgtccaat gatgaagggt atagcaaaaa
   517981 actaagatta agcccgcgag tagtcacaac gacaaaggat gtaattgatg agtgatcaac
   518041 aagagggtgc tgagctaaaa cgggggctta aaaaccgcca tattcagctt attgccctag
   518101 gtggtgcaat tggtaccgga ctattcctcg gcatagcaca gaccatcaaa atggctgggc
   518161 cttcggtttt actggggtac gcaattgggg gttttattgc gtttctgata atgcgccagc
   518221 taggcgaaat ggtggttgaa gaacctgtag ccggttcctt tagccacttt gcgtataaat
   518281 attggggaca ctttgccggt tttgcttctg gctggaacta ctgggtgctg tatgtgttgg
   518341 tggcgatggc cgaactaacc gcagtgggga tctatgtgca atattggtgg ccagaaatcc
   518401 ctacctgggt ctccgccgcc gtcttcttct tggccatcaa cgccatcaac ctggctaacg
   518461 taaaagtcta tggtgagatg gaattttggt ttgccatcat taaagtgatc gcgattattg
   518521 cgatgatttt atttggcggt tacctgctca tcagtggccg gggtggccca gaagccacgg
   518581 taaccaactt atgggcccaa ggcggtttct tcccgaatgg catcatgggt ctggtgatgg
   518641 caatggcggt aattatgttc tctttcggtg gccttgaatt agtgggtatc accgcagcag
   518701 aagcagaaga cccggccaaa agcattccga aggcaaccaa tcaggttatc taccgtattc
   518761 ttctgtttta tattggttct ctggcaatct tgttatcact ctacccatgg ggaaaagtgg
   518821 tcgaaggcgg cagcccattc gtattgattt tcgatgcgct ggacagtaat tcagtcgcca
   518881 ctgtcttgaa tattgtcgta ctgacggcgg cactctcggt ctacaacagt tgcgtatact
   518941 gtaacagccg catgttgttt ggtttagcta aacaaggtaa tggcccgaaa atcctgttga
   519001 aagtggatgg ccgaggtgtt ccagtcattg cgattgctgt ttctgcgttt gctaccgcgt
   519061 tttgtgtact gattaactac ctgttacctg gccgtgcctt tgaattactg atggcattag
   519121 tggtatccgc gttggtgatc aactgggcga tgattagcct ggcacacctg aaattccgtg
   519181 cggcgaaaaa ccgccagggc gtaataccaa aattcaaagc attttggtat ccgttcggta
   519241 actgtttgtg tttgttgttc ctgaccggca tcttagtgat catgtttctg acacccagca
   519301 tccggatttc agtgatactt attcctgtct gggtagtcgt cctagcgatt ggttatattc
   519361 tgaagaatca gagccaacgt cagaatcagc aactgagcgc tagcagcagg aaagtaacca
   519421 agtaaagaac aacccatttc cttataaatc cgctagttaa ccctacctag gccagcactt
   519481 agtgctggcc taggctattg acaaagtacc tatggcgaag agaacaggca gcaaataaag
   519541 ccgccgcctt ccctacagaa aaataacatc catgtaagct agagccgcgc tatatatgga
   519601 tatggcgcga acgctttact cctctgccta tcctcaccgt ttcagttcga gtcatcgggg
   519661 tttgtcatta gtctgaggcc aacactcatg acaaaatgct atcggcggag agaatgggtc
   519721 gttgatattc ctaattattg tggctaccaa ttattcgggc aactaattct taggataacc
   519781 aattcttagg gtaaccaatg ttggggtagc caatgttggg gcacaataag ccccaagcat
   519841 cggaatccat tagcgtatta aaccagtgcg ccgtaaatcg tcagtaatgc gacgacgaca
   519901 atgatcgtca atgtaacttt tcgggctaaa gacaccgctg cgcggggtgt ctgcaccgga
   519961 tctaaatgcg gttctcgagc caaagaatac tgagcaagcc gcgtcagcac ctgatattgc
   520021 tgagagtgga aatcccctaa tgaagccagc caagcgggta gagccctttc accatgccct
   520081 aacaaagcat aggcaacgcc cactaaccgc acaggaaccc aatccagcca atgcaagata
   520141 ccgtcaatac ccgtttgagc acgctctaaa ggcgtgtgat ggcgtgctaa ccacgtttga
   520201 tatcctcgta gcatggcata gccagccaac gctacagggc catagctgcc acatacaata
   520261 agccagaaaa taggggctaa atagtagcga aagttaatcc acagtaaggc attttgcaaa
   520321 gattgcagac ggtccttctc accactttct atgggcaaac catgaattag cgcgagttcc
   520381 tctgccattt tatctgtagc atgaatatcg ccttggcgag cagctttcaa atacgctcgg
   520441 tagtgcctac gaatcccccc cgcaccgata cacattaggc aaatcaggat ccaaagcaat
   520501 aatagtggga agccaaacaa aatattttgc actaattgca aaatccccca aaccagcacc
   520561 atccatagga cagttaacaa aatggtttgt atcaaggaaa atcgctgcaa tcgggcaaat
   520621 acaacttcaa ggcggtgatc taactgccaa tgttcgccca gtttaaacaa gcgctcccat
   520681 gccagcacca gtaacagcgt aaacaatgtc attagctctt attctccctt tgattgaacc
   520741 tatcctgaga cagggcatat acccatggca ttcatgaatg acagaaccag acagcattcg
   520801 ggacggatct ccaccctaga gataaatacc ggcctgataa taagactgca ctaactttac
   520861 tgagttacag agattaactg gttgtctaga gcatgtagtt acatagagca tgtagttaca
   520921 cagagaatat aattaaacag atcatatggt tacatcgagc atacaattac actggctagt
   520981 gtaatgccac cggcaacatg ctcatacaag caacttagct aaattttgtt gataaaaaaa
   521041 ccaatcaaag gccagccctg ggtctgtttt acgccctggt gcgatctcac tgtgaccagc
   521101 cacccgctct accgttattg gatagtgggc aaataaaacc gcactgatct cagtcagtcg
   521161 ttgatattgc acgggagtaa acggtaacac atctgtccct tccagctcga tcccaataga
   521221 aaaatcgtta catcgctcac gcccagcaaa tacggaaaca cctgcatgcc aagcccgttt
   521281 atcgaacgga acatactgaa tgatttcacc atcacggcga atcaagcaat gggccgagac
   521341 gcgtaaatgt acaatactag caaaataggg atgctcatcg gcattgagtg tcccggtgaa
   521401 gagctgatcg atataggggc caccaaactc actgggcggt agactgatac tatgaatcac
   521461 cagcagagag ggcatttcac cctctggcct cagatcaaaa tggggggaca gcacctgttt
   521521 aaccccgaca atccagccgt tttccagcag cattatttac tccaatcacc ctgatcgttc
   521581 actttgaacg gctctttgat ggcacttcag cctgcaacag ggtagcatgt ttagacgatt
   521641 gtctattcgc catttcggag tttatatgcc gccccgctgc tacaattcca acagccgccg
   521701 cgccgagcta ttggaacgaa ttcaaagtga tatacctgcg actgttgctc aggcactgag
   521761 tgaagaccta ggcggagagg tcaatgcaga ccgtgatctc accgcacaat tactccccgc
   521821 agataaacaa gctaccgcca caattattac ccgtgaggac ggtatctttt gtgggcaacg
   521881 ctggttgaat gaagtcttca ttcaactggg tgcgcaaatc tcaattcagt ggctggttac
   521941 agatggcgat aaactgacag ccaatcaaac actttgccat ttgaccggac ctgctcgcat
   522001 tttgctgaca ggtgagcgca ccgcacttaa cttcctgcaa acgctatctg gggttgccac
   522061 cgaggtcagc cgctatgttg tacaactcgc ggggctaaaa acacaactac tcgatactcg
   522121 caagacacta ccaggcctgc gtactgcatt aaaatatgcc gtcctctgtg gtggtggtaa
   522181 taaccatcgg ctcggtttat ctgacgcctt cctaatcaaa gagaatcata ttattgcagc
   522241 cggttcgatt aaagaagccg ttgccaaagc cttttggata catgccgatg tccctatcga
   522301 ggttgaagtc gaatcccttg atgaattaca gcaagcacta gaagcaggtg cagatatcgt
   522361 tatgttagat aatttcacca ttccaatgat gcgtgatgcc gtaaaaatgc gcgatgacca
   522421 tgccaagact caaggcagtg cacaattgga ggtctcgggt aatgtcactt tagaaacgtt
   522481 acgcagttac gctgaaaccg gcattgactt catctcagta ggggcgctta ccaagcacat
   522541 aacagcgtta gacctctcaa tgcgtttcca gtaactctac caaactatct tcggcggata
   522601 gccattatta tcaggtcaat atcctgtttt gcgagtgccg ccgaagttat ctgttacgtt
   522661 attgcaataa cctaaatatc cgtcaatacg ccccgcaatt cggcacaaag cccctgttgg
   522721 tatgaattaa aaaacggcac cctgcctcca gtttcttaaa cacatggagg ggtaaaatgg
   522781 ctaaacatca gggtttaaca ttacagaaag gttttacatt aattgaattg atggttgcgg
   522841 ttgctatcat tgcagtcctc agtggtattg gcattccctc atatcaacgt tatatccaaa
   522901 aagcagcact caccgacatg ctacaggcca tcgtccccta caagatggcg gtagaacttt
   522961 gtgctcttga gcaatccaac cttgatagct gcaacgctgg cagtaatggg atccccgcag
   523021 ggcaagtatc gcgttatatc aatgcaataa atattgccaa aggtgttatt acattaagtg
   523081 gccagcatac gcttactggc ctgacattgg cgatatcacc aacccgaaac agcaacggaa
   523141 atttagtctg ggccagaaca tgtacggcaa cagatagtgc catgactgat agttgtaaag
   523201 cggtattccg tttcaatgat aaggccccat caaatggctg aatttatagt gtcctcattt
   523261 gaaacaatta gtgatgaatt acaccttctc tgtcggcgtt atcgggcagt ggcactcact
   523321 cttgatggta aaagcctttc gatagcttca gcccagaccg ttgatgaagc gttattgacc
   523381 gcgttgcgtt tcacatgtgg ccgtcaagtc agagtggaat attggcccga agccaagatt
   523441 gaacaatcat tgtatttggg gagcccgacg aaaaataacc taaacagtag tattaacaac
   523501 gggctaaata gcgcgttgtt atcccaaaag ggaggtgatc cgtcgcgagt aaaaccgcac
   523561 aatcagcagc aacagacaat agatgatact gtgtttgata atgagagtga cacacccgtc
   523621 attcaattca taacccagac gctaagtcta gccattcaaa aacgcgcttc agatatccat
   523681 tttgagcctt atcaacacca ctatcgtgtt cgtttaagaa ttgatggtgt gttgcatgaa
   523741 ttcaccccac ccgaggccga atgggcagct cggattagca gttgcctgaa ggtcatggcg
   523801 aaattaaata ttgctgaacg gcgattacca caagatggtc aactaacctt accctttggt
   523861 gattcacact attcaatgcg gatagcgact ctccctacgc aatatggtga aaaagtggta
   523921 ttgcgtattc ttcaaataca acagcaaacc acgttagaaa agctggggat gacggatgcg
   523981 gcactgaaac aattaacaca ggcattatca gcaccacaag ggctgattct ggtcaccggc
   524041 cctaccggta gtggcaaaac cattacgtta tattgcagtt tagcgcggct gaatcagaca
   524101 caaagaaaca tctgtagcgt cgaagatcct attgagatcc ccgtcaatgg cattaaccaa
   524161 acccaggtaa acagcaagat cggtctggat ttctctcgaa tactacgagc catcctacga
   524221 caggaccctg atgtcattat ggttggtgaa attcgtgata atgaaaccgc cagtatcgca
   524281 gttaacgcgg cccagaccgg gcatttggtc ctatcgacgc tgcacactaa ctcaacagca
   524341 gaaacgctga tacgcatggc acaaatggga atagaacgcc atttaatcgc ctcaagtcta
   524401 aaactcgtca ttgctcaacg cttggtgcgc cgcctatgtt tacattgccg ccaggctgca
   524461 tctcacccct ttattccacc agctcacata aggtctggtc cgatccaaca ctatctagct
   524521 gtaggttgtg agcattgttg tacgggttat tatggccgaa cgggtattta tgaaatgctg
   524581 agtgtaacgc cgcagattca gcaagccata ctcaataatg ccagccctgt aaaactggta
   524641 caaattgccc agaagcaaga acaaacagcc ttactctgct caggtttagc tttaatcgaa
   524701 aaaggcatca ctacccttag tgaaattaat cgtgttgtgg gcttcgtagc agaaacagag
   524761 gtcacctctt gagccgccat cgtttattca attggacagc tctcaacaaa acaggggagc
   524821 tacagacggg catgctactg gcaactgaga gaaacagtgt ctatgaacat atcatccaac
   524881 atggcttaca gcccctaggc gtgaaagggg gaaggcggtt atctgcacgc tactggcaag
   524941 gggaacggtt ggtggcaatg acccgccaat tagcgacttt attgcaagcg ggtttaccgt
   525001 tggtcaacag tttacaatta ttggcaaaag aggcagatga ctcagcatgg cgttgcctat
   525061 tagatgagat aagtcagcaa gttgcacaag gccagtcact ctcggaagtg atggaacagt
   525121 atccacacgt attcccccga ctgtatcctc cagtggttgc cgtcggggag cttacgggta
   525181 atcttgagca atgttgtact caattagtac accatcagga acggcagcaa aatttacaca
   525241 aaaaagtcat aaaagcgctg aaataccccg ttgtggtctg catcgtcgca ttggtagtca
   525301 gtgtcattat gttagtcatg gtgttacccg aatttgcaca aatatatcaa tcgtttgata
   525361 cccccctgcc ggggctaact gcaagcttac tgtggctatc aacttttctc actttttatg
   525421 gcccctatct ggcgctgata atagcaatag tgtgtattgg gtatttctat acattacgaa
   525481 aaaaatctcg ctggcagcaa tgggaacaga ccattctatt aagcattccc ttagtctcaa
   525541 cattaatccg tggtagctgc ctcagccaaa tttttcaaac gttagctatc acacaacaag
   525601 ccgggctacc cctgtcagcc gggttagatg cagcggctcg atccattcac aactacaatt
   525661 atcagcaagc cttaaggtgt attcaaaaac aaattagcca aggtataccg ctgtatacca
   525721 ctcttaatca gcacccttta tttcctgcca tttgtcagca gctcattagg gttggtgaag
   525781 aatcaggctc acaggatgtg ttgctggaaa agttagcctg ttggcatcag caacaaactc
   525841 agaatttggc agataacgtc actcaaatgc tagagccact tcttatgctg attattggca
   525901 gtattgtcgg cgtactggtg atcgccatgt atttacccat attccagtta ggtgatgtta
   525961 ttggataacc tcattatgga cctagtggat ggtaaactgg gcatagtgga gtgcatggca
   526021 tgccatggcg ggatgtaatg gcacgatcag gtgcaagacc agagaggcat tgcggagaga
   526081 gtaagtgaag gattaacggg gcgttgagca gttgagcagt tgagcaggta aatataaaaa
   526141 ccatacgtga atacagccac atacaacggt cagaaataac aacctgaaag cgttagcttg
   526201 gcccagtaga taagggcgaa aataggccct tatctaccac acaaccctat attgaattgc
   526261 gttggcaccc tacaactcag cgctcaggta tcctgatgac gacattactg acaaattatc
   526321 atgccgtaat aacccgtatc aatcagtgcc aaatacgcgg ttttcttgct ctgctacgcg
   526381 aataaacgtc gtacgcttcg ttaattcttt caaatgtgaa gcgcccacat aagtacatgc
   526441 agaacgtagg cctcccatga tgtcacgcac ggtattatcg actgaaccac gcagtggtaa
   526501 cttaaccgtt ttaccttctg ccgcacggta ttgtgcaaca ccaccgacat ggcgtttcat
   526561 cgcagattca gaactcatcc cgtaaaacag catgaacttc tcgccattct cttcgacaac
   526621 gcgcccttca cactcatcat ggcctgccaa catgccacct agcatcacga aatcggcacc
   526681 accaccaaaa gctttagcca catcacctgg aacagaacag ccaccatcgc tgacaatttg
   526741 gcccccaagg ccatgagcag cgtcggcgca ctcaatgaca gcagacagtt gtgggtagcc
   526801 aacgccagtc ttaacacggg tggtacaaac agaaccaggg ccaataccga ctttaacgat
   526861 atcagcacca gagaggatca gttcctctac catttcacct gtcacgacat tacccgcaca
   526921 aatgacttta tcaggacaag cttcacgcgc tctttgcagg aaagaaacaa agtgttctga
   526981 gtagccgttc gcgacatcaa tacagataaa ttttaatgat ggtgataacg ccaaaatttg
   527041 tttcattttg tcgaaatcag cagaggaagt gcccgttgat accatgacat ggcgtaacac
   527101 tgattctggt gagcgcttaa cgaactcagc ccattgttcg agagtgtaat gcttgtgaac
   527161 ggcagtaaga atatcaaatg aagccaaaac ctcagccatg cggaaggtac caacggtatc
   527221 catattagcg gctatgatag ggacaccaga ccaattccaa cctgaatgtt tgaaagtaaa
   527281 ctgacgttcc agagcaactt cagaacggct tttcagcgtt gaacgtttag gacggattaa
   527341 cacatcctta aagcctaatt tcaaaccttc ttcaatgcgc atgacttatt attccctggt
   527401 tattggcgat agatcgcaaa atgtgatcgg gcgtaaaaca cgccatccca gtggagctat
   527461 catacgcatg aataattctt cggcaagact gcgaattaac ctttatttgc gctacaatcc
   527521 cacaaattac ctgaatatta ctgaccacgc tcttatccgt gagttttctc cgcttatttt
   527581 actgcgccat acagatagaa tgcatacctt ggctatgcct tcgcccaagc tttcagatac
   527641 aattctccca tccaatggca gtaaataagg cgaagcaatg acctatattg tggctctcac
   527701 aggtgggatc ggtagcggaa agagtacggt ggcaaatgca ttcgccaatt taggtgtgcc
   527761 gttggttgat gctgatatta ttgctcgtca ggttgttgaa ccagggacat ctgcactagc
   527821 ggccattgca tcccgttatg gtgaaaatat tttgcagcaa gatggctcat taaatagagc
   527881 ggcattgcga caaaaaattt tcagtgagca acaagaaaaa gcatggttaa attcactgtt
   527941 acaccccctt attcagcagg aaacgcaacg ccaattagcc ggtattgatc aaccttatgc
   528001 cctttgggtt gtgcctctac tggttgaaaa tggtttacat caccgggcag atcgtgtgtt
   528061 agtagtcgac gtaacaccag acatacagct cgcacggacc atggcgagag atggtattac
   528121 acgccaacag gcagaaaata ttttggcttc acaggtttcg cggcaacaac gcttggcctg
   528181 tgctgatgac attattgaca atagcggcga cccgttaatg atcgcccagc atgttgcctc
   528241 actacaccat cggtacttaa aattggcaac tgcggcccaa caggatctac atcaatgagt
   528301 gaccttacct caacaatact ttttgaacat ccgctcaatg aaaagatgcg cacttggcta
   528361 agaatggagt ttttattaca acagctagaa agccaccgct cattagataa tattgccaat
   528421 gcattaacct ttttccgtac cgcatcggat ttaattgatg tacttgaacg cggtgaagtc
   528481 cgtactgatc tgttaaaaga actcgagcgc caacagcaaa aactacagca atgggctgat
   528541 atacccggtg ttgacgtgtc attagtagac tctctgcgca atcagttaaa aagccgtgcc
   528601 gccgtattaa tgtcagcccc gcgtatcggg cagtcactaa aagaagatcg cttgatcagt
   528661 gtggtccgcc agcgcctgag tatccctgga ggatgttgta gttttgattt accgacgtta
   528721 catgtctggt tacatcaacc gtcagaacaa cgagaccaac atatcaataa attgctagca
   528781 agtctggccc ctcttcacca gtcactgacg atcattttgg acttaattcg ccagtcatgc
   528841 cctttacgta gccagataag tttaaatggt ttctttcagg ataatgctgg gggagctgac
   528901 ctgctcagat tacgtctacc gctcgatcca caactgtatc cacaaatttc cggccataaa
   528961 acacggtatg ccattcgctt tttagcgctt gatagtgaaa atggcaccgt tccggcccgt
   529021 ttatcgtttg aattagcctg ctgctgattt tgtaataagt gtgataccca atagatttca
   529081 aggcgtagga aggcggcaaa ggagtaaatc ccgcatcatt gacatcagca aataatacgg
   529141 atgaacggga actgcctaat agatctacta tttgaaacta atacatctac cacttgaaag
   529201 atgaagggta tcgatagatt ttaggagaga acatggaatc agaacaaata caggttaact
   529261 gccccacctg tggaaaagtc gttatctggg gtgaacaaag cccttttcgc cctttttgtt
   529321 gcaagcgctg ccagcttatt gatttaggtg agtgggcaga cgaagaaaag cggatcccta
   529381 gcgatacaga actgtctgac agtgacgaat ggagtgagga agatcctctt aagcattaac
   529441 tgctgtctat ttttaactgt gatatgtctt taaccgagac atgtctttaa ctgcgatacg
   529501 tcttaagcgt gatgtgtttt aataaatatc ctccggcata gccggaggtt tttcatatgc
   529561 gcctataagg ctctgttacc agccgcgccc taacaggcgc atcgcgatct gacatttgca
   529621 tctatggatt acttacggcc cgtaaacggg ctaccgggat acgggatcga gagttgctca
   529681 cccattttat cctcttccaa ttggtgcttt atgtattctt gtatcctggc cgtgtttttc
   529741 cctaccgtat caacgtaata ccctcgacac caaaactccc tgttacggta tttgaacttc
   529801 aaatcgccaa actgctcata aagcatcaga ctgctctttc ccttcaggta ccccataaat
   529861 cccgagacac tcatcttggg cgggatctcc agaagcatat ggatgtgatc cacacagcat
   529921 tctgcttcca ggatattcac gtttttccat tcgcacagtt ttcttaaaat actgccaatc
   529981 gctctgcgtt tttccctgta gaacacctgc cttcggtact tcggcgcaaa aactatatga
   530041 tatttacagt tccatcgggt gtgcgctaag ctcttttcat ccctcattgg gacccccttt
   530101 tgatttcttg ttgtaacgaa cggtgcaata gtgatccaca cccaacgcct gaaatcagat
   530161 ccagggggta atctgctctc ctgattcagg agagtttatg gtcacttttg agacagttat
   530221 ggaaattaaa atcctgcaca agcagggaat gagtagccgg gcgattgcca gagaactggg
   530281 gatctcccgc aataccgtta aacgttattt gcaggcaaaa tctgagccgc caaaatatac
   530341 gccgcgacct gctgttgctt cactcctgga tgaataccgg gattatattc gtcaacgcat
   530401 cgccgatgct catccttaca aaatcccggc aacggtaatc gctcgcgaga tcagagacca
   530461 gggatatcgt ggcggaatga ccattctcag ggcattcatt cgttctctct cggttcctca
   530521 ggagcaggag cctgccgttc ggttcgaaac tgaacccgga cgacagatgc aggttgactg
   530581 gggcactatg cgtaatggtc gctcaccgct tcacgtgttc gttgctgttc tcggatacag
   530641 ccgaatgctg tacatcgaat tcactgacaa tatgcgttat gacacgctgg agacctgcca
   530701 tcgtaatgcg ttccgcttct ttggtggtgt gccgcgcgaa gtgttgtatg acaatatgaa
   530761 aactgtggtt ctgcaacgtg acgcatatca gaccggtcag caccggttcc atccttcgct
   530821 gtggcagttc ggcaaggagc tgggcttctc tccccgactg tgtcgcccct tcagggcaca
   530881 gactaaaggt aaggtggaac ggatggtgca gtacacccgt aacagttttt acatcccact
   530941 aatgactcgc ctgcgcccga tggggatcac tgtcgatgtt gaaacagcca accgccacgg
   531001 ctgcgctggc tgcacgatgt cgctaaccaa cgaaagcatg aaacaatcca ggcccgtccc
   531061 tgcgatcgct ggctcgaaga gcagcagtcc atgctggcac tgcctccgga gaaaaaagag
   531121 tatgacgtgc atcttgatga aaatctggtg aacttcgaca aacacccctg catcatccac
   531181 tctccatcta cgactcattc tgcagaggag tggcgtgatg atggaactgc aacatcaacg
   531241 actgatggcg ctcgccgggc agttgcaact ggaaagcctt ataagcgcag cgcctgcgct
   531301 gtcacaacag gcagtagacc aggaatggag ttatatggac ttcctggagc atctgcttca
   531361 tgaagaaaaa ctggcacgtc atcaacgtaa acaggcgatg tatacccgaa tggcagcctt
   531421 cccggcggtg aaaacgttcg aagagtatga cttcacattc gccaccggag caccgcagaa
   531481 gcaactccag tcgttacgct cactcagctt catagaacgt aatgaaaata tcgtattact
   531541 ggggccatca ggtgtgggga aaacccatct ggcaatagcg atgggctatg aagcagtccg
   531601 tgcaggtatc aaagttcgct tcacaacagc agcagatctg ttacttcagt tatctacggc
   531661 acaacgtcag ggccgttata aaacgacgct tcagcgtgga gtaatggccc cccgcctgct
   531721 catcattgat gaaataggct atctgccgtt cagtcaggaa gaagcaaagc tgttcttcca
   531781 ggtcatcgct aaacgttacg aaaagagcgc aatgatcctg acatccaatc tgccgttcgg
   531841 gcagtgggat caaacgttcg ccggtgatgc agcactgacc tcagcgatgc tggaccgtat
   531901 cttacaccac tcacatgtcg ttcaaatcaa aggagaaagc tatcgactca gacagaaacg
   531961 aaaggccggg gttatagcag aagctaatcc tgagtaaaac ggtggatcaa tattgggccg
   532021 ttggtggaga tataagtgga tcacttttca tccgtcgttg acacttagcg cacacccgat
   532081 ggaactgtaa atatcatata gtttttgcgc cgaagtaccg aaggcaggtg ttctacaggg
   532141 aaaaacgcag agcgattggc agtattttaa gaaaactgtg cgaatggaaa aacgtgaata
   532201 tcctggaagc agaatgctgt gtggatcaca tccatatgct tctggagatc ccgcccaaga
   532261 tgagtgtctc gggatttatg gggtacctga agggaaagag cagtctgatg ctttatgagc
   532321 agtttggcga tttgaagttc aaataccgta acagggagtt ttggtgtcga gggtattacg
   532381 ttgatacggt agggaaaaac acggccagga tacaagaata cataaagcac caattggaag
   532441 aggataaaat gggtgagcaa ctctcgatcc cgtatcccgg tagcccgttt acgggccgta
   532501 agtaatccat agatgcaaat gtcagatcgc gatgcgcctg ttagggcgcg gctggtaaca
   532561 gagccttata ggcgcatatg aaaaacctcc ggctatgccg gaggatattt attttggtta
   532621 tcggtatcat cgagatgctg accctggcac taaaatatca aatttgcagt attcaggtgc
   532681 cacatttgag caggtgtaaa tttcaaaaaa gccccctttt tcatattccc agtatggttt
   532741 cccacggatg gatgctatcc aggttgtacc gccatagtac atatcgagct gtatgttttc
   532801 ggcttgcaaa tcataagtgc atttttgaaa ctttcctgac ccggtgacgt tgtttccatt
   532861 gttctcacct tcaaccacga agagcgcctc actgaaacgc ttaataccgc tctcttgggg
   532921 aagtggccct tgtaagatac caacccactc ttcgccacta gtcgccttcg ccgtataaac
   532981 gcctccgatc agcttaatcg catcaattgc cggacaatgc tgttcagcaa atacggccaa
   533041 tggcgtgagt agtaacacaa aggataattg atatttcatc attactctct ctccttataa
   533101 atacggttat ctgcctgcag atagcgataa ctatccaaga aataacctaa tttgaacgag
   533161 tgagagtgac aataataaag aagatcacag ggtagatagg ggcagtaagc caacgtgacg
   533221 attaatgttc gcgacgatag ctaccatcgt tttgtcggga aaacagcact tcagtgttct
   533281 ctggggtttc aatcgccagt gcggtgactg cgccttgtgc atctagcatg atcttgacct
   533341 cttgcccagc cttcaggtta ctcagcggtt tatcgctgcc ttcgacctga gccatggcaa
   533401 aaacatcgtt gactggcagg ttattatcgc ggaacagttg cgccaacgtt ttacccgttt
   533461 ggacctgata gctctgccag tttccttgtg tcgtctcaga aggggaaact ttggggggga
   533521 cgggtacgtc attgttgtct tgtaattggg cctgtaatgg cacgctggtc gatggggcgc
   533581 taacggggaa ggaaaggtca gtattatcac gggaagcggg ccacagcagt gccagcagca
   533641 atacagtggt agcgataata accccgcggc ggtggaagaa aggcaacggc tccatccact
   533701 gaaaactgtc cggcaggtgc caaattttta gccacagttc tttaatgctc tgaacgcctt
   533761 ttctctgtgt gggcgctagc gcaggttctg tcacgttatc aggatccacc ctctgttctg
   533821 gtgcattgat ttcggatatc aggttttgct catcagtatt ttttgcatcc ggtagaacct
   533881 tctgcctaat ggttagccaa ctgtgtagca gcggctgata aacccgatta tttttccttc
   533941 tcctgggcgc gattctgccc atgctaacct ctcttcaacg acgtaaaata aaaatggata
   534001 ctgcagatgg tcagcaggct cataggcttc taagtatata gcctgttaac tctctaaccc
   534061 attaactctc tacccattaa ctctctaccc attaactcct tggccgctgc gccatggctt
   534121 tgggggagag tttactcacg gactgatgca gaaagacagg gggaataatg atacctaagc
   534181 ggggaatttt ccgttagctg gccatcattg tttctttttc ttcgacaaaa gtcatcattc
   534241 acgatgcaag attttaccga actcccttgc tgctgttatg cttgccgctt caatttgatt
   534301 agtgactaaa ggaaaattca tgacaacccc ttcttttgat agcgttgaag cgcaagcgag
   534361 ctacgggatt ggtttacaaa tcgggcagca attacaagag tccggtctgc aaggtttatt
   534421 gccagaggca ttgttggcag gtttgcgtga cgcgatggaa gggaatacac cgactgtccc
   534481 tgttgatgtg atacatcgcg cgttacaaga agtgcatgaa aaggcagata aagtccgtat
   534541 tgagcgccag caggcgttgg tagacgaagg caaaaccttc ctggaagaga atgccaagcg
   534601 tgatgatgtg actaccactg agtctggttt gcagttctcc gtattgcagg caggtgacgg
   534661 cccgatccca tcccgtcagg accgtgtgcg tgtacattac accggacgtt tggttgatgg
   534721 tacggtattt gatagctctg ttgagcgtgg tcagccagcc gacttccccg tcagcggcgt
   534781 tatcccaggt tggatcgaag cgctgtctat gatgcctgta gggtctaaat ggaagctgta
   534841 tattccgcac aatctggctt atggcgagcg tggtgctggt gcaacgatcc cgccgttcag
   534901 cgccctgatg tttgaagtgg aactgttgga aattctgtaa ttccttggta ccgattatgc
   534961 caaagggcga cagggtgtcg ccctttggcg tttatttacg ataagaatat ttacggtgag
   535021 aataaatagt tagtgagtta ttcgcccctt agcgcacggg gaaacagtaa attattttcc
   535081 agatgaatat gttccatcag gtcagtaatg aattcattga taccggtgta aagcgcccgc
   535141 caggtattac aggccccttc tggtggtgtc acattttgtg tgagttgttt taccacgtct
   535201 aattgctgcc caaccgcatc gtgctccgct tccatcacaa atattggccc actggcctga
   535261 gaacccatgc ctcgttggat catcgggaac aggatctgct cctctttata catatgttga
   535321 gtcaactctt ctaaaatcgc actgagttct gctgccagcc cacgaggaca ggtgggtttc
   535381 tcgccgtgta cccgttcaac cttttccgcc atgagaacca gttctggtag ctgctcacga
   535441 tggcgatcat ggtagcggct gatgataaaa ctaatgagat ttgtcagtgg ctgttgttgc
   535501 caatcttcag atgagtgagg ttcggtttgc aatgcactca attgtgcttc cagcgcatca
   535561 atatccagat tcaacttatt ggcggcccgt aagagtgttt gtttgccgcc acagcagaaa
   535621 tcgagctgat gttgacggaa taactttgtg gcccgaggaa tagcgatagc cagtgcgccc
   535681 agagactgat tgcggtaatc cataatgaca cctcattgag taattatata tctataacat
   535741 gtatttatta tacacctata acatgcataa taaatgcatg ttatagattg tgatataact
   535801 ccaagtgggt attatggggt gacagcagcg tacagtgtaa ggcgttgccg ccagagatta
   535861 ctttctctgt aaatcgatgt gataaacggc gaagccaact tcatctgtac cctgtgcttc
   535921 cattgggtat tgcgcttttt gtttaataaa atcagcggcc ttagcagttg gagaggtttc
   535981 aaaacgaata tccaaaggtt gcttgctatc aagaattgcc agacgccaat tgttgtcggc
   536041 ttgcgggatg acctgaccct ttttcttggt ttcagcactg atatatgcag acaggaccgc
   536101 tcgattttcg tcgggtgaag cgaatgcgat atggctgtca ccggtaccgg caaacttacc
   536161 gctgtaagcg cggtagttat tggtggcaat caggaatgtg gctttcggat cgattggctt
   536221 accgttaaac gtcaggtttt tgatacgttc tgcctggtcg ttgattagcg tacattcgcc
   536281 atcgtagcgg gcaggctggc tgacatcaat ttcatactca acaccatcga tgacatcgaa
   536341 attataagta cgaaaaccat cccaattaat caacgattgc ggtttgctgc tgttaatatc
   536401 gatttgatta aactgtgcgg cggaacactc cagccactgc ttaacctcag ccccactggc
   536461 tttcacgacg acgagtgtat ttggataaag gtacaaatcc gcggcgttac ggaaggtcag
   536521 cttccctttt tccacctcaa caaaactggt gggatcattt ttgcggccac cggctttaaa
   536581 cggtgcagcg gcagacagta ccgggaggtc agctaaatca ggatcgccct gaataaaatg
   536641 ttcggtatac gcgcgctggg cgttattcac aatctgcacg gtggggtcat cttggatcag
   536701 tgccagatag ctgtacatgt tatctgatgc tttaccaatc ggttggctga caaaatcacg
   536761 ggtgctctgg tgatcaactg ccagtacttc caccagtttg gcattttctg ccgccagtga
   536821 tttttgtgct gttttatcgt agataggacg ggcttcagcc ttggcatcga taacttgcca
   536881 ttttccctga tcattattca ggacaaaatc gactacgcct aaatggtcac cccattggcc
   536941 aggcatcact gccggaatac cgtttaaggt accttgagtg atatccgcgc ctttgatggc
   537001 ggcaaaatct ttgctgggga acacaccatg tgcgtggccg aacatgatgg catcgatacc
   537061 tggaacttga ctgaggtaat aaaccgaatt ttcagccatg gttttataag gatcgctgga
   537121 aagaccagag tgcgggatag caacaaccag atcagcccct tgttcacgca tctccggtac
   537181 ccacttcttg gcggtttcag tgatatcgtt caccgtgact ttgccactca gattcgcttt
   537241 atcccagatc atcacttgag gcggtacaaa accaatgtac ccgatccgca ggttatggct
   537301 ctttccgtca cgatctttca ctggggtatc gatgatcagg taaggctgga acaagggttt
   537361 acctgtttta acatcaatca cgttggcgtt aacatacggg aatttcgccc ctgccagtga
   537421 tttcttcagg tagtccagcc catagttaaa ctcatggtta ccgatattgc cgaccgcata
   537481 atccagcgtg ttcatcgctt tatagactgg gtgaatctct ccgtcgttta accctttagc
   537541 cgcgatataa tcaccaagcg gactcccctg gatcacgtca ccgttatcca ccagcacgct
   537601 gttagtggct tgttgccggg ctgcgataat caagctggca gtgcgtacca gcccgaattt
   537661 ttccgtgggt ttatctttgt agtaatcaaa atccatcatg ttgctgtgta ggtcggtggt
   537721 ttccaatact cgtaaatcaa cagtggcagc agacagtgat gtcgcgacag caatcaggct
   537781 ggcaaggagg gataacgtca gcggacgctt gaacatggct ttctccatcg tgggtttcca
   537841 ttaaaaacgc tacccttcgt acttggtgta tattcgatat gtatcgcaaa agaatatgta
   537901 attttaatta attgctaaag caaagtgtga agtttggcag aaaacttaat cagataacgc
   537961 gtagacgctc acagttgcgg tagatgaatc ccactgattt tataagtact ttcctgacaa
   538021 atatggctat ttatcaagaa tattattagt cttcagattg atgatcagtc ttgagatgtt
   538081 cagcttttat tttggctctg cgttctaaaa taattggcgt tctaaaatag agagagatcc
   538141 ggtgaggggg ggcgcaagag ctactcttac tccaagagct acagttaact caagagcgac
   538201 aattaatttg gtgcgctctg atgagcgata ttttacataa tggataatac caagggggga
   538261 tgatgttaga gcaaattggc cagttggccc gtgaggcagg cgtggcgatt atggcggtct
   538321 atcagggcga caaacccctt gatattgcgc ataaaaagga tgattcaccg gtgacggcgg
   538381 ctgatttggc ggctcaccag attatcaaag ctgggttggc gcgattaacc ccggatattc
   538441 cgctactctc tgaagaggat ccacccgctt gggatgtgcg ccagcactgg caacgctact
   538501 ggctggttga cccgctggac ggtactaaag agttcctcaa tcgtaacggt gaattcaccg
   538561 tcaacatcgc tttgattgac caaggtgaac cggtactggg cgtcgtctat gtaccggtaa
   538621 ccgaagtgat gtacagcgcg gcaaacggac aggcttggaa agaagagtgt ggcagacgta
   538681 tgcagattca ggtgcgtgat gcccagcctc cgttggtcgt ggtgagccgc tctcacagcg
   538741 atgctgaatt ggaagactat ttatcacaac tgggggagca tcaaactatt tcggtgggct
   538801 catcacttaa attctgcttg gtggcggaag ggaaagcgca actgtacccg cgttttgggc
   538861 caactaacgt ctgggatacg gcggctggtc atgccgtcgc catcgctgcc ggggcgcaag
   538921 tacacgattg gcagggaaag acactgtctt ataccccacg tgaatctttc ttgaaccccg
   538981 gtttcagagt ttcgttattt tagcgttatt gctgcacaag ttggtgcagt tggtcgatga
   539041 cctgctgcac ctctgctgat gtcagtgctc catcttttac aaatttgaca tttccttgtg
   539101 gatccagcac cacaatggca gagcttttct ccgttaaccc ccaagctttt gccacatttc
   539161 ccttactgtc gataataaat tgcgaccaag gaaattcacg tttactgctt tcaatgctgt
   539221 tacgcacaaa catggctgtc ccgatgattg catcatcagt attgacgatg gtcgtcgttt
   539281 ggtaacgttc gcgtggcaga ttggcttgct tgatggcatc aatcagcggg gcattcattt
   539341 ctttggctga ggtacggcca gcaatgtgtt gaatgacgcg ggttttgccg ggcaattgtg
   539401 agctattcca gtttttatag ttaaactgat tggtggtctt atcataatcc aactcacctt
   539461 tatcgcggac accaactggc ggcacgcgtt ggttgtcctg aatgttatgg gccgatacca
   539521 gtagcggtgt gaatatcagc gatattataa gcaggctatt ttttatcata ttatgtcctt
   539581 gtagagatat ccgcgtagat aatgacgtag ggcacttacc cctgaaagta ggtaagtttt
   539641 tcaataatag gtccagatca gaggtctgtc ctgtttagta gtctaattaa tttctaataa
   539701 ttattagaag gttattctgt tgttaagtct catttttgct gcctgattct gtaatattat
   539761 gtaaattcag catctatgac tgattctgga ggaactaagc gccatgcttc aaatctaaca
   539821 ttgagcaatt atcttacgcg gcctgtgatc ttggtcgcta aggttcgaag gggagtattg
   539881 atgtgatggg aggaaaatag aacaatgagg atcttccagc gttataaccc ggctaaagtt
   539941 gccatgtatg tcaaaacgtt attccgtggt cggttgtata tcaaagatat gggggctttt
   540001 gagttcgata acggtaagat tttagtcccg aaagttaagg ataagcggca ttttgaagtg
   540061 atggcggagg tcaatcggca ggtgttacgt ttgcaggccg ataccctgct gacttgaagc
   540121 cgcagcattg ttagcggcat ttgcccacct gagcagattt aatcacggcc ccaactcagg
   540181 ggccgttatg tttaccgtga tcacgattta ttcatcagcg gcggctaggc gtcactgctt
   540241 tcgtgtggtg cttttggcag gattggcgct ggctggtcac tgagccttgt caccagtagc
   540301 tgatctatct tgtagctatc aatatcgacg acttcaaatt tgtaacccgc atatttaaca
   540361 aaatcagttc gtttaggaat tttacgcagc atatacatca taaagccgcc gatagtttca
   540421 taattgcccg attgcgggaa atcgtcgata tgcagtacgc gcatgacatc ttcaatcggt
   540481 gtaccgccct caatcagcca tgaattctca tcgcgggcaa caatttgctc ttcctgccct
   540541 tggccaacta aatcgcccat caacgtggtc attacgtcat tcagtgtaat tatcccaaca
   540601 actaaagcat attcgttgag gatcacggcg aagtcttcac ccgcggtttt aaaactctcc
   540661 aacgcttctg aaagtgtcaa tgtatctggc acaatcagag ctgaacgaat ttgtacgcca
   540721 ctgctgagta ccagactttg gttacctaat acccgattca gcaagtcttt agagtcaacg
   540781 taacccacca cttggtcaat gtggccatca cataccagga attttgagtg cggatgtgtg
   540841 gagattttat ctttgatact gtcttcgctt tcccgtagat caaagtaaat cacgttttca
   540901 cgtgaagtca tggaggaagg aacggttcga gactccagct caaagacgtt ttcaatcaac
   540961 tcatgctctt gcttgcgtag cactccggcg agcgcaccgg cttctaccac ggcatagata
   541021 tcatcggaag tgatgtcatc gttacggacc atgggtaatt taaataggcg gaagataaga
   541081 tttgccatcc cattgaagaa ccagactaat gggcggaaga tcattaggca gaagcgcatt
   541141 gggttgacga tccggacggc aaccgcttca ggtgaaatca taccgatgcg tttcggggtt
   541201 aaatcagcaa acagaataaa taagctggtc actaacacga aagaacaaac gaaactggct
   541261 tgatcggcca actcaggagc cataaaacgc tcaaaaacga gtttgaacga aggggagaaa
   541321 gcggcatcac cgacaatacc accaagaatg gcgacagcat tcaggccaat ttggaccacg
   541381 gtgaagaaca ttcctggcgt ctcttgcagt ttcaggactc gtaaggcgtt ggtatcgccc
   541441 tcgtccgcca gcagttttag tttaattttg cgtgaagccg ccaatgaaat ctctgatagc
   541501 gagaagaagg cgctgaccgc aattaaaaaa agaatcagta agatactatt taacataatc
   541561 tatccgtgtc gtaccgacga tagcgccggc gatcataagg aagggtcaca caattatctt
   541621 gtttcagtat atcttttaaa tattaaggca ttatatcaaa acccagacac agcttaggta
   541681 cagaacaagg tctctataaa gcccatgatt gtgtacagaa cagggtttga attcaagcta
   541741 atggcagaaa gtggttattg ggctgagtga acagcccgga cagtatagca gcagcgatgg
   541801 gagatagcag cagcgatgag cgcactgcca gccttacacg ttaggcggca gacaaacgcc
   541861 aataccccca agaccacagt atccatgagg atttttgtgc aaatattgct ggtggtcatc
   541921 ctcggcatag taaaacggca gggcaaccgt aatttcgctg gtaatcaccc gttgatcacc
   541981 ggctttttcc atggcttgtt ggaaccgctc ccggctcttg tgagcttgtt cttcctgctc
   542041 gggggtcagg acataaatag ccgagcggta ttgtgtcccg acatcaccgc cctgacgcat
   542101 cccttgtgct ggatcgtgat tttcccagaa aatctgcaat agctgctgat agctgatgac
   542161 ggcgggatca aaaacaacac gaaccacctc cgcatggcct gtacgaccac tgcaaacttc
   542221 atgataggtt ggattaggcg tgtgaccacc gctgtaacct gctgcggtgc tatagacgcc
   542281 aggctgttgc cagaacaagc gttcggctcc ccagaagcag cccatggcga agaaggctag
   542341 gtccatcccc tccggtatat acgtcatgga atgaccatga acggcatgga gaggagagac
   542401 cggtattgat gtcagtcgcc ccggcaaggc attcgccgca tcaatgacgg cggtattatc
   542461 aacgttttgc ataaaaaaac agactccgag gttgacagta aattagattt ttacagtaaa
   542521 tggataacaa gatgtttaca gtgaatcact atagatagtt gtatctgatt gtgagtttgc
   542581 acacaataag agtcattctg cgttaatcta actacttagc agggaatttt agggttacag
   542641 gcttaaatcg tctttaagct tagaggatta ttgtgtgagt aacgccactc tcctctgaaa
   542701 cccttgagcg tgtttgacag gaacgtaaaa ttaatcagga gtacgcgtgc tacgataccc
   542761 tattctgtgt tttgtgtgtc tattgctcgc cacacctatc gcctatgccg ccaatgtgcg
   542821 gctacaggtt gagggtctta gcggtgattt agaaagaaac gtcagggcac gtttgtccac
   542881 aattggcact gatgaagtta ccgcagatgg ccgttttcgt tcacgggtcg atgaagctat
   542941 tcggcagggg ctgcgcgcat taggttatta cgatcccacc attacgtttg aattacaaaa
   543001 ccgcccggca cccgcacgtt cagtgttaat tgcaaaagtg gttcctggcg agccggtatt
   543061 gattgccggt gtcgatatcg tactgcaagg cggtgcgaaa acggatcctg attatcaggc
   543121 actcgttcgc cgtgataccc cgaaaattgg ctcggtcctc aaccatggtg attttgataa
   543181 tttcaccagt tctcttactg gtttagcgtt acgccgtggc tatttcgacg ccaatatgat
   543241 caaaagccag ctcggtgttg ccgctcaatt acacgaggcg ttctgggata ttgatttcga
   543301 cagtgggcaa cgttaccgct ttggtaaggt tattttccaa ggctcacaaa tccgagagga
   543361 ttatctgcag aatttagtgc cgttccatga gggggaattc tatacctctg atgaactggc
   543421 cgagttgaac cgccgcttgg cagccaccaa ctggtttaac tcggtggttg tttcgccgga
   543481 tttccaagat gccaaagaga gtaaaatttt accgcttgat gcggtcgtta ccccacgcac
   543541 tgagaatacc gtcgaactgg ggggcggtta tgcaaccgat gtcggtccgc gtctgaccgc
   543601 cagttggcgt aagccttgga tgaactcctt cgggcatagc ttaaccacca ctaccgcgct
   543661 ttcggcacct gagcagacac tggatttcag ctaccgtatt cctttattga gaaaccccct
   543721 cgagcagtat tacctgatac aagggggctt tagacgtacc gacttaaacg acactaattc
   543781 agataccacg accttgaacg ttgcacgttt ttgggatctc tccagcggct ggcaaagggc
   543841 gattaacctg cgttggagcc tcgatcactt tacccaaggc agagtcacgg ataccacgat
   543901 gttgctgtat ccgggggtga gtattaatcg tacccgccaa cgtggtgggg cgatgccggt
   543961 ctggggggat agccagcgct attctattga tgtgtctgat acgacttggg ggtcggatgt
   544021 tgattttggc atctttcagg cgcagaacgt gtggatccgg accttaggtg agaaaaatcg
   544081 ttttgtggcg cgtggcaatg tggggtggat cgaaaccaat aattttgacc gtgttccacc
   544141 gtcgctgcgt ttcttcgccg ggggcgaccg cagtatccgt ggctataaat tccgtaatat
   544201 ttcaccgcgt gatagtgacg gaaaattaac cggggcttcc aagttggcaa cgggctctct
   544261 tgaatatcaa tataacttca cgggtagatg gtggggggcc gttttcgtcg attcgggcga
   544321 ggcggtgaat aatttcagca agagtgactt aaaaacaggg gcaggtgtcg gggtacgttg
   544381 ggcatcaccc gttggaccga tcaaactgga tatcgcggca ccaataggcg ataacgagac
   544441 acatggcgtg caattttaca tcggtttggg gcctgaacta tgaagtgggt aaagagactc
   544501 agtattgcat tcttgctgat tatcctgcta ttggtcggtg ctctgggggg gttactcggt
   544561 acgaccagtg ggttacattt tttaatcaac agcgccgccc gctgggtacc tgggcttgat
   544621 attgccagtg ttagtggtgg ctggcgtggt ctcaccttaa cgggcattca gtatcaaatg
   544681 cccggcgtca cggtcaaagc tgggcaattt tatctgtcat tgcagctctc ttgtctgaag
   544741 aatagtgagc tatgtgttaa cgcactgaca gcacaagata ttgatgtggt ggtgaatact
   544801 caagcgatgc cacctacgtc atccacgcca gccagtactg accccatggg ggaactgagt
   544861 accccatatc ccattttctt acgtttgctg tcactgaata acgtcaaagt gaccattgat
   544921 gatacggcta tttcactgga tgaattccgt actggtgcgc attggaagca acgttcattg
   544981 gctttgatgc cgacaaaaat caacgggtta ttgatcgcat tacccaaaac ggtgtcagcc
   545041 ggggttcccg atgcggtgaa gcctgcggtt gaaactgcta tggccgccaa agaggcggtt
   545101 gcgcaattat cagcggctcc tggacgatca gccactgcat cagggcaatc aaccactgcg
   545161 tcaggacgat cagctactgc gtcagggcaa tcagccacta ccgggggtca actggctacg
   545221 gtcccagcag aaccggcgac cccactgggt gaaagtttaa aagcgctatt tgccaaacca
   545281 ttgctaccgg cattgccgga cttccgtcta ccgctggatt tgcagattga agagatctca
   545341 gggcaacagc ttaggctgac cggggataac gaggtcctta tcagcagctt gttactgcag
   545401 gccagtacac aagatcaacg gataacactg gatacgctgg agatcaaatc gccgcagggc
   545461 gggttgtcgg cgcaggggca agcgacattg gcggataagt ggccgctgga tctggtggtc
   545521 aatagtgcgt tgaacattga ctcgctgaaa ggcgaaaaag tgaaattgac cgtcggtggg
   545581 gcgctgcgtg aggaactcaa ggtcacgctc aatctgtcag ggccggtcag tgcgcaactg
   545641 gagacagaaa cgtcgctggc aaaggcaggt ttgccgttgt cgctgactct gcagagcaaa
   545701 caactgcgct ggccgttgac tggcgagccc caataccaaa tgaataacct caggatgcgc
   545761 ctcaatgggc aagcgacgga ttatgcgctt tctatccgtt ctgatatcaa aggtactgat
   545821 ctaccgccag cggtattcac gctggagggt aaaggcaatg ttgagcaatt taatctgacg
   545881 cgtttacgtc tggcggcgtt gcaaggtcac actgacctga ctggggtagt ggattggcgg
   545941 caagcgatca gttggaattc ggtactcacc ttatcgggca tcaatatggc caaacagtgg
   546001 cctgaatggc cagcaaaatt ggagggtaag attgttaccc gcggcagtat tcatggcggt
   546061 agctggcaat tgcaggttcc ggagctggta cttgatggca atgtgaaaca gaatcgcgtg
   546121 accgcccgcg ggtctctgac cggtaatgcg gcgggccaat ggcatattcc tggtatcaat
   546181 ctggcgttgg gccgtaataa gcttgatatg aaaggggagt tgaacgacaa ctggctgttg
   546241 gatgctaatg tcgatgcgcc acaacttgat ggcgcgttgc ccggtctggg tggtgtagtg
   546301 aaagggtcgc tgaaattacg cggtaacctg aaaacgccgc aactgctggc tgatctcacg
   546361 gctaaccgcc tgcaatggca agagttgcac atcaatcgta ttaaagtgga tggcgatgtc
   546421 cgttcgacag atcaaattca aggccagttg gcggtcagag ttgaacagct taagcaagct
   546481 gattttgtgg tcagtttgtt gacgttggat gcccgtggca gtgaaaaaca gcatcagttg
   546541 cgtctgaata tgcaagggga tcctgtctcc ggccaattgt cgctggaggg cagcttcgac
   546601 aaacaacaac agcgttggcg cggtactctc aataacacgc gctttgatac cccagtgggg
   546661 gaatggcgtt taagccgtgc aatgacactg gattatcaga acagcgcgca acggatcacc
   546721 atcggccccc actgttggct taatcccaat gctgagcttt gtgcgccccg gccaattgaa
   546781 gctggcccca gtgggcaggc aagtgtggta ctcaaccgct ttgatttagc gatgatcaaa
   546841 ccgttcctcg gcccggatac caccatgaac ggtgtgttta ctggccgggc agaggtcagt
   546901 tggaaagagg gcggtaagtt acctgatgtg cgggtatcac tcagtggtaa tggcgtgaaa
   546961 gtacaacaaa tggtgcaggg cagcccactg ccgattgcct ttgaaaccct gaacctgaat
   547021 ggcgggctgg cgaatgggca agtgcgcgcc gactggttgg tcaagctcgt caataacggg
   547081 cagttctctg ggcaggtgca agttgcagac ccagaagggc ggcgcaactt atccggtaat
   547141 gtagccataa gtaatctctc tctggcgatg attaacccga ttctgagtga tggtgaaaaa
   547201 gcggctggca tattgaatgc gaatctgcgt ttggcaggga atgcgaaaag tccgctcgtc
   547261 tatggccgcc tggcactgga taaggtggat attgatggca gttggatgcc attcgatatc
   547321 accgaagggc gcttggcgat gaattttgat ggcatgacat cgacgctgga ggggttgata
   547381 cggacttccc aagggcagtt gaatctctcc ggcgatgcgg actggcgtga tattagcgcc
   547441 tggcatgcca gaattgcggc caagggcaac aagttacggg ttacgatccc gccgacggcg
   547501 cgagtcgatg tttcaccgga tattgttttc gaagccacgc cgcagttatt tacgctcaat
   547561 ggttcggtcg atattccttg ggcgcgcatc accgtgcagg aagtgcccga aacagcggtt
   547621 ggcgtctcct cgaatgaggt tatgctcaat gaccaattgc agcctattgc gccacggagc
   547681 gccagtattc cgatcagcag taatttggtg attcggatcg gtaacgatgt tcgtttgaat
   547741 gcatttggtt tgaaagcccg cttgcagggc gatttgagaa tgatgcagga tcagcgtggg
   547801 ttagggctga atgggcaaat taatattccg tccggtagct tccgcgctta tggtcaggac
   547861 ctcatcgtca acaaaggaat attgctgttc tctggcccac cagatcagcc gctacttaat
   547921 attgaagcga tccgaaatcc tgactctacc gctaatggtg ttattgccgg agtacgtgtt
   547981 acggggatgg cagattcccc gcgcatggag gtattctctg atccggcaat gtctcaacag
   548041 gaggccttat cttatctgtt gcgtggccag gggcttggca attcgggggc tgacagcagt
   548101 atgatgacct caatgttgat cggcatgggg gtggcacaaa gtggtaaatt ggtgggtaaa
   548161 atcggtgagg catttggtgt cagtaatctg gcattagata ctcaaggggt cggtgatagc
   548221 tcacaagtgg tcgtgagtgg ttacgtcacc aaagacctgc aaataaaata tggtgtgggt
   548281 atatttgact cactggctac gttaacgtta cgttatcggt tgatgcccag gttgtatctg
   548341 gaagcggtgt ctggtattga tcaggcatta gatttgcttt atcagtttga gttttaacca
   548401 tgcgaattat tgtttacggc agtttacggc gcaaacaagg gaatagtcat tggatgacgg
   548461 acgctcagtt actgggtgaa catgaccttg aaggctacga aatgtacaat ttaggccatt
   548521 atccggcggt tatccccgga gacggcactg tgcattgtga agtttatcgg atcaactctt
   548581 caattatgaa tgagttagat gagcttaaaa gcaatacgaa ggactatcga cgtgagttga
   548641 tcaagacgcc gtatggcagt gcctggatat atctgtatcg cttgccgaca gagggtttac
   548701 cacgcattta cagcggtgac tggctaaagc gccatgaaga gattgataag ccgtaaaaag
   548761 taagcagtaa caaacaaggt aagcagtaac aaaaaaacac cgcacaaggt aaacggccct
   548821 attttggggc ctgttcacga taggcggtgt ttttttatag gcgatacgca gaactatttc
   548881 ttagcacgct cgaaagaaga aaggatttca gctttggctg ctgcggcatc ttcccagccg
   548941 tcaactttca cccacttgcc tgtttccaga tctttgtaat gctcaaagaa gtgtttgatc
   549001 tgtgctttca gcaattcagg cagatcctgc acgtctttaa cgtgatcata ctctttggtc
   549061 agtttgctgt gtgggactgc aaccagtttg gcatcttcgc ctgcttcgtc ggtcattttc
   549121 aatacgccaa ccggacggca gcgaataact gaacccggct gcaacggata cggtgttggt
   549181 accagcacat caaccggatc accatctaat gacaaggtgt tattgatgta accgtagttg
   549241 catgggtaga acatggccgt ggacataaaa cggtctacaa acaaagagcc ggtttctttg
   549301 tcgatttcat atttaatagg atcggcattg gcagggattt cgatcacaac atagatatct
   549361 tctggcaggt ctttacctgc gggtacttgg ttcaagctca tgtcggtttc cttttatcaa
   549421 accagaaatg gagtgctggc tattatagcc aagtctttta tgaattcctg tccttttcat
   549481 tgtcagatga cgttgagata gccagaggta gggctatttt attccgttag aaataaaaaa
   549541 cagcggctta aaaggccgct gttagcttat ttttgaaggg agcgacggca ttactgcaag
   549601 ttacttggct tcttcatctg ggaatttagc gataaaccct tccgcatctt ccaccatgga
   549661 ttttgttccc acgaagaacg gtgcgcgttg atgcagtttc tctggcacga tgtccagaat
   549721 acggttcacc ccatcggtgg ctttaccacc ggcttgctcc gcgaggaagg ccattgggtt
   549781 gcactcatac aacaaacgca gtttcccttg agggtggctg gcggtacttg ggtaaatata
   549841 aataccgccc ttcaacaggt tacgatgaaa atcagcaact aatgaaccaa tataacggga
   549901 ggtatatggg cgcttagtgg cttcgtcttg ctcctggcaa tacttgatgt attttttcac
   549961 acccagaggg aatttaatgt aattcccttc gttgatggaa tacatgcaac cggttgcggg
   550021 atagcgaact ttttcgtggg ataaacagaa aacacccaga gaaggatcgt aggtaaaggc
   550081 atggacaccg taacctgtgg tatagaccaa catggttgag gaaccgtaaa cgacatagcc
   550141 tgccgtgact tgtttggtac ccggttgcag gaagtcttct tcagtgattg gtgtcccaaa
   550201 tggcgtaata cgacgataaa ttgagaaaat tgtgccaaca gaaacattca catcaatatt
   550261 tgaagaacca tccagtggat ccatcaaaac cacatacttg gcattttctg ctcttccgcc
   550321 atcaaaaatg acaatgtcat cttcttcttc ggaggctata ccggcaactt caccacgggc
   550381 tttaagggca gctttcaact tttcattggc aaacagatcc agtttcatct ggtcctcgcc
   550441 ctgaatattg gaaacgccgc tggcacctaa gatatcaacc agacctgctt tgttgatatc
   550501 gcggtgaatg atctttgcgc cgagtttgat tgctgaaagt aacgcagtta gttcgccagt
   550561 ggcgtgagag aaatcgagct gtttctcgac gatgaattcg cctaacgttt tcatgacaca
   550621 atccctgaat ctacggttaa atatcgattt attaatacac aacacagcta atgtcagcag
   550681 tgtagcccaa aggtaagatt gattcatagg caattccatt tcttctcttt gattctgagc
   550741 ggtagaatgg ctacaaattt taagcttatt aatacggaag atttatgcgc attcacatct
   550801 taggtatctg cggcacattt atggggggct tggcgatgct cgcccgatca ctgggacatg
   550861 aagtgaccgg agcggatgct aacgtgtatc caccaatgag tactttgctt gagaatcaag
   550921 gcattgactt aattcaaggc tatgatcctg cccaactgaa tccaataccg gacctggtga
   550981 ttattggtaa tgcgatgact cgcggtaacc cgtgtgtaga agcagtattg gagcaaggca
   551041 ttccatatgt gtcaggccca cagtggttgc atgaccatgt gctccccgag cgctgggtgc
   551101 tggcggtcgc ggggactcat ggtaagacga caaccgctgg catgctggct tggatcctcg
   551161 aagcctgcgg ttatgaaccc ggtttcgtga ttggtggggt accgggtaat ttcgatgtct
   551221 ctgcccgctt aggtaatagc ccattttttg tgattgaagc ggatgaatat gattgtgcct
   551281 tctttgataa gcgctctaaa ttcgttcatt acagcccacg caccctgatc atgaataacc
   551341 ttgagttcga tcatgctgat atttttgatg atattaaggc gattcaaaag caattccatc
   551401 atctggtccg tttggtgcca gggaagggta agattatttt gccggataat gataatcacc
   551461 tgaaacaagt gatggcgatg gggtgctgga gtgagcaaga gctggtgggc gaaaccggca
   551521 gttggtttgc ccgcaaagtc tctaccgatg ccagtgttta tgaagtttta ctcgataata
   551581 atgtggtcgg cgaagtgaac tggtcattgg tgggtgagca caatatgcat aatggcctga
   551641 tggcgattgc ggccgctcgc cacgttggcg tgctaccggc tgatgcttgc cgggcattag
   551701 gtgattttat taatgcctcc cgccggttgg aactacgcgg agaagcgcat ggtgtcacgg
   551761 tttatgatga ttttgctcac catcctaccg ctattcttgc cacgctggcg gccctgcgca
   551821 gtaaagtcgg tggaacagca cggattctgg ccgtactgga gccacgctct aatacgatga
   551881 aactggggtt atgcaaaaat gagctggcac cttcattagg tcgcgcggat gaagtatttc
   551941 tgttccagcc gcagcacatt ccttggcaag tggttgaggt agctgaagcc tgtatccagc
   552001 cagcgtattg gagtgctgat atcgatcagt tagttgatat gattgtgaaa acagcacagc
   552061 ctggcgacca tattctggtg atgagcaacg gtggatttgg cgggattcac gataaattgc
   552121 ttagtgcatt ggataaaaaa gcagaacaag caacggcact gttttaggct ggataaaata
   552181 tcccctgcaa gtggggggag tgtgccggga ataacgacga aggatacaaa tcatcatctt
   552241 gaaaatatgc cccatgttaa tggggcattg cagactgctg acaaaccccg atgacgcgat
   552301 cttgaacggt gaggataggc agaggagtaa agcgtccgcg ccaaggatgg cgcggctcga
   552361 gcctacatgg atgtatttac ggcgtcttta cgatctgcct gttctctccg tcgcgggcac
   552421 tttgtcaata acctcattgg cggttattat ttacacttaa tcttatttgt aaatattagc
   552481 ggtggcatgc caattattct ctgaacgcac ttcaatcact ttatacgctt tcgcacccac
   552541 ggtatctgct ttatcagata aggcctggcg gatgtcagat ggtgcgccat taaggccact
   552601 gacggtaatt gttcccatag gttgcaactg agtcgcttga ttctcattaa tagaatctgc
   552661 tgcaaaaaca ccaaatgata atgcagatag aatgctcatt gttgcaacag tcgttttaat
   552721 attcatattg ttacctcggt atattctttc atcactttac ataaagtgtg acttacgtca
   552781 ctaaatagag tgtacgctta acaactaaaa ttattaatag cctggtaata ataattattg
   552841 tcactttact gtatgttact atctttttaa gaaccaaaag gaataataag cggcgaaaaa
   552901 acaagcttaa ttgataaaaa ctaaatactt tcaattgaat aagtgatttt gactaaacgt
   552961 gcgaactgag gcagtcgctt cagccactga tgcaataaaa agtaagcata ttgagggtga
   553021 aggctatgat aggcagtgga atacgccgtc tggcgagggt gagataatgc ggcacataag
   553081 gccgcatttt actgctcggt gtttaagcgg gacgttaaag ctcttgttcg aatagcctga
   553141 gaatagcttc gtgcagttgt ttaacggtaa aacctctggc gggcgtggtg aaaatagtat
   553201 catcaccagc aatgctacct aagatcccct ctgctttacc taatgaatcc agcaagcgag
   553261 cgatcaactg agcggcacct ggactggtat taatgacaac gactgaatca ttataatcta
   553321 catccagtac cagattcttg agtgggctgc tggtggtcgg tacccccagt tctgcgggta
   553381 aacagtaaac catctccatt ttggcattac gcgttctgac agcaccaaac tttgtcagca
   553441 tccgggaaac cttggattga ttaatgtttt caaagccttc ttcttgcaag gccaaaacga
   553501 tctcgccctg agaactaaac ttctcttctt tcaataacgc tttaaacgcc ttgataagat
   553561 cttcttgctt tgcgggattg cgcatctgtt atgccttgag cagtaaaaag ggaataagat
   553621 tattatgcat ataaatgaat ttttattcaa catggcagta aggcattgtc tggaaaagca
   553681 ctgatatcaa ggtacaacaa aattttaata tcactttttt gtcacaatta tgctaaatca
   553741 cttttcattc ttattctgcg atagtaatga gaatgttatt aaaatgatgt tgttctgatg
   553801 taacagaagg gtgtaatgta accgccggtt aacttgtcat aaatatattt gtaaatatta
   553861 gaataatgtg cgctatctca ttaatgaata agcgatttaa tctaaaatgt acgaatgtta
   553921 tgcacctttt tgatgcgtga tatctcactc tagctgttaa tttattgtgt ttaaaatcac
   553981 aataaattaa ggtgcataac tagatgaatt cacggcaaat ttaaattaaa cataataagg
   554041 agtataggat gaaagttgca gttctcggtg ccgctggtgg gattggccag gccctcgctc
   554101 ttctactcaa gacccagctt ccttcaggtt cagacctctc tttatatgat atcgcgccag
   554161 taacgcctgg tgttgctgtt gatctgagcc atatccctac agccgttaac attaaaggct
   554221 tcagcggcga agatgctaca ccagcccttc aaggggcaga tattgtgctg atttctgctg
   554281 gtgtcgcacg taaacctggt atggatcgtt cggatctgtt caacgtcaat gcgggcattg
   554341 ttcgtaatct ggttgagcaa attgcacgta cttgcccgaa cgcattgatt ggtatcatca
   554401 ctaacccagt caacacaacc gtcgctattg cggctgaagt gctaaaaaaa gcaggcgttt
   554461 atgacaagaa taagctgttt ggtattacca ctctggatac cattcgctcc aatacctttg
   554521 ttgccgaatt aaaaggtaag caaccccagg atatcgaagt gccggttatt ggtggccact
   554581 ctggtgtgac tatcttgcca ttgctatcac agatccctgg cgttagcttt acagaacaag
   554641 aagttgcaga tttgaccaaa cgtatccaga acgcgggtac cgaggttgta gaagctaaag
   554701 ccggtggcgg gtccgcgacg ctgtctatgg ggcaagctgc ggcacgtttt ggtctttctt
   554761 tggtacgtgc cctgcaaggt gaaagcaatg ttgttgaatg ctcttatgtt gaaggcgatg
   554821 gcaaatatgc ccgcttcttt gctcagccta ttctactggg taaaaacggt gtcgctgaac
   554881 gtaaagatat cggtaaactg agtgcttttg agcaacaagc gctggaaaat atgcttgatg
   554941 ttttacacaa agatatcgag ttaggtgaga agttcgttaa tcaataatat tcccttcggc
   555001 cttgacgttg cagggggtta gctgcaagcg ttactcggcc catccatggg cctcgcttct
   555061 gcgaggccgc tgcaagccgc gttcaaatct gctcccggcg ctaagtgtca ataacagttg
   555121 tcacccgaat cacttactgg tcgttgacct tagataaata gactcatcgg gactatgagc
   555181 ctcatcagag gctcatcctg cgggccagcg ctgttcaaaa tggttgaacc aatttgtcgt
   555241 ttactggctg cctacctgca atgccatgac tttggatata gagataaaaa ggggctactg
   555301 aaaagagtac gaacagtagc ccctgatatt gtaatgatac tgcccgtcgt tatgagattt
   555361 atcggcggtg taataagacg ttcacccccc accctgtgag cggtaagctg atagtttttt
   555421 ttatggctgc gttgtggttg gtcgtatcct tactttgcga tcaaggagat tccctgtctt
   555481 ggggtcaaaa taacgtgttg gccagatctc cgaaggatga atatccagac actctgcaat
   555541 caaccactcg cctttcggcc aaggtcgcgt caatgcattg gcgagcgtag aagagcttaa
   555601 tcctgccttg cgggaaaggg ctgccagagt cgtacctttc ttacgtagtg cagcaatgat
   555661 gtcggctggg tgccaatcag atttccttaa aatcatcttt aatccttttt ttttctaagc
   555721 tgctgacgtg ttagtgatat aaataacggt acatcgttaa ttatacagtg aacaaaaagt
   555781 aatcatttag aaagataata tcatttattt tccaaaaaaa tttaaatgtt ttctaaaaat
   555841 ttcttttttg tgtctcaacg catagtagga agcaacgcta tgaaaaaaga gtggtttgcc
   555901 gctaaggaat tggcaggtct tgagggacta ccttcatcac cacaaggaat aaacctcatg
   555961 gctaaacgtg agggatggga gcaacgtcgc cgccggggag ttcagggaaa ggctgttgaa
   556021 taccatattg gcagtttacc aatcacgatt ctgaattcat tacaactcag agaagagcct
   556081 gctcaatatg ccacgacacg gcaggatccg ttaaccctct gggtcgaagc ttactatcgt
   556141 tttacagagg ctgaacggga acaggttatc agctttattt tccgtgaagg ggctaaaagc
   556201 cttatcgaac gtttggaaat ggattaaccc gtgggtaaag ataggatatg accgcgctta
   556261 ctcattaatg ggataaaccc ggatggtgaa tccgggtttc taaataattt ccataaacta
   556321 taatcaaaaa cggcggtgca ctgagatatg tgccaagcct tcaagggcca gacgataatc
   556381 actttcaggt aacgcgtgca atgcggcaat cgctttatct gcttcttctt cagcacgctg
   556441 acgggtatag accagagagc cacaatgctc catggcagcc agcactggtt cgagtaaatg
   556501 acggccattc ccctgttcaa tcgcttgccg gatcattgcg gcttgttctg gggtgccatt
   556561 atgcatggca tgtagcagtg gcaacgtcgg tttaccttca ttcaggtcat cccccgtatt
   556621 tttgcctaac gtggaaccct ctgcgctgta atccagtaga tcatcaataa gctggaaggc
   556681 agtccccaga taacgaccat agttctgtaa tgccagttcc tgctcctcac tggcatctga
   556741 caatattgcg gcagattgtg cagcggcctc gaataagcgt gctgttttgc tgtaaatgac
   556801 ctgcatatag ctttcttcag tgatgtctgg gttattacag ttcattaact gtaatacctc
   556861 accttcggcg ataacgtttg tcgcttcaga catcaatgtc agcactcgca ttgattgcag
   556921 ccctgtcatc atctggaatg agcgcgtata aatgtaatcg ccgaccaata cactggcagc
   556981 gttgccaaat gcggcattgg cggtcgcttt gccacgccgc atatcggatt catcgacaac
   557041 atcatcgtgt agcagtgtcg ccgtatggat aaactcgatg agtgccgcga cggtgatatg
   557101 cttgctaccc tgatagttaa gggcccgggc caccaagacc gagatcattg ggcgaatacg
   557161 ttttccacca ccgctgataa tgtaatgacc caattgattg ataagaacaa catcagagtt
   557221 caattggtcg agaattgttg tatttactgc cgccatatct ggcgcggtta actcgataat
   557281 cttttctagg ttcattgttt tattcagctg ttcttctctt taactacgat gagattaccg
   557341 ctcacattat tacatgacgt tctctgagac catgattgta cttgaaaaat gcatcaaata
   557401 aatgagatgt aataaactgt gctttttttc ttctctcgta ctgattatat acttgtcatt
   557461 cgctacattt ttgcgtagaa ttcgcgccct attgtgaata tttatagtgc gctctggact
   557521 acaaaagtgg agtgcgcgga aagcggagtt ttatatgtac gcggttttcc aaagtggtgg
   557581 taaacaacac cgagtaagcg aaggtcagac cattcgcttg gaaaagctgg acatcgcaac
   557641 tggtgaaacg attgagtttg accaagttct gatgattgct aacggtgaag aaatcaatat
   557701 cggcgctcct ttagtcgatg gcggcaagat caaagctgaa attattgctc atggtcgcgg
   557761 cgagaagatt aagattgtta aattccgtcg tcgtaagcat taccgtaagc agcaaggtca
   557821 tcgtcagtgg ttcactgatg ttaaaatcac cggcatcagc gcttaagatt taggagagcg
   557881 gataaatggc acataaaaag gctggtggct cgactcgtaa cggtcgtgac tccgaaagca
   557941 aacgtctggg cgtaaaacgt tttggcggcg aagcagttct ggcaggcagc atcatcgttc
   558001 gtcagcgtgg caccaaattc catgcaggca tcaatgtagg ttgcggcaaa gaccatactc
   558061 tgtttgcttt ggctgacggt aaagtcaagt tcgaagttaa aggcccgaaa aaccgtaaat
   558121 ttatcagcat cgaagctgaa taagtttttc gcgtcctgta aatagatgta agccctgcaa
   558181 tttcgttgcg gggcttttta catttctggc tcgaccccac ctggtaaaaa atggatacga
   558241 aacagcaggc tggtttaggt atttttctgg cactaaccac tgccgtattc tggggtgctt
   558301 tgccgattgc aatgaagcaa gtacttgagg ttatggagcc gtttaccatc gtctggtatc
   558361 gcttcatgat ggcggcgatt ggcctgggga ttatcctggc ttcacgtcgt cagcttccct
   558421 ctcttaaact ttttcgccaa cgtcgctggc tagcattact gatcattgcg acctgtggct
   558481 tactggggaa tttcatcttc ttcagttcat cattacaata tctaagtccg acgacgtccc
   558541 aggtcattgg gcaactctcg ccagtcggga tgatggttgc cagtgttctg gttctaaaag
   558601 agcggatgcg tatcacccaa gtgattggtg cgggtatgct gatttgtggt ctattgttat
   558661 tttttaacac cagcctacat gaaattttta cccgcctgac ggattatacc cttggcgttg
   558721 cattgggcgt ctgtgcagcg gtagtctggg taagttatgg tgttgcccag aaggtgctat
   558781 taaggcgtat ggcatcgcaa caaattctat tattgctgta cactttatgt gcgattgcat
   558841 tgtttccact ggcgaaacct gctgtcattt ttcagcttag cgggtggcag tttgcctgtt
   558901 tactgttttg tggtgttaat accttggtag gctacggtgc cttggctgaa gctatggcac
   558961 gctggcaggc agcgcaggta agcgcactca tcacattgac gccattgttt accttgtttt
   559021 tttcaatttt attggcgctg gcttggccag atatgtttgc cgcaccgtcc ctcaaccttg
   559081 tcgggtacgc aggtgcattc gtggtggtgg caggtgcaat gttttccgca attggtcacc
   559141 gttggtggcc acgtcggaca gaaataaacc tggttgcttt gcaaaagcag ccggtgaatg
   559201 atttacggag aaagtaaatg aagtttgtag atgaagctgc aatcctggtt gtagcaggtg
   559261 atggtggtaa cggttgtgtc agtttccgcc gtgaaaagta tatccctaac ggtggccctg
   559321 acggtggtga cggtggtgac ggtggcgata tttacctgct ggctgatgaa aacctcaaca
   559381 cactgattga ttaccgtttt gtaaaatctt tccgggctga gcgtgggcag aatggtcaga
   559441 gccgcgactg tacaggcaaa cgcggtaaag atatcaccat caaagtcccg gttggtacgc
   559501 gggtgctgga tcaaggcact ggtgaaattg tcggtgatat ggtccgtcat ggccagcggc
   559561 tgatggtggc caaaggcggt tttcacgggt tgggtaacag ccgtttcaaa tcctcggtta
   559621 accgggctcc gcgccaaaaa accatgggaa ctgaaggtga aacacgtgag ctgatgctgg
   559681 aactgctgtt attggccgat gtgggtatgt tgggcctacc taatgccggt aaatcgacat
   559741 ttatccgcgc ggtttccgcc gctaaaccta aagttgctga ttatccattt actaccctga
   559801 ttccaagtct gggcgtagtg cgaatggatt acgaacagag ctttgtgatt gccgatattc
   559861 caggtttgat tgaaggtgct tcagatggtg cagggcttgg tattcgcttc ctgaaacatc
   559921 ttgagcgttg ccgggtatta ttgcacttgg tggatttggc gcctattgat gaatcagacc
   559981 ccgctgaaaa tgccaaagta attgttaatg agttgcagca gtacagcgag aaccttgctg
   560041 agaagcctcg ctggcttgtt ttcaataaga ttgacctgat agacccagaa gaagctgaaa
   560101 aacgtgctaa ggccattgta gaaacgctag gatgggaagg taagtactac atgatctctg
   560161 ccgcgaatcg cgacaatgtg aatgcattgt gctgggatgt catgagtttc cttaattctc
   560221 aacctaaagc catggctatt gcagaaagcg tgccagagaa agttgagttc atgtgggacg
   560281 attaccaccg tgagcaactg gcggaagttg aagcggaagc tgaagacgac tgggatgatg
   560341 attgggatga agaagatgat gacggcgtag aaattatcta cgaacgttaa attctccagt
   560401 tattctttga ataagggctg ccattttttc gtggtggccc ttattttttg gcagggtggc
   560461 ccttattggg ggcggtgagc atatctattt ctggctgtaa gtggtcgcgg gtagccagca
   560521 ttgtgccttc agaccagtac gatcaaggcg gttttccaac gtaagtttac cttgatgtaa
   560581 ctgggcaatg cggatcacga tattcaatcc taagccactg ccaccatagc gttggtccat
   560641 gcgcctaaat gcttgggtta gttcaccagc ctgattttgt tttatccctg ggccttcatc
   560701 ggtgacttgc agtaatacac cctgattttc agtggaaaga gtgacgatga tttggctacc
   560761 aaccgggcta tagcggtggg cattttcaac caaattacgc agcatcaagc gtagtagcgt
   560821 ggcgtcacct tccatttttg catgaggcgg taattcccac tgtattgttt gccgacgcaa
   560881 ctcacacatt tcagccagct cttcctgcaa gggggggacg acatcgttaa cccaatctag
   560941 ggtttgataa tggccactag caaaattttg tcccgccctc gatagcatta ataactgttc
   561001 aatcgtatgc attagcagat cgatgcgatt aatcagcgat ttactctcgg caattccctg
   561061 cttttccatt aattctaggt ggaggcgtat tcctgcgagt ggtgtacgca gttcatgggc
   561121 ggcatcggcg gtaaacaacc gttcttgctg aatggtatta gaaagtcgca ataacaattg
   561181 attgagtgtt gaggtaacag agacaatttc ttgcatttca ctgttaacaa ccaaggggga
   561241 aaggttatct gcggagcgtt ctgccaactt ttgttgtaat tgatcaagtg gacgaataat
   561301 ccaactgatt gcccagaaag acagcagcag agtgattgtc atcatgatta gcgacggtgc
   561361 aagcagggag gcaatcgcct cagctatttc tttatcaacc tgctcattac gggcttttgc
   561421 gctaagagtt tcatcgacca gaaaacttat ttgttcctga ctttcatgcc atagccagaa
   561481 tgcgctgatc aactgggtca ccagtaaaat cagcgccagc attaacagca aacgacggcg
   561541 catgctgatc atgataaggc ttccaatcga taaccaatac ctcgaacggt tcggatacga
   561601 tctttaccca gtttgcgtcg caaattatga atatgaactt ccagcgtatt agagctaagg
   561661 tcgtcattcc aggtatatag atcctgttgt aacaactcgc ggttaactgt ttgcccagct
   561721 cgcatgatta gacgtgagag gatcgcaaac tctttagggg ttatctctaa tggctgccct
   561781 tgtaaacaga cttgttgtgt cgacaagtta aggctcaggt catcttgctg taccaggttg
   561841 tcactctgcc cctgataacg gcggatgaga gcacgtaccc gggccagtaa ttcagccaag
   561901 gcaaaaggtt tgacaagata atcgtcagca ccggcatcca gcccgtcaac cctgtcttca
   561961 agcgcatcac gtgcggtgag gatgagtact ggcagggtga catgttggcg acgccattga
   562021 cgtaataaca gagtaccatc ctgatccggc aggccgagat caagaataat catgctgtac
   562081 tgactggttt gcagcaaact gtgagcctcg gcggcggtag ctgcgcagtc gcagacatag
   562141 ccttcactgg tcagcgccat ggctataccg cgttgtagca gttcatcatc ttcaacaatc
   562201 agtaatttca tagctctcag ttattctgat aaatatcttt atagaggcgg ctctcaaatc
   562261 gaaccaaggg ggctcggcga tttttttggt cttcaggtgg aacggcatag ccggataaaa
   562321 attgtacaaa tgccatacgt tgcccactag cggtagtaat gaaaccggca agattgtaaa
   562381 ccccttgcag tgcacccgtc ttcgctgaaa ctttaccgtt gacccccgct tcatgcaggc
   562441 caccacgata acgtagagta ccgtcatatc ctgctagagg cagcattgat ataaaattaa
   562501 gctcttgatc attttgagca atatattgca aaacctgcat cattgttgct ggtgaaataa
   562561 gattatggcg cgataggcca gatccatcca ccacaatgct gttaccaaga tcaacgcctg
   562621 ctttttggcg taaaatttgg cgaacggcat cggcacccga gcgccaagta cccggaaccc
   562681 caaaacgctg atgaccaatg gttctgaaga cggtgtcagc gatcatattg tctgattttt
   562741 tcagcatgat tttcagcaaa tcatgtaagg gggctgattg ggtctgtgct agcacgtttc
   562801 ccgcaggact cggtattgtt tggcggcgca gattgccatc aatttgaata tcagcttttt
   562861 tcaattcatc ttttaagata gccccggcgt agctggcccc attttgcaca gcaaaggcca
   562921 atggcaaagg ttcgctgcgc tgtgtcagac aaccggtaag cgtaaaccgg tttaattcgc
   562981 ctggcacgac gtccaactca caatattgtg catcgggtga gcctttggct aacgtgcgga
   563041 cttcactgaa catttgcacc ggataataag acgcgacacg gataaatgcg gtatcgccgg
   563101 gattgggcgc actgtaaaga gagactgaaa aacagttgcg atcaacaatg gcagcagcag
   563161 gcggcgcact aaagcattgc gtcatatcgt tccatggcca acccggtgct ttgtcatgac
   563221 tggcgaatac tgaggtatca atcaccacat cccccgcgat ctgtttaacc cccgcttttc
   563281 tgagagtcgc aaccatatta cgcagttgtt gacgcgttaa cgttgggtca ccaccaaacc
   563341 gggcaattaa attacctcgc aacacaccat cagtaatcgt gccatggctt tccaaggtag
   563401 tattgaagcg aaagtctggg ccgagttgca ataacgctgc caaggccgtc agtacttttt
   563461 gcgtactggc cggtagcgcc atctgctgag cgtgatagtc tattgcaggg gttgatgccc
   563521 caattttttg gaccattaac gcaagatttg ccccatcagg cagatactga gtgtaattct
   563581 cgacctgagc cgcattggca ttagatacac tgatattgag tatgatagaa caggccaatc
   563641 cactgacaat tcgtgaaaaa tgcataattt cggtataact gctgaataat gtgttgtcat
   563701 actacggtgc aacgagggag aaagtaaacg atgaccctaa aggaactcta cgttaaaatg
   563761 catatcaaaa tgcaaaattg atcctgactt ggggtttttg gccctaggtt tttttttgtt
   563821 tatcgcttgg aagcggatag ggtatcaagc taaccgtata ttcactcgaa aacgttagga
   563881 tgacggtttt ttgaacagga tagatttaga ggtatttaaa agatgaaaca gattccgatg
   563941 acggtacgtg gcgcagataa gctgcgtgaa gagctggatt atttaaaagg tgttcgtcgc
   564001 cctaaaatta tttctgatat cgctgatgca cgtgaacatg gcgacttgaa agaaaatgcg
   564061 gaatatcacg cagcccgtga gcaacaaggg ttctgtgaag gccgaattca ggaaatagaa
   564121 gccaagcttt caaatgctca ggtaattgat atcactaaaa tgcccaacaa tggccgtgtt
   564181 atttttggtg ccactgttcg tgtattaaat ctgaacactg aagaagaaca gaactaccgt
   564241 attgtgggtg atgacgaggc tgattttaaa caaaatctta tttcggttaa ttcgcctatt
   564301 gctcgtggcc tgattggtaa agaagttgat gacgtcgttg ttatccatac gccaggcggc
   564361 gaagtagaat atgaaattct tagcgttgaa tatgtgtaat actggcctgt attgaacagt
   564421 aaatgcccat taagttataa aataaagttg taaagaaaag taaaaggccg caagcggcct
   564481 tttatcagaa caaagtgcat ggcacctttc tctaaaacaa gcgtcattaa cgcggtaaaa
   564541 taattttgcg ttctttcgcc gggcgataga gtactaaaat attaccgatc atttggacgt
   564601 taacggcacc ggtctcacgc acaatagcgt cagcaattag ggctttggtt tcacgctctt
   564661 cagcagtgat tttcacctta ataagttcat gatgtgctag cgtttgttcg atttcagcca
   564721 gcaccccttc ggttaagccg ttattgccca gcatgactac tggttttaac ggatgggcca
   564781 agcttttcag gtgctgtttt tgtttgttat tcagattcat cgtctttttt gcttaagttg
   564841 ggattgaaaa cggttcattc taccgccatc tcatgtgtat caccaaatcg gtctacgccg
   564901 gtaaggagtt tacgcgagct aagcaacaga tgcgcgggct cttaattaag atagttggaa
   564961 aaagagatgt ctaataaaaa gcgttcggct agctccagtc gctggttaca agaacacttt
   565021 agcgataaat atgtaattca ggcacagaaa aaggggctac gctctcgtgc ctggtttaaa
   565081 cttgatgaaa tacaacagag cgataaactt tttaaacagg gtatgacagt tgttgaccta
   565141 ggtgcagccc ctggtggttg gtcccaatat gctgtaaccc agattggcag taaagggcga
   565201 gttatcgcat gtgatcttct accaatggat cctatcgttg gtgtcgattt ccttcagggc
   565261 gattttcgtg atgaactggt cctgaaagct ttacttgagc gcgttgggga taaaaaagtt
   565321 caggtggtca tgtgtgatat ggccccgaat atgagtggta ctccggcagt cgatatacct
   565381 aaatcaatgt atctggttga attagcttta gatatgtgtc gtgatgtact tgcaccaggt
   565441 ggaagtttcc tggtgaaggt gttccaggga gatggctttg atgaatacct acgggaaatt
   565501 cgctccctgt ttacgaaagt taagattcgt aagccagacg cttctcgtgc gcgatcgcgt
   565561 gaagtataca ttgtagcgac agggcggaaa ctgtagtacc ctaacgctgt ttgttaacac
   565621 agttgtaata tgaggttaat cccttgagtg acatggcgaa aaacctaatt ctctggttag
   565681 ttattgcagt cgtcttgatg tctgtattcc agagctttgg tcccagcgaa tcgaatggcc
   565741 gtagagtgga ttactctact ttcatgtccg acgtaaccca agatcaagtg cgtgaagcac
   565801 gtatcaacgg acgtgaaatt aacgttagta agaaagataa cagcaaatat acgactttta
   565861 ttccggtcaa tgatccaaag ctgctagata ccttattgac taaaaatgtg aaagttgttg
   565921 gtgagcctcc agaagagcaa agcttactgg catctatctt tatatcttgg ttcccaatgt
   565981 tgttattgat tggggtctgg atcttcttta tgcgtcaaat gcagggcggc ggtggcaaag
   566041 gagcaatgtc ctttggtaaa agcaaagctc gaatgctgac ggaagatcag ataaaaacct
   566101 cgtttgctga tgttgctggt tgtgacgaag caaaagaaga ggtcagtgaa ttagttgact
   566161 acctgcgtga gccaagccgt ttccagaaat tgggcggtaa aattcctaaa ggcgtgttga
   566221 tggtaggccc tccggggacg ggtaaaacct tgctggcgaa agccattgca ggtgaagcta
   566281 aagtgccatt cttcacaatt tctggttctg acttcgtaga aatgttcgtt ggtgtcggtg
   566341 catcccgtgt ccgtgacatg tttgaacagg ctaaaaaagc tgcgccttgt atcatcttca
   566401 ttgatgaaat cgatgcggtt ggccgtcaac gtggcgctgg tctgggtggg ggtcatgacg
   566461 aacgtgaaca gacgctgaac caaatgctgg ttgaaatgga tggcttcgaa ggtaatgaag
   566521 gcatcattgt tattgcggca actaaccgcc cagacgttct ggatcctgcg ttattgcgcc
   566581 caggccgttt tgaccgtcag gttgtcgttg gtttacctga tgttcgtggt cgtgaacaaa
   566641 ttcttaaagt tcacatgcgc cgtgtgccat tagataccga tattgatgct tcagtgatcg
   566701 ctcgtggtac tccaggcttc tctggtgctg atttggcgaa cctggtaaac gaagctgcat
   566761 tgtttgccgc ccgcggtaac aaacgcgttg tttctatggt tgagttcgaa aaagcgaaag
   566821 acaaaattat gatgggtgcg gaacgtcgct ccatggtaat gacagaagcg cagaaagaat
   566881 ctacggccta ccatgaagca gggcatgcca ttattggtcg tttagtgcca gagcatgatc
   566941 cagtgcataa agtgacgatc attcctcgtg gccgtgctct gggtgtcacc ttcttcttgc
   567001 cggaaggcga tgcaatcagt gctagccgcc agaagttgga aagtcagatt tctaccttgt
   567061 acggtggtcg tcttgcagaa gagatcattt atggcccgga aaaagtgtct accggtgctt
   567121 cgaatgatat caaagtggca acgtctattg cgcgtaacat ggtaacgcag tggggcttct
   567181 ccgaaaaact ggggccgttg ctgtatgctg aagaagaggg cgaaattttc ctcggccgtt
   567241 ctgtagcgaa agctaagcat atgtctgatg agactgcgcg tatcatcgat caggaagtta
   567301 aattacttgt tgagcgtaac tatcagcgtg cacgtaaatt gctgttagaa aatatggatg
   567361 ttttacactc catgaaagac gcgttgatga agtatgaaac tattgatgcg ccacagattg
   567421 atgacttgat gaatcgcaaa gaagttcgcc cgccagcggg ttgggacaat gtgaccaaaa
   567481 ataaatcatc tgacaatgac aatacaccaa cggcaaccat gccggctgat gaaccgaata
   567541 ctccaacgtc gggcaataca gtgtcagaac agttgggtga taagtaaatc aactagctgt
   567601 tggcatctaa aagcgttgtg actaatataa ccctaggctt gcctagggtt tttttgttgc
   567661 taaatttaat aactgaagtg aatagccact tttaaggcgc aataacatgc atctaactgc
   567721 cagaggtctg acgttggatc tctctcgtcc acaagtcatg ggtattctga atgtcacacc
   567781 agattcattt tcagatggtg ggtgtcacaa taaccttgat caagcattgc aacatgctca
   567841 acggatgtta tcagcaggcg ctacgctgat tgatatcggt ggtgaatcaa cgcgccctgg
   567901 ggctgctgaa gtcagtgagc aagaagaact tgatcgagtc gtgcctgtgg ttgaggcgtt
   567961 agctcagcgt tttgatgtgt ggctctcggt agacacgtct aaagccgctg ttatcactga
   568021 atctgctcat gcaggtgccc atctaattaa tgatatccgc tcgttgcaag agcctggcgc
   568081 tcttgaagca gcggcaaaga ctggcttacc ggtgtgccta atgcatatgc aggggcaacc
   568141 gaaaaatatg cagcattcac cctactatga tgatttaatg accgatataa atcggttctt
   568201 ccaacatcat attgaacgct gtgttgcggc aggtatcgca aaaaataaat tgttgctcga
   568261 cccaggcttc ggtttcggta aaaatctggc gcataattac caactattgg cacatctgtc
   568321 agagcttcac cattttgagt tgccattatt ggtcggaatg tcgagaaaat cgatggtagg
   568381 ccaattattg aatgtaccac cacaacagcg tgtcatcggg agtgttgctt gtgcggtgat
   568441 tgctgccatg caaggtgcgc agattatcag agtgcatgat gtcaaagaaa ctgtcgaggc
   568501 gatgtgtatc gtcgaggcaa cacgttcagc gaagggataa agataaatta tgagtaaccg
   568561 taaatacttt ggtacagatg gcattcgcgg taaagtgggt gaaagtccga ttacgccgga
   568621 ttttgtattg aagcttggct gggctgccgg taaggttctg gcacgacatg gttctcgtaa
   568681 aattattatt ggtaaagaca ctcgcatatc tggttatatg ctggaatcag cacttgaggc
   568741 gggcctggca gccgctgggc tatctgcgct atttactggg ccgatgccca cacccgctgt
   568801 tgcttatttg acacgtacct tccgcgctga agcgggtatt gtaatttctg cttctcataa
   568861 ccctttctat gataacggta ttaagttttt ctccattgat ggcaccaaat tgcctgatga
   568921 tgtggaagag gctattgaag ccgaaatgga aaaaccgctg acttgtgttg aatccgctga
   568981 gttgggaaaa gctaaccgta ttgttgatgc tgctggtcgt tacattgagt tctgcaaagg
   569041 gacattccca agcgaactta gcctgaatga gctgaaaata gtggtcgatt gtgccaatgg
   569101 tgctacgtat cacatcgcac caagcgtatt acgtgaattg ggcgcgacag tgattaccat
   569161 cggctgtgaa cctgatggta tgaacatcaa cgaagagtgt ggtgctacag acgttcgttt
   569221 gctgcaagaa cgtgttcttg ccgaaggggc tcacgtaggc ttggcattcg atggggatgg
   569281 cgatcggctg atgatggttg accatttggg gaataaagtt gatggtgacc aaattctgta
   569341 cattattgcg cgtgaaggct tacgccaagg tcaattgaaa ggcggtgcgg ttggcacgct
   569401 aatgagtaac atgggccttc aattagccct gaaagatctg ggtatcccat ttgttcgtgc
   569461 caaagtgggc gatcgctatg tcttggaagc gatgcaagag aaaggctggc gtattggtgc
   569521 agaaaactcg ggtcatgtaa ttttattgga taaaaccacc actggcgatg ggattgtggc
   569581 aggtttgcaa gtgctcaccg ccatggttcg taaccatatg agtttgcatg acctgtgtag
   569641 tggcatgaag ttattaccac aaattttggt aaatgtgcgt ttctccggcg agcataatcc
   569701 actgaaatct gatgaagttg aagaagtgac ccggcaggtg gaaaaagaat tgggtggtcg
   569761 tggccgggtt ctattacgta aatcgggtac tgaaccactc attcgcgtca tggttgaagg
   569821 tgatgcggaa gaatcactga tagctgaaat ggcaaaccgg attgctgatg cagtaaaggc
   569881 agcaggttaa ccctttttta aagggggaga ggcactcttc cccaagaaat tacgctgaag
   569941 ttgaataact tgacgctttt ttctgcaaat aaacccatgt gatgaaattg cccttgcgtg
   570001 aactagacgc tttggttagt attcacaccc gcttaagtgg gtgaataagt cccccgctga
   570061 tgggtgagaa gcatttggca tgcggtgaac ccgcaaggat acaggtacaa ctatgtacga
   570121 agctcttctg gtatttttct tgctgatttc gattgggctc gtagctctta tcatgttaca
   570181 gcaaggtaaa ggtgcggata tgggagcctc attcggagca ggtgcgtctg caactctgtt
   570241 cggttcgaat ggttccggta actttatgac ccgcatgacg gctgtattgg cgacgctgtt
   570301 tttcgtcatt agcttgattt tgggaaacat gagctccaac cagggccaaa aaagcagtga
   570361 gtgggaaaat ttaggtcagc cactgaaaac tgagcagact gcaacgccgg tagcaccagt
   570421 gaaaccgagc agtgatatcc cgcaataata atgtttctca gcagcacagt aagtgtaaag
   570481 aaaaagagtt ttaaaagggt tgttgttact tggacagtaa aaacaaccag ttgaatcagt
   570541 gccggggtgg tggaattggt agacacgcta ccttgaggtg gtagtgcccg attgggctta
   570601 cgggttcaag tcccgtcctc ggtaccaaat cagatagata acttgctttt ttatcgttat
   570661 cgacgtagta tttgccacgt tttcggacgc ggggtggagc agcctggtag ctcgtcgggc
   570721 tcataacccg aaggtcgtcg gttcaaatcc ggcccccgca accactttcc taaagtgttt
   570781 tttttcaaat gttgtattcg gtagacctca gatactttcg atttcaattt gaaaaaaata
   570841 cttgccagag agttgcaccg aagccgcttt gcggcaaaca gggtccagtt gcataaagcc
   570901 ccgaatttcg gggttttttg ttatttgaca gcagaatcac tgggctatta agcccttttt
   570961 ttatgtcttg ggggtgggct tgtccacatt agaacaaaag ttaacagaga taatttcagc
   571021 accggttgaa gctttaggct acgaattagt tggcatcgaa ttcatccggg ggcgccaatc
   571081 gacgctacga atttatattg atagtgacga cgggatcact gttgatgctt gtgctgatgt
   571141 cagccaccag gtcagcgcag tattggacgt agaagatccg attacggtcg cttacaactt
   571201 agaagtttcc tctcctggcc ttgatcgccc aatgttcacg gctgaacatt atactcgtta
   571261 cctcggcgaa gaggtcactt tggttttgcg gatggcaatg cagaatcgcc gtaaatggca
   571321 gggtattatt aaagccgttg atggcgaaat gatcacggtt actgtggatg gaaaagatga
   571381 agtgttcgcg ctgagcaaca tccagaaagc gaacctggta ccccactttt aaagtttgga
   571441 tgaggcaact aggatgaaca aagagattct ggctgttgta gaagcagttt ccaatgagaa
   571501 atcccttccg cgcgagaaga tttttgaggc gttggaaacc gctctagcga cagcaaccaa
   571561 gaaaaaatac gaacaagaga ttgaagtccg cgtcagtatt gaccgtaaaa ccggtgattt
   571621 tgatactttc cgccgttggg tcgctgttga cgaagtgact atgccaaccc gtgaaatcac
   571681 gttggatgcg gctcaatttg aagatccttc tctccaattg ggtgattatg tcgaagacca
   571741 gattgaatcg gtgacttttg accgcattac cacccaaaca gccaagcaag tcatcgtaca
   571801 aaaagtacgt gaagctgaac gggcgatggt tgttgagcag ttccgtcaat atctggggca
   571861 aattgtcact ggtattgtta agaaagttag ccgtgacagt attgcactgg atctgggcca
   571921 caatgcggaa gctgttattg gtcgtgaaga tatgctcccg cgtgaaaatt tccgcccagg
   571981 tgaccgtatc cgtggtgttc tgtatgacgt gcgtccagaa gctcgtggcg cacagttgtt
   572041 tgtcagccgt tcacgttctg aaatgttggt cgaactgttc cgcattgaag taccagaaat
   572101 tggtgaagag ctgatcgaaa ttaaagccgc tgcccgtgat cctggctctc gtgctaaaat
   572161 tgcggtcaaa accaatgaca agcgtatcga tccggttggt gcttgcgttg gtatgcgtgg
   572221 tgcccgtgtt caggctgtgt ccagcgagct tggcggcgag cgcattgata ttgtattgtg
   572281 ggatgataat ccagcccagt ttgttattaa cgctatggcg ccagctgatg ttgcgtctat
   572341 tgtggttgat gaagacaaac acacgatgga tgttgccgtt gaagccagta atttggccca
   572401 ggcaattggt cgtaatggcc agaacgtacg tttagccgcg cagcttagtg gctgggaact
   572461 gaacgtaatg acggcggacg atcttcaggc gaagcatcag gccgaggctc atgccgctat
   572521 tgataccttc actaaatatc ttgatatcga tgaagacttt gccaccgtat tggtagaaga
   572581 aggtttctct tctctggaag agttggctta tgtgccaatg aaagaacttc tggaaatcga
   572641 tggtcttgac gaagatacgg ttgaagcgct gcgtgatcgc gccaaagctg cattgaccac
   572701 gctggccctg gcacaagaag aaagttttgg cgaccagaaa cccgctgatg acctgttgaa
   572761 tttagcgggt ctggaacgta gcatggcatt caaattggct gcgcgcggtg tatgtacgct
   572821 ggaagatctt gccgagcagg gtatcgacga tttggcagat attgaagggc ttagcgatga
   572881 gcaagccggt gagctgatta tggccgcacg taatatctgt tggtttggcg ataatgcgta
   572941 ataaactgta gcaggaagga acagcatgac agatgtaacc gtaaaatcgc tggcagcaga
   573001 gattcagacc ccggttgatc gcctggtaca gcagtttgct gatgcaggga tcaagaagtc
   573061 tgacgtagac tcagttaccc agcaagaaaa agaaatactg ctggcacact taaaccgtga
   573121 acatggtagt gtgcctaaca aactcacgtt gcaacgcaaa acgcgtagca ccttgaatat
   573181 tccgagcacc ggcgggaaaa gtaaatcggt gcaaatagag gtccgcaaga aacgcactta
   573241 tgtaaatacg ccggaagctg aacaagcgaa agcggaagaa caggcacagc gtgaagcgga
   573301 agagcaggca caacgtgaag cggaagccac agcgcagaaa atcgctgaag aaaaagctaa
   573361 gcgtgaggct gaagaacaag ccaaacgtga ggccgctgaa aaagctaagc ggcaagcagc
   573421 ggaaaaagaa aaagtgacga atcaacaaac cgacgaaaaa actaagccag ctcagaccga
   573481 taaagcacgt cgtgaagctg aagctgcaga gctaaaacgc tctgtagaag aagaaacacg
   573541 ccgtaaggtc gaagaagacg ccaaacgcgt tgctgaggaa gcccgtaaaa tggcagccga
   573601 aaatgaaggc aaatggcctg agccagtggc tgagcagact gagtctgctg actatcatgt
   573661 caccacctca caacatgcac gcgccgcgga agatgaaaac gacgccaaag ttgaaggtga
   573721 tcgccgcagc cgtactcgtg gtggtaaagc gactaaacag aagaaaggca acaaactctc
   573781 tgagtctaaa gctgatcgcg aagaagcacg tgctgttggc cgcaaaggca aacgtaaacc
   573841 aagcacatta cagcagagct ttaacaagcc tgttgttgcg gtgaaccgcg atgtagtgat
   573901 tggcgagaca gtaacggttg ctgaattagc caacaaaatg gcggttaaag gctctcaggt
   573961 catcaaagcc atgatgaaac tgggtgcaat ggcaaccatt aaccaggtta tcgatcagga
   574021 aacagcacag ctggttgctg aagagatggg ccacaaagtt atcctgcgtc gtgagaacga
   574081 gctggaagaa gcgctgatga gtgaccgtga tattggtgtt gaagctgccg ctgagcaccg
   574141 cgctccggtt gtgaccatca tgggccacgt tgaccacggt aaaacgtctt tactggatta
   574201 catccgctcc acgaaagtgg cgtcaggtga ggccggtggt attactcagc atatcggtgc
   574261 ttatcacgtt gaaactgaaa acggcatgat caccttcctg gacaccccag gacacgccgc
   574321 gtttacatca atgcgtgctc gtggtgctca ggcgacggat atcgtagtac tggttgttgc
   574381 agcggacgat ggcgtgatgc cacaaactat cgaagctatt cagcatgcta aagcggcgaa
   574441 cgtgccggtt gtggttgcgg tgaataaaat cgataaacca gaagctgatc cagatcgcgt
   574501 taaaactgaa ttgtctcagt acggtatcca gcctgaagag tggggcggtg agtctcagtt
   574561 catcaacgta tcagcgaaag ccggtatcgg tattgatgaa ttgttgaacg ctatccttct
   574621 gcaagctgaa gttctggagc tgaaagccgt acgtactggt atggcaaacg gtgtggttat
   574681 cgaatccttc ctggacaaag gccgtggccc agtggcaacc gtgctggtcc aacaaggtac
   574741 cttgaacaag ggcgatatcg tactgtgtgg ctttgaatat ggccgtgtcc gtgcgatgcg
   574801 tgatgagtta ggccgcgata ttacttctgc gggtccgtct attccggttg agattctggg
   574861 cttgtccagt gtccctgctg ccggtgacga agtgactgtt gttcgtgacg agaaaaaagc
   574921 ccgtgaagtt gcactgtatc gtcagggcaa attccgtgaa gttaagttgg ctcgtcagca
   574981 gaaatctaag ctggaaaaca tgtttgctaa catgaccgaa ggtgaagttt ctgaactgaa
   575041 cattgtgatc aagtctgacg tacagggttc ttgtgaagct atctgcgact cactggaaaa
   575101 actgtctacc gatgaagtga aagtccggat tgttggctca ggtgttggtg gtatcaccga
   575161 aactgatgca acactggccg ctgcatctgg cgcaatcatt cttggtttta acgttcgtgc
   575221 tgatgcttcc gcgcgtcgtg tagtggaaac tgaaggcttg gatctgcgtt actactcagt
   575281 aatttatagc ctgatcgacg aagtgaaaca ggcgatgagt ggtatgctgg cacctgagta
   575341 caaacagcaa atcattggtc tggctgaagt tcgtgacgtc tttaaatcac cgaaatttgg
   575401 tgccattgca ggttgtatgg ttaccgaagg tgtgattaag cgtaacaatc caatccgtgt
   575461 tctgcgtgac aacgtggtta tctatgaagg cgagctggaa tccctacgcc gcttcaaaga
   575521 tgacgttagc gaagttcgca acggcatgga gtgtggtatc ggcgttaaga actacaatga
   575581 tgtgcgtacc ggtgatgtga tcgaagtctt cgaaattatc gaaatcaaac gtaccattgc
   575641 ttaagcactt ctgatttgca aatatccatt tggggggcct tggcccccca aactgtctgg
   575701 agaatccaaa tggcaaaaga atttagtcgt tctcagcgtg tttctcagga aatgcaaaaa
   575761 gagatcgcac tcatcttaca gcgtgaaatc aaagatcctc gtgttggtat ggctacagtg
   575821 tctggcatcg aactgtcccg tgatttagcc tacgctaaag tatttgtgac cttcttgaat
   575881 gtgttaactg ataacgcaga tccggatacg gttaaaaacg gcattaaagc tttgcaagat
   575941 gcttcaggtt atatccgcac tttgctgggt aaagccatgc gtctgcgtat cgtgccagag
   576001 ctgacctttg cctatgataa ctccctgatt gaagggatgc ggatgtctaa cctggtgagc
   576061 aatgtcatca aaaatgatgt agagcgtcag gttaatccag gtagtgacga ggagaagtaa
   576121 tggggcgtcc acgtcgtcgc ggccgtgaca ttaacggcgt tttgctattg gataagccgc
   576181 taggcctctc ttctaatgac gttttgcaaa aagtaaaacg tctctttagc gctaatcgcg
   576241 ctggtcacac gggtgctctt gatccattag caaccggtat gttgcctatt tgtctgggcg
   576301 aagcaactaa gttttctcaa ttcttactcg attcagataa acgttaccga gtggttgctc
   576361 ggctggggca acgcacggat acctcagatg cggaaggtgc gttaatcagt gagcgtgagg
   576421 tcaatcttac tcaagctcag atcgatactg cactggagag tttccgcggt gaaagccagc
   576481 agatcccctc catgtattct gcattgaaac atcaaggtaa gcctctttac gaatatgccc
   576541 gtcaggggat tgaagtcgaa cgtgaagctc gcagcattac ggtttacgag ttgctcttca
   576601 tccgttggga aggcaatgat ctggaactgg aaattcactg ttcgaaagga acgtacattc
   576661 gtaccatcat cgatgacttg ggtgaattat tgggttgcgg cgcacatgtc agttatctgc
   576721 gtcgcttgca ggttgcgact tacccgagcg aacggatggt gaccctagag cagttaacgg
   576781 cgatggttga ggctgcgcag gcagagggac gctcgccaaa tccagaactg gattcgctgt
   576841 tattgccgat ggacagtgcc gttcttaatt ttcctgaagt caatctgtta ccttccgtgg
   576901 ccgcttatgt aaaacagggg caaccggtgc atgtgtcagg tgctcccagt gaaggaatgg
   576961 tccgaatcac tgaaggtaaa gagcgtaatt tcattggtat tggtactatc gcagaagatg
   577021 gccgcgttgc ccctaaacgt ttggttgtgg aaagcgtgga agtagaaaat ctgccagtag
   577081 aaaataaaaa gtaggccaca cggcctgcct tgcgatcccg cgattcaaag agtagaatag
   577141 tgcggcttac atattgggtt gctgaattag agatcggcgc ctgtcttaat tcatttatat
   577201 atttggagtt gtatcatgtc tctaagtgtt gaagcgaaag ctaaaattgt tgctgacttc
   577261 ggtcgcggta ctaatgacac cggttcaagc gaagttcagg ttgctctgtt gactgctcaa
   577321 attaaccatt tgcaaggtca cttctccgag cacaaaaaag atcaccatag ccgtcgtggt
   577381 ctgttgcgta tggtatccac gcgtcgtaag ctgctggact acctgaagcg tcaagatgta
   577441 gcgcgttacg cttccctgat cgaacgttta ggtctgcgtc gctaagtctg cgagtttcgg
   577501 gagaaagggg ccaagttgca ctgaacccca gatcttggat ctttttatcc atgatctgga
   577561 ggttcggttc aatgaaacac cctttttcaa cccgcctagc ggcggttcaa cattaccttt
   577621 caggaaaggc cactctgcgg gaaaccgcac gtcaattcag tgttggcaaa tcccctctta
   577681 cgcgttggat ccgagctttt cgccgtcaag gtgaggctgg actggagcac catctttcca
   577741 gaacttatac tccagaattc aggctttgcg ttgtccgcta tatgatggca aacagatgta
   577801 gcgctgccga tgcttctgct cattttaaca ttcccaacga gacgattatc caaaactgga
   577861 tgaaacgtta tcgagaggga ggaaaagaag cgcttaaccc atcgaaaacg ggtcctacta
   577921 tgccaaaaga taaatatgag cacgattcaa aaccgttcag cgagatgacg catgcggagc
   577981 tagagaaaga acttgagtat ctgcgcgcgg aaaacgctta tctaaaaaag cggaaagccc
   578041 tgagagaaga aaaggcactc agggagcagc agaaaaacca gaatagttca agcactgaca
   578101 gcagaacatc gactttcttg cctactgtgt gccgcaaaat tggcacgcag tacatactat
   578161 tatcatgcat cgaaaccgga cggtgtaatt gatgactatg cagatgcggt aaaagcgatt
   578221 ggcgccctaa gcagacgaca cgcacagcgc tacggttatc gccggatgac ggtcgcactg
   578281 agaaaagaag ggttcacact gaatcacaaa acggtgcgaa aactgatgaa tcagcacggg
   578341 ttactcagcc tcattcggcg gaaaaaatat cgctcctata gggccgatgg tggccgggca
   578401 tccgataatc tattggctcg taattttaca tccgaaatca gtggattgaa gtggtgtaca
   578461 gatgtcacag agttccgagt tggagcacag aagctgtatt tgtcggtgat acaagacctg
   578521 tttaataatg agattatttc ttggcatatg tcagaaagag cagcattaat cctgacgtgc
   578581 aagacgctgg aaaaagcgct gaaagtgaaa gggagaaaag aaggcctgat gttgcacagc
   578641 gatcagggct ggcattaccg aacgccgatg tggcgctcaa tgcttgtcga ggcggggata
   578701 aggcaaagta tgtcacgcaa aggcaattgt ttagataatg cagtgatgga aaatttcttc
   578761 agtcacctga aagccgagat gtatcaccgt aagaagtacg attcagccac agttttaaag
   578821 cgtgacattg tagaatatat ccattattac aatacagagc gcattagcct gaaaacaggc
   578881 ggaatgagtc cggcagaata ccggactcag gtagaaaagc agtaaagcag atgtccaagt
   578941 tttggggttc agtgcaagtt ggcccctttt ttctaagaag taatgataga atacgttagt
   579001 atattgttat tattatataa gatttataaa taggatcttc caatgcagag gttcgcgcgg
   579061 ctaatgagag actttaactt aatgaaagtt aaggattgtc attagtcgcg aggatgcagt
   579121 gtgaaggtat cagtaacagg tggattagat cgtcaatacg atcaggcacc gcaaagcata
   579181 agggtacaat tttgctgact ccgattattc gtaaattcca gtatggtcaa cataccgtaa
   579241 ctatcgaaac tggtatgatg gctcgccagg ccactgcagc cgtaatggta agcatggacg
   579301 acactgcagt attcgtgact gttgttggtc aaaagaaagc caaaccaggc cagagtttct
   579361 tccctctgac ggttaactat caggagcgta cttacgctgc tggccgtatc ccaggtagct
   579421 tcttccgtcg tgaaggccgc ccaagtgaag gcgaaacact gacttcacgt ctgatcgacc
   579481 gcccaattcg cccactgttc ccagacagct tcctgaacga agttcaagtg attgcaaccg
   579541 tcgtttcggt taacccacaa attaacccag acatcgtggc actgattggt gcatctgcgg
   579601 cactgagctt gtcaggcatt ccatttaacg gcccaatcgg tgctgctcgc gttggtttta
   579661 tcaacgacca gtatgtgctg aacccaacca ctgacgagct gaaagagagc cgtttggatc
   579721 tggttgttgc cggtactgcg ggtgcagtgc tgatggttga atcagaagcc gatattctgt
   579781 ccgaagagca aatgttgggc gcggtcgtct tcggccacga acaacagcaa gttgtgattg
   579841 aaaatattaa cgctttggtt gctgaagctg gcaaacctaa gtgggattgg caggcagagc
   579901 ctgtcaacga agcactgcat gcgcgtgttg ctgaactggc cgaagcgcgt ctgggcgatg
   579961 cataccgtat cactgaaaaa caagaacgtt atacgcaagt tgatgctatc aaagctgacg
   580021 tgaccgaagc gctattagcg caggacgaca cattagatgc cgctgaaatt caggatatcc
   580081 tggccagcgt tgagaaaaat gttgtgcgta gccgtgtgct gcgtggtgag ccacgtatcg
   580141 atggtcgcga aaaagacatg atccgtggtt tggatgtacg tactggcatc ttgccacgta
   580201 ctcatggttc tgccttgttc acccgcggtg aaactcaggc gttggttacc gctacgctgg
   580261 gtacggcacg tgacgcacaa aacattgatg agttgatggg tgagcgcaca gattcattcc
   580321 tgttacacta taatttccct ccgtattgtg taggcgaaac agggatggtt ggctcaccta
   580381 agcgtcgtga gattggccat ggccgccttg cgaaacgtgg tgttctggct gtgatgccaa
   580441 gtgcgagcga gttcccttac actattcgtg tggtttctga aatcaccgag tctaatggtt
   580501 cttcctcaat ggcttctgtt tgtggtgctt ctctggctct gatggatgcg ggcgtgccaa
   580561 ttaaagccgc tgttgctggt attgcaatgg gcctggtaaa agagggtgat aactttgtcg
   580621 ttctgtctga cattctgggt gacgaagatc acttgggcga catggacttt aaagtagccg
   580681 gtagccgtga cggtgtgacc gcactgcaaa tggacattaa aattgaaggt attacccgcg
   580741 aaattatgca ggtagctctg aatcaggcta agggtgcacg tttgcacatt ctgggcgtga
   580801 tggaacaggc tatcagcaca ccacgtggcg atatctctga gtttgctcca cgtatctaca
   580861 ccatgaagat caaccctgag aaaatcaagg atgtgatcgg taaaggtggt tcggtgatcc
   580921 gtgcgctgac tgatgaaact ggcaccacga ttgaaatcga agatgatggt accattaaga
   580981 ttgcagcaac tgatggcgat aaagcaaaac acgctatccg tcgtatcgaa gagattactg
   581041 ctgaaatcga agtgggccgt atttacgcag gtaaagtcac ccgtatcgtt gatttcggtg
   581101 catttgttgc tatcggtggc ggtaaagaag gtctggtaca tatttctcaa atcgctgata
   581161 agcgtgtaga gaaagtgaca gactacctgc agatgggtca agatgtgcca gttaaagtaa
   581221 tggaagttga tcgtcagggc cgtatccgcc tgagcatcaa agaagccact actcctgacg
   581281 cagaagcacc agaagcagca gcagagtaat taagtcattc cacagctcct tgctcattgg
   581341 taaggggctg tgttatctca ggggcgggat gctcttgtgt taaacaaatg gatgaaagga
   581401 tgtttatcca atgtttgtct tcgggagtag gaaatgaagc ctttcttgcg ctggtgttac
   581461 gttgcgacag cactcatgct ggcaggatgc agcaaccatg attggcgtaa agacgaggtt
   581521 ttggcaatcc cgttgcaacc aacgttacag caggaagtga ttctggcacg catggaacaa
   581581 atccttgcaa gtcgggcact tacggatgat gagcgcgcgc agcttttata tgagcgcgga
   581641 gtgctgtatg atagcctcgg gctacgggca ctagcgcgaa atgatttttc gcaagcgtta
   581701 gctattcgtc ctgatatgcc agaggttttt aactatcttg gcatatattt aacgcaggca
   581761 ggcaattttg atgctgccta tgaagcgttt gattctgtac tagagcttga tccaacttac
   581821 aattacgcgc gtttaaaccg gggtatcgcc ttgtattatg gcggtcgatt cccgttggcg
   581881 caggatgatc tgcaggcgtt ttatcaagac gatccaaatg atcccttccg ttcattatgg
   581941 ctgtatctgg tggaaagaga aatcgatcct aaagcagctg tagtagcgtt acaacaacgc
   582001 tatgaaaaat cggacagagg gcaatgggga tggaatattg tcgaattcta cctgggcaag
   582061 atcagcgaaa aatcgctgat ggaaaggctc aaggcagatg caacggataa cacttcgctc
   582121 gctgagcatc tcagtgaaac tgacttctat ttaggtaaac attacctaag tctgggggac
   582181 aagaacaccg cttcggtgct gttcaaactg acggtagcta acaacgttca taactttgtt
   582241 gagcaccgct atgcattgtt ggaattggca cttttgggcc aagaacaaga cgacctatcg
   582301 gaatcggacc agcaatagct gacgaacaac tatcagcctg atataccttg gtttttacca
   582361 aagttaatca ccctaacagg tgatggcctt tttgttcgtt ttataatcta atttgagccg
   582421 gttcacactt ttcaatgaaa atgactgaaa attttctcga cgagttatgt agactggctg
   582481 ccattattaa tgaggcacgt gtacatgact actgagcttg aaacctcttt tgctgatctg
   582541 gggctgtccg ctccaattct ttccgctctg actgatcttg gttatgaaaa accatctcct
   582601 atccagttgg aatgtattcc acacctgtta aacggccgtg atgttctcgg tatggcgcaa
   582661 acaggcagtg gcaaaacagc cgcgtttggt ctgccgctgt tacacaatat taaagctgat
   582721 ctgaagtcgc cacaggttct ggtgttggca ccaacccgtg aattggctgt tcaggttgct
   582781 gaagcgctgt ccagtttctc taaacacatt aatggcgtca acgtggtggc cctgtacggc
   582841 ggtcagcgtt atgacgttca attacgcgct ttgcgccagg ggccacaagt tgttgttggt
   582901 accccaggtc gtctgttaga ccacctgaaa cgcggtaccc ttaacctgtc caacctgagc
   582961 ggtttagtgt tggatgaagc agatgaaatg ctgcgcatgg gctttatcga agacgttgaa
   583021 acgattatgg cgcagatccc ggctgaacat cagaccgcgt tgttctctgc aaccatgcca
   583081 gaagcgattc gtcgtattac gcgtcgcttc atgaaagaac cacaggaagt ccgcattcaa
   583141 tctagcgtga cgacccgccc tgacattagc cagagctact ggagagtggg tggcggttac
   583201 cgtaaaaatg aagcgctggt acgtttcctg gaagctgaag atttcgatgc tgctattatt
   583261 ttcgtacgta ccaaaaatgc gaccttggaa gtagcagaag cccttgagcg tagcggctac
   583321 aacagcgcgg cactgaatgg tgatatgaat caggcactgc gtgagcagac gctggagcgt
   583381 ttgaaagatg gccgtctgga tattctgatt gcaactgacg tagctgcccg tggcttggac
   583441 gttgagcgta tcagcttggt cgtaaactat gatatcccta tggattcaga gtcttatgtt
   583501 caccgtatcg gtcgtactgg ccgtgcaggt cgtgcaggtc gcgcgttgct gttcgttgag
   583561 aaccgtgaac gtcgtctgtt gcagaacatc gaacgcacga tgaagctgac gatcccagaa
   583621 gttgagttgc caaacgcaga tttgctgagc gaacgtcgtt tagctaaatt cgccgctaag
   583681 gttagccaac aactggaaag cagtgatttg gatatgtacc gcgcattgct ggctaagctg
   583741 caaccggaag aagagtttga tatcgagact ctggctgctg cactgctgaa aatggcgcag
   583801 ggcgaacgtc ctctgatcct gccaccagaa gccccacgcc gtccgcagcg tgaattcaat
   583861 tcacgtgatg accgtggtaa cgatcgtggt agccgtgatc gtggtgacag ccgtcgcgat
   583921 aaccgctctg acagccgttc tgctgatagc cgtgatggtg gtgagcgtcc tgctcgtcgt
   583981 gaacgtcgtg atgttggcga gatggagctg taccgcattg aagtgggccg tgatgatggt
   584041 gttgaagttc gccatattgt tggcgctatc gctaacgaag gtgatatcag cagccgttat
   584101 atcggtaata tcaagttgtt tgcttcccac tcaacgattg aactgccaaa aggcatgccg
   584161 ggcgaaatgt tatctcactt cacccgtacc cgtatcctga acaagccgct gaacatgcag
   584221 ctgttgggtg atgcacagcc acatgaacgc cgtgagcgtc cagcgggtgg taacggtggt
   584281 gagcgtcgtg gcggtggccg tccattcagt ggcgaacgtc gtgaaggcgc aggcgctcct
   584341 cctcgtcgtt catttagcgg cgatcgtgct cctaccggtg gtggtgagcg tcgtggtaac
   584401 cgcgatggtc agcgttctgc ggccccacgt cgtgatgatg ctgccgcacc tgctgctgca
   584461 gccgccgcac cagcccgtcg tcgcttcggt gatgcataag ttcgcttagt catctctgat
   584521 gattaaacgt aaaaaccagc cttcgggctg gtttttttat ggctattatt tatcgttata
   584581 tcatgattat ctcctgctta ttttttatgc tcacctgctc attaagccaa acttatttgg
   584641 ccttacagcc atgccaattg ctttggatag agagatgtat ttgttaactt aagccaccga
   584701 tggtgctatt aaagtaaacc tataagttga cagtatgggc agggatgacc aaaatcataa
   584761 acgtcgaaaa aattttccta tcaggctact gggctcggca agaaaggaac ttagcgattt
   584821 agatgcaatc aatagagccg aatttttggt tgctattgat gtctttgaac tccatgggcc
   584881 tggttctggt gtgcctaacg tggagaagat cgggggcgat atgtatgagc ttaaaacaca
   584941 cagtagaagt cattggctcc gaggttttta ctttcactac gttgatggcc tttatattgt
   585001 tacgcatatt tttgccaaga aaaccaataa ggcacctgat tccagcaaag cactcggatt
   585061 acgtaggtat aaagatttcc tccgttctca gggtgaggaa taaattagca acaaaaagag
   585121 gttgttatga aaagtgatct gacactgcac gcttgggatg aggttcgggc agaactctta
   585181 caagatgaag aaaccgcaag ggcctatgct atcgtcatgc tacgtaaggc actactcaat
   585241 agtctggttg cggtcagaaa atccaaacag ttgacgcagg ttgatatcgc taaacgcatc
   585301 ggtgtgagtc ggcaggcgat cagcaaattc gagaaaggtg agtcagcccc gactcttgat
   585361 actctgattg gttatacggc ggccatggat attgattttg ctgccaatat gaagaaaata
   585421 tttactcaaa cattttgatg attaaacgta aaaaccagcc ttcgggctgg ttcagactgc
   585481 tgacaaaccc cgatgacgcg atcttgaacg gtgaggatag gcagaggagt aaagcgtccg
   585541 cgccaaggat ggcgcggctc gagcctacat ggatgtattt acggcgtctt tacgatctgc
   585601 ctgttctctc cgtcgcgggc actttgtcaa caacctcaaa ccagccttcg ggctggtttt
   585661 tttatggcgg ttatttgtat ctgcctgcga tattaccggc gcggggtatg catcagatct
   585721 tgctgtaagc tggcaacggt ttcaaaggaa tacagccgtg cttgatgatc aaaaatttgg
   585781 ccattaatca tcaattcgtc agcctgtgtt tcccgtaata atgactgaag cccatggcgt
   585841 actttacttt tatcaccgac gatggataag cgcagcgcct gatcgacacc aaactgttcc
   585901 gctggcgagc aaattgccgc catattctcc actggcggtg gtaactggcc cggtgtcccc
   585961 cggcgcaggc tgacaaattg ttgctgcatt gaggtaaaca ggaagcgtgc atcgcgctcg
   586021 ctatctgccg cgaccacgtt tacgcagaca atggcatagg gctttggcca ttgagcggat
   586081 ggtgtaaagt tctcacggta tagcgagagt gcctgtaaca acatatctgg ggcgaaatgt
   586141 gaggcaaagg caaacggcag gcccatcgcg gcggccagtt gtgcgctata cagactggag
   586201 cctagtagcc acagcggaac atgcagcccc tggcctggca ctgcttgtac tgcttgcccc
   586261 ggttgtactt cggcaaagta attctgcagt tcacgcacat cggctgggaa attatccact
   586321 tcaccagaga gatggcgacg taatgccatc atggtgcgtt gatcgctacc gggtgcacgg
   586381 cccaaaccga gatcgatacg atcagggtag agcgacgcga gggtaccgaa ctgctcagca
   586441 atcaccagcg gtgaatggtt cggcagcatg acaccaccag cgccgacgcg gatcttattc
   586501 gtgccactcg caatatagcc gatcagcacc gacgtcgccg cgctggcgat accggtcata
   586561 ttgtgatgtt cagcgagcca gtagcgctga tatccccatt tttcagcatg ttgtgctaaa
   586621 tccagtgaag catgaaatgc atcccgtgct gttttaccct gtgctatcgg ggataaatcg
   586681 agcacagaaa gggggacagt atttttatcg actacagaac cggtgttatc aatcatagaa
   586741 tcgtccatct taaccttatg tcgagtcgct tgaagggcga acgcattatc ttcttgttgg
   586801 tacttgaagt tgagagtggg tacttgaaat tacagatgag tatttgaaat tacaggatcg
   586861 ttagctgcgc gtactcatca aaatcaatta cttatgcaag cttatcggga ttacctcgct
   586921 tgccgccttc ctaaaactca aattattttg ggtatagccg cattaattga cccaccaaaa
   586981 atgacgtaaa acatgaggct attactctgg cagcataatc taaataaatg ctgccgaagg
   587041 gggaataaat gcggcgatta aaaaacgagt gaacctacga agacgaaaag gttatttatc
   587101 ctattgtttg tggtggtcat tgcgattttt ttaatttatt gggactgaaa tatttttttt
   587161 cggaatcctt acgtaatgct gaaaaaatca aacagtcgat atccgtacaa ttacgaacaa
   587221 tgactatcaa cacaatgaat gtacggtaaa attttatgca cagtaaaatt attttggcct
   587281 gtttggtgtt cacgcttgtc gcttgtgatc aatcctcttc accttcagcg acaccctcgc
   587341 gacaagaggt gggggtggtg accttaaaaa ctcaaccggt cacattgagt agcgatttat
   587401 caggccgaac ggtggcggca atgacgtctg aagtcaggcc acaggtcgat ggtatcatca
   587461 agaaacgctt gtttactgaa ggatctgaag tcaccgcggg acaagtgctc tatcaaatag
   587521 accctgctag ttatcaggcc gcttatgaca ccgcaaaagc cgcgctacaa aatgttcagg
   587581 tcagcgtaaa atcggccaag ctgaaagccc agcgctatgc ggcattagcc aaagaaaatg
   587641 gtgtgtcgca gcaagatgct gatgacgccc aaaccagcta tcagcaagcg ctggccaatg
   587701 tggccgaaaa aactgctgcg ctggaaacgg cgcgtatcaa tttggcctat acccaagtgc
   587761 gggcacccat ttcaggtcgc atcggcattt cctctgtgac accaggggcg ctggtgacgg
   587821 ctaatcaaac cacggcatta gccaccatcc gtaaccttga tcccatttat gttgatttaa
   587881 cccagtccag tgcgcagttg cttgctttac gcaaacagca gcaggcaggc aatgacacag
   587941 tagcgaatgc gccggttcag ctaacgctgg aagatggctc ggtttatgcc cacgaaggtt
   588001 ctctgcaact gaccgaggtg gccgtggatg aagcgaccgg tgcggtgacc ttgcgtgcga
   588061 aattccctaa ccctgaacac caattattgc cgggcatgtt tgttcgcgct tcagtacgga
   588121 acggtgtaaa taacaccgct attttggcac cacagcaagg catcactcat gatgcgaaag
   588181 ggaatgctac cgcgttggtg gttaatcaac agcagcaagt tgagcggcgt gaagtggtaa
   588241 ccgaacgcac gattgatagc tactggttga ttagccgtgg gctggctgca ggtgaccgcc
   588301 tgattgttga aggaaccgaa aaggtcagtg ttggcgatga cgtcaaaccg gtagaggtga
   588361 gcactacgct gcccgttgtg gccgaaccga ctacgccatc aactggggag aaataatcga
   588421 tgtttgcccg tttctttatt tatcgcccgg tttttgcctg ggtcattgcc attgttatta
   588481 tgttgggcgg ggtggttgcg ctggaaacct tgccgatagc ccagtatccc gatgtcgcac
   588541 caccatctat ttccattaaa gccacctata ccggtgcttc agcagaaaca ctcgaaaaca
   588601 gtgtgacgca ggtcattgag caagaactga ccggattgga tggtctgctc tatttttcct
   588661 cctccagcgg ttccgatggt aatgccaaga tcgtcgccac atttaagcag gggactaatg
   588721 ctgataccgc gcaggtacag gtgcaaaata aggttcagca ggcgctaacc cgtttgccaa
   588781 cagaggtgca ggcgcaaggg gtcacggtga ccaagtcgca gactaacttc ttgttgatca
   588841 tgtcgctgta tgatgaaaaa gacaaacaca ccggaacgga tattgccgac tatctggtca
   588901 gcaacctgca agacccactg gctcgcctcg aaggggtagg gagtgtgcag gtgtttggtt
   588961 cgcaatatgc gatgcggatt tggttaaatc cgaccaaact ggccgcttac aatctgatgc
   589021 ccagcgatgt tcaatccgcc attacggcac agaacacaca ggtttctgct ggcaaaatcg
   589081 gggcgttacc gagcggtaaa gagcagcaat tgaccgcgac agtcatggcg caatcccgcc
   589141 tgaaaacacc ggagcagttc aacaatatta ttgttaaaag tgacagcacg ggcgcggtgg
   589201 tacgactgcg cgatgtggcc cgtgttgagc tgggcaatga agattacagc gtgacgaccc
   589261 gcttgaacgg ccatccagcc gcggggatcg cggtgatgct ggcacctggt gctaatgcgc
   589321 tggcgaccgc cgagcgggta aaggccaagg ctgccgagtt tgaattgaac ttgcctgacg
   589381 gatacaaaat cgcgtatcca aaagacagca ctgattttat taaagtttcg gtcgaggaag
   589441 tggtgaaaac gctgatcgaa gccatcttgc tggtggttat cgtgatgtac atcttcctac
   589501 aaaatatccg tgccactttg ataccggcta ttgccgtccc agttgtgttg ttagggacgt
   589561 ttggggtgtt ggccatattc ggctactcaa tcaatacact gacacttttt ggtatggtgc
   589621 tgtcgatcgg cttgttggtc gacgatgcta ttgtcgtggt ggaaaacgtt gagcgggtga
   589681 tgcgggaaga caatctcccg ccccgtgaag cgactgagaa atctatgagt gagatcgcca
   589741 gcgcactgat tgggattgca ctggtgctct cggcagtatt cctgcccatg gccttctttg
   589801 gtggggcgac cggcgttatc taccgccagt tctccatcac cattgtgtca gcgatggcgc
   589861 tatccgtgtt ggtcgcatta accctcacgc cagcattgtg cgccaccttc ctgaaaccca
   589921 accataaacc gccatcagag cacggtttct tcggcgggtt caaccgtcgc tatgaccgga
   589981 tgcagacccg ttatgaaagc ctggtagggc atgttattca ccgctctttg cgctatttac
   590041 tgatttacgc cgtgctgatt ggggtgatgt gtgtgttgtt tattcgcctg ccaacgggct
   590101 ttttaccgac cgaagatcag ggtgatgtca tggtgcaata taccttgcca gcaggggcaa
   590161 ccagtgggcg caccatggag gtcagtaagg cggtagaaaa ctatttcatg acgcaggaaa
   590221 aggacaatac caaagcggtc ttcactatct ccggttttgg ctttagtggt agcgggcaaa
   590281 atgccggtat ggcgtttatt gcattgaaac actggcgtga ccggccgggc agtgaaaata
   590341 ccgccacagc cattgcagat cgcgcgatga aggcactgtc gagtattcgc gatgcccaaa
   590401 ttttcagtat gacgccacct gcggtggatg ggttaggcca gtcgaatggc tttacttttg
   590461 agttgcaagc cacaggggat accagccgcg agcaactgct gaccttgcgc gatcaactga
   590521 ttagcaaggc gaataaagac cctattttgg cctcagttcg cgccaatacc ttgcaacaaa
   590581 tgccgcagtt acaagtagat atcgataacg ataaagtcgc ggcattaggg ctgtcgatca
   590641 gtgatgtgaa tgccacatta agtgccgcct ggggtgggac gtatatcaat gactttattg
   590701 atcgtgggag agtgaaaaaa gtgtatatgc agggtgatgt ggatacccgc tctaaaccgg
   590761 aggatctcaa ccaatggttc gtgcgcggta gcagtgatgc catgacatcg ttttctgcct
   590821 ttgcgacaac tcgctggatt tacggcccgg aaacgctttc ccgctataac gggcagacgt
   590881 cctatgaaat tcaggggcag gccgcttccg gcagcagttc gggcaccgca atggatcaaa
   590941 tggagaaact ggcggctgaa ttacctggca ccagttatgc gtggagcggg ctgtcttatc
   591001 aggagcgttt agccagcggg caagcattat cgctgtatgc catttcaatc ttggtggtat
   591061 tcctgtgctt ggcggcgttg tatgagagtt ggtcagtccc gttctcggtc atgatggtta
   591121 ttccgttggg gataatcggt gcagtagcgg cagcgacgct gcggggattg gaaaatgata
   591181 tttacttcca ggtggcgttg ttgacgaccc tgggtctggc atcgaaaaac gccattctga
   591241 ttgttgaatt tgccgaagcg gcctatttac gcggcgaacc gctggtggtg gcggcgttgc
   591301 agggcgctgc aactcgctta cggcctatcc tgatgacatc gctggcattt attgctgggg
   591361 taatgcctct ggcaatgtct accggtgccg gtgctaacag ccgcatttca atcggcagcg
   591421 gcattattgg cggcacctta acggcgacag tgttggccgt cttttttgtc ccgctctttt
   591481 ttgtcttgat tcgtcgagtg ttcagcggca agtcaaaaaa tatcactgaa cataaaggag
   591541 tataaaatgt tcagtcgtat actgatatta tcgttacccg cgctgctggc cggatgtatt
   591601 tctctcgatc cggactatca gcgcccagtg gcaccggttc cggcaacctt gccttactca
   591661 accgccagta gcagcaaggc ggcagatatt ccgtggcagg agacgatcat tgatcctaaa
   591721 ctgcgccagg tgattgcgtt ggcattagag agcaaccgtg acctacgcca agctattgcc
   591781 gatatcgaag cggcccgtgc gcaatatggt gtgcaacggg ccgcccagat accaacggtt
   591841 aatgcaggag tcaatggcag ccgtgggcgc ggattgtccg atacctctga tggcaacaac
   591901 aataccgcta tcagccagag ttatggtgcc caagccagtg ttagtgcctt tgaactggat
   591961 ttatttggta aaaaaagcag cttgtctcat gctgaatttg aaacctatct ggcaacagaa
   592021 gaagcggcga aaaccacccg catcacactg attgctgata ctgcgacagc ttgggtaaca
   592081 ctggcggctg accagaatca attattgctg gccgaagaga cgttaaaaag tgcggagcaa
   592141 tctttaaaat tggcacaact gcggcagaaa aatgggatag cgtcacgtat tgatgtagcg
   592201 gcgatggaaa cgttgtatca atcagcgcgg gccgatgttg cacaatacaa aaccacggta
   592261 gcgcaggata aaaatgcact ggatttgttg gtgggccaac ccgtggcagc acatttactg
   592321 ccagtgacgg cctctacatt gccggaggtc atcaaagctg tacccgttgg gctttcctct
   592381 gatgtgttgt tgaaccggcc tgatgtattg gaagccgagc ataaactgaa atcggccaat
   592441 gccaatattg gggccgctcg ggcggcattc ttccccagtg tgaccttaac cgccagtggg
   592501 ggcgtcagca gttcggcact ttcaacattg cttagtgagg gggcagggat ttggtcatta
   592561 gccccggcga ttaccttgcc gatatttgat ggcggggcaa atcgggctgc actggaatat
   592621 tcacaggcac agaaaaccgg ctacattgcc gcatatgaga aagcgattca gacggcgttt
   592681 aaggaagtcg ccgatgcact ggcgcgtaaa gcgaccattc aagaacaacg ggcagcacag
   592741 caagcttacg tggcggcggc acaagaaagt gttgaactgg cacaaaaacg ctataaacag
   592801 ggaatcgata catacttgaa tatgttagat gctcaacgca ccttatatgc cgcgcaaact
   592861 cgtctgattg ccgtgcaaca gatacaaact aacaatttga ttacgttgta taaagtttta
   592921 ggtggtgggg tatctgacgt cgccaaagag tagacatttt ttcgcgggca tatttttagt
   592981 ctattgggta catcgtagtc tataaaatgc cgctgtgatt aagcgttaat aaacatgaat
   593041 aacagggagg ccagcaatga cctccctgtt attacttgat aaggcaaggc cgtttacgac
   593101 accagttcta acccggcaac acgatgccag tagccgttac aatctgcttt attggctaca
   593161 ggtagcggtg acagaccctg ttcgttagca cggaattgat cgataacgct aagcgtctca
   593221 aggccttgtg gcgaaagacg gatgatatcc actaacccct gcattgagat cagatcattg
   593281 ccgaggttat agcagtagcc actttgggtc tgaataccgt ttaggatgaa gacctgttga
   593341 tcttcttgtg acatcacctt gcgcccttgt ggatatttaa tgcagcaggt ctcgcactca
   593401 tctttggcgc ggtcttctga gcgagcggta aagcaacggg cggaatacgc cagcggcaga
   593461 tgaccgtaac tcagaacttc aacttcaaat tgatgacgaa atcctaacgc atcgcactgt
   593521 tgcagtacat tgctcaacca gtcacgggac agttcaaccg gcatacacca acgtatcatg
   593581 ccctgacggt gtaaaatgcg cagggtatag gcgttatagc agttcagggc gtggccagcg
   593641 acaaacggta gtccgcgctc ggcggccata ttcaccgcgc cgaggtcatt ggcttccagt
   593701 aaaaactcgc cattctccac ataacgtttc agttcattca attcggatgg tgcctgtaac
   593761 agcgccagcg tagaaatcac cacttgtttg ccgctgcttg cgacggcttt ggctaaggcc
   593821 aaccagtcac cgaccttcat ttcacggcgc ttggtacaga cattttcacc cagataaata
   593881 atatcggcac tgctgttggc cgccgcgtga taaaaggttt caatctcagt ttttggccag
   593941 taatagagta ctgcgcctaa ggcgtacttc atatttcctc cggctactgc cacttacgat
   594001 gataagcgcc cagtgttgtc tgggtacctt cggacattgc gcccagttgc tccatccatt
   594061 ctgctttggc ggcaaattgc gccggattcg cctgatagag gtcaatcgcc tgtcgccaga
   594121 ctttggcaac ctggctgacg taggctgggc tgcgctggcg tccttcaatt tttactgagg
   594181 caatattggc agcaaataat tcgggtaata gctcaagggt attcaggctc gtcggctctt
   594241 ccagtgcatg gtagcgctgg ccatctaccc gatagcggcc tttgcacagt gtaggataac
   594301 cggcattttc atggtcttcg tagcggtcaa tcaacacgtc gttgaggcgg gattccatcc
   594361 cttgtggggt ttgttgccaa cgtacaaagc gtgcgggcga gcaagcaccc acggtattgg
   594421 gtgattcacc ggtcaaatag gaagaaaggt agcaacggcc ttcagccata atacacaaac
   594481 taccaaaagc gaagacttcc agcggaaccg ggctggtacg tgataactgt tttacctgat
   594541 gcattgagag cacacgcggc aataccaccc gggcgacatc gaaatggcgt tgataaaagc
   594601 ggatggcttc atcgttggtg gcagaagctt gtaccgagac atggcgctca acctgcggat
   594661 aacgttcagc agcatattcc agcatcgcca ggtctgccaa gatcagcgca tcagctccaa
   594721 gttgtgcggc catatccacc gcccgttgcc agcgtgcata gccgtcaggg tgggcgaagg
   594781 tgttaatggc gatatgtaat ttacgtttac ggctatgaac gtagttaacg gcttcttgta
   594841 gctttttatc ggtgaaattg aggccggcaa aatggcgggc gttagtatca tctttcaaac
   594901 cgatataaac cgcatcggca ccattgtcga ttgcggcctt taatgcaggt aagttacccg
   594961 caggacacag cagctccata gaatttccct gatatacccc ccatacttca agttgcagat
   595021 tcaagttgca gatgtgaggg catagatgat cttggtattt tatcgagcgg caattttagt
   595081 taacctcttc acatcgcacc ttgatttaag gcagtttctt tcgcattggt gacactcttc
   595141 tgatatttag caatacatct gaagatgttc tgatgcaaaa tttgtcgata tagcccattt
   595201 tcataggtta gcaatgtggc agaatagcgg tacttggcat tgtcatttta ttcagtgcta
   595261 tcattttatt caggattaca aggagtcacc gcctgtgttg ggaaaactac gagcacatct
   595321 tgtgcgtcaa gggccagcgc tgctacgagg tccattaaaa gtcacaccat ttgccttgca
   595381 gcgtcaggta ctagaacacg tgttgggctg gcaattccgt caggctctgc tggacggtga
   595441 gttggcgttt cttgagtctc gttggttaaa aatcgaggtc cgtgaccttg cgttacaatg
   595501 gtttgtgacg gtagaaaatg gcaagctgct cgtgagccaa caggctgacg ccgatgtcag
   595561 ctttagcggt gatgccaacg atctgatctt gatcgctgcc cgtaaagaag atccggatac
   595621 gctgtttttc cagcgccggt tacgtattga aggggatacc gaattgggcc tgtatgttaa
   595681 aaatttaatg gatgccattg atttggaatc catgccgacg ctactgcgtg ttggtttgca
   595741 acagttggct gagtttatcg aagcgggtca gcaagagggc gcggtggcaa cttcccgcgg
   595801 gctggcatcg tgttgatccg ggttgaaatt ccggttgatg cgccggggat cgatgcttta
   595861 ctgcgtcggg catttcagca gggtgatgag gcggagctgg tacaacaact gcgcgaagat
   595921 ggcttgctga cgcttgggat cgtggcgacg gacgatgaag gggtcgttat cggttatgcg
   595981 gcgttcagcc cggttgaggt tggcggtgaa gatcgccaat gggtcgcatt ggcaccactg
   596041 gccgtggaag agggcttgcg tcggcagggc ttgggtgaaa agttggtgta tgagggcctt
   596101 gatgccctga atgagttcgg ttatgccgct gtggtagtgc taggtgcgcc agcttattat
   596161 tactcacgtt ttggttttgt accggcagcc cgccatcaac taacctgccg ttggcccggt
   596221 agcgaagagg ctttccaggt atatgcactg gcagaagaca cgctggttaa taccaaaggc
   596281 gaagtggtgt tctctgcccc attcaatcgc ttttagccgc aatatgttgc accgttaatt
   596341 cggtttttac tgtcaataac ggcattaacg aggagggctg gtcaatcacc agctcagact
   596401 gctgacaaag tcaattgaag gggaaacgtg ccgttggggt cgtagtggcg taagccaccg
   596461 gagtgccccg aggtgcggtc aacccttcat tcacgagtct aaaaatagcg ttgtcaataa
   596521 cctcggctgg tcaatcacca gcttttcttt ttgctgttta ctgagctgct tgacgcggta
   596581 ctccagcttt aaggcggtcg aacggtcgcc cgcttcacaa tgaaatacca acgttaactc
   596641 ccctttgccc cgcagcgctt ttgccccttt ccccgcctga tgctgtgcca accgccgtgc
   596701 tacatcggtg gtaataccgg tatagagcat gccactggcg gtacgcagca aatagagatg
   596761 ccaaaggcta tctgacataa tcttattcca gtccgagggt aacggttcgg catgttatca
   596821 ccggaacagc gtattgcatc ctgacttttt atctgcccgt cgccaatcgg gttaatgcca
   596881 cgagcgtgtc acgagtgaac gacgcgccga gtgccgtggg cagaagaccg tgtaggagaa
   596941 aaaaacagag agtagacgac gacgtcgtag acgcggggca aaagcggccc cgcgatagat
   597001 acacctagct aagatggata cgcctggcta aattgcggca gttggttgct ggttaaagga
   597061 atgtttatcc gcatggtttg ctgttggcgg attaattcta ttgataatat ttcgccgtta
   597121 gtttccacct caacgtgcag taacgggtta ctgtcattca agtcaaaaac acaggtgacc
   597181 tgagctgctg gttgttggtt gcgtaacatc aggtagctga gatcacgtac cgacggattc
   597241 gctggggcca gcccttgaaa tagcgtggca tcagcggcta accacagtgt cagtgggcgt
   597301 gctgtggttt ggtaacggca cgacatcacc ccatttagtg gttgggcggt cacctgatgc
   597361 acatactgca tcgggccgct gtcaccgaag gacgtcattt cacctttctg ttctgtcgca
   597421 gtcccatcaa tatacagcgt ccagttccac gactgctgat ggggattaac gatattgcta
   597481 atatcgataa tcgtatcttc cagccataaa atacggcggc ggaatttaac atcacgataa
   597541 gacgcttcat cccattgtac gcgggtatgg ctgtctaact caggcgcggt ttgacgccaa
   597601 tcgacttcgg tatccagcca actgaagttt gctgcctgat gccattgacg gatgtaaggc
   597661 actgcaggag gctgattttt ttggttgata ctgagcgtat tgtgagtggc gctgtttttg
   597721 taatagtcat aatgtcgctg tgcaccataa ccggtggtgc ctaaatcggg caggacttcg
   597781 tggcccctgt caaacagaat taaatttagc cgatcataat gatcatgctc gccgccatac
   597841 gggctgtgtt ttatcaacaa tgcgcggctg gcctgcggtt ggcgtaggat ggttaatccg
   597901 caatctggtg catgtagtgt atcggtcggg atgacatcaa taatttgcag tggtaatgat
   597961 tcagccccat acagcagtgc atccagattt aaacggggtt gctggcgata aatatgttgc
   598021 agggccgccg catattcacg gttgccgtag atctgataag caaattcata cagatgcgca
   598081 tgattaagct gctcttgccc ggcggtacaa tcattaatgc gcgggaatgt gccgttgggc
   598141 atcagcagct tgagcgggaa gctgagcatg tcgcggtaat agggcagcgc cagtaggcta
   598201 tagcggctac cggccgccag tttttcaaat gaccaaaaac cttgcagtgc ataaaagtga
   598261 taatgcaccg agccttcaaa ccacagccct tcgttgaata agccatgctc taactggtag
   598321 cgcaggccgt aatctgcgtt aaccgcaaac tcaatgtagt gctcctcttc aaggatcagg
   598381 ccaataaccg cgatagcgct actgatttta acttcatggt tgtgcaactg acgggtacgg
   598441 tgttgcatta agaaatcagc gcccacccgc aataagcgct cagcaagaca atcacgttgc
   598501 tcttggctga gcgtatcagc gataaagtca tagcccaagg caaaatcaag gaggcagttt
   598561 gcctcacaca gggtctgtgc attcgcctta cccggcccgt tataaggaat accaccgtgg
   598621 acttcatagt cagggtagta gcgggcataa ctcatcagaa tgtcccgcac cttatcgaag
   598681 taacgtattt ctccggttaa ttgccacagc aagcccagtt gattgcaggc tttggcgttc
   598741 aaaccattta atgcccgcca ccaggcaccg tcgtagggtt cgccgctaaa aagatgatca
   598801 tctaccggac agcggtgtgc ttgaggtgaa aagcgatccc ataccaactg gacaccatgc
   598861 tcagggcaat aatagtaatg attccaggtg gcgataccgg tggcgggcac cagtgtgtcg
   598921 gtctctaaaa ccacctgatt atcggcgatc agcgtggcaa taatctccgg ttgtttcaca
   598981 acgcgctggc ggattttaac catctgccga tccgtaaact gcttcatatc tggcgtgtcc
   599041 tcggcgatgc ttatttttgc gttgtgattg ggtaaagtaa gatttcaacg gtatctgggt
   599101 attttgctat caggtattgt gctttttgtt ggaattcaac gtcagcaggg taggcgcgag
   599161 cggcggtaat catattgacc aaggcttttt tatcctgtac tccatccaga tctttatacg
   599221 gccaggcttg gtcggtattg atgaaaccgg caacgtactg atagcctttt ttcaggctgt
   599281 gctcatccag actgaaatcc cagatatctt tctcgccaac ctccccaaga cggcccaatt
   599341 tattgtaggc ctctagatgg aagttactgt aatgccatgg gcgggtgcgc tccagctcgg
   599401 cattttgtcg gccttgcata tcaaaatgtg agggaatacg gcgtaattgc gtgatttcca
   599461 aacgtttctg tgcagcggct ttttgatcgc tgaacagggc aaaagaggcc gcctgcatat
   599521 caaaataggt gccgtggtta ttgtgccagt tatcttcttc gaaaccattt tggctggtgg
   599581 tcatccattg ataaaaatca ccataccaac ttttaatggc ctgatagtcg ttgtcactga
   599641 gaacattggc gggtctgatc aattcaacgg catcaatcac atcaactagc gcccggctat
   599701 cgatcaaacc aatacctcgg ccttcgttaa tccccggaat ggcctgcgca tattgcagat
   599761 ttggattcat tttagtctct ggattcacga accaattgac caattgttca tgcgcttttt
   599821 gggcatactc aggcttaccg gtaaagctat aagccaacgc cagataatag acgtcttcac
   599881 tgaagctgtt catgcgcttt ttatcggtgg catcactgtt ggccgcagga tttgtttccc
   599941 catccttacg taaataaggc ataccgtctt tcttgcttgg atctggccac caataaggtg
   600001 ggaagctgta atagtcgtgt ttatcaccac tggcggccaa gaggctttta tccatgacgg
   600061 agtacagtgg tttttttagt gccttgtcgg ccttagccat cagattttta taagattttt
   600121 catataacgg gttgttttgt ttaatctgtt caatgctgta gttaatatcg tccattttta
   600181 ataacaacgg atgactttct gcagcataaa taaagggaga tgtacccaac agaatagtca
   600241 gtaataggtt tttagcacca gagtttagca tcatcacttt ccttattttt atggattaaa
   600301 cggtgtaaat aaaaaattat taatttaata tattgaacac tcatttttta aataaaaatt
   600361 gtgcttattt ataatgtggt tatttaatca attcgtgggt gatagagaga atgaattcca
   600421 tctaatttat atttcggttg aattctaagg caaagttttt ggacttttgt gatccaagtc
   600481 taccttatga attctctatt aataattgac ttagattgtg actgccttca aattaaatct
   600541 ctgttttagg tcttttcccg tcattttaag tcattgcatg ttttttttaa tttttaaaat
   600601 aaatcactta acctactgtt tttatgtgtt tattaaattt ttatcttttt tttgttaatt
   600661 ttacaaatgt gatctcaagc agaaatttca aattggaatt aagttttgtt ttttatggtg
   600721 tagttttttg ttttcctctg agttctaatg ctatcacgtg ttttacgatt ctgttttgtt
   600781 atttaaactt ctgggtaaat tcattaaaaa ttaaatttca acgaggatgc taagatgaag
   600841 acgcaaatga taatgtcaaa agtaaaaata aagtctttgc tgttgttaac ttatttagcc
   600901 atggggatcc cttctcttca cgccgcagaa acattgcaag tgtggatccg tgcaagtaat
   600961 gactctaaaa acatttataa aaaagaagct gacacgtttg agaaaaaaac cggtatcaaa
   601021 attgaatatt tcaatgccac gactgatttt gaacaacgtc tggcacgggc cgctgcgggc
   601081 aacgcgctac ccgatctgat tttcaacgat gccgtggcga ttggtcagtt tgtgcagcta
   601141 gggattgtcg aaccgattga accaaaaaat attattggcg gagagaacat cttcgatacc
   601201 gcctggaaaa gtacccaata tattgatgga aaatattacg gggttcccac ctccgctcaa
   601261 acctttgcct tatttgttcg caaagactgg cgggaaaagt tgggcttaga gcaaccgaag
   601321 aactggcaag acattagcac gctggcgaaa gcctttacct ttaatgaccc cgatggcaac
   601381 ggtaaaaatg atacttacgg ctttattttg cctggttcaa caacccgtgg ctacgccagt
   601441 tggtttatca gctcctacct ttggcaggcg gggggtgact ttattcgccc agccggtgaa
   601501 ggtaaattta ttgcctcgct ggaggagcca gcagccactg aaaccctgag tttcatgcgc
   601561 ggaatggtgt gcgataaaac agtccagccg ggggctatca atgcgaccac cgctgatgcg
   601621 atcccttcat tccgttctgg ccaaagtggc atgttcttct ccggcccata tcacatcgcg
   601681 ttgtttgata aagatcccgg caccgaggct tttgaagtga tcccgccacc gacagggcca
   601741 aaaggacagg ctacgttggc tgaaggcact acggtcttta tgatgaaaag cagccagaaa
   601801 aaagcagccg ctcagaaatt cattgagttc atgatctccc ctgaagggca gcagatcggc
   601861 atgggaatgg gcaccaaaaa catgccagtc gtgcgcttgt cgatcaataa attggtggat
   601921 accaaagcgg tctatgacga tccacgttgg gccatattcg ccgatctgta tgccgaacag
   601981 ggccgctata ttccacaagt tcctaactgg acacctattc gtcaggtcac tgctgaaggt
   602041 ttcaaccgta ttttagccaa ctgtgacagt gatatcgccg cagaattaaa agcggtgaat
   602101 cagaaagtta atgatgagtt ggctaaacag aacgtcttag ggcagtgagt gaataatgat
   602161 aacgctaacc ccccgactga aacgtaacct ggttccgtgg ctgttcctgg ccccggcact
   602221 ggtcatcttc acctggttta aattcatccc gatgttgcaa gggctggtga tgagtttcta
   602281 caaggttaac tttaaccagc caaacgagtg ggtcgggttt gccaactttt cccgcgcctt
   602341 tggtgatgaa gcgctgcact cggctgtttt caacacgttg ttatatgtcc tggtcaccat
   602401 ggtggtggcc gcgtttatcg ccttctttct ggcgatgtta ttggaagggc cggcacggca
   602461 tttgcgtttt attcgtaccg ccatcttcct gcccgcagtg accagtgcgg cgattgtcgc
   602521 cgaaatgtgg cgcattctgt tcaacccgac cagcaacggg gtggtgaacc acgttttatc
   602581 gtggttcagc attgaagcgc aggggtttct ggcggatacc gatcaggcgt tgtggacagt
   602641 aatgctgctg catatctgga aagccgtgcc ttacaacatg gtgattttta tcgccgggct
   602701 ggtagggatt agccgtgatt tatacgacgc gtcaaacgtg gatggggcca actggtggaa
   602761 ccgcctgcgt tatgtgacgt taccgggcat gatccccgcg ctttctgtgg tcctgatgct
   602821 gtcatttatc cgtggcttcc gtgtgtttgc cgaagtttac gccaccactg gtggtggccc
   602881 gtctaatgcg acggaaatga tcatgacgca tatctataaa ttgggctttg agcagtttga
   602941 ttatggttat gcctctgcgg tgtctttcct gttatttgca ttcactgtgg tgctgacgat
   603001 aggtcatctc accttgaaaa aacggatcgc ccgttactaa ccgagccgga gactggtaat
   603061 gaaaagtaaa agctggaaca gtatcggccg ttggataatt tatggtctgc tgctgattgt
   603121 gtttgttggc ccgtactggg gaattattgc cacggcattc agtggtgcac cggtgaaacc
   603181 cggtgaattg ctggcatggc ccaatcagtt ctcatgggat aactttatct tcgcctggat
   603241 ggatatcggc gtctggcaat acctactgaa ctcgatcatt gtggtgttct ttggcacggt
   603301 gttgcaggtg tcagtcagtg cgctggcggc ttatgcgttg gcccgtaaaa agtttgtcgg
   603361 ggtctccttg accagtctga tcatcctttc gaccatgatg ctgccggaag aagtgatcgc
   603421 cattcctttg tatatgatca tcaactggca actgccggtg atcgatgcct cgctgtacaa
   603481 cagctatctg ggcatgatcc taccgattgt gggctgggcc ttttctatct ttgtattgac
   603541 cgaatttatg gcggcaattc caaaagagct ggaagaggcg gcgcgcattg acggtgccag
   603601 cgaatggcaa atcttcttcc acgtgatctt gccattggtg aaacctgcat tgggtactgt
   603661 ggtgaccttc ggctttatca tgatttggga tcaatacctg ttgccactga ttgtggtgaa
   603721 tcaggacagt ctgaacacca ttccggtgat cctcggcaca ctccgtaccg atgagagcat
   603781 caccccgaac atctttattg ccatcacgct gttggcgatg ttgccgagca tcatcgtgta
   603841 tctgggtctg caaaaacatt tcaatcgcgg gatcatgtct ggcgcggtta aaggctaggg
   603901 agaaagaaaa tgggatcggt tgtacttaaa aatgtgtgta aatcttacgg tgacatccat
   603961 gtgatccgcg atgtatcgct ggagatccct gatggtgagt tctgcgtgct ggttggccct
   604021 agcggttgcg gtaaatccac cttactgcgc atgattgccg ggctggagga gatctccggc
   604081 ggcacggttg gcatcaatga taaagatgtc accgatgtgg aaccgaagat gcgtgacatc
   604141 gcgatggtgt tccaaagtta tgcgctttat ccccagatga cggtacgtga aaacatggga
   604201 ttcgccctga aaatggctaa gatgtccaaa gctgatatta accaaaaggt cgaatcaacc
   604261 gccgagttgc tcggtttaca agcgctgctg gaacgcctgc caaaagattt gtccggtggt
   604321 cagcgtcagc gggtcgccat gggacgggca attgtgcgta acccacaggt gtttctgttt
   604381 gatgagccac tgtcgaacct ggatgccaaa ctacgcacac aggtgcgtgg ggagatccac
   604441 tgcatcagcg gctaaaaacc acttcagttt atgtgacgca tgaccagata gaagcgatga
   604501 ccatgggcca gatgatcgtg gtcctgcgtg aagggcgcat tgaacaggtt ggttcaccat
   604561 tggacttgta tgaccgcccg gctaacctgt ttgttgctgg ctttattgga tcgcctgaaa
   604621 tcaaccagtt aaaaggcacg gtggtacaag agggcgataa attcctgctg caattggagg
   604681 acaactcatt actggccttg cccactggat tgaacgtcac tgaagggcaa aacgtggttt
   604741 acgccatccg gccagagcag gtgaatgtgg tagatgaaac gcactgtgcc agcgcattga
   604801 aagcgaccat tacggcgata gaaaatacgg gctcggatat gcagctcttt tgcagcacgg
   604861 gcgggggccg ctttacctct gtatttaaac aacgtttagc ggtgagcgaa ggggaaacgg
   604921 tctatctgca acctaagctt gcgggtatcc atatctttga tgctgctacg gggttgcggg
   604981 ttgactgcca ggcggcataa gggaggccat attcatgacg ccaataaaaa cggcagtgac
   605041 agcaatgaaa ctatacacat tggatgttaa ctgcctgatc aaagctaagg cgatattgca
   605101 gcagcctttt tcacctctgc aaccggcgtt acgtcggtta ttgagtgaag cggatatatt
   605161 gcgcgatcag tcgcctgaaa gtgtcaccca caagacgtta ctgcctgtca gtggtgatat
   605221 tcacgattac tatagttttg gcacttattg gtggcctaac ccgcgcaagc ctaacggttt
   605281 gccctatgtg cgtcgcgacg ggcataccaa cccgcagagc cagaacgatg atacggatac
   605341 tcagcgtatc gcacggatgt gtgaccgctg tttgacactg gggctggcct actattttac
   605401 cggcaatagc cgctatgcac aggtcgcggc agaacagatc cgttgctggt ttttggatgc
   605461 caaaacccgc atgaatccgc atctcaatta cggccaggcc attcctggga ttgtgtccgg
   605521 gcgcggcacg ggcttaattg atactcgcat gatgtggatg gtgatcgaca ccctgggcct
   605581 gatatcaccg gccaaattgt tggatacaga agatacggcg gtattgcagc agtggttccg
   605641 cgactttaac cactggatgt tccacagcga agtgggccat tctgaatatg tctggcataa
   605701 caatcacggc acttggtatg acgtccagcg tgcggctaat gccatgttct acggcgatcg
   605761 tgggctggta accaccatta tccgtcaagg gatcacgcaa cgattggcgg cacagattgc
   605821 gcaagacggt aagcagtgga tggaattgga gcgcaccgtg cctttccatt actccttgtt
   605881 taatatggag gcccatttac tgctgtgccg ctacggggaa catatagaga ttgatcgctg
   605941 ggaatgggta caggacggtc gtaatgttca gcagggggtt gattatctgt tgccgtttat
   606001 tgctgaaccg gaactgtggc cttaccgtga cttgcgcggt attgattatg acagcgcatt
   606061 gcggctgctc ttgcaggcgg cacggggcta cccccaggat gccaaacgtt atcaagccgt
   606121 cttagccact ttcccggccg agactctgac atcccgtgat cgcctgttgt ggcaaagttg
   606181 aatgtggcaa agttgaaaga gggaaaattg gcaggtcaga tcaaatagta gaagaaaatt
   606241 tcatgtacac tgaacgctgt ttttacgccg gagagtgacg tgaataatcc tgatgacgtg
   606301 ctgttgatca accgcttcct gcgccagcaa catgtgttga ccttatgcgc gggcagcggc
   606361 atggatatgt ggtgcgctag ctgtttttac gtatttgacg aaaatcagat ggcgctcttt
   606421 ctgatgacag aaaagcacac ccgtcatagc gaactgatgt tgataaaccc gcaagtggct
   606481 ggcacggttg ccactcaatc ccgcactatc gccttgataa agggcattca atatcgtggt
   606541 gaaattagcc tcttgagcgg cgatgccgaa caggcggccc gcaaccgcta ttgccgtcgt
   606601 tttccggtag cgaaggtctc ttctgcccct ctctggcaac tcaatctgct ggaaatcaaa
   606661 atgacgaata acgccctcgg ctttggtaaa aaattgcatt ggtcgcgtgt ggagccgtta
   606721 tgagtttggg ctgcaacttt tcgattatta actgtaaata atgctatttt tgcctggttt
   606781 attattctta taaatcccac ttcactcgca ccctgaccgc tttaagcatg aaagggatag
   606841 atgttggggc acttacattt tttcgggagg tcagatggcg aaggtattat tactgggggc
   606901 gagtggcctg gtaggcggcg aattattgcg cctgttgcgt ttggatgccc gagtgacatc
   606961 gatcattgca ccaacccgta acccattgcc tgctatgaat aaattgatta atccacacgg
   607021 cgaaaatatc ggtcagttgc tgaaaatgct gcatgagccc gtggacttgg tcttttgcgc
   607081 tctggggacc acccgcaagc aggcgggcag tcaggcggca tttcgtcagg tggattatcg
   607141 gctggtattg ctaagcggtg aaaccggccg gcgtctgggc gcgcggcatt tcctcttggt
   607201 gagcgcatta ggggccaatc ccgattcgtg gctgttttat aaccgcacta aaggggaagc
   607261 ggaacgggat ttgcaggctc aaggctggcc gcaattgacc ttcgcccgcc cttcgatgtt
   607321 ggccggccaa cgggcgacgc cacggttgtt ggagaacctc agcgcccctc tatttgcctt
   607381 gttaccggct aaatggcgct tgattaacgc caaagatgta gcacaagcga tgttggatca
   607441 ggcgtttgct ccgccgcagg agggcgttac ggtgttgtca tctgcccaaa tgcaacctac
   607501 cctgcgtcct tgacgccgcg ctaagttata ccagcgtaac cgtttgatta tcataggcaa
   607561 cgctgacccc ggtgggtagc gagttgttga ggagccacct atccaactgg tggctggcgt
   607621 gtgtcagtag cgtctcctct ggcatcaata aatccctgat ggctaatgcc atggtcacat
   607681 cgttatgatt gcgtggcggt ggtgactgtg gcgcatggct gcaatccagc accagtaggt
   607741 caatagactt actggccaga aacagtgcgc tatcggcaga tagcccaaca gtatcggtta
   607801 aataagcgat agcccggttg gggctttgca gtaaatagcc gaaagttatt ttggaatgga
   607861 ccaacggcac gggggtaacc cgcaactcac caaattgcaa cggttggaag gcggtcagtg
   607921 gcggcctgaa atccaaaata ccggggtgct tgaacaggtc gtcgcaaccg tccaggtcgg
   607981 gggggccata gactgggatc ttatttccgc acccccaacg taacggaaat aacccctgta
   608041 catgatccat gtgatagtgt gtcagcaaaa aacgctgaat ttcacccgcc ctaaattgct
   608101 gatccagtgt cggcaaacct gcgtcaatca acgtagtttc cccttggtaa tacaacatcg
   608161 cactgcaagg tttacgccgc cgtgcggggt ccacgctagc ttgtgtacag atcacacagt
   608221 cacagccaaa taccggcact tgctgggcgc atccggtgcc taacagcgtc agttgcatgg
   608281 tttatcctca acggggtcag ataacggcgt atcaagggtc agtaattgct gtaattggtt
   608341 cagggtgtgt tgtaactcac cgtcattaca cagttgcaaa cagtgagaag gaagttgctg
   608401 ctgatagtgt tgcgcccgtt gcaagcgggc atcaatttgt tcgctatttt ctcgcccccg
   608461 ttgccgcaac cgttgtgcca gaatcgctgg ggagacggtg agacagaggg gtaacagttg
   608521 gtggcgatag cggcgttggg cttcaggtaa atacgctctg gagccattga ctaacacgtc
   608581 caacccgtgt tgcagccaga ggttgatttc aatcccaatg gcatagcagt gctgatgtgc
   608641 ctgccagtgc agcgcaaata agccctgttc tgcccgctgg ataaattcct gtttgctcag
   608701 cgccacatgg ttctctgccc ccgcatctgc cgggcgagta atatagcgat gtgccaccac
   608761 cctattttgc ggtgtggcgt ttcgcagtgc agataacagg caatccttac ccgcgccaga
   608821 aggccccatc agatagatta aacgcgccat cagaacaccc taactccctg acgccagacg
   608881 ttttgcacat aaacgttctc gccatgtgcg cgggccagaa tcaagtcagc ccgtttacct
   608941 tcggcaatca cacctcggtc atttagcccc aaagctctgg ccggattacg ggtcaccaaa
   609001 ttgaccgctt gtggcaaggt gaagcggttg ctctcgtcgt gtgcgatacg gaacgctgca
   609061 tccatcaggc tggcggggta ataatcagaa gataaaatat ccagcacccc cagagaagcc
   609121 aggtgatgag cggcaacatt accggagtga gagccaccac ggacaatatt cggtgcgccc
   609181 atcaatacct gtaaaccgag ttgatgagag gcggtggcgg ccacctctgt ggtcgggaac
   609241 tcggcaatca cactgcccag cgcttgtgat tccgccacat gagcggctgt cgcatcatcg
   609301 tggctggcta gcgcaatgcc tcgctcgcga cattgagcag caatcgccga gcggttaggc
   609361 cctgcccaac gtgtggagag cgcgacctgc tcttcttcaa acgccgccat ctgcggatcg
   609421 ctaagatgat atttaccctg ataatattca cggtatttct cacgcgaagc gaactgacgt
   609481 tgacccggtg aatgatccat caatgacacc aacgataacg caggttgcgc catcagggct
   609541 tcgaacagtg gcagagtatt ttcatagggt agttcacagc gtaaatgaat acggtgctcg
   609601 gcccggttca ggcccgcacg ctggctatct accacggcat taatcatctt ttgcagatta
   609661 tccagtcggt gacccccatc gcgcacatca ccaacggcaa ccgcatccaa taccgtggtg
   609721 ataccgcagg ccaccatcag cgcatcgtgg ctgctcatcg ctgaatgggc gggccaatcg
   609781 acattgggac gcggggtgaa aaatttgtcc agattatcgg tatgcagttc aatcagcccc
   609841 ggcagtagcc agccattctc gccatctatt gcggcgggta actgcgtcgg gcgatcactg
   609901 taactgcgga tgacaccgtc tacgatttcc agcgatccac tgactacgct gtcttcaaga
   609961 atcaggctga cgttattgag gatcatacag ggatctccgt gcggatctct gagggggcgg
   610021 gcgtcatggt aagtaaacga tcactgacat ggttacgcac actctcatcg tggaaaatcc
   610081 cgacaatcgc ggcaccgcgt tgtttagctt catcaatcag gctgaccacg gctgcgctgt
   610141 tagcgctgtc cagtgatgcg gtcggttcat ccaacagcag gatagggtaa tccacaataa
   610201 aaccgcgggc gatattaacc cgttgctgtt cgccgccaga aaacgttgaa ggggccaggt
   610261 cccacaagcg tggcgggaca ttgagacggg ttagcaggtc ctgcgcccgt tgttggcagg
   610321 tgtgccgatc aacgcccagt tctaataggg gctgcatcac cacatttaat gcactaatcc
   610381 gtgggatcac ccgcaagaac tgactgaccc aaccgacagt atggtgacgc acggccataa
   610441 tttgtcgggc ttcggcggcc acgatatcga tccattctcc ctgatgtttg atccagatat
   610501 ggccgctgtc aggcagatag ttggcataga gggagcgtag cagcgtggat tttccactcc
   610561 cggaatggcc gtgtagcacg acacattcac cgcggttcac ctccagtgat atttgatgca
   610621 gtaccggcag acgaataccg tgctggtggt ggagcacgaa ggttttgctg atattttcaa
   610681 cccggagttg tagggggttc atggtgggcc tcggtttatg ttttgtttcg ctcggtacgg
   610741 ttatttcact cagtgcaatg gtttcgcttg ccaaggcatc ggttatccat aggccttcag
   610801 tgcctgcaat cgagcaggag ggcaggccgc ccctcctgca cctgcggctt tgctcaacat
   610861 ccaacgccca ctacgtgggt tcccttcttc atctcttcgg ctttacgggc tggctttaac
   610921 ctacatccct gtaggttgac gcctttcgcc gacgtcctgt cggctcaccc tacctgcgtt
   610981 cttcagtcgg cgttggccga ttcgccgttc aaggtcaacg gcctaaaagt caaaatcaaa
   611041 aaccaactgc aaatgcaaaa tcaaagagca aaaatagagc cagcagtggt ttagttttgc
   611101 agtaccgatg agaccaggag ttgggtgtag gggtgatggg gatcgtccag tacccggtcg
   611161 gtaaggccgc tttcgataac ctggccctct ttcatcacca atagacggtt agctaataag
   611221 cgggctaccc ccaagtcatg agtgacaatc accacggcta gctgcatttc caccaccaaa
   611281 ttgcgcagta aatccagtaa acgtgcctgc actgatacat ccaagccgcc cgtaggttca
   611341 tccataaaaa ccagtttcgg atgggtcacc aaattacggg cgatttgcag gcgctgctgc
   611401 atcccgccgg agaaagtggt ggggaggtca tccaatcggg ataacgggat ctcgacatct
   611461 tccagccagc ggcctgcaag ttggcggatc tcgccgtaat ggcgctggcc ggtagccatt
   611521 aaacgttcgc cgatgttgcc gcccgcggag acttgtgggc gcaagccgtc cagtgggtgc
   611581 tgatgtacca caccccattc ggtacgcaac aaacggcggc gctgactttc ggccatttcg
   611641 tataaatcaa ccggttgctg tgtacccgtg cggtaaatga tctgcccctg ctgtggggct
   611701 aaacgggccg aaatagcttt cagcaaggtg gttttacccg agccggattc gccgacgatc
   611761 cccaaaacct caccgggata gagctgaaaa gagacatcac tgaatccttt gcccggcgca
   611821 tataaatgag tgagattctc caccgacaac agcggctgag gggtagattg ggctgacatc
   611881 atcagacagg tacctcggtt ggggatgtgg cttcttgtgc gctggcttga gccagttgct
   611941 gctggcaaaa atcagtatcc gagcaaacaa acatgcggct accttggtca tccatcacca
   612001 cttcatcaag ataactgtgg cgcgaaccac acagtgcgca ggggtcatcc cactgttgta
   612061 cgctaaacgg atgatcgtca aaatcgaggc tttccacctt ggtaaacggg ggcagggcat
   612121 aaaggcgttt ctcacgaccc gccccgaaca gttgcagtgc gggcatcata tgcattttgg
   612181 gattatcaaa tttcgggatc ggtgaagggt ccatgacata gcgatcattc actttgaccg
   612241 ggtaggcata ggtggtggcg atatggccgt agcgggcgat atcttcgtac agttttacct
   612301 gcatcacgcc gtactcctcc agtgcatgca tttttcgagt ctcggtttca cgtggctcaa
   612361 taaatcgcag cggttctggg atcggtacct gataaatcag gatctgatct tctgtcagtg
   612421 gggtttccgg tatgcgatgg cgggtctgga ttaatgtggc ttcagtggtt ttttctgtgg
   612481 ttgccacccc gctgacccgt tggaaaaagc ggcggatcga gacggcattg gtggtgtcat
   612541 ctgcgccctg atcaatgact ttcaacacgt ccgtgtggcc aatcagacac gccgtcaact
   612601 gaatgccgcc agtcccccag ccgtaaggca ttggcatctc acgcccacca aatggcactt
   612661 gatagcctgg gattgcgacg gctttcagta tggcacggcg caatgtacac ttggtttgct
   612721 catccaaata acccaggttg tagccagtga gaacctcagt catggtgtgg ctcctgtcgt
   612781 tgagaagatg gtggttgtga agatgatgat ggttgtgaag atgatggtaa tgaagaagac
   612841 gataattgcg gtgtgaaaag ggcggatgac gcggccagat gttcactgcg taggcgtttg
   612901 agcagtgcca gttccgcctg gaaatcgacg taatggggca gtttcagatg agagacaaaa
   612961 ccagcggcct caacgttatc ggcatgggat aacacgaact cttcatcctg cgccgggctg
   613021 gaaaccgctt cctgatactc acggctttgc agggtgcgat ccatcagcgc tatcgacatg
   613081 gctttgcgtt caccacggcc aaaaactaag ccatagcccc gggtaaaatg gggcggttct
   613141 gagaccggat cgacaaaacc attgaccatc tcgcattcgg tcaacaggat ctcaccaata
   613201 tcgatcgcaa agcccagttc ttctggctga atggcaatgg tcaggtaacc ggtgcggatc
   613261 tcggcggcga acgggtgagt gcggccataa ccgcgctggg tggagtaacc cagcgccagc
   613321 agaaagcctt catcacctct gaccaattgt tgtagccgtg ccgagcgatt acagggataa
   613381 actggcgggt tccgggtgat atcatctggc ggagtgccgt catcttgctc cggcagcgct
   613441 aactgctctt gggtcagtaa atcaaatacg tgagcgcaat gctctggcaa ggcttcttcg
   613501 ccacgggggg ctagcggcgt ttcgccagag gccaacaggg taaaatccaa cagccgatgg
   613561 gtgtaatcat aggtggggcc gagcacttgc ccaccgggca gatctttgta aatggccgaa
   613621 atacgccgtt ccaggcgcat cgtgtcggtt gccagcggta gactgaccgc cagacggggc
   613681 aaggtggtac ggtaagcccg caacagaaag atggcttcaa ccaggtcacc actggcctgc
   613741 ttaatggcca gcgccgccaa ttcacgatca tagataccgc cctcggtcat cacccgatca
   613801 acggctaaac ctaactgctg ctcaatttgc tcacaatcga tcgccgggat ctgagtatcg
   613861 ccccgccgct ggttttccag taattgatgg gcggcggcaa tggctttttc gccccctttc
   613921 acggcaacgt acatcagcac acctccacat gagtggtccg tgggagagcc atcaggtgct
   613981 caccacaggt caacaggaaa tcaaggccgg cggggaacac ggcaggccgg ttaagcggat
   614041 ggttcatgag ctggcggttt attagcgggt ggttcattaa tagataattc atcaaaggct
   614101 gaggcagttg cggtgaaaca atgcggttct gttcaatacc ggggccgtgt aagcgcaaag
   614161 gcgtcccctg attcaggctg tccacctgaa taatgaccgt gacagactgc tctggtgaga
   614221 gctcattgcc cggtgggcag gtggctaatt gcacttcagt aagctcattg cccaagaccg
   614281 caaagcaggc ggttgcgaga tcggcggtca gtggcgcacc agtatgaaaa cgcaggttgt
   614341 gctgtacccc ctcgctcgct atttggctgt ccagatagag tggtgtctcc tgatcggcta
   614401 gggtcagcag gacgctggtg gttgcaggat ttaacggttg ccaaccggta gaatgcggta
   614461 atgtcacttg caccccaggt tcgctcagtg ctttcagtat gcggcgaaaa gcatactggg
   614521 cctcaaccac aggctggtca aaatgcgtca gtagactcat caatcttctc cccgaactaa
   614581 tgtgaagaaa tcgactttac tggcggcgat atgctgggcg cgcagttggc gtcgtttctg
   614641 ctgtattgcg gcgagtgggt gaatcacggt tttcagtaat aattcgttca gtcccgcggg
   614701 cctgcctttc agcgttgaat attgcagcaa ggcatccaat aacgcgcaga gttcggcatg
   614761 gggcttgtta cgtccggcga tgtagctgta gccatagata tcggtgcagt cattgagttt
   614821 gataaccgcg cgggtgaccg tcatatcacc gagaataaaa cggcggccgg tggcccccat
   614881 ccgcgcctgc aattgattaa gacccatctc aggtgcccgg atcacctgat actccgggga
   614941 tagatttaag ggctgccagt gggcgagaag ttctgtgggc tggctatggg ccaagatcga
   615001 cagccaattt tgccgggtca tcaacgtgct ttccattcag tgctccatgg tcagttcaat
   615061 catgtcggcg cgggtcaggc tgagggaata ttccgccacc tgttggctat caacacgggt
   615121 atttagcgtt cgcacgcaca ggagcggcgc gtgggtggca atctccagca gggcactctc
   615181 tttggcttga gcacgccggg cgctgatgcg agtttggctg cgtttcaaag gctgttgtaa
   615241 atgttgtgcg atgaactgat gcagtgaacc tgagtgaaac cgttgtagaa ctggccacca
   615301 actgagatcg ggtaggtagt gatcgataat gcagaccggc acaccattaa cccgcctcag
   615361 ggtgcgcaaa tgaatgaccg attccccctc tgtcagcgag agtgcttttg caacaggctc
   615421 agccgcaggg cgtaaaacgg caagtaagcg ctcactggtg gggtcactgc cttgatcgag
   615481 taggttctgg ctgaaacgcg cattggcatg gagcgggtag tcataagggc gcatgagcac
   615541 cagaatgccg atgccctggc ggcgttgtag ccagccgcgc tcgaccaatt catccactgc
   615601 ccggcgcagg gtatggcggt taacctgata gcggtcggcg agctgttgtt cggagggcag
   615661 ataatcgcca caacggtaat ggccgcgcaa ctcctgctct aactgggccg caatatgttg
   615721 atagcgggtg ggatagctgg tcggtggtct agataagttc atggcaaata taccctctca
   615781 gcatcatcac cacgggctac cgctttttgt ccaagacaac gacatgaaaa gaaaaagcag
   615841 gcgggcaggt ggcggattgt catgttgata accggtaagt tttctcaccg taatgctggc
   615901 tgtttttgat gacagtgggg ttaagctagg atggcggaac gatgaatatt ttgctccccc
   615961 cacgtttctt atcaggaacc gcaggggctt atcaattaac gttgtgggtt tgggctaacg
   616021 tcgtgtattt gtctattaat aatgaaaggt atttattaat ggagcgtatt tattaacgta
   616081 acgtatttat taacgtaaac agtgaataac ctgattgctg ctgccgcgcc agataagtga
   616141 aggatctttc aggtcttgta cgaatttgcc gtcgatcagg acgttgatca aatcaaccac
   616201 ttgctgttgt tcggcagtga gttcagccaa ggtatagccg gtccatagcc agatatcttt
   616261 tccatcgcat tcgtggtgca cccgttgtac cagttgaaga atggcggaca aattttgtgg
   616321 atgcaacgga tcgccgccgg aaagggatag cccttgccgc cggatacgcg agtcgttcag
   616381 gtcggcgatg atcttatctt ccatctcgcg ggtaaacggc ttgccggaat tgagtcgcca
   616441 ggtgcttttg ttataacagc cgacacattg gtgcacgcag cccgaaacga acaacgtaca
   616501 gcgggtgccg gggccattaa tcacatcgac tgggtagtat tgatggtaat ttatagtaaa
   616561 tgcccccctt cgtattggta gccgcaggcg tgttggttag ctgggtgact cagcccatca
   616621 gcaggcctcg cattgacgag gcctgaggtt gtcgcctacc tacaacgcca atgattttgg
   616681 gtaatactgt tttgggtaat actgctttgg gtcatattct gcttagcgtt tcagcccaac
   616741 tgcccgttag ccagatgttt cacccggcgt ttcacttctt cttgtttacc cgcattaaat
   616801 ggccgtgcat ctgggctacc caaataacca catacccggc gggtgaccga cactttcgat
   616861 ggctcatggt tgccgcattt cgggcaggta aagcctttgc tggtacaaga gaattcaccg
   616921 gtgaagccgc attcatagca ctcatcaatt ggcgtgttgg tgccgtaata aggaacccgg
   616981 ctgtagctgt aatcccagac gtcttccagc gcccggatgt tgtgctgcaa attagggtat
   617041 tcgccgtaac agatgaaacc accgttagcc agcggcggat aaggggcttc gaaatccagt
   617101 ttgtcgtagg gattcacttt tttctcaaca tccagatgga agctgttggt gtaatagcct
   617161 ttgtccgtca ccccttcaac cacaccaaat tcagcggtat caaggcggca gaagcggtca
   617221 cacaagtttt cacttggggt gctgtatagg ctaaaggcat aaccggtttc atctttccaa
   617281 tcatcggtag cctgtttcaa atgagccaca atggcgatgg ctttttcgcg cagcttctgg
   617341 tcatcaaaga gatgggtctg atggccgaat aaggcattaa tggtttcatg tatcccgata
   617401 tagcccagcg agatcgacgc acggccattt ttaaagattt cggcaatatt atcatccgct
   617461 tgtaagcgta caccgcaagc accttccata tacagaatgg gggcgactcg tgctttgatc
   617521 ccttctaaac gggcaattcg ggtcattagc gcttttttcg cgataagcag gcgctcatcc
   617581 agcaactgcc aaaattggtt ttcatcccct tttgcttcca acgcgatacg tggcagatta
   617641 aggctgatca ctcccaaatt attccggcca tcgtggattt gttgaccctc ctcctcatac
   617701 acgccgagga agctacggca gcccattggc gttttaaagg agccagtgac cttaaccact
   617761 tgatcataat taagaatatc tggatacatg cgcttggttg cgcactccag cgccaactgt
   617821 ttgatatcgt agttagcatc gccaaatttg tggttcaggc catcgcggat agcaaatacc
   617881 agttttggga ataccgccgt tttacggttt ttacccaagc ccgcaatacg attacgcaaa
   617941 atagcctgct ggatcatgcg tgattgccaa ctggtgccca agccaaaacc gaaggtgacg
   618001 aagggcgttt ggccattcgc ggtatgcagt gtattgacct catactccag tgactggaag
   618061 gcgtcgtaac actctttttc ggtacgcgac atggcataac ctgcaacatc agggatctgc
   618121 cactcttcgg cgacagcctt atgtttatta aagctttccg tgacaaaagg ggccaaaact
   618181 tcatcaatac ggttaatggt ggtgccacca tagatatggc tggcaacctg cgcgataatt
   618241 tgtgcggtta cagcggttgc ggtagaaatg gattttggcg gctctatttc cgcattaccc
   618301 attttaaaac cttgggttaa catgccttcc aaatcaatca acatacagtt gaacatcggg
   618361 aagaacggcg cgtaatccag atcatgatag tgaatttcgc cgcgctcatg ggccagcacc
   618421 acatcgcggg gcaaaagatg ctgtttagcg tagtgcttgg caacaatacc ggccaacaga
   618481 tcgcgctggg tagggatcac tttgctgtct ttgttggcat tttcgttcag cagtgctttg
   618541 ttgctttgct ccactaaccc ttgaatttcc tgattcaagc ggccacgcag ttcccgtgag
   618601 atatcacgat catgacgata ttcgatgtaa gcccgggcta actgtttgta ttgacccgcc
   618661 atcagttggt tttctaccgc gttttgaatt tcacggatat caaccttcgg ctggttttcc
   618721 atcgtttgag cgaccactcg ggcaacggtt gcacaataat cggcatcgac cacgccaaca
   618781 gctaatgctg cgcgctcaac agcctctttg atacgaactt catcaaaagg tacctggcag
   618841 ccgtcccgtt taatcactac tgttttcaca atgtcactcc tgtataccgc cgcatagggt
   618901 tatccacaag gcaacccgca gcacatcagg gctgcgaggg ggatgtggat gcttttgtgg
   618961 ataactacta catatagatg cttaaaatat tatagacact atatatgggt atctggatga
   619021 gtgacagtca actgatagcc aatattgttg acctagaaca aggaaattgg cgttagggtt
   619081 attccctgtt cagtacgtca cagaattgtg atttttatgg cgagggattg tattgacgaa
   619141 aaggttttgt gtttatgaaa aggtcttgtg tttacgaaaa agtactgtat tgacgaaaag
   619201 gtatggtgtt tacgaaaagg tcttgtgttg atagggttcg cctgataatc gattttttct
   619261 atttactggc cgcgtcatgt cacctcaccg aatcaccaaa acttacccca tcgaatgctc
   619321 cgccgacgct aaatcctccc gtgagtactc cctgacaata tggccgtttt ccatcaacac
   619381 tgcgcgctca gacatatgtg ccaccacatc gctgtcgtga ctgaccagca aataggtcat
   619441 gccgtattcg cgttttaaat gattaagcag gttaagaatt tcggcctgaa cggacatatc
   619501 taacgctgag gtgggttcat ctagcagcag caatttaggc cgcagcagca gagcgcgggc
   619561 gatagcgata cgctgacgct ggcctccgga gaactgatgg ggataacgta aagcggcaga
   619621 cgcaggcaaa cccacttgtt ctagtgcctg cgcaattcgc tgagcgatat ttttctcgcc
   619681 gtggatcttt aacggctcac ctaaggtgcg ttgaatatta tgttgagggt gcagcgaggc
   619741 atacggatct tgaaacacca tctgcacatc tttacgtagt tggccggtga aacgttggcc
   619801 cggctgtaac cgctggccca gcaaggtgat ttccccctgc cattcgcgct gtaacccggc
   619861 caatgtccgc aagacggtgg attttccaca gccagatgcc ccgatcaggc tgaatgtttc
   619921 attggcttca accgcaaaac tgaccgattc aaccgctgtt ttgatctggt tcttctgggc
   619981 aaagctgacc tgcaaattgt tcacttcaat cagtgccacg ggagcctccg gagaaatcta
   620041 cgctgcgatc caatactggc agatcggtgc cataggtatg ggcattcggg cggcaagccc
   620101 atagcgtgtg ggtataaggg tgggttgaat ggggcagatc agcggccaga ccttgatcga
   620161 ccaacttccc ctgatacatc actaacacgc gatgacaatg ttcggcgact aatggcaggt
   620221 catggctgat cagcaacagg ctcatttttc gttgttcggt ttgctcaaca attaattcaa
   620281 ggatctggtt gcgtaatttg gcatctaacg cggatgtcgg ttcatcggca attaatactc
   620341 tgggattatt caccaaagcg attgccagca tcgcgcgttg ccccatacca ccagaaagct
   620401 ggccggggta gctgtggtaa gcgctggcat ttaacccaac cgaggccagt gcatttaata
   620461 cccgttcatg cgcatcagcg cttgaaaggg tgttatgcag caacagagac tcttcaatct
   620521 gcttaccaac aggttgtacc ggatttaagg cataacgggg gtcttgtaac accatagcaa
   620581 tttcactgcc ccgtaatgcg ctccattgcc tggtgtttag gcgcagtaaa tcgtgttcaa
   620641 taatctgacc ggaatggccc tgatcatccg tgttgtcaga gtaataactc agcttcttgg
   620701 cactgacttt accggggtgc ctgactaagc ccatcagcgc tctggccgtg atcgatttcc
   620761 cggagccgga ttcgcctacg agagcaacac gttcgtgacc gaggtggaac gaaatgttat
   620821 ccaccacccg ctgttgctga aaatcgacgc acaggttatc gacggtaaaa atagaatcag
   620881 tcatggtgag gatccagaat atcgcgtagg ccatcgccta acaggttaaa ggccatgctg
   620941 ctgagtagga tcgcacaacc gggaatggcc gcaatccacc attggtcaaa aatcacctgc
   621001 atcccatcgg cgaccatcga accccactca gacatggggg ggcgagcgcc cagccccaga
   621061 aaacctaaac ctgcagctgc taatataatg cccgccagat ccagtgccaa acgcacaacg
   621121 gcagacggta aacacatggg caatatgtgg ccccacagga gccgtagccc tcggatgccc
   621181 atcatttcag ccgcagctaa ataatcactt ttacgtaata actgaatttc agctctggcc
   621241 tgacgggcat acgccggcca ggttgtcagt gccagcgcta atgcgccgtt cagtaaaccg
   621301 gggccgagca tggcaacaaa agcaaaggcc agaatcagcc gtggcatcga catcaccaca
   621361 tcagtgattc gcatcagaat gcgttcgagc cagccgccgt aatagccaga aagcaccccg
   621421 accaacaacc ccagaggcaa tgtgatcacg gtgaccagca gcaccaatcc caaggttggc
   621481 cgggtaccgt aaatcagacg cgacagcata tcgcggccat aactatcggt gcccagcaag
   621541 tggcccgagt cacccggcgg caacaaccga tcggctgcgt tttgccagtt agggtcctgt
   621601 ggagcaagcc acggagcaaa aaccgcaatg ataaccagca gtgatagaat aaacagacct
   621661 atgctggtgg acggggaacg cttcagcgtg cggtagaact ttattattgg catatcagca
   621721 tcatcgacat atcagcgcgt tctcggatct agcaggcgga cgagcagatc cgtcacattg
   621781 ttaatcaaaa taaagcacat accgagcagc aaggttccgc ccataatcgc cgtggtgtcc
   621841 ccggcaaata gggcgctggt caggtagcga ccaatgcctg gccaggcaaa aacagtttcg
   621901 gttaacaccg caccttccaa catactggta taggccagcg caatgaccgt cagtaaggtg
   621961 ccacgaatat tgggcaggac gtgcatcagt aaaatacgca tttcacctgc gcccttggcc
   622021 cttgccagcg tgatgtactc tttattcaat tcacttaggc aggccgagcg ggtcaggcgg
   622081 gtgatactgg ctaacgcata gtaagccagt agggagaccg gcaaaatcat gtggccgaga
   622141 gcattattaa aggcccccat atcacctgat cgccaggtat cgatcagcac aaaaccggtc
   622201 ttggcttcaa cagtatattg gtagatatca tccagacgac ccggaccggg gctccattgc
   622261 aaccgcgcat aaaacagcag cagcatcagc aagccgagcc agaaaatggg cactgaatta
   622321 cccagcagag tgataaagcg gatagtgata tccagcttgc tacctgccca gcgggcgcac
   622381 aataaaccga ggaaaatacc cagtgcaccg cccacgagca gtgataaggt tgccaattct
   622441 aacgaggcag ggaagacggt cagtagatcc tgtaataccg gctggccact ggcgctggcg
   622501 acccctaaat ctccatgagc caatcgcacc agataatgcc agaattgtac aaataatggc
   622561 tggtccaacc cgagttgctg tttgacctgt tggtaagtgg cttcactggc gtgatcgccc
   622621 acaatttgca ggactcggtc cactggcgac agtgccgaaa ggaagaaagt gatcaccaac
   622681 aggccgaata gcgttagggc cagggtgaat agcccctgta aaaaaaccaa aagatgacgc
   622741 cgggaggggg ttcccggcgt ggtatttaat gctacagaca ttgactatcg gctcgcttgt
   622801 cgcttgagtt acatgtgttc cacaaataac taatatcaca tctaactcat ttcacaaata
   622861 agtcagcaca agggtcttat ttactgacac gatcataata gaccatatcg gcattcagac
   622921 cttgttgata gccttttaca ttatctcgta acacaacttg tgctttggct tgatcaataa
   622981 agatataagg tgagttttgc tgcagttcct gctgtaactg ggtgtacaac tgagtccgtt
   623041 tttctggatc tgcttcagcg acggcagcca gtgtttgctt attcagttca ggaataaccc
   623101 agccgtttag gcccgccacc gtactgcttt taccgtcgtt ataagcgaag gtgctggcat
   623161 tggagtgtgc atcgaaataa tccgggatcc acaggcgaat cgccgattga tgctgtttag
   623221 cccgcacccg accataaact tggctacctg ctgctggcag caataccagt ttcacccccc
   623281 ctgcgcaaag ctggcctgta acgactgagc aatggtgata aacgggggtt tgttctcaac
   623341 atccagtgtc agtgtggcat ctttaatgcc cgctttagcc agaatttttt tggcggtggc
   623401 cggatcaaaa gtgaatggat tgcttgccaa tgccccaggc aaaccaacgg ggaggaagct
   623461 ttgatgaatg aaatactgat ctttcaacag atctttggta ataccttggt aatccaccag
   623521 ataacgggct gcttgccaga gttctggcct gctcagcagc gggttagcgg cattagcggt
   623581 gttaaacacc aaatagtttt gttctgctga tgggatttca acgaccttga cgccggcctg
   623641 tgttttcagc gcagtaattt ggtccggccc taattcccgt gcaatatcag catcaccttg
   623701 ttgaattaac aggcggcggg cactggggtc aggcacgttt ttaataataa tattcttaat
   623761 taatggctga ttacccggtg acgtagggtt ggcatccagc acaatggctt ggtgcggctg
   623821 ataaacccgc attttgaagg cgccgctacc ggcagagtgc attttgagcc acgcattacc
   623881 gtaatcgtca tctttggtat tcgccgtcac ggttttttta tcaacaatgg atgcaatggg
   623941 cgttgataaa atattcaagg caaccgctgg gctgacatct gcactccagc ttacttgcac
   624001 ggtattatta tcaattttct ttaggtgttg atcgatgtta tcagcctgcc agcccaagac
   624061 gttgagaata aaagcaggtg agcgattcat tttcactgcg cgggtgaaag aataaatgac
   624121 gtcatcggct tgtaccggat tacccgatgc aaataccgcc tgtggacgca atttgaccgt
   624181 taatgttttg gctgcggcat cgccttccca gctttcggcc aagacgggta ctacttttgc
   624241 cgggttatcg cggtcggctt gaactaagcg ctgatagagg ctcggtactg tctgaatgct
   624301 agacagctcg ttactttctg cggggtcaag gctgacgatg tcatccaggg attgcacgac
   624361 tatcagcgta tccggcggcg ttgctgccaa tgtgccgcca gataacgctg ccagaacgaa
   624421 taatgacaga acttttgctt tcattgagac tcccaagaat agattaccgc catcgcgtgt
   624481 ttctagtatt aagtagttaa catcgataga aaatgagtgt ttttttattt atttcaccgc
   624541 agcttgccac cataatcact ttactgtctg tggtaaaagt ctcaacagtt atttgttata
   624601 atatttagtg ataataaaat attccgtaaa ggaataatga tgaggttatt gacaaagtgt
   624661 ccgcgacgga gagaacaggc agatcgtaaa gacgccgtaa atacatccat gtaggctcga
   624721 gccgcgccat ccttggcgcg gacgctttac tcctctgcct atcctcaccg ttcaagatcg
   624781 cgtcatcggg gtttgtcagc agtctgaatg atgatgtttt ttccagcaat agtcatcacc
   624841 gccgcaacgc catcatccgt aggctgaaaa ataaataatc agcaaatatc ccattttatg
   624901 aatgccaatc tacttatacc cgtcgccctt taagatgcag gggggttagc tgcccttgct
   624961 caccccagtc acttagttat ctaagctcct ggggatttac tcggttgctg cctacctgca
   625021 tcttgaagta acttgggtat ataataaaac agcatttcat tttcataaga caagggaaca
   625081 tcatgattat cggaaatatt catcatttgg cactgctgcc ttatctgcca gcccaattgc
   625141 gggacgccat cgagtatgtg aaaagccata tcaacgcaga taccccattg ggtaagcatg
   625201 atattgatgg caataatgtg ttcgtgttgg tttccaatga cagcactgac ttattagaga
   625261 atcgccgtgc ggaatatcac gccaagtatt tggatatcca gattattttg gcagggcagg
   625321 aagggatggc tttcagtaat ctacccgcag gaaagccaga taccgattgg ttggcagaca
   625381 aagatattgc cttcttacct gcaggcacag atgaaaaaca cgtagtgctg caaaccggtg
   625441 attttgtcgt atttttccca ggtgaagtgc ataagccatt atgtgccgtg ggcgagccgg
   625501 cgaatgtgcg taaagcggtt gttaaaatag cggtgaaata ggctatctca ctggccagct
   625561 tgagcttcgg ggcagtgctc gccgccgtca cgtactgcgt gtacgctccg ttggctgcgc
   625621 gctgtccgca ctcaatctgc ctgcgccgat aacgcctatt taatctggtt ggctattttc
   625681 attaattgat agcgaaaagc gaccagcttg agcttcgggg cagtgctcgc tgccgtcacg
   625741 tactgcgtgt acgctccgtt ggctgcgcgc tgcacgtcgt ctgaatttta taggtaaagg
   625801 gccgatatag ataacggatc agcccttatt attgtcatcg gctgccttta tattttgctc
   625861 atcgtggcga ccatcacggc tttgatggta tgcaggcggt tttctgcctg atcaaataca
   625921 atgctatgag ctgattcaaa cacctcttca gtcacttcca tgccgccggg taaatcatat
   625981 tgttcggcca tctgcttacc gatggtggtt tggtcatcgt ggaaggcggg gaggcagtgc
   626041 agaaatttta cctgagggtt accggtcagc gtcagtacac gcatattgac ctgataaggt
   626101 ttgagtaagt tgatgcgttc ctgccagacc tctttgggtt cccccatcga gacccagaca
   626161 tcggtataaa gaaaatcagc gccgttcact ccctcggcaa tatcttctgt cagggtgatt
   626221 ttgccccccg ttttctgtgc cagtgcctgg caactgataa cgaaggcttc ctctggccaa
   626281 caggctttcg gtgcgactag gcgtaaatcc attcctacca gtgcggccgc ttctaacagg
   626341 ctgttcccca tgttattacg tgtatcaccg aggtacgcca acgtcatttt attcagcgat
   626401 ttattgggca ggtgttcccg catagtcagc aaatcagcca ggagttgggt tggatgaaac
   626461 tcatcggtca ggccattcca gaccggtacg ccggcaaatt ctgcgagtgt ttccaccacg
   626521 cgttgcccat agccacgata ttgaatgccg tcatacatac ggcctaatac acgggcggta
   626581 tccttgattg attctttatg cccaatctgg cttccccctg gcccgagata agtgacgcga
   626641 gcaccttggt catatgcggc aacttcgaaa gagcatcgag tgcgagtcga gtctttttcg
   626701 aagatgagcg cgatattctt accgaccaat ttttgctgtt cacagccaga tttcttgtct
   626761 tttttcaatt cagtagctaa atcaagcaag gcaataattt cagcgggggt aaaatctaac
   626821 aacctcagaa agtgacgttt atagaactga ttcatctgtt cgtctccatg tgcccttcat
   626881 ccttgatgct tacaacacca attatttggg ggtaaattga atttcaatat gaatttaaat
   626941 tcaatttata ggtataaata ttcaattaca acccaaatta ataattcttt ctcgtttata
   627001 gtggaggcaa tagctagggt gtgggaaaat ggcgcaatat aacgcccatt aactgaggat
   627061 aaaggcatgg caaaccgcga actgctagac gaacaacgtg atgagacccg cctgatcatc
   627121 gaggaactgc tggaagatgg cagcgatccg gatgcactgt acaccattga acatcacctc
   627181 tctgctgaga aattcgaggt gttggaaaag gccgccgttg aagcgttcaa gctaggttac
   627241 gaggtgacag atgctgaaga gctggaagtt gaagacggct ctatggtgat gtgttgtgac
   627301 gtaatcagcg aagtcgccct gaatgcagaa attattgatg ctcaggttga acaactggtc
   627361 gcattggctg aagcctgtgg cgttaattat gacggttggg gcacctatta cgaagatcca
   627421 aacgcagaag atgacgaaga cggtgagtac gacgacgaag agttggttga tgaggatgac
   627481 gacggtaagc gtcactaaat tacccttcgt ccttggcgct acagctgtgt tagcggcact
   627541 cacttacccg aatcacttac ctgagtaagc tcatcgggat gcgttcgttt gctgccttgc
   627601 tgtaacgcca atgactttgg gtaatcccct tcttggggct acagtttttt gtcatcccag
   627661 gatggtagcg gcacttattt acccgaatta cttacccgaa tcacttacct gagtaagctc
   627721 atcgggatgc gttcgtttgc tgccttgctg taacgccaat gacgttgggt aatccccctt
   627781 cttgaggcta cagttttttg tcatcccagg atgttagcgg cacttattta cccgaattac
   627841 ttacccgaat cacttacctg agtaagctca tcgggatgcg ttcgtttgct gccttgctgt
   627901 agcaccaatg acgttgggta atccccttct tgaggctaca gttttttgtc atcattaagg
   627961 gtgcatggcg ccctgaaatt cttgcagggg agggcttcaa gaggttaaag tgttttcagc
   628021 atcgtcactt cgcaatctac atggccggta ttccccatcg caccgccaat atgttcaaaa
   628081 cctaatcttt cgtacagacc aacagcactg gtcaggctgg cagtggtttc caaataacag
   628141 cgaccaaatc cctgctggcg ggcaaatgcc aacgcctgta gtgccaactg tttcgctaaa
   628201 cccttaccac gcagtattgg cagaaaatac attttctgta attcgcatag atcggcttca
   628261 ccgcccaaca gtggcgcgac accaccacca cccgcgatgt gaccatccac ctcaatcacc
   628321 caataagcgc tacgtggctg gctgtacaat tcatacaagt gatcaagatt aggatcggac
   628381 acggtatagc ctttgtccgc agtcaggccg aattctgccg aaacctcacg gataacattg
   628441 gcaatggcga ggttatctcc tgcggtgatg gggcgcacca ggagccggat aggtgtggtt
   628501 gtggtcatgc tctataaacc caaaggtaat atcttagtca taatctgtaa taccatcgaa
   628561 tggtgccagg gtgcaatggt aaaaagcagg ggccatgata gtgaataatt atcatggccc
   628621 ctggtgacga ctgactgata gtttgattaa ttatagtgca gcgatagttg cctgctgctc
   628681 aattaacttc tgtttggctt cagcacaagc ggccagtctt tcacgctctt tggcaactac
   628741 cgcttctggc gcccgcgcca caaaaccttc gttacccagt ttgccttcga tgcgctcaat
   628801 ttcagcatcc agtttcgcca cttccttcgc cagacgatcc aactcggtgg ctttatcgat
   628861 caggcctgcc attgggatca gcacttcagc accttcaacc aatttagtga ccgatactgg
   628921 gcctttatca ccttcagcta gcaaggtgag agaggacaag cgcgccaatg actggataaa
   628981 actctggttt tccagcaccc gacgctgtgc ttgtgcgttg gcaccccgca gcatgacctc
   629041 aagtggttta cccggtgcaa tgttcatttc cgcccggata ttacgcaccg cgataatggt
   629101 ttgcttaatc cactctaaat cactgagtgc ttgttcatcg acttggctgg catcatattc
   629161 tgggaaaggc tgcaacataa tcgtgtctgc agtaatgcct ttcaggtttt tcacccgctg
   629221 ccagatagtt tcagtgatgt aaggaatgat ggggtgcgcc aagcgtagca aggcttccag
   629281 cacctgaatc agcgtgtggc gagtgcctcg cagttcagct tcagagccac tgttcatcac
   629341 cggcttggtc agttccagat accagtcaca gaactggttc caggtgaatt catacagaat
   629401 accggccgcc agatcgaagc ggtaggtgtc catcgcttca cggtaggctt tgatggtctg
   629461 gttgaattcc gccaaaatcc agcggtcagc cagtgataac accatttcgc caccgttctg
   629521 cccacaatcc tgcccttcgg tattcatcag cacgaaacgg ctggcattcc acagcttatt
   629581 acagaagttg cgataccctt ccaggcgttt catatcccag ttgatatcac ggccagttga
   629641 ggccagtgcc gccaacgtga agcgcagtgc atcagtgccg tgcggctcga taccgttcgg
   629701 gaactgcttt tcagtgcgct tgcgaatttt ctccgccaac tgtggctgca tcatattgcc
   629761 ggtacgtttt tccagcaacg cttccaaaga gataccgtca accatatcca gtggatcgat
   629821 cacgttacct ttggacttgg acattttctg cccttcgtca tcacggatca gaccggtcat
   629881 gtagaccgtt ttgaacggca cctgtggttt accattttca tctttcataa agtgcatggt
   629941 cagcatgatc atgcgggcaa tccagaagaa aataatatca aaaccactga cgaccacgct
   630001 ggtcggatgg aaggttttca gtgcgtcggt ttgttcaggc cagcccagtg tagagaatgt
   630061 ccacaggccg gatgagaacc aggtgtccaa cacatcttcg tcctgacgca aagcaacctc
   630121 tgcgcccaga ttattgtcgc gacgcacttc ggcttcgtcg cggccaacat acacattacc
   630181 ctgctcgtca taccaggccg gaatacggtg gccccaccac aattgacgtg agatacacca
   630241 gtcctggata tcgcgcatcc atgagtaata catgttttcg tactgtttag ggacgaactg
   630301 gatctcgccg ttctctacgg cttcaatcgc gactttggcc agcggggcgg tgtgcacgta
   630361 ccattgatcg gtcagcatgg gttcgataac cacgccgcca cggtcgccat aaggtactgt
   630421 caggtcatga ggtttaacct cttccaacag accgagtttc tcgaattccg cgaccaccgc
   630481 tttacgggca gcaaaacgtt ctagcccttg gaactgcgca ggaatagcgt tactgaatgc
   630541 atcagttgct tcaccgtggg tatcaaatac ctcggcttct gagcggatat ccccgtcgaa
   630601 ggtcagaatg ttgatcattg gcagggcatg gcgcttaccg acttcatagt cattaaagtc
   630661 gtgggctggg gtgattttca cacaaccggt gcccttctcc atatcggcgt gttcgtcacc
   630721 gaggatcgga atacggcggc caaccagcgg caggatcact tctttgccga tcagatcttt
   630781 ataacgtgga tcttccgggt taaccgcgac accagtatca cccagaacgg tttctggacg
   630841 ggtggttgcc accaccagat aatctttgcc ttccgcagtc ttggcaccat cggccagcgg
   630901 ataacgcagg tgccacatgg aacctttgga ttcgcggttt tctacttcca gatcagaaat
   630961 ggcagtacgc agtttcggat cccagttcac caggcgcttg ccacggtaaa tcagatcttc
   631021 tttatgaagg cgcacgaaca cttctttaac tgcgttggac aagccttcat ccatagtgaa
   631081 acgttcacgt tcccagtcca cggagttacc caaacgacgc atttggcgag taatggtgcc
   631141 gccggattcg cctttccact cccagatttt atcgataaac gcatcacggc cgtaatcgtg
   631201 gcgggtcttg ccttcttcgg cggcaatctt gcgttccaca accatctggg tcgcgatacc
   631261 tgcatgatca gtacctgcct gccagagggt atttttcccc tgcatacgct gatagcgaat
   631321 caaggtatcc atgattgtct gctggaatgc atgacccata tgcaggctgc cggtcacgtt
   631381 cggcggcggg atcatgatgc agtagctttc tttgctggta tcgccgtttg gtttgaaata
   631441 accctgtttc tcccaatgtt catacagcgg ctgctcaatt tcctgcgggc tgtatgtttt
   631501 atcgagggac ggctcagttt tgttgatatg agaaggtgta ttttccattt tctttttatt
   631561 tcaattagtt ggcggcgttg ccgtggtcaa gtggaagccg acgctgcgat aagatttata
   631621 tcggtcgcgc gccaactgtt tcaaattttc ttcataaggc acgaagtcta ccacttcatg
   631681 gaaagcggtg gcaaaacctg cgaattctgg cagcaggctg ataagcaggt cgcgcggtga
   631741 attcccgcgt ctttccggcc acgccagttc gacgggagcg ccatattttg gcccttcacc
   631801 ggccagatta tgtggcacaa attgttcagg agcgcgctgc cagagcgctt catccagccg
   631861 ctgagcttgt tcctggcttt cacaggcgat caacacccgc ttgcccgcac gccaacgttc
   631921 agccgcgatc tcgcaggcca acgcttcgtg cgctcgcagc tcaccggcag gcgtgtcgtg
   631981 ttcgagcagg tagaaggtag cgtttttcat aaattctcta caacgtaaag ggcacaaaaa
   632041 tgtgccctca gactgctaac aaaatcaaat gaaggggaaa cgtgccgttg gggtcgtagt
   632101 aaccgttttg cttgtcaacc cttcactcac tgttgtcgtt aaccttaata tatcaaacga
   632161 ttaatcgtcg ccgtttaagc ccgcgcgatt cagtaggaac tgagacaaca acgcgaccgg
   632221 acggccagtt gcgcctttgt tcttacctga acgccacgca gtacccgcga tatccagatg
   632281 cgcccaactg tatttacggg tgaagcgcga taagaaacag cctgcggtaa tagccccacc
   632341 cgcgcggcca ccaatattgg ccatatcagc gaaattagag tccagttgct cgtagtactc
   632401 ctcacccagt ggcaagcgcc atgcgcggtc gcccgcctgt tcggatgcgc cgataagctc
   632461 atgagccaac gggttgtggt tcgacatcaa accggtgagg tgattgccta acgccacaac
   632521 gcacgcgccg gtcagtgttg cgatatcaat gactaactct ggctcgaaac gctcaacgta
   632581 tgtcagcgca tcacacaaca ccaaacggcc ttcggcatcg gtattcagca cttctacggt
   632641 ttgaccagac atggtggtca gaatatcacc aggacgataa gcacggccac ccggcatgtt
   632701 ttcacaaccg gctagtacac ccaccacgtt cagtggcaat tgcaactcgg caacgacccg
   632761 catcacgcca taaacggttg ctgcaccgca catatcgtac ttcatttcat ccatgccttc
   632821 ggcaggcttg atggaaatac caccggaatc gaaagtcagc cccttaccca ctagcacaat
   632881 tggcttagca tctttatttg ggttgccttt atattctatc accgacatca atgattcgtt
   632941 ttgcgaacca tggccgacag ccaaataagc gtgcatgccc agctctttca tctgctgttc
   633001 gccaatcacg cgggtgacgg tgttggtact gaaagcatcc gccaattggc gagcctgaga
   633061 cgccagatag gcggcgttac agatattggg tggcatattg cccaagtctt ttgccgcttt
   633121 gataccggaa gcgatagcta aaccgtgctg gatagcacgc tcgccactgg tcaattcacg
   633181 gcgggttggc acgttgaaga ccattttacg cagtgggcga cgaggctcgg ttttattact
   633241 cttaagttga tcgaaggtgt aaagcgtttc tttggctgtt tctaccgcct gacgcacctt
   633301 ccaataagta tttcggcctt tgacatgcag ttcagtcagg aagcagaccg cctccattga
   633361 acccgtgtca ttaagggtat tgatggtctt ttggatcact tgcttgtatt ggcgctcatc
   633421 aagctcacgc tctttaccac agccaattaa caagatgcgt tcggaaagaa tgttcggcac
   633481 atggtgcagt aacagtgtct gcccgacttt gccttcaagt tcaccacggc gcaataacgc
   633541 gctgatgtag ccatcactaa ttttgtcgag ttgttcggca ataggagata gacgacgagg
   633601 ttcaaaaacg ccgactacaa tacaggcact acgctgtttt tccgggctgc cgctctttac
   633661 actgaactcc atgtactctc ctgaatctta aagacaaagg tgggagctac cgttagaata
   633721 tggcgctccg caacgatctc tctccgttgt gttaacgacg tgtgttaacc ttaacggcat
   633781 aagttgtttt gttttggcga ctataagcat gttcctatag gacacccaaa cgctagatgt
   633841 tgtaatacta ttttagctgt gaaggttgcc atatgatgag aataaatggc ggattaacga
   633901 tgaaactatc gattttcctg caaaaagaca agttttcaca ggcgtattag cgtgatcatc
   633961 attagatatc tggtacggga aaccttaaaa agccaaattg cgatcctgtt catcctgcta
   634021 ttaatcttct ttagccagaa gttagttcgg atattaggtg ccgctgttga tggtgaaatc
   634081 ccgacaaatg tagttttatc ccttttggga cttggtgtgc cggaaatggc acaactcatc
   634141 ttaccattga gcttattcct agggctgctg atgaccttgg gcaaactgta cacggagagt
   634201 gaaatcaccg tgatgaatgc ctgtggcatg ggtaaaaagt ccttgatcat ggcagcgtta
   634261 attctggcgc tcttcacctc cgggctggca gccatcaaca ctatctggct tggtccttgg
   634321 tcttctaaac atcaagatgt cgtactgaac gatgccaaag ccaatccgag tctggcagcg
   634381 cttggcggtg ggcagtttaa atcttcaaac gatggtaatt cagctctttt tattggcaat
   634441 gtggcgggta aagagtttaa ccgtgtgttt ttggcacaat tgcgcccgaa cggtaaccag
   634501 cgcccctctg tggtggtggc cgatagcggc catatgagtg agctcccgga cggttcacaa
   634561 atggttattc tgaacaaagg gactcgctat gaaggcaccg ccttgctacg cgatttccgt
   634621 attactgact tcgttgatta ccaggctgtt ataggacaca aacaagtaca gcaaagcagc
   634681 aacggggccg atcagatgtc aatgaaagag ctatggcgct ctcaagaacc tgatgcacgg
   634741 gctgagttcc actggcgtct aacactgatt gtttcggtcg ttattatggc attgctagtg
   634801 gtgccgttga gtgtggttaa cccacgccag ggtcgtgtcc tgagtatgct tccggctatg
   634861 ttgctgtatt tgattttctt cctgttacaa agctccctgc gttctaaggc gggtaatggc
   634921 caactggatc cactggtctg gatgtgggct gttaatggtg cttatttggc tctcgcgata
   634981 atcttgaacc tgtgggatgg cctgatggct cgtaaattac gtgctcgatt gagaggtgct
   635041 gcctgatgtt tggtgtatta gaccgctata tcggacggac tatcctcaat actatcctga
   635101 tgacgttatt aatgttggtg tcgctgtcgg gcatcatcaa gtttgtcgat caactgcgta
   635161 aagtcgggca gggggactac tcggcggcct ctgcgggtat gtacactatc ctgagcatcc
   635221 caaaggacat cgcggttttc ttcccgatgg cggccctctt aggggcatta ctggggcttg
   635281 ggactttagc cagtcgcagt gagttggtag ttatgcaagc gtcaggtttt acccggatgc
   635341 aaatcgcagc gtcagtgatg aaaacggcaa tccctctggt gttgctgacg atggctatcg
   635401 gtgagtgggt ggcaccgcaa ggtgagcaga ccgcgcgtaa tttccggaca cagcagatgt
   635461 acggtggttc gttactctca actcagtcgg gtttatgggc gaaagatggc tctgacttta
   635521 tttatattca gcgggtgtct ggcgaaagcg agttgacggg tgtcaatatt tatcattttg
   635581 ataaagaaga tcgtctgctt tcggtgcggt atgcggcgac ggcgacctat gaaaaagaca
   635641 ataaaacctg gcggttatcg caggtcgatg aatctgattt aagtaatcct actcaggtga
   635701 caggttcaca gacgctgacc ggcgagtgga agaccaatct gacgcctgag aagttgggtg
   635761 tggtggcgat ggatccagat tcgctctcca ttagcgggtt gcacgactac agtaaatatc
   635821 tacagcaaag tggccaagag tctaaccgct acgaactgag tatgtggagc aaggtatttg
   635881 ctcccttctc tgttgcggtc atgatgctga tggcgctgtc gtttattttt ggcccattgc
   635941 gcagcgtgcc aatgggtgtc cgggtggtca ccggtatttt cttcggcttt gttttctacg
   636001 tgctggatca agtttttggt cgacttagct tggtttatgg catcccacca atgctgggtg
   636061 cgctgttgcc gagtatgtta ttcctcctga tcagcatttg tttgctgcta aaacggcggt
   636121 aatgacgttt ttttcagcac ttagactaaa cgtagtggaa taacagttgc atgcggatca
   636181 ttggtaggta taattcatct cgttttccgc atactactac ttcagtgccg aagtggcgaa
   636241 atcggtagac gcagttgact caaaatcaac cgccgcgagg catgccggtt cgattccggc
   636301 cttcggcacc attagtatga aaattaagtc accgcaaggt ggcttttttt gcctaaaatc
   636361 cagtcacagc aaggccttac ctctcttatc agtcaacata agtcaatctg attcaatcta
   636421 catcaactta ctgatgtagg tacatctgcg ggtatatccc ggttcgatca tgtttgtacc
   636481 cacgcagaac ccttgaaagg atactcaaca tggctctgag tgatgtgaag gttcgtacag
   636541 ccaagcctga agcaaaagcc tataaactta ccgacggcga aggcatggtg ttactggttc
   636601 accctaacgg ctcgaaatac tggcggctac gctatcgctt tgacggtaaa gaaaagatgt
   636661 tggcgttggg gaagtaccct gaaatatcac tggctgatgc cagggcacgg cgtgacgaag
   636721 ctcgtaagca gttagctaat ggtgtggacc caagtgagag caagaaagcc gttaaggtag
   636781 agcaggagca agaagcgata acttttgaag tggtagccag agagtggcat gccagtaatc
   636841 gtcaatggtc agaagctcac agtgctcgag tactcaaaag cttagaggac aatctctttc
   636901 aagccattgg caaacggaat atcgcagacc tcggaacccg tgatctttta cctccaatta
   636961 aagccgtaga gatggctgga cgtcttcagg tggcttcccg cctgcaacaa cgaaccacag
   637021 caataatgcg ctatgcagtt caaagcggtt taattgatta caaccccgcg caggagatgg
   637081 cgggcgctgt tgctaccggt aaaagaaagc accgcgctgc actcgagtta aaccgtgttt
   637141 cagagttact tcatcgcatc gactactaca gtggcaggcc actcactcga ctagcggtag
   637201 aattgacttt attggtcttt atccgttcca gtgaattacg cttcgcccgt tggtcagaag
   637261 tcgattttga aactgcaatg tggacgattc cgggagaacg tgaaccactg gaaggtgtta
   637321 agcattcaca tcgaggttca aaaatgcgca ctccccatct tatcccctta tcccgtcaag
   637381 ctctcgccat tctggaaaag atcaaaagca tgagtggaaa ccgtgagctg atctttatcg
   637441 gtgatcacga cccacgtaaa ccgatgagtg aaaacacggt aaacaaagcc ctacgcgtga
   637501 tgggatatga cacgaaagtt gaagtctgtg gccacggttt cagaaccatg gcttgtagtt
   637561 cattgattga gtctggattg tggtcgaggg atgcagtaga acggcagatg agtcatcagg
   637621 agcgcaactc tgtgcgtgcg gcttatatcc ataaagccga gcacttagat gagcgcagat
   637681 tgatgattca gtggtgggct gattacttgg atgcgaatcg ggagaagggg gttagtccgt
   637741 ttgattttgc gaagttgaat acgagctgat taaaaaaagt ttctgtaagg catgtatctg
   637801 atatgcctta ttttttctaa ttgtgttatt tgcgggcttt taactcaact gtgccactac
   637861 agattttgaa acgcactgat tttgaacaag ggtcaaagac actgctccgt aagcaaggca
   637921 taatgcagca attactcatt agaatggttt cgtctgatat gagcaccatt acccctcact
   637981 accgcaacgt acaacagttg ttgcaaagtc agtcgttttc cattgatgag taccagcgcg
   638041 agtacaaatg ggaaaaggag aacattgacg agctactctc tgatcttcag ggcaaatttt
   638101 tcagctatag caaaccggat gatgaaacca gtgccgtcag cagctatggc gagtattttc
   638161 ttggttctat cattgtcagc aagcgcaaca acaaaaacta cttaattgat ggtcagcagc
   638221 gggtcacttc cttgacactg ttgctgattt gcctgtaccg agcagcccaa gaaaaggggc
   638281 tgccggtagc ccaaacctta gccccactca ttttcagtga caacctcggt aagcccaagt
   638341 ttaaccttga catctctgag cggttacctg ttattaatgc actatttaaa ggggaagcgt
   638401 tcaatccgga cggtaaggat gaatccatcc aaaccatgta tgctcgttat agcgatattg
   638461 aagtaaatga cctgatggca gaactaggag acgcgctgcc acatttcatc tactggttgt
   638521 tgacgagggt aggtttgatc gagattgcca cggataacga tagctatgcc tacgctattt
   638581 ttgaaacgat gaatgatcgg ggtaagccac tgagtccagt cgatatgttg aaggcctatc
   638641 tgttggctcc aattgaagaa caggatgcgc gattacaggc taatcaggtc tggaaacaac
   638701 aagttttgga attgatctct tggggagggg ggcacgaacc ggagcgtgat gccaactgta
   638761 ttaaggcgtg gttacgggca cagtacgcag aaagtatccg tgaacgtaag gcgggctcgg
   638821 tcgataaaga ttgggagttg atcggttcag tctttcaccg ctgggtgcga gaaaacaact
   638881 ctcgcctggg tttgggtaaa gctcaggaaa atcagaacat gatggctgta agctttccat
   638941 tttttgccaa agcgtaccga cgtatcctac ataccagcaa gcattacaca ccgaagctac
   639001 gagcggtcta ctacaacgct cacaatgatt ttacttggca gaatacggtg ctcctagcat
   639061 cgttgataga aactgacgac gacgagacag tggatcgcaa actggcggtc acagctactt
   639121 atttggacat ctggttgatg cgtcgagtag tgaattatgt ccgggttgga tactcaagtg
   639181 tgtcttacgc tatgtggtta ttgtgccggg agatcaggcg taaaccgcta tcggagttgg
   639241 tagctatcct ccagaataag ttggcagatg atgatgttac gttctccggc tacgcagtaa
   639301 aaggacgaac gggtattgat ggtttagggc tcaatcaatt cagccgccgt tatatctacc
   639361 atttgctagc acgactgaca gaagcaactg agatcggcgc agggcgtact gagacatttg
   639421 atcgattggt ggaccgtact ctcaagaacc catttgacat cgaacatatc tgggctgatg
   639481 attacgaaat cgtgaaagat cagttcagta ctgagcagga atttcaagat tggcgcaatc
   639541 atgttgcgtc aattttactc ttaccagcag atgttaaccg gagcctgcag gacaaaccgt
   639601 ttcccctgaa gcgggtgcac tatgccaaac agaacttctt tgccgcaagt ttggactcca
   639661 gtgtttacga acatcagcca cagtttcagc agttttctac caaatatgag ctgcctttca
   639721 aattcgctga ggtattcgat aaagcggagc aacaggtacg ccggaaactg attgcgggat
   639781 tagtagaatt aatttggtca ccgaatcgtt tatgtgaggc cgcccatgtc tgagcaacca
   639841 ctacagaact cgctttttga ggacgattac ctgctacggg aacttgggca ggtagcacat
   639901 gttccacagg tcgctttaac agagttagtt gctaacgcct gggatgccgg agcgtcacga
   639961 gtagacttgg ttttacctac cgatataggt ggaatattga ctgtgacaga cgatggtcat
   640021 ggtatgaccc cggagcaatt taaaaagcgc tggatgactt tgcgctatac ccgcgagaag
   640081 tatcaaggtt tcaatgtaga gttccctacc ggacgaactg cccgcccgcg aaaggcttac
   640141 ggtcgcaatg gcattggtcg ccatggcttg ctttgttttg ctgacgaata cgaagtgaaa
   640201 acctggcgcg atggcatttt ggcaaccttc gttgttggca ccggagctgg ttctagtcct
   640261 ttcgtgtgtc gtagtgagac tgaggagaaa cacataggat ccggtacacg attgcaggta
   640321 caggtaacac gcaaactgcc agatgccgat gaaatactca ctgtattatc cgcccgcttc
   640381 atccacgatc ctgaattcga ggtgcgtgtt aatggcaagt tacgaccctt tactgagatt
   640441 gatgggcgaa taagtgaaga gaccctgtgc ctcagtgcag gacgtcatgc caaagtgatt
   640501 gtcatcgact caactcgtct gaatcattct tctttgcacc aaggaattgc attttgggta
   640561 cagcacagat tagttgggac cccgtcatgg gcagttggac agatagccaa tttcgacgga
   640621 cgtacacgct ttgcccggcg ttacaaggtt atcgttgata cagaaggttt cgaatctgat
   640681 gttgaacaag actggaccgc tttttgtccc actgattctg taaatgaatt atatcaggct
   640741 acagctgagc acattcgtga tgttgcacaa aggcttgctg tggaatttac tgaaattaca
   640801 tcagaggatg ctctgatgca aaaccgctca gagttagcaa ccttgggtca gggggcccgc
   640861 ttgggagtgg ctgaattcac tacagcggta gctcaagagc atccgactgt ctccccagat
   640921 gtcaacgacg gatgaaaagt gatccactta tatctccacc aacggcccaa tattgatcca
   640981 ccgttttact caggattagc ttctgctata accccggcct ttcgtttctg tctgagtcga
   641041 tagctttctc ctttgatttg aacgacatgt gagtggtgta agatacggtc cagcatcgct
   641101 gaggtcagtg ctgcatcacc ggcgaacgtt tgatcccact gcccgaacgg cagattggat
   641161 gtcaggatca ttgcgctctt ttcgtaacgt ttagcgatga cctggaagaa cagctttgct
   641221 tcttcctgac tgaacggcag atagcctatt tcatcaatga tgagcaggcg gggggccatt
   641281 actccacgct gaagcgtcgt tttataacgg ccctgacgtt gtgccgtaga taactgaagt
   641341 aacagatctg ctgctgttgt gaagcgaact ttgatacctg cacggactgc ttcatagccc
   641401 atcgctattg ccagatgggt tttccccaca cctgatggcc ccagtaatac gatattttca
   641461 ttacgttcta tgaagctgag tgagcgtaac gactggagtt gcttctgcgg tgctccggtg
   641521 gcgaatgtga agtcatactc ttcgaacgtt ttcaccgccg ggaaggctgc cattcgggta
   641581 tacatcgcct gtttacgttg atgacgtgcc agtttttctt catgaagcag atgctccagg
   641641 aagtccatat aactccattc ctggtctact gcctgttgtg acagcgcagg cgctgcgctt
   641701 ataaggcttt ccagttgcaa ctgcccggcg agcgccatca gtcgttgatg ttgcagttcc
   641761 atcatcacgc cactcctctg cagaatgagt cgtagatgga gagtggatga tgcagggggt
   641821 gtttgtcgaa gttcaccaga ttttcatcaa gatgcacgtc atactctttt ttctccggag
   641881 gcagtgccag catggactgc tgctcttcga gccagcgatc gcagggacgg gcctggattg
   641941 tttcatgctt tcgttggtta gcgacatcgt gcagccagcg cagaccgtgg cggttggctg
   642001 tttcaacatc gacagtgatc cccatcgggc gcaggcgagt cattagtggg atgtaaaaac
   642061 tgttacgggt gtactgcacc atccgttcca ccttaccttt agtctgtgcc ctgaaggggc
   642121 gacacagtcg gggagagaag cccatctcct tgccgaactg ccacagcgaa ggatggaacc
   642181 ggtgctgacc ggtctgatat gcgtcacgtt gcagaaccac agttttcata ttgtcataca
   642241 acacttcgcg cggcacacca ccaaagaagc ggaacgcatt acgatggcag gtctccagcg
   642301 tgtcataacg catattgtca gtgaattcga tgtacagcat tcggctgtat ccgagaacag
   642361 caacgaacac gtgaagcggt gagcgaccat tacgcatagt gccccagtca acctgcatct
   642421 gtcgtccggg ttcagtttcg aaccgaacgg caggctcctg ctcctgagga accgagagag
   642481 aacgaatgaa tgccctgaga atggtcattc cgccacgata tccctggtct ctgatctcgc
   642541 gagcgattac cgttgccggg attttgtaag gatgagcatc ggcgatgcgt tgacgaatat
   642601 aatcccggta ttcatccagg agtgaagcaa cagcaggtcg cggcgtatat tttggcggct
   642661 cagattttgc ctgcaaataa cgtttaacgg tattgcggga gatccccagt tctctggcaa
   642721 tcgcccggct actcattccc tgcttgtgca ggattttaat ttccataact gtctcaaaag
   642781 tgaccataaa ctctcctgaa tcaggagagc agattacccc ctggatctga tttcaggcgt
   642841 tgggtgtgga tcactattgc accgttcgtt acaacaagaa atcaaaaggg gggtcccaat
   642901 gagggatgaa aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc
   642961 gccgaagtac cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt
   643021 aagaaaactg tgcgaatgga aaaacgtgaa tatcctggaa gcagaatgct gtgtggatca
   643081 catccatatg cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct
   643141 gaagggaaag agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg
   643201 taacagggag ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag
   643261 gatacaagaa tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat
   643321 cccgtatccc ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc
   643381 gcgatgcgcc tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct
   643441 ccggctatgc cggaggatat ttatttcgtc ttcgcattct ttatcacacg acgaaacgcc
   643501 tcccaattag gggaaggtaa aaaagaatgc gaagaaaaac actttattga gaatcactac
   643561 ggtttaccta ttttaaaact cacggtttct aaaaaatgaa cacagctaaa ttaaccgcca
   643621 gtctgaattg atgtcaatta aaaacgcgcc cgaaggcgcg ttacaccgaa attagaaggt
   643681 ttagttggct attgttccgg ttcggattct gtttcctctt catctacaga ctccaaatta
   643741 gcgtctttaa cgctgcttgc cgcacgacga gcttcacctt tgtgttgaac tttatttaat
   643801 tggcgttcta gtttggtgat cagttcatta atggcagcat acatatcatc atgcttggcg
   643861 ctggcgacca agggacccat tggtgtactg atagaggcat cggcaacaaa accttgtggc
   643921 tctttagaca gtacaatgtg tgggtttatt aactgggcct gccatttatc cagtttggtg
   643981 agacggtcct caacgtgttt acgaattgcc ggggtaatat ccatttgctt gctggtaata
   644041 ttaactgtca tatgacttac ctctctgtct actccgtctt ggataacttc agcatacctc
   644101 gctttaccgt agaatgtatg atcgagatca cttttttttg tcactttttg caaagctcgt
   644161 gggaactgtg atttaacctc aggaacaggc tttgagggct tgaatcattg gttataatgt
   644221 cgcattatcg ataggttata tcgcccgcat atagttaaga atgacactat ttttgagcct
   644281 aaggtgggac gtgtttttat ctttaagcgg gaacgttgat ctttagctaa aaaactaaag
   644341 ttgaaaacct aaattgaaaa cggcagcctg agctgccgtt ggtgttttca tttttcggga
   644401 taatgttagg ctggattggc cgcaattatc ttcgcgactt tatctgcctg agcattcagt
   644461 tgcagctgct tataagcatt ttccatcaac ggcaaggcat cacgagtggc ttgcgtatct
   644521 ggataatctc tcatcatttg atctacacgg ttaacaaccg cgacgtaagc acctcgttta
   644581 gtgtaatatt gcgccacggc caattcatat ttggccagac gatctttcag gaacaccagg
   644641 cgtttttgcg catcagttgc gtattggcta ttcggatagt tttgaatcaa ctggttaaaa
   644701 tcgcggaatg cggcccgagc atgttgcgga tcgcggtctg aacgatcaat tccgaaaaag
   644761 ccttgcaacg cgctgtcatc cagagccatg tccgtcaaac cacgcatata taatacgtaa
   644821 tcgatgttag gatgggtggg attgaggcgc ataaagcgat cgattgaggc ttgcgccata
   644881 ggcagatcag cagatttata atacgcataa atcaaatcaa gctgaacctg ctgggagtaa
   644941 ggcccaaaag gatagcggtt atctaacgct tctagttgcg taatagctcc cttaaagtta
   645001 ccgtcctgca acttttgctg tgcggtagca tagagctcag aaggcgggtt atcgggaacc
   645061 acgtccttgt tactggagca accggtcagc accaggctca acgtggcggc agccaccaga
   645121 tatttcatac gcgtcatgac gttttgatta tcctcgaagt gttattccgg gagactgtcc
   645181 gttaagctcc cgatcaagat ctagatacaa tagcacatta tattaaacgg catcgccgtc
   645241 aaaacccaac gttaacgaac aagaagctgc atatggcaca acaagtacaa ctcagcgcaa
   645301 cggtggccga atctcaactc ggtcaacggt tagatcaggc tttggccgaa ttgttcccag
   645361 attattcaag atctcgcata aaagagtgga ttttggatag tcgggttaca gtcaatggta
   645421 aaaaaatcaa caagcctaaa gaaaaagtgt tgggtggtga gctcgtcgca attgacgcgc
   645481 aaattgagga agatgcccgt tgggcgcctc aagaaatccc acttgatatc gtgtatgaag
   645541 ataacgatat tctggttatt aataaacccc gaggtttagt tgttcatcct ggtgctggca
   645601 atcctgatgg caccgtgctg aatgctttgc tgcattatta tccagaaatc atggatgttc
   645661 ctcgcgcagg cattgtacat cgcttggata aggacaccac cggattgatg gtggttgcaa
   645721 aaacagtccc ggcacagacc cgcttggttg aagcgttgca agcacgtgaa attacacgtg
   645781 aatatgaagc agtcgctatc ggtaatatga ccgctggcgg gagagtggat gagccaattt
   645841 ctcgccactc gactaaacgc acccatatgg cagtacatcc aatgggcaaa ccggcgacga
   645901 cacactaccg cattatggag cacttccgtg cccatacccg tctgcgtctg cgtttggaaa
   645961 ctggccgtac acaccaaatc cgtgtgcata tgtctcatat taaccatccg ctggtgggtg
   646021 atcagctcta tggtggccgc ccgcgtccgc ctaaaggggc gtctgattcc tttattgcca
   646081 tcttgcgtgg ctttgatcgt caggctctgc acgcaaccat gctacgtttg tatcacccaa
   646141 tcagcggtat tcaaatggaa tggcatgccg cattaccaga agatatggtt gagctgatta
   646201 atgcgttaaa agccgatact gaagaattta aagatcagat ggattggtaa gatgagcaca
   646261 ctgatactgc ccgattggcc gatgcctgcc cgcgtccggg cttgtagcac cactcgtcat
   646321 ggtggtgtca gtgtgtcgcc ttatgattca ttaaaccttg gtacgcatgt gggcgatgtt
   646381 gctacccatg tggacgccaa tcgccaactt ctacgggaac aagcctgcct accacaaatg
   646441 cccgtttggc tggatcaggt acacggtacc cgagtcctaa cacttgaggg gcgttcggta
   646501 tctaatacac aagctgatgc ggtgtatagc cgagtggtag ggcaagtctg cgcggtcatg
   646561 acagcagact gtttgccggt cctgttctgc tccttagcgg gtgatgaagt ggctgcagcc
   646621 catgcagggt ggcgtggttt atgttctggt gttctggaac acacggtggc gcaattcaat
   646681 gcggcaccgt cctctcttat ggcttggtta ggtcctgcga ttggtcctca gcagttcgag
   646741 gtcggtgaag atgtaaaaca ggcatttatc agtatcgatg ctaaatcagc tttggcattt
   646801 acccctttcg gttctaaata cctcgccgat atctatctat tagcgcgttt gcggctacag
   646861 gcggcgggta tccaagctat ctatggcggt aatcgctgta ctgtgactga aaaacaacaa
   646921 tttttttctt atcggcgtga tggtatcacc gggcgtatgg caagtttaat ctggctaata
   646981 taatatattg cgtcaggacg atccgctgac gtagaacgca ttattttaat atagtgtcaa
   647041 aataaccttg aaaaattgag ggatgacctc atttaatctc cagtagcaat tttgaccaat
   647101 attggaggtg ttatgcgtct ggatcgtctt accagtaaat tccagcttgc cctcgccgat
   647161 gcccagtctt tagctcttgg gcgcgacaac cagtttattg aaccgttaca tttgatgagc
   647221 gcactgctta atcaggatgg ggggacggtt cgccctttat tgacctcggc agggattaat
   647281 gttgcacgtt tacgtagcga cattgagcaa gctttaggtc gtcttcctca agttgaaggc
   647341 accggcggtg atgttcaacc atcaaacgag ctggttcgtg tattaaatct ttgcgacaaa
   647401 ttagcgcaga aacgttcgga taagtttatc tcttccgagc tgttcgtcct ggccgtactt
   647461 gaagatcgtg gcacgttaac tgacatgtta aaggctgcag gtgcaaccgt cgctataata
   647521 gataaggcaa ttgaaaccat gcgtggtggt gacaaagtcg atgatcaggg tgctgaagat
   647581 cagcgccagg cgttgaaaaa attcactatc gacctgactg agcgtgccga gcaaggcaaa
   647641 ctcgatccgg ttattggccg tgatgaagaa attcgccgta ctattcaggt attacaacgt
   647701 cgaaccaaaa ataacccagt gttgattggt gagcctgggg tgggtaaaac cgctattgtg
   647761 gaaggtttgg cgcaacgcat tgtgaacggc gaagtgccag aaggcttgaa gcataagcgt
   647821 gtactctcat tagatatggg gtcgctgatt gccggtgcca aatatcgtgg tgaatttgaa
   647881 gagcgtttga aaggcgtact gaacgactta tcaaaacaag aaggcagtgt gatcttgttt
   647941 attgatgagt tgcataccat ggtcggtgcc ggtaaaggcg atggggcgat ggatgccggt
   648001 aacatgctga aacctgcatt agcgcgaggt gagttacatt gtgtgggggc cactaccctc
   648061 gatgaatacc gtcaatatat agagaaagat gctgcgctcg agcggcgttt ccaaaaagtg
   648121 tatgttgcgg aaccaacggt agaagacact atcgctattt tacgtgggct gaaagagcgc
   648181 tacgaactgc accatcacgt gcagatcact gacccagcta ttgtggcagc cgcaacattg
   648241 tcacaccggt atatttctga tcgtcagtta ccggataaag ctatcgacct cattgatgag
   648301 gcaggttcca gcatccgtat gcaaatggat tcaaaacccg aatcattgga tcgtctagag
   648361 cgccggatta ttcagcttaa actggaacag caggccctaa aaaaagagtc agatgacgcc
   648421 agtaaaaaac ggttggaaat gctcaatact gagttagagc aaaaagagcg tgaatattct
   648481 gaactggaag aagagtggaa agcagaaaaa gcttcactca ccgggactca gaatatcaag
   648541 acggagttgg aacaagctaa aatcacctta gaacaagctc gtcgagtagg tgatctggct
   648601 cggatgtcag aacttcagta cggtacaatc cctgagctgg aaaaacagct ggcggcggca
   648661 accgcgctag aagggaaaac catgaagttg ctgcgtaacc gtgtcacaga aatcgaagtt
   648721 gctgaagtcc tggctcgctg gaccggtatc ccggtatctc gcatgttgga aagtgagcgg
   648781 gataagctgc tacgtatgga acaggacttg catcaacgag tcattgggca agatgaagct
   648841 gttgaagccg tctccaacgc tatccgtcgg agtcgcgcag ggttgtctga tccaaaccga
   648901 ccaattggtt cgttcttatt cttagggcca acgggggttg gtaaaactga attgtgtaaa
   648961 gcgttggcaa cgttcttgtt cgacagtgac gatgccatgg tgcgaatcga catgtccgag
   649021 tttatggaga aacattccgt atcgcggttg gtcggtgcac ctcctggcta tgttgggtat
   649081 gaagaaggtg gctatctgac ggaagcggtt cgtcgtcgtc cttattctgt gattttgctg
   649141 gatgaagttg aaaaagcaca tccagatgtt ttcaacatat tgttacaggt attggatgat
   649201 ggtcgtttga ccgacgggca ggggagaact gtcgactttc gtaacacggt agtcattatg
   649261 acctctaacc ttggttcaga tttgattcag gaacatttcg gccaaatgaa ttacagcgaa
   649321 atgaagacag tggttatgga tgttgttagt caccacttcc gtcctgaatt tattaaccgt
   649381 atagatgagg ttgttgtctt ccacccactt ggtcgggcgc acttggcttc tattgccaac
   649441 attcaactgg agcgtttgta taaacgtctg gaagaacgtg gctatgaagt gaagattact
   649501 cagcctgcat tggaattctt gggtgaagct ggcttcgacc ctgtttatgg ggcgcggcca
   649561 ttaaaacgtg caattcagca ggaaattgag aacccgctgg cacagcagat actttctggc
   649621 aaactaatac cgggaatccc cgtgacttta gatgttgaaa atgggcatat tattgctaag
   649681 cagtaatagc tgatcctcta aggggcgaga aatcgcccct tttttgttgt ttttttcttc
   649741 atatattgca tttatgatgc attagtgagc ggttgaaaag ttttttgaaa ttaggggttg
   649801 caggctgtca ggaactccct ataatgcgcc tccactgacc gggaacaacg aaacacactt
   649861 cgccaggtca ggaagagaaa agcagacttg aacttcgaaa gaaataaaag aaaaccttga
   649921 ctcttcagcg ggaaagcgta ttatctgcct cccgcgttac cgtaagattc gccgcaaggc
   649981 aaacgggtaa cgaacgctct ttaacaattt atcagacaat ctgtgtgggc actcgcaaga
   650041 cgatatcgac gcctgtttcg gcaggcagaa ataatatcaa gtcttgaaga gtgaccaaag
   650101 cagtaaacat tttgacttcg gtcaagatgc ctatttgcag aaagtaatct ttgagcaccg
   650161 ctgcttttac gcaagtaaaa gtcagcaaat caaacaaatc ttaaattgaa gagtttgatc
   650221 atggctcaga ttgaacgctg gcggcaggcc taacacatgc aagtcgagcg gcagcgggaa
   650281 gtagtttact actttgccgg cgagcggcgg acgggtgagt aatgtctggg gatctgcctg
   650341 atggaggggg ataactactg gaaacggtgg ctaataccgc atgacctcgc aagagcaaag
   650401 tgggggacct tagggcctca cgccatcgga tgaacccaga tgggattagc tagtaggtgg
   650461 ggtaatggct cacctaggcg acgatcccta gctggtctga gaggatgacc agccacactg
   650521 gaactgagac acggtccaga ctcctacggg aggcagcagt ggggaatatt gcacaatggg
   650581 cgcaagcctg atgcagccat gccgcgtgtg tgaagaaggc cttcgggttg taaagcactt
   650641 tcagcgagga ggaaggggtt gagtttaata cgctcaatca ttgacgttac tcgcagaaga
   650701 agcaccggct aactccgtgc cagcagccgc ggtaatacgg agggtgcaag cgttaatcgg
   650761 aattactggg cgtaaagcgc acgcaggcgg tttgttaagt cagatgtgaa atccccgcgc
   650821 ttaacgtggg aactgcattt gaaactggca agctagagtc ttgtagaggg gggtagaatt
   650881 ccaggtgtag cggtgaaatg cgtagagatc tggaggaata ccggtggcga aggcggcccc
   650941 ctggacaaag actgacgctc aggtgcgaaa gcgtggggag caaacaggat tagataccct
   651001 ggtagtccac gctgtaaacg atgtcgactt ggaggttgtg cccttgaggc gtggcttccg
   651061 gagctaacgc gttaagtcga ccgcctgggg agtacggccg caaggttaaa actcaaatga
   651121 attgacgggg gcccgcacaa gcggtggagc atgtggttta attcgatgca acgcgaagaa
   651181 ccttacctac tcttgacatc cacagaattt ggcagagatg ctaaagtgcc ttcgggaact
   651241 gtgagacagg tgctgcatgg ctgtcgtcag ctcgtgttgt gaaatgttgg gttaagtccc
   651301 gcaacgagcg caacccttat cctttgttgc cagcacgtaa tggtgggaac tcaagggaga
   651361 ctgccggtga caaaccggag gaaggtgggg atgacgtcaa gtcatcatgg cccttacgag
   651421 tagggctaca cacgtgctac aatggcagat acaaagtgaa gcgaactcgc gagagccagc
   651481 ggaccacata aagtctgtcg tagtccggat tggagtctgc aactcgactc catgaagtcg
   651541 gaatcgctag taatcgtaga tcagaatgct acggtgaata cgttcccggg ccttgtacac
   651601 accgcccgtc acaccatggg agtgggttgc aaaagaagta ggtagcttaa ccttcgggag
   651661 ggcgcttacc actttgtgat tcatgactgg ggtgaagtcg taacaaggta accgtagggg
   651721 aacctgcggt tggatcacct ccttacctaa cgatacgcat tgcgcagtgc ccacacagat
   651781 tgtctgatag aaagtaacga gcaaataaag ccgggctgag aaattggtcg ggctttagta
   651841 ccttgttggg tctgtagctc aggtggttag agcgcacccc tgataagggt gaggtcggtg
   651901 gttcaagtcc actcagaccc accaactcac cattccctgt tgagttgcag caataaggtg
   651961 atttgctttt tatatggggc tatagctcag ctgggagagc gcctgccttg cacgcaggag
   652021 gtcagcggtt cgatcccgct tagctccacc atataaaact atttcaaaac gtactgcggt
   652081 cgcaaggcac agtgtgttgt gaaatattgc tctttaacaa tctggaacaa gctgaaaatt
   652141 gaaacattac agctgaaatt taccccgccg tagatgtatt ggggtaaaga gtaacctgta
   652201 atagagtctc tcaaataatc gcaacacaag atgtactgtc agcaatgata agacaccttc
   652261 gggttgtgag gttaagcgac taagcgtaca cggtggatgc ctaggcagtc agaggcgatg
   652321 aagggcgtgc taatctgcga aaagcgtcgg taagctgata tgaagcgtta taaccgacga
   652381 tacccgaatg gggaaaccca gtgcaatacg ttgcactatc gttagatgaa tacatagtct
   652441 aacgaggcga accgggggaa ctgaaacatc taagtacccc gaggaaaaga aatcaaccga
   652501 gattccccca gtagcggcga gcgaacgggg aggagcccag agtctgaatc agtttgtgtg
   652561 ttagtggaag cgtctggaaa gtcgcacggt acagggtgat agtcccgtac accaaaatgc
   652621 acaggctgtg aactcgatga gtagggcggg acacgtgaca tcctgtctga atatggggga
   652681 ccatcctcca aggctaaata ctcctgactg accgatagtg aaccagtacc gtgagggaaa
   652741 ggcgaaaaga accccggcga ggggagtgaa atagaacctg aaaccgtgta cgtacaagca
   652801 gtgggagcac cttcgtggtg tgactgcgta ccttttgtat aatgggtcag cgacttatat
   652861 tttgtagcaa ggttaaccga ataggggagc cgtagggaaa ccgagtctta actgggcgtc
   652921 tagttgcaag gtatagaccc gaaacccggt gatctagcca tgggcaggtt gaaggttggg
   652981 taacactaac tggaggaccg aaccgactaa tgttgaaaaa ttagcggatg acttgtggct
   653041 gggggtgaaa ggccaatcaa accgggagat agctggttct ccccgaaagc tatttaggta
   653101 gcgcctcgtg aactcatctt cgggggtaga gcactgtttc ggctaggggg ccatcccggc
   653161 ttaccaaacc gatgcaaact ccgaataccg aagaatgtta tcacgggaga cacacggcgg
   653221 gtgctaacgt ccgtcgtgaa gagggaaaca acccagaccg ccagctaagg tcccaaagtc
   653281 atggttaagt gggaaacgat gtgggaaggc acagacagcc aggatgttgg cttagaagca
   653341 gccatcattt aaagaaagcg taatagctca ctggtcgagt cggcctgcgc ggaagatgta
   653401 acggggctaa accatgcacc gaagctgcgg cagcgacact taggtgttgt tgggtagggg
   653461 agcgttctgt aagccgttga aggtgacctg tgagggttgc tggaggtatc agaagtgcga
   653521 atgctgacat aagtaacgat aatgcgggtg aaaaacccgc acgccggaag accaagggtt
   653581 cctgtccaac gttaatcggg gcagggtgag tcgaccccta aggcgaggct gaaaagcgta
   653641 gtcgatggga aacaggttaa tattcctgta cttggtgtta ctgcgaaggg gggacggaga
   653701 aggctaggct ggccgggcga cggttgtccc ggtttaagcg tgtaggggga gtgaccaggt
   653761 aaatccggtt gcttatcaac cctgaggcgt gatgacgatg caccacggtg cagaagcagt
   653821 tgatgccatg cttccaggaa aagcctctaa gcatcaggta acattaaatc gtaccccaaa
   653881 ccgacacagg tggtcaggta gagaatactc aggcgcttga gagaactcgg gtgaaggaac
   653941 taggcaaaat ggtgccgtaa cttcgggaga aggcacgctg gcgttaggtg aaaggactag
   654001 ctcctggagc tgaagccagt cgcagatacc agctggctgc aactgtttaa taaaaacaca
   654061 gcactgtgca aacacgaaag tggacgtata cggtgtgacg cctgcccggt gctggaaggt
   654121 taattgatgg ggtcagccgc aaggcgaagc tcttgatcga agccccagta aacggcggcc
   654181 gtaactataa cggtcctaag gtagcgaaat tccttgtcgg gtaagttccg acctgcacga
   654241 atggcgtaat gatggccagg ctgtctccac ccgagactca gtgaaattga actcgctgtg
   654301 aagatgcagt gtacccgcgg caagacggaa agaccccgtg aacctttact atagcttgac
   654361 actgaacatt gagccttgat gtgtaggata ggtgggaggc cttgaagtgt ggacgccagt
   654421 ctgcatggag ccaaccttga aataccaccc tttaatgttt gatgttctaa ctcggcccca
   654481 tgatctgggg tgaggacagt gtctggtggg tagtttgact ggggcggtct cctcccaaag
   654541 agtaacggag gagcacgaag gttagctaat cacggtcgga catcgtgagg ttagtgcaaa
   654601 ggcataagct agcttgactg cgagagtgac ggctcgagca ggtacgaaag taggtcttag
   654661 tgatccggtg gttctgaatg gaagggccat cgctcaacgg ataaaaggta ctccggggat
   654721 aacaggctga taccgcccaa gagttcatat cgacggcggt gtttggcacc tcgatgtcgg
   654781 ctcatcacat cctggggctg aagtaggtcc caagggtatg gctgttcgcc atttaaagtg
   654841 gtacgcgagc tgggtttaga acgtcgtgag acagttcggt ccctatctgc cgtgggcgtt
   654901 ggaagattga gaggggctgc tcctagtacg agaggaccgg agtggacgaa tcactggtgt
   654961 tcgggttgtc atgccaatgg cattgcccgg tagctaaatt cggaagagat aaccgctgaa
   655021 agcatctaag cgggaaactt gcctcgagat gagtcttccc tggggcttaa agccccctga
   655081 aggaacgtta aagactatga cgttgatagg ctgggtgtgt aagtgcagcg atgtattgag
   655141 ctaaccagta ctaatgatcc gtgaggctta accttacaac accgaaggtg ttttgaattg
   655201 agagagattt tcagcatcgt tccgagattg tgttgactgg ctgacaagtg ttgcttgttt
   655261 gcgggttaat tgaaacagaa tttgcctggc ggccatagcg cggtggtccc acctgatccc
   655321 atgccgaact cagaagtgaa acgccgtagc gccgatggta gtgtggggtc tccccatgcg
   655381 agagtaggac actgccaggc atcaaataaa gccaagaccc catgcccaaa gcgtggggtt
   655441 tttgctgtgc gcgaaacaca gaaattacgc gttgtaatga tgaccccatg ccaaaagcgt
   655501 ggggtttttg ctgtgcgcga aacacagaaa ttacacgttg tattgataac cccatgccca
   655561 aagcgtgggg tttttgctgt gcgcgaaaca cagaaattgt gcgttgtaat gatgacccca
   655621 tgccaaaaac gtggggtttt gctgtgcgcg aaacacagaa attgcgcgtt gtaaaatagc
   655681 cccatgctgg gtgatggtgt tgattgaagg gggaatatta ttggggatta agtttggggc
   655741 agtgagacat tttcttgata ttcaatctgt tgggatttct atacggctca attcgctgcc
   655801 cgataaagac tataaccagt aatagcgcca gcgatatccc aggtaaaatc tttccagctc
   655861 cagccggttc ctgcttggcg gctgtcgtac cattccttac cagccccaat accaatagaa
   655921 aataataagc caaaattgcg acttttagca tctgaccaat tctgatgttc tccgtatgct
   655981 gtacctgcag cggccagagc agcagaagca aaaaaatgtt gggctttatc ttttccagtc
   656041 cagctgtcat tcgcgacatg ggtacaggca gaagtgagta agagcaatgg ggcgataagc
   656101 aatcggcgaa gatagatatg cagccgcata gagtttctct tttagtggga gatgaaaacc
   656161 cgctaattca ccgggtttta tctttaagac ttatagaata cggctaatta accgatcaat
   656221 gcggatcctg cgcaaacggc ggataagttt gcgaacttta accggatatt gttggatatt
   656281 ctccagttca aggtagtgtg aaaccacttt ggtatgagtg cggatacact ccagttcttt
   656341 ggcccgctgt tcatgcattt catgcttagg atcgtggatc aaaatggcat tctccaaatc
   656401 caagcgccat gcgcgcgggt ttaggttatt gcccgtgatc aactgccaat tgttatctac
   656461 ccacatccct ttcaaatgat aggtgttgtc gccatctttc cataagcgaa caatgagctg
   656521 cccgttatca acatacggtt gtaagcggct caggaaacga cgcaggttga tttcgtataa
   656581 atacggcagt gcaccgataa ttttaaaggg ttgatcttca gggatataaa agtcatttgc
   656641 ggttttatca ccaacgataa tctcaacctg cttaccttcc cgcagcagat aaataatatt
   656701 acggactaac agcgcgggca ggttaaagta gggggtgcaa atggtcaggc gttcatcagc
   656761 ggaggccatt aagtgatgaa tcgttttgtt tagtaaactc ttcttaccta acccaaccag
   656821 aggagtgacc gctaactcat cgttatgcgc ttgtgccgag aattggtaac tggcatcacg
   656881 cagtgatgag cgaaactggc gggtctcatt cttgatctcg ggggtggtag gtcggtcatt
   656941 acggtcaagg cgttgaactg ctccggcact cagtatccgt tgtttcacgt aatcaaccat
   657001 aatggtagcg agtgacggat tagtgattag ctggtagcga tcataacgat atttatcatt
   657061 ctgatagaga tagacatcat tgatgctggc accgctataa ataacggtgt cgtcaatgat
   657121 aaagcctttt aggtgcagta cacccaatgc ttcacgcgta ttgaccggga caccgtaaac
   657181 aggaacagaa atatttggat gtttagccgc catatcgcaa taccaatcgg cattagtatt
   657241 gacggctgcc gcaccaatac ggccacgctg agcccggtgc caatctacca gtacatagat
   657301 ctccagttca ggatgcgact gcttggcctg atagagggca ttcattacat cacggcctgc
   657361 gtcatcctgc tccagataaa gtgccaccag aaaaatacgt ttggttgcct gagcgatgag
   657421 ttccaacaga gtagagcgga aaaccttggg gcaataaagc gtttggacat catcaactga
   657481 ctgggggagt ttgggcagtt gtgcaaggtg ttgttgatgt ttgctacgtt tgaattttga
   657541 caacatcaca gtgcgcttct tctcttgtta tttaatggca aaaccgccat atcaaaaaaa
   657601 cactaatcca tagagtcggc gataatacca ttacttttct ggattgtgcg caagttttgc
   657661 ctgccaatgg ctgaatcact tagctctgtg gcctatatca cgctgattgg tgtaacaaag
   657721 atcaaagtgt cagctccaga tttacgatcc catcttctat ttgcacatca atagtaaaac
   657781 cgagtttttg tgccaaacca atcataccgc ggttatttgg catggtgact gcggtgagcc
   657841 gggatagccc atggctacgg gcataacgga tcatcttctc aagtaatgcc ctgcctaagc
   657901 ccagcccttt tagatccgag cggaccagta cggcaaattc ggcatcaatg ttgtcaggat
   657961 cagaaaatgc ccgcgtgaca cctatgatct ctggcccttc actattttga cgcacagcaa
   658021 caaaagccat ttcccgatca tagtcaattt gtgtcatatt cgccaaatca tcatggctga
   658081 attcattgat ttcactgaag tagcgataat aaaggtcttc tttagttact tgatcaataa
   658141 acagttttag cagtggctca tcttccggca gaatcgggcg gaataagcac tgggagttgt
   658201 ctctgagcgt gaccttttct tccaattcat gcggatacgg gcgaattgcc agacgagctt
   658261 gagggtcacc agtgacaggg gctaattgca tcgacacatc cagcagcgtg aactcactgc
   658321 cggaggccag taccgggtga atatccagac gggtgatttc ggggcagtcg aggatcaagt
   658381 tggaaacttg taccagcaag cggcttagcc ctggaatatc caaaggttgt agtgatccgc
   658441 ggctgcgaat tttcccccct ttgacggcct gtataatcag gtagcgcgcc agcaccatat
   658501 tgagaggcgg tagtgcgacg gcggcttgtg tctcgtggtg ccactcaata ccgccttcac
   658561 ctaacatgat caacgggccg aaaatagcat cttgctccac agcaatacgc aattcttgtg
   658621 ctcctgctcg attcgccatg ctttgcacca gcaaaccatg aattcgtgct tgtggatagg
   658681 tccgctttac ccgatcgagg atatcgtctg ccgcccgctg cacttcaatg gcggtgcgca
   658741 aatacaacat gaccccctga acttccgatt tatgcgggat atcaggcgag cgaagtttaa
   658801 ttgcgaccgg atagcccagt cgttcagcaa tatgtacggc ttctacactg tcgctggcaa
   658861 tccaggttgg caatgtcctg aggccatacg cttcaagaat gggttgcact tcatgggtat
   658921 caagctgggt tgccccttcg gccaaggcct ggcgaattag ctgatggaca tgggcagtat
   658981 tggcggtcaa acctattggt aatgccgggg tctctttcag ttgtttctga ttacgacgat
   659041 actccaccat atgcataaaa gccgtgatcg cgccttccgg ggtgcgatag gttggaatac
   659101 ccgcttcagt aaacaagcga cgggcatctt gtgatgaata ttcaccacac caattggtga
   659161 gtaacgtgat gcgtttaccg cgcggatgtt ggcgaatagc tgaaatcaat aattcagccg
   659221 ttttgcctcc cggtgcggcg gcgctgggcg agtggatcag gagtagcgta tcgtaatcac
   659281 tactgtccaa tagcggcttg agtgccgcta aatagcgctc agcactggca tcatcccgta
   659341 ggtctattgg gttacgtagc gcaacaaaag gcggcagagc ttcactcagt gcggattgcg
   659401 tggcatccga caaggtcgcc aatttaccat tacggcggat aagttcatcc agcgccatcg
   659461 ccgccggtgc tgaaccattg ctgacaatca acagccgttc accgcgcagt gggcgcatat
   659521 ggctgagagt ctcaacggca gagaacaatt catgggtatc ctgtactcgc agcaacccgg
   659581 cccgctggat agcggcatca taggcggcat ccaatccttg ctgaccattc aagagctgtt
   659641 gagcgcgctg actgcggcca cttttcacca ccaaaaccgg tttattgcgt gaagcactgc
   659701 gggaagcgga taagaagcgg cgtgcatcgc tgatatgttc gatatacagc ataatcgcgc
   659761 tggttttgct gtctcgggca aggaaatcga gtaggtcatc gacatcaata tccaagctgt
   659821 cgcccagtgc aataaagtaa gaaaagccaa cttcccgttg ctgcgcccaa tcaaggatcg
   659881 tattggccac ggctgcagac tgggagataa acgccagccg cccttttttg atggggacgg
   659941 gtgaaaagct ggcattcagc ccttgccacg gggccagtag ccccaggcta ttaggcccga
   660001 gtagccgcat atggtggcgt tgagcgcagg ctttcagttc tgggaactgc tccggtgcag
   660061 cagacaaaat aatggcggct ttacagcccc ggttcccaag gtcttccagt agcgtcagat
   660121 tacggcaatc atgggtgcac aaaatcgcta aatcaggagt gatgggtagg ctggcgatat
   660181 tggcgtaagc caagacaccg cacaccgctt tgtgattggg cgttaccggg agaatcggtc
   660241 cattgaaacc gccatccagc aagttgcgca tcatcagaaa acccgctcgc tcaggttttt
   660301 cagaagcacc gatcactgcg atagatttcg gacgtaacag tgcttctaat ccacgttggc
   660361 tcatgtgcag gttcctgttg ttgatataag gatagcttct ctgactttac gcgttttctt
   660421 cgtggcttgc tgtgactcgc cccactgggt gatgaggttt tccggctaaa tattgctgac
   660481 gaaagtagtg aaagtgatcg cgtagccctt ctgcggcttg tatatcaccc gcttggtgga
   660541 gcagcgcggt ggcgacttcg acagtacaat gttgttcagg gcgctgcgct tcccgtaatt
   660601 gataatcgga tagatggctg acctgcaagg acagcagggg taacccggca agataggggc
   660661 ttttacggaa catcttcttg gcttcagtcc aggtaccgtc cagcaaaata aatagcggcg
   660721 gtttatcgct gatgggtaat tgattgatca cttgccgttc tggttcagca taggcctcag
   660781 gaaaaaccac ataaggttga cgcagagggt cactgatagc ggctaatagc tcaggatcga
   660841 cttcggttcg cgcccagaga aaagcgtgtg tatcgggcag gatatccgcg ataaggcggc
   660901 cggtattact gggcttgagt ggctcggtat caaacataat taggcaaaat cggctgtttg
   660961 cctgttgtgg cttgatggta tcacacaggc agaaacgctc ggccagcagg cagctttggc
   661021 aacggatggc ccggcagccg cgggcacgat acgcacgggt ggcggcggct aaacgttgtt
   661081 ggcgtaaacg caggactgca ttttccgtcg ttatggccgt aggtaaagta tggccagtgg
   661141 tgaatgtgtc agtcacgacg gactcctgag aaatagcgcc attctaatat agaatggccc
   661201 acgccccgac agaaaactgg cagggtgggg atttatcaag ggcctgaaca gcccttaaag
   661261 gcgataaatg cgttaaactc acttatcggg ctagtggctc tctggctaat tatttggtta
   661321 ttttgttaac tgtttggatc tcttgataat tgttcatcta accaattatc aaagggcgct
   661381 ttgggtacag cgccatttag catatcgatc attttgccgt tgcgatacaa catgatggtc
   661441 gggatgctac ggatgcgaaa acgggtgctg agtgcaggtt cggcttcggt gttcacttta
   661501 acgaaacgaa cttttccggc gcgttcggct gcggtctctg caaagatggg cgcgaagctg
   661561 cggcacggcc cacaccaagg cgcccagaaa tcgataacca ttggcaggtc atcttgcagc
   661621 agcttatcca gtgtttcagc ggtggcatta atgacttcgc catcaaataa agagtggcca
   661681 cagcgcccac attttgcgcc gtcatcaata cgttcttccg gtaggcgatt cgtcgccata
   661741 caagctgtac ataccgtatt catacattag cctttatcat atgttagcct ttatcataca
   661801 ttagccttta tttttaagta gatataagag aagccagaca gccaagaatt cactgaattg
   661861 ttttgctgct gttatctatt atggtgatga atgagttaag tgccaaaatg gtttattcga
   661921 tgagtacgat agttggtagc ttttagtgct tgcttatggc taaccgggcg gacatcaggt
   661981 aatcttcgcg ccctgcgcgt tggtggagaa gacaatgaac gattcattta gtggcaaaaa
   662041 cggcaaagtt aaagtgatgt acgtccgtag tgacgaaagc agcgacgacc gtaacagcag
   662101 taaccgcgat aaccgcaata acagtagtcg tgataacagt aatcgtgata ataacagccg
   662161 cggcagaagc cagcgtccag cgggtaacgg tcgcccgggt gataatgcac gtcagggcga
   662221 taatacacgt cagggtaatg caccacgcaa taatgactca cgtcgtcctg attctggccg
   662281 taatgaacgt gatcgtccta gccgtccggc acgttctgaa ggcagtagcc cttacgattc
   662341 accgtggaaa acggtatctc gtgccccttc ggaagagcca gagtttgatc atggtggtat
   662401 cagcggtaaa agccatatcg atcctgccca gttgcgccgt cagcgcgctg aagaaacacg
   662461 cgtttatggt gagaatgctt gtaaggcgct gtttgaaagc cgccctgatg ctatcgtccg
   662521 ggcttggttt gtgcaatctg tgaccccgcg ttttcgtgaa gcgctgaaat ggatggcggc
   662581 taaccgcaaa gcttatcatg tggttgaaga ggatgagctg gcgaaagctt cgggcactga
   662641 acaccatggc ggggtatgtt tcctgattaa aaaacgtcag gggctggatg cagaaacgta
   662701 tctgcaacag caaactcagg ctaaagattg tgtactggcg ctggaagagg tgggtaaccc
   662761 ccataatctg ggcggcatta tgcgtacctg tgcgcatttc ggtatcaacg gcgtgttgct
   662821 gcaagacccg gcgatgctag aatctggcgc ggcagtccgc acggcggaag gcggagcaga
   662881 gcacatcaag gccatcaatg ctgatgattt cttatcggta ttggatacct tccgcaaggc
   662941 gggttacacc atcgtgacca cctccagcca taaaggtgtc agcttatcga aagccgaact
   663001 gccagctaaa atggtattgg tattagggca ggagagcgat ggtttgacgg acagtgcctg
   663061 gcagcagggg gatctgagtg tctctatcgg cggtaccggg cgggtcgaaa gcctgaacgt
   663121 ttccgtggca acgggtatcc tgttggcgga atggtggcgt cagaatagcg ctcaaggcta
   663181 gaatgatcga agagtagaac gagagacgtt ttagaacggt aaaaataaaa gggggcgctg
   663241 atgagttcag ggcccccttt tttgttgacc gctatttggc taaaaattgc aggttaatgc
   663301 aggttaatgc gcaccgccgc cgccaccacc ggaggtgaaa ggagggcggg caaaccagat
   663361 cagggccagc agcattagga acacccccgc cgagagccag aaaatctcat tcgcagagat
   663421 aatcagcccc tgattggtaa tttcacgggc caggtaggcc gaagcctgtt gctggctcat
   663481 ccccagtttt tccaactcct ggtaggcctg cgtcgcgttc gggttgtacg ggttaacaaa
   663541 ctccgtcaac tgcgcgtggt gcaacgactc tctttgcgtc cagagggtgg tagtgattga
   663601 ggtaccaatc gaccctgcca gtgttcgcat aaagttagac aaactggatg ccgcggccat
   663661 tcgctccggt ggcaaaccgg ataacgtaat cgtggtcaat ggcatgaaga agcaggcaat
   663721 ggcgaagcct tggaagaact gcggccatgc tgaggcacca aaatccatcc ccggttcgaa
   663781 ggtatatgct cgccagtaga aacacaccgc atacataatg aagctaaatg tcactaactg
   663841 gcgcatatca attcgatggg caaaacgacc aattaatggc gacagcagca cgggcagtat
   663901 acccaccggt gccgatgcca atccggccca ggtggcggta tagccataca cctcctgcaa
   663961 tagctggggc agtaagacaa tcgcaccaaa gtacaacata taggccaggc tgagacacaa
   664021 acagccaatg gtaaagttgc gcgatttaaa cagcgacaaa tcaatcaccg gatgatcgtc
   664081 ggttaactcc cagacaatca ggaaggtaat agccacgaca gccaccacgg tcaggacgat
   664141 aatttctgtc gagttaaacc aatccagctc cttgccttga tcaagcatga tttgcaaggc
   664201 accaataccg accaccaata acaccagccc gatggtatca atgggtctga tctctgtttt
   664261 ggtctctcgt cctttcaggg tactgcccgc cagcaggacc accaccagac cgatagggat
   664321 attgataaag aagatccagc cccagtgata gttatcactg atataaccgc cgaggatcgg
   664381 cccaaatatc ggggcgacaa caatcgtcat cgaccacaac gccagggcca tacttcgctt
   664441 cgccggcgga tagttgttga gtagcaggct ttgcgagagt gggatcaatg gcccagcgac
   664501 cagcccctgg ataacgcgga agaagataag catccccaag ctgtttgaca tgccgcatag
   664561 ccatgaggcc agcacaaaca agcctgttga ccacaagaac agccgcactt caccgactcg
   664621 cttggctagc cagccggtga cggggatcga aattgcattc gccaccccga atgaggtgat
   664681 tacccacgtc ccttgcgagt tggacgagcc taaatcaccc gcaatcgttg ggatggccac
   664741 gttagcaatg gtggagtcca gcacctgcat gaaggtcgct aatgaaagcg ccaccgtcat
   664801 ccaggcgagt ggtgctcctt caagcggttt ttgtgccaca atagcctccg gtgcacgtaa
   664861 cccgcattgg catgatatta atcggcgttt gcatgaataa tatcgctaat tatttgatta
   664921 actggcgcga aatctaatga caatgcattg gtcatgaacg cgggttcttt acgcacgttt
   664981 tgtgccaaaa cgtgtccatc ggtattggcg gtgtcgactt taaccagcga tgacagacca
   665041 atacgtaacg gatgctcctt cagttgtttc tcatccaatg caattcgtac tggcaggcgt
   665101 tggaccactt tgatccagtt accggtggca ttttgcgcgg gtagtagcga gaaggcactg
   665161 ccggttccca tatctaaacc gaccactttc ccttgataaa ccacatcatc accgtaaaaa
   665221 tcggtcacga tagtcgccgg ttggccaatt cgcatgttcg ccaactgagt ttctttgaag
   665281 ttagcgtcga tccacagttg atctgccgga accaccgcca ttaacggcgt accactactg
   665341 atttcagcac ccacttgtac actgcgacgc gagacatagc cgctaattgg gctaactact
   665401 ttggtgcgct gcagggtgag ccaggcatca cgcattttag cggccgcctg ctcaatcgcc
   665461 ggttgtttct ccaatggcgt attgaggacc aacgcctgat tggcgttata ttgctgcact
   665521 gccatatcca acgacgcttg tgccgcctca acagcatcac gtgcgtgttg caattcttca
   665581 cggccgatga ctgcggcagc ccccaggacc acccgacgct tcaggtcatt ttgtgcctgg
   665641 ctcaattccg tttttttcag cgcaatattc gcttgatact gtttactgtt aataatgagc
   665701 tggtgggttt ggcgcacgct atttgccaag gcagttttcg cttgctcaaa tgcctgttct
   665761 gcatcggtgg ggtcgagtgt caccagcaca tcgccacttt tgacgaagtc cgtattttcg
   665821 aaatgaacac tgaccacact gccgggaact tgagacataa tctggacttg gttgcctgaa
   665881 atataggcat tatcagtctc ttggtgatgg cgtagcacca ggaaccaata aataaggtaa
   665941 gccaccccga tcataataaa aatggccgtc agcaacagca gtacacgttt acgttgctgt
   666001 tttttattct gcggtcgttg tggggcttgg gctcccgcac tttcactcat ggtgttctcc
   666061 acgctctata cccgtcattt tgcacgttgt atgagggttg accgccttcg ttcaccccag
   666121 tcacttgatt ttcgtcaggg cttggggaac cactcaggtg tcgcctttct gcaactcgaa
   666181 ttatttaggg ccgatattat tgtattgagc catcatggaa ggggctgata gccacctctt
   666241 gtcattgaag gttctgaacg gtgctaattg ttgtgactga tttttttatt gttgctcatc
   666301 gtttttaggg gataactggg aagcaatatt gcctttttat taccgcccat tcataaacaa
   666361 atggcaccaa aaggcgccca ttccccgtta tgttggaatg acatggtttg ttctctggat
   666421 agaaatagtg gaattactgt tccgatattt ccatctgatc taaacgggtt aacaacttac
   666481 gggtcagcat ttcaagctgt tgctgctctt gctccgtcag ggtcgaccaa agaaaatgca
   666541 ggcatttatg ttgtggcggg agaagttgat gtaaaaactc aatcccagcc tcggtgagat
   666601 gcaaatgtag gcaacggcgg tcattatggc tttcccgacg ctcaatccag cctttcttct
   666661 ctaattcatc agcgatacgc gtcgcattcg tgcgcgaaga acccaacgcg gcactcaatt
   666721 ctgatggttg gatactgcga ctctcttggg cgtctagcgt aattaatgcc ataaacaagg
   666781 tttcgttaat tccttgcgct ttcagcattt tattgcgatt ttctagcaat ttactgtgca
   666841 tatgcatact caagcgggtg agtagaattt cctggtaggg gaaatccttc tgacgttttg
   666901 ctcgagagtt cagcatctgt tctatggggg agaatgaact ttccattatg aggcgcctca
   666961 ttaatttcaa atggtacagt aacgatagtt actaataatg taaacggtat attacgagaa
   667021 aaatttagca attagtgtta ttcagccaag gtgaatcggc cattggcatt actaacagta
   667081 tggttattgt gctttagttc acagattaag caacttatta tcctaaaatc gttagtaatt
   667141 tgaatgtcaa accgtaacag agcgcgccaa gtagcgtagc gaagataata ctgttggttt
   667201 tataaaagca tccgcagatc actaaaaaac caattaatgt agggagtaat ttctgtgggt
   667261 gatgaataat ctctggggta ctggaaacca ccaataatgc acagattgag gcgatgccaa
   667321 tgctgtccag cagcagagac attttgcccc gcagtaggcc agtttgctta cgtgctggcc
   667381 cgaagcgcag aggtaagtag cgaaacaagt aattcaccgt tcccaccacc agaccgatca
   667441 tcagtatatc tgtattcatg gtgttggctc ctgctcgtga tcctcacggt gtttggccac
   667501 gacagaggcg gtgggctgaa gcaaagtcgc gagacaacca cccgcaatcc cggccaaaat
   667561 agccactgga attgagaaca ataaaacccc taataaggca cctgaaagcg aagcgatcac
   667621 cgtcaggctg tattggcgtt taaacgaggc taacaaaaaa ctgaggaata atgcaggcag
   667681 cataaaggag agggacgctt caatggcggg gtagttctcc aacggcccat taccgaacat
   667741 cgcgccgatg gccgttccca agacccaaga taaccacgag gtcactgcga taccgagcat
   667801 ccagttctcg ctccagcgcc gttgatcctt catcaattta gtggttgcag cggcaaacac
   667861 ttcatcggtt aaaccaaaag cccataaggc cgttttttta cctgatagtt ttgccaaaat
   667921 gcggtgttta agtgccgggc catacaaaat atggcgcaca tccattgcca tcaccgtcag
   667981 tgccgatacc cacaatgaca tcccggcgct cagcagggcg gtaatcacaa attggctggc
   668041 accagcataa ataatgcagg aaaagaaaat gctttccagc ggggtaaaac ccagttttac
   668101 cgcactgagg ccaaaggcga aagcgacggg taaatagccg ataacaatgg gcaggctatc
   668161 cgtaatacct tcaacgaaag tcgcggccgc tgaagttgta gaagaagggg ctgtggttgg
   668221 gtttggcata aagttagcta tagatagatt aggttacagg gcaaactcat cagttatgta
   668281 acattaacag agaggttatt gccttaatac cctataacct aatttatatc tatattgact
   668341 attagttagc taaccaatgg tcgtaatcac actgctttca tcatcacatt attctacggt
   668401 ttgattcgcg ggttgatcac ttcgtttacc cacaagccag gtcactatat tcaacaggca
   668461 caggaccaac cctgcggtgg agacgccata ccagccagca tgttgatagg cggcggctga
   668521 aatcagcgac cccagtgctc caccgataaa gtaagacgtc atatagcctg cggttaggcg
   668581 gtttcttgct tctggcatca tgcggtacat cacgctctgg ttggtcacgt gcacagcctg
   668641 tacggctaaa tccagtacga taatcccaat aatcagtgcg atgattgagt gttggccgaa
   668701 ggcaatgggc aacaaggata gcaacagtaa aactaatccg gcgctggtgg tgacacgtgc
   668761 tttaccttta tcggccaatt gacccgcttt ggtcgccatt aatgcgccag cggcccccac
   668821 taaaccaaat agcccaatag tggcttcaga gtaaccgaat ggtggcgcgg ccagcaggaa
   668881 ggccattgat gtccatagca cactgaaatt ggcgaatgat aatgccccga gtaaagcgcg
   668941 ggtacgcagt acgggggtgt gaataaacag ggcgaaaatt gaaccgagca actgaccata
   669001 atttaaaccg gtatgttgtt tatagcgtgg caggcagcgc caaaggacca gtgccatgat
   669061 aaacatcaag gcactggcaa cccaataaat ggtgcgccag ccgccgaggg ttgccagtgc
   669121 gccagcgacg gtccgagcca gtaaaatacc caacaacagg ccgctcataa tgataccgac
   669181 cactttaccg cgtttttctg gtgctgccag tgtcgccgct aaggggacca acaattgtgc
   669241 gaccacagag aacaagccgg tgagggcggt cccgataatc atcatcgtca gattttgcga
   669301 catcgcggta atcagcatgc cgcctgctgc cagtaaggtc atgccaacaa tcagcccacg
   669361 gcgttcaaac atatcgccca gtgggactaa gaacatcagt cctacggcat agcccaattg
   669421 ggcggcggtg acgataaaac cggcctgatt gacagagagg ttaaagtttg tggcgatagt
   669481 ttccaacaag ggctgggcgt agtagttact ggcaacggcc agccccgtgg ctaccgacat
   669541 caatacgatc agtgccgggc ttaaaccagg agtgtcagtt ttttgcatta tgggatgtgg
   669601 tgtctgaatt taggaggaag agagtatttc atattttagg tgttttgcct ttggaatttg
   669661 gtggcgaggc attttcgagc gagggccaaa ggcccccttt ggaatgacaa ccacgataac
   669721 cccccattac ggcgatcatc attactacaa tcatcattac tacaaatcac catgactgta
   669781 atcaccacca cgactacaaa tcaccaccac caccactact cagcaatcaa gctcacatgt
   669841 gcggccacaa tccgccaacc gcacggtaat ttaacccatg tttgcatctg gcggccgaca
   669901 cgtgtactcc cttcgcggta aaattcagtg ctggcaaccg ccgtatcctc gccaaaggtg
   669961 gtgatcaccg tattcttcaa tttacgatcc agccctaccg aaggccggtt ctgacgaaac
   670021 tctctgatgg catcaatacc atacagatct tcccccgcgc caaaacgcac tgtacgttta
   670081 tcgtgccaaa acaacgcatc taataccgca atatcattgc cgattagcgc ctgttcataa
   670141 cgataaaacg ccgcagtgac ttcggccagc accgctaggt gatcgataca tgcatttttc
   670201 atctgattat tctcatcgga gacggttctc gccaaatggc tatctttatc aagcacggtc
   670261 ctatcaaata acggacctat caaatagcgg tcctatcaaa taacggtcct atcaaataac
   670321 agtactcacc ggcgcgctga ccaacccttg ttgctccagc gcataagccg cgcgcaggca
   670381 taaatcttct cgccatggtg gggcaatcaa ctgaatgcca attggtaagc cgcgggtggt
   670441 tttcaagggt acgctcacga ctggcagacc caggaaggag attggctggg ttaatatgcc
   670501 catactggcg cggatcggta ggtccatatc attaatcctc atcgtgtcct ggccgataag
   670561 cgtggcactg catggcgttg ctggggcaat caaaatatcc cagtgctcga acagcggcaa
   670621 aatgtgttgg cgaaaatgat gacggaaacg ctgggcctgt acgtaccaag ttgccggtag
   670681 catggctccg gctaataacc gctcccgtga taggggttca aaacgttgag gtgatttcct
   670741 caaggcgggc agatattgat tgccgccctc gctggcactg ataataaatg ccgctgaccg
   670801 ggctaaatca ctctgcggca tctcgacctc cgcgttagcc tcaagcgcct ttgcgaccgc
   670861 cagcactgcg gctttggcgt catcatcact ccattgatga aagtaaccgc ccagcaccgc
   670921 gcttcttaac ccttgctgac cacgcgtcag taaattttgg cacggcgtga cgggttgatc
   670981 ggcttgaaaa ttatcctgag tatcgatgcc ttgcatcacg tcataaacca ccgccaaatc
   671041 ttgcgtacag cgtgccattg ggccgatatg gtccagactg gcgacaaatg ggtgggtgcc
   671101 gcggcgtgac aggcggccaa aggttggttt cagcccaaaa ataccacaca gtgaggaggg
   671161 aacccggatc gaaccgttag tatcactgcc gagagaaaag tgcacgagcc ctgcggcgac
   671221 cgctgccgca gatccgccag aagatccccc tgcaatgcgg ttcagatcgt gtggattatg
   671281 ggtggcacca taatggctgt tctcggtagt aaaaccgtaa gcataggcat ccatatttaa
   671341 catgccggag agcatggctc cttggcggct caggcatgaa atggcccagg catcctgttt
   671401 ggcgggggct tgatcacaaa ataagctggc acctgatagg gttgtttctc cggcaacatc
   671461 gaacagattc ttgaccgcat aagggactgc cgccagtgct ggcagcggct ggcctttggc
   671521 gcgtagcgta tctagccgac aagcttcgct aagcatacgg tcagcggtga tatgggtata
   671581 agcgttgatg agcggattgg cgacggtaat ggcgtccaac gtctgctgtg cgatcgcttg
   671641 tgcggataat tcgcccttgt gcagggcttg ttggatctcg ctgatagtga gtgatgaggc
   671701 aggcttcata accggtatac ccccgcgatc tcttgccgtt catctaaagg tagggccatc
   671761 agcggtgcgg ccagagcggc aatgtgttca aattgttgct gcaatgccgc acggcgctgc
   671821 tcgtctaacg ccaccgccag caatgtttcc atctgcagga tataggcggg ccaatccatg
   671881 ctgatcattt tttctgatgt ctttttcatg acaactccgg tactgactaa gcaagccgtg
   671941 aaccaaatac aggggggtga gttgggtggc tattccctgt gtggctgtta tttagcctat
   672001 tacttcctca cctctgcgat ccttttcgcc gattgacggg ggactcattg actgtccgag
   672061 tgaaagtaag caagagctgt tccagattgt caggtttcgt gctgagagtg aagaatctct
   672121 tattatcggt tggtgagagt gtgttatgtt ccgcaaaaat gcctatgctg aaacgagagt
   672181 ttcattagcg taatgagttt cactggttgg ggaaagggat gaaacaaatc gacgaacgtt
   672241 tgcggggaca ttacacacaa ctcaccccgc aagagcagcg cgttgctgac tttatttttg
   672301 cccattttga tgatctgatc agctacaaca gtgccgaact ggcgcgattg agtggtgtat
   672361 ccaaggctac ggttagccgt ctgtttaaac gccttggcta cggcagttat cgagaaatgc
   672421 gcgaagaggt gcgggccttg cgccaaagtg gtatgccact aacggataat cgcgatgcgg
   672481 tgcagggcaa taccttgctg gctcgccact ataaacaaga aatggcgaac ctggcgcatt
   672541 gggtcaatca gttggatagc cagcaactta ccgatgtgat cgatgccatg gcacaagcgc
   672601 cgcgtatctt gctattgggg ctgcgtaaca gctatccggt cgcgctgcat ttacgccaac
   672661 agttgttgca ggtacgccag caggtacatg tgatcccaca ggcagggcag acattggctg
   672721 aggaattggt ggacattacc ccgcatgatc tggtgattgt ggtggcattt cgccgtcggc
   672781 ccaaggcgat ccgcgaaatc ctattacaca tgcagggtca gggcgtaccg acattgttga
   672841 tctgtgagcc gcaagctcag tcattgctgt cgctggcccg ttggcgcttg accaccccac
   672901 tggacagtgt ttcggctttt gatagctatt ctgcggccat gagtttagtg aatttactga
   672961 gcaatgcatt actgcataaa atactggcag aaggccgcca gcggatacat caaattgcta
   673021 atttgtatga ttcgttgggg gagttggaat agtgtgaatc agtcgtgtgc cagacacgcc
   673081 attctctgcg gcacacgctt tactctcccg cctatcccca cctttcagag cacgtcatcg
   673141 gtgtttgtta ttagcctgcc agtagtcgtt ttaatgcacc taaatggtgc gtttcaatct
   673201 tcgtattgca ctttatttgt tagtcccttt atccacttat atgcgctgaa attcaattat
   673261 tccacgtgaa tagggggtgt ttttgccttg ttcctggttg gcatggtact tgcaacgata
   673321 atttcaattc tgttttttaa gaatccattg tttcattgtt gagttatcgg agataggcta
   673381 tgaacataaa aaagcggatg ttgtggctgt gggcagtact ggtattggtt caggcccctg
   673441 cggtattagc ggatcaatta gagaaaatac aacagcgtgg agtcttgcgt gtggcggtac
   673501 ctcaagattt tccgcctttt ggttcggtag gaactgatct tcagccacag ggctatgata
   673561 tcgatatggc tcagtacctg gccgataaaa tgaaactaaa gttgcaactg gtgtcagtga
   673621 ccagtgccaa tcgggtgcct tatctgcaaa ccgataaagt ggatttggtg atttccagtc
   673681 tgggtaaaaa tccggagcgg gaaaaagcca tcgcctttag ccgtgcttat gcgccgtttt
   673741 tcctcggcgt atttggggct aaagatgatg aactgaagca accggaacaa ctggcgggta
   673801 aaaccattgg tgtcactcgt ggggcggtgg aagacatggt attaagcgag atcgcgccga
   673861 aagcggctca gatcagacgc tatgaggata acaacaccac gctgtcggcc tatctatccg
   673921 gtcaggttaa ttatctggca accggcaatc tggttatcag cgccttggcc cgccagaatc
   673981 ctaagcaggc acccgtcgca aaatttatgc tgaaagattc accgtgttat atcggcctgc
   674041 gtcagggaga accggcactg aaagccaaag tggacgcctt gattggtgac gcgttgcagg
   674101 acaatacgct gaatggctta tcggagaaat ggttgaaagc gccgttacct gctgatcttg
   674161 gtgcataacg ggagccggct atgacctatc agctaaattt tgctgctctg tggccttatt
   674221 tgcccgaatt actgtcgggt ctgctgacca ccattgagct gacggttatg gcgaccatcg
   674281 ggggcattgc attggggatc tgcggggctg cgatccgctg tggcaacacc gtgatattgc
   674341 ggcgtctctg gggaggttat gtggaaattg tccgtaacac cccgtttgtc gtgcaactat
   674401 ttttcatcgt ttttggtcta ccggcgctgg ggctaaagtt aagcgccggg caggccgccc
   674461 tgctggcgat gacaatcaat ctgggcgctt acagcacgga gattatccgt tcgggcattc
   674521 aggccagtgc caaaggccaa tgggaggccg cgcgggttct gggcttgagc cgtagccaga
   674581 cctttttccg cgtgatcctg ccgccgtcat tgcagcggat ttatccggcg ctggtcagtc
   674641 aatgcatcat tgttatgctc ggttcagccg tggtgtcaca agtttcattt gaagaactga
   674701 ccttcgccgc caatcttatt cagtcgcgga ctttcctcag ttttgaggtc tatctggtga
   674761 ccaccttgct gtatttgttg ttcgctatcg tgatgcgcca gctattgctg gcggccgggc
   674821 gtcgatactt tgggagccat gcctcatgac atttactgac tgggatatca tccgcaacct
   674881 gctattggcg gcccgctgga cgctgttact gtcactcacg gccttcttcg gtggcacgtt
   674941 ggtgacatta ccgctaatgc tgatgcggtt gagccactgg cgttgggcgg cgcgcgttgt
   675001 ccgtttatat accgagctgt tccagggaac cccgttattg atgcagctat ttttggcctt
   675061 tttcggtctg gcgctgtttg gcatcgatgt tagcccgtgg acagcagcgg ccatggcact
   675121 caccttattc accagtgcat ttttggtgga tatctggtgc ggcagtatcg ccgctttgcc
   675181 gaaaggccag tgggaagcat cacgttgcct ggggttgagt tttcaccaaa cgctctttcg
   675241 ggtgattgcc ccacaagcga tgcgtatcgc gattgcgcca accgtagggt tttcggtgca
   675301 ggttatcaaa ggcacggcgc tggcctccat cattggtttt gtcgagctaa ccaaagcggg
   675361 cactatgctg aacaatgtca cttatcagcc atttaaagtc tttgggctgg tcgcgctggg
   675421 ctatttcctg atgtgttatc ccctatcgcg ttatagccat tatctggaga agaaattcca
   675481 tgccattgat caccattaat caggttcaaa aatactatgg taagaaccat gtgcttaaag
   675541 gcgtggattt ggatatcgag attggtgaag tgatttcgat cattggtcgc agtggctcgg
   675601 ggaaaagcac cttgttacgg tgcatgaacg ggctggaaga ttatcaggac ggcagtatta
   675661 aactgggcgg aatgacggta accaaccgcg attcgcaagc gcgtgagatc agccgttcag
   675721 tcggtatggt gttccagaat tttaatttat tcccccatat gacggcgctg gagaatgtga
   675781 tgctggctcc gcggcgagta ttgaaaaaag gggccatcga gtgtcgtgaa ctggcggcac
   675841 agatgctgga gaaggtcggg ctggcagatc gggtcgatta ttacccggcg aatctgtctg
   675901 gcggccagca gcaacgggtc gcgattgccc gcgcattggc gatggaaccg aaagtattac
   675961 tgtgtgatga aattacttct gcgctggatc ccgagctggt gggcgaggtc ttgaaagtcc
   676021 ttgagcagtt agccgcggag ggcatgacgc tgatcctggt cacccatgaa atgaattttg
   676081 cccgtgaagt cggtgatcgg gtggtattta tgcatcaagg gcgggtgtgg gagcagggcg
   676141 agagtcgcgc gctatttgcc gatccacaga cccgcgaatt gaaacagttt atatcgtcag
   676201 tccgcggttt atctggccct gcctgatggt gatttatata aaggatggag attttttatg
   676261 tcagagataa accctaatcc cttgttcagg cagataaatc cacctgcccg tttattaatg
   676321 gggccgggac cgatcaatgc cgatccacgg gtattacggg cgatgtccag ccagttgatc
   676381 ggccaatatg atccggcgat gaccgattat atgaatcagg tgatggcgtt gtatcggggg
   676441 gttttccgga cggagaatcg ctggacaatg ttgatcgatg gaacctcgcg tgcgggcatt
   676501 gaggccattt tactgtcggc gatccgcccc ggtgacaaag tgctgatccc ggtttttggc
   676561 cgttttggct atttattgtg tgaaattgcc cgccgttgcc gtgccgaagt gcatattatc
   676621 gaggtgccgt ggggggaggt attcagcccg gatagaattg aagatgccat caagcacatt
   676681 cgcccgcgcc tgttactgac cgtgcagggc gatacctcta ccacgatgtt gcaaccgtta
   676741 gctgagctgg gtgatatttg tcgccgccat caggtgttgt tctataccga tgccaccgcg
   676801 tcactgggtg ggaacccatt ggagacggat gcctgggggt tggatgcggt ctctgctgga
   676861 ttgcaaaagt gccttggcgg gccatccggc agttcaccga ttaccctgag tccacaattc
   676921 gccgaacaga ttcgtcgccg taaatgtatt gagcagggta ttcgtacttc agatcatgcg
   676981 gatggcgacg aggagatgat ctactccaat tactttgatc tgggcatgat catggattat
   677041 tgggggccgg aacggctgaa tcatcatacc gaggccacca gtatgttatt cgccgcacgt
   677101 gaatgcgcca gagtgatatt agaggaaggg ctggatcatg ggatcgcccg ccatgcctta
   677161 cacggtgtca acgacggatg aaaagtgatc cacttatatc tccaccaacg gcccaatatt
   677221 gatccaccgt tttactcagg attagcttct gctataaccc cggcctttcg tttctgtctg
   677281 agtcgatagc tttctccttt gatttgaacg acatgtgagt ggtgtaagat acggtccagc
   677341 atcgctgagg tcagtgctgc atcaccggcg aacgtttgat cccactgccc gaacggcaga
   677401 ttggatgtca ggatcattgc gctcttttcg taacgtttag cgatgacctg gaagaacagc
   677461 tttgcttctt cctgactgaa cggcagatag cctatttcat caatgatgag caggcggggg
   677521 gccattactc cacgctgaag cgtcgtttta taacggccct gacgttgtgc cgtagataac
   677581 tgaagtaaca gatctgctgc tgttgtgaag cgaactttga tacctgcacg gactgcttca
   677641 tagcccatcg ctattgccag atgggttttc cccacgcctg atggccccag taatacgata
   677701 ttttcattac gttctatgaa gctgagtgag cgtaacgact ggagttgctt ctgcggtgct
   677761 ccggtggcga atgtgaagtc atactcttcg aacgttttca ccgccgggaa ggctgccatt
   677821 cgggtataca tcgcctgttt tacgttgatg acgtgccagt ttttcttcat gaagcagatg
   677881 ctccaggaag tccatataac tccattcctg gtctactgcc tgttgtgaca gcgcaggcgc
   677941 tgcgcttata aggctttcca gttgcaactg cccggcgagc gccatcagtc gttgatgttg
   678001 cagttccatc atcacgccac tcctctgcag aatgagtcgt agatggagag tggatgatgc
   678061 agggggtgtt tgtcgaagtt caccagattt tcatcaagat gcacgtcata ctctttttct
   678121 ccggaggcag tgccagcatg gactgctgct cttcgagcca gcgatcgcag ggacgggcct
   678181 ggattgtttc atgctttcgt tggttagcga catcgtgcag ccagcgcaga ccgtggcggt
   678241 tggctgtttc aacatcgaca gtgatcccca tcgggcgcag gcgagtcatt agtgggatgt
   678301 aaaaaactgt tacgggtgta ctgcaccatc cgttccacct tacctttagt ctgtgccctg
   678361 aaggggcgac acagtcgggg agagaagccc atctccttgc cgaactgcca cagcgaagga
   678421 tggaaccggt gctgaccggt ctgatatgcg tcacgttgca gaaccacagt tttcatattg
   678481 tcatacaaca cttcgcgcgg cacaccacca aagaagcgga acgcattacg atggcaggtc
   678541 tccagcgtgt cataacgcat attgtcagtg aattcgatgt acagcattcg gctgtatccg
   678601 agaacagcaa cgaacacgtg aagcggtgag cgaccattac gcatagtgcc ccagtcaacc
   678661 tgcatctgtc gtccgggttc agtttcgaac cgaacggcag gctcctgctc ctgaggaacc
   678721 gagagagaac gaatgaatgc cctgagaatg gtcattccgc cacgatatcc ctggtctctg
   678781 atctcgcgag cgattaccgt tgccgggatt ttgtaaggat gagcatcggc gatgcgttga
   678841 cgaatataat cccggtattc atccaggagt gaagcaacag caggtcgcgg cgtatatttt
   678901 ggcggctcag attttgcctg caaataacgt ttaacggtat tgcgggagat ccccagttct
   678961 ctggcaatcg cccggctact cattccctgc ttgtgcagga ttttaatttc cataactgtc
   679021 tcaaaagtga ccataaactc tcctgaatca ggagagcaga ttaccccctg gatctgattt
   679081 caggcgttgg gtgtggatca ctattgcacc gttcgttaca atatactgga tggtccgtct
   679141 gcctctgggt gatagcctgt tagatggaga ttcgcttttc ctcattatgc gggtcttgga
   679201 tttcagtggt agcgaagctc tgcgccaagc gatacctacc tgcctcagat atcaatgcaa
   679261 tgcgggaagc ggtgacacgt caaagtgtcg attatcaacc tctatgccca taacgtgatg
   679321 ggctggtcaa tgaaaccgac gctttcatga gagctggtgc tggatacgct gatatcctcc
   679381 attacattca agtcttttac aaccgagtcc ggcaccacag ccatctcagt ggtttcagcc
   679441 cggaggcctc gtacaaaccc cgtcgtgtga gggggattta aatttgtagt gccgtaggat
   679501 cagtccacca tatgcagagc gtggagctca aaccagattt atgcaacccg caactattgg
   679561 tggtcattat ggtggtcttg acagaaatac aattcaggtt tagcttaatt attagccagt
   679621 tgctggcaaa ggcgatccca gtcagaggag ccaaattctt attttcaggc atttttgcga
   679681 atctctctat taactagatt caataagata gcgtgaaaaa ccttcccgat gcctattcgg
   679741 tattccctcg catcgggaaa gatattgacc tcccccttgc agtaaaattc tttaaattaa
   679801 ccgactccca cggtttgtct ctgctcgcca acctggcggt tcacgtcctt gatttctcaa
   679861 aggttgagcg ccagatgagt caccaaggac gtaacagcgt gcagttgagg ctagcagatt
   679921 gtaaagataa aaaatgacct aacttttcac gcggttgaaa acggcttctg cactgccgat
   679981 gcagtgcggc ggaaagcaac gcctttgttg tcaaacaggt gagcatggtg cgccggtatc
   680041 ataagcccta cgtcatcacc caacgccagt ttctgatctt ctgaatgccg taccaacatc
   680101 ggatcaaaat tgtttaccga aacatagaaa taagcagctt cgcctagatg ttcaatatgc
   680161 tgaatttgac cgattaagtg tgcctctgct tggtcgcaga gccgcagatg ctccgggcgg
   680221 atccccactt taacgtgctc acctgaacct cgatttcccg cacgcccccc agacgaatac
   680281 tcgcgcattg cgcatttcct gctaccaatt cgccagacag aaaattcatt ttcggcgacc
   680341 caataaaacc agcaacaaac tcattcaccg gatggtgata cagttccagc ggatggccag
   680401 tctgtgcgat tgagccttca ttcagcatcg ctgcaccact gttcagcagt acaattttat
   680461 ccgctaatgt catcgcttct acctgatcat gtgtcacata gaccatggtg ttacccaact
   680521 gatgatgcag cttggcgatt tcaacacgtg tcgcgacgcg cagtgaagca tcaaggttgg
   680581 acaacggttc atcaaacagg aacacatcgg ggttacgtac aatcgcccgc ccgatagcca
   680641 cgcgctgacg ctgaccacca gacagcgcct tcggcaaacg ctgtaacaac agctccagtt
   680701 gcagaatctt tgcagcgttc agaacacggc gctctatctc agccggttcg gttttagcca
   680761 gcttcagatt aaacgccatg ttgtcataaa tggtcatatg cggataaagc gcatagctct
   680821 gaaacaccat cgccacacca cggtcagcgg gggccagttt gttcaccacc ttatcgccga
   680881 ttgagatctc gccggaagat atcgtttcca gtccggcaat catgcgcagc aacgttgatt
   680941 tgccacaacc cgatggccca ataaacacac aaaattcacc gtttttgatt tcaagatcga
   681001 cctgattaat aacttgtgtg tcatgaaagc gtttaaacac attgctcaga cgtatacctg
   681061 acataattta ctcctccttc cttctgagct acttaacgcc gcccatggtt aaaccgcgca
   681121 ccagatgttt ttgtaccagt aggccgagaa ccaacatcgg caacatcacc aaggttcctg
   681181 ctgccgtcag tgggccccac tccgtcccct gaaaggtcag gaatgaggtg atcgccactg
   681241 gcaacgtttg tgtggaatca ccagagagcg ttagaacaat ctggaattcg ttccagataa
   681301 agaacagtgt cagcacgcct gacgcagcca gcccggtgcg ggccagtggt aacattacgc
   681361 ttaagaacac gcgccactca ctggccccat caacgcgagc agcctcccgg atttccggtg
   681421 gaatatcttc aaaaaaagtg gtgaccatca gaatggtgaa aggcacgttt gccacggtat
   681481 acaccaggat cagcaccaga tagttgtccg tcattcccag cttggtgatt aggtagtaaa
   681541 ccgggatcac caacatgatc actggcgcat aacgcaggct cataatgaac tgcttcgccc
   681601 gccctttccg ttcgatgaag aacaccaggc cgtatgcgaa caacgcaccg agaatcaaac
   681661 acagaaatgt cgagaccagc gatatcagca ggctattacc aaatgcacga ataaagtcac
   681721 cgttgcccag cacctgccgg taattatcca agatgggcgt aaaccacagc ttgggtggca
   681781 tggcaaacgc gtcgatatag gttttaaatg acatcgtcac caaccagtaa atcggcagca
   681841 gaaaaaacac caagatcacc accaacagga gatagaagcc cgttctctgg cagataaact
   681901 tcaaagaatc actcatcttt catcaccttt ttactggcaa atgacagtac cgcgatcacc
   681961 agtagcgtat tgatgatggc aatcaccacc gccgcgctga tacggaaatc ctgaaacccg
   682021 gtaagatagg cgtacatgtt ggtggtttcc gttgccaacg ccgggccacc tcgggtcatc
   682081 acgtagatca ggtcgaagga tttgaaggcg tcgatcatcc gcaggaacaa cgccatcaga
   682141 atgatgggct tcatcattgg tagcttaata aaggccagta gccgccaacc gcgcgcgcca
   682201 tccagctcgg ccgcctctag cggttcactg ggtaacgcat ccagaccggc tgaaaccagt
   682261 aaaatgataa acggcgtcca ctgccagata tcggccagga tcaacgaagc catcgcggtg
   682321 ctggggttac ctaaccagtc aatcggcgga ataccgatca ggccggccag ccagttaaat
   682381 aaaccggcat ttggatcgta aaaaatacgc cagataagcc cagcaacaat cggtgtgaca
   682441 atcattggca gcagtaacag cgcacgtacc agcttacggc caaaaaagtc acggcttata
   682501 aacaacgcaa tcgcactgcc aagcaccaac tctgctaccg ttgaacccgc cacataaacc
   682561 agtgtgttcc aaagggatga ccacatccgt ggctcttgca acacctcaat aaagttcgcc
   682621 atgccgatga aatcaaatgg cggaggcgac atcagatcga tgtcgtggac tgacagatag
   682681 atggcgtaac ccagcgtgta gaacgaaacc agtagcaaca caaccagtaa cggcagagta
   682741 aacgcctgct gcgtgagttt tgcattcata gttttaccta aacctgcgta agaatttcat
   682801 ttccgtcagt gcgcaactgc actgacggaa agcgattaac gggacaacgc tttatcatta
   682861 cgggtgttgg cttgctgaag ggcattttct actgtctgag tacctgccag tgcctcggat
   682921 agagcaatac cggttatgtt gataatctgt gtagactgcg gaatggttgg gaggtatttc
   682981 gcattgccgt tttgcaatgc tgcgagcata ccatccttaa aggccccgta acgcttggtg
   683041 aaggcatcac tgttgatggc actgagtgaa ctcacaccgg cgttaggatt cagttcgacc
   683101 gacttcatct gcgtctgttt gtccgttgcc caactgataa atttccaggc agcatcctgc
   683161 ttcttactgt cgctggagat atacaagcca tgcacctgaa gtgcgccgct gttacccgga
   683221 tgatcgcctg gctgtaccgg taccggggca tagcccactt taccgacgac cgtggactct
   683281 ttcgggtctt cgttgaagcc cccgttcact gtcgaatcga tagtcattgc cgctttgccc
   683341 tgctggaata ccaagcggtt ttcctgccag ccgaagttag ccgcgccgat cggcccgtag
   683401 tttttcagga tattgacgaa tgacttggtg gcttctaccg cctgtggcga agtaattgca
   683461 gattttccgt tgtcgtcaat ccactggccg ccgtaacccc agaggaatga cgcccatgca
   683521 aaggtgttct ggatcccctg agctccacgg agcgtaatac ccgccacctt accttcggtc
   683581 ttctctttga tggtttttgc cgcagcggtc agctcatcaa aggttttcgg cacggcgata
   683641 ccgtactgtt caaacaggtc tttgcggtac atcaggaagg tactttcacc atagactggc
   683701 agcccgtaat aaccgtcttt ataacgcagc gtatcagcat agcttttgac gaaatccgca
   683761 ccatcgtaga aggcggtatc actctccatc cactgatcta caggtgtgat ataaccagca
   683821 gaggcgtaac ctaccgcatg cacccagtca tccataacca cgtcgtaacg tccactgtgc
   683881 gaggagaagg ccagcagggc tttagaggtc agatcgctgt aaggtactat ctctgcctga
   683941 accttaatac cggtctgctt ttcgaattcg ggtaacagtg cttttatcga gtcgctggtg
   684001 ctgtgccctt cgagcagtac acggagggtt tcctgtgcgc tggcgttacc cgccatcagc
   684061 aacgtgccga taatacctgc gatacctatt ttttttatgc tcatctcatc acctggttta
   684121 ttcagtcaga atgtcagacc cggacaattt cgccggtacg ggcagagtcc ataatggcaa
   684181 cggtaatacg cagtgcctca ttgccttctt cgccggttgc tacacgggta gtgccggtgc
   684241 gaacatcgcc gaggaacgcc atcagctctt cacgcagatc gcctttgagt tcaccctgac
   684301 tcagcggcca gtgctgggtg tcgatgtaac ggttcatgtt ttcagacgcg tgatacagac
   684361 cggattcacc gcattcaatt tcaatcaggc ctttagttgc caggatcgac attttagcgt
   684421 cgagcaacgt gcgtgaaccg gctggcagcg cccaagagct ctccagattc acgacggtgc
   684481 cgtcggcaaa gcgaatgatg gcaaagacag aatcttccgt ccccagatgg ccgagaagct
   684541 tgttagtggt ctgggcgtag acgctgatcg ggtgggtatg ctttagcaac cacaggatca
   684601 tatcaacgtc atgcacagtg acgtgcagcg gcaacggcag gctaccgcca taacgggcag
   684661 gaccttcgat agccggacta ttacgacgag cactaatatg gctcacttcg cctgcactgc
   684721 ccgaagccag gatctcttgt gcacgtgagt agcgcgggtc gaaacgcagc aggaaaccaa
   684781 tacccaactt gacgtttgct tcgcgtgcag cacgcgtgat ggcttcaccg tcttccaccg
   684841 tagtcgcaat cggtttctcg aggaaaatgt gggcacccac ttttgcagct gcaagtgcgg
   684901 gcgcaaggtg gaagtcatct ttggtacaga tgctgacaat atctggtttt tcctgctcca
   684961 gcatctggtt gaaatcttca tagccattca gttgagggat ccacggcttc agcgcttcac
   685021 tgcgggataa atctggatcg gccacaccga ccacttcgac accgtacatt tgctgccaaa
   685081 ttcgggcatg catcgccccc ataaaacccg cgccaataac gccaacttta ataacacgat
   685141 ctgtcatttc actttcctcg gtaactagtt tgaaaaactg tgtaacgttc cccgtccata
   685201 ttcagtaatt caattaccat gccaaaatga gtccagatta ataccaaaat aaaaaccaat
   685261 ttaaaatcaa caccattaac attcattgca acattattgc aacatagttg acgggttgca
   685321 gtgcttggat ttttctcgtt tacagaacaa tgatggtgct cttgagcaaa ctcaaagcac
   685381 catcacggtg cgtaaggttc gctttaataa taccaattca cccatctggt attactgtgg
   685441 ttgtctgttt gaccatggca aaatcaggag gaatgaaaag aggatgattg atacaaaata
   685501 gatttaaaaa tcagcttatt gcgccttacc aagcgatgat gatcgggtta atggatggcg
   685561 atggcgatgg cacatagcac taagccagcc ggagctgtca ctcaggcgat tgcggatata
   685621 cggatggtct tagatatcga ggaagtggtg gttaatgaaa gcgttggtct tactgatggc
   685681 atgttggaca gggtacgaaa gtcacttcaa gcgtttcctg cgcgattcaa cctgccagtt
   685741 accccgatgt tgggtggtgg tacatacagg atgactgagt gttgccaaag gagctcagca
   685801 tcagtaagac gggttcatga cagaccgggg gtgatgtcgc gctgaagttc aaccagaaaa
   685861 tcgtaactgt cgccccgata ccaggtatgg gtgtattcaa tcgggcggcc atcttccaga
   685921 tagcaatggc gctcaacatg cagcgccggg ctgtgagcag gcatatctaa cagttggctg
   685981 tgatcgcgac tcagcggttc tgctcgaata cgctgtaacg cgcgggcggg cataaacccg
   686041 tgcaactgca gtactgaata aagcgaatcc ctcagttcat ccatctctgg aataaacatc
   686101 tgcggcacca cggcgatctc cactgccatc gggtgttcat ctacggtacg caggcgcttg
   686161 agacgccaca ccagagcacc tggagacaga ttcagtgcaa taatttccga gggagaagcg
   686221 tgagtaagct ctttctgtag ccagcgtgcg cctggctcat agccacgtga aatcatatcc
   686281 tcactaaagc tggtcagcga agacagcggc ttttcaaccc ttcccgccac agtacttctc
   686341 gctccacgac gctgcacgat aacctgcgcg ttagccagtt cacttaacgc acgccggact
   686401 gtcactctgg acagattcaa gcgttccgaa agttcgcgtt cgctgggaat cgcgtatccg
   686461 gcttttagct caccacgggt gatcagatcg cggaaacctt tctccagacg ctggtagagc
   686521 ggaccccctc cccggttagc atcatcacag tatgttttca gtgtctcgat gaattttctg
   686581 tccacaccct ttccacccat tccacccggc atgtagggag attacctgat gttatctatc
   686641 tggcatagcg ttgatgatac cctttccgtg caactggtat tatctggtat ggtcagcaat
   686701 tggtttgagc cgtcggttgt cgccctcaag atcttttatt ttttgatatc aatggcttct
   686761 ataccgctat atttgaattt ccaattgtaa tagttggctt aaaagatagc ggactgacgg
   686821 cacacatatt ttacggtacg tccggcttct acaaatttaa gaacggcaat gatctcgtgc
   686881 tcgttaaatc ggatcttacg catggagacc tcctcagggg atataatcat tatgtcagaa
   686941 ggtctctatg taatggttaa caaaaactgg ccacggattt agagtttttc cagaacaatc
   687001 gttctgactc attcagtgtc aaaccaccat tatattgatg aggtctaagc tggttgtaat
   687061 atcccgtgat gtaattcgtt atggctgtgc tggttccgct aaaattatcg tacccattat
   687121 ctggcatcca ctccgttttc agacctctaa aaaatcgctc cattggacta ttatcccagc
   687181 aattcccccg gcgactcagg ctttgtttta tctgatagcg tcacagtaac tgtctgaaat
   687241 tcctgatggt atagtggcta ccttgatccg agtgatacag taaattagca ggattacacc
   687301 gaaagaaccg acattctcca gaatggaact taaggaattt tcccaacaat tgtgtgattt
   687361 ttcagattat tttgttttct ctaacttatt gttaaaacta attcgtactc caataatcat
   687421 taatgtacat tcccttctaa agatctgttg atctgaagtt ttgcatagag aaaaagatta
   687481 cgccggttga ggatgcagta aaaattgggt gccacaatcg ctggctgtat aatttatatg
   687541 ccctactcgg gcattactga aagattaaaa aggaataaaa atgtcgacaa aatcattcta
   687601 tttttctcga cgggccgaca tgcgagctga aggtgttggt gctgtacacg cctctttctc
   687661 attatctatt aatgtaactg aagataatgt taaagaagga aagagaatgt atttatcagc
   687721 atcgctggtc tgtaatgctg ctaaggctta tggttccggt aaaattgttc cttggtgtaa
   687781 aataaaaaac aatatagata ataaaaaata tgttttagag agtaacgggg aatcttttat
   687841 tctccgtcat gatgaagttc ttatcggcag cagttcattt ttaatacctt gtaagaaaaa
   687901 catactcccc gtcttagata tagaagctgg gtatttttta catacaggat ataccagaat
   687961 aatcaggcca ttccctggca gtttgaccag acaaatcaca ttaaataaat tttaggataa
   688021 tttattatga aaaaatcagt taaattatct gtagcaatat tttatttatt cctgtgtata
   688081 cctgtttttt ctcttcctat ttttaatgag agtctgcctg cagataatcc cacgcaggaa
   688141 gcggctctac ttgtgcagaa attaatcaca tctgaagata gtgaaaaaag tgaaattttc
   688201 aaacagttta aaaatctgtt agatgaaaac ccagaaaata ttaatgtcag aaaaatgtac
   688261 ataaatagcc tacttgctga tagatactat gcagaagggc tacaagaact tgagatactc
   688321 aacaaaaagc atttcacccg aactgactta ttgactgagt gcatggtaaa agaaagatta
   688381 gggaaaagag atgatgaatg ctacaggcag gttattcacc tctcagaaca acaacaatcg
   688441 attgactctg attacttgac tgcacttttt ttcgctaatg ataaacgatt cgaaccttta
   688501 aaaaatcgct tgattaaaga gggggtattt aaggaaagtg acttgttaat attcacctta
   688561 agcaaagaga cgatgttacg agagttctat ccatagttta tgggtgccgg aagattacag
   688621 tctcaacagt actaaacatt gagtattcgg cttatcaggt ttggcaggca gtcaaacagg
   688681 tactcagtag ctctgattag taactcaatc agagctatct attgtattta aatcgcaaat
   688741 ggctgataaa aaatttaagc aaattaaatg acaaggaaag ataatgaaag gaatattata
   688801 caatgtgtta ttttcaacaa ttccatttat tgttattgct ttattttcaa tgtgttattt
   688861 agagtttttc cctaatcact ttggtaagct aacattggta acaatagtga ttgtattttt
   688921 cgtatcatgt aaaatgatgc ctaataaata tatttaaaaa tttcacacag cctcagccga
   688981 gtctgtccat aattctgtgt aaccgccact gtattaaagg tgatcgctca ggcggtcacc
   689041 aaactcgata ataaaacaac tcattgccaa ccgccagttc tgtattggca tactccattt
   689101 tttcgaaaca tcccggatag ccagataaat aaccttccgc accgagtcgt ccgttgggaa
   689161 tactttgcgt ttctttatcg cctgccggat cacactgttc agtgactcaa tggcattcgt
   689221 ggtgtagatg gccttgcgga tatcgggcgg atagccgaag aatgtattga gattttccca
   689281 gtgcgtacgc caaattttgc taatttttgg gtatttgtcg tcccaggcct ccgcaaactt
   689341 atccagcgcc atcagcgtgt cggagcctga tacaccattt tcaaaccgct ggtgacggct
   689401 ttatagtcct tccatgacac atatttcagg ctgttgcgta ccatatggat gatgcagagc
   689461 tggatatgcg tctgcggata aacgctgttt atcgcatccg ggaagccttt cagaccgtcc
   689521 acacaagcaa tcaggatatc ctgcagaccc cggtttttaa gctctgtcag cacacttagc
   689581 cagaatttcg cgccttcgtt ttcggccagc cacatgccca atagctcctt ttggccttcg
   689641 gtattaatgc ccaacgcgag gaacacggct ttgttaatta cactgccgtt gtgacgaact
   689701 tttaccacaa tgcaatcaag ataaacaatg gggtacagcg catccagagg gcgattttgc
   689761 cactcagtga cctgctcttt gaccgcatcg gtgactttag atatcaatgt gggcgacacg
   689821 tcagcgtcgt acatctcctt gaaggtggcg acgatttccc gcgtggtcat gcctttggcg
   689881 tacagggata aaatctggct gtccatctgc gtgatgcgcg tctggttttt ctttattagc
   689941 ttaggctcga aggtgttttc actgtcacgg ggcgtgctga gttcaatctc gccatcgtcg
   690001 cacagcaacg ttttagacga gtaaccattg cgagtatttg agcctgtttt gggggtattt
   690061 ttctcgtgcc cgaggtgttc ggtaagctcg gcatttaacg ctgtttcgac ggtaagcttt
   690121 gtcagcatac gagaaaatac attaaggtcg gcttcggttt taagaccttt agccagttca
   690181 gccgcaagtg ctttaagttt cttttcgtcc ataatttgcc tgtctccgtt gttggagtga
   690241 agatatcaaa aacaggcaat tacacaatct tgtttacagt ctcgataaat atttccttcc
   690301 cactcgttat tgcgcttttt cctgttgtcc gttcaataaa agttttaagt ctgttgtagt
   690361 tattatttag atacatgcac tgattcaact gattatttct tcgaaatcca tccattacgg
   690421 tatttaaatt ttcttccgta agttttttga tgctcttatt catacgattg aatcgatgtt
   690481 tggcttcatc aaaactctga gatgctataa atgtagaaat tagtgcttgt tgtattcttg
   690541 atgctttacc aatgctttca gctaagagca tatttaacaa ctcggcatta tgcgtaggat
   690601 tatcgaggct ccctttaacc gcttgtaaat gactgataaa accagcggga tcgaccttgc
   690661 caacttttag ggttacaact ggtttatttg caccgagagc atagccaacc tcttggcacg
   690721 tccagatact gtcattgaaa tcatccgtta gtaaaaccag catcacttcc attgttttca
   690781 gcccgttaac gatctcattt ctccactctt tgagtggttc gatagtctca tgggcaacaa
   690841 aacaactgaa gccgtactcc tctaaggagt tagctaattc ttgtgcttca cgcttatatt
   690901 tgtctctatg gctaataaaa actcgaatta aatttggctt ccagatggat aactcatcag
   690961 gattcagcac ctcgttgact atttcattga tactgatagc ttgttgatat tcaggatcta
   691021 tctcagaatt cagttctaat gcaacttcac ctatccattc atcatgcaca gatcttgtca
   691081 aaatattgag gtcgttttta attaaatttg tatatgcttc ctgtttagaa atatgtatat
   691141 ctatcaatat ctccattggc aagaaaagac agatatcatg accaacagca tcataattat
   691201 gatctgtatg gtaatcttcg cgaacaaata cttttgcatg gctaagaact ttataaataa
   691261 caggttcact ttccttatat tgttcccgaa ttctttgtaa gtatccggga acctttgggg
   691321 ggatgcagct tgccataatg tccctcttag tggcttcttt gagtgagctt tgattggtta
   691381 ttgaaaataa cgcctaataa atcacagcat cccatgtgtt ttagcataat cgcgcagtgc
   691441 ctcattcatt ttggtttgcc atccatcacc ctgcgcccga taggcgtcca ccacatcgtg
   691501 atcaatccgt agcttaaccg gttctttcgg gtttgccagt tttggccggc cacgggtttt
   691561 tatcaccttt tctgcgccct ctttaccaaa caactcggta aacacctctg tggcaggacg
   691621 tgcgcgggca aactctgcct cgccccactc ggggttatct gtcatggtga ctttactgat
   691681 tcttttgttc atatcgcttt acctcacggg aattggcctt acgcaggctg ataacatgca
   691741 ccttgccgtt acgtggtgtg aataccaaca tatgtaaccg ctcttcaatg tagcccagtg
   691801 cctggaagcg ccgctctgga tattccttac ggagatcctc aacaattagc gctgtagcaa
   691861 cttcgaaatc acgcgccatc tcaaaggaca gtttacgttc agcaatattt ttttcgtttt
   691921 tgattgggtc gtaagatatg tccatgaaat taatgtaccc ccaataaata cattaatgca
   691981 agagatatta gcattcatac tttatttcat ttcctttgtg ccatccctca cacaaaaccc
   692041 atcacatgcc gcgcgcgccc gtaggcggca cactggccgc atgaatatcc ttattgctgg
   692101 ccttaaacgc ctgttggcta acattatccg tattggcatc gtctcagacg tcgatcttgc
   692161 taacggatta tgccgggtca aaatgggcaa cctgaaaacc gattggctta attggttaac
   692221 cctgcgcgcc gggcgggtgc gtttttggtc tgcgccatcg ctgggtgagc aagtcatggt
   692281 gatcagtatc ggcggcgtgc agcgtggtgg cgattggact gagggggtta aatgaccagc
   692341 gataaatata gcggcatgaa ccgcaacagc ggcttgaaca tcgacgatat tgatcatatt
   692401 cgccagtcaa tcagtgacat tctggccaca ccacaaggca cacgggtgat gcgccgcgat
   692461 tatggctcac tgttatcaac cttgatcgac cagccgcaaa atcccgcctt acgtataaaa
   692521 atgatggccg ctgtttatgg cgctgtgatg cgttgggagc cgcgcgttac gctggcagtg
   692581 gagatatcac cggggcggtg tagggggtgg aaatttttgg ggatttatta acaataaaat
   692641 cgcgggtgtg ctgccgctgt ttggtaaacg tcactttgct ggctcggatt atatccgtat
   692701 tccagacgtg ccgggcgggc tgattgtgca atggatgact ggccctgttt ctgccagcga
   692761 aaatatcgct taccctgaac tggctttccc caccgccttt cctgttacgt gtctaatggc
   692821 gttcgcggcc actcagggga atgacacaat acaagccgat gtgatgtttc aaacatcgcc
   692881 acggtggaaa actggccgca ggttgaattg ccggaactgc cgcaatggct tttgatcgag
   692941 gcaatgaatc aggggtattg tattcccaac tggccgtaac ggttagaggc ataatgggtg
   693001 cgttcaggtg aatcgcactc ctcttttcta tttgattatt tttagcgtgg gtttattcag
   693061 tttatgtagt tatacggatt caaatatttc gaaatactga ttggcgctaa agagattaaa
   693121 agagaaacat ccgaaaatac gtgttaagta atatcaagaa atatctcaat tattctgtgg
   693181 tgtggaaaaa ataaaatata gccgttcaac aaaccaaact gaacgaataa agcattcctc
   693241 atgcgcgata tatatatctt aaggaaacga taagttatgt tttggttgtt tcgttactca
   693301 cttggataag tgatttgctt tacaatgcaa tagacgcaag acagtattaa ataaaaatat
   693361 gaggacacta tggcattaca aggaaagttt gttgttaaca atgctcacta ctcccctttg
   693421 agtatttttg gtgttggtac atttatggcc ttttctggca ataaggcata ccgcaacaga
   693481 ggcggctgta ccatggtccc tgataacggc cattacccga ggggtgctac tggattgttg
   693541 agcgccctaa aggcggggtt aaaacccgca ttaataccgc aatgaaagat ttccccacca
   693601 agtttaccca tgcgccgact gaccataatg aatggtttgg cttgtaccgt gatgatggga
   693661 aaattgacga ttacacttgg atcaataatg ttgaacgtgg aaatttcaga ttacatccca
   693721 tcggcccgat gagggtttct atggggtgta tcacgttaca acatgctgcc gattttcagg
   693781 tgctgcgcaa agccctactc cacacacaaa ccattgcagt taatggaact aaattgatgg
   693841 cctatgggtg tattgaggtg gtgacgaatg gcaacacttg tccgtaggtt attgaaggta
   693901 ctatttttta tcggcctgtt tatactggcg gttaagtata tccatagtta cccctatccg
   693961 atgcctgaga gccagttaca gtactggttc agtatctcag agtttttggg gttcagtaac
   694021 cccgaagata tctatttccc ggcaatgctg gttctcgata ttattgtcgc atcgctagct
   694081 tatgtgctta ttataaaggg atttcataag ttcagaacac gaaaaaagac gtcacacgcg
   694141 ggatagaaaa atcactttcc tgttaatggt aaccactcta tatcgcgtaa agtggttacc
   694201 cgttttatag ttttctcgtt gtgccattcg ccacccaacc ctcatcaatc gccacccgca
   694261 caaattgccg tcaccatact ctctaccctc aaccagcaga gagttaatcc atgagtgatt
   694321 atcatcacgg cgcgcgcgtc atcgaaatca acgacggtac tcgcgttatt tccactgttt
   694381 ccaccgccat tatcggcatg gtctgtactt ccgatgatgc tgaccccacc ctgccctcag
   694441 tgtcagcata gttgtcaccc ccttctaaaa atggatccag agggcaacgg agtgacaaat
   694501 aaaacgtatt tccccagaac gtaaagccgg tgtattggca aaattacttc ccccgtacaa
   694561 catgaccgtc acggctgttg cacagatgga agggatatcg gaagctaccc tctacaattg
   694621 gcgcaatcag gctaaatcag agggggaacc ggtgcccggt gcagagaaaa acagtgaaca
   694681 gtggcctgcc gaagcgcggc tcgcggttat cgtggaaacc gccacgttaa gtgaaacgga
   694741 aatcgccgaa tactgccgta aaaaagggct ttaccccgcg cagatagcgc aatggaaaca
   694801 ggcttttttg caggttcctt cgggtgacga taaggtggcc ctcaagcaaa gccagaaaga
   694861 aaacaagcaa ctgaaaaagg agctgctgcg taaagaaaag gcgctggcgg agacggcagc
   694921 gatccttgtg ttaagaaaaa agctcaggga ctactacggg gaaacggacg aggacgactg
   694981 acaccccgag aggaacgcca gcagtttatc gcgtggataa atgaggccgt cgctgctggt
   695041 gcacgccggg cggtggcctg tcgcgaagtt gagctcagcg tacggacctg gcaacggtgg
   695101 caaacctccc cggaagacca aagaactacg gcgatacgcc cggagcccac caatcgcctg
   695161 agagtggaag aagagcagca gatacgggcg gtctgccatc aacccgagta tgccaacctg
   695221 ccgccgtcgc aaatcgtgcc acggttggcg gataaagggg tttatctggc gagtgaatcg
   695281 accttttatc gggtgctgcg ccgtcatgga gaagtacatc accgtggccg ttgcctcaag
   695341 ccgggccggg taaaaccgcc aacaacgttc accgcctccg ggccttgtca ggtgtggacg
   695401 tgggacatca cgtggctgcc ttcatgggta cggggtcgtt ggtattatct gtacctggtg
   695461 gaggatgtgt tcagccgtaa aatcaccgga gaagaagtcc atgaaaccga gagtggtgag
   695521 ttggcggcgg cgctgatgca acgtacggta ctgcgggagc gctgttatcg ccagccactg
   695581 gtgctgcatg cagataatgg tgcggcgatg aagtcgcaga ccctgcaggt gaagctggca
   695641 gaactgaata tctcgccttc acacagccga ccgcgtgtga gcaatgataa tgcgtatgtg
   695701 gagtcgttgt tccgcacgct gaaatatgtg cctcagtggc catcctcagg ctttaaccat
   695761 cttgaggaag cgcgggtctg ggtggataaa tttacccgtt ggtataacga agagcaccgg
   695821 cacagtggca taggttatgt gacgccgttg cagcgacata cgggtgagga caaggcgctg
   695881 ttggcccaac gagataaggt ctatcaagcg gcgagagccg cgaaccccaa acgttggtca
   695941 cgacagacgc gaaactggga atggcaggaa agcgtgacat taaatccaga gcggggaaaa
   696001 caggccgcat aaatcaacct ggggtgacaa ctaccttgac acttaccgcc aacgcacatg
   696061 tagtatgaca gccatacaag caagaaatat cttaaaattt catttttgag ttgtttacat
   696121 taaaaaaata aacatatcaa gttaatataa aatactgaat tcgtatttta taaaaaagaa
   696181 caccactctt tataaaatta agccaaacaa ctgagtctat aaggatattt tatgagtttt
   696241 aatacctatt taaaattaac aggaagtgaa caaggattaa tctctgctgg atgcagttca
   696301 tttgactcga ttggaaatcg acatcagaat gatcatgacg atgaaattca gatactatcc
   696361 ttaaatcacg ccataacaag agagcaacat tgtacacatc atcctgttga atttatcaaa
   696421 ccaattgaca aattatcacc actaatggct atagccatat ccaataatga aatattaacc
   696481 ccatcatttt caatttatag attaaatcaa tttggtgctt tggaaatatt ttatgagata
   696541 aaattaacta aagctacgat aatagatatc agttaaaatt accctcatgt aataaataat
   696601 catggtgcaa taccgtttga aaaaatctcg tttatatatg agtcaatatc ctggcaacat
   696661 aaaacagcag gcacatcagg cacatcaggt tatagcatat ggagtgacag agtttattaa
   696721 accaatcaat tttcgcgccc atgcattcaa gtaaatatca tttatgtatt agcaacgtta
   696781 aaattaagtc atgaaaattt ttctcaaacg atatgaaaaa taaaatgaca aacaaaaacc
   696841 accatagaac acgtacatca tgaaaaattc aggtacttta ccagacatat atatgaagag
   696901 cgcgaaaaac agcatagcta aagcaacaaa taataaatct ataaatacgc gatgtaatag
   696961 tttcataaaa aaacctctgt cataaaataa actttagcgc ttgaattatt tcatcagttg
   697021 attttatttt tatcgaatcc attaaaacac ccactttttt ttctattaga aagtaaagca
   697081 tttctattcc attcttttat tttttacaag aatgagttct ctgtttgcag ataagtattt
   697141 tttgataatt tcatcatact aaggatacat tgttagttcc ggtataattt cgggcgatac
   697201 tgtcataaat gctcgcccag cacctaaatc taaattttca acagtatcaa atatcacggt
   697261 tgatgcgttt tttatgaatg catcaaaata tttttctagt acagcatcag cagattgctt
   697321 gctataaatc atttaatgaa ttccctttta taatgagata attcagtatt atgtattaat
   697381 aagcaaaaaa aaatcaacat attgtttaaa taccttcgtc ggtgatccat ccaatgtcac
   697441 tgaacaatgt gacccactta gcaataaata aaacgtaagg cgttcccgac gggtggctca
   697501 gtacataaag tgatttgcat gagtattcgt ttcaatccta taactttttt cataatcaca
   697561 gtaaactctc caaactctat ttattgctca tttgggatgg caatgattga tgatgctcat
   697621 acgaaaagcc gaatcggatc aaggctccca catcctgaat agaataccct gctatagcct
   697681 gtcctgactc gattttcatt ttattattcc tgtaacaggt cacacgacga tattgttcat
   697741 ctcatgacag ccagagtttg ctaacattca ttttctctcc ggtcacgcca gtaatttaag
   697801 cgttctttaa aaaatgcccg ataatctacc ggtacccgtt caatcgcttc cagtacgtgg
   697861 gcgcggttag tcctgcgtta gtacaggtct ttgattaagc cgctggctat caaatcaaga
   697921 ttcagctttt cctggcactc tttaggccaa cgagaaatat tgaacggaag tctgggggga
   697981 aggtagcccg attgcccgtc catggttaca ccctgaattc aacaaccgga gatttttcat
   698041 tgatggtccg catggtctta cctctcgcgt ttcaacgcgg gtcaggtgcg attaaaaatt
   698101 tgctgtcgaa taccgttttt ctctgacagg gagcttcatt gcctcttttg acatgcggct
   698161 ggcttctctg gccaccaact ggtcaacggc tagaaagtga ccgttttgga actcctgata
   698221 aacggtaccg tattcaccaa atctgttttt agttacgata gcttcagcaa atcttgccgc
   698281 cgggctatcg gggttataaa tggcctcccg atacaacatg atgatgctgt cagcatcctg
   698341 ttcaatttga acctgaatct ctcaaattgc tgccagtctt tggagaaatg tcccctgaca
   698401 atataagatc cgaacatata agaaagtata tggataaacg aggaataacg agcagaacgc
   698461 aggctaaccg ggaaaaaact ttcctttctc gcgtttatcg ctggggatat gaacgcggaa
   698521 tagtgaaagg caatccatgc agaggggcca aacaatttac ggagaaagcc agagaccgct
   698581 atattacaga tgaggaatac gacgcagtgt atcaagtcgc acctgatgtt gtccgagttg
   698641 caatggaaat agcctatctg tgtctcgccc ggcaagcgga tgtccttgct ttgcgtcgtg
   698701 atcagctcag agaacccggg atctatatca aacagggtaa gacggcagcc aggcagatta
   698761 aagcatggtc tgaacggtta cgtgatgcca taacactggc tgagtccctt cccctgaagt
   698821 caggtataag tagtgtgtat atcatccatc aacgtacagg tttacggtat acgcgtgatg
   698881 gatttaatag taaatggcac aaagccaggg aagtcgcaaa aaacatatcc aaagttagat
   698941 tttaatttca ccttccatga ccttaaagcc aagggtattt ctgatcttga agggacactc
   699001 agtgaaaaac aggcaatttc agggcataaa aacatggggc aaacagcgag gtatgacaga
   699061 aaaataaaaa tcgtgccagt ggtaggtaat cagaaaaagt gaatttttat gcattggttg
   699121 aattttatgt tcctaacgca tgttcctaac atcttcctaa gatgatttag atcacaaaaa
   699181 aaccgcctct cggcggttaa cgacatactc gtactacttt gttttactta gaatattttc
   699241 catggtgccc ggggcgggac ttgaacccgc acagccataa gccgagggat tttaaatccc
   699301 ttgtgtctac cgatttcacc acccgggctc tggaaaactg gaggcgcgtc ccggagtcga
   699361 accgaggtag acggatttgc aatccgtagc atggccactc tgccaacgcg ccttattctt
   699421 ctttgccttt acagctaagg ttcgctaatg ccaacctatt aatttggagc gggaaacgag
   699481 actcgaactc gcgaccccga ccttggcaag gtcgtgctct accaactgag ctattcccgc
   699541 aacatcagaa cctactgatt cttttgctat ctttcgacat ttcgttgctg ccgtctgatg
   699601 cgatgcattc tacttacctg acgcaatgag tcaataaaat tatctgaatt attcgttcgt
   699661 ttgctgcttt ttacggcgct tcgatcaagg ttcgagcaaa tcactccagg cagcgttcaa
   699721 atattggaac attgaccaga atgtcagtac agcagcaata taaagtaaaa cgaaactggc
   699781 aagttcaaca ttgtggtcag ggcgccaaag caacccaaca agtgacccca tttgtgccat
   699841 cgtctttacc ttacctaccc atgacaccgc aacgctgctg cgtttaccaa tttctgccat
   699901 ccattctcta agagacgaaa tgataatttc tcgggcgatc atcgttgcag ccggtaatgt
   699961 aatccaccaa gagtggtaat gttcagcaac caatactaat gcaacggcta ccataacttt
   700021 atccgctaca ggatcaagga aagcaccaaa acgggttgtc tgtttccaac gtcgagctaa
   700081 aaagccatca aaccaatcgg ttgccgcggc aaacacaaat atgatggcgc aaaccatcgg
   700141 agcccagacg aacggcaaat aaaacgccag aacgaagaat gggatgagca caacacggaa
   700201 caaggtaagc caagtcggta tattcaattg cataatgcta cgataactat ctggctggtg
   700261 tggacactat gagtatggtg caacattagc ttcagtgttt caatgcattg tggatttttt
   700321 ctgccaatgc ttgtgaaata cccggcactt ttgcaatttc ctcgacgctt gcgttaaaca
   700381 aaggttgtag tccacccata tatttcaaca aaacttgccg tcgtttgggg ccaacacctt
   700441 ctatcatttc taacgcactg gtatttttta ctttagatcg ccgctgccgg tgcccggtta
   700501 tcgcatgatt atgagaatca tcacgaatat gctggatcag atgtaatgct ggtgaatctg
   700561 ggggtaaaga aaagccctca ccttctgatg ccaagaataa tgtttctaaa cccgctttgc
   700621 gatcactacc tttcgctaca ccgactagca atggcttttg cttatcccac ggaacattca
   700681 acgaggcaaa aacatcaaag gcctgtgaca actgcccctt cccaccgtca ataaatatga
   700741 catcaggaat tttttgatcg tctaatgctt tcccatatcg acgttttagt acttgagcca
   700801 tcgctgcata atcatcaccc ggcgtgatac cactaatatt gtagcgccga tattcagatc
   700861 gtacaggacc attcgcatca aatacgacac aagaggctac ggtctgttcc cccatcgtat
   700921 ggctgatatc aaaacattcc atacgattaa tttcatcaag cttaaggacc ttggctaatt
   700981 ccttcatgcg ttgatgaata gtcgattgct gagataagcg ggttatcaat gcggttgaag
   701041 cattggtacg tgctaacttg agataacgcg cacgatctcc tcgggggcgg ctttgtatct
   701101 gaatttttcg cccagccagt tcagaaagag aagatgccaa caggtctttt tctgtgaggg
   701161 taaaatccag taaaatttca ccaggcaatg tacgcccttg gcttccttgc aaataaaact
   701221 gcccaacaaa agtctgaacg acttcgctca actcagtacc cgcgggaact ttagggaaat
   701281 aactccggct acctaatact ttccctaatc tgataaacag tacatggaca caagcgagcc
   701341 ccgcatcaaa tgccacaccg ataacatcaa gatcttcact gtcgccagaa acaaactgtt
   701401 gttccgttac tcgacgcaca gcttggattt gatcgcgaat ccgtgctgca tcttcaaaat
   701461 gcagttgctg gctagcctcc tccatacggg tgattagctg cgtcaagact tgctgatctt
   701521 tacctgagag gaacaagcga acgtaatcaa cttggcgctg atactcctct tcacttacca
   701581 acccctccac acaaggcccg gaacaacgcc caatctgata ttgtaggcaa ggccgtgagc
   701641 gattgcggta aacactattc tcacattgcc ttactggaaa aagcttctgt aataatgcca
   701701 acgtttcacg cactgcatag gagtttggaa acggcccaaa atactcccct ttctcatgtt
   701761 ttgcgccacg gtgcacagca aggcgcgggt gctcatccgc actcaagaaa ataagcggat
   701821 atgacttatc atcacgtagc aacacattgt aacgtggctg ataaagcttg atgtaattgt
   701881 gctcaagcaa caatgcttcc gtttcagtat gcgtaacggt gacatcaatt tgagcaatat
   701941 ttttaactaa cgtttcagtt tttcggttgg cgacctgagc acgaaaatag ctcgtcagac
   702001 gctttttgag atcttttgct ttaccgacat aaataactgt tcctgcagta tcgtacatcc
   702061 gataaacacc aggctgactg gtaacagttt tcaaaaattc tttataatca aaaagatcag
   702121 tcactatttg ataacgtctc cgcattaaat aaaccgtggc gaatagccaa atgggttaat
   702181 tcaacgtcac cactaatatt gagtttactg aacatacggt agcggtaact attaaccgtt
   702241 ttcggactca gatgaagctg ttctgagatc tcattcacct tttggccttt cgttatcatt
   702301 atcattattt gcaactcacg ctccgacaaa cagctaaaag gtgtttctgc tggaggctca
   702361 agctggctca gtgccatttg ttgtgcaata tcagaagcta tgtaacgttg cccagcatgt
   702421 accatacgga tggcggttat aacatcctgc ggagcagctc ctttactgag ataccccccc
   702481 gctcccgctt gcatgacctt tgccggtaat ggattctccg tatgaatggt tagcattata
   702541 actttagtat ccggcgaaaa acgtaaaatt ttacgtgttg cttccaaccc gccaataccg
   702601 ggcatattca tatccatcag gacgatatct acaacatggc tacggcacca tttgaccgca
   702661 tcttcaccac actgcatctc acccgcgact ttgatacctt tgatgtcgtc aagaatgcgt
   702721 cgtatccctg cgcgcaccaa ttcgtggtca tcaacaagaa gaacgctgat caaagaaatt
   702781 tctccagaaa taagggagta gactaaccat gctttgttta ccgtaatgat attacttgtt
   702841 ttcgaccaaa gaatgaatac agaataattg caaaatcata tctatattgt ttgacagata
   702901 ttatttttat cattgtttta gttatgtaca taaaatctca aacatattga gtttacaaca
   702961 cgataaaaaa gaaacgtatt tttaagatac ttcttggttt gcatcttcat acattcaaaa
   703021 aactaattat tagcattaga taagttaatt cctatgagga aaaacacaat tcattgatat
   703081 aaatagagat taaaaaccca tgcaatccaa aagtatagga attattccca tatttgtctc
   703141 atggctgttt gtattttatt cgctcgaagt tacgctaatt ttgatacaaa ttatttaatt
   703201 cctaaaaaaa acatctgctt tatgtgaaca ttcgcttaat taggaaaata cctagatgat
   703261 gaatgtcacg atttccttcc ccctctcttt ttctacaacg tgcccaaaaa agcaagcatt
   703321 gatacagcaa agaaaaatga tacacataca aacaacgtgt ccgatcattc tatgatataa
   703381 tcttgtaact gtttaataat gccacaaatg ttcactgcta gcctccggag acaaaatgag
   703441 taatccagac tttacgactt ctgctgatcc acaaatttta gccaatgaag tcgcatgctt
   703501 gaaagcaacc ctgactctgt tactgaaagc gatcggccaa gccgatgctg ggaaagtaat
   703561 cttaaatatt gagcgttcta tcgccggtat agaagacgct gctcaagctg aagtcttcac
   703621 aaatacactt gctcaaatta agaacggcta ccgccaataa cgcctagggc cagcatagtg
   703681 gccccttcac ttctttgagc taccaattga cgtaatagca gagtttcact gtttgccatt
   703741 gaaatattat gtacgggcag tttatcacct tataactaga gaacatgatg ggattgttac
   703801 ttaaggtatt gattggtact ggaatggtgc tgatgatcgc actactgtcg aaaactcgtc
   703861 actattatat tgctggctta ataccacttt tccctacttt tgcccttatc actcactata
   703921 ttgttggtac tgaacgtagt attgatgctt tgcgtataac aattaaattc ggcttgtggg
   703981 ccatcatccc ttattttatc tatctgatat cgctttactt ttttattgaa cacatgcgtt
   704041 tatcgctagc cttgatttct gccgttttat gttgggttat tgccgcctgg atattgatat
   704101 caatctggag ccagtggcat agccaatgaa gagttgcacc aaaggtacat atcaagtcaa
   704161 cgtaatagta acaatatcag cgcatgaaca gccaacatcg cgacagcgaa ggttaaatta
   704221 agattattta tagatcttga ttttttttca gcagatatcg cctcagtcac ctgaattttc
   704281 ctgattttat acacccaata accaccaaga atgacaaaaa acagagccaa agcaacggct
   704341 aacaatggat agccccacac gagatactca cttaatcctg caatagcgaa ccaaagaacg
   704401 acgaatacca tgattgatca cctaaatttt aatcattgta gcttaacaca aaccttaaaa
   704461 acgattaagt gacatcaaaa aatattggtg aaatgaccaa ccactggcat tcctaaaaaa
   704521 cagactttat tgcccgctga gaatggcccc catactaaac ttggtacggg tcagattgtt
   704581 acattaaaat acagcatgac ttatccgatg gcgtgtaagg ctagaacaca tagttcatta
   704641 accgcgtcag ggactcaatt ttttatcgtt atgaatctct ttacaactga tgaaaaaaca
   704701 gccgcacagt gaactaatac ggctgttatt attatataga aagtatttta ttaaaaacga
   704761 tagccaatgc ctaaaaccca tgtaccgata ttagcatctt taagttttgt atactcgtat
   704821 gaagcatcaa tagcaatatt gttaagtgga ttaaattgca tcccaacacc atatgccaaa
   704881 gagtcttgct cctctttttt accgtaacct aatacagatg ctttcgcgtt cccatgccca
   704941 attcccaata atgcatacat gctgaaaaac tcattaaaat gtacgctggg cccaaccatc
   705001 agcgaataat aatcaaagga tgcatcccca attttgacat tattatttag ataatcataa
   705061 tttaaatccg tgtaagtaaa agagcctatt gcaccgaaca tttcactcaa cttatggaga
   705121 tatttaacat taatcccttt aagatcatcg tccaatctaa tgtcttttcg atttccatca
   705181 ccgagtctta catctccctg agcatacccc aatgagatgg tacgatcccc tgccgcatag
   705241 gccgctgaac tgcttaataa gatcgctgtt ataaatgcag ccaatgtggt tttatttttc
   705301 attaaacttt tatccttaaa ttattatctt agattacggt atcgtcgcat tggtcactaa
   705361 tattcagcca gtagtccatc acaaacacaa aattccattt ttcatagcaa atactcaaaa
   705421 aaataatata ctgataatgg aataggttca aattaagcag aataaaaaca aaaggaaagg
   705481 tttaatttcg aaaaataaca acaagcatta gtataaatta ggcttggtta ttaaaaaaat
   705541 aaaatagatg tatattagat cgagaaccta agaataaaaa gttaattagt cacagctatt
   705601 ctctctggtc tcttggatgt gtatctaccc gccatatttc aagctgcatg tgcgttggct
   705661 acgttcaata acctggatca ctagatcacc aagcagatcc cctatcattt tatgcatgat
   705721 atgacaacgg acaataatta atataagaaa ttaaaaatga aagtaactat gtctgaggat
   705781 aagaattcca tcagaaatat ctattaccac cttataaaag atgaacatat tgaaaccagc
   705841 ttatgctatg gcacaatagg cacactccat atcaattaat ttaatttaac atacaagata
   705901 aataaaccct atactgaata gagacggcac gaatatgaca aaaggaatga taaaaaatga
   705961 gggggataat ataacttatt gatttagttg gtgggtcgtg cagggttcga acctgcgacc
   706021 aattgattaa gagtcaactg ctctaccaac tgagctaacg acccaacgcg aataattatt
   706081 ctcctgttaa acctgcctgt caaacatttc attgagtttt tgtctttata ccactctata
   706141 cccacgagag aagattaatt attcatccag cacttacgat tattgttagt tatgcgactt
   706201 catgttgtaa ttccaaacac tgtgatgtac ttaacaaaaa taagagtgtg aaatataaac
   706261 agtggaaaat gaagagtgat gtgtaattat tgttgcaata atattaaatt attcgcaaat
   706321 tatctttaat gcataaaaaa cagacagaca ggtcaaacag ataaaaccaa agagccaatc
   706381 tagagctcaa taacttcaca aatacaggaa gagggaatgg gaaagatggt agaccaatcc
   706441 aaaatagtgg cagagccgtt acaagaacct gaagaacacc tccaacgaag cctctccaat
   706501 cggcatatcc aactcatcgc cattggcggt gccataggta ccgggttgtt tatgggatcg
   706561 ggcaaaacca tcagccttgc cgggccgtcg atcattttcg tctatatgat cattggtttt
   706621 atgttgtttt tcgtgatgcg ggcaatgggt gaactgttgc tatcgaatct gaactataaa
   706681 tcattcagtg atttctccgc tgacttactt ggcccttggg ctggtttttt caccggttgg
   706741 acttactggt tttgttgggt catcaccggt attgctgatg tagtggccat caccgcttat
   706801 gcacagttct ggttccctga tttctctcaa tgggttgcct cgctattagt cgttttactg
   706861 ttgttgtcac tgaacttggc cacagtaaaa atgtttggtg agatggagtt ctggtttgcc
   706921 atgattaaaa tcgtggctat cgtggcgcta atttttgctg gcctaaccat ggtcttagtc
   706981 agctatcagt caccatctgg taccaccgct tcatttacgc atttatggag tgacggaggt
   707041 atgttcccga aagggatcag tggattcttt gctggcttcc aaattgccgt ttttgccttt
   707101 gtaggtattg aactggttgg gaccacagcg gcagaaacca aagacccaga ggtggtttta
   707161 ccacgagcca ttaactccat tccgattcgc ataatcatgt tttatgtttt ctcattaatt
   707221 atgattatgt cggtaacgcc gtggagttca gtcgtcgcgg ataaaagccc gtttgttgag
   707281 ttattcgtct tggtcgggct gcccgcagcg gccagtgtca ttaactttgt ggtattaacc
   707341 tctgcggcct cctcggccaa cagtggcgtg ttctccacca gcaggatgtt gttcgggctg
   707401 gcgaaagaag gcaatgcacc taagcaattt ggcaagctat cacgccgttc ggttcctgcc
   707461 actggcctga cattctcttg tatctgtctg ttaggcgggg tggtgctgat ttatcttatc
   707521 ccgaacgtga tgacggtctt taccttggtt accactgttt cggccattct gtttatgttc
   707581 gtctggacca tcatcctttg ctcttatttg gtgtatcgca aaagacgccc agcactgcat
   707641 aaaaaatcca tctacaaaat gccagccggt atttttatgt catgggtttg tatggcgttt
   707701 ttcgcctttg ttttggtact gctgacattg gaaagtgata cccgtcaggc gttaattgtt
   707761 acaccgctat ggtttgtcat tttgactgcc agctatatct tcctgaaaaa acgcagagcc
   707821 cgtttatata acagtaaata accacagtgt gataaaacgg tgccagaggt gttctggtac
   707881 cgttttattt ccccctctaa tcacttattc cataacgccg acaacccgct actgaataag
   707941 gttctttcat tcatttcaac ctcaatttac tcaatatgca gttttcctcc ctgccaagat
   708001 agctgtgtga ccgctgaagt ggccgtacct ccggtggttt cgccgccaat caaaatgacc
   708061 ttatctggcc cctgaataga gacgccataa cccagcggtt gaggcaactt cccggcgatt
   708121 ctccactgat tatcgaccaa cgcatacacc tgctggtgcc actgtttttc cagcccttgg
   708181 tgagcatata ggtgaccgcg attaaattgc ttccaggcac cagggaaatt agcgcctccg
   708241 gcgactaaga ctgttttatg actgataccg gaaaatgcgc cagccaatcc ttcctgtgcg
   708301 gatcccgttt cagctccgat taagtccggt tgtggctgcc actccagtac attcccttgc
   708361 attagcccct gccatacagc cgctgtgcgt aaaccaggtt taatttcgcc attgattaat
   708421 atcaagcgat tatccatgcg gctgatggct gacccggctg tccctaaaaa tggcagcaaa
   708481 ccgccgcttt tccactgatt tttttgcgga tcatagataa ggacatcacg gttgtagaaa
   708541 taatcagccg gagcctgatt aaaataggcg tttattaccg cactcttgcg tacttcatca
   708601 cttccggctg acgcaagatc agtaaaataa ccgtcaaaaa tcgctttatt tacaccgcct
   708661 aacagcaccg cctgggagcc gtccagtgtc gtggccacgg tccccaccag acctcgggga
   708721 gcgcgggtag ccagttgctg ccattgatta gtttgtggat caaaacgata cgcatcatcc
   708781 agtgcccgta cttgggtatc gttggcgttc gttttcccca ccccaccgaa cacgtacagt
   708841 ttccctgcca ataccaccgt cacagcctgt tcacgaggct ggcctgggaa attagccact
   708901 ttctgccacc cagcaccggt tttatctgta tccagacgga accacgacac accggcgctc
   708961 cccagcccca catataagct gttctccact ttgccacccg taccgttttt aaatggtacc
   709021 ggaacgtcag gatattgttc cgcataggta ttaggtagcg atgccatcat caatagagat
   709081 aacgcactaa acagcactat ttttgtcgtc aattgtttct tatattgtgg gtataactgg
   709141 gtcatcagca gtgttcctca ttaattcatc gtggtggaac cataatgtta gcagtatggc
   709201 tcccaaggag agcaaaactc cattaacaat ttaattatgg agtcaaggtg tcattgaaga
   709261 tattaactgc gtcacatgct gtcaatatgg attgataaac aactgtgata accccctgaa
   709321 gcatgattta tatttagggc tgaaatcatc agatttttat caatagccca gaagcctatc
   709381 aatcaagaga agcctttggg ctgcccgcct tattttacct ttcgtggatt aaaagttgca
   709441 gcctgtgctg attagcttat ggttaatagg tgtcattagc cgcgacgact aatgacatca
   709501 tcagccttat tcaataaatt tgattggagc accgcgagat ggcgaaaatt ttagtactct
   709561 attattccat gtatgggcat atcgaaacac ttgctggcgc gattgccgaa ggtgccagaa
   709621 aagtcagtgg cgttgacgtc accataaaac gagtacctga aaccatgcca gccgaagctt
   709681 tcgctaaagc aggtggaaaa acaaaccaac aagcgccagt cgctacacca cacgaactgg
   709741 ccgattatga tggcattatt ttcggtacac cgactcgctt tggcaacatg tccgggcaga
   709801 tgcggacctt cctcgaccag actggtgggt tatgggcatc gggtgcactg tatggcaaag
   709861 tggccagcgt attcgcctcc accgggacag gcggaggaca agaacacacc atcacttcaa
   709921 cctggaccac tctggcccat cacggtttta tcattgttcc aatcggttat ggtgccaaag
   709981 agttatttga tgtctcgcag actcgtggtg gtacacctta tggcgcaacg acaattgccg
   710041 gaggtgacgg ttcccgtcag ccaagcgctg aagaattggc gatagcccgt ttccaaggtg
   710101 aacatgtagc gaaaattacg gccaagctga agggttgatc ataaagaaat gacaatgaac
   710161 acgacgccat aaaagaatgt agacgtcata aaaagcaccg cgcgatgatg gcggtgctgt
   710221 attttaagct tcgagcaggc tttgtgccaa atagtgatta gcatctgcaa caccgggtaa
   710281 ggtaaagaaa taccccccac caattggttt gacatactct tccaacgctt caccatttag
   710341 gcgttcttgt accgttaaga acgcttgcgc caaatccgac tgatagcaaa caaacagtaa
   710401 ccccatatcc agttgcccgg agtttgagac ccccaatgag tagctgtagc cacggcgcaa
   710461 cattaggtta cgctgcgttt caattgtccg tggattggct aaccgaatat gggcatccat
   710521 cgggatgacc ttcccttcag gatctttggc gtaattgggt tcatcatgct catgttgcat
   710581 tcccaaaggt gcgccactgt tcttatcacg gccaaaaatg gtttgctgtt cttgcaacgg
   710641 tgtgcgatcc cagaactcca ctttgaaacg gattatccgc accacctgat agcttccccc
   710701 taccgcccat gcaggctcgc ctgcattatt tgatacccag accacattat tgatcagcgg
   710761 tttattactg atttttggat tcgctgtccc gtctttaaaa cccaataaat taatgggcgt
   710821 atcctgacct ttactgcgag cagcatgggc agaaataaac ccctcacgct tccagcggac
   710881 actgagtaga tcgggtgtgt gcttaataat atcgcgcagc gcatggatca ccgtttcatt
   710941 ggtattagca caaatttgca acatcacatc accatgacat agccccgcat ccaaagagtc
   711001 attaggaaag cgggtcattc gctgtagtcg cagcggtttc tgcccctgta aaccaaaacg
   711061 ctcatcaaat aatgcattac cgacagaaac agtaacggtc agattatcag gataaatttc
   711121 aggtcccatg atccccgaat ctagtggcgg cagtttggca ttcactgatg gtgcccgccc
   711181 gccagttgtt agaaaggcca gccgttcggt cagtaatttg aataaccgaa ttaatgacgt
   711241 tttatcggta gccagtacat caaaagccac caacatcatt gccgcttgtt gaggcgttaa
   711301 cacccccgct tgatgttgac cataaaacgg ctgtttttgc caacgctcat cttgggttcc
   711361 agcgacatca ggtgatcgac aatctgcggc ttgggcagtt ttcgccccgc ccaataccag
   711421 agcaccactc accatgccca tccctaaaat taaacgccga cgtgacggcg acaccgcctc
   711481 atcatccggt tgatacggcc cgaatttcgg gccggttttg tctctcatgt taacaacctc
   711541 aatccagacc taatacacca cgcagttgag caaggtcttc cgccagagca gtgattggtc
   711601 ctttcatcgc attacgatcc gcatcggtta gcttctcgta ggattcataa ccctctttgg
   711661 tacgatattt cgccagcacg ctatcaaccg tgttaaaatt cgcatcaatt ttttgcagta
   711721 atggtttatc tgctttttcc agtaatggcc tcaggagatt gacaattttc tgtgcgccat
   711781 cgacgttggc ttgaaaatcc cacaaatcgg tacggctata gcggtcttct tccccgctaa
   711841 ttttactggc tgcgacttcc tcaattaacc ctgccgcccc tcccaccact ttattaggcg
   711901 caaatgtcag accagcaatg cgtttttgca gttccaatgt gtcctgatac aacaggtctg
   711961 caaacttatc tgcacctttg gttgtgttat ctccaaacag gattttttct aaacggtgga
   712021 aaccggtaaa tttagggtct gccgatttct gttcaaaatc atcttcacgg gcatcaatac
   712081 tgccgtccaa atcagagaac agttcggcaa tcggttcgat acgctcataa tgctggcgag
   712141 tcggcgcata caatttacgt gccagtgcca gatccccagc cttcactgca tcggtgaacg
   712201 ctttggtttg gctgactaac tgagccactt cttgtgtgac ataaacctta tattcagcaa
   712261 tcgggccgac taatgccatc gcatcgggtt tcaccggggc ttgttcacct gctgccacag
   712321 ttacagttaa tttacctttc ggattactta acaagccgca ggtcatatca tattcaccag
   712381 gttccagatt cgccgtcatt ttttgggtaa aacctggcgc gatattctca cgctcctcca
   712441 ccaccattac cccttttaaa atctcccact ccagtccttt ctggctaaca ttgtgcacaa
   712501 taaactgtgt tttgccggca ggaaccgtca gtgccattgg ctcacattgt ttatcattga
   712561 cagtgatttt aacctgttga atatcagcag cctgtgcgct gatagcgaaa acaggcagag
   712621 acaacaacgc ggcgtgtaac gctgtgcgac ggaagaacca aatagacatg taataactcc
   712681 ctgaactgat cattttagtt atggattaat tttccgcgcc gcagcgatag ccgaacccgc
   712741 agtggaacgt ggtggaagga aaaacagaat caacgccgga ataagataga taaagtagac
   712801 agacacttcg ctcaccgttg gtgcttcctg atagccaaac atcccttcaa ggaacgtccc
   712861 caataatgag tgagtagaga gcacatcggt cagatcaaaa gcaatatctt ggaaatggtt
   712921 ccataagcca gcttcgtgaa aggctctgat agcaccggcg gcaagccctg cggcaacgaa
   712981 cagaataaac aggctggtcc atttgaaaaa tttggctaaa tgtaatttaa cgccgcccca
   713041 atagatggcc attccgacca aaatagcgca gaccaacccg agtatcgcgc caataggtgc
   713101 cccgataccg acatcctgtt ggaaggcagc taacaagaag aaaacagatt caagaccctc
   713161 tcgggccaca gcaaagaaga ccatagccac taatgcccaa ccttggccgc gcccagagtt
   713221 aagcgcatta tcaattgccc cttccaagtg aactttgacg gacttggaga ctttgcgcat
   713281 ccagaaaacc atataagtta atatgcaaac cgcgactaca gcgataatcc cttcgaacag
   713341 ctcttgctgt ttctgtggaa actcaccggt ggtttcattg ataaagatac cgatagcgag
   713401 acaaagcacc gctgccacca ccacaccaac ccagactgcg cccatccact gaccgcgttg
   713461 agtacgcttg aggtaactgg caatcagact gacaatcagt gccgcctcca gcccttcacg
   713521 aaacataata agaaatggga cgaacatgct aaacacccct gatgtgggta attaaattta
   713581 taaatacggg tcatgtcagt ttacgtaaag aaaagtaaaa cgattgtgat tatcattctg
   713641 ataaaaagaa attcaagagg cataacaaga ttattgttaa ccaaactgtg gcaagttgtt
   713701 tctagcgagt taaatagcaa gtgaattcat taggatagta agttttcatg ccgccatatc
   713761 atacaagtga gtatcgacgt ttttacatac aaagatgatt ttacatacaa gatagccccc
   713821 tgttatggca ggaggctatg tgtagttaaa cgtattgata ggtttagaac gccagacgat
   713881 taaactgttt taaactccgc ctcggcttta tggaaacgtt cggtgatggc attacttggc
   713941 tcgcggccca tcaggctgac gacaaaaata gccaaactgg caaacaagaa gcctggaata
   714001 atttcataca gatctaacca gccatactgt ttccagacaa gcaccgtgat ggcaccgacc
   714061 agcattccca ccaacgcacc attacgtgtc attcgtggcc acagcaccga gataaggacc
   714121 actggcccaa aagctgcacc gaagcctgcc catgcatagc tgactaatcc gaggacccga
   714181 ttatcaggat ctgccgccag tgcaatagct atcaatgcaa ctaataacac catggcacgg
   714241 cccacccaga cgagttcttt ttggctggct tttttacgca agaatgcttt atataaatct
   714301 tcggtcagtg cgctagagca caccaataat tgacaactca aggtactcat aaccgcagcc
   714361 agaatggctg acaacagaat accggcaatc cacgggttga acagcagctt agctaattcg
   714421 ataaataccc gctcaccatt ttggctcaca ttccctgctt gctcagggtt attttcaaag
   714481 taagcaatgc caaagaagcc tactgcgata gtccccgcca gacaaaggat catccaggtc
   714541 atactaatac ggcgggcact acggatagta cgatgagagt ctgccgccat gaagcgagcc
   714601 aaaatatgtg gctgaccaaa gtagcccaac ccccatccca acagcgagag gatcgccacc
   714661 agattcaacc ctttgaacat atcaatattt gcggggtttt tcgccgcgat caccatcatt
   714721 gaggtatcta tccccccaac agcaagaatc acgataattg gcgtcaggat cagggcgaaa
   714781 atcattaacg tcgcctgtac agtatctgtc cagcttacgg ccaggaaccc cccaataaag
   714841 gtatagatga tggtcgcggc ggcccctgcc cataatgcgg ttccgtagtc cataccgaaa
   714901 gtgctttcga acaaacgcgc accggccaca atccctgaag cacagtaaat agtaaagaag
   714961 actaagataa ccacagcgga tatgacccgc agtaatttac tcttgtcttc aaagcgactg
   715021 gtgaaataat cgggtaatgt cagggcatta ttattggctt cggtatgaac ccgtaaacgg
   715081 cctgccaccc atttccaatt aagataagca ccgattgtca agcctatggc tatccaactt
   715141 tcggaaatac cggacaaaaa aaccgcaccc ggtaacccca ttaataacca gccactcata
   715201 tcggaagcac ccgcggataa cgcggtgacg acactgccta aacgccggcc acccaagatg
   715261 tagtcatcga agttattggt cgcccgatag gcgatcaacc cgattaatat catccccaaa
   715321 atgtaaacta aaaatgtcac cagcatcggc gtattcatgg tcatgctacg tctccattgt
   715381 gcatattatc gttttaatat atttcgccat ctttaataca tttcgtcatc tttaagacat
   715441 tcagcgcttg cttctctacg ctttttctct gcccattatc agaacaagac attgggttgc
   715501 accaaagata accattagta aaagatgaaa tacccgccag taacggatga accaccagta
   715561 ccacccattg actaatcgac ggctgcctca tggttgctat cctagaggag tcttttcttt
   715621 agtcacaaca atttcaacaa aaaatttaca aaaaactcac gccacatcac attaaatgct
   715681 gagatgcagt tacacctacc aatgtaaaat gagttgtacc taaggtaaat tcgttataaa
   715741 ccctatattt gttagggtct gaagctatta cacatcatta ttaaccctga attcgcctta
   715801 ccaaaattgt taaaaaatca gactgaattc acacttcaat caccgccaga tttaacgtgg
   715861 ttgcacaaag ttgcaacatg cctgatattg tcagaaataa aatcataatt ccccttatca
   715921 aaggagacga gcgacatggc gagtaccaca atgggcgtaa agcttgatga agcaacacga
   715981 gaccgcatca agagtgcagc acaacgtatt gaccgcacac cacactggct cattaaacag
   716041 gctattttca actacttaga aaaactggaa agtaacagtg aattgccaga actggcaaca
   716101 acaagttcac tctctctgca agacacagaa gatgctatac cgcaactcac tgaaaacact
   716161 catcagccat tcttggattt tgcggaacac gtgctcccgc agtcggttac ccgtgccgcc
   716221 attactgcgg cttatcgtcg cccagaaacc gaagcgatcc ccatgttatt ggaacaagca
   716281 cgcctacccg cagatttagc gcaagcaaca cataaactgg cctattccat tgctgaaaaa
   716341 ctgcgtaatc aaaaaagtgc ccatggccgc gcgggcatgg tacagggatt gctgcaagag
   716401 ttctcactct cttcacagga aggcgtggca ttgatgtgtc tggctgaagc cctactacgt
   716461 attcctgaca agccaacccg cgatgcactg atccgcgata aaattagcaa cggcaactgg
   716521 cattcgcatc tgggacgtag cccgtcaatg tttgtcaatg cagccacttg gggcctgcta
   716581 tttactggcc gcctagtctc tacccataac gaagccaaac tctccggctc actgaaccga
   716641 attatcggta aagggggtga gccgttgatt cgtaaaggcg tcgatatggc gatgcgcttg
   716701 atgggcgagc aattcgtcac cggtgaaacc atttcggaag cattggcaaa tgcccgtaaa
   716761 ttagaagata aagggttccg ctactcttac gatatgctgg gcgaagcggc attaactgaa
   716821 gcagatgcac aggcttacct actctcttac caacaggcaa ttcatgccat tggtaaagcc
   716881 tcaaatggcc gtggtattta cgaaggcccg gggatttcaa tcaaactttc cgccctacac
   716941 ccccgttata gccgtgcgca atatgagcga gtgatggacg agttataccc gcgtctgtta
   717001 tcgctaacat tacaggcccg tcagtatgat atcggtatca atattgatgc cgaggaggct
   717061 gatcgtctgg aaatctctct cgacctgttg gagaggctgt gcttcgaacc ccaattggca
   717121 ggttggaatg gcattggttt tgttattcag gcataccaaa agcgttgtcc gtccactatt
   717181 gatgccgtga ttgatatggc acaacgtagc cgccgccgtc tgatgattcg cctcgtcaaa
   717241 ggggcgtatt gggacagcga aattaaacgt gctcaaattg acgggttgga aggatacccg
   717301 gtttatactc gtaaggttta taccgatgtg tcctatctgg cctgcgcccg caaattattg
   717361 gctgttccaa acctgatcta tccgcaattt gcgacgcata atgcgcatac tctgtcagcg
   717421 atttaccacc ttgccgggca aaattactac cccggccagt atgagttcca atgcctacac
   717481 ggcatggggg agccactgta tgagcaagtg gtcgggaaag ttgccgaggg taagctcaac
   717541 cgcccatgcc gtatttatgc tccggtcggt acccatgaaa cattgctggc ttaccttgtg
   717601 cgccgtctgt tggaaaacgg tgccaacacc tcgtttgtca atcgtatcgc tgatgccaca
   717661 ttaccccttg atgaactggt tgcggacccg gtcagtgcgg tagaagccat ggcggcggct
   717721 gaaggtcaac ttggtttacc tcatccgcgt atccccttac cacgtgagct gtttggtaaa
   717781 gatcgcgcca actccagcgg ggtggatctt gccaacgaac accgccttgc gtcgctctcc
   717841 agcgcgttgc tggccagtgc cagccaggta tggcgtgcgg agcccgtcat tgatgcagag
   717901 caggacaacg gtgacgcgct accggttatc aacccggcag aacctgccga tgtggttggc
   717961 tatgtccgcg aggcaaccga aggtgaagtt agccgtgcat tggatgctgc cgcccgtgct
   718021 ggcgctatct ggtttgccac ccccccggct gaacgggctg ctatcttaat ccgcgccgct
   718081 gagttgatgg aaaatcagat gcaaacgctg atgggaatat tggtgcgtga ggcgggtaaa
   718141 accttcagta atgccatcgc cgaagtccgt gaagccgtgg acttcttgca ttattacgcc
   718201 ggtatagtca gggataactt cgccaatgat agccatcgcc cgctcggccc ggttgtttgt
   718261 atcagtccgt ggaacttccc actggctatc tttaccggtc aggttgccgc cgcgttagca
   718321 gcaggcaaca gtgttttggc aaaaccagcg gaacaaacac cactcattgc cgcacaggcc
   718381 gtgcgtattc tgctggacgc aggcatccca cagggtgttc tgcaattgct acctggccgc
   718441 ggtgacagtg ttggcgcgct actggttaat gatgcccgtg tgcgtgcagt gatgtttacc
   718501 ggttctaccg aagtagccac tattttacaa cgtagtatcg caggccgtct tgatccacag
   718561 gggcgtccaa caccgctgat cgcggaaacc ggtggcctga atgcgatgat tgttgactct
   718621 tcggcactga ctgaacaagt tgtgaccgat gttgtcgcct ctgcctttga cagtgcaggc
   718681 cagcgttgtt ctgccctgcg tattctctgc attcaggatg atgtcgctga acatacgctg
   718741 caaatgttgc gtggtgccat ggcggaatgc cggatgggca atccagaacg cctgtctacg
   718801 gatattggtc ccgttatcga cgccgaagcg aaaactggca ttgagcgcca tatccaagcg
   718861 atgcgagcca aagggcgtaa agtttatcag gcagcccgta ccaacagctt ggatgagaaa
   718921 gagtggcaac gtggaacatt tatcaaaccg accttgattg aattggacag ttttgatgag
   718981 ctgcaaaaag aagtttttgg cccagtgcta catgttgtac gcttccagcg tcagcatctt
   719041 aatgagttag tcgatcaaat taatgcatct ggctatggct taaccttggg catccacacc
   719101 cgtattgatg aaaccatcgc ccgtgtcact gaaaaagcaa aagtaggcaa cctctacgtt
   719161 aaccgtaata tggtcggtgc cgttgtcggt gtacaacctt ttggtggcga ggggttatca
   719221 ggtaccggtc ccaaagttgg cggcccattg tatttgtatc gcctgctgag tagccgccca
   719281 gacgacgcac tggccaatac cctggcgcat caggatggcg aacagcaaca aaatgttgca
   719341 ggccgtgaag cgctgctgac cgctcaccgc gcgttcactc aatgggccac ggaacaacaa
   719401 catgattcgc tggccactct ctgccaacgc tatgcctctc tggcacaagg tggaaccgtg
   719461 cggttattgc caggcccgac cggtgagcgc aatacctatg ccctgctgcc tcgtgagcga
   719521 gtcctttgtc ttgccgatac cgaaagcgat actcttacgc agttggctgc ggtgttggcg
   719581 accgggagcc aggttctatg gccggagaat gacgtacaga aagcactgtt gcctcaattg
   719641 cctactgaag tgcaatcgcg gatcaccctt acccacgatt ggcaaaccgc taacatcacc
   719701 ttcgatgccg ttatctatca cggcgatgcg gatcaactac gcacgctatg tgagcaggtt
   719761 gcgcaaattg atggccccat tgtctctgta caaggcttcg ctcgtggtga aaccaatatc
   719821 ctgctggaac gcttattaat tgagcattca ttgagtgtca atacagctgc cgctggtggc
   719881 aacgccagtc tgatgactat cggctagatt tatttctgtc aaaacgaaag ccactccaca
   719941 ctgaactgac cccataaagt tggacggttt atcaattaag gcccttcggg gccttttgcc
   720001 aaccaacacc ccgatgacaa ttgcccgcct tatcttaacc actcactctt atagccactt
   720061 accttgatct ttatcacctg ctcttgcctt gtttataaat cgatatgttt atgaaccgat
   720121 tcacttatca gcccccaacc ttgagccgta gtctctttcc ccagcaccga gatgtaaagt
   720181 aaaaatcaga caagcgttca acccctcgag atgcttcgca ttatcaaatg taaggctgca
   720241 gatatcctcc atctctttca gtcgcctccc gcagagctga tgctgagtgc ttgcccagtg
   720301 tttatggcta acccattatt aattcaacag aaataaatac cctttttact cttggatttt
   720361 ttcttagtga atgaactgtg tacaacaacc aacagaggtg gtaataataa ccatggctga
   720421 taaaaaaatt atcgatgaag tccataaaat tgctaaccgg cgaggtaacg gccagttacg
   720481 ccgtgaaatc tgggccaact catgcggcat aattacccgt tataatttgg cttatatcaa
   720541 tcaccactta tcaaaaggtg ataacgggcg agtgatcggt tatgacaatg cacatggcct
   720601 ccatcaccgc cattatctcg gcggggtaga agcgattgat tttgtcagct ttgaacacat
   720661 agagagttgc tttcagaagg attggactgc gctaaggaga agttaatgag caagttagtt
   720721 atcaaaacgg caacagaaga tgattttttt acacggggtc aacaactcgc aacgctcgca
   720781 gatgcaggaa aatcactgcc agaagaacat accattacct ttgaagaccc tctggagatg
   720841 gtcagggtat taagtgctgc tcgtattgtt ctgctacgga cagtaaaaat gtatccgggc
   720901 tctattacgt cactgtctac ccggttaaag cgggatcgca gcacggtaac ccgtgatgtc
   720961 gctattctaa agaaagccgg gttggtcact gttgaacaaa aaatattacc tgggcatggc
   721021 cgtatgaaag aagtaagaac aatagcgcat cgcctcaaac ttgaagcatt tttgtaaaat
   721081 tatctagcaa attggggacc ataccgtggc ccccaacata ttaaaaatgc cctttggtat
   721141 attaaaaggc ttcaatatat taaaaggcca aaacatatta aattttgcca ccaaaaacca
   721201 ctgaatcagt ggttgaggtt attgacaaag tgcccgcgac ggagagaaca ggcagatcgt
   721261 aaagacgccg taaatacatc catgtaggct cgagccgcgc catccttggc gcggacgctt
   721321 tactcctctg cctatcctca ccgttcaaga tcgcgtcatc ggggtttgtc agcagtctgg
   721381 gttattcagg aatttatcaa ggaactgttt ggtacggtca tgctgcgggt gggaaaacag
   721441 tgctttcgcc gggccttgct caacaatctg cccgtggtcc ataaaaatag ccctgtctgc
   721501 cacatcgcgg gcaaagctca tttcatgggt cacaataacc attgtgcgtt tctcttcggc
   721561 taacgcacgt atggtactga gtacttcacc caccagctcg ggatccaatg cagaggtagg
   721621 ttcatcaaac aggataacct gaggctgcat tgccaacgca cgcgctattg cgacccgttg
   721681 ttgttgccca ccagataaac ggcgcggata ggtatcctct ttaccactta atcctacctt
   721741 tgccagcaac tcacggccgc gcttttctgc cgaaccccgc acttcaccct taacaatcac
   721801 gggcccttca atgatatttt ccagcaccgt gcgatggggg aacaaattga aaccctgaaa
   721861 gacaaacccc acttgttgcc gcaaggcacg gacctgacgt tgctgcttgc tgatgtggat
   721921 gctgccatta atctcaatat tgcctacccg aattatccct gaatcgggga tctccagtag
   721981 attgatacaa cgtaataaag tggtttttcc tgacccgcta gggccaataa tcgccaccac
   722041 ttcaccacta ttcacttcaa gatcgatacc gtgcagcacc tgttgaccct taaactgctt
   722101 ggtcaatttt ttaatatcaa tggtactcat ggttactcct gatcctggcg attaacatgt
   722161 gcttccagcc gattttgtaa tgccgataac agtgttgcca ttatccagta gatcaacgat
   722221 gccgccagat acatagtgaa aacttccatc gtacgtgatg tgatcaattg tgcttgacgg
   722281 aaaagctccg gaacctggat ggtcgcggcc agagaggtat cctttaccaa gccaataaag
   722341 ctgttgccca gtgggggcaa ggcggtgcgc cctgcctgtg gcaaaataac acgatacagt
   722401 gcctgccagc gtgtcatgcc gatactggct gccgcttccc actgcccttt ctcaatagat
   722461 gaaatcgccg cccgcaatgt ttctgaagta taagcggcag tattcagcga taaaccaatc
   722521 aaggccgcag gcatcggctc cagttcaatg ccaaactgag gcaggccata gtaaatcatg
   722581 aataactgag caatcagtgg cgtaccacgg aagatagaga cataaaagcg ggaaataagt
   722641 gaaaaaggcc agaagtgcga taaccgcatc atcgccagca taaaccctaa gagcagcccg
   722701 aaaaacatcc ccccaagact cagttggagc gttagccagg cacccttcaa taaaaatggt
   722761 gctgaatcca gcaccaattg catactttct ggcattattg agtcacgtcc gcaccaaagt
   722821 atttctcaga gatcttggct agcgtgccgt ctttttgcat ctcagcaata gcattattga
   722881 ctgcggctaa caattcaggg ttatttttgc gcatcgccac acccgattct tggcgtgcaa
   722941 acgcggggcc agccaccgcc agtgcatcgt tagttttctt caccaaatcc aatgccgcta
   723001 agcggtcaac caaaatggcg tcggtacggc caacacgcag atcctgatat ttcgttgggt
   723061 catcatcata ggtgcgaata tcaacgtctt tcaggttttc acgtaaccac tgctcatagt
   723121 tactgcctaa acccacgcca accttcttac cctgtaaatc ttctggctta gtaaactggc
   723181 cttcgttacc ttttttggtc agtacttgaa taccagaaac ggtataaggt gttgagaagt
   723241 catatttttt cttacgttca tctgagatag tgacctggtt aatggccaca tcaatacgtt
   723301 tagactccag cgaggccagc atcccatccc atttggttgg cgtgatttta gctttgaccc
   723361 ccatgtgttc agccaatgcg ttggcaaaat ccacttcaaa accagtgagt ttgccatcct
   723421 cgccctgaaa actgaacggc ggataagtcc cctctaaccc aacaatcagg gtgccgcgtt
   723481 gtttaacctg ctccaacagg tcaccagcag cgtaagactt cacgttcaag ccggttgcca
   723541 gtgcgaccgc caccatgccc agaacaatgc ggcgacgtac aattgaaaag ctcataaaga
   723601 ctccgactgt catgtttatt tttgatattc aacactttac cagtgctatt aatgaagtga
   723661 agaaatataa aatgataaat atagttaaaa atggaataag taataatgaa agcttaggct
   723721 acacctgcgg atgataagca aacagcgcag gtgccccgcc agtgtggata aataaaattg
   723781 gccctttgtc gcagaatttt tgctgttcaa taccatcaag taagcccgcc atcgccttac
   723841 cggtatacac agggtccaac aatattcctt ccagtcttgc caagagctta atagccgcta
   723901 tcccctcttc gtttggcatc ccatattgcg gggcaaaata actatcccac aaggtgattt
   723961 ttgccaatgg gtccgtcatc cctaatgatg tcgccaacgc ttgttgaatc tgtgccactt
   724021 taggccgctg ttcatcggca ctacgtgata ccgtcacacc gattaattcc gcatcgggta
   724081 acaactgctg tagaccaacc gccaatcctg catgtgttcc cgcactgcca gaggccacga
   724141 cgaccgaact aaacgcaaca ttgcccgcgg cttgagcagc aatttccagt gagcactgca
   724201 cataacccag cgcgcccaag gcattagaac cgccaatcgg taccacatat gggcggaaac
   724261 cctgcgcttc cacgcgggta gccaattctg ctaattgctg atttggatcg ttcaatgcct
   724321 cacacatcac aacatcaaca ttgaataggt ccagtaacag ccggttccca ttggtcagat
   724381 agtttgcctg ctcagtacca atggggtttt ccaacagcgc aacgcaatgc agccccagtt
   724441 tcgcggccac ggcggcggtt tggcggacat gattagattg aatagcacca gccgtaacca
   724501 gcgtatcggc tccctgtctc aaggcatctg cggctaagaa ttctagcttg cgcagtttat
   724561 tcccgccaag cgccacaggc gtgacatcat cacgtttaat gtaaatttca cgtcccagat
   724621 aatcagatag acgagacagt ttttctaatg gcgtcgcatt accgaccaga tcgagacgcg
   724681 ggaattgcgt cagtttttgt tgaagcgtca cgtgcccccc aaggaattga tgaatcatgg
   724741 cttttatata gatttatcag atgtgacatt aataagcact gattttatga gtgatgtcag
   724801 tgaccaatat cgcaggggat agcttaatgg gaataactta acgagaatcg tttgacggaa
   724861 atagctggac ggcaggagaa cgtagacgcc tggtggaggg aggatttgcc aggcgtgaag
   724921 aaataatggc tatcgttgat gtggataaga gattgactct ctatacctat accctagtga
   724981 cttcgcgatg caaccagact caatagttct tttgccatgc caaatactga tcatatttac
   725041 gcaaagcaat gcggtagttg ttatgagccg cattgggaat atcatcaata atgcgctggt
   725101 acaatgcttc agtggcaaac ttttctgcag gataattagt cgcaacaagc atttcatcta
   725161 aacggcgcaa acgcacaaca tattcacgaa cagtgctgtg actcatctcg gtttgctcaa
   725221 ataaatactg tttaaacggc atgatatcga aatagccgag cgaattatta cagtatatct
   725281 cactacaaaa gcggcacaac gccgtcagtt cttcctgaag ttttaaccaa agcggatcgt
   725341 cgataggttg gtccatgccc gcgatggtct ctttattgat gatttgcccg cgaaaaacta
   725401 acaccatgcg atcaagctgt ttctgacaat gtgagcaatg cgtttggctg tgtttataat
   725461 cttttaaata acggctcagc ggccgttttt ttaactggag tcctgacatt agaaggcctg
   725521 tattaataaa gtaagacaac gtgatatatg cccccaatca ttggcgttgt aggtaggcaa
   725581 caaaccaatg acaaaggggt tagccatttt taatggcgct tgtgctggcc cgcagggtga
   725641 gccgctgaat aggctcatca tcccaatgaa acgctaacta cgcgtcagtc atccgggtga
   725701 ctaccccgca gggagcagat tgaacgtgaa ttaagcgtcg ttatttaggc gggcgcgtaa
   725761 gcgttttatc gcttggctgt gaagttgact gacgcgggac tccccaactt caagcaccgc
   725821 accaatttct ttcaaattca gctcttcctg gtaatacaac gtaagcacca ttttttcgcg
   725881 ttctggtaac gcctctatcg cgtcaatcac gcgctgacgc agattacctt ccaacaagtg
   725941 ttttagtgga ttggcatctt catgcccttc taacaggggc tcgacacttt cgccgtgctc
   726001 ttcacgccat tcgtcgtagg agaaaagttg gctattgttg gtgtccaaca ggatctggcg
   726061 gtactcaacc aagccaatat caagaacctg cgcgacttcc tgttcggtcg ccggacgccc
   726121 tactcgctgt tcgacttgct gcatggcact ggccacttcc cgtgcattac ggcgcacact
   726181 gcgaggcgcc caatcacggc tacgcagttc atccaacatc gccccccgta tgcgctgtac
   726241 cgcatacgta gtaaacgcgg tgccttgtaa agcatcatag cgctcgacag cattcagcag
   726301 gtcaatcccc ccagcctgca ataaatcgtc caactccacg ctggcgggta gacgcacctg
   726361 tagacgcaat gcttcatggc gaaccaaagg aacatagcgt ttccagaggg aattcttatc
   726421 catcacgcct tcggcggtat acaaatcact cacgagacag gcacctaagg gtaagagagt
   726481 cgttccatta tcctgtcagg taagtcagcc aatcgccgga atagacctat aaaagggcgg
   726541 ctatttggct tatgccatgg tttttactgt taaccccttg tcggtagagc gataaattgg
   726601 ctgagatacc cttgaagtgc attctcagcg tctgattttt atctgttccc tatggaaata
   726661 acccttgaat catttccata gagtgatata tccccagcac catcggtgtg aaagccgcta
   726721 ataccacgac aatctcaaac aaactgaggt aaaaaccccg ccgcagcagg gttggaataa
   726781 gggtatgagt gccgtcgaat taattcagca gagacagaac agtctgtgga acctggttag
   726841 cttgagacaa cacagaagtc cctgcttgtt gcaggatctg agcacggctc atgttagaca
   726901 cttcagtcgc ataatcaaca tcttcgatac ggctacgggc agaagtcagg ttagtcacgg
   726961 tgttattcag gttggttacc gcagattcga aacggttttg taccgcaccc agtgaactac
   727021 gaaggccatc aacttgtttg atagcatcat ccaaagtctc caatggtgaa gccgttgctt
   727081 tgccagcagg actaaactga gccgctgctt ccagcttggt agcgtcatca attggatcgc
   727141 cattagcatc atctgcaaat gttacttttc cattagtagc atccacttca cctttatatt
   727201 gtttaccgtc agtagtacgg ataacataac cgtctgcata agcgccatct gtgccaacgt
   727261 ccccaatacc atgtactgtg gcacctttag caaaagtgct aatgtcgcta aaatcaagcg
   727321 cggtcgtggt agttacacct gttactgatg tatcagttaa tgaggttaat gcaccagata
   727381 caccgctaac agagtagcta cctaagccca ggctcttaga gtcgattttt tgcaggttga
   727441 tatcaatggt ctcgccatca tttgcaccaa cctgaatcga catcgtggtg ttttcagcca
   727501 ggactttttt accgttgaat tgggtctgat cagatacacg gtcaatttca gccaaacgca
   727561 ggctgatttc atcctgaata gagtccaggt cagaacttga gttcgaaccg ttttgcgcct
   727621 gtacagtcag ttcacgtaca cgctgcaagt tgttgttgat ttcgttcaga gaaccttcag
   727681 tagtctgagc gatagagata ccgtcgttgg cgttacgtgc agcctgagtc aggcctttga
   727741 tgttagaggt gaaacggtta gcaatcgcct gaccagcggc atcgtctttt gcactgttga
   727801 tacgcagacc ggaagacaaa cgctcaatgg cggtgcctaa agaagactga gatttattca
   727861 ggttgttctg agtcagcagg gacaagctgt ttgtgttaat taccgccata gtattattcc
   727921 ttaaatgctg ttgggttatg atttgggctt actgcccacg gcttcatcac cgtcacaact
   727981 tgtatcggcg ctctttaagg aacctttagc cattcaacga aataatttta aaattcgctg
   728041 aagattattc tgatctcttc tctatattat cgacctattc aatagagcaa atagccccct
   728101 attatcccct gctattccag ccatcattat tcctactctt tgtgtaaact tttcagcttt
   728161 ctgaccgata acagagtatc gacacttgaa tattgaggat tagacatggc aagtatcagt
   728221 gcattaggta ccggttcagg actggattta aatacattgc tgtcacaatt atcggccgca
   728281 gaacagacac gccttacccc gctaaccacg cagcaaacca gttataaaag caaacttacc
   728341 gcttatggtg ttttgcaaag tgcgttggca aagcttgaaa ccgcgtctac cgccctgaaa
   728401 aaagctgaca cgttgaactc tacggcagtc agcggcagca attccgcatt cagcgcgaca
   728461 acggatagtg cggccagtgc aggtacgtac agtattgaag tcaccaatct ggccaaagca
   728521 caatcgctgt tatcggcaga tgtgcctagc gctacagata aattgggtag cagtgatgca
   728581 acacgcacga tcacgattac tcaacccggc caaaaagagc cgatgaaaat cagcctgacc
   728641 agcgagcaaa cttcgctgac gggtatccgt gatgctatta ataagcagga aggcagtgtc
   728701 aacgccagta ttatgaaagc agatgataat acttattatc tggcattaac gtcgaaggat
   728761 accggtacgc aatcagaaat gaccatcagt gtagcgggtg atgaaacctt aaataatttc
   728821 ctgaactata cccccagcag caccggcggt agtggtgcgc tgacgcaaaa agtcaaagcg
   728881 gaagacgcca ccttgagtgt taatggtgtc agtattaccc gccaaagtaa taccattacc
   728941 gatgcacctc agggcgtcac catcaatctg aaagccgtca ccaaagaggg cgcgccagag
   729001 caactgacta ttgtccgtga caacacggcc acaaaggcgg cgatccaaag ttttgtcgat
   729061 gcctataact cattacaaac caccttcggc tcactgacca aatataccgt tgtagagaca
   729121 ggccaggatc aatccacgag taatggtgca ttagtcgggg atggcacatt gcgttctatc
   729181 cagacgcaat taaagagcca attggcctct agtcaatctg gggatttgaa aaccttagcc
   729241 agcatcggga tcacgcaaga tctcgacggt aagttggtta tcaacgccga taaattaaat
   729301 actgcactca ccgataaacc caatagcgtc actgcatttt ttgtgggtga tggggaaacc
   729361 acgggttttg ctactcagac tgaaaagttg ctcaataccg cattggatac gacattaggg
   729421 acattaaaaa cagccactga cggtattaat acttcactaa aaaacctgga taaacaaatt
   729481 gcggcaacga ctgccagtat agaaacagcc attgagcgct ataaaacaca atttactcaa
   729541 ttggataagc tgatgacatc aatgaacagt acagccagtt tcttaacaca acaatttgat
   729601 tcataaggga taaaacatgt ataagcgatc tggaagtcag gcttacgcac aggtaggcct
   729661 ggaaagtggc gtaatgagtg ccagcccaca ccaattgatc gtgatgctgt tcgatggggc
   729721 gcaaagcgcc ctgattcgcg cacgtatttt gatgagccag ggtaatattc ccgctaaagg
   729781 tgccgcaata tccaaagcaa ttgatattat taataacggc ctgagtgcgg ggcttaattt
   729841 ggataaaggc ggcgaaatgg ctgaaaattt atcagcttta tatgactata tgtcgcggcg
   729901 cttactgtac gctaatttgc ataatgacga acaagcaatt aatgaagtgt ctgccttgct
   729961 cgaaaatatt gcagatgcgt ggcggcagat cggcccgaat tatcaaccca attaggaccc
   730021 atttaatgga acgtcaccag catcttttgt ccgaatatca acaaatccta actctcagtg
   730081 agcaaatgct tatgttggct actgtggaaa actggaatgc gctggttgat ctggaaatga
   730141 cttatctcaa agccgttgaa aatacagcta atatcactat ttcctcttgt acatcaccag
   730201 tattgcaaga attactgcgc caaaaattga gatccatatt ggagaatgag atagaaatta
   730261 agcggttact gcaacgtcgt ttagataaat taagtgaatt ggtggggcaa tctacccgcc
   730321 aacaggcagt taatcgtact tatggtcagt tccccgatca ggcactgctg ctgggtgaaa
   730381 cacaataaaa tacggagtat caacgtcatg ttatacctgt aatatttcaa gctgcatgta
   730441 cgttggctac attcaataac tcgaattatt tagggtatat atccgttccg ctgaatgttg
   730501 ccatcgtgtt aacagcattc actcatgtcg tattgaatgc tattatcgct ctgatgtttt
   730561 ttatcatcga aatagcatgc tttatagtcg aagtggcttg ctatggtaag ttttttatta
   730621 aaatagtttg ccagcctgct attcaaagcg taaaaatatt atcaagtcaa actatgaaat
   730681 aaatattgat gaaacataaa atcagtttct gtcccggtgt gggtagcgca gcgcatatta
   730741 ttcaacattc cgagttgctt ctcacttcag tctatattga gcacccgttg ctcattatgg
   730801 ttaatcgtgg gtataaaatt atccgttggg aaaaccagga atgcgttatc ctgccgggcg
   730861 aaattgcagt tataaatagc gggcaaacta ttgatattat taatgggcta tctaatgatg
   730921 acctgttctt cagtcaacaa cttcattgtg acccgagttt gatcgcggcc tttgctcatc
   730981 accctacttc agcagatttg ggggttattc ccggcgtgat ggcaatccgt aatttagcac
   731041 ctgaattcat taatacgttt ggcaatatat ttaactcaat atcagaaaat agtgatattc
   731101 caacggtaat catcaagcac cgtatgcttg agttattact ttggctggcg cagcgtgatg
   731161 ttaaatttat attaaatgac ggtaacggct tgagtgaaaa agtgcgccgc tgcttggcca
   731221 gcgatccaca caagatatgg tccgcttctg aagtagccga acacatgaca atgagtgaag
   731281 tggtattacg gcgaaagtta gcagcagaaa atatactctt acgtgattta atgatcgatg
   731341 ttcgcatgac cagtgcactt cgcctattac aaggcacgga ttggccgatc tcattgattg
   731401 ccaatcaaat cggttatgaa agttcatcac gttttgccga acgttttcgt aagcgctttg
   731461 gttttgcacc aaccgctatt cgcggccacc atcgcttgca accggtagag agtgaatcac
   731521 cgatacactc agttaatcgt taccttaagc cctcatattc ctgatttatt gcaacataag
   731581 gcgtttgaag gttgccttca tgcctattta ttccgccgtt caatccccct taatttatat
   731641 cattcatgca attcattccc ataaactcaa ccactccctg ccttgctaac aataatgaga
   731701 gtggctaaag actgctttta gatattttgc gctttaaagc gttcttttta aggccgccat
   731761 tagcgtattc atccggtaat attcgcacgc tatcgattaa aacatttgaa atcatgatgt
   731821 taagtctaaa ttgctgaaat ttagagagat atagcaattg ttgttgcaaa gcctattatt
   731881 aagcacgatt aaaaaataga ctgtcggggc tgctattatg ttcagtaact ggttcggatt
   731941 aaaaagccgc tatcctttgc acattcaaat tgctgttctc tttacgctcc tgattgtctc
   732001 aatcggcacg gttattatta tttataacca caaccagttg actaaactca ctgaaattag
   732061 cactcatcaa cagtaccaaa aaaccggtga ggccattgcc gccgagttag aggctattac
   732121 tcgcccgatg atgatgtcag tcaatattct tgccagtatg caaatcaccg aattgccgac
   732181 ccttgagcaa cgcattagtt ttattgataa atttattgag atcctacagc agaataacta
   732241 tgccagtgcc gtatacagcg cttaccccaa tggggatttt tttatgttgc ggccaatgac
   732301 cgaggctaac cgggtgctat ttcacgcgcc tgaaaacgcg gagtggatga ttcaaagtaa
   732361 tcgctatctt gatagcctgc ctgagaagcg atttatttat ctcaatcacg accaaaagat
   732421 tattgctgtc atgctgcgag ataatgatgg ctacgacccc cgacggcgag attggtttat
   732481 tttagcgtca caaaatgcat cactgaacac ctcaccgaac tatattttca aagggacggg
   732541 cgaaataggc tttacctata gtcgtcgtgc ggagaataaa caggcgatca ttggattgga
   732601 tgtttcttta gcctcgttat ctcaattttt agctaaacaa aacctaccac caggcagcca
   732661 ggcgattatt attaactccc gcgatgaagt gatcgccagt ctaccgaaga aaaaaaatga
   732721 agcggcacag agtcctatta caggtaaaca agtaccgata ttacaggcat taatcgactc
   732781 tccagccccc cccgccgatg gccgtcacac taaaggccat aatagcagtg ttatatttga
   732841 ggcacaggat cagtcttggt atggctctat tgttgatatc aataataatg gtaaccagta
   732901 tcaactggtt attgccaccc cagcggccta tctgacggca gaggcaaatg ctatccgtaa
   732961 ccgctcaaca ttaattgctt ttattctatt aatgctcagt ttgcctatta tctggtattt
   733021 ctcactaaga atatctaaac cccttattcg cttacgacaa gatgctgatg ccatcagtca
   733081 tctgcatttt gaggagaatg aattagaaca ttcagctatt gaggaagtcg atgagctaca
   733141 taaatcaatg tctaaaatga aactgactct gaagcaattt atttcaatgg gcaatatgct
   733201 gacctcagaa agcaattttt tccgtcaaat gcaggggcta ctgagtgaga caaccgaaat
   733261 cgcctccatg accggtggaa ttatattttt ggccgataaa gaggtgggga catttacccc
   733321 aaccgccttt cgttggaaca gtgaaaatat cccagtatca gggatgccat cgttgcaggt
   733381 taatgaagat aacttcaata tttttaatcc tgtactggaa gggaaaacca ttacgggaac
   733441 gttaaataaa gaaaatatac tcagccaatt gcgcgatttt ttgcaccctt acttaccgct
   733501 gcgctttgtc gccgtcccca tgcgaaccca tgatgatcaa ttgttaggtt ttttgctgtt
   733561 attcaaccct tatgagttaa atgcagcacg tgaacgttca aaaattcaac tggttaatgc
   733621 tttagtgggc agcttatcta tttcagtaga aactcagcgc ttgctgcaag aacaaaaaaa
   733681 tctgctcaat gcctttattg agcttattgc cggagcaata gatgccaaga gtgcctatac
   733741 cggagggcac tgccagcgcg tacctgaaat aacaaaaatg ctcgccagag cagcgatgga
   733801 gagtaaagaa gggcctattc gccgacttta atttatctga ggatgagtgg gaagaactgc
   733861 ataccgcttg ctggttacat gattgcggca aaataaccac gccagagttt gtcgtcgata
   733921 aatcgaccaa attagagtta atctatgacc gtattcacga aatacgcatg aggtttgaag
   733981 tgctaaaacg tgaaaaagaa attgctttct tacgtcgtca tcgcacgatt atcgccaatg
   734041 aggctgagca acaacaactg tctgatgaat tacaccagtt agatgatgat ttctatttta
   734101 tcgctcattg caatgtcggt ggcgaattta tgtctgatga ggcgatagcc cggatccagc
   734161 atattgcccg ctatcattgg accagaacct tggatgatac cgcaggcatt tcaaatgaag
   734221 agcgagtacg caaagacagg caaccaatca gcgccttacc tgtgcaagag cccatgttag
   734281 cggataaaga agagcatatt atttatcgag ataataaaaa taaacgttca gaatatgatg
   734341 attttaaagt taaagaacca accttccttt ataaccgagg ggaaatttac aatctctgta
   734401 ttcgacgcgg tacgcttacc gaagaagatc gctataagat taatgagcat attatgcaga
   734461 ccattgtgat gctcaaaaag ctgccattcc ctcgttccat ggcgaatgtc cccgttattg
   734521 ctggcggcca tcatgagcgt atggatggta aaggttatcc ttatcagctc acccgtagcc
   734581 aaatgagtat tcctgtccgt atgatggcca tagctgatgt tttcgaggca ctcaccgcag
   734641 ccgatcggcc ttataaatcg ggaaaaatgt tatcagaagc ccttaatatc atggtgagta
   734701 tggtgaatga aagccatctg gatcgggaac tgtttatctt atttctgcaa tcaggtatct
   734761 ggcatgacta tgctgcggct tatttacacg ccgagaaagt cgatagtatt gatatcacta
   734821 ttctgctgca aagagtctgt tatcaatctg tctcgctgcc tgaatcggcc taaaaatatt
   734881 gactaaaaag agcaagaatc agaggataat aacgagccgt tcacgctatg cttaatcgct
   734941 accggcctcc tggtcagtac gtattttatc tgtcattttt ctatcgcttt tctattaccc
   735001 caaataattc gagttgcagg aaggagtggg ctggtgttct atacctacgg cgaaacagaa
   735061 ataaatcatc tgaaacggcg ggataaaaaa atggccgcag ctattgagcg tttggggatg
   735121 ttagagcgcc cattatcgcc ggacttattc gctgcattga tcagaaatat tgttgatcag
   735181 caaatttcag ttaaagcggc gcaaaccgtt aatacacgct taaccctatt attgggtagc
   735241 atcacccccg ccaccgttgc cgctgcctcc gccgaggcga ttcaacgctg tggtatgacc
   735301 atgaggaaag cgggttatat taaaggggcg gccgatgcgg ccattaatgg ttcgctggat
   735361 ttatctgtta ttgcgcaatt gcctgataac gaggttatta cacagctttc acgtcttgac
   735421 ggcgtagggg tttggacagc ggaaatgctg ttgatctcct cattgtcacg gccagatatt
   735481 gtcagttggg gagatttagc catccgccgc ggcatgatga atttatatcg ccataaaacc
   735541 ctgccccgtg agcgtttcga gcgctatcgc cgccgatata ccccatacgg aacaactgcc
   735601 tctctttatt tatgggcgtt gtcacacaaa acgctggagg attgatcaat cacgcagtaa
   735661 gccattagtc ttattgagca atttacgttc gaatgaatta acagtgattt tttaccccac
   735721 ggttctatat ccctatcccc accatttaca agtggaaaca tcatagtagg ggatagcggc
   735781 aagataacgc aaaaacccac agctaagtgg gttgatatct catacgaaca ttattctatc
   735841 tttacctgtg ttgcagtcac tactagagaa gatatctcac aatcacataa gtttcgtgag
   735901 tcatacggcc tagaccagta gcagagccaa ttctctaggt cttcgcagtt ataaaccttt
   735961 ctggccatcc cctctgccat taccacaatc tcgtcgccag gtgcagtgag ttcatatccg
   736021 ttaagcaaca aaaacatata tccagccatc atagctgttc gtttgttagc atttgcaaag
   736081 gcgtgattct ggattaagct ctcgatgaga gcagcagaca gttcgaacat atcgtctgtc
   736141 tgctgatagt attttactac gctgggtctt gcttgtgagg aacagagatt gttgtgatta
   736201 atgacatcaa ttggctcgct aggggtttga gcctcaatta acgttctgtt tatgtagatg
   736261 aaatcttcaa cagaaagata atgtatccct tcaacaatat ctgccatagg cgtctattta
   736321 caccttagaa agttcttcca ttgctttttc atagcgagaa aagccaaacg caaatgcatt
   736381 tttgacctga tctgcatgag tgctacttgt atccatagat gcacgtggat aggccttcgt
   736441 gcccttgtca cgaggtggaa tgtataagcg atctgcattt ttcagtgcat ggctcattac
   736501 gttatcctct gaattataga tagaaaaccg ctgacacatt gaattttcag cagttgtgaa
   736561 tgggttgtaa ccattcttgt tgatacatag tgtatagctc aagctatatc taatcaactg
   736621 catgttgttt tctgcaccgg actcccatta atgtcggcct acacgatagt ttttcaactc
   736681 aatgtcatgt gtttgcctga agtagggcat tatcaagccc caacaatggg tatgccctaa
   736741 tacaaactgg cggccgatta gcggaaagtc actacgtggt tggattgtcc gtaaatcacc
   736801 ttccagccag ctcacaatgt gtcaaggtaa ttgtgtgtca aggtaatcgt atgccaaggt
   736861 aattgtgtgc cagggtaatt atcatatttt tcattaaaat taataatctg actgactcac
   736921 acacccatat tcatgacttc ttggtaggcg gcaaccagtt tattacgcac ctgaataccg
   736981 agctgtaacg aaaccgagga cttttgcgca ttaaccatca catcattcaa accaacaccg
   737041 ggaacaccca gttcaaaatt ctgtgccgac gtccgggcaa cttgttggtt ttcactgatt
   737101 ttgccaattg ccgctttcag ttcactggcg aagcccgcct ctgcgggcag ggtttttgct
   737161 gaccccgagg cctgtaatgc ggtcacttgt aactgctgta aaaccccttc gataccttga
   737221 acagacatat tcaccctcag gttataaaca ccgcgagcaa tgcatacgtc tgggcggttt
   737281 ttatccacga aggtgtttaa acactttcat tcttaaccgc aagcacgcac gtatcactct
   737341 tttcaggatg acaccctaac acatcatttt tgcgctaaag cggctaatta gatacaaaaa
   737401 taccggctta ttgagccatc gaattgttca cttccagcaa ataatggcat gcccataata
   737461 agggatgaac agctattgat gcggtaccgc tcacagcacc tgggagtctg ttttgtttca
   737521 gcacactatt tatatgaaga atattaattc aaacgttgtt cagcttgggc aaggacgtgt
   737581 atgaatgcct cgataactgg cggtgaaaat cgtgagaaca cgtttacgat gacactagca
   737641 cgcctacgcg cgaaccccaa aatccccctg ctgattgctg cggctgctgc tattgctatc
   737701 attgtcgcct tgatgctctg ggctaaaagc ccggattatc gcgtccttta cagcaatctc
   737761 agtgatcgtg acggcggtga tatcgtcacc caactgacac aactgaacat cccttatcgt
   737821 ttcgctgata atggtggcgc attgctgatc cccgctgaga aagtgcatga aacccgcttg
   737881 cggttggcac aacagggttt accgaaaggt ggagctgtgg gttttgaatt gctggatcag
   737941 gaaaaattcg gcatcagtca attcagtgag cagataaatt accagcgggc attggaaggt
   738001 gaattatccc ggaccatcgg cacactcggg ccagtattga atgtacgagt gcatttggcg
   738061 atgcccaaac cctcgttatt tgtccgtgaa caaaaatccc cgaccgcctc ggtcaccctc
   738121 gccttacaac caggtcgcgc attagatgat ggccagatca atgccatcgt ttatatggtt
   738181 tccagtagcg tggcaggctt gccgccgggt aacgtcaccg tggttgacca aacgggccgt
   738241 ctgttgacgc aatcagacag tgcaggccgc gatttaaatg cttcgcaatt gaaattcacc
   738301 agcgaagtcg aaaaccgtta tcagcgccgt attgaaaata ttctggcacc gatggtcggc
   738361 aacggtaatg ttcatgctca ggtgactgcg caggttgatt ttgccagccg tgaacaaacg
   738421 gatgaagagt acaaaccgaa tcaggccgcc aaccaaggtg ctgtccgctc tcaacaggtg
   738481 agtaccagcg aacaactggg cggaaccaac gtaggcggtg tgccgggggc gttatcgaac
   738541 caaccgccag tggcaccgat agccccgatt gaaatcccac aaccggcagg ggccgccgcc
   738601 aataatgccg ctccggctaa tacggcggca acggctaacg caaatacgac agcaaccgcc
   738661 gcgaaagcca gttccagcaa tagtcgccat gaccaaacga caaacttcga agttgaccgc
   738721 accatccgcc atacccagca gcaagcaggt atggtgcagc gtttatccgt cgcggtggtg
   738781 gtgaactaca ccagcgataa agccggtaaa ccgattgcac tgagtaaaga tcagttggcg
   738841 caggtggagt cactgacccg tgaggcgatg ggtttctcta ccgtccgtgg tgacacactg
   738901 aacgtagtca ataccccctt cacagccagt gacgataccc gtggcagcag cctaccgttt
   738961 tggcaacagc aatccttctt tgatcagttg ctgaatgccg gccgctacct gctgatccta
   739021 ctggttgcct ggattttgtg gcgcaaacta cttcgcccaa tgctcgccaa aaaacaggtt
   739081 gcagataaag cggccgcctc ggtcaataac atcgttcaaa ccgcacaagc ggctgagaca
   739141 gtaaaacaaa gtaaagaaga gctggccctg cgtaagaaga atcagcagcg ggtgagtgct
   739201 gaagttcagg cccagcgtat acgcgaactg gcggataaag acccacgtgt tgtggcgttg
   739261 gtgatccgtc aatggatgag taatgaccaa tgagcctgac cggaactgaa aagagcgcca
   739321 ttatgctaat gacgttgggt gaagaccacg ccgcagaggt tttcaagcac ctctcctccc
   739381 gtgaggtgca gcaactcagt accaccatgg ccagtatgcg tcaggtttct catcagcaat
   739441 tggtcgatgt cttggcggag tttgaagatg atgcagagca atatgctgca ctgagtgtta
   739501 acgccagcga ctatctgcgt agcgtattga taaaagccct gggagaagag cgcgcctcca
   739561 gtttgttgga agacattctc gaatctcgcg aaaccaccag tgggatggaa accctcaact
   739621 ttatggaacc gcagatggcg gcggatctga tccgcgacga gcatccacag attatcgcca
   739681 ccattctggt tcatctaaaa cgtgctcagg ccgccgatat tctggccctg ttcgatgagc
   739741 gcctgcgtaa cgatgtcatg ctgcgtatcg ccacctttgg cggtgtccag cctgccgcgc
   739801 tggctgaatt gaccgaagtg ttaaataacc tgcttgatgg ccaaaatctc aaacgcagca
   739861 aaatgggcgg gatccgtaca gccgcagaga ttatcaacct gatgaaaaca caacaggaag
   739921 aaaccgttat ggatgcggta cgtgaatacg atggtgagtt ggcgcagaaa attatcgatg
   739981 aaatgttcct gttcgagaat ttggtcagtg ttgatgaccg tagcattcag cgtttactgc
   740041 aagagatcga caacgaatcg ttgctgattg cgttgaaagg ggccgaccag gccttgcgcg
   740101 agcgcttcct cagcaatatg tccctgcggg cagcagaaat tctgcgcgac gatctggcta
   740161 cccgtggacc ggtgcggatg tcactggtcg aaaacgaaca gaaatccatc ttgcttatcg
   740221 tgcgtcgttt ggccgaaagc ggcgaaattg tgattggcgg cggcgaggat atctatgtct
   740281 gatcggatta acgccctgcc ctggcaacct tggtccctga aagattttgc cagccaatcc
   740341 gaggcaccac tgtccgagtc tatgccggat atcagtctgt tatttcctaa tgaaccgatg
   740401 gaagccacag ccgccgttga tgagcaacag gtgttggtaa acctgcaatt ggaagccgag
   740461 aagcagggcc gccagcaggg gtttgccaaa ggcttgcaag aagggttgga taagggttac
   740521 caaaccgggc tggaagaagg ccaccagcaa gcgctggccg atgcgcagca gcaattggca
   740581 ccaatgaccg cccactggca agttatggtg accgattttc aaaatacgct cgataccttg
   740641 gatagcgtca tcgcctcacg cttagtacaa atagcgctgg ccgcggcgaa acaaattatc
   740701 ggacaacccg cgatttgtga tggtacggcc ctcttggcgc aaatccagca gatgatccag
   740761 caagaaccga tgtttgcggg caaaacgcaa ttacgggtaa atccagatga tttagccatt
   740821 gttgaacagc ggttaggttc cacgctgagc ttgcacggct ggcgcttatt gggcgacagc
   740881 cagattcatg ctggcggctg taaagtcagc gcggaagaag gcgatttgga tgccagtctg
   740941 gcgacccgtt ggcatgaact gtgccgtctg gccgcgccgg gggaactgtg atgccccccg
   741001 cctcagccgc tggcttacct ctttagataa attcgaagag cgtatcagcc aaacgacaac
   741061 aatccgccgt tatggccgct tgacccgcgc caccggttta gtgctggaag ccactggtct
   741121 gcaattgccg ttaggggcga cctgtctgat tgagcgccat aatggcggtg aagtgcagga
   741181 agtcgaaagc gaagtggttg gttttaacgg tcagcatctg tttcttatgc ctttggaaga
   741241 tgtggaaggt atcgtccccg gtgccagagt gtatgcccga gtcaccacca gcggcacgtc
   741301 tgccagtaaa cagtcaattt ctagtaaaca atcaattccc agtaaacaat cattcgccag
   741361 taaacaatta ccccttggcc ccgagttatt gggccgggta ttggatggca gtgccaaacc
   741421 gcttgatggc ttaccggcac ctgaaaccgg ttatcgtgca ccactgatta caccaccgat
   741481 aaaccctttg caacgcaccg ccattgtcca agtcttggat gtgggcgtgc gtaccattaa
   741541 cgccttgttg acggtcgggc gcggccagcg gatggggctg tttgctggct ctggggttgg
   741601 caaaagcgta ctgctcggca tgatggcccg ttacacacag gctgacgtga tcgtggttgg
   741661 gctgattggt gagcgtggcc gtgaagtcaa agattttatc gaaaatattc tcggggctga
   741721 aggccgtgcc cgttcggtgg ttatcgccgc gccagccgat gtgtcaccgt tgctgcgtat
   741781 gcaaggtgcc gcctatgcca cccgtattgc cgaagatttc cgcgatcgtg gtcagcatgt
   741841 gttgctaatt atggactccc taacccgcta tgccatggcg caacgtgaaa tcgcgctggc
   741901 tatcggcgag cctcccgcga ccaaaggtta tccgccctcc gtcttcgcca aattaccggc
   741961 actggttgaa cgggcgggta acggtgtttc aggcggcggc tccattaccg cattttatac
   742021 cgtcctcacc gaaggtgatg atcagcaaga tcctattgct gactctgcgc gcgccatcct
   742081 cgatggccat gtggtgctat ctcgccgttt ggctgaatcc ggtcactatc cggctatcga
   742141 tatcgaagcc tctatcagcc gtgccatgac ctcattaatc gatgatgacc attacagccg
   742201 ggtgcgccag tttaaacaac tgcttgccag ttatcagcgt aaccgcgatt tgatcagtgt
   742261 cggggcttat gctgcgggca gtgatccctt attggacaag gcgattgccc tgtacccaca
   742321 gatggaggct ttcttgcagc aaggcatgtt tgagcgcagc agttttgatg atgcctgcca
   742381 gcatttgaag gttttatttc caggataagg gtttcgttta tttcccggct aagtcgttat
   742441 taaggctgag cagccggaaa agatgacgca aaccgccgtg tcgcccctgt aatcaatgag
   742501 gaattcgatg aaaagtcagt cacctctcgt caccttgtgc gatctggccc agaaagctgt
   742561 cgaacaggcc agtactcaac tgggacacgt gcgtcagtcc tatcagaatg ctgagcagca
   742621 actgactatg ttgctgactt atcaggatga ataccgggag cggttgaatg acacgctgtg
   742681 caatgggatg gcttcatcca gttggcaaaa ttatcagcag tttattcaaa cgctggaaca
   742741 agctatcgat caacaccgca aacaactggc tcaatggagt atcaaagttg agcaggcagt
   742801 gaagtattgg caagagaaac agcagcggtt aaacgcgttt gaaaccttgc aagagcgggc
   742861 agaaaccact cagcgccagc aagagaaccg tttagatcaa aaattgatgg atgagttcgc
   742921 tcagcgcgcc tcacaaagga gtcttaattt atgaatctgt ccctattgcc cgctgcggcg
   742981 accccgagtg aaagcgaagg tgtttcgtct tcttcctcta ttgcaacgct gtttagcgat
   743041 gccggtatgc caacggattt cgcgaagtta ttaggtgatc agctcactca accgggtaag
   743101 gaactgacgg ctaaagaggc agcaatgctg aaatcgtctt tagccgcagc caccactgat
   743161 accgacagtg gcaaattaac cagtagcagc agtaaactca atcagttgct ggccgcactg
   743221 ggggatatca ccgccaccct gcctgccggt ctgactcatc tcgggctcgt cggtgatgcc
   743281 gctggcgtaa aaaaaaccac ggctaatgat gatgcgcaac cggacaacgg cgacgagaag
   743341 cgtgacgtca acgcgctaca aaccttatta accatgttgc cgcatcaggt cgcggcgaca
   743401 ctcggcgctg acaagctggc ttctggcagc gccgagcaag caaacacgct ctctaaagag
   743461 aagttgctgg ctaacaataa tgagttgatg ggtaaaaatg ggttaataag tcaccatgag
   743521 ttaataagtc accctgggtt aataagcgac aaaaacagta cagcgaaacg agatgctacg
   743581 gcgctgacgg gcacagagcg actggccggg gccactaacg gtaaaaccac tactgcaccg
   743641 gacaaattaa cccatttagc ggcgcaggac ggcgagagcg gcctcaatac caaaaaccta
   743701 ccattggctg cccagagcga ggtctctctc tcctccgcca gcagcgataa aacacagtta
   743761 aatttaacgc cagtaaccgc tgcgctgtcc agcccgatga acaccgccgc cgccagttcg
   743821 ctggtcagcg cccccgccaa cgggtattta agtgccccgc taggcagcca ggagtggcaa
   743881 cagtcattag ggcagcaagt gctcatgttc agccgcaatg gtcagcaaag tgccgagtta
   743941 cgtttgcatc cacaagagct gggtgccttg cagatcagtc tgaaaatgga agataaccaa
   744001 gcgcaattgc actttgcctc tgcccacagc caggtacgcg ccgcacttga agccgcgatg
   744061 cccagtctac gccacgcctt ggcggaaagt ggggttcaat taggccaaag cagtgttggc
   744121 agcgaggggc aatggcagca ggcacagcag caaagccagc aaaatcagca ggacgtcatt
   744181 gctcgcggcc aacccactta cggtgatgtg gtcgccggtc ctctgaccga gaccccgttg
   744241 gccgcgccaa ctgccttaca atccttagcg aacggtcaag gcggtgttga tgtcttcgcc
   744301 taaggttaac gtctttgcct aaaactgatg tcttcgccta aaactgacgt ttgtttcacc
   744361 ataagtgaac aaacgggcaa gctaggccgt tttttcccac ctattctgcc tattggtatt
   744421 gcagataagc gggataatcg tcagcaataa ttcgtatcgc gtggggtggt ttgtgggtgg
   744481 accgcggttg gtggccatca gcacaggcat tgccccaggt tattatcgtg attcaccgat
   744541 taatatcgaa acaggaattt gtcttcccca tgtctgataa taccttcccg gccaagcgta
   744601 agagttcgat ctggctgatc ctgctggtgc tggttgcgat agctgccagt gcgggtggcg
   744661 gctatagctg gtggttactt cataagagta aaccgaccaa tacccagatt gttgctgcca
   744721 tcccggtatt tatgccgttg gagaccttca ccgttaattt gatcacgccc gataataatc
   744781 tggatcgcgt actttatatc ggtttaaccc taagattgcc cgacgatacc acccgcacca
   744841 aactcaatga ctatctgccg gaagttcgca gccgcttgct gctactgctt tctcgtcagt
   744901 cagccgatag cttatcgaat gaagaaggca aacagcgttt agtcaatgac attaaaaaca
   744961 tacttagccc gccaatggtt aaaggccaac ctaatcaggt gatcagcgat gtgctgttta
   745021 ccgcattcat attgcgataa tcattatggg cgatagcatt ctttcacaag cagagattga
   745081 cgcactgtta aatggcgata gcgggagtga agaacccgag ataatcaccg ccaatgagac
   745141 agacgtcaaa ccttacgatc cgacgaccca gcgacgtgtg gtgcgtgaac gcctacacgc
   745201 gttggagatc atcaacgagc gttttgcccg ccagttccgt atggggttgt ttaacctatt
   745261 gcgccgtagc ccagacatca cggtcggccc gataaaaatt cagccttatc acgactttgc
   745321 ccgcaatctg ccagtgccaa ccaaccttaa tctggtgcat ctaaaaccgc tacgcggtac
   745381 tgcgctattc gtgtttgccc ccagtttggt gtttattgcg gtcgataacc tgtttggcgg
   745441 ggatggccgt tttccaacga aagtggaagg ccgtgaattt acccataccg agcaacgggt
   745501 tatcacccga atgttgcggt tggcgttgga tgcttaccgt gatgcctggg cggccatcta
   745561 taaaatcgat gtggaatatg ttcgctcaga aatacaggtg aaatttacca atatcaccac
   745621 ctcccccaat gacatcgtgg tgagcacgcc ttttcaggtg gagataggca ccctgagcgg
   745681 tgagtttaat atctgtattc ccttcgccat gatcgagccc ttgcgcgaac tgttgaccaa
   745741 tccaccgctg gagaactccc gtcaggaaga taactactgg cgcgaaacct tagtgaagca
   745801 agttcagcat tcggagctgg aattggtggc taattttgtt gatatccctc tgcgattgtc
   745861 acagatccta aaactacagc cgggggatgt gttaccgata gagaaaccgg accgactgat
   745921 tggtcacgtc gatggcgtac cggtactaac cagtcaatac gggacattaa acgggcaata
   745981 tgccctgcgt gttgaacatt tgattaaccc tattttgaat gctctgagtg aggaacagcc
   746041 caaatgagtg accctaagtt tccgtctgct gatggaaagg aatccgtgga cgatctgtgg
   746101 gcttatgcgt ttaatgagca gcaagcaaca gaaaaaccca cggccacaac cgaaggcgtc
   746161 tttaaatcgc tggaagcacc tgaggggctg ggtaatttgc aggatatcga tttaattctg
   746221 gatattccgg taaaactctc cgttgaatta ggtcgcacca aaatgaccat caaagagtta
   746281 ctgcgcctgt cacaaggctc ggtggtctcc cttgatggtt tggcaggcga acccctggat
   746341 attttgatta acggttatct gattgctcag ggcgaagtgg tggtagtggc cgataaatac
   746401 ggggtccgca tcacggacat cattacgtca tctgaacgta tgcgccgttt gagccgctaa
   746461 tgactgcagc tgcaccgacc tcgacaacat tggcctcaac aacgttggcc tcgacaacaa
   746521 cacagcaaac cgcaaccaca gggtttgctg ccagtcatcc ggggtcgaac agtcagttac
   746581 agccgagcag tcaactgcaa ccgcaatcaa gcgccgcccc cccggccatg cctgcagggg
   746641 gggtgttaac gcaggtgggc agtgcgctgg gcggtattct gttattgatt ctgtttgtgg
   746701 cctggctggt gcggcggttg gggtttgccc cacaggcccg taataacaag ctactgaacg
   746761 tgcgggccag ttgtcaggtt gggcaacgtg agcgggtggt gattgtcgaa gtcgatgaca
   746821 cctggctggt attgggcgtt acggcccaac aggttacccc cttgcataca ctggcgcgtc
   746881 cggtggttga ggcaccgcga caggcggatg gcatacgatc aacaagcaat gcgcaagcgg
   746941 ctgattttcg ccaactgctg aacaaaatat tgaaacatcc ggaaaaatcg gcatgacgtc
   747001 ccatcgccct gtttttatta gcaaacgttc tctcatcact ggcgcgctgt tctgccggat
   747061 gtggcgcacc ataataatgt cggttatcaa taaaaccaca ctggggctgc tcaccttatt
   747121 ttgctcgcct tcggtattgg ctcaactgcc tgggatcatc agccaaccgt tggctaatgg
   747181 tggacagagt tggtctttac ccgtgcaaac gctggtgttc atcaccacgc tgagtttttt
   747241 gcccgcggcg ttactgatga tgaccagttt tacccgcatc attattgtgc tcgggttact
   747301 gcgtaacgcg atgggcaccc cttcggcccc gccgaatcag gtgatgctgg ggctggcact
   747361 gtttctgacc ttttttatta tgtcaccggt gtttgacaaa gtgtatcaag aggcttatct
   747421 gcccttcagt caggataaaa tcagcatgga cgtggcgttg gataaaggct cacaaccgtt
   747481 gcgggagttt atgctgcgcc aaacgcggga atctgatctg gcgctgtatg cccggttggc
   747541 aaacctgccg ccgctggaag gccccgaaat ggttccgatg cgtattctgc tgcccgccta
   747601 tgtcaccagt gagttgaaaa cggcattcca aattggtttt accgtattta ttccgttcct
   747661 gattatcgat ttggtggtcg ccagtgtgct gatggcgctg gggatgatga tggttccgcc
   747721 tgccagtatc tcgctaccgt tcaagctgat gctatttgtt ctggttgatg gctggcaatt
   747781 gttactgggt tcactggcac agagttttta tagctgatta acccggtata tttcacgtta
   747841 caggtgcgtt gatggtgggt gctctcccgt cactggctta tcgcgtattc actcccacag
   747901 ttaggcaaga ggcagacacg tcatgactcc agaatcagta atggctctcg gtaccgaggc
   747961 aatgaagatc gccttggcac tggctgcgcc actgttactg gccgcgctca tcagcgggct
   748021 aattgtcagc ctgctacagg cagcaacaca gatcaacgaa atgaccctgt cattcatccc
   748081 taaaatactg gcggtcttca ccactatggt gattgcaggc ccgtggatgc tgaacttgat
   748141 cctggactat atgcgcaatt tattcaccag cctgcccacg ttgattggct agccatgctg
   748201 tcctttgata cccaccaact cagcgtctgg gttagccaat acttttggcc gttggtccgg
   748261 gtattggccc tgatcggcac cgccccgctg ttgagtgaga aacagatcaa caaaaaagtg
   748321 aagattgggc tgggggtctt aattaccttt ctgattgcgc cctccctgcc cccggtgaat
   748381 atccctttat tctccagcgc tgcactctgg gtcgccatcc aacaaatatt gattggtgtt
   748441 gctctgggcg tgacgatgca attcgccttt gccgccgttc ggttatccgg agaggtgatt
   748501 gggttacaaa tggggttatc tttcgccacc ttctttgacc cttcaggtgg gccaaacatg
   748561 ccggtattat cccgcttgct taacatcctg gtgacgctgc tcttcctctc ttttgatggt
   748621 cacttatggc tcatttcatt gttagcagac agtttccata ctttacccat tcaatttgcc
   748681 ccccttaatg gcaacggttt tctcacgctg gcccagtcag gttcgatgat ctttatgaat
   748741 gggctgatgc tggctctccc cttgattacc ctgttgttaa ccttgaatat ggccttgggg
   748801 atgttgaacc ggatgacgcc acaactctct gttttcgtta ttggtttccc gttaacactg
   748861 accgtaggta ttatctcttt gggtttgatc atgccattgt tagccccttt caccgaacac
   748921 ctgtttagtg aattcttcga ccgcctggcc gaggtattaa gcggcatggc aaactgatag
   748981 cgagaaaatg acgttcattg catcacgatt atcaacgcgt ttacgctgcg tgcccagcgg
   749041 gtgactattt tttgctccgg aataagtggg ccattatttc tcagaattca tcgccacaca
   749101 tcacacacat atgcattgta acagatacga attgtgtgta ttgtgtgtat gtttggcgta
   749161 tcagcaaatc acaaggagtt agagtgaaaa gttcggagct gataaaactg ctcgaaacaa
   749221 atggttggaa gttgatgaga gttaaaggca gtcatcatca attcaaacat cctgatttcg
   749281 cggcagtcat aacagtaccg catcccaaaa aggatgttaa accgggaacc ctccggcaaa
   749341 ttctgaaaga tgcaaacctt agttaacaaa gcgccctcta gggtgctatt aagcaacgca
   749401 ggagttttat atggctatct atcccgccta tgttcacgtt gataatgatg gctcggcaag
   749461 cggttatttc cccgatgtca aaggctgtat ttttgccatc aatgccgggg aggatttatt
   749521 tgcagaagca tcaagcgccc tggatgcaca ctttgaagct ttggtgtctg aaggtatcga
   749581 aattcctgaa gctcatgaca tgccttacca cgtttaccgt aacccatgcg attacgctga
   749641 tggcggacag tggtataacg tgaatattga tatgtcgaaa tatgatggaa aagttgaacg
   749701 aattaacgtc actcttccgc accggctgat tcatcaaatc gatactattg ttaaagtgcg
   749761 tcccgagtat gccagccgaa gcaattttct agccgaagca gcacgtaaag aattacagaa
   749821 attggcgtaa cccttctcct gtcgctgctt atcgccccgt ttcggcgggg tttacccccc
   749881 cttttctgac ctctcgtaac tatatatttt taggtgattt ttaatataaa gatgttacac
   749941 gcattgaaca tatatcactc atcaagcgag ttaagataag gggcacagcc tagaagatca
   750001 ccaaagatta tgtgacaact gtatccagtc caataacccg agctatccca atgacccgaa
   750061 cgatagacca tcattgggat ccgagggtta agtctcttgg gcaatgggta aggtttcggc
   750121 cgtattcatc accttaaggg tatgctcaaa atcaataatc cccgcatcag agcctaaacc
   750181 agagaccacc agcgaggccg cagcagaagc gaagcgcccc gatgtcgcca gatcccagcc
   750241 tttggttaac cccataataa aggccgcaca ataggaatca ccgcagccgg ttgaatccac
   750301 aacctgcgct ttatacgcgg ggatcagaat ctccgccatt tccaatgacg caatactgct
   750361 cccctcagcc cccattttga aaacggtgtg gcccaccccg cggttcagga aaaacgcaat
   750421 gacatcagca cgtttctcta aaccgcaaat ggcccgcgcc tcatctaagc cgggcataaa
   750481 ataatcgata taaggcaacg cgggctccag tttggccagc aggtcaggtt gggcgttaac
   750541 cagtaaatcc agcgtggtag tcaccccatg ctctttggca aattttaaga tagtggccgt
   750601 gggtggccca tcaaggccgg gcagtaaata agtgccaccg aagtggagaa tatccgcact
   750661 ggcaatcaca tcccaatgga tatcttcaag cctataggtc gcgttggccc ccaaaacatg
   750721 cagaaccggc cgctcgccat tgggtctgat gggcagcata ctgcaagagg tttgtacctc
   750781 tgatttacgt acaatgtggt cggtattaac cccatagcgc cgcaaggtgt cgataataaa
   750841 gttgcccgat tcatccagac ccacggcccc catcgcataa acatcgccgc cgagcttagc
   750901 cagatcaaca ctcatcccag ccgctgtacc cgcaacggtt aagcggattt cattaataat
   750961 atcgagctct ccaccggggg ggaatcggtt cacgtgacgt cctaatacat caagaacatg
   751021 aatccccagg ctgacaattt ttgacatatt gatatcctca tcatcattga ttaaacataa
   751081 atgctgaaat cggccttagc gatacttacg ccaaccaaag gcgctaccgg cggcgataat
   751141 aaacgccccg ataatcacct tctgccatgt acttggaata cccaccagaa ttaaaacgtt
   751201 gttcaccaac accaccaaga ccacccccat gagggtgccc aaaaccgtac cactgccgcc
   751261 ggtaatacgt gcgcccccga gaatgacagc agcaatgacc gttaactcca gaccatttaa
   751321 atcaaacggg ttagcgatgc ggttactggc tacatgcacc atgcccgcga tccccgccag
   751381 caacccggcg taggtaaata caaagatctg taccccgcgc acatcaaaac cgagccgttg
   751441 ggcaatatcg ctattaccac caatggcaaa aatggcccgg cccagcaagg tgcggttcag
   751501 taaccaccag gtcagtaagc tggcaaacac cagtattaaa aagaacagcg gcagtatcgt
   751561 gatgccttga ttgatattgc tgacggtata gagcgggctt ttaccaaatt gctctaattg
   751621 ctcgggaata ttcatgtata acgccgtgcc aataaacgtt agtagccccc cccgatacag
   751681 gtattgggtg ccaatagtca caataagcga tgaggttttt aggctgtgga ccaaaacacc
   751741 gttaatccct cccaagatgg cccccccaca ggcactggca ataaacatgg cgataaccgg
   751801 ggcatcaggc caataccaca agacaaactt cgtgacggcg tacatgcaca gtgccgcaat
   751861 cgccgtaaac gagacatcca ggccaccgga ggcgagtaca atcaagacgc ccaatgcaaa
   751921 cagacccacc acgaccgagg ctctcgcaat atcaaacaga ttggagagtt gtaaaaaagc
   751981 aggattaata gcaccgacgg tgacacacac gataacgatc aacataaagg taaaggtcga
   752041 cggccgctgt aggcaccatg cgatgatggc gttgaatgag cgtgatggct tcgagtgagc
   752101 ggggagatca ataaccatag ctataaatcc tcagtgagtc cctcatcggc gatctgtgct
   752161 tgatagagtc tattttcatt ggcatccact gcgctcacct gttggcaaat acggcctttc
   752221 ttcatcacca ggattgggtc gcagttttga cacagctccg gtaggtcatc actgatcaga
   752281 atgaccccca tcccttgctg cgccagcgtt tggatcagct gataaatcgt atctttagcg
   752341 ccgatatcca cgccgacggt ggggccatgc aagataagca cccacggctt gatggtcagt
   752401 gctctgccaa tgaggacccg ttgttggttg ccaccagaaa gagcctgaac cggcaggttg
   752461 atattcggcg cagagatatc taaatcgagg accgtctggg tggctaaaac ctggcattgc
   752521 cccttatcca cttgccccca atagcccagt aagtgatcca gttcgagtgc aatgaggttc
   752581 tcaagtatcg atttactgag gaagaggcct gcatcaagac gatcttctgg cacataagca
   752641 atgtggttgt taatggcatc acggggttgc ctaagacgaa tcggctgacc ttcgagagcg
   752701 atgctcccac ggtttgccgg caatattccc gctaacgcca aaccgagttc attgcgccct
   752761 gaatcaagtg atccggttac gcctaaaatt tcaccgcggt gtaacacgaa ggatatctcg
   752821 tcaaaagccg cctgttggcc taacgccgta accgttagca gcggctctcc cccctgctgc
   752881 actcgacggt aacgtcgttc atccatctgt cgcccggtca ttaaatagcc taattgagac
   752941 tgggtgaaat gggtgatggc accttgagca attttctgac catctttcaa caccaagact
   753001 tggccgccaa tggcaaaaca ttcgtccaat ttgtggctca caaacagcac ggcgacatgt
   753061 tgttgaccaa gctgacgaat gacaccaatc aggttatcaa tctccttctt tgtcagtgac
   753121 gtggtaggtt catccatgat aaccagtctg gccttagtgg cgatggctcg agcaattgcc
   753181 accagttgcc gttgtgccat cggtagtacc tctaccgtgg tgaacaaaaa acgctcgttg
   753241 gaaggtaacc ccaccaccgc taatgccgct ttagcggtgg acaacaggcg ctggcgatcc
   753301 agtattcggt ttaatcttcc tgcctgtgcg acaagttgtt cggttaatcc aatattctcg
   753361 acaacactta aattcgggat aagagagaga tcctgataaa ccgtctcaat ccccaatgac
   753421 agcgcctcaa tgggggttaa ttgctgatga accgtgccat tgatcaccaa ctcaccttca
   753481 tccgcgccaa tagccccgga gatcaccttg attaacgtgc tttttccaca gccgttctca
   753541 cccagtaagt gataaatctc accttgatga atctcaacgt taattccccg cagtgcgtgc
   753601 acgccattgt agcgtttatg cacgttgtgt atgacgagga aagcgccctc ctgactttct
   753661 tgcgccgcca tggcgcgttg gtctatggaa acgtccatgg gtgatcctcc atcaacacgc
   753721 cccgtgccac ttaagcggca tcgtttatga ttggtcccac tcatcagaat gggtattgct
   753781 gccagttggt cttatcaaca aactttgccg catcaccgat aaccaaaaca ccgtcacctt
   753841 ttcctttcct gatggcgacg ttctcatagc ccggcacccc cagattcatc ccatcagtga
   753901 ggggtttttt atcgagcaga agcttggcga cggtatccat cgccaggctg gcatctttag
   753961 gatcccagaa actgatgccg ttgatcgcac cactgtccag atacttgcca gagtcttgcg
   754021 gcaggccgat cccaaagacg catatcttgc cttgcagacc ggcctcttct accgctcgac
   754081 caatgccgat aacatcaatg gccgaatgcc cctgaaaccc tttgatatcc ggatatttgc
   754141 gcataatttc tttggctttg tcataagctc tattcgcatc attaaaggat tcattcaatg
   754201 gatccaccag cgtcatattg gggtattttt gggcattaac tgcggcactt ttggcccaaa
   754261 gcacatggtt attggtgccg agtgaaccga caaaggtggt ccacttaccg ctttcgccca
   754321 tacagttaac cagcccctca ttcatttttg cgccaaacgt ggcgttatcg accgcttcaa
   754381 tatccgcgtg catattgacc atgtcatagg cttcgttggt cacgacgatg atgccccgac
   754441 tcattgcctt cttaagcgca ccttcgagtg tgctcggatc catgggggca acggccaacg
   754501 catccacttt tttggcgatc aagtcttcaa cgatgcgcag ctgtaaggcg gaatcggccc
   754561 ttgcagggcc gaccgtgcgg gtactgatgc tcggattttc atcaccaaac tctttagccc
   754621 cttcccccat gcgggtatac caaggttcac caataacttt aacgacagta acaatcgatt
   754681 ggctccgttg agcataagcc cccatgatcc cgaggctgaa tacgagggcg gcaatgagac
   754741 acaacttttt aatcatcata atggtgtttc ctcatttgat ttcccccagg aacaccgctc
   754801 atcagcgcac gggggattgc actgacgggg tattttttcg ccataacgat ttaacaaaat
   754861 ccaagggatt aatgcgggaa aaaataatga agaacagcaa caacgcgccc caagcgcagt
   754921 cgcggaaaaa gctggagacg tccagaaaag taaaggtact ggaaagaaac tggagggcgg
   754981 tagccgatag caataggcag cccattcgcc catatccccc ctctgggcgg accccagcca
   755041 tcacagcgat caaaatagca atcagcacat aagagctacc gtaatcggcg gtagcgctgg
   755101 tagaacgggc ggcaataata atgccggcga tagcggctaa agtgcctgat aaggtataga
   755161 tgacgaccag caaccgttgt tgcgcaatgc caatatactg tgcagcttta agattggttc
   755221 ccaagagata tagccgtatc ccggtcgcac taaaacgtaa ccaaagacct aacaacgtgg
   755281 cgaggaggat aaacagcgca aaacagaacg gaatattggc aataaggcca tcaccaataa
   755341 aggacagcgg ttcaataaaa ccaatcttaa cgccgctacc atgagaaatc acgacagcaa
   755401 agccggtgaa aataagttga gtgcctaagg tgcagaggat cggcgtgagt ttagcgtaag
   755461 caatgagcac cccattgatt agccccccgg tcagaccgac caacaaggcg cataagacaa
   755521 aaaccacggt aaacagcaaa gggctatcaa cagcattgac ccaccccggt gtgagcgtgc
   755581 cggcgactac cgccgccaga ttagcgagag cgatacccga gagatcaatc cccccattac
   755641 ccacgatcat ggccagcatg ccccccatcg ccagcaagcc caattcaggg acctgccccg
   755701 ccatcgtttg tagattgtag agatcgacaa aggccccttg ggtaagggta gcggccaccg
   755761 taataaccaa catattgacc atgaccaaga agttaagttg cttatcgttc aacatacggc
   755821 gagttaattg tttgcagccc attcgtgttt gaactttcat aacagtttga acccccatac
   755881 tgtttgaatt acggtaacgg tttgaatcac gataacggtt tgaggctcct gatcagtgct
   755941 cccctcagga tttatatcgg taaaaacctg aacgaaggaa aaccatgatt tatcgcaaca
   756001 tcgctgcgac attgccacca tccacggtga tgacgttacc ggttgattta tcgagcatgg
   756061 ccgagacgac aaaagccttg gcgacatctt gagcggtgac ctcttgacca agtaaattac
   756121 ccgccatgta cttctcttcg ctcaggccgc gcgccctggc cctcaggcta atcatttcat
   756181 catcaagtaa accagaccga atacgatccg cattaactgc attaactcgg atgccatcct
   756241 gaccctgttc caacgcatat tgccgcacca gacttaacaa ggcggccttt gaggtgccat
   756301 aagcgccaaa gttaatacca gggttgatcg cttgtttaga aatgttaaac agcagcaccc
   756361 caccgatacc ttgttttttc atgatactga ccgcctgttg ggccacccgt tgatgggcaa
   756421 aaaagttcac ttcaaagctg gtacgcagtg tggcttccgg cagttcagct attgccccgg
   756481 ataacgcaat gcccgcattg gataccacga tatcaacgcc gccaaatttg gttgctatca
   756541 tctcaaaagc cgcctgaaca gaagcggtct cggtgacatc gcactgtaaa gccagtgcat
   756601 gtggtcctaa ttgcgcggca acgtttttgg ctgattcgct gtcaatatcg agtaccgcga
   756661 gttctgcccc taataacgaa aactccttgg cgatagccgc gccaataccg ccccccgccc
   756721 ccgtgaccac cacgatctgc ccttgtaatg gttttaccga cgctttatcg atcttcgctt
   756781 gctccaaaga ccaatattcc atgtcgaatt cgtccgcttc accaatcggc tcataatcac
   756841 cacagacagt ggcatccgtc acgacatcca gccatgactc gatgatatcg gcgttgattg
   756901 ccgcgtcctc tgcagttctg cccgccccca ccaccccgag atacggaatg acaatggctc
   756961 ttggtagggc gtccagcgct attttccccc tctcaaaccg ggcattatta cgatgaaaat
   757021 agtgctgata gcgctcaaca aacgccgcga tttttgtctg tgtctgtgcg gcccagtcgc
   757081 ccaaattatt caggtcaggc gcatctaaaa ccaccgggcg gcctttcatg cggataacat
   757141 gatctggggt cgccacgcca cgctgggcaa tgtctgaggt tcctaagcca gatgaaaacg
   757201 cgagactctt tgggtcagta cgtaaatcga atatccaatg ttttttttca cttatcgcac
   757261 ttgaacgagc aaaagcagca cgtagatacg gcgcaatgtg tgccatgtca gccaaattgt
   757321 tgggctttgc ggggggcgtt atcactggcg gggaatatat ggcccggcgg ctttcaataa
   757381 aattttcagc cagggtgaca aacgtaatca ttcgctcata agaggctttg gcactctcac
   757441 caaacgtaca caggccatgc ttacccaaga gcataccctc cgcatccggg tacgcccgga
   757501 aggcacgttc gaccgcgagt gagagcgcaa atccagacat gacatagggg atccacagca
   757561 cacgctcacc atagatgtag cggcacaaac ggtcaccatc aggttgatca gcaatgacca
   757621 tggcagcaac cgcatgggta tgatcaataa caggccggtc aacaaacgca tgtaaaagtg
   757681 cttcaaccga gggggtcggc gcacggcagt cgagaagatt cgtgcgtaag atattgacca
   757741 tgtcttcatc agacagatga tccaatacct tcagttgttg cagcggtgcc aatctgaccg
   757801 ccgggtgacc tgacgcggtg attgtggcta agtcttggcc gctaccttta atacacatca
   757861 cctgtacggg gttaccgaaa agatcattca tattgagctt aaccgaggta tttccccctc
   757921 cgtgtaagac aagcttgggg ttcgacccta acaagcgtgc agagtaagtg cgaagcccca
   757981 actcgggcgg tagccccagt aaacctagcc tttcaacaca ctcagccgca tcggcatcac
   758041 tccaaagact tttcatcttc acctcgtaag tagtaacata tgttctatgc tagttactta
   758101 tgtcattaca tatgatttgt atgccttaca aatgtaatgg ccgtcaagag gaagaaggca
   758161 tagatgctac tgagttattt cttttatgtt aaaaatttga tctgatagac acaattttaa
   758221 aaaaatagcg ccgatcactt tctgtcgtta ctgaccttat tcaggacatc gttttggaaa
   758281 aaaaccacgc caataatatg aagaaccggg tgactgaatc ctctaagggc acggccttgc
   758341 acctcaaccc gatggtttct gccgcctggc tctactacga agatcaactg aaacaaagtg
   758401 atattgcgga gatattggga gtttctcgcg cgacagtgat caactatttg aatgaggcgc
   758461 gtttacgcgg aatagtggaa atcaaaattt ccgatgagca tttggcgtcg atgcgtttag
   758521 cacaagccat tatgagagag ttcgggttag aacgttgtat tgttatcccc gatgatcaag
   758581 ggcagcgccc taccgcatta cgtgtcggtg aagcgggcgc gcaattactg tcttcactta
   758641 tcgcaccaaa tgacgtttta ggggtttcgt gggggcaaac agtattggcg ctctctcacg
   758701 cgatcacccg gcatccggtg gctgatttaa cggtcattca gataaccggg agcatgcatt
   758761 cgacctatga gttctcccct gaactttgca cttcaaatat tgctgaccgc taccgcgccc
   758821 ggtgtattaa tttacatgcg ccctttctgc tttcacgacc agaaatcaaa gagatgctgt
   758881 gtaatgaacc tgcattaatg ccgcagttgg cgttactcaa cacctgtacc aaaattgttt
   758941 tcggcgtggg taataccgca gcagatagca ctattttcag ctccaatacc gtgacgtacg
   759001 ctgcggtaga accctaccgg caacaagggg cggtggctat tattgccggg cgttatattg
   759061 atgccactgg cgcacctatt tatgaccatc ttgatgacag aatgattgga ttgacgattg
   759121 atgagattga tcagatccca gtgcggatct gcgtggctgg cggtttgaat aaagtcgagg
   759181 ctatccgggc gaccctcaag ggccaacacg ccaccgtgtt agtcactgat gaggtgacgg
   759241 catgtgcgtt aatgacccgt gcgaagaccc cgtaggctgt gtgtgctacg gggttaaggc
   759301 cgattacgta ttcaactgga acagagacaa accctgcata ttggtgaagg tggtatacga
   759361 ggcttgtagc gccgcttgtt gcataacata agaagagata gccgaggtcc aatcgacatc
   759421 ttgtaaatca cttaactgct gtttgttaat taaggtgcga tcaccgccca agctgtctaa
   759481 attatccaac tcttgcagtt gaaccccaat ttctgcttga accgataaga cattattcaa
   759541 tgagttagat aacccgcgaa gacctttatc cagatcggct tgcgcctgcg ctttcacctc
   759601 gtcagaggct ccttgcagcg gggtttttaa tgaattcagt accgtatcaa tggtatcaaa
   759661 gatatttttt tccgcagcaa ccggcgcacc attcacatcg tcaggttccg gtttcgcatt
   759721 gccggtcaat gccatgaaaa cactggcacc cgtatggccg gcagtcatcg aacggttggt
   759781 atccactttt tgctcaatgg cgacatcacc gcctacgtag gtcacctcac cggtgtcact
   759841 caccgcaaag ggaggcttgt cacttttgaa gccagcaaag atgtagcgac cgttgccatc
   759901 agtggtattg gcctgattca gcaactgatc tttcaaaccc tgtaactgcg ttgcataaga
   759961 ggcacggtca tcatcactta aggtatcgtt tttggcgctg ataactaaac tttgaattga
   760021 ctgaatcgtg ctggttgttt gtgccaagac cgtcgtttcc aatgatgaac tttggcgagc
   760081 aaaactgcgc gctaatgtat attggctatt ttcagattca gcctgtgaca ccatcaccgc
   760141 ttgcgacgca gccatggggt catcggatgg attcaccaca cgtttaccgg tcgagagctg
   760201 ctgcccggtc tgcatccaca gtgattgagc attggtgatg ccctgcatat tttgttggta
   760261 caacatgctg gtacttaaac gcacgatgtc agttcctttt agtaacacgt tcagcaagcc
   760321 atacccgcta aacctggaat gaattaagcg cggcgcatga ttgccctcgc aggcaataat
   760381 atcgtcaccg ccaataataa tttaaccaat ataaacaata aattagtcac ttatactgag
   760441 caaggcatta aacaacgtag acgccgcttg caggacctgt gcattcgcca aataatattg
   760501 ctggaaacgt tgtagatcgc cgtactcttc atccagattc accccagaga ttgactgttg
   760561 ctcggtggtt aattgggtga cgatattcgc ctgtgcagtg ctgttggttt tagccgtcgc
   760621 ggtctggtta ccaacgttac tgactaaacc ggcgtaagca ccggacaagg tggttttacc
   760681 ttcgaccaac tttttgctct gcaaatccag caacgcctgc gcattggtgt tgtcactgat
   760741 accgccatcg gcactacccg cagcggcaat cttgctggaa tcggtaatag caacctgtaa
   760801 gttggccgcc acgttactca cggtcttaat ggtaaattta tctttcgcct gcgggccggg
   760861 cgtgccgtta tcgatcttga tagcgacacc ctcgaattcc aacgtaggat caccgtcagc
   760921 attcactccg ggcgtcgttt gcactttggt attatcggac agacgggtca cctgccaatc
   760981 agtaccatca aattctacgg tgtaatcact ggctttcact ttcgatgtgt ctttatattc
   761041 caccgtgatg ctggcattac cctgattttt ggcatttttc agcacggtag ggtcggcgaa
   761101 actaaagaag tcctccccct catcaccatt gatatcaaac ccggcgttgt gctgcgtatt
   761161 gaagctatca gccataacta acgccaactg acctagctgg ttacgggcgc tgtccagtgc
   761221 ttcactgcgg aatttcaagg tgccgccaag cgacccggta gtaatacggc tctcatctac
   761281 ctccgttgcc tcgccgttac cccgtttgta gcccagagtt aagcgcgtcg catccgcact
   761341 ggagggaata gcttccactt tataggcatt cggtccttgt accagcgaca agccaccagc
   761401 aaacgagacg ttataagcat cgccatcttg ctgggtgacc gtaaccgcca taatctggtt
   761461 caactctgtc accagttggt cacgttggtc gagcaaggca ttgggctcgc taccgctgct
   761521 gccccgcaga cgggtgatct ggtcgtttaa cttagcgatt tgttcggcat agttattaat
   761581 ttgcgtcgcg ctgtcggtaa ttttttggtt aacgccgtca tccatatccc gcagatattt
   761641 atctgcgttc tggaattggt tcactaaccc ctcggcttta cccaatacgg ttttgcgcgc
   761701 agcatcgtca tcagcattac tgaccaggtt ttgtaggttg ctgaagaaat cctgcatggt
   761761 ggtggagaga ttattcgagg cgttcgacaa cagattgtcg atttgcgaaa tttgctgata
   761821 ataggtggcc aagccactgc tttgtgtctg agaggcgcgc agttggttgg taataaaagc
   761881 gttatattcg cgattaaccc cggtgaccgt taccccgtta ccaataaaac cggcagaggt
   761941 aatggtgcca ccattttggg caaagaccgt gttctggcgg ttataaccgg ctacttgaaa
   762001 gttggtgatg ttgttactga cggtgctcag ggcatattgc gctgcgttca aaccactcat
   762061 tgccgtattc attaaactat tggacatgaa gcaatccttt tacagcaggc gacgagcatc
   762121 gcagcgcctg catttattga tattgggata ctgcctgagg taaccgaagc ccccgcacag
   762181 cctgtaatca gtatcggcct gttattggaa aacttgagta aaaatccaac ctattcaata
   762241 gctgaggttg tcctaatagg cgttattgtc gcagacagtt tgggtgcgac cagcgcacag
   762301 gcaacggagc gtacacccag tacgtgacgg cgccgcgcac tgctcaagcc caaaacggca
   762361 agtaaaatag cctattgtgt aaaaatccaa cttatccaat aggcgttatt gtcgcagaca
   762421 gtttgggtgc gaccagcgca caggcaacgg agcgtacacc cagtacgtga cggcgccgcg
   762481 cactgctcaa acccaaaatg gcaagtaaaa tagcctatag tgtaaaaacc caacctatcc
   762541 aataggcgtt attgtcgcag acagtttggg tgcgaccagc gcacaggcaa cggagcgtac
   762601 acccagtacg tgacggcgcc gcgcactgct caagcccaaa atggcaagta aaatagccta
   762661 ttgcgttagg tttagaagag ttggctcaaa tcactccccc catacgcctt cactgcctgc
   762721 tcaccggtac ttctcatttg ctgaatcaca ctgactaatt tttgtgcata ttgtggatcg
   762781 gtggcgtagc ccgctttttg gagtgcatgt gcgccctgct ctgggctttg tgcggcggca
   762841 acatgggcgt aacgcgggtt ctgggtcagt aatttgacat aatcactgac cgcctcgaca
   762901 taagagccat acacccggaa acgggccttg gttttcttcg ccacaccttg ctcatattca
   762961 gtggtggtga tttcactgac cggcccattc cagctactgc ccgccttaat gccaaaaacg
   763021 ttatagctac ttttgccatc cgcagttggg atctcacgtt ggccccaacc ggattccagt
   763081 gcggcctgtg ccatgatcag ttgatgtgga atgccacttt gttggctggc gatttgtgcc
   763141 ggaattgaca tccgagccac aaagttgcca ttacctgggg atattgccgc catgctactg
   763201 gacggtggcg tggggatggc ccggcgcatc acttgcgcca acgcctgtgc tggcatactt
   763261 tgcaacacct cgttatccaa catcatcggc accgtacccg cggtttcact tgccgatgtg
   763321 ctcccagaaa gttgttcaac catcatgtcc gccagcccta atcctttggc cgacatttgc
   763381 tgcgcaattt gctgatcgta cagcgaggta taaagcttgg tctgctcgct gttcatcacg
   763441 ccgtcttgcg gtaaggcagc acgcatactt ttcagcatca tctgcacaaa catcccttcc
   763501 acctgctgag caacctgctt cagattgcct tcgggatccc gtgctgcatc ccgtttcagg
   763561 gcctccaatg actgggcgtc atacgccgcc ccggacatcg ccagtaaatc actcattaga
   763621 taatttccaa tttagcccgc aagcaaccag cactctccat ggcttgcaag atggacatca
   763681 aatctattgg tgtcgccccc aacgaattca gcgcacggac cacattattc aggtttggac
   763741 tggcattaac ccgctgtaag accccgccct gttgctgaac agaaatttgg gtattcggcg
   763801 tcaccacggt ctgaccacca ccaaacggcg tatccggttg gctgacaata ttctgtttat
   763861 ccaccaccac tgacagattc ccttgcgcca ccgcacagga gtccaacacc acattgcggt
   763921 tcatcaccac agagcccgtc cgggagttga taatcacttt ggcgtcgccc ggatccacat
   763981 tgatcgggat gttctggata tccgccagaa aacggacctg tgaactgccg ccacgtggca
   764041 ccagcacctg aatggtgcgc gcatcaatgg ctgtcgctga accgaaaccg cgctggcggt
   764101 taatggcatc actgacttgc tgggccaacg tgaaatcttc actattcaat tgcaggttaa
   764161 tgatgccatc ggtgccaaaa gtggtcggta attcacgttc gatcgtcgcg ccgttgctga
   764221 tacggccacc cgccaattgg ttcacctgaa cactgctgcc accggcggcg gcacctgcgc
   764281 ccccaaccag tacgttaccc tgcgccaacg cgtaaacctg attatccacc cctttcagtg
   764341 gggtcattaa caacgtgcca ccacggatac tcttcgcgtt acccattgag gaaaccacga
   764401 catcaatggt ttgccctgcg cgggagaagg ccggtaactt ggcagtaacc atcaccgccg
   764461 ccacgttttt aagttgcata ttggtgccgg gggggacggt gatccccaac tgcgacaaca
   764521 tattgctcaa gctttgcgtg gtaaacgggg tttgcatggt ttggtcaccg gagccatcta
   764581 gcccaaccac aagcccataa ccaatcagcg cgttatcacg caccccttga acggtcacca
   764641 aatcgcggat acgctccgcc gaggccggta gccaaaccag cgagagcagg accataagta
   764701 gagtgacaag tgactgttta cgcatttgga cgcctcttct tagtacggcg aaacattaag
   764761 gaagaaccgc tgtaaccagc ccatggtttg cgcttcattg atatacccat tccccacata
   764821 ctcgatgcgc gcatcggcaa cctgtgttga ggtcacgcta ttgctgccgc tgatggtgcg
   764881 tgggttgact accccagaga agcgaataaa ttcggtcccc tgattgatag caatctgttt
   764941 ttcacccacc acatgcaagt taccgttagc cagtacttga tcgaccgtca cggtgatcgt
   765001 gccgctgaag gtgttattgg cattcgcccc ccccttgccg ccaaaagtat tgtcgcccgt
   765061 gatttccata tcggcgcgcc cattacccaa taatccgtcc aaatagcggg gggcggtcgt
   765121 cacaccaaat gagctggtcc cattacggct ggcattggct gacgaacttt tgctggcact
   765181 gacattttcc tgcaaggtaa tggtcagcgt gtcaccgata ttacgtgggc gacggtcttc
   765241 aaataggggt tgatagccat aattcatcgg ctgtacggtc tgaaaaatag agccattcgg
   765301 caacggcgca ctggccggtg cgggctgcgc agacgtggtg ccatccacca gtggtttatg
   765361 cggaatatac gcgcaaccat tgagtagcag cattgtcatc aacggcgcac ttatttttct
   765421 caaatacatc cctttcactc cacctgacgt tctgaacggc gcgctatcca tctttgatta
   765481 tcaatcctat aaccagtaag aggttggcaa acttgcccag agacctatta tgctgcggcg
   765541 atcagggggc atgatgcccc ccgaaagcag gtttacagct gagccagttt ttgcaacatc
   765601 tgatcagacg ttgaaaccgc tttactgtta atttcataag cacgttgcgt ttggatcata
   765661 ttgaccaact cttccgccac attgacgtta gaggtttcaa catagccctg atacagcaac
   765721 ccgccaccat tcaacccagg tgtggtttcg ttcggcgcac cggaactggc ggtttcctga
   765781 tacaggtttt caccgacact ttccaagcca ctgttgttga tgaaggtggt caacgtcagt
   765841 tgccccactt gctgggtcgc ggtttgacct tgcaaggtga cactgacgat cccgtctcgc
   765901 cccaccgtca tgctcagggc attagccgga atagtgatcg ccggttgcac ctggaaaccg
   765961 cctgcagtga ctaattgacc attctggtca acctggaaag agccatcgcg ggtataggcg
   766021 ttggtcccat ccggcatttg tacctggaaa aatccctcac ctttaatagc aatatctttg
   766081 ctgttattag tttgcgatag gttcccctga ctgtgcagac gttcagtcgc caccggacgc
   766141 accccggtac caatctgtaa accagacggt aaggtggtct gttcggagga ttgtgctccc
   766201 ggttgacgca gggtttggta cagcaaatct tcaaagaccg cccgctgacg tttaaagcca
   766261 ttggtgctca cgttcgccag gttttacgag cggatcattg ggcaattgcg cgccccgcgc
   766321 ctgctgagtc tccggggtca aatggaacaa accatcatcg ccgtgcatca tttcacccgc
   766381 cgtcgcctga acccgtttga tctgacccag ttgcgcaatg gtgtttggtg aatcaccggc
   766441 attcagcgcc gagatagtgc catccgccgc aatagtgact gctgcttggg gcgggacgtc
   766501 aatcgggccg ttatccccca tcaatgggta gccctgtacc gtcatctgcc cgttagcaga
   766561 aatctgaata ttaccgttgc gcgtgtaggc ttcgctgcca tcgggcagtt gtaccgccag
   766621 atagccgtcc tgctgcaagg caacatccag cgggcgacca ctgaaattca tcgtcccctg
   766681 gctgatatcc acaccgggag ttgatgtggt gaccatcgtg cgggtggcca gacttggccc
   766741 atcaatgggt accgcgcgca tcgcagccaa ttgcgcacga aagcctggcg tagaggcgtt
   766801 cgccaaattg ttggcggtaa cggcctgcaa ctccagagac tgccgggcag cccccattgc
   766861 ggtatatatt gcgtgatcca tgagctcttc ccgtcagtac gattaacgca ggctaaccag
   766921 agtttgtaag atctgatctt gggttttgat ggtctgcgcg ttggactgat agttacgttg
   766981 cgccacaatc atgttcacca actctttact caaatccacg ttagaggatt ccagcgcacc
   767041 actggtcaac gtgccgaagc caccgctacc ggcagtcccg agcgtcgggt taccggaaga
   767101 ctgcgtctct ttccacacgt tatcgccttc ggaggacagc ccttctgggt tagagaagtt
   767161 aaccatgacg atttggccga gcaattgggt ctgctggttg gaataagtcc ctaccacaga
   767221 accatcactg ttgatctgga agccagtaaa ttcaccggcg gcgtagccag tctggttctg
   767281 tgcaacaatg ctgtcagcac cggtattttg ctgtttactg cccgcaacat tcagtgcgaa
   767341 actttgtgcg ggcgcaccat taaccacgcc catcgggatc gtaaacgtga agtctgtggt
   767401 actggttgca tttgtaccgt ttgtcacgtt tttcagggca ccgttactat caaaaaccat
   767461 cgaaccacgt ttagcggcag cagcaggatc ggtcgggtct gctgggtcgg tcactttggc
   767521 gctactgtcc ctggtgtaga cgtcccaagt attcccatcg gtcgcatctt cagcacgttt
   767581 aacataaaag acattgattt catggcggtt acccaagcta tcaaaggtcg tcatgttatt
   767641 gacaaagctg taggtatctg ggttatcggg atcaaaaggt gaggtcgctt ccgcgataac
   767701 atcatgggta gaggtcaggt tggccaccat attgccggag gtcgtcgcct tggcggagat
   767761 catatcctgc ggaatagaca gggggaccgg gttagcgccc tgttgtaccg ttggtggtgt
   767821 ccctgttgcc gggtaacccg ttagatttag accttgcata ttgacgatat tacggttttc
   767881 atccagctta aactggccgt tacgggcata gtaaatgccg ccgctgctgt cttgcatacg
   767941 gaaaaaaccg ttctggctga tagccagatc caaacgacga ttagtggtgg tggccgtacc
   768001 gtcattaaaa tcttgagtaa tccccgcgac ctttacgccc atgccggtct gagaacccgc
   768061 aaacatatca gcgaaagaaa ctgaacctgc tttaaaacct gaggttgccg agttggcgat
   768121 attgttaccg atcacatcta gattactgga tgctgcgttc ataccgctaa ctgcttgaga
   768181 aaagcccatt ttcttctccg ttaaattcgg ggtctgttac agaccttagg cgctgatgac
   768241 atatcaaacg ctgtttttga taatgaaggt cagttcattc actaacgtga attaccgtcc
   768301 tgtctgctgc tttatcaccg catagttgat ctacggcggc ataacggttc tatgaaggcc
   768361 taacagttct atgaaagcct aacaacagac ttataaaatc tggcgcactt catccagcgt
   768421 gatggttcct gccagaccca agtccagttt ggagccatcc gcgccgcggg ttacaccgtt
   768481 gacaatggcg tagttcaacg gcgttgcgac cagtgattcc ccaccattgc tggcagtaat
   768541 ggctacggta taagcaccat ctggcgcatt accgcccgcg tccagtgagc catcccaggt
   768601 aaaggagtga acacctgcgt ttaaaccacc gatctcaatg gtccgtacca cctgaccatt
   768661 gctatcgcta atggtggcgg tcactttatc cgcaggtcgt tgcaattcga ggccaaaagg
   768721 cgtggtgctg accgtgccat cggtgctgcc cgtaaatata ttggtaccag ggaccataac
   768781 gcctcgacca atcaggctgg tggcgtacag agattggctg ctgtcaattt gaccggtaat
   768841 agcaccgagg gtcgtattca gcttttcaat gccactcacg gtgttgattt gcgccaactg
   768901 tgtggtcaac tcgttgtttt ccattgggtt agtagggtct tggtttttca actgcgccac
   768961 taataacgtc aggaagcggt tttgcagatc ttgactactg ctgccggtag tggaactggt
   769021 cccggtcgtg ccgtaatcac tttccgtcag ggaattggta atggccatta tgctggctcc
   769081 tgttattgac ccagtgtcag cgttttgagc atcagggatt tggtggtatt caggacttca
   769141 acgtttgcct ggtagctacg tgatgcagaa atggtgttga ccatttcccc cgtcacatca
   769201 acgttcggca tccgcacata ccctttggca tccgccagcg ggttacccgg ctgatacacc
   769261 aaacgatccg gtgacggatc atcaactatc tgagcaaccc gcaccccacc ggtttcctgc
   769321 cctggctgcg cagccacctg gaagaccact tgcttggcgc ggtaaggttg cccatcgggg
   769381 cccgtcacac tgtcggcgtt ggccagatta ctggcactga cgttcatccg ttgcgactgg
   769441 gctgataatg ctgaaccggc aatatcaaaa atattcagta aagacatgtg tcttatcctt
   769501 gttgtaacac tgacatcatc cctttaatct ggccgccaag aatggtcagg tcggtctgat
   769561 atttcaggct attatcggca aagttagtac gttcgcggtc catatcaacg gtattgccat
   769621 ccatcgcggg ttgatctggg atgcggaaca acaggtccag atcaggcggt tgaaccgtcg
   769681 ttgccggtat gtgacgggct gaggttaaac tgagcgacac ccctgtcccg ttggctcgcc
   769741 cttgctccat cacttttttc agttgactgg agaaatcaat atcacgtgcc tgaaagccgg
   769801 gtgtatccgc atttgcaata ttggacgaca agatctcctg ccgttgtgca cgcaaattaa
   769861 gcgcttcttg ttgaaaacgc agagcaccgt ccagtttgtc gagcatagtc cccccgcaag
   769921 gttaaaattt ggagcagaca gcataaacgt cgtaccggga agcctatcgc cagaataagc
   769981 gcaaaatgcg tcgctatttg tccccttaac tccgcgaagg gagaggtaca ctcgtgtgca
   770041 tgtgataggg ggcggtttaa ctcgcggttt cattcatagt gaacagtgtg acgctgggga
   770101 aagccctgat aacaaaggaa gaccgtgatg gcgatgaaaa aaagatggcg gtaaaaagaa
   770161 agaacatcat tatcgtggcg cttgggctgt tattgtccca tcacatattg gctcagcaaa
   770221 cattggcggc tcatcaggca ttggaaacag atttatcagt ccaggtgaat caattcttcc
   770281 agcagcaata ctcggataaa gagagccagg tcaaggtggt gataaaaacc ccgcagaacc
   770341 agtggccaca atgtgatgcg cccgaaataa cgttaccggc caatgcccgt ccgtggggga
   770401 atatcagttt gtcagtacgc tgtgatggcc tgcggcggtt tatccaaaca caggttcagg
   770461 tgagtgggcg ttatgcggtt gccgtccgtc gattagcggc tggtgaaaaa atcagcgcac
   770521 aagatattca aatgaaacag ggccggttgg atactttacc acccggtgcc ctgctcgatg
   770581 cccattttgc acaaggcgca gtaagccaaa ggcaaatcaa tgccgggcaa ccgttgaccc
   770641 gaaacatgct ccgccgtctg tggctggtta aagcgggcca ggacgtgcca gtgttagcgc
   770701 agggcgatgg ctttaatgtt aacagcaatg gtaaagccat gaacaatggc gctgcacagg
   770761 agacgatccg ggtgcgtatg ccctctgggc agatagtcag tgggacggtg gctgacgatg
   770821 gcacaattcg gattatgtta tagtcgttaa agttttttta acctttgccg ataattaaca
   770881 taagccgtta tttgcaggtt aatgaataag tgaccatccc gccattcttt tgcaaataga
   770941 cacatgtttt gcgggttgat aaacgaaaat cccgcgataa ggggagcaac accatgagca
   771001 gtattgatcg cactcaaccg ctatcgccag taacacaagt tcaagcacgg gaaagccatg
   771061 acgtagcaca acaaacgcgt caatccgcta cccagacaaa aaccccggtc agtggtactg
   771121 aggttaaatt gagtgatgcg caggcaaaat tgatgcaacc gggcagtcag gacatcaatg
   771181 tggagcgtgt cgaaacatta aaacaggcta tccgcagcgg tcaattgact atggataccg
   771241 gtaaaatagc cgatgccctg ttaaaaaacg tggcggatga gcttaagaat cattaatcgt
   771301 aataaggata cgtggtggtg gaaagtttac aaaccaatct ggaccagcag ttggatctgc
   771361 tcgaatcgct gacgaatgtc gtagcacaag agcaacaatt gctatgctct gggcggatcc
   771421 aaggctgggt attgcaaggg gtaacggaac aaaaaagttc aatattggca accttggcct
   771481 atttggatca gacccggata accaccgaga ccaccgcgaa tattcaagcg ccttataccc
   771541 gtatgccggc tttagctgaa cgttggcagc gtcttttgca actcactgaa cgcctgcgtt
   771601 acagcaacct gcacaatggg ttactgctac aacaacatat tgaacataat aatcaagcat
   771661 tggcagtctt gaatacccgc cacggccaat cgctctatgg ccctgatggt caggctaaag
   771721 gtgccaatat actgggccgt aagatcggca tttaacgcca gctcacgcca attcacgcct
   771781 atctcgacaa atccttttaa aaaaacaacg ccgctcaatt aacctgagcg gcgttgttct
   771841 ctggacgttt gctgcttata ggacgagtct aggattgccg gactcccatt cgcgccccaa
   771901 ataatcagct cattaaactg ttcttattgc tatctgttat ctggttatat tgacagcgca
   771961 cagagcggga acgccaagta tgcaggccct ggttgcagca cgccagtgtt catattcatg
   772021 gtttcaaaat ccgtgctggt ccttttgacc caatattcgc cagattgcca atcagaacta
   772081 tacgcggtca agctccccca ctcgccccac aatgtcccgt caggcgcacg cgttccgttg
   772141 gttgcacgtg aggattcaag aaccgcagac atatctgaac cttggcattg tctgctggcc
   772201 tcgatactcg ataccagcga agtgccgcca tcgtatatcc accgatttgg gtagaaccga
   772261 taactcaccg aataacttgg gaatttttta cttttcgccg tcacagccac ttcgctatag
   772321 gtttggtagg taatcgtcac ctgaccctga tcgttaaccg atacattggg tgtgaatgac
   772381 gacgaccact catactgagt attattagca acatcgttat ccatctgtaa ctggaatgtg
   772441 gcgtttttaa agatcgtttt cgggaaccct ttatccgtag cgaaattttg cccgttaacc
   772501 agaataccgg tcagcgtagg taccgggaat agggatattt ttttctgcaa tgtactcagt
   772561 atcagggtat caacctgagg cgtgattgtg acatcaccgg cggtattccc aaccaccgtc
   772621 gcggtatagc tatctggctg ctcggtaatg gggctaatac tcaccggcac accgttttga
   772681 gtaaaactca agccctgcat cccactgata aaatggccat tcttatcgac agggacaaag
   772741 gataatgtgg aactcatcgt gccatcagcc aagatatccg gtgtggagac ggtgaaactg
   772801 gagcggccag catctggaat aggatctgcc gtgaaattaa ccgtcacact cggcacactg
   772861 aacgcagccc catccacttt caccgttact gttgctaccc ccaacgtggt actggtcaat
   772921 ggtgcgctat aagtgccgtc attgtgatcc gtgataacgc ccatattgcc taaggttgtg
   772981 tcaaaagcca cattcgcgcc agcctgcggg tccccatagg tatccttcaa ctccaacgtg
   773041 atggttgaag ccattagacc atcagcgatg atagatgtcg gtaccgcagc cagagtggat
   773101 ttatccgccg cgatagtacc cttaacaaag tgggtatcaa cactttgccg ttgcccctcc
   773161 acttctgctg tgactaccgt cacgccatct gtcgtattgg ttaatgcaat gcgcgcgacg
   773221 ccatttgcat ctgtcttttc cgtgatttta ttcggtagcg caccattatt ggtggttatc
   773281 accacctcct gcccggctaa gggtttcccc tcaaaatcag caacggtgaa ctcaacggtg
   773341 attgcagttt tcccactagc cggtgcgcca tcaccaatga cggccgccgt taatgtcaac
   773401 tgaggctgct gaacggtgac gctcaatgtg aatgagttag atctgtttcc ttggtgatca
   773461 accgcgagcg cactaagcga ataaaagttg gctgtcaggt cgtccgttac ccgactcact
   773521 tgtgctgtgc gtttataagg cggtaaaacc aagttgaatt gtgtggtact cagtggtgtt
   773581 aatgtgccgc cagcggcaat cagttcggca tcactccaga caatttccct tacagcagat
   773641 gccccttgta cttgtgcgtt cacctgataa acctgacccg gcaggccgga gatagttgct
   773701 ggcgataatg tcagtttaac cacctgctgt ttctgatact ccaacacgat attattgtta
   773761 cgatcgacaa ggttatagcg gctctcagcc agtagacgtg ttcccgccac cgctgaaggg
   773821 ctaagttgcg actgaaaact ctcgcccagg cgatagttca tttggaggtt ccactgtgtt
   773881 tcatgcttac tgcttttccc catacgctga tctaccccga cagtgagtag aggcacgggg
   773941 gtgtaattga tcccggcagt cacggcataa gggttgcgtt gcagattatc tttaccaaaa
   774001 taaatatcct ccggcatagc cggaggtttt tcatatgcgc ctataaggct ctgttaccag
   774061 ccgcgcccta acaggcgcat cgcgatctga catttgcatc tatggattac ttacggcccg
   774121 taaacgggct accgggatac gggatcgaga gttgctcacc cattttatcc tcttccaatt
   774181 ggtgctttat gtattcttgt atcctggccg tgtttttccc taccgtatca acgtaatacc
   774241 ctcgacacca aaactccctg ttacggtatt tgaacttcaa atcgccaaac tgctcataaa
   774301 gcatcagact gctctttccc ttcaggtacc ccataaatcc cgagacactc atcttgggcg
   774361 ggatctccag aagcatatgg atgtgatcca cacagtattc tgcttccagg atattcacgt
   774421 ttttccattc gcacagtttt cttaaaatac tgccaatcgc tctgcgtttt tccctgtaga
   774481 acacctgcct tcggtacttc ggcgcaaaaa ctatatgata tttacagttc catcgggtgt
   774541 gcgctaagct cttttcatcc ctcattggga cccccttttg atttcttgtt gaacatttgc
   774601 agttgccaga ccgcaaactg ttttaacaaa tcaaaagggg tttttataac tgacccaaag
   774661 ctgaaagctt tactgaaccc ccagcctagc tgggggtttt ctgggcacaa taaagcaaca
   774721 cgctcaccgg tgtattgctc atacatcaac ttccccccca gttgtgggag tgcaggtaaa
   774781 taagcattcg cgcgcaaatc ccccccagtg gctgggcgct ctttatagtc ggagaaatca
   774841 cgcgacgagt gccatccatt gaggcgaaaa tacccattgg cagccaactg taaataatcg
   774901 gtccaggcct cggcaccaag accgatacgg tggttgtggc cggtcaaatc attatcataa
   774961 aaagtattaa gtccgtacag ccaaccgttc tccaatgtac gtatcccgac gccaaggtta
   775021 agtgtgttgc ggctgtcttt attgcgaata cctaactgac taaaaaagag gaatgaagca
   775081 gagtcatacc aaggagccag ccaatcaaga gagctttctt ttagcgaaaa atttttgtca
   775141 aaattcagat taacttgagc cgtaccgaat cgatttaacc actgtttgat ttcttgatta
   775201 accgcatcgc ccaccattga gtgagcaaca tcagatgccc tgcctgatgc agctaacctg
   775261 gccccggtgc ttatcatctt attcaccgct tcagtctcct gctccttatt ggcgcgatct
   775321 attattgcag catttctttc tgtatccgat gcggaaaagg gattgattga actctccatt
   775381 tcattattag gatggagatt ttcaaatgca gatgaagaga cagaataagg ctggacctgt
   775441 tgcggtgcgt tagcatcata tttttctgaa gccccagcca tgaacattcc acatatcaaa
   775501 aagatacaaa taactattcg tgaaataata ttaaatgaaa ttattttatt aaaatacata
   775561 gacattcccg cattccttat caagagaaac tcactgattg gctggaaaac catcataatt
   775621 taaatgaaat aaagcatacc tgtcatacgt caaactgcat gtgcgttggc tgtgctcaac
   775681 aacttgagtt atttgaggta taactggcca caaaacgagc atttgaaatc accttgacca
   775741 ttaattaaag atgcaatagt tgaaagtgaa acttgttttc taatttagta aagacattaa
   775801 gaggatagca cttttttaaa aaaccaggct gggcagatta aaaatattca aaatatataa
   775861 taaaacagtc tataccatac agcgatagaa ttgatttatt gtaactaagc aggtgagaat
   775921 atcaaaaaaa caaaatacaa aatgaactat tatcatataa ataatatcaa ttagaataag
   775981 cccccttcat ttgatgttgt cagttgtctg ctgcggtttt tatttctact ttcagtctga
   776041 agtgttactc cgcaatatcc gcattaatcc tgatggttgc cttgatgaca cctgtatttt
   776101 ttccatcgtg aactaaacag tgtgaaataa gcattgcaaa acaagagatt ggctttcagt
   776161 taagtcattg tgctgggtat ccgttcatga tacgtctacc tctgtgttca cccaaaatgg
   776221 ggttaacgat aattgaccaa cacctgatta ctgatcactt gtaatggcgg gttgacccgg
   776281 cctttacccg caataaagta gacaaaagtc agttgattca ctgcggcttc ccctgccagc
   776341 cctacactct gcccactgcc cccttcaagc ggtatacagc gggttggcgt gcataacttc
   776401 acttgcaaac cgtccggggc cgttgacatt aactgatagc gccagccgac tgaaacaata
   776461 cgtgcatttt cctgcgccag tgcaactggc ggttgcaacg gggatgacgg cgttaccacc
   776521 ccacgcagac cctgggtgat accaatatta tccgctaccc aagaaccgga tgcggcgtta
   776581 atcttaagcg gcaacaggct ggtcgctaat agaatcaata cacggtggga ggcccgaatc
   776641 aacattaggc ggatcctatc gtcgaggtca tacgaatctg gcggttatca ccaatttcca
   776701 ggttagacag caccaccatt tgcggcaagc tacggcgcaa gaagcgggcc aataatgccc
   776761 gtagtgcatg attaaccaat aatacaggcg gtgcgcctag catctcttgg cgttgcaacg
   776821 cttgtttgga ttgatccagc agacgatcag ccagacccgg ctccaagcca ctcccccctt
   776881 gcagagcttg taataataag cgctccaagg cagcatccaa cccgataacc tgaatttcac
   776941 cattcccagg gaaccactgc tgcgcaattg aacgccctaa tgccactcgc actgtcgcgg
   777001 ttaattcgta aggatcagcc tggtttggcg catgttcggc cagtgtttca ataatggtgc
   777061 gcatgtcgcg gatcgagacc cgctccatta acagattttg caaaacttta tgtaacgtgg
   777121 ttaatgtcac caccccaggg ataaagtctt cggtcaactt tggcatctct tgcgtcacac
   777181 gatcaaggag ctgttgagtt tcctgacggc cgaacaactc gttggcatat tggctgagca
   777241 catggttcaa atgcgtcgcc accaccgtgc tggcctcaac cacggtaaag ccctgaattt
   777301 gtgcctgctc acgtaacgca ctctctatcc acaccgccgc cagaccgaag gccgggtcgt
   777361 gggtagcttc acccggtaat gtaccaacgg cgttaccagg gttaatcgcc agccagcgcc
   777421 ctgggtgcgc ctcaccactg ccaatttcga cccctttcat taatatccga taattagcag
   777481 ggggtaattc caagttatcg cgaatatgca cgactggcgg tagatagccc atctcttgcg
   777541 caaatttttt gcgaatgcta cgaattcggc ccaataattc accgttttgc tggaaatcca
   777601 ccatcggtat caagcggtaa cccacttcca tccccagcgg atcttccagt tgaacatctg
   777661 cccatgtcgc ctctgcgccc tgttgctgat cttgcaccac gggtgcttct actgccacag
   777721 gctgctgtgt ttgtttacca cgtaagcgcc aagccaaggc caataatgct gcggtaaata
   777781 gtaggaagac aaaattcggc atcccaggca ccattcccag cagacccagt acgctggcac
   777841 ttaataccat cacccgtggg ttgttgaaca gttgggtgac catttgctgg ccaacgtctt
   777901 gatcagtact gacgcgagtg acaatcaccc ctgaggcggt cgaaattacc agcgcaggga
   777961 tttgagcaac caaaccatcg ccaatggtga gcaaggtata ggtttctgct gcatgaccaa
   778021 aagccatgtt gtgctgaagc acgccgacca gtagcccccc caccacgtta atcaccatga
   778081 tcagcaaacc agcaaccgca tcaccgcgaa caaatttact ggccccgtcc atcgaaccgt
   778141 agaagtcagc ctcttgcgta acgtcagagc ggcgtttttt cgcttcatct tcgccgatca
   778201 atccggcatt taaatcagcg tcgatcgcca tctgtttacc gggcatacca tccaaaacga
   778261 aacgggcacc cacttcagca atacgccctg cccctttggt gatcaccata aagttgatca
   778321 ccaccagaat gacaaagacc acaataccaa tggcaaaatt accaccaacc aggaagtgac
   778381 caaatgcctc aaccactcgc ccggccgccg cgcccccggt gtgaccatcc atcagaataa
   778441 tacgcgtgga agccacgttt agtgatagac gcaataaagt agagaacaac aggatggtcg
   778501 gaaaggcggc aaaatccagt gtgcgctggg tgaacatggc caccagtaac accatgatgg
   778561 aaagtgcaat attaaaggta aacaacaaat ccaaggcgaa tggaggcaga ggcaaaatca
   778621 tcatcgacaa gatcattaag atcaggattg gcccagcgag aatttgccac tgtgtgtctt
   778681 taaaattgcc cggtaaacgt agcagggcgg ccaaattagc cattagtctg tctcactctt
   778741 tgtctcactc tctgttgcaa aatccagtgc ttccggcacc ggcagatgtt caggtttttt
   778801 cgggataagc ccgccttccc gcttccagcg tttcagctga taaacccagg caagcacctc
   778861 ggcgactgct gcataaaggg tggcaggaat atgttgaccg acctcactgt gccggaataa
   778921 tgccctcgcc agtggcggcg cttctaatag cggaatacga tgttcagcac ctaactcacg
   778981 gatacgcagc gcgacggcac ccgccccttt cgccaacacc ttaggcgcac tcatttttga
   779041 ttcgttgtat tgcaaagcca ccgcgtagtg tgtcgggtta gtcacgatga catccgcttt
   779101 gggcacatcg accatcatcc gacgacgggc catcgcccgt tgctgctgac gaatgcgccc
   779161 tttcacatgt gggtcgcctt cctgattttt aaattcgtcg cgtatatctt gtttggtcat
   779221 acgtaacttt ttgatatggc tggttatctg gtaaaacaca tcaaacccga ccattggcga
   779281 cagccctaag accaccacca gcccgcagaa aatgatcaag tgaagcgcat cacctaatgc
   779341 tgcaaccggt ggcgcggcaa tcaggcgcat catgtcgggc cagttatgcc aaaggaataa
   779401 cccggtgacc caaccaacca gtgtcgcctt caaaatggct ttcagtaact cagccagcgc
   779461 ctgtgaggaa aacatgcgtt ttaaacccgc taccggactc atccgtttta ggtcaaattt
   779521 tattgactcg ccactgaaca gcactccccc caagagcatc ggtaccgcta aagcgactat
   779581 cactaatccg gcaaaaatcg gcagcatcgc cagcagcgtt tggcgtaata acatgccaat
   779641 ttgccgcagc atttgtttgt cattgctgac catgctgtga tcaaaatgca gcccttgcgc
   779701 aaccatagcc gagagttgcc gggccattga ttcaccggac atccacagga tagtcaaacc
   779761 ggccccaagc atcagcattg aggttaattc acgcgagcgc gggatctggc ctttctcacg
   779821 cgccttctcc agcttactgg ctgtgggttc ttcacttttt tcctgatcgc tatcttcagc
   779881 cactgcaggt attcctgttc agcgtgagtg ttcctgtgtt agtcagaggg atggcagata
   779941 tagttaccgc ttatacccaa atgagttagc atcgccgcaa cgctaccaac gcatatgtac
   780001 tatcaatcag taagtatatg tactctcaat cagtaagtaa gtgactgggg tgaacgacgg
   780061 caaccaacgc acaggcaact tgatgcatga cgagtattac cctaaataat tcgagttaca
   780121 ggaaggcggc aacgaagcga gtccccagga gcttacatca gtaagtgact ggggtgaacg
   780181 acggcagcca acgcacatgc aactcgaagt atgacgggta aatgggtgag cttatgctcg
   780241 gaacaacgca ttattcaggg ggttaattga tagattgacc agccactgcc ggacgtcatt
   780301 tgaggattgt ctgaatctct tgccactcta gtttaatcat gtgaggtaac aatatatgct
   780361 gatgaagagc aaatgggctt taagcaataa ttaacacgat aacaaggatg tactatggat
   780421 acagttgaag agctgggcgg gacgtacttt tatgcaggca agccgaattt aaaagccagt
   780481 gagctactat ttatgatttt ctgtgagaat actgccagcc agtttggtat gcaggatttc
   780541 ggggctgtgg ttgcgattat ttcgggtaga agcaatctct taacaagagg aaagcccata
   780601 ggtgcaacaa aaggcacatc atacgcctcc aaagcggcac gaagtgtatt taagaaaaca
   780661 aaattcccat ttgggatgtc gctacctaca tggttaggcg ggtatactcc atggacggcg
   780721 agaaaagcga tggtgcgtaa tatcgccccg tttgttggtc gttcgatccc cctacttggc
   780781 ctcatcatta ttgctgctga cgtatcagca atcacttacc gtacaattcg tgactacaac
   780841 atgatagcaa gggggggcga taagctatgg tagatgatat tgaacaacga atttatgatc
   780901 ttgtccggcc ttatgctggc gtctatgtgt tcaagagaaa gccagtatct ttgacccctg
   780961 atacagactt agacactgac ctaagtattg atgagcttga aatagaagat ttaatgaatg
   781021 acttctttaa agagttctct gtacaaagag gtaatttcaa tattaaaaat tacttccctg
   781081 acgttccttt ttctttcaat ccattcaaaa aaacagcgcc catacctgtt ccagatttca
   781141 ctatagggat gcttattgag tccgccaagg ctggtcgctg gttgtatgac tgaaataggc
   781201 tgggcttaat tgcccagttt cgctttggtt aaaaccaccg gcaattttat attgtcggga
   781261 gaaacgggcc acatggtatc cggcgctgca ctcacatcag ttcgcccaaa aacggcttgg
   781321 ccacaagtcg atgaaaatga ctcatgtgtc cctggatttg tgtaaaaatg agtgggttga
   781381 gatttaggcc gactataaca atttcggata ttttcgaacg gagagaagaa atacaagtaa
   781441 aattaataaa ttaaaaaaag accgaatacg attcctgata ttcggtctag ggaaatggct
   781501 cttgggagag agccgtgcgc taaaagttgg tattaatgta ggcttattca gccgcacttc
   781561 ttaagcgtag ccgagtaccg acatttcgcc aaccttgtaa cggaactaaa taatcactga
   781621 tgtaaattaa ttaagtaatt ttacagtttt ggccgaataa aaataaacat acggttaaac
   781681 aatctttaat tttcatgtgg ttaaactagc atgatttact gttggcaaag cgccattgca
   781741 cgttgttgga aaggttccaa actcatcttc tgccctgggt tattgctgtc attcagtaac
   781801 aagacgtcta acggcttggc taagacatga ccagacttca tttgttcagt cgcaatatca
   781861 ttcaggggat attgcactaa cgtggcagga ttaatcacaa acaaagcatt gcctgcccgg
   781921 cactctaaca tcacttcttc acgggtaaac gcccactgtt taccaaattc aaatttactg
   781981 accgtgataa tcttcccggc agccatagca ttagctgaaa gcatcaatag cgacagcatt
   782041 agcacaaaac ctttcatctt aattaccctc aattagccaa ttgttttgat tttctcgcat
   782101 accgcggagt tgatgcaagc tcaccggcaa taactggcat ttattcttgc ccactatact
   782161 ggcgccattg tggcaaaaat actgaccagc aatagcactg ccacgccaag cacgatttca
   782221 aaacagctat taataactaa ccaatgatgt gctttcgtgg gcagttgctt gagcatcgga
   782281 acaatgcggt aacggttaat cagcgcaaca gcaagcataa ataccaccaa tatgactttg
   782341 cctagtaaga gcatctgata atttgatgtc agcgtcagcg tggcatcttg cagcataata
   782401 aggctattta ttaccccagt gaccaacacg agggcaacgg ccaagtgccc ccagctcgaa
   782461 aatcgaatta atgtcgtgat cgcttcacgt ttggcaccct tatcacgagt gtatgcaagg
   782521 caaataagca acggcggtaa acatcccagc cagtaccccg cactgagcag gtggatgact
   782581 tggttagttt ggtgaaccca tccaagtacc ccatcataca tcgctgcatg ccccgcaaaa
   782641 gccaggctcg cgagcaacaa tgtagagcag ccgaccatca gccagtaata ccttcgcgcg
   782701 ctacccaaca acacgatcca catactcaag atggacaagc caatgtgcca ttgccatacc
   782761 tgaccaaatc gcgtccctaa gacggcccac cagacagtca gtcggtaggt gtctgcccag
   782821 ccatccccca tcattccagc ctgaatagcc aagattccca cggcagaaat caaccctagc
   782881 agcgtactag agacaagtaa cggtgacagg cgttttttta gtatcaaaga gaaacgatct
   782941 ggtgccaaaa aggcggtgaa tacagtgatg ccaaacatca gcatcactgc cataaagtgc
   783001 agaaagcgac acagaatgaa tagagtcgcc aaagacatat ctatttcaca gtgaagctgt
   783061 aagtgccttt cgtcttatgg ccatcaaccg agacaacgtg ccatgagaca tgatattttc
   783121 cagcagctaa agcatggcca atcggcaaaa tcagttgggt gttattcgcg ggatccaatt
   783181 taagatcacc ggttttgacc acattattat ccggccccgt gactttaaca ccactgaagt
   783241 tcagctcaat gccctcagag aagcccaacg ttaaggcttc aggtgcagca tttatagtgg
   783301 tatctgcagc cggggtctcc gcttttaaat gcgcatgagc aagcgcttgc tggctagaaa
   783361 ggccaacaaa taacacaata agagccgaca acatgcggca agatgagcgt actttacgaa
   783421 taaacatata agtgtccctt aatcgatggg gggaagaatc gtctactacc aaccatatcc
   783481 tatattggca gcatgaaccc ctatcacttc cagtcaaatg cactacctgt gagggagtac
   783541 acaaaataaa acgccaaaaa ccaagttgtg gttgaaatat aaccaataaa ggaatgaaaa
   783601 ttcaactcac tccattaccg ttattacaaa tgataacgat ttgaatgtag caagtcgagt
   783661 ggctatagcc aagctaaatg ctaccagtat agaatcagtg aaaaacagaa aaacaagaaa
   783721 aacaagaaaa acaagaaaaa caagaaaaac aagaaaaggc gaggatcgcg gggagggata
   783781 ggcaacaaca aagccgcagt acccaataat agtaccgcgg cgaatatttt ctcaataccg
   783841 gttaagctga cgtgtagcct tgggccgcca ttgttttcaa atctttatca acgaagaaca
   783901 acgaattacc gctattaccc accagagcca gtttatccaa aatagatttg aacagtttct
   783961 cttcctcatg ttgttcagca acataccact gtaggaaatt gaatgtggag taatcatgag
   784021 tggtcatcgc aacatgggca agctcattga tttgagtggt aattaattgc tcatgttcat
   784081 acgtaagctt gaatacatca gctaatgatg caaaatctac aggtggagcc gtaatcgtac
   784141 ccagtacagg catagagcca gttccactga gatattcaaa caaacgttcc atatgttgca
   784201 tttcttcttg agaatgcttt tttaaaaagg cagccgcacc ttcaaaacct ttatcgctgc
   784261 accaagcact catttgcaga taaagattcg cagagtaaaa ctccagattc agttgctcat
   784321 tgagtttttg tgccatttct ttttttaaca taataattcc cttacttttt gatatgggca
   784381 agaaataatt aacttggtgt attatgccaa gataaaaaca aaataaaaac actctattca
   784441 cattattatt tataaaaaac ataaatcatt caacttattg atatctaatt gtaaataaac
   784501 aataaaatta aatgaaaata aataccaaag catcatgata atcattcaca ttattttata
   784561 agcactaaag ataatgattc ctattggtat ttgtgatcgc ttaataatat ttccaatatc
   784621 agagaatgag tctgtttaat gatagtcatc cactgattcc ctatagttgg caacattact
   784681 gacttgccaa tatctaccgt ctgcattacc ttttgcgcta tcaacgccga tggtctaaga
   784741 aggagaaaga aatgggatat aatttggtag agctttctga cgaagagacg gcaaaaatga
   784801 acgttgacct tgccgcctca ggtgttgcat ttaaagagcg ctacaatatg cccgttatcc
   784861 ctgaaatggt cgccagagaa caacccgaag ctctacgcga gtatttttta caacggctgg
   784921 cacattaccg tatcgagtca aaaaaattat ctcgactgcc gtatgaacct aaagtgaagt
   784981 aatcgtgaaa tgctcccgta ggccttaacc cgcgggagtc agtcgcctta aatgcgtaga
   785041 gtcagtgagc aaatttatca gtagctagaa taagttgatg cagtatccct ggctcatcaa
   785101 aggagtgccc ggcaccttca acgatataga gctcagcttc aggccaagcc tgtgctaaat
   785161 cccaggcgtt ctgtagctga cacgccatat catatcgacc atgaataatt acagctggga
   785221 tatgccgtat acgtgtcaca ttgtctaaca actggttatc actgtccaag aagccaagat
   785281 gcgtgaaata gtgattttca atccgggcaa acgccagtgc aaaatgctct tcaccaaagg
   785341 aagccgagct tttagttggt aataaggtca ctgtttcgcc ttcccacaaa ctccatattt
   785401 tagcggcctc tagctgtatt gcccgatcag gtgatgtcag ccgtttacga taagccgcta
   785461 tcacatcgcc ctgctcttct ggggataaaa ttgacagtac ccgctgccat ttctcgggga
   785521 aaaagcgcga ggccccctct tgatagtacc aatgcagttc tttcctgcgt aaagtgaaga
   785581 tcccacgcag aaccatctca ctgacacgtt cagggtgtgt ttcgccataa gccaatgcca
   785641 gagtcgatcc ccaagaaccg ccaaacacca gccattgttc aatcccggcc atcttgcgca
   785701 gacgttcaat atcctccacc agatgccaag tcgtgttgtt atccaagctg gcatggggtt
   785761 tagagcgccc acagccacgt tgatcaaata acatcacatt atattttgca gggttgaata
   785821 gctgccgatg ataaggtgca atcccgcccc ctggcccccc gtgaataaag atcgcgggct
   785881 tgcccttcgg attgccgcag agctcccaat aaatttgatg cccgtccccg gtgtctaata
   785941 aaccgctgtc gtaaggttca tatgcaggat aaagtccacg taattgttcc attatttttc
   786001 catgcttgtt attagatatt aagttatcaa aacctatacc gcccgcaggg tcaatgacaa
   786061 aacctcagat tcatgccagt cacccattta attcaatcaa cggatgatat ttacaccgta
   786121 gcgcaataac tcacctcact ttaagtggct agacaagcac tattaaacga aaataagaat
   786181 tcttaagatt taataatgtc tttattaaac aatagattaa tctctttgat gttttatctc
   786241 cttgcaactc tcgctgataa cgtggttaat gggtgggcgt acaaacctaa ccgcaggtca
   786301 agagaggtaa ggcatgagta agggaatgga cagcaaaaag aatgcgaaga aaaaaccact
   786361 gaaaacaccc gcagagaaaa aagctgaaaa acgcgctaag aaatcatcat ctaccagcgc
   786421 agcctaacgg ggtttttcgt ttcgtgagtt aacccgccat tatcggcggg ttttttattg
   786481 ttcatattta acgatgacgg aaaaaggatg aaatatattt tcataatata tattgatatc
   786541 ttcagatcat atatccccat cccccgccca actgcatgtg tgttgattac cgtcgttcac
   786601 cccagtcact cacgggtcgt tgatcttaaa ataaattaag ctcctgggga cctactcagt
   786661 taccgccttc ctgcaacgcg ccgcattatt ttgggtataa agacatcatt gcattaaatc
   786721 aacgacagaa taaatgcata ctccaaagca atatcttcat aagctttgaa gcgacctgat
   786781 ttaccgccat ggcccgagtc catatcggtg taaagcagta attggtggtc atcagtcttc
   786841 atttcacgca gtttagcgac ccatttagcg ggttcccaat actggacttg agaatcatgc
   786901 agcccagtcg ttaccagcat gtgcgggtaa tcctgcgctt taacctgatc gtaagggcta
   786961 tattgcttaa tataatcgta atagacctta tcgttagggt tgccccactc atcgtattca
   787021 cctgtcgtga gtggaatcga ctcatccagc atggtcgtga ccacatcaac aaagggaacc
   787081 tgtgccacaa ccgccttata taattcaggg gcctgattga cgatgacgcc catcagcaag
   787141 cctccggcac tgcctcccat cgcaaaaacg cgctgagcat ccccatatcc ttcgttcact
   787201 aaggctttcg ttacatcagt aaagtcgctg aaggtattta atttgttgag taatttgcca
   787261 tcttcatacc attgctgccc cagttctccg cccccacgaa tgtgtgccag agcaaacaca
   787321 aaaccgcgat ccaataagct caaacggcta ctgctgaaga cgggatccat actgctaccg
   787381 tacgaaccat aggcatacac caataatgga ttgctaccag aaacaaagta gtcgcgatga
   787441 taaaccaacg aaaccggtat tttcacacca tcagatgcgg taacccaaat acgttcactg
   787501 cgatactttt caggggtgaa atcctttact tcctgttgct ttagtaactg gcgctcacca
   787561 ctgtccatat taatctcaaa catggagctt ggcgtggtca ttgaggagta accatagcgc
   787621 aacagtgccg tttctggttc tggattgtaa gcaagccacg ttacgtaggt tggatcatca
   787681 aaagtgatgg atttttcttc tccagtagac caatggattt gccgtaggtg cgtcaaccct
   787741 tcactgcgtt cttcgaccac cagccaatcg cggaataaac tgaatccttc cagcataacg
   787801 tccgttcttg gtgcaatcag taacgcccat tgagactcat cggcaaagtc actgcaccct
   787861 tggctgtctt caattttata gagcccgaaa ttcttcccct ctttattgga gcgaatatag
   787921 aagtgctgtt tatagtggtc tacaccatat tcatggtctt tacggcgtgg cgcaaaaacc
   787981 tgcggtaccg gctcaggcag atcagcatcc agcaacaaaa tctcagacgt cgtcgtgctg
   788041 ctaaggtgaa tcagaataaa acgttcagac gtggtttttt ccaagctgac ataaaaagtg
   788101 tcgtctgatt cctgataaat taatttatct tgctcaggat cagtacccac cacatgccga
   788161 tacacttgat aaggcaataa cgttttttca tgttttcgta cgtaatacag cgtttttgaa
   788221 tcatttgccc actcaaatcc gcctgacgta ttactgataa cttcatcgtg ccagccccca
   788281 ctggataggt tttttatcct gatgtcatat tggcgacgtg atagataatc ttctgccacc
   788341 gccagtaact ggttatcagg actgacatct aaaccgccta aggtataaaa ctcatggccc
   788401 tcggcacgct gattaccatc caatagcgtt tcccagtcgc tgtctgtact gacgggttgc
   788461 cgaacataga tagcgtactc gttacccggc tcaaaacggg tttgataacg gtagccgttg
   788521 cgaacatacg gcactgactc ctcttgtgga ggaatacggc caaccatttc ctgatacaag
   788581 gtttcacgca actgttgttg tggcttaagc accgccgccg tgaaagcatt ttcagcttgc
   788641 aaataattca gtacatcagc atctgtacgt tcatcatcac gtagccagta atagtcatcc
   788701 acacgcgtat caccgtgtcg cgtcatcgga taagggcgtt tatctgcttt tgggggagtc
   788761 atcattgatt aggttatcca tctatgtgcg ttatcacgag agtggtacga ttacctgttg
   788821 atgcaaagaa aaacatatag tttgctgata aacaagggca tttaaaggga ttattgggaa
   788881 tttttattgt taggtagtaa tacaaggagt taccagagag gctactctgg cttccttttg
   788941 aaacactatt ggccatttga aacactattg aattgaccag atggagggca atatgccctc
   789001 aaacatagcg ggttattgct ctgcaataac aactgattaa gagcctggtc ctcaacagcc
   789061 agcggccctg gcagttactt cggcccggct tggctattca gaccgatctg gggatctggc
   789121 ctggtctgag cattcagccc agtataagtc attgtgccag acttgcagtc gagcaccact
   789181 tgatacgttt tatcaccctt gttgccccga gcgatcagtg gaacctgcca gatatcatct
   789241 ttaccgataa tatctaccac attaatccac actaccggct tatctgtgcc caactgtttt
   789301 ttatctgctt cccaacgagg aatacggttt tgtaggaaat cccgtttgac ctgagttgct
   789361 acctgggatt gattcaagcc gatacaagca ggaactttta cgactcgcgg ctcttgggca
   789421 tgtacgctgc ccatcatgcc aagtagtatg gttgccagca ccaaagctaa ccctgtcttt
   789481 ttcatcactc ctccacgcat tattattcct atctagtgac tggagtgatg attgaaacac
   789541 aggttgtaaa gtgaacagca caaccaaact gatgtgatta atactgttta attaacaccg
   789601 cgtaaattca atcacgtaaa accgatccag ccctggatag atcgccttaa tcaccttttt
   789661 cagttcgtct aatgacatat tttcttgctc agcatgacgt tcagatagcc cgtccagtgt
   789721 caccggcgtg accgatttaa ccttgatgtg gcaaaagaat accccatctt cattacggca
   789781 cacccgaagg acttcccctg agcgaaaatc agactcactg ctatcccgga tagtaatcgt
   789841 tttacgatct gccagaatat cggcttcaaa acggccaaaa aaggtgattt cacgattcat
   789901 tttagatctc tttttcactt tctgccgaaa gtgagcaaat taagcggctt gattttcttc
   789961 aggtttactt ttcttctcag cagtattttt ttcagattgt actttttgtg gcccatcaac
   790021 ggcgaccacg ggggtactac cgcgtagaat ttgccctaat gcttctttat tttctgccaa
   790081 gaagaaactt aacgcttcac gttgttcttc ctctagcgac agcggagcct gtgataacca
   790141 ttcagacaag ttgtcagcca aatccagcat cttatcgtag gcatcggctt cttttttggt
   790201 tgtgaaagtc attttttcct caccctgtct caccacgacg aattttattt caacggccat
   790261 tgctatacat ccttttcgct cacagataac tgtatataat cacagtgtag ggtgatttat
   790321 cgggatgatg caactgccat caccccgcaa tgattatttt aatagacggg ctttacagtt
   790381 tttacctttg attttgcctt gctgcaattg ttgcaacgca cgcttggcac tggctttacg
   790441 gatagccaca taggcatgaa ccgggaacat atcaatctta cccacatctg cggcggttaa
   790501 ccctgcatca ccggttaatg ccccgagaat gtcaccaggg cgaattttag ctttgcgccc
   790561 cccgtcaatg cataacgtca ccatttctgg ttccagcatg atgttggtgc tacggctaac
   790621 ctgttccgca ggtgtccatt tcaattttat ttgcagataa tcttcgatgg tatgggcacg
   790681 taccatttcc tgtggcgtac ataggctaac ggccaggccg ctcatccctg cgcgcccggt
   790741 acggccaatg cggtgtatgt gaatttcggg atcaaacgcc aattcaaagt taatgaccag
   790801 ctccagatcc ttgatatcta aaccacgagc agcaacatcg gtcgccacca acacacggca
   790861 gctacgattg gcaaaacgca ccagaacctg atcacgatca cgctgttcta aatccccgtg
   790921 caaagccaag acactgatac cacgtgattc cagtgactca taaacgctct gacaatcttt
   790981 tttggtgtta cagaacacca cacaagaggc cggctggtaa tggctcagaa ctgagatcag
   791041 cagtggcagc cgtttctcac gagtcgtttc aaaaaacacc tgttcaatag cgggctcttc
   791101 atcggtatca cccacttcaa cattcaatgg ttggcgctga actcgtgcac tgatctgctc
   791161 aatacctgat gggtaggtgg cagagaacaa caaggtttgc cgctgtggag gggtatacgc
   791221 aatcacgtca tcaatggcat cggaaaaacc catatccaac atgcgatcag cttcatccaa
   791281 caccagcgtt ttcaactcat caagtaccag cgttttcttg cgcagatgtt cctgaatacg
   791341 ccctggcgta cccacgacaa tgtgcggtgc atggaccaga gaatctaatt ggtggcccat
   791401 cggttggccg ccacacaggg tcagaatttt aatattttgt gtaaaccgtg ctaaacggcg
   791461 cagctcttta ctgacctggt ctgctaattc tcgggttggg cacaatacca gcgcttgggt
   791521 aacaaattcc cctaccgcta ttttgtccag caaaccaatg ccaaatgcgg ctgttttacc
   791581 gctgccggtt ttggccttcg cccggacatc ctgcccgttg aggattgcgg gtaacaccgc
   791641 agcttgtacc ggggtcatct cggtatagcc aagttcatta agattggaca actgctcagc
   791701 aggcagtgtc agggaagaaa aggaagttgt gctcacggca gtaactctta taactggatg
   791761 gaatggcagc gatggcctga aggcaagcgc aagattttgc cgcgataata ccagagatag
   791821 gcgcgttgcc ggaattaaac cgcaaaaaac aggttaaata ggcgagacgc tgcgcaactt
   791881 cttctttgta tttagggcgg cggtatgaga tgagagaaat gtatggagaa gaaattcact
   791941 gctgcgcccc tttaacatta cagacgcaat cgttttcgtc gctattttgc cgtatactgg
   792001 cgcgcgtcaa attaacgtgt aatctcccac agatgtaggt atctaactat gctaaccatt
   792061 ggaaccgctc tgcgccccgg cgctacccgt gtcatgttgc tgggcgcagg cgagctgggt
   792121 aaagaagtgg cgattgaatg ccaaagatta gggcttgagg tgattgcggt tgatcgctat
   792181 gccgatgccc ccgcgatgca tgttgctcat cgtagccacg tcattaatat gctggatggt
   792241 gccgcactca agcagttagt cgcccaggaa aaaccgcatt atatcgtgcc ggaaatcgaa
   792301 gctatcgcca ccgatatgct ggttgagctg gagaagatgg gccaacatgt tgtgccttgt
   792361 gcagaagcca cccgtctgac catgaaccgc gagggcatcc gccgtctggc cgcagagacg
   792421 ttgcaattac ccacgtccag ttaccgcttt gccgacacag atagcgcctt ctttcaggcc
   792481 gtgcgcgaca taggttaccc ttgcattgtt aaaccggtaa tgagttcttc tggtaaaggc
   792541 cagagcctga tccgcagcga ggaacacctt caggctgctt gggaatatgc acaacaaggt
   792601 ggccgtgccg gtagcgggcg cgtgattatc gaaggtttgg ttcattttga ttttgaaatc
   792661 actttactga cgatccgtgc tgtcgatggt attcattttt gcgccccaat aggccaccgt
   792721 caggaagatg gcgactatcg cgagtcctgg caaccccaag ccatgagtga tatcgccctg
   792781 cagcgagcaa aagagatctc cgcacaagtg gtcaccgcgt taggtgggtt tgggctattt
   792841 ggcgtagaac tgtttgtttg tggtgatgac gttattttca gcgaagtttc tcctcgccca
   792901 catgataccg gcatggtgac cttgatttcg cagaatatgt ccgagtttgc cttgcacgtg
   792961 cgcgcatttc ttggtttgcc gattggcact atccgccaat atggggcggc tgcctcggca
   793021 gttattttgc cagaactgac cagccagaat atcacctatc gcgggctgga aactgccctg
   793081 ataggcgata cacagattcg gttatttggt aaacctgaaa ttgccggtaa gcggcgttta
   793141 ggggttgcac tggccgttgc agataatata gaaaccgcca ttgaagtggc aaaaaaggcc
   793201 gcgggaaaca ttgaggtcag tggggaatga tcatcctgct catttagccg acgctagcaa
   793261 ataaataaac ccgccattca gccagcgggt ttatttttat ctatcaatcg ttctatcggc
   793321 cagtaaccgc ctgcgatcaa taacaaccag aaacattagc cctcatacgg gtcttcaatg
   793381 tcatccgcat ccggttcatc atcccggcgg taatcagact cagtatgttc atcaaaatca
   793441 tgatcttcaa agatagccat cgcttgtgga tcattttggt gccgctcacg gatttctgcg
   793501 gccaccaatg caatcgcttc accactgctc atcccttcag acatgaattt gtgaatacgt
   793561 tcaaccgctt cttgctgttc ctcatgggaa agtgaaggca tacccgctag catctattga
   793621 tctcctacat ataatttatt gagtatacct gtttattcct gcctgcggta aactcctgcc
   793681 accactgtct tagtgattta tgcagccttg tagcccattg ccaacatgta cataagacat
   793741 ctctttatga ccattcgaaa gaaaagaata gcgacctatg tgtgagaaat ttttaaccgt
   793801 caaagagtta ccttatcacc ctgatgccct gcttcaacaa ttcaccccac ttgccaacca
   793861 agcttgggcg atgttgttgc actcaggatt tgctcaacac ccccatagtc gctttgatat
   793921 cttggtcgct gatccaaaaa taacgctgac aactcatggg gataaaacgg ttattgtcag
   793981 tgatcagggg caggaaacct ccctcgcgga tcccttctct ttgctgcagc agcaactgga
   794041 taaattcgcc ccagcgatgc ctgctcaccc tgatctgccg tttcagggcg gagcgttagg
   794101 gctatttggt tacgacttag gccgccgagt tgaaaaattg cctgaactgg cggcgcacga
   794161 tatcgccttg ccggatatgg ccattggcct gtatgactgg gcgctcattg ctgaccactc
   794221 tcggcagaag ctcacgctgg tatcccttgg cgatgccgaa cagcgcttgc attggctgca
   794281 tcagcaaaca accgatgaga acctcgtccc cttcaaactc acggttccat ggcaggcaga
   794341 tatgtcacgg gagcagtacg gcgaaaaatt ccgccaaatt caagcgtatc tgcgtagcgg
   794401 tgactgttac caaatcaatc tggcacaaag attcagcgca gagtatcagg gggatgaatg
   794461 gcaagcattt ctgtcactga gtcgtagcaa tcaagccccc ttttcagctt ttattcgctt
   794521 acccgacaac gccatattga gtgtttcacc agaacgtttc ttgtggttgg agaatcatca
   794581 ggttcaaacc cggccgatta aaggtacgct accccgtttg gccgatcctg agcaggatcg
   794641 ccagcaagct gagcgattgg cgaattcagc caaagatcag gctgaaaatc tcatgattgt
   794701 ggacttactg cgtaacgata ttggccgtgt cgcacgtccg ggtagcgtcc gcgtaccaga
   794761 gctgtttgtg gtggagcctt ttcctgcggt gcaccactta gtcagtacaa ttaccgcaat
   794821 acttccccca gaatgttcgc cgaccgaatt actgcgcgcc tgtttccccg gcgggtcaat
   794881 tactggtgcc cccaaggtcc gagcaatgga aattattgaa caactcgaac cctatcgacg
   794941 caatgcttat tgcggtaaca ttggctacat aagttgctgc ggcaccatgg ataccaatat
   795001 tactatccgt accctgatga cagagaacgg taagatatat tgttctgccg gaggggggat
   795061 tgtcgccgac agccaagagc aagctgaata tcaagaaacg ttcgataagg tcgcccgtat
   795121 tttaccgcaa ctgggggagt gtgttatttc gtgagtgaat taattactgg gcagtacttg
   795181 tccgagttta ttaaccgttt ccaactacaa ctgccgcaac ccgataatgt tttgactcat
   795241 agtcactatt tttctgccac taaccgccgt gctgctgtat tgatacccat tatttgccgc
   795301 ccagagccca cattattact gacccgccgc gctgatcact tgcgtaaaca cgcgggtcag
   795361 gtcgcgttcc cgggtgggaa ggccgatcct gacgatcagt cactgattag taccgcgcta
   795421 cgtgaagccg aagaggaagt cgccattccg gcatccgtag ttcatgtgtt agggaaactg
   795481 gctcccctga acagttctag tggttatcac gtcacgccaa ttgtgggatt agtaccagcc
   795541 aatatccctt tttacggcaa tgacgaagaa gtggctgggc tatttgaaat ccccttacat
   795601 gaagcgctga gcctctctcg ctaccattcg ctggatattc atcgggaggg aatcaatcac
   795661 cgggtctatc tttcatggta cgaaaaccaa tttatctggg gcctgaccgc cacgattatt
   795721 cgccatctgg cgcagcaagt cagtatttga ctcataaagc cgccatttgg cggctgttaa
   795781 cctgtgacat ccgtcacatc gtgcagctaa aaaacagtaa taacagcata aagcgatcct
   795841 tgtcacctcc tcaattcgat ttttactcta tttttcttgc acattcattt taaaaaaact
   795901 gtaaaatggt ctatcggcat tactaaatat ctgtaaaata ttatccgccg ctataaacca
   795961 ctaagaaaat aaggtcaatt cctgatagtt atggttaata gctgagagtc atggttaata
   796021 gctaatagtt atggttaata gctaatagtt aatgcggcca atatcagcat aagctgttac
   796081 ccaaataggc ttaatggcga gaccgtgttt agagatagaa aacgtttaga gaccaaaata
   796141 taccgggcca ttgaccccgt agctgaataa ctagaacgta ttttgttaaa tagggataat
   796201 tttcactctc cttggcggtt ttttatcctc cctggaggaa gagaaaaatg tagccgttgc
   796261 cgtatcaaat aggcacagct aatccgagta gcccccaaat caataaaggt ctgtgattgc
   796321 atcacttcat gtatggatat ttattatgtg tagtgacccg cgtctagcca caaagtttta
   796381 tacttaatac aaatgttctc aagccctatc aatcaggcgc tgagtataat aataggtttt
   796441 tgtgaaggag ctttagcgtg attagcgttt ttgacatgtt taagattggt atcggtccgt
   796501 ccagctctca taccgttggg ccaatgaaag cgggtaagca atttgtcgat ttgctgataa
   796561 ccgaaggatt gatgccgtct atcacgcgtg ttgccgtcga tgtttacggc tcactgtcgc
   796621 tgaccgggaa aggccatcac accgatatcg ccattattat gggtctggca ggtaacctgc
   796681 ctgataccgt tgatatcgac agcatccctg cgtttatccg cgatgttgaa ttacgccaaa
   796741 aactgatgtt ggcaaatggc ctgcatgaag tcgatttccc ccgtgaaggc gggatggtct
   796801 tccgcagcga taatctgcca ctgcatgaga atggcatgca aattcatgct tttgctggcg
   796861 atgaaaaagt cctcagcaaa acatactact ccatcggcgg tggttttatc gttgatgaag
   796921 agaattttgg caaagccagc gtgaatgacg ttagcgtccc ctacccgttt aactctgctg
   796981 ccgaaatatt agccaactgc gagcaaactg gcctgtctat ctccggtatg gtgatgcaga
   797041 atgaactggc gatgcacagt aaagaagaga ttgagtccta tttcaccgcc atctggcaga
   797101 ccatgcgcgc ctgtatcgat cgcggtttga ataccgaggg tgtgctgcct gggccactgc
   797161 gtgtaccacg tcgtgcatcg gcattacgcc gcctgctggt ctcttccgat aagctgtcca
   797221 gtgaccccat gattgtcatt gactgggtca atatgttcgc actggccgtg aatgaagaaa
   797281 atgcggcagg tggacgtgtc gtgacggcac ccactaacgg ggcttgcggt atcgttccgg
   797341 cggttctggc ctattacgat cactttatcg aaccggtgac acctgaaatc tttattcgtt
   797401 atttcctcgc atctggtgcc atcgggattt tgtataagat gaatgcttct atttctggtg
   797461 cagaggtggg ttgtcagggc gaagtgggcg ttgcctgttc aatggcggcc gctggtcttg
   797521 ctgaattgct gggtgctagc ccgatccaag tctgtatcgc agccgagatt ggcatggaac
   797581 acaacttagg tctgacctgc gacccggttg cgggtcaggt acaggtacca tgtattgaac
   797641 gcaatgcgat tgcatcggta aaagcgatca actccgcacg gatggcgatg cgccgtacca
   797701 gtgaaccgcg cgtctccctc gataaagtta tcgaaacgat gtttgaaaca ggtaaagata
   797761 tgaatgccaa ataccgcgaa acatcgcgtg gtggcctggc gattaaagtg cagtgtactt
   797821 gatttttttc gctgacagct atcttgaaac aacccaaagg ggagccaatg tatgaccggt
   797881 ttatacacaa agcgcccttc ggacggctga caaaccccga tgacgcgatc tgaaacggta
   797941 agaataggca ggggagtaaa ggatggcgcg gctagccccc agggagggct atttttatgc
   798001 agggaagctg gcctctttac gctctgcctg ttctctccgc cgcaggcact ttgtcaacaa
   798061 cctctaatgc acgtcagtta aatatgacgg gcattagagg tttacaccat caccgggtga
   798121 aaatggcgtt taaagtaaat cagaccatgg ccttgctcac gcagaacgat ctgtgtgatg
   798181 tgtaccaaat aaaccagatg tgtacctatc gtttgtacct gttcaatcac cccctccaaa
   798241 ctggctaagg tatctcgtaa caacggctgg ccgagcagac cgacattcca gatatcccaa
   798301 ctgaaacgtt cttccatgct gctccccgtc attccagcaa aatgacgcgc cataggctct
   798361 tgttgatgat tcagtacgtt gatgcataaa catccatttt gctgaaaaac agggttcatt
   798421 gcactattac gattaataca aattatcaag gtcggggggg tatctgtcac ggaacacact
   798481 gcggttgctg taatgccaca acgtccggca gggccatcgg tggtcacaat attaaccgct
   798541 gccgataaac aggccatcgc gtcacgaaaa cacagatgat gttgattttc tgttgacata
   798601 taaacctcct ggtacctgat tatttcatta acctattcag ttgattaata tcgttattat
   798661 tgtgcagatg aggaaccgtc cagccctgag tatcataatc actcaaacac cgatcaacca
   798721 tcgccatcat ctggtccata gatccgtctc cctgcgcctg acgcaaacat tgcagacgga
   798781 tctcatcctg gctgcccgca tagttaattt catataattc atggcggccg ccaaactcac
   798841 tgcccatcgc atcccacatc aatttcagga ccttaatgcg ttctacatgg tcgataccgt
   798901 ttgaaccccg cacataacgc gacaggtatt tgtcgatagc cggattttgt agatcacgga
   798961 cactggaggg gagataaatc agaccactgg cgagcgtacg ctcaatgata ttcttgattt
   799021 tgcagtatgc catcggtgcg atgacgcggt aggcttgcaa tgctgcgaga tcgggtagat
   799081 aagcgccgtt cacccaaggt ttcgcctcgg cgcacatggc atcgcttaac gcccagatca
   799141 cgttacgcca agcgaccact tcacctaaat ccgcttggac accacgaaac tccagtgagc
   799201 cagtgcacat taaactcttt ttcagcaatg cggtaataaa gtccagtttc acgccgagac
   799261 gcgtacaagc ctgaagtggg aataaccggg cgaatcctcc ctgagtagac caccgacggc
   799321 agcgatcaaa atcacggtag attaaaatat tctcccaagg gataagtacg ttatccatca
   799381 ctaaaatcgc atcgttctca tcaaatcgac tggagagcgg ataatcaaac ggggagcctg
   799441 tcgcgcccac catcagttcg taagatccgc gggaaatcaa cttcataccg tcagcatcca
   799501 ttggtgcgac aaacatcagc gcaaaatcag ggtcttcccc catcacttga gcggatccaa
   799561 aaccgataaa attgtaatgt gttaatgccg agttagtggc gaccactttg gctccactga
   799621 caataattcc ggcatcggtc tctttttcga tatggatata cacatctttc acttcatctg
   799681 cggacttatg gcgatcaagg ggcgggttga cgatggcatg attaaaatag aggccggatt
   799741 cctggatacg ctgataccaa ttgcgggcat tatccgcaaa ttgaccataa aactcgggaa
   799801 atgcgcccaa tacgctgcca aacgctgcct tgtaatccgg tgagcgcccc atccaaccgt
   799861 aattctgacg tgaccagtgg gcaatagcat cccgttgctg acgtaactct gccgggctag
   799921 tggcatagcg aaaaaattta tgtgtatagc cgccattacc cgtatcagta ttccaacaga
   799981 gctgttcatg ggactgaggg tcatggagtg catcatatag ctggccaatg gacgccgcag
   800041 cattgcgaaa agccggatga gtggtaacgt ttttcactcg ctcgccgtaa atgtaaatct
   800101 ctcggccatc ttgtaaactg tccagatatt ctttatgggt aaaaggacgt tggttattcg
   800161 ctcggaaatt ttctggcttc atatttacct cgtcatcaaa ataaagaccg gctcgctgac
   800221 attcttgtcg gcgtgggtcc cttagcccat tagaaaatgg cttttggagg tgcctttttc
   800281 attggaatca tcaagaaaat aacagccccg ataaccaata aaccggcaac gaaatacagc
   800341 ccggaattaa agttaccggt ctggtctttc aaccaaccaa ttaaaaccgg gctgacagcc
   800401 gaaccaatat ttccagtggc atttatcact gcaataccaa cagctctggc tctcaggctg
   800461 atggattgat ccggtgtagt ccagaaaatc gccatcgccg taaatgaccc ggtcgaggcc
   800521 ataatgatcc ctaacaactg gattacgcta ttttgtgtgg ccgatgccag cacccacccc
   800581 gctgcggcaa acagatacgg caaaaccgtg tgcattttgc gttcctgaac ccgatccgag
   800641 cgtctactcc accagatcat gccggcaatg gtacaaactt gtgggatagc ggccagcaga
   800701 ccgatagtga tattgctgct gctctgatta aaactttgca ggatctgcgg cgtccaaata
   800761 ttcaccgcac ttagggtatt ggttaaacag aagtaagcca gtgtatacat cagcaccacg
   800821 ggggtgaaaa tttcccgcca catcgcggat tgtggtaagg caccataatc cgcctgtttc
   800881 gccaattgca aacggtcact ctccagcatc tcttgcagac actgtttatc ttctttcgtt
   800941 aaccagcgcg ctttctgcgg ggtatcgtcc agatagaacc agaccacccc cccagcaaga
   801001 ccgatggaaa gccttccagc agaaatagcc actgccaacc acgcatattc aaaaaaccat
   801061 caagcgccaa aatatagccg gaaaccagag agccgagcgc catagtcact ggcatcgcca
   801121 ccataaacag cgcattggct ctggctcgaa agtgggccgg aaaccaataa gttaaataca
   801181 ccagaatgcc gggtaaaaaa ccggcttcgg tgatcccaac aatcattcgt aagagataca
   801241 aactgttggg gccgacggca aataaggtcg cggtagaagc gatcccccag agcaccataa
   801301 tggtcgcaat ccaacgcctg gcacccacga tccccaacat gatattgctg gggatcgcga
   801361 ataagatata tgtcacgtag aataatgtag tcgctaaacc aaaggttgtg gcacttagcc
   801421 ctaaatcctt ccccatcgtc aaacccgcaa aacctatatt gatacgatca aggaaggcaa
   801481 aaacaaacaa caagaataag aacgggatca gacggcgaaa cagtttatta atgacggact
   801541 gctgctgcgc acttaatggt gtgtttttat tgaccggcgg ggtaacgccc ggtgcggtag
   801601 acagtgaatc gctcatgata atgtcctcga tacggacagg gttaatatcc acccgatggt
   801661 gcaagcggtg gatgatgatt acccacaccg aagcgggctg ccagtgcctc ggctgtgcgt
   801721 gctaatagcg tcgtatctac acctacagcc acaaatagtg cccccagttt cagataatac
   801781 tcagccacct ctggcgtggt catcaagatc ccggccgctt tatcggcagt cttaattttc
   801841 atcactgcgc tatcgatggc ttgacggacc tcgggatggt gtggattacc cgcaaaaccc
   801901 atatcagaag cgagatcggc cgggccgata aacacaccat cgacaccatc aaccgccaaa
   801961 atctcgggta gattgcgcag tgcttcgcgt gtttctattt ggagcaatac gcatatctgt
   802021 tcgtcagctt gctgcacata atctgcgatt ctattccaac gggaagctcg ggccagcgcg
   802081 cttccgacgc cgcgaatccc ctgcggagga tagcgggtcg cactgatcgc agcgcgcgct
   802141 tgtgcggcgt tttgaatcat tgggagcaat aaggtttgtg cgccaatatc cagcaatttt
   802201 tttatcatta ccgggtcatt ccacgccgga cgaaccacgg gctggctcgg ataagacgcg
   802261 atcgtctgta attgccctaa gatccgttgt acatcattcg gggcatgttc atcgtcgatc
   802321 aacaaccagt caaaccccgc accggccagg atttcagcac tgtaattgct acacaaacct
   802381 agccataagc caatttgtgg tttttttgct ttcagtgcct gtttaaattt atttgttaat
   802441 ggaaacatca ctaagcccct aaacaaagtg gcaacttatg gcacctaacg ggccataatc
   802501 cacatggaaa gtatcaccac gacgcgctgg aaccgggcgg gtgaaggatc caccaagaat
   802561 tatctgcccg acttccagcg gtatatcgta agcactcagc ttgttagcca accaggccac
   802621 cccgttagcc gggtgattca ataccgccgc ggcaacgccg ctctcttcaa tcacgccatt
   802681 gcggtacatc agtgcactga cccaacgtaa atccagttcc gtcggtttaa cgggccgccc
   802741 tcccagaatc acccccgcat tggcggcatt atctgaaatg gtgtcgcaga cgttacgagg
   802801 gcgctgtgat tgcggatcaa tttgatggct acgcgcatcg atcaattcca gtgccggaat
   802861 gacaaaatca gtggcgttgt aaacgtcaaa cagagtgcag tttggcccac ttaacggctt
   802921 gtccagcaca aatgccagtt cgacttcaag gcgcgggaca atgaaacggt caatgggaat
   802981 gtcactgcca tcggcgaaaa acatctgatc caataaggtg ccgtaatccg gctcattaat
   803041 ttgggaactg gtttgcatgg ctttcgaggt taggccaatt ttatggcccc tcaatatctg
   803101 cccttgttgg atcttcatgg ccacccattg acgctggata gcataagcgt cctcaatggt
   803161 tatcatgggg taatcgagcg agacttggcg gatttgttca ccacactgtt cagcttggta
   803221 tagctgttgt gcaatttgga taatcgtctt ttgagctaac atgcagaggt tccctgttgg
   803281 aacaatgtat gagcattgtt ctgtttaaag ctaagcgttg gatccagctc ctctatgacg
   803341 aacgacaaag ccagataacg ttgggacatc agggctgcga aatgcgcttg aatcaaggca
   803401 aacaatgtct ttccgaccgc ctgtcggtgc tcgatactgc gtccgtagcc tatttttagc
   803461 gtcatatgga caaaagcgta gtcttgctgt ccatccgcca tttgccaggt atccagccaa
   803521 atggcacggc tgcgaatacc tgccaatggg aaaagacccg tgttcaccag agtttgattt
   803581 acgttagaaa acaagacggg taattcggcc tgttcacgga tgttgtcagt acattctgcg
   803641 tagaaatgcg ccatagcctc tccccttatc agtgagattt acccgtaaac ggccaatggg
   803701 aatatcgcat tcacctgccc ggtacccgaa ctggcaaaca gatcggtgac aaactccacc
   803761 ttgccatcgt atttatccca tcccagcatc ccgagcagca tgacggtatc gtgcatattg
   803821 ccctcgccaa aacagtactg ggcatattcc ggtaacattt ggcagaactc gctgaattta
   803881 ccttctcgcc agagctcgac gacccgctca tccatttgat gatcgaattc gcgcgtgtag
   803941 ctattcatcc cttcttcagc gcgttgatca tcaataaagc gatgtgagag agagccgctg
   804001 gctaaaactg caacgatgcc atcatagtgt tcaatggcgt tgatgatggc ctgacccagg
   804061 ttacggctgt catcaaaggc atgaacggta cagaaagccg aaatggagat cactttaaag
   804121 tgcttatcgc tattcatata acgcataggg accagcgtgc catattccag ctttaaactc
   804181 ggaatattgt gggcctgtgc acgaaccccc aacttgcagg cttcggcggc aatcatttgc
   804241 cccagcgcgg ggttgccctc atattcataa gccatatcgc gaatgaaatg tggcagttca
   804301 ttactggtat aaaccccgga aaaagagtca ctgcaattaa tgtgatacgc actgttcacc
   804361 agccaatggg tatcaaaaac aataagagta tcaacccctt gttcacggca gcgccgacta
   804421 atttcaagat gaccattgat cgctgcctga cggcagccgt ggtgctttcc cggtaactca
   804481 gacagataca tggaaggcac atgggtgatt tttgctgcta atgctaattt tcccatacat
   804541 cctcgctcga aaactcagtg ggttttcttg ataaaatccg cacgaaaccg tcgattatca
   804601 ggggataagc ctctctgata ttgattgcga tttaacccgc ggcgatgatg tctgttacat
   804661 cccccaacgg gggatcggat gctcccccat ggaaatacag acgtttttca cttcagcaaa
   804721 aacatcaaaa ctgtactttc ccccttcacg cccggttccc gatgccttga tgccgccaaa
   804781 tggctggcgg agatcccgca cattctgggt attcacgaac accatgccgg cttcaatact
   804841 tcgggccaaa cgcagtccgg cgtcttcatt cttaaagggg atcaggcaag cgaccggtcc
   804901 aaaaatctct tcctgagcaa cccgcattcg gttatcaaca tcggccaaca ccgttggacg
   804961 caggaagtgc cctccgcgca gatgagcagg taggtcgatg ggtttatccg gcccccctgc
   805021 caacaacgtg gccccctcct ctatccccaa ctggatatag ccggaaactt tgtcccaatg
   805081 cggtttactg atcaatgcgc caacttgagt gtcgagatct tgtgggtccc ccacacgtaa
   805141 acggctggcc cgctcagcaa aacgttgaat aaatgccgaa tagagactct cttgaataaa
   805201 aatgcgcgaa cccgccgtgc aacgttcacc attgagagag aagatggaaa atagcgccgc
   805261 atccatagcc cgttcgatat cagcatcgtc gaagataagt accggggatt taccaccgag
   805321 ttccatggag tattttttca acccggcacg ttgcatgatg cggtttcccg tcgcggtgcc
   805381 gccggtaaaa gagatagctc ggacatcctg atgacatacc aatgcatcac cgacagtggc
   805441 cccatatcct tgtaccacgt tgagaacccc cgccggtata cccgcctcta aggccagttc
   805501 acccagtttg tctgcggtca gtggcgatag ctccgacatt ttcaatatcg cggtgttacc
   805561 cagcgccaaa caaggcgcga ccttccaggt cgccgtcata aaagggacat tccaagggga
   805621 gaccaacgca cacactccca cgggttgcac caaggtgtaa ttcaacattt gatcgtcaac
   805681 cggatacgtc tggccattca tttgctgaca aatttcggca aaaaattcga agttatgtgc
   805741 tgcccgcggg atcaaggcat tttgcgtttg ataaatgggc aggccggtat cctgcgtttc
   805801 catctgcgct atttctggga tctgttgctc aatcaactcc cccagacggc gcattagacg
   805861 ggcacgcact ttcatcggca ggttagccca gtgagggaaa gcacttttcg cggcagcaac
   805921 ggcttggttg atctctttta tccccccgct tgccacgtca gccagcacct cgccagtggc
   805981 cggattgatt gttgtgaaat agtcattgct ggtaatattt ttcccatcaa tccaatggtt
   806041 aacaatcttc atagcaaacc gtcctcatag tctgtttggc tgataacacg gttaagcagg
   806101 caaccaatac catctacctc aaccacgact tcatcccccg gaaccacatt cgataggcct
   806161 ttgggcgttc ccgtggcgat catgtcaccg ggttgtaagg ttataaactc actcagatac
   806221 gccatcagaa aaggaatatc gaaaatcaga tcggcggtgt tacctcgctg gcataattca
   806281 ccgttgaccc aagtgcgaat aaccaaatta tgaggattgg gaatatccgc tttatcgact
   806341 atccatgggc cgataggcgt caaggtatcg cggcttttta cccgtagatt gggacgatag
   806401 tagttctcta aatagtcacg aacggcatag tcattacaca aggtataacc ggcaacataa
   806461 tccatggcgt gagctgggtt gaggtaacgc gctggtttgc caaccacgac cacgagctcg
   806521 gcttcataat gcatatattc aatgttatcg gggcggacgg aaacctgacg atgtccggtg
   806581 aagctatggg gcgctttaat aaaaatcagt ggctctttcg gggggctgaa atccaactct
   806641 gccgcgtgat cagcataatt caatccgagt gcaaataacg ttcctgtcgc aggaggcaac
   806701 catataacgt gctcactgct aacattgcga ccatctggca aacaaatgtt gccttgtgga
   806761 tcgacagtga catgaaaggt actgccttgg tattggatgc gagcatgttt catggccaac
   806821 ttccttgctg gatcacgata ttttccagca caggcagccc tgcaacctgt atttgcacct
   806881 ggtctccaag gccgagttca acccgatgca gtggcgtccc caacaagaga acatcccccg
   806941 gttgtaacgt gatgaattca ctcagtgcac taagaagttg agtgcctgat ctgaccaacc
   807001 ccgagcttga ccagcgatca gcctcttgcc cattaatcaa ggtaataatc tcaagcgcag
   807061 aggtatcaat aaacggcccc agatcgccca aaggacaaaa tccatcacgg cattttgctt
   807121 gaatggcggg acggtaaaaa tggctttccg gcaagctgac ttcatttgct accgcaaaac
   807181 cggcgatata gtacgccgcg tcctttaagg caacatgacg ggcaacctga ccaacaacca
   807241 gtgccaaggt ggcaccactc atcacggtaa atccctctgg gtacgggatg ccatcgccat
   807301 ggcgtatcac ggtattacgc ggtttgataa accacaccgg cgttttcggg gggcggttat
   807361 aaggtgcctg atgaaaggtg ctatcccaag cctctatctg actttgatgg ttcaatgcaa
   807421 cggcaaatac ggtacctttc atgcaatgtt ccttttggct tagacagaat ttttggctta
   807481 gacagaatcc gcccaacaca tagttaacat attaacaata atttgaatca ataggtcaat
   807541 aattaaccaa ttctatattt taaattcgtg atcttgataa caatttattt acaataaata
   807601 aattgtcttt aaaaaaacaa ataattatat ttatttaaac aggctaaata aaatcaggcg
   807661 ttagcgcggc cgtaaattta ttattaagct attaataata atgaaaaaca ggtggttttt
   807721 ttgtgtaagg aatcgctggt gtctggccca tctgtccgta tactaaaaac agcagagcct
   807781 ccctctagga gaggataaat tactaacgtc gagtcgttgt tacttatgca tgaatcactg
   807841 accatcgcat tattgcaggc tcgtgaagcc gctatggctt tttttcggcc tatcttgaaa
   807901 gccaatcatc tgactgagca gcaatggcgg atcattcgag tgctcgcgga taatcgctca
   807961 attgattttc atgggctggc ccgccaaacc tgtattttac gtccaagcct aacggggatt
   808021 ttgacgcgaa tggagcgtaa caatttgatt tttcgcctca aacccgtcaa cgatcagcgc
   808081 aaactttatg tctccttaac tcaggaggga caaaatttgt atgacaacgc tcggccacag
   808141 gttgaagaag gttacaggct aattgaggca gcattttcac cagataaaat ggcgcaactc
   808201 tctttactgc tggatgaatt cattaccgtg ggtaataaac atcggcaagc gaatgagatg
   808261 tcagaaaatg agatgttaga agatgaagag tgatgggttt acggcgtctt tgcgttctgt
   808321 ctgttacctc cgtcgcgggt acgttgtcaa taacctcagg ggagccgaag cgcccctgag
   808381 gttccactct ctgcttactc ttccaactca ttactcagct tggtaatgcg caccagctca
   808441 atacggtaat ctgagacgtc cataatctgg aagcgcaggt tatgcagctc aatcacatcc
   808501 cctgccgttg gcatatggcc cgaatgagac aacagtaaac cggctaacga ggcataatca
   808561 gcggttgggc taaccagtgt ctggcaatcc agcgcctgtt ccaacgagtg cagatctgcc
   808621 ccccctttca ccaaccaacc atcaccatcg gcaataatat ctggcgtttc atcttcatca
   808681 gggaattcac cggcaatcgc ttccaggaca tccagcggtg ttaccagacc ctgcaccacg
   808741 ccgaactcgt cattcaccac caccaggcgg cccttggctt tgcgcaatac ccccaacaga
   808801 ttaatcacat ccatggtatc aggcaccacg attggcgggg ttgtcgcggc aaaatcacaa
   808861 atagactcac cccgctcaat cgccaccagc aggtctttag cgcgaaccac accaatgatt
   808921 tgatccaaag agtcgcggca aacagggaac aaactgtgtg gggtatctaa caactgctcg
   808981 cgaatttcgg cttgtgaacg gttgcaatca acccaagaaa tttcggtacg cggcgtcatt
   809041 acgctgcgta atgatcgcga ggccagcgtt aataccccgc tgatcatata gcgttcttct
   809101 tcagcaaagg cttctgttgg tactgcctgt tgagggtcac cactctgttg ttcctgctgc
   809161 tgacgcccac ccatcagacg gatgatcgct tctgctgtac gttgacgtct tggtaaacgc
   809221 gattcatgtt tgatgaagtt acgacgcgca atctggttaa acaactcaat caagattgag
   809281 aagccaatcg cggcatacag gtaacctttc ggaatgtgga agccaaaacc ttcggcaatc
   809341 aaactcaagc cgatcatcaa caggaagctc agacatagca cgaccaccgt tgggtgctcg
   809401 ttcacaaatc gggtcaggga tttcgaggcc agtaacatga cccccatggc aatcaccacg
   809461 gctgtcatca tgataggcaa gtcgttgacc atccctaccg ccgtaatcac tgcatccagg
   809521 gagaagaccg catccaggat gacaatttgg accacgaccg cccagaagct ggcatagccc
   809581 cggttcgccc catcattgtg ctgattacct tctaaccgtt catgtagctc ggtggtggct
   809641 ttaaacagca ggaacaaccc ccccaccagc aaaatcaaat ctcgcccagc gaaattaaac
   809701 gcaccgacgc tgaacagcgg tgtcgtaagc gtgaccatcc atgaaatgac cgacaacagc
   809761 cccaaacgca tgatcaatgc cagagataaa ccgataatgc gggctttatc cctttgttta
   809821 ggcggcagtt tatctgccaa aatggcaata aataccaggt tatcaatgcc cagaacaatc
   809881 tctaatacca ccagtgtaag caaccctgcc caaattgagg ggtccattaa aagttccatg
   809941 tcagactccg aaaataagaa catgatccag atgatgcgcg ccctgcaaca gagacggcaa
   810001 aacgccgctg cacggttgtc agcactgata cacagaaaga tcgggtgaaa tgatacgcag
   810061 ctaaggtgcg tgattgaata accagattta aacccattgg ttgggtgtta acgctaaaga
   810121 aacagtaact tcggtgacag tccataggga gagctgaggc ccttaactcc tgacaatgaa
   810181 aagagacgcc aactttatca ggattttttt tgttggcata gtcgcattta ttcattagtt
   810241 ctatataaac caccatctaa tgaaattaag gaataacgat tcgatggcga tttcatgggt
   810301 tcggagcacc accggcacgg cagtatcatg attgttcata cctgccctca tacacatgtc
   810361 tgtcacataa atgatgataa tttatccaag taggcgaaat cattcataac ttctcctaat
   810421 agatgagcaa tgtcacataa tttatttttt cactgactaa aataaatcac actggggtac
   810481 tgagaacggt tgcctgaatc gattcattaa tagtagatgc aaatcgtcag cgacaagcga
   810541 atattgcgac tatcataata gattcaagta gctcaacagt atttttggtg atgagttgtt
   810601 tttctgttag tgcaataact caattttgag ttaacagagg gggtagcgag tgagtatagc
   810661 tattatcatc ggcacacatg gggctgcggc agaacaactg cttaaaacag ctgaaatgat
   810721 tttaggtgaa cagagtaatg ttgcttatat cgatttcgtc ccaggtgaaa atgctgaaac
   810781 gttgattgag aagtacaacg atagattgac cgggctagat accagtaaag gtgttctatt
   810841 cttggtcgat acttggggtg gtagcccgtt taatgccgcc agtcgcattg ctatcgataa
   810901 agagaactat gaggtcgtca ctggcgttaa cattccgatg ctggctgaaa cctttatggc
   810961 tcgtgatgat gagccgtcat tcgctgaatt ggttgcagta gctgtcgaga ccggccgcga
   811021 gggtgtgaaa gccttaaaag cgcctgatgt taaaagtgat aagcccgaga cacaacccgc
   811081 agctccagtg ccaacagcca aggctcctgc cgttgcttta ggtccgaacg atcatatgaa
   811141 gatcgggctg gcacgtattg atgaccgctt aatccatgga caggttgcga cccgttggac
   811201 caaagaaact aacgtaaacc gcattattgt agtcagtgat gaagttgctg ccgacaaaat
   811261 gcgtaaaacc ttgctaacgc aagttgcccc tcccggtgtt accgcacacg tggttgatgt
   811321 agaaaaagcg attcgcgttt ataacaaccc gaaatatgcc aatgataggg tcatgctgct
   811381 ctttaccaac ccgactgacg ttgttcgtct ggttgagggc ggtgtagaca ttaaatcagt
   811441 caatattggt ggtatggcat tccgtcaggg gaaaacccag gtgaacaatg ccgtctccat
   811501 tgatgaaaaa gatattgaag cgtttaacaa attgaatgct cgcggtattg aattggaagt
   811561 ccgaaaagtg tcttcggata gccggctcaa aatgatggat ttgattagta aattaaataa
   811621 atagctccac taaaaactac gtagaaaggt aataccctgt cctattttgg ggcttggtta
   811681 ttttactcag ctttattggt cataggagaa gtacaatgga gataacaact cttcagattg
   811741 tgctgatatt tatcgttgca tgtatcgccg ggatgggttc cattctggat gagttccaat
   811801 ttcaccgccc gctcgtcgcc tgtaccttgg taggtatggt tctgggtgat atgaaaaccg
   811861 gtattatcat cggtggtact ttagaaatga tcgcgcttgg ttggatgaac atcggggctg
   811921 ctgtagcacc tgatgcggct ctggcctcaa ttatttcaac catcctggtt atcgccgggg
   811981 gccaagatat cggtgccggt atcgccttgg cgatcccact ggctgcagcc ggtcaggtgt
   812041 taactattat cgtgcgtacc attaccgtgg ccttccaaca cgccgctgat ggcgctgccg
   812101 aacgtggcag tctacgagcg attacctggc tccacatctc tgccctgttc ttacaggcaa
   812161 tgcgtatcgc cattcccgcg cttatcgttg ctctgtccgt gggtacatct gaagttcaga
   812221 tgatgctcag ttcaattcct gaagtggtta ccagtggcct gaacatcgcc ggtggtatga
   812281 tcgttgtcgt tggttacgcc atggttatca acatgatgcg tgctggctac ctgatgccat
   812341 tcttctattt aggtttcgtt actgccgcat ttaccaactt caacctggtt gcattggggg
   812401 ttattggtgt ggttatggct gttctttata tccaagtcag ccctaaatac aacaagtctc
   812461 aggttgtaca gtctggcccg gccaataacg atcttgataa cgaattagac taggaaaagg
   812521 tgagagaaat ggttgataca acaactgttg atacaacaac tgttactaaa acaactaccg
   812581 gtgaaaagaa actcacggcc agcgacattc gcggtgtgtt tctccgttca aacctcttcc
   812641 aagggtcgtg gaacttcgag cgtatgcagg cgctgggttt ctgtttctcc atggtgccag
   812701 cgatccgtcg tctgtatcca gagaactcgg aagagcgtaa gcaggcgatc aaacgccatc
   812761 tggaattctt caatacccag cctttcgtgg ccgcgccaat tctgggcgtc accttggcga
   812821 tggaagagca gagagccaat ggtgctgaga tcgacgatgc tgcaattaac ggcattaaag
   812881 tgggtctgat ggggccactg gccggtgtcg gtgacccgat cttctggggt accgtacgtc
   812941 cagtgtttgc ggctctcggt gcgggtatcg ccatgagcgg tagcttactg ggtccattgc
   813001 tgttcttcgt gctgtttaac gtggtgcgtt tgctgacccg ttattacggt gtggcatatg
   813061 gctacaaaaa aggcgtcaat atcgttaatg atatgggcgg cggcttcctg cagaaactga
   813121 cggaaggggc gtctatcctc ggcctgtttg ttatgggggc cttggttaac aagtggacgc
   813181 acgtcaacat accggtggtg gtgtccagga taaccaaccc ggcgggcgaa accacagtaa
   813241 caacggtaca aacgatcttg gaccagttga tgccaggctt agtgccgctg ctattaacct
   813301 tcggttgtat gtggctattg cgccgtaaag ttaacgcact gtggattatt atgggcttct
   813361 tcgctatcgg tatctttggc tactggattg gcttcttggc accataactc tggcgattat
   813421 cttcatccaa aaccgggggc ttgctcccgg ttattttatc ttttagacac cgttcgaaac
   813481 tcaaaaaaat tggcgttgca ggtaggcggc aagcgaatga atcccgctga acttacacgg
   813541 cgagtgaata cgcgtagcta acccccctta caactccaga ttcgaagggt atacaggagt
   813601 tgttgcatgt cggttactga tcttgtttta gttgttttta tcgccctact actcatttat
   813661 gccatctatg atgaattcat catgaacatg atgaagggta aaactcgact acaagttcac
   813721 ctgaaacgta aaaacaaact cgattgcatg atctttgtcg gactgattgg cattcttatt
   813781 tacaataatg ttatggccca tggtgcgcca ttaaccacct atttattagt gggtttagcc
   813841 ttggttgcag tttatatttc gtatattcgc tggcccaagt tgttgtttaa gaatacaggt
   813901 tttttctatg ctaatacttt tattgaatat agccgaataa aaagtatgaa tttatctgaa
   813961 gatggaatcc tcgtgattga tttagagcag cgcaggttac tcattcaggt taaaaaatta
   814021 gatgacttag aaaaaatata taattttttc attgaaaatc aatcataaag atttttcttt
   814081 ctggggaatt catcaattta cgctacaacc gaatgattaa tttcccagca agatttaaaa
   814141 tttcccttct gtttatttcc acaccgttac tgatgcttat atactctatt ttttaaactt
   814201 aatttgataa tgaaaatcat tatcaatagc gattatatac catattgtat ttggggttgt
   814261 cggcattcga ttttatatgt taaggttgcg ccgttcatgg ggagtagccg gtttctgtgc
   814321 aatatattca taatatattg gcaagcagaa acgcccgtat caacatactc gtttcattta
   814381 tttgaaacgt ggtacgggca gccaggtaag gttggcgaga ccatagacac gtagctccgt
   814441 cgttaggttg ggggtgggtt acgtgtatat ggagccgccc ggccgagact atttctatga
   814501 atctatctgc aacaattatt ctcgcttttg ctatgtctat ggatgcattt gctgcgtcaa
   814561 ttggcaaagg tgccacgctg tataaacccc gttttcgtga agcactgcgt actggcctga
   814621 tttttggcgt catcgaagca attaccccgc tgattggttg gtgtatcggc ctgttcgcca
   814681 gccaatatat tatggaatgg gatcactgga ttgccttcag tctgctgttt attcttggtt
   814741 gccgtatgat ttttgaaggt atgaaacagc gggtagcaga aacggaaaaa atgcgcagtc
   814801 acagtttttg ggtgttggtg acaaccgcca ttgccaccag ccttgatgcg atggcgatcg
   814861 gcgtcggtct ggccttcttg caagtggata tcgtacacac cgcgatggct attggcttag
   814921 ccaccatgat tatggcaacg ctggggatgc tgattggccg ctacattggc ccactactgg
   814981 gtaagcgcgc tgagattatc ggcgggatcg tattgatcgg tatcggcttt aatattctgt
   815041 atgaacatat gcaccttact gcctaaaagc accgcccttt tattctcgct gtaaataaag
   815101 tactgctgcg cgataaatga gaaatccccc ggcgatatat caaatcgccg ggggatttca
   815161 gtaaagcacc tgtttagtaa acaacagttc actcaatcac tatttcagca aagtcgccgc
   815221 aacttatcag aagtccatgg agacggataa tttcagcgta cgtggatcgc cctgatacag
   815281 gtaaacgccg ctatcttcta tcgattccca ataacgctcg ttagtcacgt tttcaaggtt
   815341 agcgcgccat atcaggttag tctctttcat tggcatggta tagcgcacgc ccagatccag
   815401 gcgggtccac ggtttaattt tcaaggtatt cgcatcattg gcatactggg atccagaacg
   815461 tgtcagggtg ccagtggcgg tcagcccttc tactgaaggg atatcgtact cgccgccgaa
   815521 cactaattgg taacgagcaa caccgacagc atagttaccg ttgttcgtcc cattttgggt
   815581 tttagtcagt ttaggatcta accaaaccgc actccctaac aaacgagtac ccaataccgg
   815641 ctcaccaaag acattcagtt caacaccccg gttacgctgt tcgccataga aaccataagt
   815701 attggtcgcg ggatcaaccg tgcccgtcgg gcgggtaatt tcaaataaag ccaatgtccc
   815761 gccatagcgc tggttatcga atttcacgcc gacttcattt tgtttggagt gaacaatacc
   815821 agggatttgg cctttgttga ccaccggctt gccgttaaat tcatttggcg cagacttacc
   815881 cggccccaac gcttcaatat ggttggcata cagagacacc ttctcccatg gcctcaccag
   815941 cacaccataa attggcgtca ctttcatcgc atctaatgag ccagcactgt ttggtacgcc
   816001 attattaaaa ttacggatag tgacatcctg gcggcgtacc cccagcatca gctgaacttt
   816061 gtcatccatc atcgataagg tatcggacaa tgagaagccg gaagccctaa cttgactcgt
   816121 caacgtagga tcttggttgg gactataaaa attgggatta gtcgatgttg gcgggaaagg
   816181 tatgaccccc ggattataga tattggtatt gatactctcg gacatattaa aggcagattt
   816241 ggttgtccga taattagttg cataccctaa attcacttta tgggtgataa aaccagtatc
   816301 aaaatgccca cgaataccac ctaaaccggc aatagactca gaaatataag gcacatataa
   816361 acggctgatc gtcgcattgc cgctgttatc cgtcaggatt ggcgagccgt attgccccgt
   816421 ttcttcgtta tggctggccc cgatggaacc ataaaccgtc cagttctggc taacatcata
   816481 ctcgctacgc aacataccaa acgtggtctc caaatcggta taaacccacg gttgaccata
   816541 gttcagtgtg gttgacggcg gttcaggaat aacggtcacc gcaccgacac ccacggtggt
   816601 acgcatatga tgaatagttt gcttttggta acccacatcc aatgaggtcc gcgcgcgatc
   816661 actacggtag tcaaggccgg tagacaccgc ggttaggcga ttcttctcat ctttgatggc
   816721 cgtttcacct tcacgatgca gtacgttaac ccgcacgcca tattgatcgt tatcaccata
   816781 gcgacgtccc acatccagcc ctccccccac ttgcgctgct gaaccataat ccacagtaac
   816841 gcgagtcaat ggcgtatcac cggcacgttt aggttccaga ttaatcatgc ctccaacgcc
   816901 actgccactt ggcgagatac cgttaataaa ggcattagct cctttaaaga cttcgactcg
   816961 ttcaaccatg ctggtagaaa caatctggcg cggtagcaca ccaaataaac caccgaatga
   817021 aatatcgtcg ccatccagat taaaaccacg aatacggtaa ttctgtgatg ggttaccata
   817081 accccgcacg ttttgtaccg aagcgtcatt tttgaccaca tcagcaatgg tcgccgcttg
   817141 ctgatcttcg atcattttcg aggtgtaacc gataatattg aatggcacgt tacgggcatc
   817201 ttgctgcccc agaaaaccaa tacggccacc attagccacc tgtccatcca gataggtcgg
   817261 gatcaaatca ttcccccctg cacgaaacgt gtctggtgtc ccaaccacgg taatggtatc
   817321 cgctttattg ctactctcgg cgctgttggt ctctgcgact gcgctggccg ttttagtact
   817381 gttagccact gctgcggacc atgaagatgc ggataaagat cctaatgcta cgccgatcat
   817441 gacgcacaaa agacgaggag ctgtaacgaa cggtgcaata gtgatccaca cccaacgcct
   817501 gaaatcagat ccagggggta atctgctctc ctgattcagg agagtttatg gtcacttttg
   817561 agacagttat ggaaattaaa atcctgcaca agcagggaat gagtagccgg gcgattgcca
   817621 gagaactggg gatctcccgc aataccgtta aacgttattt gcaggcaaaa tctgagccgc
   817681 caaaatatac gccgcgacct gctgttgctt cactcctgga tgaataccgg gattatattc
   817741 gtcaacgcat cgccgatgct catccttaca aaatcccggc aacggtaatc gctcgcgaga
   817801 tcagagacca gggatatcgt ggcggaatga ccattctcag ggcattcatt cgttctctct
   817861 cggttcctca ggagcaggag cctgccgttc ggttcgaaac tgaacccgga cgacagatgc
   817921 aggttgactg gggcactatg cgtaatggtc gctcaccgct tcacgtgttc gttgctgttc
   817981 tcggatacag ccgaatgctg tacatcgaat tcactgacaa tatgcgttat gacacgctgg
   818041 agacctgcca tcgtaatgcg ttccgcttct ttggtggtgt gccgcgcgaa gtgttgtatg
   818101 acaatatgaa aactgtggtt ctgcaacgtg acgcatatca gaccggtcag caccggttcc
   818161 atccttcgct gtggcagttc ggcaaggaga tgggcttctc tccccgactg tgtcgcccct
   818221 tcagggcaca gactaaaggt aaggtggaac ggatggtgca gtacacccgt aacagttttt
   818281 acatcccact aatgactcgc ctgcgcccga tggggatcac tgtcgatgtt gaaacagcca
   818341 accgccacgg tctgcgctgg ctgcacgatg tcgctaacca acgaaagcat gaaacaatcc
   818401 aggcccgtcc ctgcgatcgc tggctcgaag agcagcagtc catgctggca ctgcctccgg
   818461 agaaaaaaga gtatgacgtg catcttgatg aaaatctggt gaacttcgac aaaccccccc
   818521 tgcatcatcc actctccatc tacgactcat tctgcagagg agtggcgtga tgatggaact
   818581 gcaacatcaa cgactgatgg cgctcgccgg gcagttgcaa ctggaaagcc ttataagcgc
   818641 agcgcctgcg ctgtcacaac aggcagtaga ccaggaatgg agttatatgg acttcctgga
   818701 gcatctgctt catgaagaaa aactggcacg tcatcaacgt aaacaggcga tgtatacccg
   818761 aatggcagcc ttcccggcgg tgaaaacgtt cgaagagtat gacttcacat tcgccaccgg
   818821 agcaccgcag aagcaactcc agtcgttacg ctcactcagc ttcatagaac gtaatgaaaa
   818881 tatcgtatta ctggggccat caggtgtggg gaaaacccat ctggcaatag cgatgggcta
   818941 tgaagcagtc cgtgcaggta tcaaagttcg cttcacaaca gcagcagatc tgttacttca
   819001 gttatctacg gcacaacgtc agggccgtta taaaacgacg cttcagcgtg gagtaatggc
   819061 cccccgcctg ctcatcattg atgaaatagg ctatctgccg ttcagtcagg aagaagcaaa
   819121 gctgttcttc caggtcatcg ctaaacgtta cgaaaagagc gcaatgatcc tgacatccaa
   819181 tctgccgttc gggcagtggg atcaaacgtt cgccggtgat gcagcactga cctcagcgat
   819241 gctggaccgt atcttacacc actcacatgt cgttcaaatc aaaggagaaa gctatcgact
   819301 cagacagaaa cgaaaggccg gggttatagc agaagctaat cctgagtaaa acggtggatc
   819361 aatattgggc cgttggtgga gatataagtg gatcactttt catccgtcgt tgacagctat
   819421 ttcccctaca ggattcgaat aacaccctta caagccttgc tattactggt tttcctctgt
   819481 tcaaaaaacg cagcccccca attagacccc caaaaacggg aagccctgct cccggtattc
   819541 gatttcagcc acacaagttg gacgttttct gcaattacac atatatccta cacatatatg
   819601 cacacataga cctgcgttac gtttagccgc acaacggggt acccgtggca caaatgaaaa
   819661 gatttgttag ccaaaccaaa tctggcgcca atccgtattg atacctaccg ggtatttata
   819721 gctccaggat ctcttgaatc caatcatccc agcactcgct gccaagtgcg gactcaacag
   819781 tacctggacg agagacaagc caccaggcct ttacctcctc atattcagaa ctcgtgagtg
   819841 taaatggaca ccaactatcc attctttcat cttgatcaca tgggtcactg ccagccatga
   819901 agaattcatt caagaaaggt aaaggtggaa aatagccaga acagctaatg acaccaaaga
   819961 tgccgtaaag cactttggcg ttttcatcta aaacgcgttt agcattatta atgtgatcca
   820021 tagaaatcca tttgtaaata tctccgtttt agttccagat gtaagatggg ttgcaggtgc
   820081 catgcaccgc ttcagttcat ggtcgtttat ggctcgccta atcaaccaac gttaacgtca
   820141 gataaagcac ggaactcaat gaggtcagcc acagcgcaat aagtgagaac atagcccgat
   820201 aaaacagtcc cctaacccca caccagcgct ctgtcaacgt gcgagtcgct cccgacttgg
   820261 ctatccacaa ttgggccatt ccttcatcaa actcagcgag actgctttct ttattcagca
   820321 gggtgaaaag tcgttcatcc agccataaac gccagcaata gtaatgcgtc accaaaaaca
   820381 gcattagcag caccaagctg gcgaacgagt acaaaagatt aaaagccagc accagcggtg
   820441 gtagcgttaa taaggcgaaa taacgccagc tcgatagatg aattttcaca atgcgattgg
   820501 tcagagcgat atctggcata gcgttccctg aaactgttcc agtgcgtgga tataggcagg
   820561 tgtcagcacc acctgcgggc gttggctttt gataaggtca atagcctcct gaacacaaga
   820621 aacgtggccc tgagccagaa gccaggcggc aacaaccgtt gcgctgcggg ataaacccag
   820681 tgcgcagcac accacaaccg ttagatgtcc ctgccgtagc tcagtgagtt ttgctaccgc
   820741 ctgcgcaata tcctgtacat ctggcaccac taaatccatc aacggataag cataccagac
   820801 accaggcacg cgggttctgt gatgaaactc ggccgtcagg tcgagcaccg cggtctgttg
   820861 cagcgattta tcaggaaaac agcccagcga taccccatct aaaatggcgg aagttttggg
   820921 aatgtggcga gaaaaccaca tctttgaaag ccttgcaccc gttaaataag gccagagcaa
   820981 taaacgggcc gaaagagata aatgcccgtg ttcgtttttc tggaataggc tcgtgccaag
   821041 gcccacataa cccgcagaga ccatcagtag agcgcccgca ggccacagta aaaaatagct
   821101 gcctgggatc agcaccccgg ccagtaaaaa gatgatgcca ccgagtgtat attttgccgc
   821161 aaggcgcagc gcgtgaggtg acgggcgttt ccagcgccac tggccttcaa tcggaatggc
   821221 gtagctgata acgacggcca caataaatcc actaagaacg tcgacaaaat ggtgctgcca
   821281 ggtcgtcaac accgaagcgg ctatcagcaa aaaccatgca ccagagacca tccttgcccc
   821341 acggttcaga tgctgacgaa agcgtagcca cagtagccac gtcagaatga tatgcaatga
   821401 cggagcctgg ttataaggca aatcaaacag ttcgagctgg tgaaacaacc agccaaacat
   821461 gtcctgtgtt tccggacgta caaaagtgaa tttcagcggg aagagtaaaa atcccgcaca
   821521 ggcgataagt gaggaggcaa gcagccgaca gccgtggcgt gtcagttcct gctttgaagt
   821581 gcaaataaaa agcgaaatac catatagcag gtcaatgctc cagtaaggca cgatggtcca
   821641 cggcataaag gggatcgcgt gttcccaggc aaacaccctg ctccctacat cgtaccttgt
   821701 ggctgtaaat tgattcacct gcccgtagct gaggaaaaac agcggcccca acagcaacaa
   821761 ccagcacacc ccctgtttcc agaggctgta tttgttctgc gtgagtgcgg actcaaccat
   821821 gctgctttct caccgccagc gacacggtga aaatgccaaa ctcatcaatc acctgatggc
   821881 atttttcaaa gccggcctgc tccaccagcg tgtccatctc tttctggctg cgcacacgca
   821941 tcatccacgg gatcccgttt tgatggctgg ttaaggtata cgcgatggtt tttaactgtg
   822001 ggtgccacgg ttgcccggtg tataccagca tgccgcctgg tggaatagcc gcagccagcc
   822061 cggccaacga cgttttgatt aagtcgttat ccgggaagag ctcatacagc ccggaaacaa
   822121 tgcccagcgt cggagcagga tcgagcgtgg caagggaatc atagtcgaag gcgttgcctt
   822181 ttctgaactg agcgacgtgg cttagcccac gctcttcgat catcgcctga cctttttcta
   822241 cattcaaatc gctgtaatca cgcagcagta tactttcgat accctgctgt ttttccagtg
   822301 catccagcac atagcggcca tgtccggcgg cgatatcgac cactcgcacc ggcatgtgac
   822361 tgagctgaat cttcgcaacg gcctgttcaa tcatctgctg gatattcact ttacgcacgc
   822421 gaataccacg ccagccaacg ctgttcagat agttgtggtc aatcatacgc cccagaatgc
   822481 cattaccttc aggctgatta cgatagacgt aatccagcgt actgccggag tcaaaacctg
   822541 tttcataacc caggcgcatc cctttggact gtcgcccgat ggtcttcatg ccgaaactta
   822601 gcgcagcata aaacatccct tccagcgagc gtgattttgg tggagcctgc aattcacgat
   822661 acgcatcggc actcggactc cagcgatctt catggctata atcaaaggca taaggcgcag
   822721 ttgcatagag tcggtcgata aagtttttca ttttatcaaa agcaatagag cggtcttttt
   822781 cacccagcgt gtcgtgatag aaacccggca gaatatgttg ctcttttatc gcgctgcgaa
   822841 gaccggcata aaattgtttt tgcggtttct catgcaccac aaaatcatcg ccggaaataa
   822901 gcaactgggt cgggagagta atcgccgtcg agtctgaaac aatacgttca gccgttttgt
   822961 agagatcgag caaaatattg acggcgatct ggcgcgtgat taatttgtcc tgctcaaagc
   823021 tggcgatgcg ctcggggtcg tggctgagga atttcccttt cacgtaggaa ttcacgtaaa
   823081 acaggccacg tatacgctgc attaatccca gccccaggcg ggcaaacggc acatacagct
   823141 tgaccttaaa tgccggggac gccagcacca tgccacggat tttcggcgcg tagtcatgaa
   823201 cccaggttga taccagcacg gcccccacgc tttgcgcaat caccacgata tcgtcgaggt
   823261 tgacctgcgc atcctgtgcc acaaaacgca caaactcatc cacgtctaaa accgagcgag
   823321 caaggctggg gctgtagcca cgagcccctg gcgactgccc gtgtccacgc gcatcccacg
   823381 cgtaaaaatg ggtatcgggc atcatcagtt catccacaat atgttgcaga cgccccgagt
   823441 gttcatgccc gcgatgaaac aacacaataa ctttcttgct gttaccttcc gtggcagacc
   823501 agtggcgaaa atacaacgat gtttcatcgc tggcggtgaa catgccttct tgaaataaac
   823561 gcacttcctg actcatgagg ttttccttgt ggcaagttgc tgtaaagcga caaaacgatt
   823621 taagagtaat tgcttaaaag tcactttctc cgcatcgtaa aacagcgggt cgtcgataaa
   823681 tatgtcgatg aaaaacggga cggggatttt ctggccttta cccatcgaac ggtcaaggcc
   823741 gtgcatgtag acaggaataa tggggacttc cgggcaccgc tgacttaaat gccagatacc
   823801 ggattttatc tccgagaatt tacccggctc tccccgcgta ccttcgggaa aaataatcac
   823861 gatctttttt tccgccagag catccacaca ggcctgcaat ggattcgcct gatgagcgcc
   823921 gcgataaacc ggaataatgc caatcacctt cagggcaaac caactaatca ctttattctt
   823981 cagaaaataa tctgctgcag caacgggttg cactttcacc agcgtcgaga gcgggaacag
   824041 ggtgaataac gtcagtacgt ccagatggct gttgtggttc gctacaataa tcgccgggcc
   824101 gtctcttggt aactttttgc ggccagcaac ccggacaccg agccaaatcc agaccacggg
   824161 ataagcgatg cacagcgtaa aaatccagcg caacatacgg ttcatcagcg cgccttaaac
   824221 gtagaagtag tgatagaagt ggaagaacag cggcgcggta taaatcaggg agtccagacg
   824281 gtcgagaata ccgccgtgcc ctggcagtaa tttcccggag tctttaacgc caaaatcacg
   824341 tttaatagcc gacatcacca catcgccgca gaatccactc aggccaataa tgacgcctgc
   824401 gcccagagaa tggagccagt ccatcggtgt caacaagggg ccaaaaatgg ccgccagcag
   824461 catagtcgtc aacacgccac ccaataaccc ggcaagcgtt ttatttgggc tgactttcgg
   824521 cgtgactttg attttgccta gcgatttccc ccacagatat tgcgaaatat cgttcagctc
   824581 agtcgccaca accaggaaaa taaccagcag cgcccctgct ttagcatcca caccgggtaa
   824641 cgtcagcaga taagcgacgt ggcttaaggc aaataccgtg gccatcatgc cccaatgcat
   824701 gatggacgct gaatgtaaga accctttagt atcgccgacg agaaccatgc gagctggcag
   824761 gaataaaaag acataaatgg gaatgaagat aataaacatt ccgtaccacg acatcccgat
   824821 ccagacatat tgcagtggaa tggcagcata catccacaac aacggcacac tgtctgaacg
   824881 tcgcgtgggg gcaagcgtca aatactcctt taatgacagg aagctaatga aaccaaagaa
   824941 agtgagtgcc agccattttg gcgacaacat cgccagcgag aacaggcaaa taatcaccca
   825001 ccagctatta atgcgctgct gtaattccag ccagtcacgc tgagggcggc atttttttaa
   825061 tacgaaaata ataatggtcg ccagcaataa aacgctgaaa atcccaccga ggcagtaata
   825121 caacgtctgc agggaatcag gcatttttca cctctatcgc actacggcag cgattaatac
   825181 aggtccagac caacaataat gccgtcacgc caaacacgat attggtaacg ccgatatact
   825241 gcggccaaag cgcaataaac agacctaacg cccccagcac aaaagcacga tcacttttcc
   825301 cgagcgggcc acggtagttt cttattcccg tcagcgtctg ggcaatcacg ccacaaaact
   825361 cggtcagcca tgaaagcagt accaccagaa taaccagcca cggggaaacg ccggacaaaa
   825421 aagcaaaagc gagatagagt gcggcgtcgg aaataatatc gccgacttca ttgagaatgg
   825481 caccgagcgt cgattgctga ttgaactctc tggctaacat gccgtcgatg gcattgagcg
   825541 ccatgcggaa gaacaaaaaa acaggtagcg aaataaataa cacaggctgc ggaaaacaga
   825601 taagccaccc gcccagcagg accgaggtca gcattgccag caatgtaatc tggtttgcgg
   825661 tcactccccg cgcatggagc ctgacgacaa gcggtcgcag cagattctga aactgaggtt
   825721 taatgtcata caatgtcacg ttatggctcc tgcctttaat ttgacggttc tttatttcga
   825781 tgaacgtaaa atcaatgtgt tgtctcttac tgcaacgact cgcggctcgt ccggatcaag
   825841 atcatcacgg cttagcaccc gtttccaggt gccacgggtt ctgtccggtc tgcggaacag
   825901 taccgccacc gccggctgcg tcaacaggtc ggtgtcttcg gtattatcga aggtcttgcg
   825961 gtcactcagt tgcagtgatt catatccgct gatcgctcac atggctgaac ggaggtgata
   826021 acaccgcgca atatacgggg attgacggct tcccagggtt tttcatcggg gtaaaacagg
   826081 aactgtgtag tggtgttgat tttgtctttt ggctcggggt gcaactcgcg taacggcttc
   826141 atcccaaaat acgcaatgag cgaagttttt tctgcacctg ttcgatcata ttttcgcaat
   826201 gttgataaag ggcattatta acagtcacac cgggcctgtt acgactggtc agagcgagta
   826261 accacgtatc ctgaaatatg ttatcgatga ataaggaggt gatagatttt gtctgaagat
   826321 ccgtctcaaa atttgttgaa gccacgccat tatatccatg attaaaatag ggcttagtgt
   826381 ccatgatggt attgatgcgt aatcagacga gcaatgaagc ggatgttaca aaatgtaaat
   826441 taactgcatt caatgctacc agcccttgct atgagaggat accttgatat ttaaaataat
   826501 cgaaaagtga gtttgataac gttaaatttc gccctcagag gaaagcaaat caggcaattg
   826561 gcgtcgctct caacgacacc gcatgccggt tattacggga ccagagcggc aatcacaaaa
   826621 aatgggtgtt tgttcatcga aaagaaagca cgttacccag cgggaaaaaa tcagccgcag
   826681 tgaggaaagt gcgcgttaat ggtaacacag catggaggct tgcattaaag agagctggaa
   826741 tcgataactt ccgctttcac gaccttcgac acacatgggc aagttggtta gttcaggctg
   826801 gagttcagcg ggtagataac gtgctgacac cgtgagatat cagtaggcgc tggtggacgt
   826861 tcggcctctt tacgcttaaa ctataaccac ttaattctca ctgtttgggg cctgagtatg
   826921 atcacacatt cgccacatac tattgctagc agaaccgagt gtattgggtg ttttaccgta
   826981 cctggtgttt tgggtggctt tgaagtgaga agcatgaaga atcgtaaaga acgtcccctc
   827041 ttgatggtcg ttcgtaccgg ctgggaaaaa gccgctgcct atgaacaaat tcgcccagta
   827101 tctgaaatcg ttattgagaa aaacggtcag tctcgtccag ttaaccaagc ttttttctgg
   827161 aatgatttgc aggatacctc tatcgatttc tcacaaaagg cggttgattt gttcttcagt
   827221 aagaaaggaa ctctatctgc atgtcaccca atttaattgc tgaacacgat aaaatattaa
   827281 aatggccgga agttaatgat ttagcttacg gccatttttt atggctccct gaatttaaaa
   827341 ccccgagtgg tgacctcttt cgagcattac ttgaagatga tggtagcaat atggcccatc
   827401 ttcatatcaa agagagactt tcaggtgagc atatagcaag ctatgttttg actttcgacc
   827461 tcaccccacc actggattta ggccaacgtt taccccaagt tgaatcagct tatgtctcac
   827521 aagaatatca aggcgggggc gtgtctactg ccacctataa agccattatt gaccactacg
   827581 gtgctgtaat aagtgatact tatcagactg agggcgggat ggtgctttgg ctgtttggtc
   827641 tatctaaaga tgacagcatc cagttaacca ttctaaatgt ggatggtcat acgttggatt
   827701 ataaaattaa cgaacacggc gaaaggatca gttttcaggc agatagaaag tctttactgg
   827761 aaattgccga tacggtttgg ggaaacccgg ataatgtcga actgagtaat ctggagacgt
   827821 tgggctttac accatcctgg cgtaatcaca gcaatcacgt tttagccgca actaaatcta
   827881 ttatctaaat cccctgatgg ctccccataa ataaagacag acatatagga tcgtgatcta
   827941 cttagtgttc cagtaaaaag taaggtcagt taaaaggaag gagaagttag tagtcgataa
   828001 cgtggaatca ttacctgacg agtatgtcga tgttgctagt caaattacct acacagcaaa
   828061 atctgacgag attaagagcg ctagtgaaaa cacggcagaa gctaaagcca ttgctggagg
   828121 aaaggatatc agtgaagtat ttattaaccc agttccgggc gctcgtatcg agaccggacc
   828181 aagatcattg caagtgcgat gatgcgggtt atttattgcc gcttacgcac agttcgcggt
   828241 gaaaaagttt tacgcagaat gcgtgatgag ggaccgctct attacatctc agcaataagc
   828301 ggaaaacgac tcaagatggg ttctgcgaga aatgggtgaa tgcagaagtt gcttgatcaa
   828361 ggtcggcttt atttgcgttt ttcaagttga tttttaaaaa tcaaaaccaa tccagccaag
   828421 agcgttttgg tcggttgcgt ggcaagcaag acggctaatt atggctacaa gatatattaa
   828481 atggcccgag atgttgctgc tagttggaaa gagtaggcca acaatctggc gcatgtattc
   828541 caagcgtaat gaattcccga aaccagagcg cacaaaaagc gggatgtttt taggttggcc
   828601 tgaagcttct tatgaggaat gggttcaaag caagaagtgc taaatcacta cctgacccgt
   828661 ctaaatggcg ggttttgtat tttaagcggt aacttattga ttttattggt acgccctaca
   828721 gggctcgaac ctgtgaccta cggcttagaa ggccgttgct ctatccaact gagctaaggg
   828781 cgcatttgat atttaccgta gcatagaacg ctgacggtag tcagttgcgg gttggattat
   828841 acgggcagtc gctttcgagt caatgggttt tcaccttatg cttcatcaac tggttattta
   828901 atcgttaatt aatcgtcatt atgcgcctga cagcgcggcc cgcttctgac aaaataggcc
   828961 gattcccgtt ttttttcaat tgatggaccc ctccactgat gtcagcaaaa attattgatg
   829021 gtaaaacgat tgcgcagcag gtaagaaacg aagttgctgc ggtggttcaa caacgtctgg
   829081 cagcaggtaa gcgtgccccc ggtctggcgg ttgtcttggt cggtgaaaac ccggcgtcac
   829141 agatctatgt ggcaagtaag cgtaaggctt gtgaagaggt gggctttgtc tcacgctctt
   829201 atgatctgcc aatggcgacc agtgaagcag agctactggc cctgattgat tcattgaatg
   829261 aagataccga aatcgacggc attctaatac aactgccact gcctaacggg attgataacg
   829321 ttaaagttct ggagcgtatt caccctgata aggatgtgga tggtttccac ccatataacg
   829381 tgggccgcct gtgccagcgt gcgccaaaac tgcgcgcttg taccccccgt ggcatcatga
   829441 cgctgttaga acgttatgac atcccaactt acggcctgaa cgcggtggtc gtcggcgcat
   829501 ccaatattgt tggtcgcccg atgagtcttg aattgctgct ggccggttgc accaccacgg
   829561 ttacccatcg ctttactaag aatctgcgtc accatattga gaatgccgac ctgctggtgg
   829621 tcgctgtcgg taaaccgggc tttattcccg gagaatggat taaaccgggc gctatcgtga
   829681 ttgatgtggg tattaaccgt ctggaaagtg gtaaagtagt cggcgatgta gcatttgatg
   829741 tcgctgctga acgtgcgggt tggattacac cggttccagg tggcgtcggg ccaatgaccg
   829801 ttgcaacact gatacaaaat accttgcaag cctgcgagga atatcacgac atcagccaaa
   829861 attgagttaa aggacagtaa tggacatttt tcatttggaa aaacaccccc atgtcgagct
   829921 atgtgaccta ctaaagttac aaggttggaa tgacagcggt gcatcagcaa aagcagctat
   829981 cgctgatggt ttggtgaaag tggacgggaa ggtagaaacc cgcaagcgct gcaaaattct
   830041 ggcagaccag atcgttgagt ttcaaggcat gaaagtgcag gttaaagcct aatagccgtt
   830101 gtaatagcca gcattgctgg cctattgaac aataaatatc ctccggcata gccggaggtt
   830161 tttcatatgc gcctataagg ctctgttacc agccgcgccc taacaggcgc atcgcgatct
   830221 gacatttgca tctatggatt acttacggcc cgtaaacggg ctaccgggat acgggatcga
   830281 gagttgctca cccattttat cctcttccaa ttggtgcttt atgtattctt gtatcctggc
   830341 cgtgtttttc cctaccgtat caacgtaata ccctcgacac caaaactccc tgttacggta
   830401 tttgaacttc aaatcgccaa actgctcata aagcatcaga ctgctctttc ccttcaggta
   830461 ccccataaat cccgagacac tcatcttggg cgggatctcc agaagcatat ggatgtgatc
   830521 cacacagcat tctgcttcca ggatattcac gtttttccat tcgcacagtt ttcttaaaat
   830581 actgccaatc gctctgcgtt tttccctgta gaacacctgc cttcggtact tcggcgcaaa
   830641 aactatatga tatttacagt tccatcgggt gtgcgctaag ctcttttcat ccctcattgg
   830701 gacccccttt tgatttcttg ttgaacattt gcagttgcca gaccgcaaac tgttttaaca
   830761 aatcaaaagg ggtttttata actgacccaa agctgaaagc tttactgaac ccccagccta
   830821 gctgggggtt ttctgggcac aaaaaaatcg cggttactgg taaacaccag aaccgcaatt
   830881 tttttagtac tatccactga taatgagtac tctccattga taatgagtac tctccacgga
   830941 taaatagtac ccactaataa atagtgtcag ctaacaaata tagctcgcta aacagttccc
   831001 tatcccgcct tattccataa ccttaaaagc gtatcaaaca acgttacttg cggcgccatg
   831061 tcgtgccttg cgggccatct tccagcacaa tacccagttc attcaattga tcacgtgcgg
   831121 catctgccaa cgcccaattt ttgctgctgc gggcatcatt acgttgctta atcagggctt
   831181 cgatttttgc tacttcgtcg tcatcagcct gcgcaccgcc ttgtaaaaac agttctgggt
   831241 cctgttctaa taagcccagc acctgagcca atttacgtaa ctcagcggcc agaccattgg
   831301 cagcggccat atcttcgttt ttcaggcggt tgacttcgcg ggcgatgtca aacagcaccg
   831361 aataggcttc tggtgtattg aaatcatcat ccattgccgt gcggaaacgg gcttcaaatt
   831421 cagcgccccc tgctggcgta gcgttagcat cagtaccgcg cagcgcggta tataaacgct
   831481 ccagtgaagc gcgtgcctgc ttcagattct cttcgctgta gttaagctgg ctacgataat
   831541 gaccggacat caagaaataa cgcacggttt cggcatcgta atacgccagc acatcgcgaa
   831601 tagtgaagaa gttattcagg gacttcgaca ttttctcttt gtcgatcatc accataccag
   831661 agtgcatcca gtaatttaca tacgggccat cgtgtgcgca ggtagattga gcgatctcgt
   831721 tctcgtggtg cggaaacatc aaatcagagc cgccgccgtg aatatcaaaa tgcgcgccta
   831781 actgtttgcc gttcattgct gaacattcaa tatgccaacc agggcggccc ggcccccaag
   831841 gtgattccca gcgtggctca cccggtttgg acattttcca cagcacgaaa tccatcggat
   831901 tacgtttaac atcagccact tcaacccgtg caccggcctg tagttgatcc agatcctgtc
   831961 gggataacac accgtaatca ggatcgctat cgaccgcaaa catcacatcg ccgttagagg
   832021 caacataagc atggccccga gcaattaagc gctcggtcat ctcaattatt tcagcgatat
   832081 ggtgagtcgc acgcggctcc aaatcagggc gctcaagatt taatgcgtca aaatctttgt
   832141 gcatctctgc cagcatccgc gttgtcagtt gctcacaagt ctcattattc tcaatcgcac
   832201 gtttaatgat cttatcgtca acgtcagtga cattgcggac atacgtcaga gagtaaccta
   832261 aataacgcaa ataacgcgcc acaacatcga aagcgacaaa agtgcgccca tgcccaatgt
   832321 gacacaggtc ataaatagtg atcccgcata catacatacc cactttaccg gcatggatag
   832381 gcttgaattc ctctttttgg cgactcagtg tattaaaaat ctttagcatt gggacattcc
   832441 gtggttttat tttgcggtac gcatagataa acaagatatc atcagattat gcggtaaatc
   832501 agtctctgat acagcacttt ttcgcccata aaggcagcag aacgagtact gactcaatct
   832561 cagagatatg atataagagc cgtctaaaga gttacgactc atttgtgaat acacctatta
   832621 cactagcagg aacattatta tggtcacgtt tcatactaat cacggcgata tcgtcattaa
   832681 taccttcgct gataaagcgc cggctaccgt tgaaaatttc ctgaattact gccgtaaagg
   832741 tttctatgat aacactattt tccaccgtgt tattgatggt ttcatgatcc agggcggcgg
   832801 tttcgaaccc ggcatgagcc agaaaacaac ggatgcacca atcaaaaacg aagccaacaa
   832861 cggtctgaaa aatacccgtg gcacgttggc aatggcgcgt accaatgatc cacactcggc
   832921 taccgctcag ttcttcatta acgtcgctga caatgatttt ctgaacttcc gttcagagcg
   832981 cccggatggc tggggttact gcgtatttgc tgaagtaacc gacggtttgg acgtagttga
   833041 taaaatcaaa aatgttgcga cgggccgcag tggcatgcat caagatgtgc caaaagaaga
   833101 tgtgatcatc aaaagcgtca ctattagcga gtaatgacgg cttaatgagc acgcttttta
   833161 ttgcagatct gcatctcagc gttcaggaac cggcaatcac tgccggtttt ctgcatttta
   833221 tacagcgtga ggctattcat gctgatgctt tatatattct gggtgatctg ttcgaatcct
   833281 ggattggtga tgacgacccc gagccactgt atcggcaggt tgctgctgcg ctgaaatcac
   833341 tccaacaaca gggggtgccc tgttatttta tccacgggaa ccgcgatttt ctgctcggta
   833401 aacgttttgc tgaagaaagc ggcatggtct tgctgccgga agagaacgtt gttgaattat
   833461 atggccgtaa aatccttatt ttacatggtg atactctgtg tacggatgat accgattacc
   833521 agcattttcg taaaaaggtc cataatccgc tgattcaaaa attatttttg tggatccctc
   833581 tgcgcctgcg tctgcgtatt gcggcctata tgcggaataa gagccagcag aataatagcg
   833641 gtaaatcaga acgcattatg gatgtgaatt caaaagcggt aattgatgct ttcctgcgcc
   833701 atgacgtcag ttggatgatc catgggcata cgcaccggcc agccatccat agcgtagaat
   833761 tgccgatggt aacagcacat cgggtagtgc tgggggcctg gcatgtcgaa ggttcaatgg
   833821 tcaaagttac ggcagataac gtcgagctaa ttacattccc gttttaacat ccatttctac
   833881 gcaataacct cgattaccac acagtaacct cgattaccac gcgataacct tgattaccaa
   833941 gcaatcaccc gctcatgacg aataacagcg tattcctcat cacaatggcg cgacaagacg
   834001 ataacttcca gcaggaaaaa accaataaat cccactaaaa gccgccacgc aaccgttttc
   834061 ctcgcctttg gctcatgata tgctctacgc cctcttcgcc agccacgatg tatagtcagt
   834121 cgttctggcc gacgcttgcg caattacagg agctttacac ccatgggagc caacctcaat
   834181 tcagcttatg cagccggggt taaaatcgcc atcgtaatgg ggtccaagag tgattgggcc
   834241 accatgcagt tcgccgccga cgttctcacc acgctcaatg ttccgtttca tgtggaagtc
   834301 gtctctgcac accgcacccc agataggttg ttcagctttg ccgaacaggc cgaagccaat
   834361 ggcttacatg tgatcattgc cggtgccggt ggtgcagcac atttgccagg gatgctggcc
   834421 gccaaaacgc tggtgccggt tttaggggtt ccggtgcaaa gtgcggcctt gagtggcgtt
   834481 gatagcctgt actcaattgt gcaaatgcca cgcggcattc ctgtagggac gctcgctatc
   834541 ggtaaagccg gtgcggccaa tgcggcgctg ctggccgcac aaatcttagc attacacgat
   834601 actgaattag ctggccgctt ggcacattgg cgtcaaagtc aaacggatga cgtgctggac
   834661 aaccctgatc cgagggaaga agcatgaaac cagtttgtgt actgggtaat ggccagttag
   834721 ggcgaatgct gcggcaggca ggtgaaccgc tgggaattgc ggtttatccc gtcggcttag
   834781 atgctgaacc tgaagcggtg ccttatcagc acagtgtgat caccgctgaa attgaacgtt
   834841 ggccggaaac cgccttaacc cgtgaattag ctacccatac tgcttttgtt aatcgcgata
   834901 tttttccacg tctggcagat cgtctgcccc aaaagcagtt actcgatagc ttgggtttgg
   834961 caactgcgcc gtggcaattg ttatccagcg ccagtgaatg gcctgaggtg ttcgccacgt
   835021 tgggtgagct agccatcgta aaacggcggg tcggcggcta tgacggccgg ggtcaatggc
   835081 gtttacgccc tggtgagcag ggtaccttac cccccgatgc ttacggcgag tgtattgtcg
   835141 aacaggggat taacttctcc ggcgaagtct cattgatcgg cgcgcgcagc caccaaggtg
   835201 aatcggtatt ttatccactg acccataatc tgcatgaaga tggcattttg cgcatgagcg
   835261 tggcattacc acagcccaac agcaaactac agcagcaagc cgaaaaaatg ctgtcagcca
   835321 ttatggataa gctgaattat gtcggtgtga tggcgatgga gtgttttatc gtcggcgacc
   835381 gtctgttgat caatgaactg gccccgcgcg ttcataacag tggtcactgg acacaaaacg
   835441 gcgcatcaat tagccagttc gaattgcatc tgcgggccat tttggatctg ccactgccgc
   835501 agccggtggt gaataccccg tcagcgatgg ttaatctgat tggcacgcca gtaaatattc
   835561 agtggctgtc tctgccatta gtacatctgc attggtacga caaagaagtc cgtgaaggcc
   835621 gcaaagttgg tcatctgaat ttaaacgatc cagagggtac ggcattaagc gcatccctgg
   835681 ccgcactggc tcctttgcta cccgcggagt atcagaacgc actgcgttgg gcgcaagata
   835741 agttataaca agaagcgggc ggcctctgct gctgcccgcg aataaaatcc actactcgta
   835801 acgacgaaat agcgcctgcc ctcgtaatag ccgaacccct agccagccac cgcacactga
   835861 cagcaacgac gcccccgcca ggggtaagat ccaccacatc atccagtttg gctgccatgg
   835921 gaaatcaaag actaacctct gcaatgccca gagcgcggct tcagcaccta tcgccgccgc
   835981 cagccccgct accaagccca gtaaagcaaa ttcccaccat aatgtgcctc gaagtaagcg
   836041 tttactcgct ccgagcgtgc ggtagaccac caactcctgc ctacgctggc gcatccccac
   836101 ttgtacctgt gccagtagca ataaggtgcc acacagaatc accaacacca ccatcacttc
   836161 cagcgcccgg ctgacctgtt gtaacacttg accaacctgt ttcaacatcg caccgatgtc
   836221 taacaaactc agtgttggga actggcgatt taactgaacc aaagcctctc catcaccgtg
   836281 atagcggaag ctggtcaacc aggtttgtgg ttgttgatcc aatgcgccgg gtgggaaaat
   836341 aaagtaaaaa ttaggccgta aactgtccca atcaacctga cggatactgc tgaccgtcgc
   836401 cccaaatgac tgagtatcac cgctgaaagt cagtttatcg ccaattttaa tccccagccg
   836461 atcggcaatc ccctgctcca tcgagacttc atcggcttta ggaggccact gccctgcggt
   836521 caatacatta tgagcgggta aatcctgctg ccaggttaaa ttcaactcac ggttaactgc
   836581 ctcaccaccg ggtgagtctt cactcactcg ctcagtagcc agttgctgat taatttccgt
   836641 caaccggacc cgcacaatgg ggtagaacgt cgagggttga atatgatgct gagccaaaaa
   836701 tgccgtgact tgtggtacct gctggggcgt catattcagc aaaaaatagt tcgggctatc
   836761 cggtggcaat tgctgctgcc atctctccaa gagatcacca cgtagcacta gtaacaacgc
   836821 caacaacatg aaggagagtg aaaatgccgc aagctgagtc agcgtcatcc acggttggcg
   836881 cagaagccga ttaatggcca accgcagtga taaacgggtt accgttaggt gacgcagcaa
   836941 cagcaagctg ccccagccga tccccccgag cagcaacgcc aataccacca tgccccccag
   837001 aatggcccat agcagggagt tcccccccat cagcaatgcc aataacccaa tcaccaccag
   837061 cagcatcact ggaataaaat agcgcaatgg ccagacattg gccgccacat cacggcgcaa
   837121 tacccgcaat ggctgagtgg cgagtaattg ccgatatggc ctcaccccca ccagcaacga
   837181 aatcaatact aatgatccca ttgaccacac ccatggccat agcccggcag tgggtaactc
   837241 tgcgggcaat accggcgcta ataaccaaac caatagcctc tcaaataaga gaccaatgac
   837301 actgccgcag aggccggcca atgccagcac ggatagccat tggccgataa tcaatcgacg
   837361 cagagcaccg cgcccggccc ccaatgtttt cagcacagcc accagatcat agcggctgcg
   837421 gcaatagtgg cccatagcga cggcgaccgc agcaatcgac agcaataagg tcagcaacgc
   837481 cgataataat aagaactgtt gcgcccgttg cagggatttc cccaatgcgc caccggattc
   837541 ttgcaagcca taccaacgct gctctggtgc taattgcggg gtgagccagt cgctaaactg
   837601 cgtcacggcc tccggggtgc cagcaaacat atagcggtaa gtcaaacggc tacccggttg
   837661 caccgcaccg gttttctcga catcagccag attgatcaga atgtgtggtg cggtttgaaa
   837721 cggattaaaa ccggcatcgg gttcttgaat aatctcaccg ataattttta gcgaggtatc
   837781 gccaacatcc aacatgtcgc caaccttaac ccccagtagc gccagtaatc gcggtgccac
   837841 cagcaccgtg cccggttgca actctgcccc cttaggtaag gtttctaatt tcccatagag
   837901 cgggtaggcc agatcagtgg ctttcacctc agccaactgt gggcgatcac cggcaaaggt
   837961 catggtcaaa aatgagagtt ggcggctaac cgccagcccc tgctgcttcg cttcctgtaa
   838021 ccacgcctct ggaacagggt gtgccgcccg gagaacccga tcaccggcca gaaaatcgcg
   838081 gctttgctga ctcagccctt tttccattcg atcgctgata gtccctaacg ccaatacgca
   838141 ggctactgcc agcgtgagcg ccagccagac aatgagcagt gaaggcgcgc gccactcacg
   838201 ccaaaaccag cgccaaatca tgactcctcc cacaatttac cgtccctcag gcgcaaccga
   838261 cgctgacaac gaccggccag ttgttcatca tgtgtgacca gaatcaacgt ggtcgcgaaa
   838321 tcccggttta gggaaaacag caaatcagcg atacgatcac ccgtctgccg gtcaagatta
   838381 ccggttggct catcagcaaa taagattttt ggccgcccac tgaaagcccg ggccagtgca
   838441 actcgctgtt gttcaccacc ggacagttgg gcgggaagat ggtaaaggcg cttgcccagc
   838501 ccaagttgct ccaataattc aatagcttgc gatttgcttt ggcgatcact ctcaccacgg
   838561 agtaatgccg gtagttgaac gttttcaagc gtgttcaatg taggaaccaa cataaacgac
   838621 tgaaagacaa agccgacatt tttcgcccgg agtagcgcgc gaccttcttc atccatcgtg
   838681 gtcaatgact gcccaagcaa gctcacatca ccgctgctgc catcatccag cccggccaga
   838741 atccccaata atgttgattt gcctgaaccc gactcgccaa tcagcgcaat tgtctgggca
   838801 ggtttgacaa ccagctcaac tccggtaagg atggagagct gttgctcacc ctgaccgacg
   838861 tgcttattaa gatgatgaac ttcaagaacg ttttccgctg gcatcttccc ttccttttac
   838921 tgttgggatt attcagtttg cgtgccgccg caaccgatac actattgatt ctcggcgaca
   838981 gtttaagcgc cggttaccgc ctgcctattg cacaggcatg gccttcgcta ttggataaaa
   839041 aatggcaagc cacgccttca ttaccgaagg tggtcaatgc cagtatcagt ggagataccg
   839101 ccgcgcaagg gctagcgcgc ttacccgctc tactcaaaca acatcagcca cgctgggtgc
   839161 tgattgaact gggcgccaat gacgcgctgc gcgggtttcc gacgcaggac attcaacggg
   839221 atctgagcga aattatcaat cagataaccg cagcgaaagc ccagccatta ttgatgcaaa
   839281 tccgtattcc ccctaactat ggccgccgtt atactgatgc tttcaccgct atctatccac
   839341 aactggcgca acagttcgac atccccctac tccctttttt tatggaacag gttgccgtta
   839401 agccagagtg gatgcaggat gatggtttac accctaacgg cgatgcccaa ccgtttatcg
   839461 cggattggat ggcgcaacaa ctcaagccgt tagttgttga tccgaaataa atatgattta
   839521 aacatcgctc agactgttag ccctgttttg acaggttaat caggctagaa aaaagggaaa
   839581 gcgcactaaa agtgcggtaa tcccttcgct taccaatcaa taaaacagtg ttgttattaa
   839641 tttcagtgac tactcagaaa tggcatccca aaaataattc gagtttcagg aacgcggtaa
   839701 ttaaggtagc ccccaggagc ttatttattt taaggtcaac aacaggtcag tgactggggt
   839761 gaacaaagac agccaacgta catgcaactt gaaaacgtac atgcaacttg aagtatgacg
   839821 ggtatattta ttcaagacta accttgctca gttaaccatt tgtttaagca aatagattca
   839881 ttcattaggt aaagttatgc aaaaagcagt attgattacc ggctgttcca gtggaattgg
   839941 tctggtagcg gcacaagatt taaaaaacag aggttatcgc gtgctggccg cctgccgcaa
   840001 acctgacgat gtcgccaaaa tggtgcagtt aggtctggaa ggtattgaac tggatttgga
   840061 tgacagcgcc agtgtcgaac gcgctgcggc acaggttatc gaactgacgg gtgggcggtt
   840121 atatggcctg tttaataacg gcggttttgg tctgtacggt tcactgcaca ccatttctcg
   840181 ccaacagttg gaaaagcagt tttcgactaa tctgtttggc acccaccaac tgacacagtt
   840241 actgctaccc gcaatgttgc ctcacggtga ggggcgaatt attcaaacca gctcagtgat
   840301 ggggttggtt tcaacggcgg ggcgcggtgc ctacgccgcc agtaaatatg cgctggaggc
   840361 ctggtctgat gccctgcgaa tggagctaca gagtagtggt attcacgtca gcctgattga
   840421 acctggtcca atcagcaccc atttcaccca aaatgtgaat caggcagagg ccgataagcc
   840481 ggtcaataac ccagggatcg ccaagcgatt tacactgcca ccggaagcca tattacccaa
   840541 attgcgtcat gcgctggaaa gcccacgccc gcaattgcgt tatccggtca cgatggtggc
   840601 ccatgcgttg accctactac gtcgtctatt acctggccgg atgctagata gagtcctgcg
   840661 cggtaatagt taagccagat cattgactaa gggttgaagc aaggcaatcc gcccccatct
   840721 atcgttaaaa cggatgagag aaataattca tgctaacacc tacaacgatt gaaattactg
   840781 aagcaaacct gcaccaagcc atagaacaat ccatgtcagt tcctgtgttg ttctattttt
   840841 ggtctgaacg cagccagcac tgcctgcaat tgacaccaac actggataaa ctggccgccg
   840901 agtatgcggg tcaatttatt ctggcccgtg tcgattgcga tgcacaaccc atggtggcgt
   840961 cgcaatttgg tttacgctct attccggcgg tgtacctgtt taaagatggc cagcccgttg
   841021 atggcttcca agggccacaa ccagaagagg tgatccgcga actgctacag cgggtactgc
   841081 caaaaccaga agagctaaaa tcggccgaag cggcgcaact gatgagtgaa ggcaaagtcc
   841141 ctgaagcgct gccactgctg aaagaagcct ggcaactcgc ccaacaaagt aacagcccac
   841201 aaactagcga aatcgccctg caactggcag aagcacaaat tttgctgaac cgcagcgaag
   841261 atgccgaaag cgtattggca acccttccac tgcaagatcg tgatacccgt tatcaggggc
   841321 taattgccca aattgagcta ctgaaacaag cggctaatac gccagaaatc cagcaactac
   841381 agcaacaact ggcagaacag ccggataacg tcgagctggc cgtgcaattg gccttacaac
   841441 tgcatcaggt tggccgcaac gaagaagcgt tggaactgct attgggtcac ctgaaaaaag
   841501 atttagccgc agcgaacggt acggcacgta aaacattaat ggatatttta gccgcattag
   841561 ggactggcga tgcactggcc gctaaatacc gccgccaact ctacgcatta ttgtactgat
   841621 tagcgtattt ccaccgttat ttgtaccgta cttgtaccat catttgctac tgcgcggggc
   841681 aatcctgcgc agttttatgc tgctttcccg ccatttttcc tctttacacg catttaccgg
   841741 tctttcgtta ggtatttaac cccccatcac gtaatattaa gatacaattt ttcttgctga
   841801 caggaagtta agtatgttca cagttatccc tattcttatc gttgtcgctc tgattgtcgt
   841861 actttctgca atcaaaatcg tcccgcaagg ttttcagtgg actgtcgaac gttttggtcg
   841921 ctataccaaa acactgatgc caggcctgaa tatcgttgta ccgtttatgg atcgtgttgg
   841981 ccgtaaaatt aatgtgatgg aacaagttct tgatattcca tctcaagaaa tcatttcccg
   842041 tgataacgcc aacgtggcaa tcgatgccgt ttgctttatc caagttattg acccggtgaa
   842101 agcggcttat gaagtcagca atttggaatt ggctatcgtc aacctgacca tgaccaactt
   842161 ccgtaccgtc ttaggttcga tggaactgga cgaaatgctg tctcagcgcg ataacatcaa
   842221 cagccgcctg ctgcatatcg tcgatgaagc caccaaccca tggggcatca aaatcacccg
   842281 tatcgaaatc cgtgatgtgc gtccaccaac tgaactgatt tcagcgatga atgctcagat
   842341 gaaagctgaa cgtaccaagc gtgcggatat tctggaagct gaaggggttc gtcaagccgc
   842401 tattttgcgt gccgaaggtg aaaagcagtc acaaattctg aaagcagaag gtgaacgtca
   842461 gtctgcattc ttgcaagctg aagcccgtga acgtgccgct gaagcggaag ctcaggcgac
   842521 taaaatggtt tctgaagcca tcgctgccgg tgatattcaa gccattaact actttgtggc
   842581 acaaaaatat accgatgcac tgcaacacat cggctcggcc aataacagta aagtcattat
   842641 gatgccgctg gaagccagta gcctcatggg tgctatcggt ggtattgcag aactgattgg
   842701 tgagagtaaa aacagccgag gtaaataacc atgctggagg aaattgcagt aaatccaaat
   842761 tggttttggc tatcacttgg cgggctatta ttggccgctg agatgctggg agcgagtggc
   842821 tatctgttgt ggagcggtat tgccgccgtc cttgttggcg ttctggtatg gctgttcccc
   842881 tttagctggg aaatgcaagg cgtgctgttc tccattctga ctgtcgtgtc tgctttccta
   842941 tggtggtatt ggttgagtaa acgcactaaa ccgcaacctg ccatgcttaa ccaacgtaat
   843001 catcaactgc ttggcatacg ggcaacattg accgagccaa cggttgatgg ctatggccgg
   843061 atgaaggtcg gtgacagcag ttggcgaatt tactgcgcta ccgagcttaa cccaggaact
   843121 gaagttgaag tgattttggt agaaggtaat accttgcatg tccgtgccgt taatcgctag
   843181 cgtttacatt gacagcctca cgtcattgtc actacagcaa ggcagtaaac aaacagcccg
   843241 aatcacttac tctggtaggt gattcgggtt atttatcacg gcagcgtatt attttaatgg
   843301 tagcgaactg cttgagtggc aacatcccgc caggctatta ataattgggc aatctgcgcc
   843361 ctcatcccct gggcactctt ctgccaacgc taacaaacgc atacgcattt gattcaaatc
   843421 attaatatgt tgctcgattt ccgctacttt tagcaatgtt gccgctttca catccgcgct
   843481 gtgccgtgct gggttatgaa ataatgccaa caattcacga cactcatcca gtgtaaaacc
   843541 cacttgccgc gcctggcgca gcaacgtgag ctcttcaata tgtttggccg tgtagctgcg
   843601 ataaccgtta tccgtgcgaa caggtggcgt caccagtttt ttttcttcat aaaaacgaat
   843661 ggctttgctg gttaaaccgg tttttttcgc aacatcgcta atgttcatta ttcccccttg
   843721 accttcacct tgctggaagg tttaacctct atggttagtg aaaatagcca tgccagtcaa
   843781 gcggaataaa agccgccccc cgatattatg ggccaacaaa atattaccgt cattaatgta
   843841 tggggcaggt aataccgact aagcttattc tggtgaattt atgagtaagt ttttactcaa
   843901 taaggagtta aataatgttg caaaccacac tgctcgcctt acaaggactt tcttgtatga
   843961 attgtgctca acgcgttaaa gccgcgttgg aaagccgtga ggatgttcac catgctgaag
   844021 tgaatgttca ctacgctaaa gtgactggtg aagccgacac tcatgcactc attgaaacga
   844081 tcaaacagac cggttatcag gctacagaag cccaaacgcc ggacgttgaa ttacacctat
   844141 caggattgag ctgcgggcat tgcactgaga ccgtccgtaa agcgctggaa gcggtttcgg
   844201 gggttatttc tgccgatgta accctcgaga gtgccaacgt gtacggcaag gccgatatac
   844261 agacattgat tgccgcagtg gaacaggctg gctatcacgc cacacagcaa ggtatcgact
   844321 ccccaaaaac tgagccgctg acacactcag cccaatctca gccggaatct ctggcagcgg
   844381 ccccgaatac agttccggca acaaacgtgg ctttagccac aagtacggtt tctgatacaa
   844441 ataccgtttt acctacaaat accgctttac ctacaaatac aacgtcgaca acttcaacag
   844501 ccgatacggc gtcagccacc agcacggcac cggtgatcaa tccgctgcca gtgaccgaat
   844561 cagtggccca gccggcagcc tcagaagggg agagtgttca gctattactg acggggatga
   844621 gctgtgccag ttgtgtctct aaagtacaaa atgcattgca acgtgttgat ggggttcagg
   844681 tggcccgcgt taatctggct gagcgcagtg cattggtcac agggacccaa aataacgaag
   844741 ccttaatcgc tgcggttaaa aatgccggtt acggcgcgga aattattgaa gacgaagggg
   844801 agcgacgcga gcggcaacag caaatgtcgc aagccagtat gaagcgcttc caatggcaag
   844861 cggcattagg tctgttgtta ggtatcccat tgatggcctg ggggctgttt ggcggtagca
   844921 tgacgctgac gccagaaacc caaacgccct ggcttatcat cgggattatc acgttgctgg
   844981 taatgatatt tgcgggtggt cacttctacc gtaatgcgtg ggtcagcctg aaaaatggca
   845041 gtgcgaccat ggataccttg gtcgctctgg ggacaggtgc ggcctggatc tattccatca
   845101 ccgtcaatat ctggccagat gttttcccta tggaggctcg tcacctttat tacgaagcca
   845161 gtgccatgat cattggtttg attaaccttg gtcatgcgat ggaacaacgt gccagacagc
   845221 gctcatctaa tgcgctcgaa cgcctgttag atttggcccc accaacggca aagttagtga
   845281 ccgatgacgg cgagaaggtg atcccgctgg ctgatgtcca actggggatg atcctacgcc
   845341 tgactactgg cgatcgcgta ccggttgacg gcgagattgt gcagggcgaa gtgtggatgg
   845401 atgaagcgat gctgactggt gagccgatcc cacaacagaa atcagtcggt gatattgtcc
   845461 acgcggggac acaagtacaa gatggaaccg tacaatttcg ggctagcgct atcggtagcc
   845521 aaacgacctt ggcgcggatt atcaaactag tccgtcaggc acaaagcagt aaaccggaaa
   845581 tcggcaaatt ggcagaccgt atctctgcgg tattcgtccc aacggtggtg gtcattgcca
   845641 ttgtcgctgg cctgatttgg tatttcttcg gcccacaacc ccagttggtc tataccctgg
   845701 tggtggccac cacggtgtta attatcgcct gcccttgtgc tttgggctta gcgacaccga
   845761 tgtcgattat ctctggcgtc ggccgggccg ctgaatttgg tgtattggtt cgagatgcag
   845821 atgcattgca gcaagccagt aacctcgata cgttagtgtt cgataaaacc ggcacactga
   845881 ctgaggggca cccgcaggta gtggcaatcc atacctttaa tggtgtcagt gagcaacagg
   845941 ctttgggctg ggcggcagca ttggaaacgg gatcaaatca cccgctggcg cgcgctatct
   846001 tacaacgtgc tgaagggctg acattggcca ccgccagcca atttcgtaca ttgcgcggtt
   846061 tgggggtcag tggtgaagtt gacggcattc cactgctcct tggcaataat cggctactgg
   846121 aagagcaaca gattgatacc cgcgagctgc aatcattgat acagcaacaa gcggaaagtg
   846181 gcgcaacacc ggttattctg accgccaatg gtaagcccgc cgcactgtta tcgatccgtg
   846241 atccattgcg cgaagacagt atcggcgcat tacagcggct gcatcaattg ggctatagtc
   846301 tggtgatgtt gaccggtgac aaccctatta ccgccaatgc cattgcgaaa gaagccggta
   846361 ttgatcgtgt gatcgcgggc gttctgccag atggcaaagc cgatgctatc aagcaactgc
   846421 aagcggccgg gcataaagtg gcgatgattg gtgatggcat taacgatgct cctgcattag
   846481 cacaagcgga tgtcgggatt gccatggggg gcggcagtga tatcgcgatt gaaaccgcgg
   846541 cgattaccct tatgcgtcac agtttgtacg gtgttgtcga tgcggtagaa ctttccaaag
   846601 caacattacg taacatgaag caaaacctgt tgggcgcgtt cttctacaat gcgctgggca
   846661 ttcccattgc cgcagggatt ttatatccct tcaccggtac attgctcagc ccggtcgtcg
   846721 ccggagcggc aatggcgttg tcgtccatta cggtcgtcag taacgctaac cgtttactgc
   846781 gctttaagcc taaacagtaa atgctttcag tgacctcaat ggcgcacaat atcgttttgt
   846841 gcgccattga gcgttgatat ccaaaatgta agtgccgcta acaacgctac aatttcaagt
   846901 aagaagggtg ttacccaaag taattggaat tacagctagg cagcaagcga atgaatcccg
   846961 ataagctgac tcacgtcagt gattcgggtg agtgagtgcc gctaacaacg ctgcaatttc
   847021 aagtaagaag agtgttaccc aaagtaattg gaattacagc taggcagcaa gcgaatgaat
   847081 cccgataagc tgactcacgt cagtgattcg ggtgagtgag tgccgctaac aacgctgcaa
   847141 tttcaagtaa gaagggtgtt acccaaagta attggaatta cagctaggca gcaagcgaat
   847201 gaatcccgat gagctgactc acgtcagtga ttcgggtgag tgagtgccgc taacaacgct
   847261 gcaatttcaa gtaagaaggg tatagcatac agaaaatgct aataaaggag ccaaactaac
   847321 atggacaaac tcttacgccg tatcgcaaaa ttcttgggca ttattacacc caccacctat
   847381 gcttacccgg ctttggatat cacgctacct ggcgagcgcc acctacattt agttggcagc
   847441 attcatatgg gaacggcagg gatgtttccc ctcccccaca cgctactgaa taaattgaat
   847501 caggctgacg ctctcattgt tgaagcggat atcaccgacg caacctcttc ttttggccat
   847561 agcacggtta ctgaaccttt agtcgacaga ttatctgagg aatattatcc gcaactccag
   847621 cgacgctgtg aagaactggg gagtgaccca ctggcgatga cctatctccc ggcatggcaa
   847681 gtcgcgttaa tgttgcaggc acatcaggct caacgtttgg ggttgcgtgg ggaatatggc
   847741 attgattatc aactactgaa agccgcaggg gcgcaggaga aagagattat tgaactggaa
   847801 ggggctgaaa tgcagcttga tttactcaaa accttaccgg ataacggcat ctctttactg
   847861 cacgacaccc ttctccattg gcataccaat gcccgcctgc tacaaaccat gattggctgg
   847921 tggctagagc accagcctga aaagtatcag gcaactctcg ccccgacttt cagccacgat
   847981 atgtatgatg tactgatgct tcagcgcaat aaacgttggc agcaacagct cgaacaactc
   848041 gcccccggac gttatgtcgt tgctgtaggt gcattacatt tgtacggtga agggaatctt
   848101 ccagagctgt tacgagccga caatcaataa aaaaatggcc gatatcacta ccggccagtc
   848161 aaagaggaat tttcattatt tttgttatta agcactcaca ctccttgcgg ataatgtgag
   848221 cgccagcata gggtaccaac cagacgatta gattagcaac tgacattaat cattaccgaa
   848281 gtaacttatt aacattatgc tgattttgtt ggattaattt ttatccgtac cgcatcaatg
   848341 atgtgtaaga taaccaacct gaataaatct tcatttttaa ttggatgttt attatgacac
   848401 ctgccgttgt tctactggaa aaacaaaagg ttccgtttac attgcatccc tatcatcatg
   848461 atgcagcaga aacgcatttt ggtgatgagg ccgttaaaaa gttagggctt aatgctgatc
   848521 aggtttataa aacattgctg gtcgcactca ataacgatgc taaaaatttg gctgttgctg
   848581 tcacgccggt agctacccaa cttgatctga aaaaggttgc cagggcgctg ggggcaaaaa
   848641 aagctgagat ggctgatccg cagttggcac agcgtacgac aggctatcta attggtggca
   848701 tcagcccatt agggcagaaa aaacgcctac ccaccgtgat tgacagccaa gctcaagagt
   848761 tcgtcactat ctttgtttct ggcggtaagc gcggcttaga tattgaattg gccgcagtgg
   848821 atttatgccg cttattacag ggtgtttttg cggatattgc caagcgggat tgagtcatca
   848881 ctccatcata ttcacgctac gttatatcct gcgatccacc gagactatga aggaaagaat
   848941 gagtttaaaa ctcatcagac tgctgacaaa ccccgatgac gcgatcttga acggtgagga
   849001 taggcagagg agtaaagcgt ccgcgccaag gatggcgcgg ctcgagccta catggatgta
   849061 tttacggcgt ctttacgatc tgcctgttct ctccgtcgcg ggcactttgt caataacctc
   849121 aatgagttta aaactcatga gatacatcaa cgataaccgc atgattgcca tgcatacaca
   849181 gcgttctcaa ttttagtcgg gtgattaata tgggttatga tgcacacaag aatgatctta
   849241 atataaaagc agatcttatt gccttgaagt atgttgttca gacattggtc gcagtggcta
   849301 actcagcgca cgataaccgt ctcaatcagg cactggatat acttatccat gaatttgaaa
   849361 gcaatgccaa taagaataac gataatcaaa gtatcgctaa tgcaattgca aactatctcc
   849421 ccgatgagcc tgtcattgaa cttgtgtaat taaccggtat agcccagcca ctcagtgcca
   849481 ctgggcgata cccttaattt ttacagcttg gtttgcggca gattataaat aagtacatct
   849541 ttaataaaca gcctactggt tataaacgat ctcccccttc agctgatact gctcagcatc
   849601 cagtggcgag tgtttttcaa tatactgttt caatacttca gcatcgataa atccggtatt
   849661 aacgtaacta ggtgaattgt cgattcttgg ataaccatcc ccgcccagtg cattgaaatt
   849721 gagcgtagcc atacggtacg ttttattagg atctaacggt tcaccttgga ttttcacatt
   849781 gctaacaccc tgaccatcag caaccagact gacgttggca aattgcgcat aagcccctga
   849841 atctggctgc ttattggcta ccaccgccag gtatttctca acctcgctac ctttcatatc
   849901 aacgtaaacc agcgtattac caaagggttg aaccttgagc acatctttat aagtgatatc
   849961 acctgcaccg atagagtcac gaactccccc gccactcatt acggcaaagt cagctcctga
   850021 acgttctatt tgagaggcta ataataaacg cgccatatta gtttgctcaa aacggacctt
   850081 attgcgatca ccctctaatc tgccattaac actgccgatc ctaaccccca gttgcgcttt
   850141 acctcgctct tcaaatggcg tcagtaattt cagcattgtg gggtcctgag caatctcttg
   850201 ggtataaaag acgtgctcgc gagtgccatc agctttctca attttttctt taaattgatc
   850261 gggattaact ggtagttgac caatgttaat tcgccattac ggaatgtgaa gtcagcccgc
   850321 ccgacatatt taccccactc atgggcctgc acgatccagg taccattctg ccgatcgggt
   850381 acgcatggac tacctggaac ataatcaact tgcctatgat tctcactggc catacagacc
   850441 ggattctgtg agtgcccgcc cacaatcata tccagatagc cagccggtaa gctacgcgcc
   850501 atttccacat cacctggggc gttggatccg tgtttaccat catcgtaatg tcccatatgt
   850561 gtggcagcaa taatgatgtc tggtttttca gttttccgca gttgctcaac cacgtgtttc
   850621 gcttcaacgg caggaacccg aaattctata tcgacgacat tctcggggct actcaccttc
   850681 ggggtgtcat ctgtggtcaa accaagaacg gcaattttta taccttgctt atcaaacaaa
   850741 gcataaggct tgaataaccg ctgttgcgta cctttctgat agatattggc ggacagtagc
   850801 gggaacttcg cccacttctc ttgttgacgc agcacactca agggattatc aaattcgtgg
   850861 ttaccaatag ccatcgcatc ataaccgacc aaattcatgc cgcgaaaatc gggttcggca
   850921 tcctgtaaat cggattcagg gacaccggta ttaataatca ccgcccgaga gtagcaataa
   850981 gcttcctcct tttgcggcca cttgtttacg aatttcatcc accacggttt tctgtgcagc
   851041 aagaccatac tcaccttgct cgttttgcca gaagtgacca tgatgatcat tggtgtgcaa
   851101 tatggtgatg tcgtaagttt tatctttttc ccaggcactc gcccaccccg gagcaagcgc
   851161 caatgacacc gccaaagcac ctaatgtggt tgttaatgaa aagcgcatgg taaaactcca
   851221 tattgtctgt cgttaaaaat actgtctgtc gttaaaaatc gctcggataa agactggttt
   851281 aatgagtaag aatacgaaag atctaaacca tgatcttcga tcaccctact ctcgcacagt
   851341 gcacgttata acggctatag ggtgatcagc tcatcgcatt gaaactgata tcaaatcgtt
   851401 catatgtagt aaaaatcata caatatgcct agtatgtatt cattatcaaa atagcattaa
   851461 cattcaaaat tattaggtga atactcacta tgaccgatcg ttctgatacc ggatgtcagc
   851521 agcccgttaa tgtttcagtc aaacgtacat ctttctctat tttgggtgct atcagcgtat
   851581 ctcacctact caacgatatg atccagtcgc tgatcctggc gatttatcct ttattacaag
   851641 ctgagttctc attgagtttt gctcaaatag gattgatcac gctaacttac caattgacgg
   851701 cttcgttact acaaccgctg attggcttat atacggataa acacccccag ccatactcat
   851761 tacccatcgg tatggggttc acgctgtctg gcatattact gctggcagta gccacaacct
   851821 tcccggtggt attattagcg gcagcattgg tcggtactgg ctcttctgta ttccacccag
   851881 aatcatcacg agtcgcccgt atggcatccg gtgggcgcca tggtttggct caatctgtgt
   851941 ttcaggtggg ggggaatttt ggcagcgcac tcggtccgtt actggccgcc atcattattg
   852001 ccccttacgg taaaggcaat gtgggctggt tttcgctcgc agccctactg gcaattgtcg
   852061 tgctgttgca ggtgagtaaa tggtacaaac tgcagcaacg tgcttcgtat ggcaaagtgt
   852121 taaaaatctc atcagccaaa acactaccaa aaaataaaat tatcagtacg ttagccatcc
   852181 tgatggtgct gatattctct aaatacttct atttgaccag cattagtagc tattacacct
   852241 tttatttaat acataagttt ggcgtttcgg tacaaagtgc ccagatacac ctatttgttt
   852301 tcttatttgc ggttgccgcc ggcaccatta ttggtgggcc tcttggtgat aagattggta
   852361 gaaaatatgt tatttggggt tctatactcg gtgttgcccc ttttaccctt gctttaccct
   852421 acgcgtcttt gtattggacg ggtattttaa ccgtatttat tggtgttatt ctcgcttccg
   852481 ccttttcagc aatactggtg tatgctcaag agcttatccc agggaaagtc ggcatggtat
   852541 cgggtttatt cttcggtttc gctttcggta tggggggaat aggtgcagca gtactggggt
   852601 atgttgctga tttaaccagt attgaactgg tttatcaaat atgtgcgttc ttgccattac
   852661 tgggaatatt cacggcctta ctgcctaatt tggacgataa gtaatagtaa tagcgctatc
   852721 gccctgactg aaatgtctat tttggtcagg agcctcccct atgtaagctc gatataaata
   852781 gcaattcctc cacaaacaac cacttcaaac aatttccatg ccaaagaaga catttaccga
   852841 taaaaattaa tttttatcgc gcattgatcg cataaatgca ataaactgat gttattgctg
   852901 tgaaatgctt atcacccgca taactagaag gagtctggat gcaccattca acacccttaa
   852961 tcaccactat tgtaggaggc ctggttctcg ccttcctctt tggcacactg gctcaccgcc
   853021 tgcgcatctc accactggtg gggtaccttg cagctggggt gctggccggg ccattcacgc
   853081 cggggttcgt tgctgataca tcattagcac ctgaactggc tgaaattggt gttattttgt
   853141 tgatgtttgg tgttggactt cacttctcgc ttaaagatct tctcgctgta aaatcaatcg
   853201 ccatacccgg cgcaatcgcc cagattgccg ttgcaacgct gttggggatg ggattatcac
   853261 atttcttagg ttgggatctg atcaccgggc tggtctttgg tctgtgccta tcaaccgcca
   853321 gtaccgtggt cttgctgcgg gccctggaag aacggcaatt gattgatagc caacgagggc
   853381 aaatcgcgat tggctggttg attgtcgaag atttggccat ggtattgacg ctggtactcc
   853441 tccctgcttt tgcgggcgtg atggggaacg aaacgaccaa cctgaaccaa ttatttactg
   853501 agttagcgat tactatcggt aaagttatcg cctttattac tctgatgatt gtcgtaggcc
   853561 gccgcctggt gccatggata ttggctaaaa ccgccagtac cggctcacga gagctgttta
   853621 ccttagccgt gctggttttg gccttaggga ttgcctacgg tgccgtagag ctgtttgatg
   853681 tctcctttgc tctgggcgca ttcttcgcgg ggatggtttt gaatgagtcg gagctcagcc
   853741 accgagcggc acaagatacc ttaccgctac gtgatgcgtt tgcggtgctg ttcttcgtct
   853801 ctgtcggtat gctgttcgac ccaatgattc tggtcaatga acctttggcc gttatcgcct
   853861 cgctggccat tatcatcttt ggtaaatccg ctatcgcttt cgccctagta cggctatttg
   853921 gtcactcaaa acggaccgcc ctaaccattt cggtcagttt ggcacaaatc ggcgagttcg
   853981 cctttatttt ggctgggttg ggtatttctc tcggtttact gtctgggcat ggccgtaact
   854041 tggtactggc gagtgcgatc ctgtctatta tgcttaaccc gctactcttc accttacttg
   854101 atcgttattt ggctaagaca gagaccatgg aggatttgat cctggaagag gccgtcgagg
   854161 aagagaaaca gatccccgtt gatttatgta accatgtcct tttggttggc tacggccgtg
   854221 ttggcagctt attaggtgcc aagttgcatg ccgaagggat cccactggtg gttatcgaaa
   854281 actcacggcc cagagtcgaa gccttgcggg aacaaggtat taacgcggtc ttcggcaacg
   854341 cggccaacgc cgatgttatg gcgctgggtc gcctggattg tgcccgttgg ttattgctga
   854401 ccatacccaa tggctacgaa gcaggggaaa ttgtcgcatc ggccagaatt aagcgccccg
   854461 atctagagat aatcgcccgt gcacattacg atgacgaagt cgtttatatc tctgaccgtg
   854521 gtgccaacca agtggtcatg ggcgagcgtg aaattgccaa cagtatgctc aatatgctga
   854581 aaatagaaac actgactgaa gaagataaaa tgccggtttg cccgatttaa acggcattac
   854641 cgtgtagccc ctccgttact ctgtaataaa aacaatcagg gccagcttac tatgctggcc
   854701 ctgacttata tcccgcgtct acctgattac cgttcccaat aagactcctc gaggctatct
   854761 tcccgttcgg gcaaaccgcg ggttaaacgg ggcgaatgct gattcaatac ctgataactc
   854821 acccgattag catatttaca cacctgtgcc agcgaggaat aactcaggta actgcgtaca
   854881 tgcttactgg agttaggaac attattacgg tgataaccat tggcagtaat atcatgcagg
   854941 accgcggaca atgcgccatc ccctgcacca ttggtattca ttattttttc cggcccgccc
   855001 atataaggcg caatatgtga atagatacgg aacggatcca cacaatgcgc tttacgcatc
   855061 gcccgactga attcataaag attaaactca gcaatagccc caggtaataa tgggtgctga
   855121 gtctgccgtt tataggcctc ttcggtatat cccgccatat aaagcccgct ggggcctgcg
   855181 gtacataaca ctaaatctac ccattccaat gccatatctg aggccatcag cggatcgttc
   855241 aatcctgtta gctcataagc ctcatcttcg ttcatcgcca aaatagagac atgttcatta
   855301 aggaattcac gccaccactg cggattatct gcaatgacat attttgtccc tagcgtcatc
   855361 actaccggga catcatgttt ttttgcatag tgaatcgctt gcatggtggc atccggcatg
   855421 ggttcccctg gcttacagcg caccaaatag gccgttagca ctaatgcaga ggctcctgct
   855481 atgacctctt caggaatact ttccggacgt aattgattca tttgaccagg gctaatagca
   855541 aaagtccgtt caccattttc cgtgatcaag gtaaaacagc gaccaatcgc cccgtcaacc
   855601 gcctgcaaat aattcagatc ggtacggctg gaggtattac ataaatagcg ataggcataa
   855661 ctgccgattt taatattgct gcacatagtg ccaagcaaaa cagagcggtc atcagccaac
   855721 acggaataat tatgcaaagt attgccgata gtcccaccgg caaattcatg ggtaatcaga
   855781 tcattatggg ttaattcttg gtaaaggcgc tcagccacat catcttcgat caccaaggaa
   855841 tgcccttggc taaggccata acgcgtaatg aagtcttcat cgacttttgc ctcaatatca
   855901 accagtgtct ggtcaatacc aacgatataa gaggtactca cttcattttc agcctgcacc
   855961 gattgcaata gtggatcgcg ggcattgact ggaaagtagt gtttggactt gcgcttacca
   856021 ggaaatttca ttgttttgag ttaaaaatct agcgatgaaa agataacgaa ttttagcata
   856081 agggttgctg ggaagcataa tgcaggggaa ttagttacaa gcaaatagta gcagctaact
   856141 taaaaacgga aaaatagtaa aataatacag ggtgataaaa cagaacggcc agatgagaaa
   856201 cctcacccag ccgttagata aattcgttta aaacctattc cttagtttga gagagcttaa
   856261 gcccctcttc ttctcgcttc cgttcacgca caaagtgctc aactaaaaca aaaccgacag
   856321 aacccataag accgaccagg gcaaacagaa tcacaatcaa tgcgcgctta gggacatctc
   856381 ttttagtggg ttccgttggc tgttgcaaat atttaaatgg cacgatatta acattaggaa
   856441 tttctaacct atttaattta tccaaataca acttacggtt tagaagttca gtattgattg
   856501 aagccaaatc gataactgac ttctctattt ccagtttacg gttcagcgca tcggatccca
   856561 tagtaatagg gaagtctgga tcatcactaa tggctgagcc attgctgtaa actggttttt
   856621 ttacgcctgc ggcatcagcg atagaagaag cataccttaa gcgctcaatt ttaacttttt
   856681 ggttatttct agctttcaac aattccatag agtatttatc tgtaccgata cccttggcta
   856741 aatccactgc tcgctgtatt tttcggaaaa catcagcatt aacgatggta tttacatagt
   856801 taatagagcc ttgcaacaag tcacgagcgt ctgtcggtgt gcttgcacta tatgataatt
   856861 tataatagcg atattcattt tcaccctcgg ttttatcttt caatgggtta accgaagaaa
   856921 tattttcatt tacgattcgc tctattaacg ctcttttatc caaaccatct tctggattat
   856981 tcttcatcaa acgtttaaag taattagtat ttactaaata ttgttcacgg agatcttgag
   857041 aatcgaaatt ttgtttgaat gttgacagca aataattagc actcacatca acctttatat
   857101 caagtacggt tagatttgtg attagttcat ccagaacttg aacttgctca tcaccaggaa
   857161 gagctattat tgcagtgctt gtccattttt gggggaggat atatgagacc actaaaccac
   857221 taattaagaa aaatagtgtt attaatatta tcttgaactt tgatttaaat acaacactaa
   857281 aaatttcaaa gagatcaatt tcatttcttg aagaagatac atttgaaaaa tcatagttat
   857341 tcggtattgg actatcaagg ttacttcgtg cctgtttatt actcattgag tattacctat
   857401 atatagtaat gctaggaatg ccatctaaaa taattattct tttcttaata gagaaagtat
   857461 ctctgctgtt ttatgatgca ttaatgtctt attgtaatgt gactccacat taagccgaac
   857521 aacaggttca gtatttgaac tgcgtaaatt aaaacgccac ccatcaaatt ccatactaat
   857581 accatcagtt tcgtcaatag ctatagcctt aacttcatat tcggcacgaa cacgcgctat
   857641 cgcagaggtt ggatcggtta acttagaatt aatttctcca gatgcagggt aaatacgcat
   857701 ccgctcttca actaactgct ccaaactttt ttctttgaca cataaaagct cagcaatcag
   857761 taaccatgga atcatccctg aatcacaata agcaaagtcg cggaagtagt gatgagcact
   857821 catttcgcca ccataaaccg catcttcttc tcgcatgcgt tctttaataa aagcgtgccc
   857881 ggttttggac attataggcg ttccaccaga agaattaact atatcaatag tattccagct
   857941 taaacgtgga tcatggataa ttttagctcc agcatttttt tgaagaaaag cttcggctaa
   858001 aagccccacg atataatagc cttcaataaa ctcaccctta ttattaaaga agaaacaacg
   858061 gtcaaaatcg ccatcaaagg caatacccat atcagcgtca tgcatcagca cagcatcagt
   858121 agtatcctgg cggcattctg gtaacagtgg attcggaata ccattcggga atgtgccatc
   858181 tggctcatga tgaattttaa tcagagttat cggtattttt aattctgaaa aacgtttttc
   858241 taaagcatca ataacatgac cagcagcacc attgccagta tttacaacta atttcaacgg
   858301 tttaaaaaga gaaggattaa tatagttaat taagtgttca acatagtcat taataataga
   858361 tattttttta taaccacctc ttttttcact gtccactgga gggaactcat tctgttcagc
   858421 taaatactga atatcccgta accctgtatc tccactgata ggcctggagc cttcacgaac
   858481 taacttcatt ccattgtagt ctattgggtt atggctggca gtcacttcta taccaccatc
   858541 aaccccaaga tggaaggtgg aaaaatatat ctcctcagta cctgacaaac caatatctaa
   858601 tacatcagta cctgcatctt gtaaaccttg acttaacgct aacttaagac tttcactggt
   858661 taatcgaaca tcccccccta ctacaacctt tttgggttta gcaaactcac catacgcgcg
   858721 accaatacgg taagctatat cttcattcaa ttcatcaccc aatcggccac gaatatcata
   858781 ggctttaaaa caggttagtt ttggcataag atcactttaa aaactgagga agtttagata
   858841 agtttttgca taaaaacgac ataggccaga atagcccacg gagtttcatt atttgtatat
   858901 cttctttaga ttttaacaac atacttccca atgaccgatt acttatcccc ccaactctca
   858961 ttttaataat taccttaggt aaataagcaa ttttaatttt ataattgatt atataacgcg
   859021 taagagaatc atagtcggct gatattttat aacttaagtc aaaacctcca aaccttatat
   859081 aaagatctcg tttcatataa aaagtaggat ggggaggcat ccaaccatac ttcatttttt
   859141 catggttaaa aaaaccactt ttccaacatc tgattacctt atttaaatca ttttttgcga
   859201 catactgtaa gtcaccatat acagcatcac attgctgttt ttcaaaggtt tctacaatat
   859261 cagatagggc ccctggatag gcaagtaaat catcagaatg taaaaaacca ataatgtcac
   859321 ctgttgccaa atctatccct ttattcaaag catcataaat accttgatca gactcactaa
   859381 taatcttagt gactcgcgta gaattctgac taataacagt taatgtatta tcctttgatg
   859441 caccatcaac aataatatac tcaacatcca gataggtttg tttctccaaa gaagataggg
   859501 tatccgaaat tgttctctca ctattatatg tagcagtaat aatacttatc ttcataatta
   859561 ataccctaca cctaaatcat cgattcgttc cacatcatct tctgaaatgt aattaccagt
   859621 atgaacctct attatttcca gagggatctg acctggattt tcaatagaat gagcaatgcc
   859681 gacgggaata taagtggatt cattctcatt aaccaaataa gtttcttttc cataatgtac
   859741 tttggcaatg ccagaaacca caatccaatg ttccgctctg tgataatgaa tttgagtagc
   859801 aatacgttga cctggtttca ccgttacatg ttggacatgg tagcgaacac cttcagcaat
   859861 agcatcatgc gaaccccaag ggcgatagac ttcccggtgc tgtagatatt cacatcgaga
   859921 ttcaagctta agctgtccaa cgatcccttt aacattttgt actttatctt tatgagcaac
   859981 taaaatggca tctttagttt caacaataac caaatcatta atgcctacag ttgcaatgag
   860041 cctattttga gaataaacgt agctattatt agtatcttct attaatacat caccacgaat
   860101 aacattacca tggtcatctt tagtattaat ttcccaaagc gctgaccagc acccaacatc
   860161 attccactgt gcatccagtg gcactacaac ggcatcgcta gttttttcca tcacagcata
   860221 gtcgatagat tcatcagggc aactagagaa agcttcttca ttgagacgaa taaaatctaa
   860281 atcagtatgt tgaccagcaa tggcttgctt gcaggcagcc aaaatatccg gacgatgtag
   860341 atctaattcc tgtagatagc gagatgcttt aaatacaaac ataccgctat tccaataata
   860401 gtcacccgaa gccaaatacc gctctgcagt aatcagatct ggcttctcaa caaaagcagc
   860461 aacctgataa gcgccatcta cgacttgctt cccttggcga atatatccat atcctgtttc
   860521 cggactcttt ggcacgattc caaaagtaac caattttccc gcttcagcaa gcggttcagc
   860581 acgttggacg gcacgaataa atgcaagttt atcctgaatc acgtgatcgg ctgctaatac
   860641 caataataga ggatcatccc cactcattgt tgctcgtaag gcagccaatg ctatagctgg
   860701 cgcggtattg cgcccaacag gttccaagac tattccgcta tgcaccagat ttttctgacg
   860761 taactgttct gcgataataa agcgatgttc ttcgttacaa atcactaatg gtgcaaggtg
   860821 gggaaggccg tccagacgca atagggtttc ttgtagcatc gtcaaatctg acgttagcgc
   860881 tagaaattgt ttaggataaa gagctcggga taatggccac aaacggctac cagcacctcc
   860941 agccataatt acaggtaata gcatgagcaa ttatttccta tttttaaaat agagatgata
   861001 tgcaaataaa tataatcatc agataacgaa taataaatag aaacccgata atatttttta
   861061 cttattaagt taaaacttaa ttaaccaact taagagtcgc catatccaaa tagcaaatag
   861121 caaatagcaa atagcaaata gcaaatagca aatagcaaat agcaaatgaa actattttct
   861181 gaagttattc tgatgagcca agaaccattg ataagtcatc gttaaaccta cttcaagcga
   861241 aatctgataa caccacccga gtttagccaa gcggcttacg tccatcaatt ttcgtggtgt
   861301 tccgtccggc ttagttgaat caaaaactaa atttccggtg caaccaacaa ctttagccat
   861361 agtttctgcc aattcacgaa tagtgcaatc cacacccgtt ccgacattaa tatgcgaaag
   861421 cattggttga gtattggttt gataaatttg atcagacagc tccatgacat gcacactggc
   861481 agcagccata tcatctacat gcaggaactc acgcattggt ttacccgttc cccacacaac
   861541 catttcctta tcattacgaa ttttagcctc atggaagcga cgtaataagg caggaatgac
   861601 atgggaattt tcggggtgaa aattgtcatt ttcaccataa aggttggttg gcataacact
   861661 gcgataatcg cgaccatatt gacgattata agattcgcac agtttgatac cggctatctt
   861721 ggcgatggca taaggttcat tcgttggttc caagacgcca gttaacagag cctcctctgt
   861781 cattggttgt gcagccaatt ttggataaat acaagaagac cccaaaaata ataatttttg
   861841 aatgccagct aaatgagccg cgtgaataat attgcactcg atcattaagt tttggtagat
   861901 gaactctgcc ggataattat tattggcctg aatccccccc acttttgccg cagccaaata
   861961 gatttcatca attttttcag tagcaaaaaa tttttgcaca gcggattgag acatgaggtc
   862021 aagttcagta cgatccctaa tgatcaactc aatatcatta cggttttcaa gttgacgtac
   862081 aatagcagaa cccaccatgc cacgatgccc ggcaataaat acgcgtttct tatccatttg
   862141 tattaattct ccaacgaaat ggatacgtca aaaccattag cttttaacaa tgcatgctgt
   862201 ttagcctgct ctaagtcact agcgaccatt tcagcacaca tttcttcaac cgtaatttca
   862261 ggtacccaac ctaatacttt tttagcctta gttggatcgc ctaataatgt ttcaacttca
   862321 gcaggacgga aataacgtgg atcaacacgg actattacat ctccaatatt gacagaagaa
   862381 atatggttac cattaacagc aacaacagtg gcaacctctt caacgccttc tccactaaat
   862441 tccaattcaa tccctgcttc tcttgctgac atacgcacaa actcacgaac ggtaatttgc
   862501 ttgcctgttg caataacaaa atcttccggc ttatcttgtt gcaacatcat ccattgcata
   862561 cgcacataat ctttcgcatg gccccagtca cgtagcgaat ctatattgcc taaatagaga
   862621 catttttcta gacctaatgc aatattcgca acagcacggg taatcttccg agtaacaaat
   862681 gtttcaccac gacgaggaga ctcatggtta aataaaatgc cgttacaagc atacattcca
   862741 tatgattcac ggtaatttac tgtaatccag taagcataca ttttggcaac agcataaagg
   862801 agaacgcgga tagaatggcg ttgtttcacg ctgaggcgtt tcctgcacta aaccataaag
   862861 ctctgaggtt gaggcttgat agaaacgagt cttcttttca agcccattga tacgaatggc
   862921 ctctagcaag cgcagtgtcc ccatggcatc aacatcggca gtatattccg gtgattcgaa
   862981 tgaaacagcc acatgagatt gtgcacccaa attataaatc tcatcaggct gaatttcctg
   863041 gaccaaacga attaaattcg acgtgtcagt caagtcacca taatgtaaaa agaagcgtgg
   863101 attcgtctca tggcgatctt gataaatatg atcaatgcgg ctggtattaa aagatgaagc
   863161 tcggcgctta ataccatgaa cctcataacc cttttctaat aaaaactcgg ccaaataaga
   863221 gccatcttgt cctgtaatac cagtaatgag cgcaatctta gtcatatatt gtaatccatt
   863281 ttatttgttc aattctttat aaacatctaa ggtttcttga taacacttat cccatgagaa
   863341 tttagccgct tgcttcatgc catagccaat aagtttagac ctttcacttt ctacggcaag
   863401 caagccgtca actagttcat caatagtcgg tttttgcact aatatagcgg catcacctgc
   863461 gacctcaggt atagaagata cattaacaga tattacggga catcctgcac tcatcgcttc
   863521 taatattgga ataccaaaac cctcatagct agatgggtaa agcagcgcat aagctgaatt
   863581 atatgcctca ttcaaagcct catcactaag gcgacctaat ccatggtagc gaccaggtaa
   863641 atagtgattc agtagtgaca gttctttact agtgaatgcc cctccaccta caactgataa
   863701 ttcgaggtga ggtgtttttg atattgcttt cactgcaatg tcaaaattct tataaccacc
   863761 acgtgcacca acaaaaataa ctttatttgt ggttatttta acacccttaa tataatgata
   863821 tttatctgac acaccgttat atatcactct gattttattg ctaggaactg agcaatacat
   863881 ttgcaaatct ttagctgtat tttccgaaac acaaataatt aaatcactat tgttaaccgc
   863941 acggtttttc tgccaggaat gcacccattt tgcagggcca ttaacaaact tttcatatgt
   864001 gaaatcatga actgttgtaa ctatcggaat gtcaaaatct ggtaatcggt aatatgatga
   864061 atgaaataca gaaagagaat tataattaat agtatctaat gagaaattcc tatatcgctc
   864121 taaaagtcta gattttattt taacattacc aacaccgaaa ccagatattt catctgcgta
   864181 tgagtaccaa taaaaatctg ttgcaggaag tcgactcact aactccgaga aatagacagt
   864241 tacccctccc atattttgca atgaattaat tattccatca taaataattt tcatagagaa
   864301 cctataatta acttgcaaat taatactcaa tatagttcac tactaaacat caaacgtagt
   864361 gttaagaaat taataaatta ttatctaatc gcaaaatata actcactcac ttataatata
   864421 taaaaattaa atttattaaa aatacattta taacttagac attaaaaata aatatattta
   864481 aaatcattaa ttatcgcatg taattaatga aatgatcata caaaaaacaa aaaagttaat
   864541 atttatttta tggcaactga tttaattttc accctagcta tcccaaataa aaaaagcata
   864601 ggtatataaa ataaaataat tatattccct cttgcgaaga ccatttcatt agatgatgta
   864661 taaagcaaag aaaatatcat tataaaaatc aataaattta tattttgatt gtttttagac
   864721 aatattttaa aaataacact gagaaccaca cataaaaaaa acgataaaaa caacgataaa
   864781 aatgcatcac taactcttga ttcaaatagg acataataat acattacgaa tcctaaatcg
   864841 acacttgaat catctctata gtcagggaaa aatgcaagca ttgcagaatt attcagtgcg
   864901 ctaaaacttt tgttctccat aatgaagttt ggtacaagag gcctaaaaaa accttttatc
   864961 tctgcatatt cattttgcaa ctttgcgata tctactacgc tgtcatatcg agagtataca
   865021 ccagctgctg tcgagaaatt agttagtcta tcagataaca tttcgactgc atctatatat
   865081 tctaaattat cactgacaac actaattccc cttatgtcat ttttaagtat ataaatatgc
   865141 ttatataaaa aaccaccaga taacagtaga ataaatggta atgttataga aaataaaaat
   865201 ggaattttca atagacgact acttgagttt ctttttatat aaaaataaat ttcgaacata
   865261 aaaattgtaa gtaaaaaacc actccatcct tttaataact caagtaatac aaatagaagc
   865321 acattaataa aaaaaaatct ttccggcatt ttctctaaca ataaggtaat agaaaaagaa
   865381 tatagcactg ggtgctgtaa tagaaaatat gggactaaag atattagtat ttcctccaaa
   865441 aaccttacca actccggtat atgaaacaaa agcaatatgc attattaaaa caacaaataa
   865501 tagtattgaa aatttaaaat taacaatttc aacacaatac ttacctaaag tgaatttata
   865561 acgagtcaca attaaaaaaa tgagaaaaga aagaaaaata ataaattgat aaataatagc
   865621 aatgacaaat aactcataat tattgagaga tactttaact ccttttaaat caccactaaa
   865681 aaatcccgta ttgatacacc caaaaaaacc aatccataat gcgatgctat atagagaaat
   865741 atatagtgag atagtcttat tcatttatag ctcatagttt tattaagaac cgatttcatc
   865801 gtaatataaa aagaaccagg ttcatcatca gtaatataaa tattagcccc tcgttcatca
   865861 ataccttcac aagaaaattt agttgcaatc aaggggattt ttaattttat agcttctata
   865921 ttttttattt ttactccacc tccagttata attggagaaa taacagctat gcaggagctt
   865981 tgcaattctc gtaattgtat atctgataca tatccgacta acttgacaca agaatactga
   866041 ctaaactgag acttaatatc atcattaaac gaacctgtaa ctaatatatc aacgccaagg
   866101 ctagagaccc tttttgacat ggcagctaaa aaccagttta gactatatct atttggtgga
   866161 aaatttaacc cacctggaaa aagaaaaaat ggtttattaa agttaacact tctttttatt
   866221 ttttctttta taaataaatt atttttatta ataaaaatat ccgcttgaaa ctcaggaaaa
   866281 attaatcgat atttttcaag atctttttcg ctcaaaaaaa caaaataaat attttcatct
   866341 ttaatattaa acaaatactt ttctatagct gataacttca tagattctat gaaaaagaaa
   866401 attttatata taattgatcg actagatatc gagagttgac ggtaaaaatc cgattctaca
   866461 ttatgaaaaa ctaactcaat acttccttca aacgtattaa accatggaag aagccctgaa
   866521 agtaaaatag actcaattga taatgttgaa tttttactca tttcaaaatt atcaagtaca
   866581 aacttcttaa atccataatc tttcattata taataatatg gttctggagt taactttata
   866641 actgaagaaa tataattagc acatctaact aaattacttt ttttgtgtga gaatgcaggg
   866701 atgtagtaaa aatagtcaat attatgttca agaaagaact gtcttgctat acttacatcc
   866761 gaatttgtgt agttatagtg aagaacactt actttgaaac cactttcttt tgcttcgaat
   866821 atacgcccta atgatagttt tctaccaccg gagtcatcgg gatagactgt atcacaaata
   866881 ataaaaaact ttcttaatat cacgacgaag agcctttata gttaatatga gttcatattc
   866941 aataatttca tcaataaaga tacaatccta ttccaatctt aaaatatagt tacttaaaaa
   867001 tgaagtctaa ctctatctag atgatacctc tagaaaataa ttccatatgg tgatgtagtt
   867061 ataatacggt ttacttaaca actcaatcgc ttaagaatac cacatctaat tttaatatat
   867121 atgtactgaa tagtccccaa aaaacctaaa ttataactcc caccttttct ccaagcaata
   867181 ttaaaactat attcatcaag tttttttaaa tatgaaacat tagccttttg actaattaat
   867241 gaagggtttt cattaataat cctcattctt aaattataat ttttaattat aaaatctgaa
   867301 ataacatctg gcctcatact tttgaatcca cctaatccaa aaatcataat cactgacagg
   867361 ataatttctt tcatcgaagc ctgaaataga taaagcctta ttcctatcca ttacaactcc
   867421 gagtgtaccg ctaaatatat ttccccaaaa aatttcattt aatgttatag aaaccacctt
   867481 tggttttatc aaatattttc tgtaaatatt aaatatattt ttgcttattt tatacaaaat
   867541 attcttatta actttatctt cacttttcct ttgatctaat aaatggtgtc caaaacctat
   867601 caacggaata tcatcatgac aaccatgttc ttttaagaat cgttctaact cacgaggaaa
   867661 gttagcacat aatagatcat catcatgtaa tatagtaatt aacttccctc tccccaaatt
   867721 caagcattga ttccaattgc cgaacatccc atagttttct atatttttat aatatataaa
   867781 atcataacgt tcaaactctg ccatttctga taacactaat tcaggatgtt caggatcgtt
   867841 atcaacgaca attacttcta ctggaatatt aaattccagt gaaaatacac tttttagtgt
   867901 ttcctttaac aaaccaaatc tcttatatgt gggtattgct atagtcagta gaacatcatc
   867961 tgagttacta ttatcaatta taatattact tttcataaag gtattatcac ctatcctcta
   868021 tattattttt aatgaattca ctataaacca ttaatggcca cttccaatta ttatacatca
   868081 actggacaat tccttgagcc aaaatcaatc cgaccacacc atatttaaaa tggactgata
   868141 acattatgga taataatatt atcagtccac cagaaaataa cgatacaaaa acgaatggga
   868201 cattattttt actggttatt attgtggcgc aaatggagtg attcatttct aaaaaataga
   868261 ttaatccaag aatgagaagg tagtcgagtg ggagaaatga taaactcact ccgatcgtag
   868321 gaagtacata ttctgccaag attaaaaatg ttacaaatcc caagagataa atactcgaag
   868381 agaaagcaac cactttatat atcagaatct ttacagtgta gtgttccctt ttggctacgg
   868441 cctgcgatat ttcagggatt tttatactta ataaaatatt acttatagcc attaaagcaa
   868501 agaaaacctg catacttagt acaaattgac cagcagtgac gatggggcaa acaatgccta
   868561 caatcaaagt agttgatcta tttattaaga atgaacctag acttaccacc cccaacttgg
   868621 ccgcattgtg accaataaat ggtaccgtgg attttttctc catttctgtc ttatcaatag
   868681 cttttacatg cgaatttcta atataaaaaa atagcataaa tatctattga taaacacaga
   868741 aaaaacaaaa gatagagata ataataatat tgatggtgaa aaaataaaaa ccagcaagct
   868801 taaaaaaaac caaatgattc tcccaaaaac atttgcttta taagaatttt caatttcacc
   868861 caaaccagtt aagacaggga cgtaatataa gtaaataaga tttataatta acgcacttga
   868921 gaataaaacc caagaatatg caacttcgat ttttatatcc agaggtgata tataataaaa
   868981 gtaccaaaga ccaccaatga ctataatgaa aaatgctatt agagataggt ataaataaat
   869041 ccgttttata tcaaataaca atctagataa aagagggtag gatatcacat cttttataat
   869101 aatatcatct attcctcttt taactagatt ttgcgctcca gatatcacat agctaacatt
   869161 tctgactatt gctggtgaca aaccaaaatc aaacaaagta atcagtgata tcatcgataa
   869221 gaatataacc catacactag ccatttctaa ggggagatac ttataagaca taaacattat
   869281 tacaaatgga atgaatatat tacatccttg atttaataac ccccatacca tttgagaact
   869341 tattttcatt ttagcctgca attatttatt ttcaacttta aagaaagtta cttatggtat
   869401 attaactgtt agattttaat tattaaattg aactatatcc actaagaaaa ctctggttac
   869461 tccataaata atcccattca ccaaaacgtc ctacactttt cacttgattg tcaaaaatgt
   869521 attctcgaac aatatcccta tacttttcca tatctttttt gaatactaca ttaccccatg
   869581 ggagacgctt gtgatgcaag aaaacaatat cttcatcatt tgcaactccc atttttttca
   869641 ttgcatacat aacattgtct ttcaattcct gtacagtata ctggctatct ctcccgggat
   869701 tataaatttc aaactgtaac gaactgcaac cgtcaggaac attatccgat gatttaacag
   869761 agggagaata tgcgcgactt gcataaatat cttcatcata gatataaaac cataaatctt
   869821 taatgataga cttgttgaag ccaacagata ttagatctaa tgatgttgcc tctaacttac
   869881 ttgcggattt tttgacactt gtaggtacat tagctccaca aaactcaata aacagtggta
   869941 gtggtaatgt atttattaaa ttttcataac tgattatgac tccattagag aatttgatag
   870001 tcttcccaga taagtcaatc tcagtaacct cataattata gttaataatg ctctcatcta
   870061 taagaggttg aataaaagat ttaaaccctc cttttttggg ataacgcatt tcttttgcat
   870121 aataatcatt aggagtatca tcagtgaatg cgccatataa tatttctgac agcttagctc
   870181 gccgtagacg attaccaatc caactaaccg atagttcatt cgcattacac tgccaatatt
   870241 tccgtgtata acgcataggg tatcgcttgg caatttcatt accatactgg tgaattaacc
   870301 aagattcgta gttatcagca agctcactct caggacgatg aatcagggac tcaatgagtg
   870361 tgactttctc aattgcagga agagggtaaa ggttattctg cactggatgt tttaaccact
   870421 tatctgtttc aaaatttaca gcatctggag aatgagagaa ataaggtgtt ctatcaaaaa
   870481 tatctcttac tttctcttct gtagcaaaac taagatgaac tgcattatca aaacgatatc
   870541 catcaatgac aaaattgtct aacaaaccac ccgcagatgc ttttgcttca aaaatttcat
   870601 attcaatatt tacttcacgg gctttcagag ctgcacctaa ccccgcaacg cctgccccta
   870661 aaatgactgt attgatataa cggtttttac aaaatttcat atccattcag acccgcattc
   870721 tgtttagtgt atctttaatt gcactattta atgaatattg gcacaaccaa ccgagttcct
   870781 gtattctcgc caatgatgca cagctataca tcaattcatt ctctctagta gggattgcac
   870841 caaactgtag attgccttgg taacttgtca tctttgcgac agtttctaca aattctttta
   870901 tcgtgacagc atgaccggac ccaatggaaa tactttcgcc tgaaattaga ctctctgatt
   870961 ttgaaatcat aattttgaaa gcgttgataa gatcattaat ataaataaaa tcacggcgtt
   871021 gtaagccggc tgtcaatttt aggtcactat gacttctaca actattgatt acataagttg
   871081 taaatttagt tgaatcatca aaaggaccaa aaaaatgttc taattttaac tctataaatt
   871141 taccactaaa tttattgcaa tattctctgg caagctcagt gaattgattt ttagttaaag
   871201 cgtattgact aacatccgca ggtagagatg ttccgcactg aaaaaacaag ccttttcctg
   871261 ttgaaactaa catttctaat atacgtaatg gaaattgaat attggcatca accagctctg
   871321 aaagtaactc tcctttcctt ccatataatg ctgcagtatt aataaccaca tcaggagaaa
   871381 atgacaaaac cttatctatc cagccactgt cagtaacatt aattaaatta acattaccaa
   871441 tatcagtgat gcgattacat acagaaccag cacgcacagt tcccacaact tcatgctcta
   871501 gcattaaagc attggctaat tggctcccca aataaccgct aacgccggta ataagaattt
   871561 tcatattaaa aaaagaggca gtgttgcctc cttgctcctg ttaaaaattc aaaccaaaga
   871621 actcttcaaa cttactcaca acataatcca aatgatcatg tgtcaggcct gggtaaatac
   871681 caatccagaa agtttgattc ataattctat cggtgtttgt caattcacca acaacacggt
   871741 atttcacatc atggaaatac ggctggcgag ttaaattacc ggcaaatagt aggcgagttc
   871801 ccactttagc ttcatcaagg aatttaacca gatcaatgcg gctaactccg ctatcttctt
   871861 tcagagtgat agggaaacca aaccatgatg gatctgaatt ttcagtcgct tctggtaact
   871921 caataaagtc agcgcaggat tggagtgcgt ctttaaggta tttaaagtta gctttacgtt
   871981 tttcaacaaa ctcttctatg cgctctagtt gcgccaaacc acaggcagcc tgcatatctg
   872041 tgatttttaa gttataacct aaatgggaat aagtatattt atgatcataa ccgaatggta
   872101 aagagccaag ttgctggccg aaacgctttt tacatgtgtt gtcacagcct ggagcacaat
   872161 aacaatcacg cccccaatca cggaaagatt cgatgatact cttcagttcc gccgattggg
   872221 taaataccgc cccaccttca cccatggtga tatgatgagc gggatagaag ctaacggtac
   872281 caatatcgcc gaacgtacca gccatttttc catcgtaggt ggagcccaac gcatcgcagc
   872341 agtcttcaat taaccacagg ttatatttat cagctactcg gcgaacttca gctagatcga
   872401 atagattacc taatgtgtgg gcaatcataa tagctttggt tttatcacta accgccgctt
   872461 caatcaggct agcatttaca ttgtaagttg gaatatcaac atcaacaaag acaggaatta
   872521 acccattctg aatagttggg tttactgtgg ttggaaaacc tgcggcaaca gtaataactt
   872581 cgtcacctgg tttcaacgcc cgtacaccta atttaggtga ggtcagcgcg gtcaaagcca
   872641 ataagttggc tgaagagcca gaagttgtag tcagaacata aggaacgccc aaatactcgc
   872701 ctagtttttt ctcaaaagcg tcattaaaac ggcccgttgt tagccaaccg tctaaagaag
   872761 cttcaaccat taactggagt tctttggtac caataacttt acctgaaggt ggaacgacac
   872821 tcttacctgc ttcaaatggc ttaggggcca tagccgtttc agcgtactga gcaaccagct
   872881 cagcaatctg ttgacgtaat tcttcttgac tcatttatct atgacctcaa atcatttagt
   872941 gttcatgtaa ttattaattt cagtaatact gtattcatgc atatctgtgc ctgataacca
   873001 gttcttgtgc cagcccacaa tatattcgag cgtagtattc aagttccagc gaggatgcca
   873061 gccaagttgc attttagctt ttgaacaatc cagtttcaga taatgagctt catgagggtg
   873121 agcattgcca tctaattgcc agcttgcacc ctctccccaa tatttcacca tttgttcaac
   873181 aatgtttttt actggagtag catcagcatc gttaggacca aagttccaac cttcggcata
   873241 ttcagcaccg tcagtatata acttctgtgc caacagcaaa taacccgaca aaggctccaa
   873301 cacatgctgc catgggcgaa tggcatgtgg gttgcgaata atcactggtt gggactgttc
   873361 aaacgcccga agaatatctg gaacgatgcg atccaatgcc caatcgccac caccgataac
   873421 attacccgca cgcactgtcg ctacggcagt gccatgctgg ccatagttcg ctggattgaa
   873481 gaacgaatta cggtaggatg acgtcactaa ttccgcacaa cctttactgt tggagtaagg
   873541 atcatacccc cccatcgctt cattttcgcg atagccccag atccactctt tattatcgta
   873601 gcatttatca ctggtgatat tgaccaccgc tttgacgcca ccaacatggc gaatagcttc
   873661 cagtaaataa acggtaccca taacattcgt cgagtaggtt tcaacaggct cggaatagga
   873721 tagacggacc agtggctgag cagccatgtg gaaaacaatc tctggttgga attcgcggat
   873781 tgattctaat aatttgtttt gatcacgaat atcaccgatt tccgattgca tcccgtcggc
   873841 aactcgtgcg gtctcaaata ggctaggcac cgtggggggg ggcaaagagt aaccttttac
   873901 cgttgccccc atggtttgca accataaact caaccagcca cctttaaacc cagtatggcc
   873961 tgttacaaaa acccgtttac cttgccagaa actattatta atcattttgt tattcccata
   874021 ccttccaagg tgccctgcct tcttcccata gttcatgcag atagatcttg tcacgcaacg
   874081 tatccattgg ctgccagaac ccggcatgtt caaacgccat caactccccc tgcgcagcta
   874141 atgtcattaa aggttcctgc tcccaagtag acttatcacc atcgatcaga tcgataactt
   874201 taggcgacaa aacaaaataa ccgccgttga tcaatgcgcc atcgcctttt ggtttttctt
   874261 taaaactacg tacttgttta tctttaatat ccagcgcacc aaaacggcct gggggatagg
   874321 ttgccgttaa tgtggcttgc ttgccgtggc tcttatggaa ttcaattaat tcagcaatat
   874381 tgacgtcact cacaccatca ccataggtga aacagaaagc ctcatcgtct ttgacgtaat
   874441 cttttacacg cctcagtcgg ccaccggtca tagaatcttc gccggtgtct actaacgtga
   874501 cattccaggg ttcgactcgc ttttggtgta ctatcatttc attatcacgc atgcagaagg
   874561 taatatccga catgtgcata aagtaattcg caaaatattc tttaatgaca tagcctttat
   874621 aaccacagca aataacgaaa tcattgatgc cataagaaga gtaaagtttc ataatatgcc
   874681 agagaatagg cttcccacca atctctacca ttggttttgg ttttactacg gtctcttcac
   874741 taagacgggt tccaaggcct ccggccaaaa tgactgcttt cacttgaatc tccattacgt
   874801 attactttga tctctcaaag ttattttgat ggcacaaagg catcagagaa aaatttattt
   874861 tcagctaatc catgattgat gaaatcatta cgagcagcag taatcatcgc taatgaacca
   874921 caggcataaa cattaaataa gctgagatcg ggtatatctt caagcaccgc ttgatgtaca
   874981 aaaccagtgg ctccggtcca agtactatca tcgcctgata caacaggcac ataatgaatg
   875041 ttagggtgtt ttatagccca ctcattggca atgtcagaat agaaattatg ccctgctggc
   875101 attccccaat agatatgaac ctgccgttgg tcatttttat tgatcaacgc ctcaaccatt
   875161 gatttcactg gtgcaaaacc tgttccacca gcaagaaaaa caatagggag attatcttca
   875221 cgaacgaaaa aggtcccttg aggaccttca attcgtaaaa gttgctgtaa ttttaactca
   875281 ttaaaaatga tgttgctgaa tacaccatta acaactttac gtacgtgtaa ttcgatattg
   875341 ccattaccac ctggagcatt agcaatagag taactacggc gctgtccatt aataattaaa
   875401 tcaatgtatt ggcccgccag atactgtatt ttggccgttg gtggcaaacg taaggagaga
   875461 atggcaatat cttcaccaat aaattcaatg ctatctaatt tacatggata agtttttttt
   875521 tgtatatgac ttaactctgg ataataatta acatctaact caatatcaga tttagcctta
   875581 gagcaacaag tgaggattgc acctttagca acatcttcct cagttaaaaa ggtattttcc
   875641 gcactgtcta cttcaccaga aatcaatatt gccttacaag aaccacaggt tccatctttg
   875701 cagctgtatt caatatgtat attactatcc agagccgcat ctaatattgt agatgttcca
   875761 tcggaagtaa aaataatacc tgatggatgc agcttaacat ttaatgacat aaaataagtc
   875821 caaatatatt atgtaaggtt tattagacgt actcaataca aacttaagtc aaaaaaattc
   875881 agtgactaaa atagaaacaa aaaagcaaat aatttttgat aaagaagtac ggttaaaaat
   875941 cactaaagta aaaaattgta gaaggtcttc ttcctgccgg ttccagagta aaaggcaact
   876001 attggggttc tatccccccc acgctaccgc ccttggctta cagctaccaa tgcactggtg
   876061 atatgaagct ttaggtctac aaccataaca gggccttgaa ggtacgcgct tttacctaaa
   876121 acaggtgtcg gagcattccg aaattacaga tgtaagttaa gttaagcacc ctatgacata
   876181 aaaacccaaa atttcgtgct aataatcgta cttatatccc tatattacaa gagagatgtg
   876241 atgtacatca tgttctattt gataaagaga tcagatcaaa atgaacaaat actaaccacg
   876301 acaacatttt acccactatt tatatttttt actgactctt cattggattg aaaatgtgaa
   876361 atttttgagt gtgataaact accaaaagat gtaatgttta gcagcgatta tatattatgt
   876421 cgaattaact gttctaacag ggcaatatgc ccctcgtcgt cattcaatgc tgggatgtat
   876481 tcaaacttct ctccgcccgc atgcaagaaa aactctcgat tttgctcttt tatttcttcc
   876541 agagtttcca gacaatcggc agagaaacct gggcaaataa gctgaatatg cttaacgcct
   876601 tgagaaggta aactttttag ggtttcatcg gtataaggtg tcaaccaggg ttcacggcca
   876661 aagcgggatt gataagtcat tatgattttc tcggcaggca gaggtaatgc agccctcagt
   876721 gcccggctgg tatcttcaca gcggatagga taatcatcac ccaattgcgc atagcgctta
   876781 ggaatgccat gaaaagacat gactaatcgg tctggctgac catgttccgc gaaagagcgc
   876841 tcaacactct gttttaatgc tgaaatatac gctggatgct cagcataatc acgaataaaa
   876901 gaaattgagg gtaaacggcg gtaacctttc agaacccgag caacagcatc ccagacagcg
   876961 gcgctggttg aacaggaata ttgcgggtaa agcggtaata taaccaggtt ggtgacgccc
   877021 tgcgctaata acttttcaat agcctctggc aaatttggtg aaccatagct catgcctaat
   877081 tctacaggaa tatcaggcat tcttgctgcc agtgctttct gctggcggcg gctataaacc
   877141 aataaaggag agccctcttc catccaaacg gattgataaa gttttgctac acgtggtgac
   877201 cgaagcggta aaataacacc atgcagcaat ggccaccata gcaatgggga agtatcaact
   877261 acccggcggt cactcaaaaa ctcagctaaa taacgcttga tagctttcga cgttggagca
   877321 tctggtgtcc ccaaattaac cattaatacg ccgggtttgc tttgcatcat gccaaatctc
   877381 cttttgtagg tactacgccc ttcttacttg aaatagctaa ggcggcctta aaccgcctta
   877441 gctataaggc catccagaat taaccgagaa tagtcgccag ttcagcactg acttctgcta
   877501 cattacgggt tccgtccagt ttaaaatatt gcgtattacc tgcatccgct tctttatgat
   877561 agtaagaaac caatggtgca gtttgttgat gatattcgat aagacgctta cggacagtcg
   877621 cttcctgatc atctttacga atagtcagct cttcaccggt aacatcatct ttatcttcaa
   877681 ctttaggtgg gttgaattta acgtgataaa cacggcctga agcagcatgt acccgacggc
   877741 cgacaatgcg ctcaacaatc agctcgtctg gaacatcaaa ctccagcaca taatcaactt
   877801 tgataccggc ttctttcatg gcatctgcct gaggaatggt acgcgggaac ccgtctaaca
   877861 gaaaaccatc gcggcaatct tcctgtgtga tacgttcttt gactaatgcg ataactaact
   877921 catcagtcac caacttgccc gcatccataa tttcttttgc tttcagacct aactcagaac
   877981 ctgcttttac agcggcgcgc aacatgtcac cagtagagat ttgcggaatg ccgtatttct
   878041 ccatgatgaa ttgagcctga gtacctttac ctgcgcccgg agcgcccagc agaatgatac
   878101 gcattgcgta aatccccttg cttgtagttt ttctatgtgt ttttacttaa ataaatagaa
   878161 attgtggaaa acaagcaacc ataccatttt caggggggtt ggctcaaggc gcgtgaggtg
   878221 ggttggcaag atatttgagg aaatgaaata ataaaatata gatttaaatc agagaggtac
   878281 aataaaaaac acccttggca atacgttgaa caagggtgtt tttttatcga ttaagccgtg
   878341 agtaactgat tcattcgacg aataaactgg ttagggtctt ccaatgttcc cctctccgcg
   878401 agcagcgcct gatccagtaa taactcaacc cattgtgcaa attgagtgtc atctgtaact
   878461 tccgcagcac gcttaaccaa gccatgatct gggttcagtt caaagatgta cttcacttcc
   878521 ggagcctgtt gacccgcggc cgcgaatagc ttagccatct gcgtactcat ttcatccgca
   878581 tcagtcgtta cgattgcggg tgtatccgtt aggcgatgtg tcaagcgcac gtctttaaca
   878641 cgctcaccca ataacgtttt cacgcgttca acgaagggct ccagtgcttt ctctgcttct
   878701 tgctgctctg gattttcttc atcagccaat ttattcagtg agtcatctgc tttactgacc
   878761 gattggaacg ctttaccttc gaactcagtc aggtagctca tcatccattc gtcgatacga
   878821 tcggataaca ataggacctc gatacctttt ttacggaaca gttccagatg cgggctactc
   878881 ttcgcagcag catagctgtc agcagtgatg taataaattt tctcctgccc ttctgccata
   878941 cggctgacat agtcttccag tgacacggtc tgtgcggaac tgtcggtatg cgttgaagca
   879001 aagcgcaata gcttagcgat agtctcttta ttgctaccat cttccgctgg gccttctttt
   879061 aatgccatgc cgaattgttg ccagaattgc tgatatttct cagcatcatc tttagccagt
   879121 ttttccagca tttgcagcac acgcttagtc aatgcactgc gcagattctg tgtaatacga
   879181 ctgtcttgta aaatctcacg ggagacgttc agcggcagat cgttcgaatc tatcaaacca
   879241 cggacaaacc gcagatagtt cggcataaac tgctcagctt catccatgat aaacacacgc
   879301 tgcacataaa gttttaaacc atgtttgtga tcacggttcc acatatccca tggtgcctgc
   879361 gcggggatat acagcaagct ggtgtattcc tgcttccctt caacgcggtt gtgactccaa
   879421 ctgagtggat cggtaaaatc atgggcaata tgtttgtaaa atgctttgta ttcgtcgtca
   879481 gagatttctg ctttaccacg ggtccacagc gcctgagctt tgttgatttt ttcccaggtg
   879541 acagtgccgt cttcttcatt tttaacctga atttcaaccg gcagtgcaat atgatctgag
   879601 tatttgctga taacagaacg tagacgccag tcatccagat actcgtcttc gccttcacgc
   879661 aaatgtagcg taatttcagt accacgctcg tctttagtta tatcggcgat ggtgtaatca
   879721 ccttcaccag cagattccca gaatacaccg gtatcggcag gggcaccggc agctcgggta
   879781 cgtacggtaa ctttatcggc aacaataaat gctgagtaga aacccacacc aaattgaccg
   879841 attaattggc tgtctttggc ctgatcagaa ccgattgatt caagaaatgc tttagtccct
   879901 gatttggcga tagtaccaag attatcaatg acttcgtcac gggtcatacc gatgccgtta
   879961 tcactcaggg ttaaagtacg tttctcttta tcaaaagata aacgcactct cagttcgcca
   880021 tccccttcaa agagttcggg gttagacagg gcacggaaac ggagtttatc tgcagcatca
   880081 gaagcattgg agatcagctc gcgcagaaaa atttctttat tggaataaag cgagtgaatc
   880141 atcaaatgga ggagctgttt tacttcagac tggaatccac gggtttcttg acctttcata
   880201 ttcattaatt acctcaatcc aaattaccaa caggcagata aaatcgaaca atgaagatca
   880261 aatggggcca atagcggcag tttcaagcgg taaagcagaa aaaacagaga atcgggggcg
   880321 attgatttat tattctgaat aaaattatcc gtaagataat caataataag gtcatcgccc
   880381 acggtcagga atacgatcag tacttgatgg gattacgccc tgctaacgag tgagataacg
   880441 tggtgccatc aaccatttct aactcgccac caacaggaac gccatgggcg atgcggctgg
   880501 ccagtatgcc atattggcca cacatctggc cgatatagtt ggctgttgca tccccttcaa
   880561 cggttggatt cgtggctaaa atgacctcac tgatagcctc agtagaaagc cgtttctcca
   880621 gtagatctag ccctatatca ccagggccaa taccatccat cggtgataaa tgccccatca
   880681 gcacaaaata acgcccgcca aactggccag tttgctcaat ggcatggata tctgccgggc
   880741 tttcgaccac acagatttga ccattttgtt gacggcgggg attcaagcag atggtgcagt
   880801 gctcttgctc ggtaaatgta cgacaatctg cacaatggcc tatttcagac attgcccgtg
   880861 tcagagcctg cgccaggcgc attccaccac tacgatcgcg ctgtaatagc tgaaatgcca
   880921 tacgttgcgc cgatttcggg ccaacacccg gtaaacaacg caacgcctcc attaatgact
   880981 ccaggagtgg actggtttgc atcagaacgg catcttaaag cctggtggca attgcatccc
   881041 attggataca gaggccattt tctctttttg cgtttcatca atacgacgag cagcgtcatt
   881101 taatgcggca gcaatcaagt cttccagcat ctctttatca tcttcaacta acaggctagg
   881161 gtcgatctca acccggcggc agttatgcgc cccattaatt gtcactttta ccaagcccgc
   881221 gccagattca ccggtaactt ctaatttggc gacttcttcc tgcatctgct gcattttttc
   881281 ctgcatctgc tgggcttgtt tcattaaatt gccaataccg cctttaccaa acatagttat
   881341 ctctcatcgc aaagggctgc gtcagtgcac catgcactta tcgcagcggt taaattggtc
   881401 ggatactgtc ttcatccagc tcggcatcga agaatcgacg cagtgtctga atattattat
   881461 ccgcaataat tgactgacgt gcttgtgcca gcttttcttc atagatggcc tgccgccatt
   881521 ccagcggggt acgttccgcc ggattgtcat cttcaataac gctcagtgtc accgcgttac
   881581 cgtgtaattc actcaatgca tcactcagcg ctttttgtgc tgacgctgaa ttcaaatgac
   881641 gttgagcaga acgcagatgc aggcaaatat tacccggttc tatttcttgt ttaaatgcat
   881701 tcagtgcaag ctgctggact aatttaggga gctgtaactt attgacctct gcagcccaag
   881761 gatcacgggc gatcgcctcc tcagccaatt tagcggaaag ctctggtgtt ttttcatgtt
   881821 ctagcgcaga acgcaacgct ttaggcgtag cgataggttc agccgctacc tcaggttgat
   881881 ttttcgcggt ccagcgataa gcttcttttt tcgctggttt cttctcttcc gttgttttgg
   881941 ctgccaggcg ctgctggcta cgctcagtca ccgaagctaa acgctccagt gctgagtttg
   882001 ccggccgcgc ttttcctggc gccgccggct cattcttttt tgttgtggtc gtccccgact
   882061 gtcgcagtaa ctgcgtacgc gcctgaagca attgcgctgt cgattccgga agttggacgc
   882121 tggacgctac agcacctaac ggcggagcct cttgatggga actcggcggt actgatgcgg
   882181 gttcctgcct atgttgcccc ccctgagagg tgggcacagc gttatcggct attgcagatg
   882241 gcgcggcaac atgcgctatt tggggctccg caatgatggc tttaggatga aaagccagcg
   882301 cgcgtaataa ggtcatttca acccccatac ggcgatccgg cgcataagcc agttctttgc
   882361 ggcctaccag caaggtttga taatacagct gaatatcagc aggcggtaat gtgcgggcca
   882421 gttcccgtaa acggggttca atagctgcat agtggttatc cagcatcgaa ggcagcaact
   882481 gtaccatcgc aattttgtgc agcaggctta agctttccac caacaggttt tcccagtcga
   882541 caccccgcga tgccgcctgt tctatctgag ccataacccg ggcaccatca gcactgacca
   882601 acgcctcaat aatggcaaga ggctgttcgt catccagcgt tcccagcatt tggctaactg
   882661 ttactgtcgt gacctgccct tgccccattg atacagcctg atcggttaag cttagcgcat
   882721 ctcgcatgct gccatcagcc gctcgggcca gtaattgcaa ggctctggca tcactcgtga
   882781 tttgttcagc cagcaacact ttttcaagtt gtgcacggat ctgctcaaca tccaatgctt
   882841 ttaggtggaa ttgcaaacat cgggaaagga tcgtaacagg taacttttgt ggatcagtgg
   882901 tcgccaacag aaatttcaca tgtgcaggcg gctcttcaag tgttttcagc aacgcgttga
   882961 aactgtgccg cgatagcata tgcacttcat cgatcaaata gaccttgaag cgaccacggg
   883021 caggggcata ttggacatta tccaacagct ctcgggtgtc ctcaacctta gtccgggagg
   883081 cggcgtctat ctcgatcaga tcaacaaaac gcccctgctc aatctcctgg caattggcgc
   883141 aggtaccgca aggggtcgca gtaataccgg tttcgcagtt gaggccttta gccagcaatc
   883201 tggctatcga ggttttaccc acaccgcgag tacctgaaaa taaataggcg tgatgaattc
   883261 gccctaatga aaggccatta gccagcgcgg tcaggacatg ttcctgacca acgacgtcgg
   883321 cgaacgtttg agggcgccac ttacgggcaa ggacctgata gctcattaat acttcatcgt
   883381 tgatttatga tggataattt aatcactaat gaaaaaacca tgatttaacc aagtatatct
   883441 gatttggttt atttgcaaac ctacgccgca tgaacccacc ctatacagca taggactcgc
   883501 tcgtcgtagt gtatcagtac gcccattttc attcccataa atttaccttg tgaacacgaa
   883561 ctgacctacc gttcatcgta aggtttggtt tcaaaattaa ccgatatccc aaaagcgaat
   883621 aaatacatgg aagaaatttt agcattgata tttgtagccc actcatcgca tcactcatca
   883681 ccgcacaaga tcaaaaaaag tactcttaac gcaaagtgcg gcagaaaata tccgtgttca
   883741 tggggtatgc ctaggcttcc atttagatag agtcgaaaaa atgattgtcg aaaaatggta
   883801 gccgaaaaaa tggcagagac gcagggatat gacgatataa aaccagagtt tgtctggctg
   883861 gaatacctta actatctcgg aagacacccg gcgagttaaa aagtatcagg ccagaagatg
   883921 aggctgggtg atcggaatta tggactcaac agccccgcta ttggactgat tctatataga
   883981 tagcgaggct gttgttttca atgcaatcaa tgaccgtcga aagaaacgag gctgtagcaa
   884041 tgaatccctt gctgagtcag gcgagcctcg ccccccagtt caggtaaatt aataataaat
   884101 gccgcgtgaa ccacttcccc ccccaagcgg cgaataagct taaccgtggc ttcaatggtg
   884161 ccgccagtcg ccaatagatc atcaacaacc aagactttat cacccggttg gatgctatcc
   884221 gtatggatct ctaatgtgtc agtgccgtat tctaattcat agctttcact gatcgtttca
   884281 cgtggcaatt ttcccggttt acgcaccgga acaaaaccta cccccagcgc cagtgccacc
   884341 ggggcaccaa acaaaaaacc gcgagcttca gtacccacga cttttgtcac accggactca
   884401 ctatagtgtt cagacagcag tttgatgctg gcggaatagg cctttggatt ctccagcaag
   884461 ctggtcacat cacggaacaa tattcccgct tttggataat cgggaatagt tttgatactg
   884521 tcttttatat atttaagctg ttgtgctgtc ttagatgcag aaacggtcat aatttgtgcc
   884581 tgataaaact gctggacata ctaaagcgcg gccagataat gcgaaaatag cgttatctga
   884641 gtgacatagg ccaccgaaaa gtttcgataa aaacaaaaat ttcgataaaa accttgatag
   884701 ccgaatcacc acatccttag ccttaaggac gtaacaaggg ataacccccg cgcacgaaac
   884761 actcaaattt atgcaaacca gcaccaaaaa gcaactgatg tgcagtgttc agtgccgttt
   884821 ttgttgcgat gggtcaataa ctggcatccg caacataaaa gttaataata cgattaacat
   884881 caaaagtagc attcccttta cccaccaaat tttcaccagc cagagtgaaa cagcaaaagt
   884941 cattaccgtc accaaaactg ctttccattt agtgcccgga ggtaaagcac gatgttgctg
   885001 ccatgtgcgc agataactgc caaaccatga gcggtaaagc aaccaatgat gaaaacgggg
   885061 agaggagcga gcaaagcacc acgctgccaa aagtaaaaat ggtgttgtgg gtaaaagagg
   885121 aagcacaaca ccgagtgttc ccaataccac tgccaaccac cccagagcta ttaataacca
   885181 gcgagacata agctcccttt atcgttactt tcgtcaagaa agcgttatca ttaacgcatg
   885241 tagtgccgac catcaacaaa tattgttgtc acttattgtt gtcactatta gcactatacc
   885301 tatctaccgc gctcattggc aggcgcattc tcacttgtaa ccaccactat tcgaaggcaa
   885361 gctaacgaca aaatgcctag gagagcgcta tgagtacaga aaaattatta caggtgctag
   885421 agagccagat tgaagcattg tcagctcaaa tagccccgca agccaatacg ccttctcagc
   885481 aagcacgttt tgatctgaat ttattcagta accacggcaa tcgctttcgc gattacttgc
   885541 aagaagtgcg caaaaatatg acacagctaa aacaagttgt tgaggaaaat cgcttacagc
   885601 aagtggcatt tctggcagat aagttagttg cacaaatttc agccctacag agagaactag
   885661 caacacagaa aatacgaaaa tccaatcctg aaccacgtga gcatcaatca gacccttatc
   885721 acaaactggc tgagcatcaa gattatgaac ggcggatcct ggcgatgatc caagacagag
   885781 aaagccaact gggtcggcag agtttgttag ttgaacagca gaaaatacaa aaagagttag
   885841 ccgctctgga aggccgttta atgcgttgtc gccaggcact gataagaata gagcgcagta
   885901 ttgagaaaaa agagaacggt ttttgaatat ttgtcacatt ttttgaatca ctgaaacgct
   885961 ggtcacgatt tattatctat aatattttct gaactaaaat actttctaaa tggaaaccta
   886021 gcgaagctag cactggtgag tgactgctct gctccgcttc tttcgttaat tgaaacttta
   886081 aatattggtc acatatatgt cagttgaaca agcaccacct gaactacaac tggcagtaga
   886141 tcttatctat ctgctggaat gtaacgaaat agcaccggaa acggctctcg cagcattggc
   886201 tatcgtacaa cttgattacc aacgtaaact tcgccataaa gaatcagact gaacctacta
   886261 cttctgatgt gtactgaggc gactcggcac gacatcgcct ctgctattcc cgcttttatg
   886321 ctgctggtgc gataacatgg gttatctcac gacattagca ttaccacaac accagccctt
   886381 tcgcagcact ggttctctaa caaccgttgt tcgctaacaa gagtggttct ctaataacag
   886441 tggttttcta acaacattaa ctctttaaca atattagctt tttagcaaca ttaactcttt
   886501 aacaatatta gctttttagc aacattagcc ttttaacaac agtagctttt taacaacagt
   886561 agctttttaa caacagtagc tcacttacgt cagccataat ggctaattgt tggtgccctg
   886621 atatccgaaa aacccaggca aatcagggta aatcaggttt tggctttccc agcattgatt
   886681 gcgtagcagg caagcttgta gcttcaatcg ggcggctgat ttcctgaact tcggtaccat
   886741 ccggtttatg caaatacacg tctaactggt taaatgcgat attaatgtca ttttcacggc
   886801 ataatttatc aatagcccga ttcagctcat cgaccgtata actgcggtca cgtaattcac
   886861 ggacatacaa gcgtagctcg tgatcaagtg tgctggaacc aaagttaagg aagaatacct
   886921 gaggctctgg atctgtcatt acccgagaat tggcatgagc cgcctgtagc agaacttctt
   886981 ttactttttc caaatccgaa ccatacgcga cccccacttt aataatgatg cgggtgatcg
   887041 tgtctgatag tgaccagtta atcaggcgct cagtcacaaa tgctttattc ggcacaatga
   887101 cttctttacg atcaaaatcg gtaatggtgg tggcacggat acgaattctg ctgacagtcc
   887161 ccgagtaggt accaatcgta atggtatcgc caatccgtac aggccgctca aagagaataa
   887221 tcaagcccga gacaaagttg gcaaatattt cctgtagacc aaagcccagc cccacggaga
   887281 gcgctgccac cagccattgc aatttatccc atgaaacccc gagcgaactt aaggcggtta
   887341 tcccccccac agccgtgatc aggtaagtca aaatcgtcgt aatggcgtaa gaagtgcctt
   887401 ggcgtagttg taagcgcgat agcaccacca cttcaagtaa gcccggtaaa tttcgggtca
   887461 gaacataggc gaccaccagt gccatcaagg cgactagcat attacccaag gtcaccgctt
   887521 gcgttacact cgcaccagct acagtggcgg tgtaatgcca caatgagata ctgtccagat
   887581 aagagataac cgttatcaga tcagcccaga tccagtaaaa acaggtagca aaaatcagga
   887641 atagcgccat tgtggtcaag cgcaatgatt gttggttaat ttgatccaga gccaatggag
   887701 gttcttctat cggttcactg ccttcggccc cttctttccc catactttgc cgccgcgcaa
   887761 tagctcgacg gtatgccaag cgccgtgcag caacacctaa tccacggatc gccgtcagat
   887821 aaacaatgtt ccacaagaag agtaaataca ggctatcaat ccaacggcca gctaattgca
   887881 atgttgtata gaaatacccc gcaaccatta accccatcaa tactataggt gtcgcagtga
   887941 ttgcagtgat aatgactaag cgtaccgcat gggagtcttt ctcacgccag ctatcacggc
   888001 agaatgggaa aataaacagt gctaataatg ccaaggcaat aacaatcact atctgcccaa
   888061 taacatcatc cacaagccgt agagggcttc gttcacccag aacagaccag aaaataaccg
   888121 gaagcaacgc ggcacctaag cggactatct ggcggcgata atgggcgcaa cggtcggttg
   888181 atatcataaa gtgccgctcg gtaattcccc ccggcgataa catgcgatag gtcagctcaa
   888241 agaccagcca gaacaatgcc aggcgctgga agaagctcca gagcaagcca ctgaggttga
   888301 aatctgagcg caaacaccag tagccgatcc ccaagataag taatacgttc ggtaagattt
   888361 tcagcacagt caacaaaata gcctttggcg tatgcatttg gctatcgcgt ttcaattgcc
   888421 cgatatcagc agccagttga tccaaatagg tattgatcat gtggtaacgg gagcggatca
   888481 ccacagccac aaccagcatt ggtattagaa aaaccagtga tttgagcagg cctgccagcg
   888541 catcccccaa tgacagggta acctggaagt tactcagttc ggttttgatc gcccctggca
   888601 gggctttcag ccaagaccaa tccattggct tattactact aacccaaaat atttgctgcg
   888661 ttaatgtatg ttgcagcgac tcattgacac tgagcaactg ctgctggtta atctgtaaat
   888721 tgattgccag tgtcaattgg ttacccagtt gcttatttaa ttgatccagt agttcacggc
   888781 ggatatcaac aatctgcccc agcgcatctt ctacatttgg gtcaaccttc tctttactgc
   888841 tctccatcag ggtttggata tagtcgtccc cttggaataa cttatcgcgc tgctggttaa
   888901 tttcaaattg ctccagccgc aagtctgcaa tgcgtggccc catattggtg ataaggccgg
   888961 aagccggtaa gttgagctgc tgttgataga gaattcgtga aagtaataag ctgccacgca
   889021 atacggtgat ttgttctttt aaattacgct cagattgcag agcgcgatct aaccagtttt
   889081 ttacccggat attctgctga accagcgtat tgccttcttt cgtggcatta atcagccgtt
   889141 cgcttaactc tttgttaatt gccaattcac ggctgatgag tggatcattt tggatatcac
   889201 tgccatcagt ctgtgcttgc gcttctttaa ctgttttctc ggagagaatc agccttttac
   889261 cgctgacaac ctcctgtagc aactgaacat aacgctccag ttgattaatg tgtgcagtcg
   889321 tgtaatcccg ttgtttttgc agcaaatctt gtaaggtggt atttgcctcc agatttttac
   889381 gctctagatc caactggccg ttcaacatca cttgttcagc cagaagttct tgctgttgag
   889441 tcgggcgaag gctctcttga ttcggcgtca gcccattgag ttggttacgg atctgcatta
   889501 aacgcataga agcgctatac atcgcgcttt gcacacgttc tggctgtgtt tgcagggcga
   889561 ttagctgact gttataagcg gagagatctt cctgagccga ttgtaaatta tccagcgttt
   889621 cattaagacg tgattccaat tggcgcaacg aataattagc caatgactcc ttggtcatgg
   889681 tatcagctga actgcttttt agcgcctcta acccttcggt tgcctggcgt aactttgcag
   889741 gagcttgtgc cagttgttgt ttaagttgat tagcctcttg tttagtgcgc tcaatggtat
   889801 caaggtactc taacgtttga gtcaaatcct gctgtgctaa cttttccgcc ggcgataata
   889861 ttttttgttt tgataacaaa tcgagctggc tctgtacctc gctgcgagtg ggcacatcaa
   889921 catttattcc agacgcaaag gccgatattc caaacacaaa ggtcgaagaa aataacaata
   889981 aaacaataat aaccagagta aacatcgtct ggcgacagaa tagaaatgga tcgaataacg
   890041 caattcgtgc tcttgatgac acgaataacg ataaagaggg tgaagaaagc cgtgtgttaa
   890101 atctgctact catatttgaa cttcatctca atagagaggc tgaaatccta tcacgttaag
   890161 tctcaagcca tgataagaaa aaacctttca gagcatggat acctgtaata atgcgagcag
   890221 ctacgcagcc tgcgttgcat aggatgtaat aactgaaaat atcaaatgat tgtagcagaa
   890281 aaaacaccct gcatattatg tcagaacgtc aggacttttt ccgcggccag agtccattga
   890341 gctaactcca ctagcgtccc aatctccacc ccatcaacaa gtgtcagacc cgcaatacca
   890401 cgcgcatctg cgcaagtttt acagagtttt atggggacat tttgtgcggt gaggatttcc
   890461 agcatctgtt gcaaattata cccttcacga ggttgctggc cgttgagacc ggcgattacc
   890521 gcatcagaca ttaggaacag gcgtagatcc aaatcagttt gttgctcttt caacgcaatc
   890581 gataggcgta aggcattaaa taatgactca tggccataag cggcaccatt agcaataatg
   890641 accagcgaat gcatataaac ctccagttaa tccgatactc tgctattcat ctcgtttcgt
   890701 aatgaaaaac tctggcctag catctccaga taggcatcaa ttaatacagg tgcctcttgt
   890761 tttatatcaa agctttctgg cataaaaagc caattctcca tcaaacctgt aatataggct
   890821 ctcataataa ttgccgcacg atgagtattg agattgaccg gtaattgatt agcatcgatg
   890881 caaccttgta aaaccgactc aattcgctca tagctagcta aatcaaggac tttacgtgcg
   890941 tcatgaacgg aggtcatttc accgacgaat tcacatttat ggaaaacaat ttccatcagt
   891001 gcacgacgtc ggcggtcctc acgagtagaa accaaaatat agattaggag ttcgcggagg
   891061 atacgtagtg gattatcagg atattttgcc tgatactcta tctcgagctg atcaatttta
   891121 gactcggata gctcccaaac ttcgttaaat aggtctacct tattcttgaa gtgccagtaa
   891181 atagcgcctc gggttacacc cgcagcgata gcaatatcgg taagagaagt cctggaaacg
   891241 ccatgcgcag aaaactcccg cactgcggca tctagaattt gttgccgggt ctcttcggct
   891301 ttctgtttgg tttttcgtgc catagcgttg ttttttcggg ggggtgagat ttacatacat
   891361 tcacgaatgt atgtaccata gcacgcacat atcatttacg cagcaatggg ttttaaagct
   891421 tgtgatccat tgaattaaat taaaaatcgg acacttgagg tttatctatg agcaaaaaca
   891481 gaggggtaat gcctctggct gcaattctgg tactttcagg cagcttagta cttataggat
   891541 gtaatgacaa agatgcggcg caagccggtg ctcaacaagc tcctgaggtt ggtgttgtga
   891601 cattgaaagc agaaccgctg aatatcacaa ccgatttgcc aggccgcacg tccgccttcc
   891661 gtgttgcaga agttcgcccg caggtaagcg ggattattct caaacgtaat tatattgaag
   891721 gcagtgatgt caccgccgga acatcccttt atcaaattga ccctgcgact tatcaggccg
   891781 cttatgacag tgcaaaaggt gatctggcta aagcacaggc ttcagcacaa attgctcatt
   891841 taaccgtcaa tcgctacaag ccattgttgg gtactaacta catcagtaaa caagaatatg
   891901 atcaggccct atcagatgcc caacaagcag atgccaccgt gttagcagca aaagcggcac
   891961 tggagtctgc acgcattaat ctggcgtata cccaagtgag atcaccaatc agcggccgta
   892021 ccggtaaatc tgccgtgacg gaaggtgcat tggttaccag tggtcaggcg tcagcaatga
   892081 ctaccgttca acagcttgat ccaatgtatg tcgatgtcac tcaatcgagt gatgagttcc
   892141 tacggctgaa aaaagagctg gctgatggca ttctcaagca agaaaacggc aaagctaaag
   892201 tccgtttgtt gctggaaaac ggggttgaat atacagaaac cggtactttg gagttctccg
   892261 gtgtcactgt tgatgaaact accggttcga ttactctccg tgcgatcttc cctaatccaa
   892321 atgaggcgct gttgccaggc atgtttgtcc gtgcccgttt ggatgaaggt atccgtcctg
   892381 atgcgctgtt agttccgcaa caaggcgtga ctcgcaaccc acgtggtgaa gcaacagcca
   892441 tggtcgtcgg cgcgggtaat aaagttgaaa tgcgtaccct gatagcgaac caagcaatcg
   892501 gtaataaatg gctggtcact gaagggctaa aagccggtga tcgcctgatt atttccggct
   892561 tgcagaaaat caaaccaggt gtagaggtaa aagtgcagga agttactgac actgcaccag
   892621 aaacagcccc ggctgataca gcgaagaagt cttaaaagga gccggtaatt catggctaag
   892681 ttctttatag atcgccctat tttcgcttgg gtcatcgcca tcatcatcat gttggctggt
   892741 gcccttgcga tcatgaaatt accagtagcg caatatccga ccattgcgcc accggcaatt
   892801 acaattgccg ccaactatcc tggcgccgat gcgacaactg tgcagaatac agtgacgcag
   892861 gttatcgaac agaacatgaa cggcatcgat aacctgctct atatgtcttc cagcagtgac
   892921 tcctccggta acgttcagtt gacgttgacc tttaactctg gcactgaccc ggatattgct
   892981 caggttcagg tccagaataa actgcaatta gccatgccac tgctgccaca agaagtgcag
   893041 caacagggcg tgagcgttga aaagtccagt agtagcttcc tgatggttgc cggttttatt
   893101 tctgaagacg gtacgatgca gcaggaagat atcgccgact atgtgggctc taacattaaa
   893161 gaccccatca gccgtacacc aggggtaggt gatgttcagt tgttcggttc ccaatatgcc
   893221 atgcgcatct ggatggaccc gcataagctg aataactaca agctgacacc ggtcgatgtg
   893281 attaacgcga taaaaataca gaacaaccag gtcgctgcgg gtcaattggg ggggacacca
   893341 ccagtaccag gtcaggaatt gaactcatca atcattgcac aaacccgttt gaccaatgca
   893401 gaagagttca gccagatatt actgaaagtg aataccgacg ggtcgcaagt tcgcttgaaa
   893461 gatgtggcta tcgttaaact gggtgctgaa agctataaca tcattgcccg ttataacggt
   893521 aaaccggccg caggtattgg tattaagctg gccaccgggg cgaacgcctt gaacacctct
   893581 gcggcagtga aagccgagtt ggccaaatta cagccattct tcccatcggg gttgaccgta
   893641 gtttatccgt atgacaccac accatttgtt aaaatttcga ttaacgaagt ggttaagaca
   893701 ctgatcgaag ccattatctt ggtgttcttg gtaatgtacc tgttcctaca gaacttccgc
   893761 gcaaccttga tcccaacgat tgcggtgccg gtagtgctat tgggtacctt tgctattttg
   893821 tccgcctttg gctattcgat aaacacctta acgatgttcg ggatggtgct ggcgataggg
   893881 ctattggtcg atgacgccat tgtggtggtg gaaaacgtcg aacgcgtgat gcaagaggag
   893941 ggcttaccac cgaaagaagc aaccaaaaaa tccatggagc agatccaggg ggcattggtt
   894001 gggatcgcgt tggtattgtc tgcggtattt gttccgatgg ctttcttcgg tggcgcaact
   894061 ggggctattt accgtcagtt ctccattact atcgtttcgg ccatggtgct ttcggttctg
   894121 gtggcattaa ttctgacacc agcactgtgt gcgaccatgc taaaaccgat caagaaaggc
   894181 gatcatggtc caaaaactgg cttctttggc tggtttaaca acatgttcga aaagagtaca
   894241 caccactata ccgacagtgt cgccaatatt ttgcgcagca caggccgtta tctggttatc
   894301 tatctggcta ttgtgattgg tatggcggtg cttttcatgc gtctaccgtc ttcattcctg
   894361 ccagaagaag atcagggggt gttcctaacc atggtgcagt tgcctgcggg tgctacgcaa
   894421 gaacgtaccc agaaagtact gaaccatgtg acggattact atctcgacaa agaaaaaaac
   894481 gtggttaact ccgtgttcac cgttaacggc tttggtttca gtggtcaagg tcagaacacc
   894541 ggtttggcat tcgtgagtct gaagaattgg gatgagcgta aaggcgagca aaataaagtt
   894601 ccagccattg tcagccgcgc ctctgctgca ttctcgaaaa ttaaagacgg tatggtgttc
   894661 gcctttaact tacccgccat tgtggagtta ggtacggcta ccggtttcga cttccagtta
   894721 attgatcagg gtaacctggg gcaccaacaa ttaacggatg cacgtaacca actgttgggt
   894781 atggcagcgc aacatccaga tatgctggtt ggcgtgcgcc ctaatgggct ggaagataca
   894841 ccacagttta aagtggaagt tgatcaggag aaagctcaag ccttgggcgt tgctatttct
   894901 gacatcaata ccacgctggg ttcagccatg ggcggcagct atgtaaacga ctttatcgac
   894961 cgaggtcgtg tgaagaaagt ttatgtacaa gccgatgcac cattccgtat gttgccggat
   895021 gatatcgata agtggtatgt ccgtaataat atgggtcaga tggtgtcatt tgcgaccttc
   895081 tccaccgcga aatgggaata tggctcacca cggctcgagc gttataatgg gttgccatca
   895141 atggagattc tgggtcaggc tgcaccgggt aagagtaccg gcgaagccat ggatctgatg
   895201 caagagctgg cagctaaatt accaagtggc gtaggctatg attggaccgg aatgtcctat
   895261 caggaacgtc tatcgggtaa tcaggcccca gcactgtatg ccatttcatt gattgtggtc
   895321 ttcttgtgct tggccgctct gtatgaaagt tggtcaattc cattctccgt tatgctcgtg
   895381 gtaccgctcg gggttgttgg tgcattactg gcagccacac tgcgcgggtt ggaaaacgac
   895441 gtttacttcc aggtaggctt gctgaccacc attgggctat cggccaagaa cgccatcttg
   895501 attgttgagt ttgccaaaga cttgatggat aaagaaggca agggcttggt ggaatcaaca
   895561 ttggaatcgg tgcgtatgcg tctgcgccca atattgatga cctcactggc ctttatcctt
   895621 ggggtaatgc cactggttat cagtagtggt gccggttctg gtgcacagaa cgcggtaggt
   895681 accggcgtaa tgggggggat gatcactgcg accgtactgg ctatcttctt tgttccgcta
   895741 ttcttcgttg tggttcgtcg ccgcttcagc agaaagactg atgatattga acatagtcat
   895801 ccagttaaca cgccggtgaa ataaactgcg ttaacaactt gtcatttcat actaaaggcc
   895861 gcgcaagcgg cctttttatt gctgagcgtt atccttttcc cctcccctca ctctacaaaa
   895921 aatagcaatg aagagtcatt tcgggcttga aactggaaac agtaaaacgc ataatgatgt
   895981 tacattataa catactaaaa ggaatcatta tgaagcccaa tatccaccct ccgtatcgga
   896041 ctgtggtatt tcacgatacc agtgcggatg cttattttac tgtaggttca accattgcca
   896101 ctgagcgaac aatcgaacgc gatggccaga cgtaccccta cgtcacatta gatatctctt
   896161 cagcctcgca tccgtactac accggtaagc aaaaagagtt tgctaaagaa ggcagtaccg
   896221 cacgcttcca ccaacgtttc ggtagtttct taacaaagaa aaccaactaa ttcggagagt
   896281 taaccatgca agtattaagt tcattacgtt cggcaaagaa ccgccatcca gactgcaaga
   896341 ttgtccgtcg ccgtggccga gtgtacgtaa tttgcaaaag caaccctcgc tttaaagcgg
   896401 ttcagggagg aacccataaa aaacgctgat gttaagtttg ttatacgcta tcagagtgtt
   896461 gtaataactc tcggtcaacc aaataaccat cagtcaaata accattcatc agtccccaaa
   896521 aggccctttg tgcactaacg ccaacgggcc tttttattca tttgctatca gagatagcgc
   896581 ctgtcgactt agacggagtt taggcgccac aagtatgtaa gcggattaga tgatgcccca
   896641 tttcctaata cggttactta caacgcccta caatacgttt aaatgcttcg ctattggtta
   896701 cctactaggt cactacatag taaagcgcta ctggccacgg ctattggttt gagaaaacgt
   896761 gtattcatcg ggttttcaat aaaataagcc cttattttct ctggctaatc cgtgtgttcc
   896821 cccccacatt attgacttaa acttccgttg ataacctcat aggtgacaga aaatagacct
   896881 tatattatac tcgcgagacc gattatgact ttgttgccct gccaccaagt ttaatcctct
   896941 tggtttgtgg aagaatacac cgtacaataa acagccaaac aatatggcta ttaacattca
   897001 tggtcaaacc aacagatgtg accaaaccaa cagagcgggt caggttaata gtagggagaa
   897061 ttaaattaag cggtgactct cccttttaaa tatgtgaaaa attattttgc agatgttatt
   897121 ttatcgcaaa acatgatgtt caaataacac cgtgatgagt tgctcaaaaa ttcacattga
   897181 aaaacatcat taaatttgat ttaagtcatg tgagtgattg ctgaaatgct aatatccaag
   897241 catttttcac aacaattata atgtcgttgt gacgtatttt taccccgatg actggatgat
   897301 taatgaacaa tgaaatagtt ggtgacttcg tttcagggca ttactcagtt tcattactga
   897361 aagacgttat ccgtaataat atccactcaa ttgaggaaag tttggtttct gggttaatgt
   897421 attattcaga agatgctcgg tacacacttg gatcattaga aattcttgag attaaaaatc
   897481 tcaaagagaa ccagtattca atgacttacc aatataattg gtatattttc aatgcttgtt
   897541 tggatatcaa tactgaagaa tttctaacaa acactgtaac atttattgta catcctgaaa
   897601 aaatcgtttt tgatataatt agtaatgaca ggccttctcc tgcggatgaa ttgtaagatt
   897661 ccgtaataaa gttgcgcgat aagcgaagaa atgatttata ttcataacat agcaagttta
   897721 tttactttaa cgatagacag ctgtatttat atgactacga atctactcac attgtgttat
   897781 caacaccgaa ttaagacatt acggagggga tgatatggat gagtactcgc ctaagcggca
   897841 tgacattgcc caactgaagt ttctatgtga aagcttgtat gatgaaggta ttgcaactct
   897901 tggcgacagc catcatggct ggataaatga cccaacgtcg gccataaacc ttcaactcaa
   897961 tgatttgatc gagcatatag cttcatttgt gatgagtttt aaaataaaat acccggatgg
   898021 aagccagctt tccgagttag tggaagaata tttagacgac acatatactc tgtttagtag
   898081 ttatggaatc aatgatcctg aattgcgtcg ctggcagaaa accaaagagc atttattcag
   898141 acttttctca ggggaatacg tatgtaccct gatgaaaact taagggatag ttccaccaat
   898201 attaatttgt atatcgagaa gaaaaaccac catgacaaaa actgactacc tgatgcgttt
   898261 aagaaaatgt acgactatcg atacgctaga acgtgtaatt gaaaaaaata agtacgaact
   898321 ttctgatgat gaactggaat tgttttactc agctgcagac catcgcctgg ctgaactaac
   898381 gatgaataag ctttatgata aaattccacc tactgtatgg caacatgtga aatagtctgc
   898441 ttagcgctgg ttaagacaca caacgttgag ccgataatct ctatcggctt caatgggttt
   898501 gatgattagc acgtgtttta attcttaata aaattattgg cctagtggca gtattggaga
   898561 ttggcgttca atcccgtatt tctgcctacc tattcttagg tgaaaattga gtgttatcaa
   898621 actaatgtaa gatcatttaa gtaacaaatg cattcatttg tttgctcatt caaattcagc
   898681 cctctagtct aataattaca agatattatt aattagccat attttacaaa cctaatacat
   898741 aaataaaaat caaaccattc gttcagaatg ggaggaatct tattttccct aacgacaatt
   898801 tctttgctca atcatgccgg aaataaaaat ctactgatag agagcgttca cgacaaaaag
   898861 cctcagagat tgtactcaga gcagtgatga cagagagaaa tagtgaggac gcaggaaagt
   898921 gataacacag gacatagcga taaaatggaa atacgataaa actgaattgg tggaggccct
   898981 gccagctaca tcccggcaca cacctcgcct gctgcggctg cttccttccg gacctgaccg
   899041 agttcacaag ttagtgttgc gggagaacca acagggcctc cattgatatt aacggcccct
   899101 gcactctgga gcggtgggca ttattgacca tgccctgaaa aatagcaaga caacacgcgc
   899161 taaccgatgg tttcttgccc agtaaatgct cacatcaagc taaatctatt ttccactggc
   899221 ataaaatccc ccatagtgca gggtatccat attgcggtga gcgacaacat tgcggtgagc
   899281 aacaacaggc cacgcaagtc atcggttaaa agagagaatg ctgtgtcacc tccagaaagc
   899341 cgtcattcag atcaggatga ataccaagag cccgattata ccgcagagca aaatacaccg
   899401 ccggtagccg atagctttcg tcagcgggta ttccatgtgg ttgcggctat cccctatggg
   899461 caggtagcga cctatggcga tatagcgcag ttaattggtt ctccaagagc ggccaggcaa
   899521 gttggcgggg tgctaaagcg cttaccagaa gggtctgcac taccttggca ccgggtaatt
   899581 aatcgatatg gtgagatatc attaacaggc gatgattatc tcaggcaaaa aaaggcgctc
   899641 gtggcggaag gtatttgtct tgatgctgct ggccgaatta atttgcagca atatcgctgg
   899701 cgatacagct agtgcgatgt gatagctgat atacccaacg taattggcgt tgcatacagc
   899761 acaacccgcg ggctccaatg aactgaccca cgccagttat tagagcggga tccgcggcaa
   899821 cgtcaaataa gaagggtata agactgttta ctgtatcgtg gcagcggcag gcgctggaac
   899881 gatttcaagc gccaccgaag gtacagggac cagcaataga tcggcctgag tacccgcgcc
   899941 acggtttatg acttcctgga tggtatcagt gataaacagt aattgcccat tacgggtgat
   900001 cgcggcactg acaatgacgc gtgcatttgg ctggatatcc gacggattaa acggtaagga
   900061 gtaagtaaac ggtgcctgtt taccttcagt acgtaccgcc ttctgcgcga taactcgcga
   900121 tggagcatca gccagtgaga tatccgacag tgtgacggtt accaccgcat caggcggtaa
   900181 tgcaacgcgt tcacgaatat tcacggtccc atggaccgtt gattgtgcga ccgatgccgc
   900241 aaccgtcgct gtacttatag gtgctgcaac gggagcctcc gcgctttgat gagcacaccc
   900301 tgtcaggctt actgctaatg ccgcgccacc cactatttgc cataatgcct ttggctgcca
   900361 aggtttcata ggcctctctc cttgttatta ttaagatgct ggctattcac agaaaagcct
   900421 gcgttaataa gtggcttcaa ccacctagcg tgctaattat agcataaagc tcgaattatt
   900481 accgaatcgc cccaatttga tgtattcagc agatcacttc ccacgattaa ttcatcactt
   900541 gagtaatggt ttcacggcaa tatattgacg actggcgggt tgattcagca cactgtgtat
   900601 gaactcaacc atcaggggcg acaacatgag tcaggcatta gaaaaactgc tcgatctgct
   900661 cgatctagag aaaattgaag aaggcatttt ccgtggacaa agcgaagatc taggtttgcg
   900721 gcaggtattt ggtggtcagg ttgttggtca ggcgatttat gctgcgaaac aaaccgtccc
   900781 cgcagaacgg actgttcact catttcatag ctattttctg cgccctggag acagcagtaa
   900841 acccattatt tatgacgtag aaacactgcg tgatggcaac agtttcagcg cccgccgggt
   900901 cagtgcgatt caaaatggta agcctatctt ttatatgacg gcctcgttcc agagtcagga
   900961 agaagggttt gagcaccaaa atacaatgcc agacgtccca ccaccagaag ggttaatgtc
   901021 cgaaacggat attgcccgcc agttttcaca cttgatcccc gagaaagtgc gagaaaagtt
   901081 tattggccca caacccattg aaatgcgtcc ggtaaaattc cacaacccgc tgcaaggcag
   901141 tgtagaagaa cccaatcgct atgtttggtt ccgcgctaat ggcaaaatgc cagatgacct
   901201 acgggttcat caatatttac tgggttatgc ctcggacttt aatttcctgc ccacggcttt
   901261 acaaccgcac ggcattggtt tccttgaacc cggtatgcaa atcgccacta tcgaccactc
   901321 gatgtggttc catcggccat tccgtttgga tgactggtta ctctatgccg tagaaagtac
   901381 ttctgcgtca ggtgcccgtg gcttcgttcg agggcaaatc tataaccggg aaggggtgct
   901441 ggtagcttct actgtgcagg agggtgtgat tcgtttacat cgttgatacg ggggtacaga
   901501 tcagcgtgac gttatctcaa ccagttgatg aatcaatgaa atagcacagg ggcgatgtca
   901561 ccatcgcccc tgtagttcat cattattatg tatttttatg cgctgctggt tttactgaaa
   901621 cggcagttaa cgacgcccca ctattctcca acaactgccc ctcttttctt tatgtctttt
   901681 tctttttaac ttactgctct atctcttccg acaggctaac aactaacgat tgacggaaaa
   901741 ttaacttatt gattatatgc gttttcaccg tgactgttaa catccagacc ttcacgctct
   901801 tgctcttcgg gtacccgtag gcccacaatc aagcccgcaa ttttaaaggc aacgaaggca
   901861 acaacacccg accagacaac agtcacacca acactgaata actgaacgcc gacctgatgc
   901921 cccatggtta cgccagcagc ataaccagtg ccgcccagcg acgccgaggt gaagacaccc
   901981 gtcagaatac aaccgacgat gccacacaca ccatgaacac cgaagacatc acaggtatca
   902041 tcgacccgca gccatttttt cagtagcacg accccccaca ggccagcaac accaccaacc
   902101 aaaccgataa tcaatgcacc gccaacccct accgtacctg ctgccggagt aatcgcaacc
   902161 aagcctgcga tacaaccgga acatgccccc aacagcgaag gtttacctcg taaagcccac
   902221 tcagcaaata cccacgagag gatggcgccc gccgttgcaa cgacggtatt caagaacgct
   902281 agcgctgcaa tttcgttcgc agcactggct gaaccagcat tgaagccaaa ccagccaata
   902341 tacagaatcg ccgtaccggt aaagaccatc ggtaagttat ggggtttgaa ggcctcttta
   902401 ccgaatccgg cacgtttacc caacagataa gccccgacca aaccagcaac agcggcgtta
   902461 atgtgcacca ctgtaccacc agcaaaatcc agcgctccgt ccattgccag gaaaccacca
   902521 ccccatacca tgtgcgctat tggtaggtaa gagaaggtga accacagcgc ggcgaaaatt
   902581 aatactgctg agaaacgaat acgctctgcg aatgaaccca caatcagagc gacggtgata
   902641 caggcaaatg aggcttggaa cacgacatga atatattgat agaacgagcc actcaggcta
   902701 gtcagctcaa tacctttcag catggccata tcaaaactgc cgaagaacgc attacccgca
   902761 ctaaacgcca ggctgtagcc gtagagaatc cacaaaacac ataccagcgc aaaactcacc
   902821 atgacctgag tcatcattga caatacgttt ttggagcgca acaggccacc gtagaacagg
   902881 gcaataccgg gtatcgtcat aaacagtact aacgcagtgc aaatcatcat aaaagcatta
   902941 tctgctttgt cagcgactgc cggtgccgcc gccattgccc aagaaggtaa cagcgctacc
   903001 gtacccaggc ccaacacgga taaaagtttt ttcatcatca acccatccct attctctaaa
   903061 tttgagcctg caaattacag cgctgcttcg tctgtttcgc cagtacggat gcgaataaca
   903121 cgttacaatt cagcaacgaa aattttgcca tcaccaattt ttccggtata ggccgcttta
   903181 ctgatcacat caatcacttc gtctaattga tcatcggcga tggcgatatc aatttttact
   903241 ttgggtaaga aattgacgct gtattcagct cctcgataaa gctctgcatg ccctttctgg
   903301 cgaccaaacc ctttgacttc ggttacggtc agcccctgaa tacctacaga agataaggct
   903361 tctcgcacat cttccagctt aaatggtttt atcaccacgg taaccagctt catatttgcc
   903421 ccttctcgaa ttaagtcgaa ttcacgtctg ccacgaaaca gataaagcaa aggctatgcc
   903481 ataagtaatc acggcgataa tttagtgtga aaatagcgtg tctagggaga ttaggataag
   903541 taaaaccaga gaggctcaat gcagctaccg cgattgaatg gctttagcgc accaagttgg
   903601 tgcaatgagc cttgcgaaag tgcacgttgc ggttaacagg cgatgagtat gcaagatggg
   903661 tgggtttgca agatgcatgg ttttgcaaga tgatagtgcg atgtagcggt aaatatgggc
   903721 attcaaaggg cagtctactc cttgagagcg gaggacgaga ataagtgagt gagtgagtga
   903781 gtgagtcaat aaataacgtg gggcgacatc accccacgcg tgctgcttaa ctcacgctca
   903841 ttccggcttg atcaatagta ctttgatcaa tagagccttt atcaatagct tcctgatcaa
   903901 tggcagccaa atcttcgctg actaactgca actggtacat ctggtaataa cgcccacggg
   903961 cagctagcag cgcttgatga ttaccctgct caaccgcaac accacggtgc agtaccaaaa
   904021 tactatccgc ctccacaatc gtcgaaaggc gatgagcaat aaccaccagc gtggtatttt
   904081 ttcgaatcac ctgtaatgcc cgctgaatag cctgttcagt gccagagtca atattcgcag
   904141 tggcttcatc cagaatcagg atttggggcg cttgcaccaa cacccgcgcc atcgccagca
   904201 actgtttttg cccaacagac aaggtattgc cctgttcccc aagtaaactg tacaagccat
   904261 caggtaaggt acgaaccaac ggtgccaatt gaacggtttc gagtgcctcc cacacttgct
   904321 gttcactaag gtcacgccca agggtgatat tcgcaaagaa ggagtcagcc aacaccacgg
   904381 gatcttgctg taccaacgct accccctggc gcagaacctg atgggagagg cgggataatg
   904441 gccggccatc aagcaaaatc tcaccttgct gaacgggata gtagcccatc aacaggttag
   904501 ctagcgtact tttaccactg ccggtgtgcc caactaaagc cacgaatcca cgggagggga
   904561 cattgagaga aatattgtgt aacaccattt tatccgagcg atacgcaaag ctgacgtttt
   904621 ccacctgaat acggccactg ctcaagggaa tattgtcgct accatagccc tgctgcgcac
   904681 gatccatcag atcaaaaata cgctctcctg ccactacggc ctgttgcata attgattgct
   904741 gcgatgtcag ttcaatcaac ggctcattca ggcggccaag gtaattaatg aacgcataca
   904801 gcacacctac ccccacagaa ccttcagggc tgaaaccgaa aagcagcagt agaccacata
   904861 gcaccaaggc agagaatagg ctcaataaag ggcgtaatag aaagccctcc agccgtaagg
   904921 tttgcatccg ggcaacataa tgcgcacggc tggcagacgc catgcgttct ccgaaacggg
   904981 cctgctgacg gaattgctga atgacgccca taccattaat gacttcatta aaaccatcgt
   905041 taatatcagc cagataggat cgtacccggc gaacgatagg ggtgctatag cgctgataga
   905101 ttgtcatcac caccaacacc gcagggaaga tacaaattga aatcagcgcc atccgccaat
   905161 ccagactaaa cattgccacc agcatcgcac taattaaggc cgcacttttc aaaaccgtag
   905221 aaaccaccat gacatataaa tctttgatca cttcggtgtc attggttact cgggaaatta
   905281 actgcccaac aggctgagta tcaaaagcac tgagaggttg acgtaatgca gcgtccatca
   905341 catcaatgcg tagccgctga acgaccccca ctgccgcacg gttaaacagc aatgcctgaa
   905401 aatagtgcaa tgtcgcggcc aataattgca acaacagata ggccaatgcc aacccactga
   905461 ctagccccag aggtaatgtg cctttggcga ctacatggtc aataaaataa ctgatcagta
   905521 gtggaccact tacctctgct gccgccgcaa cccacagcat taagactgcc agccccagcg
   905581 gtttacgata aggcgaaccg taggaaagca ggcgtttcaa tgtcggccaa agttgctgaa
   905641 cgttattcat cggcttcgac ctcctgctca ccgtcatcca atgcggcttc taattgctga
   905701 tagcggtaca tctcccgata ccaacccgtc tgattgacta gaaggctgtg gggcccccgc
   905761 tgcattacac caccatgttg catcaccaga atttcgctgg cttcagtcaa tgcagaaagg
   905821 cgatgcgcgc tgataatgac ggtacgctgt tcgccccact cgcgtaggtt ttttaaaatt
   905881 tcatgctccg tctggccatc aaccgcagaa agtgcatcat caagaataag tatttcagca
   905941 tccaacaaaa gcgctctggc aatagatatg cgctgtttct gtccaccgga caacatcact
   906001 ccacgctcgc ctacttcagt gtcataaccc tgcggcagac gcaaaatatc ttcatgtaca
   906061 caggccaggc gggccgcctg ctcaatctgt gcgggggtcg catcgggttt acccaaggca
   906121 atattaccgg ccaccgtatc ggagaacagg aaaggggtct ggctaacgac cgataaacgg
   906181 ccacgccaat cattcaaccg aatatccgac agcggatgcc cttgataaca aataacaccg
   906241 tcatcaatat caaattgccg ctggattaag gccagcaagg tactcttacc cgaacctgtt
   906301 ggcccacata accccagcat ggcccctgga accagcgtca gtaccacatt atgtagtgcc
   906361 ggttgatcac tgcctggata acaaaaatga cgaatattaa ccgctaatgt gtcacgcaca
   906421 tcagacaaag taatgtggcc atctttaacc acaggtgctt catccaacaa actgcggatg
   906481 cggctataag cggcactacc gcgctcaaca atattaaaca tccatgccaa tgccagcatt
   906541 ggccaaatca tcagccccaa atacataaca aaactggtta attgccctaa ggtaatgctg
   906601 ttattcacca ccatccagct accgccacca atagctaata aattagcgat accaatagca
   906661 atataaattg tagggtcaaa gcgggcatca atgcgggcga catacatatt cttcgcaccg
   906721 gtttctgccg ctacctgagc aaactgttgt gactgacgat cttccagacc aaaggcctta
   906781 atcatgcgaa tactggtcag gctctcttga gcctgattat taagcaaaga aaaggcaccc
   906841 tgagcggatt taaaacgctg atgaagttgg tcaccgtaat acttaatcac tatcgccatg
   906901 atgggcatcg gtaatagcga taacagtgtt aattgccagc tgatttgggt gctcataaca
   906961 atcaataccg cacaccccat gaccagtgaa tcgaccagcg ttagtacccc ttcacctgcg
   907021 gcgaagacaa cgcgatcaac atcattggtg gcgcgagcca ttaaatcgcc agtgcgatga
   907081 cgtgaataaa aaccgggagt ttgccgactc agctgacgat aaaaatcaga tctcaactcc
   907141 accgccaact gataagaggc accgaataat aagactcgcc agacataacg caacaaatag
   907201 accaccacgg cagtcgcgag catcacgcca atccaaacca ataacatatt ggtggacatc
   907261 tgttttgtac tgatatcatc cactataacg cccaccaact tgggcggaat taattgcaga
   907321 atagcgataa taatcagtag tagcaccgcc cctacataac ggtgccattc acggcgaaaa
   907381 taccaaccta attgtgcaaa caatctcacg cagttttatt ccatggtctg ataccgaaag
   907441 tgtcggtgtg tttttcgcga tagacgatgc tctaggatac cattgataaa cagatttttt
   907501 agtgaattat tcactccggg actggcagca cggtggtgta tttaatcttt tccatcgcaa
   907561 aacttgacgt gacatcaata agccccggaa cgccgttaac catccgttta taaaaacggt
   907621 cataactttt catatctgcc acttctactt gcatgagata gtcgtattct ccggccatac
   907681 gatagaaagc cagtacctca ggcatttgct tagtaaatgc gacaaactct tggtaccagt
   907741 cactgttatg ctgctgtgtt ttgatcagca caaatgccgt cagccccagc cccaattttt
   907801 cactatccag taacgccact cgcccgcgga taaaaccttc atcctccaaa cgctttaaac
   907861 gtttccagca aggggttgac gttagattga ccgcatcggc caacacgtgc agcgattgtg
   907921 tgcagtcttc ctgcagcata cgcagtagtt tacgatctgt tttatctagc atagtggtaa
   907981 accatagaat taatttctac catttggcga taaagaagga aaaatggcaa cgcttttttc
   908041 tttgataacc gttaacctag tcgccatgac ttaactacct atatcacagg ccatcaaatg
   908101 accaatacat gggtgaaaaa tgctatcaat gaaatagaag ctgactttca acgctccgct
   908161 gatacgcatt taattcgctt aaatttatca gcttttccag gtatttatct gtatttaaaa
   908221 gatgaaagta cccacccaac aggcagtttg aaacaccgct tggcgcgttc actgttttta
   908281 tatggcttat gcaatggctg gataaccgaa gggacgacca ttattgaagc ttcatcgggg
   908341 agtactgcgg tctcggaagc ctactttgct cgcctgatcg gcctgccatt tatcgctgtc
   908401 atgccaagtg gtaccacgcg acgtaaagtt gaacaaatca ccttctacgg tggccgttgc
   908461 cattttgtcg atcatgcagg acaaatttat gccgcatcgg aacaactggc ccgtgatttg
   908521 aacggtcact atatggatca gtttacttat gcggaacggg caaccgattg gcgcggcaat
   908581 aacaatattg cagacagcat tttccgtcaa atggcacggg agcctttccc aaccccagat
   908641 tatattgtga tgagcgcagg gaccggtggc acctcagcaa ccttaggccg ttatatccgt
   908701 tatcaaggac atgacactca gttggtggtg gtcgacccgg aaaactcggt attttatgat
   908761 tgcttctgta cccgtgaccg caccgtcacg ggccgttgtg gtagccgtat tgaagggata
   908821 ggccgtccac gtgctgagcc ttcttttatt ccagaagtga ttgatagcat gctacgcgta
   908881 cctgatgctg ccagtatcgc cactcttcat tggctggaga gtattcttag ccgtaaagtg
   908941 ggagcctcaa cgggtaccaa tgtctggggt gcattgcaat tggcaaaaca gatgcgtgaa
   909001 caaggcaaat ctggcgccat cgtgacattg ctctgtgaca gtggtgaacg ttatcttgat
   909061 acctattata acgaggaatg ggtcagcaat aacattgggg atttaacacc atttaccaat
   909121 gaattgaata atctgtaggc gaatatatat ctgtgattca gatgaatgag cgcgaataac
   909181 gctgcagtgg cattaagttt cattaatgtc cagttgcagt aactttcagt ttcagtaacg
   909241 tccaatttca aagagataaa agcggtttgt cagctaggca tgaacactga caaaccgcct
   909301 acggaagaaa aaaaccggat ggttctccgg ctggctaata gctatcacct cagaattcgg
   909361 gggaataggt gaggtgtggt gaacttagcc aatggtgcaa atagtgggcg acgccttgtt
   909421 gctcacagcg accaataatc tgtaactggg gtaattcttg cttcaattgc ggtaatgcat
   909481 tgcccatcac taacccacgc cccacgcgcg acaacatttc tttatcattc atcgcgtcgc
   909541 cgaatgccat acagtcagcc aaggttaaat caagatggtg gcttagtttt tctaaagcca
   909601 cccctttgtt acaaccacgg ggtaaaactt caagacaatc cgtcgctgaa aaacagaaat
   909661 cagcttcacc gcccatctgc tgctctaatt gcgctttcaa ttcgacaagt tcctgatgtg
   909721 aagcaataaa acagaacttg tgattaccgg ttagaggcaa ctcatcccat tcggtaagct
   909781 ggaaatggaa accactggta gtgtgtgcta tcagcagatc gggatcatta cgatcagtaa
   909841 accagccatc atcacggaaa aggtgaatac tggcatttgt ctgccatggg gtacgcagca
   909901 caaattccac caactctgcc ggtaagtcca tgccgtataa aggattaccc tcagcatcgc
   909961 agactcgggt gccattaccg gtaatcaaat aaccatttag gcctgaatgg gataatatgc
   910021 ctttcatatc aaggtagtgc cgcccggtcg cgaaggtcag agttacccca gcatcggcta
   910081 attgatgcag cgcattcagt gtgatgctac ctattttatg gtcacgcatc agcaacgttc
   910141 catccatatc aaaagcggct aaacggtaca ttcaaaacct cgtaaaatat gaaaccggtg
   910201 gcatggataa aattatggcg tagtatttac ggaactaata gtgaacaaat aatttaaact
   910261 attccggatt taattatgcg cattattcac cggcttaccc aatatgagcg tttatatcaa
   910321 aaatttggtg accacccggt ggcgactacc gtggctgacg tggctagttt actcttttgt
   910381 agcgaacggc atgcccgcac cctgattcag caactacaga tgaagagttg gctaagctgg
   910441 cattcacaag tgggtagagg gaaacgagcg caactgcaat gcctgaaaaa acctgatgca
   910501 ttacgggcta tttacctgca acagttcctt gagcaaggcg atcatcaagc ggcattctca
   910561 atagcacaat tggaacccga gcgcctacag accttactta ccccccatat gggcggacaa
   910621 tggcaagccg atagccctat tctgcgtatc ccctactacc gcgagctgga accgcttaat
   910681 cccatgaatg cttcagggcg ggcagaacag cacctgattt atactttgca tgctgggctg
   910741 acacggttta atacaggtga cccgttgcct aaacctgatt tggctcatca ctggcaaatc
   910801 agcgcagatg gcttaacctg gcagttcttc ttacgcagcc aactacgttg gcataatggc
   910861 gaccacattc atggtaagca attattgcaa acactggaga ttctgcgcgc aaaccgacgt
   910921 agccacccca gttttgctaa tattgttact atcactctcc cccacgcttt atgcctacaa
   910981 tttacccttt cccaaccaga ttattggcta gcacaccggc tggctgattt accctgtagg
   911041 ctttttcatc cagacgatcc ctttttaggt gcgggtcctt ttaaattagc gacctttgat
   911101 aaacatttag ttcgactaaa gcagcacgaa ttttaccatt tgcaacatcc ctatctggac
   911161 attatcgagt actggatcac ccctagcctg acggtaaatt caacaaatgg cagttgccag
   911221 catccggttc gcatcaccat cggccaagag gaagagttcc cactggcccg ccccgtacag
   911281 cgcggcatga gcctcggatt ctgctatctg gctattaatc gccatcgtag caacctcact
   911341 ccacagcaaa tagccaagct actgatgtta gtccaaacct cgggtatatt agaggcgctc
   911401 tccatcagcc gtgacgtaat aacgccctgc catgaaatcc ttccaggctg gcctattcca
   911461 cagttttcga cggatgaaaa tccctccctt cccgcctgtt tggttctgac ctatcaaccg
   911521 ccgatggagc ttgagagtgt cgctgagcaa ctaaaaatag tattagccgc tcatggctgt
   911581 acattagaga tccgcgcctg ccatgataaa cagtggcaag atgttgacaa aattaaagag
   911641 agcgatttac tgttggccga tcatttagtc ggtgaatcgc cagaggccac aatggagagc
   911701 tggctacggc tggaccctct gtggcgcgga attttacaga acgaacagtg gaaccagcag
   911761 caaaaaacgc tgaccttcat tcagcagata gaaagcgcgc cagaacgttt tcgccaatta
   911821 caggcacatt acgatgacct gatgttagcg ggactgattt tgccgctgtt taactatgaa
   911881 tatcaggtca atgccccatc acgcatcaat ggggttacat taacggcata tggttggttc
   911941 gatttctgtc aagcctggct accgccaata acgaattaat ggctaccctg caagttataa
   912001 cctaataggt aattagcgat aacattacat agatgattag ctataacgtt aagcgggcat
   912061 agcggcatag caatcataat cagcaaccgg ctctaatctc taatgctaaa agcataatga
   912121 caagcaaccc aatggagggt gactaccctt ctgcgtgtta actgagtaac atactgccag
   912181 ttcttaattt atgctgcagg gttagcccaa tcattgttac ctgcagccgt acgaggttac
   912241 cgaatgaaac gtgccgtagt tgtctttagt ggtgggcaag attccaccac ctgcttaatt
   912301 caagcgttac agcaatatga cgaagtacat tgcattactt tcgattacgg ccaacgccac
   912361 cgtacggaaa tagatgttgc tcgcgaactt gcactccaac taggtgccac agcacataaa
   912421 gtactggatg tcggtatgtt gaacgaactg gccgtcagta gcctgactcg tgacagtatt
   912481 cctgtcccgt catatgatgc caacgctgac ggtgcattac ccagtacttt tgtccctgga
   912541 cgtaacatac tgtttctcac cttagcctct atttatgcgt atcaagtgca agcccaggcc
   912601 gttatcaccg gtgtttgcga aactgacttt tctggctatc cggattgccg cgatgagttt
   912661 attaaggcat tgaaccacgc tatcgattta ggtattggcc gggatatcgc ttttatcacc
   912721 cccctgatgt ggcttgataa agccgaaacc tgggcactag ccgattacta tcaacaattg
   912781 gatctcattc gccaccatac actgacctgt tacaacggaa ttaaaggaga cggctgtggc
   912841 caatgtgcag cgtgtcacct acgggctaaa ggcctggcat cctatatggc gaataaacag
   912901 caggttatat taaacctaaa gcaaaaggtg gggttagcct gatatatagc ggcctatcta
   912961 tataatatgg ccgcaacaca cgctctcaat aaccgttccc cttctcaacc accgtttagg
   913021 attaatatca agctccccga ttgactagct cctccagttt ttcacgcaac tcaccttcca
   913081 gcggcaatgc tttctggcta cgttggtcaa tacagacaaa tgtcagttcc gcatcaacaa
   913141 ccgggatagc cgttggttca agcgtgatcg tatgcttcat cacaccactt ttaccgttta
   913201 gtttaagtaa ctggctatcg atacgtagca agtcacctaa tacagcaggc cgacggtagc
   913261 taatattgat attcaccacg ataaaagcaa tttggtgctc aaccatccat tggaatacgg
   913321 gttgcccatc cagccattcc caacgggcct cttcgagaaa ctctaagtat cgggcattat
   913381 taacatgttg aaaaacatca atatggaaac cccggacttt aatatgggtg tgcatggcta
   913441 tgagcttctc caatctgtga ataaatgtga gaggattacc aacaaaactg gtaggacctc
   913501 aagacaagat tagcagacga aaattgctgc atagcatgct cactgtataa ccttgatcag
   913561 aatcacagtt ttaaatcacc gccctaatca acctaataaa atgctaataa ttatgttggt
   913621 aaaagccgcc agaccaatac ctaccgatgg ccagcaccgc ctggcggctt gatttaccaa
   913681 cttactgctc tatttataat ccatatacca cttttataat ccaaataccg ctttggctcc
   913741 tatgaaactc accaggaagc atcagggggt tcccttacaa caagagcatc acaatttaat
   913801 cttgccgtta tttcgctcca agaaagaggg accaaggcca ggcacttcga gtaattgatc
   913861 cacatgtgtg aatggccccg actgttcacg ataggtaatg atcgcttccg ccttttttct
   913921 gccaatacca ttcaagaact gcgctaactg ttcagcatta gcgctattaa tattgatctg
   913981 gtgttgttgg ttgtctgatg cgttaaccga ggaatctgct gctacatttt tagtgttatc
   914041 acttatcttc tctaccgact gtgctggcgt accttttact ttagcgccgt tatctgcggc
   914101 gctattaggc gacttttttg agactttatc ctgcgtatta tctgtggaag cggcaggggc
   914161 cgcataagcg aaagaatgaa tattgagacc cgttagtaat acggttatgg cgaataattt
   914221 tcctaaaaat ttcatgctgt atcctccttg tgtttgacag catggctacc ttgccgtacc
   914281 ccttggctca acgcaaaggg cagatcacag atatgcgaaa ggtcgccaaa gcgacctttc
   914341 ttttattaca tcggtttgca aatgaatgcg aagcttattg cggttgttgt tgctctgcag
   914401 ggcctatttt aatggttgcc tgcttatgca gattagccat caacgcatca aatatcatgc
   914461 taacggactc ttcctgcatc ttctcaataa agatcttcgt ttcactttcc tgcaatttac
   914521 ccggagtcac cgataacagc tcgatcaata cgatgttgcc ttgacggtcc tgagataaac
   914581 cataaaccgg ctggtctttc tgtggatgcg ccagagcgaa gattgtctgc ataagttgat
   914641 catcaaccga tgcatatgac agcgttttct tttccccgaa gctgataccc gcggacttca
   914701 tcgcttcttc gcctttacct tgtttcaacg cggttagaat cttttcacca tcgacacgcg
   914761 cctgttgttc cgctttttgg cgtttcacca gctcactaat ttgatcgcga acctgatcga
   914821 atggctcaat accttcaggc ttgtgaccat caatacggat gacaaaagca cgatcaccat
   914881 ccacggtaat aacctcagag ttactccccg cagaaccgtt ctcacccacc aggcgaccat
   914941 caaagattgc ctggactacc ggtttgaaat taatttcagc cggtaccgtg tcacgggtga
   915001 accaacctgt ttgttgagct ttagtccccg cgacctcttc ggctgaagcc agagattcgt
   915061 tatcgctagt tgccgcatca ttgacttttt gctgtagcgc ataataagcg tcaagcgctt
   915121 tttcctgctt aagcttttta gccaactcat catgcacttc tgatagcggt ttaactaatt
   915181 ctggtttgat atcatttaag cgaacaatta aataaccgac agaagatttg atcacatcag
   915241 acagttggcc tttctcgctc agattggcag ctttcacctc atcaggtgtt gtttctggct
   915301 ccagccaacc gagttcgcca ccattattac gagaaataat atcggtggat ttttctttag
   915361 ctatcacagc aaaatcagca ccttttttca gctcatcaag cgccgcttta gcttcgactt
   915421 ctgttttaaa ctgaatgacg ctgtaattac ggcgttcagg ttgggtgtaa ctgctgcggt
   915481 tttgatcgta atacgctgca atatcctctt cagtcaccgt gatattgctc tgcattgccg
   915541 ctgcatccat tgcaataaaa ctgactttca tctgttccgg tgcaatgaaa ttatgtttgt
   915601 tctgatcgta ataagcttgt agctcttcat cagtaacttt ctgctctgct tgaagtgctt
   915661 tgaggtccaa agtagccaag cggacatcac gttgttgtaa aaccaacgct gacattgcct
   915721 gcacttcaat aggcagcaca aaaccggtat cactaaaggc tttcagcaat tgctggttga
   915781 tcaactgctg acgctgtaat tgagcaaatt gctctggggt gtagcccagt tggttaatca
   915841 gtgcgagata tcggttattg tcgaaatgtt cacctgtttg gaaatcaggt atctggcgga
   915901 tagactcttt tacttgttca tcactgacag tcagacccaa ttttctagca tattggtcaa
   915961 gtaacacatt gttgatcaat tgccccagca cctgctgacg caactgttgc atatagcctt
   916021 cattcgcggc cagcacagag aactgttcac ctaatttttg ttgcaggcga ccacgttcac
   916081 tttgcatagc ctgttctaac tgagcccggc taatgtcttg gtcattaact ttggctgcgt
   916141 aatcgttgga gccaccaatc aaatagctgc caaccccagt caggataaag gacaacatga
   916201 tcagggccag aatgattttg agcacgacgt tattagcagc cgcgcgtaaa ttgtccatca
   916261 taatgtgaca atactccgct gtaatgtgga ttaaaactct tgcgcaggtc taaataaaac
   916321 cagcattcct tgcgacagcc cttcgtgctg ctgcgcgtta aaactgctta ctgtgctttt
   916381 attaccgtta gccagccact aaggttgttt cgccagactg gcattttacg tcagttcagg
   916441 ggctaagcga aaaaaaagcg catcataaac gatgcgcctt gtatcttacc ttaccagctc
   916501 aactgcgtca ggttattgtt taacacaaac aatatttgcc acaggtgata tttgacgcaa
   916561 atcagtttac tgcatctttc aggcctttac cggcacgaaa acccggtact ttagcggctg
   916621 gaatactaat ttctttacct gtctgcgggt tacggccagt acgtgcagaa cgctcacgta
   916681 ctgcaaaagt accaaaacca accagagcca catcatcccc ttctttcaag gattcagtaa
   916741 cagaagtaat aattgcatct aacgcacgcc cagcggccgc tttagaaata tcagcacctg
   916801 cggcaatttt gtctatcagt tgtgacttat tcactctttc atccccttta gaattctatc
   916861 gtcgcgccga aaatccctac ggacaacacg acagcgcggc tgttatatca atcctgtcca
   916921 accttggcaa gcagcccaag agcttaaaat tttgccggac agccgaacta acttagcggc
   916981 acaaaaaata gctggcaagc aggatttcac ttaccagcat tagttttatc aatacttctt
   917041 gcgatccgtc actattttgg cgctactggc tgggcaccaa aggccgggtg ttccaacgca
   917101 atggctaaaa catcatcaat tcgtttaacc gggtggatct ccagatcagc gataacattg
   917161 tcaggaatct cttccagatc acgtttgtta tcatctggaa tcaacaccac tttgatccca
   917221 ccacggtgag cggccagtaa tttctctttc aaaccgccaa tcggcaatac taagccgcgt
   917281 aaggttatct cacccgtcat tgcaacatca gcacgaacgg ggttacccgt cagacaagaa
   917341 accagtgctg tgcacattgc aatacctgcg cttgggccat ctttaggtgt cgccccttcc
   917401 ggcacatgca cgtggatgtc gcgtttttca tagaaatcag gattgatacc caatttatcc
   917461 gcacgcgcac gcactacggt tagagccgcc tgaatcgact cttgcatcac ttcacccagt
   917521 gagccggtat aagtcaactt gcctttacct ggaacacaag cggtctcgat agtaagtaag
   917581 tcaccaccca cttcagtcca cgctagaccc gttacctgac ctacgcggtt ttcagtatcg
   917641 gcacgaccat agtcaacctt ctgaacgcca aggaaatctt ttaggttatc cccgttgatt
   917701 tcaatgtgct taaccgtttt gtccatcagc agatttttta ccgccttacg acacagttta
   917761 gaaatttcac gttccaaact acgcacccca gcttcacggg tgtagtaacg gatgatgctc
   917821 ataatggcgc tgtcatcaat ggtcaactca cctttcttga tggcattacg ctcaaattgt
   917881 tttggcagca aatgctgttt agcaatattg agtttctcat cttcggtata gccggacaga
   917941 cgaataactt ccatacgatc cagcaacggg gctggaatat tcatggagtt agaggtcgcc
   918001 acaaacatca catccgagag atcgtaatcc acttccaggt agtgatcgtt aaatgcaacg
   918061 ttttgttctg gatccagcac ctccagtaac gcagaagcag gatctccgcg catatccgat
   918121 gccattttat cgatctcatc caataggaag agtggatttt tcacacccac ttttgccatc
   918181 ttctggatca atttacccgg catagaacca atatacgtcc gacggtgacc acggatttca
   918241 gcttcatcac gcaccccacc caatgccata cgcacatact ggcggcccgt tgccttagca
   918301 attgactgcc ctagagaggt tttaccgacc ccaggaggcc caaccaagca gaggattggc
   918361 cctttaattt tgctgacccg gctctggact gcgagatatt ccaagatacg atctttaaca
   918421 cgctctaaac cgtagtggtc ggtatccaga acttcttgtg ctttaaccag atctttttta
   918481 actttgctgc ggctattcca aggaacctgc aacatccagt cgatgtaacc acgtaccacg
   918541 gttgcttccg cagacattgg cgacatcatt ttcagttttt gcagttccgc ttcggttttt
   918601 tcacgtgcat ctttcggcat tttagccgct tcaattttac gcttcagcgc ttcatgctcg
   918661 tctggcgtat cgtccatctc gcccagttct ttctgaatag ctttcatttg ctcattcaga
   918721 tagtactcgc gctggctctt ttccatctgt tttttaacac gattacggat ccgcttttcg
   918781 acctgtaaca gatcgatttc cgactccatc atcgccatca agtattccag acgttcggtg
   918841 atatcgaaca tttccagaac agcttgttta tcatttaact tcaatggcat atgtgcagcg
   918901 atggtatcag caagacgtgc cgcatcatca atactgtgca gcgaagccag cacttccggc
   918961 ggaatttttt tgttcagttt gatataacct tcaaactgat taatcgcggt acgcaccaag
   919021 acttcttgct cgcgatcatc catcacgggt gattcaaggt attccgcttg ggcagcaaaa
   919081 tgctcgccac tgtcagaaag cgtggtgata cgcgcacgct gtaaaccttc aaccaacact
   919141 tttactgtgc cgtcaggcaa cttcagcatt tgcaaaatcg aggctacggt acccaccgaa
   919201 aacagatcgt tgataccagg ttcgtcggtc gaagcttctt tctgcgcaac cagcatgatt
   919261 cttttatcat ggtccatcgc agcttccagg caccgaatcg acttttcccg gccaacaaat
   919321 agtgggatca ccatatgcgg ataaaccacc acatcgcgca gaggcaatac ggggatttct
   919381 atgcgttcgg aacgctcagg gttcatagag ctctctctta gtttagcttc cgccagatta
   919441 ctggaaatct cgtgaaacac gagtcatcac gagtttcact aaataggtat ttgagtatat
   919501 ggggacgaat gtcttacatt caacgataac aatgcgagga aaaagaaatg ggggataaaa
   919561 tcccccattg tcatactaac tgcctggaca atctggttaa ttattcacca gaagcttgcg
   919621 cttcgggctg accataaatc agcatcggtg cagattggcc agcaataact gattcatcca
   919681 cgaccacctt ctctacgcta tccattgatg gcagatcata catcgtatcc agcaaagcac
   919741 cttcgacaat ggagcgcagc ccacgagcac ctgttttacg cgccatcgct ttcttggcaa
   919801 tcgcagtcaa tgcttcgtca cggaactcga gttcaacacc ttcaaggctg aataatgcct
   919861 gatattgctt ggtcagtgca tttttcggct ctttaaggat ctgaatcagt gcgtcctcac
   919921 tcagttcgct caatgtggcg actaccggca aacgaccgat aaattcaggg attaagccaa
   919981 atttgatcag gtcttctggc tcaacctgac tcagcaactc accttctgtt gccttttctg
   920041 attggccttt taccactgcg ccaaagccga tacctgagcc agtattaata cgctgcccaa
   920101 taactttatc caaaccggca aaagcaccac cacaaataaa cagaatcttg gaggtatcaa
   920161 cctgcaaaaa ctcctgctgt ggatgcttac gaccaccttg tggcggcacc gcagcaatag
   920221 tcccttcgat caatttcagc agagcctgtt gtacgccttc acctgagaca tcacgggtga
   920281 tcgacggatt atcagacttg cgtgaaattt tatcaatttc atcgatatag acgataccac
   920341 gttgtgcttt ctgtacgtcg taatcacact tctgtagtag cttctgaatg atgttttcga
   920401 catcttcacc cacatagcca gcttcagtca gcgtagtcgc gtccgccata gtaaatggca
   920461 cgtccaggag gcgagccaat gtttccgcca acagcgtttt accgctccct gtcggaccaa
   920521 tcagcaaaat attactttta cccagttcaa taccattact ggtatcaccg ttacgcagac
   920581 gcttgtagtg gttatacacc gcaactgcca gcactttttt cgcaggttcc tgcccgatga
   920641 cataatcatc gaggtggtgg cgaatttcat gcggtgttgg cagtgaactg cgatcccggt
   920701 gcggggaaac ttccttaatc tcttcgcgaa taatgtcatt acacaaatcg acacattcat
   920761 cgcagatata cactgacggc ccggcaatta gcttacgcac ttcatgctgg cttttgccgc
   920821 agaaagagca atacagcagc tttcctgaac cgtctttgcg cttatctgtc atcagtaaac
   920881 ctcttcttta gtatctgcca cacccgaaac tatggtggca gggagactat tctcgctatt
   920941 tctggacatc acgttaacgt tcaacggata gccgatatac caaggagtat tcgaacaaca
   921001 cgcgattgca tctactcgat cccataattt gttctattta catacactat agtatatcgg
   921061 ctcgcagaaa taagtcgtta gtcacggcgg gtgaatacgg aatcaactaa cccatattct
   921121 acagactgtt ctgctgacaa gaaacggtca cgctctgtgt ctctctctat ttcttcgaga
   921181 gatttccccg tgtgatatgc catcagttca ttcatgcgcg atttcacttt taaaatctct
   921241 ttagcatgga tttcaatgtc tgtggcctgt ccctggaaac cgcccaacgg ttggtgaatc
   921301 atcacccgcg aattcggcaa gcagaaacgt ttacctttgg cacccgcagt caataggaat
   921361 gcccccattg aacatgcttg ccccatacag atagtgctga catcaggctt aatgaattgc
   921421 atggtgtcat aaattgacat cccggcagta atcaccccac ctggggagtt gatatacaga
   921481 aaaatatctt tttctggatt ctcggcttcc aaaaacagca tctgtgctgt gattaggtta
   921541 gccatatggt cttcaacctg acctgtcagg aagataatgc gttctttcaa cagacgggag
   921601 aagatatcgt aagaacgctc cccacgtgaa gtctgctcaa ctaccattgg caccagagcc
   921661 atgttaggtg caaattgatc tcgttcgcca ctgtatgaca ttaccgtctc ctaatagaat
   921721 ttactttggc gccattcata accgattcta cttgagataa gtaatgatga ctatgttcat
   921781 gcaacaaggt cgcatacaaa acgcctggcc tcccagactc attcgacaat gataatcagc
   921841 cagtgtttca tcacatctta tataaacgtc tgttagctta attgggggat caatacgtgt
   921901 tttcaagccc cacaggtacc ttttatctaa cgaccaactc ttatccctac tgtaatctcg
   921961 acacccaatt aattatttag ttgctaagtg cttcatttta gttttttaaa tatagcgtag
   922021 attacaacga aacatatcag atgaatcata ctattaagtg attattgtta ccaaaagaaa
   922081 aagcccgtga ccaataatgg cgacgggctt aatcaatcaa aatactgaat gggtcccatc
   922141 cagcatcatg cgctgaaaaa cattacgctg cagtggtctg attcatcagc tcactgaaag
   922201 tcgttggttt ttcagttact ttggctttag ccagcagcgt ttccactgcc tgctcttcca
   922261 gagcaacatt acgcatatta ttcatcagct ctttattctt gctgtagaac tcaatcactt
   922321 cttgtggatc ttcgtaagca gatgccattt cttcgatcag agccttaaca cgatcttcat
   922381 ctgctttcag ctcatgctgg ctgatcactt cgcccaacag cagaccaaca acgacacggc
   922441 gcttagcttg ttcttcgaac agttcgcgtg gcagttcagc agcttgtttc tcgttgccac
   922501 caaaacgctg tgcagcctga cgacgcagaa catcaatttc gccatcaacc agtgccgttg
   922561 gaacgtcgat attgttagcg ctgaccaagc cgtcgattgc ctgagtttta acacggttac
   922621 gcaccgcgcc tttcagctca cgttccatat ttttacgcac ttcagcacgc agacctgcca
   922681 atgaaccatc agcaacacca aaacgtttga taaattcttc agtcagttct ggcagttcgc
   922741 gaacttcaac tttcttcagc acgatggcga atttagctga tttacctttc agattttctg
   922801 cgtggtaatc ttctgggaag tttacgtcga tggtgaattc ttcaccggcc ttgtggccga
   922861 taacaccttc ttcgaaacca gggatcatac ggccctgccc cattgccagc acgaaatcag
   922921 tcgctttacc gccttcaaat tcttcaccat cgatagagcc ggtgaaatcc agagtcgcgc
   922981 ggtcttcagc cgttgctgca gcgtcggttt ctttccaggt agcttgttgc ttacgcagtg
   923041 tttccagcat ggtatcaacg tcagcgtcgt taacttcaac aactggcttc tcaacttcaa
   923101 tgctttccag atctttcagt tccacttctg gatacacttc gaactcgaca gaataagtaa
   923161 aatcttcacc ctgcttatac tcaccgggca cgtagtttgg cgcgccagct ggattgattt
   923221 tttctttgat gatcgcatca acgaaattac gttgcatcag atcacccagt acatcttgac
   923281 gtactgaggc gccgtaacgc tgttcaacga tattcatcgg cacatggcct ttgcggaaac
   923341 cgtcgatacg aacattttta gcggctttaa ctaattcact ttttactgct ttctcaatgc
   923401 tgtcagcagc aacagtaatt gttacacggc ggccaaggcc ttgagtggtt tcaacagaaa
   923461 cttgcatctt gttacctcaa aaaaatcaca gtgctcggtc aactccagaa gctgcaaacg
   923521 aagcagcacc attacctttt caggaatgat gcgaactctg aaaacaccct ccaagaaccg
   923581 ggacggccgc attacagaac cgagtatccc agatgtcaga agcgtcccga aaccattccg
   923641 gaaaaataag acgcgacatt atagcggcgc ataggttatg agtcgaggaa agcaagcgaa
   923701 tgttgtcgcg gtaaaattca cgcatgagtc gttccctcgg caaaaactcc tatggcgcaa
   923761 cgattaaatg aagatgtcgc ctatacagaa acacaaacgg ccctagagcc gtttgtaaaa
   923821 ttctcatcta ctaataccct aaatcaggcc agaatgacta ctgctattaa gcctgtttat
   923881 ggattaagcc agtgtattgg caccacgaca agagggagat gctggcacgg tatcttgtaa
   923941 tcctgcccac tctttccgtg tataagtatg taacgccagc gcgtgaacac tgcctgcaag
   924001 ctcatcagcc agcacactat aaatagaacg gtgacggctc agaaaacgct gatcttggaa
   924061 cttatcgcta acgatcacaa ttttaaaatg actttcagag ccggcaggca cattgtggcg
   924121 atagctttca ttaatcacct cgagatgatc cggtacgaat gccgctttta gtttttcttc
   924181 aatttgttcc cgaatcaaaa tcatgttgct ctccttactg ccgagacaga aaactgccta
   924241 ctcacttgta atattagccg aaccctgcgg ttttataaca ttttagatac aaaatatcct
   924301 ggataaattt cttttgtctg tataccgcat gatgctaatc aggtagtcag atgaaaaggt
   924361 catttgtcag tgttttaagt aaaaattgag gcatctaggg agaaaatcgg ctttcagatg
   924421 aatttctgtt catcaggttc ttcccccagc caatggcagt gttatgatgg ggcgactgca
   924481 aattcgcaaa ataatatggc agctatcctg ctctgattat taaagaattc cataactatc
   924541 gagaaagtga acatgctaaa gaaaattctt ttcccgctgt tggctatttt tatactggcc
   924601 ggttgtgcta ccacgagtaa cacgctgaat gtcacgccaa aagtggtatt gccaacacaa
   924661 gatccaacac tgatgggtgt gactatcagt atcaatggcg cggatcagcg tcaggacgct
   924721 gcgctggcta aagttaatcg cgatgggcaa ttagtggtgt taacaccatc acgtgatttg
   924781 cgcttcctgt tacaggaggt tctcgaaaaa caaatgacgg cccgcggtta tatgattggt
   924841 gctgatggtg cggttgacct acaaattgtg gttaaccaat tgtatgctga tgtgcaggaa
   924901 ggtaacttgc gctacaacat cactaccaaa gccgatatct caattacggc aacggcgaaa
   924961 aacggcaaca agcaggtaaa aaactaccgc gcgacctaca atgttcaggg agcatttacg
   925021 gcaactaacg aaaaaatcac cgatgctgta aatagcgtgt taagtgacgt cattgccgat
   925081 atggcgcaag acactagcgt cagtagtttc atcaaacaaa atgcacgcta atttggtgtt
   925141 tgcttggttt tttttgctca acacaactat aaccttcact tagcataatt atagttgctc
   925201 aacagaatgc tctgcccgat accttgcggc agagcaggta gatttattat gcccaatcgc
   925261 tattcaaacc tttttaccca acgtaactct atcattcttc tgttattggg ctttgcctca
   925321 ggccttcctt tagcgctgac cagtggcaca ctgcaggcat ggatgaccgt ggaaaatgtc
   925381 aatcttaaga cgattggtat tttctcgctg gttggccaag cctatgtctt taagtttctt
   925441 tggtccccgc tgatggaccg ctacacgccg tcctttttag ggcgtcggcg cggttggtta
   925501 ctggtaagcc agctattact cattattgcc attatcgcga tgggctttat ggagcctgcc
   925561 aaacatttat ggtggctggc agcggtcgcg gtattagtcg cattttgttc agcttctcaa
   925621 gatatcgttt ttgatgctta taaaactgac ttgcttacta ctgaagagcg cggtacgggg
   925681 gcggcagtat cggtactagg ctaccgcctg gcaatgctgg tttccggtgg gttagcgttg
   925741 tggattgcag atcgctatct tggctggcaa tcaacttatt ggctaatggc cggattgatg
   925801 ttgattgggg tattcgctac cttgctcgcc cctgaacccg atatccgaat tgccccacca
   925861 aaaacattgg agcaggccat tgtcgctcca ttacgtgatt tttttggtcg taataatgct
   925921 tggctgatct tgctgcttat tgtgttttac aaaatgggag atgcgtttgc cgcaagcctg
   925981 agtacaactt ttctgatacg tggcgtcggg tttgatgccg gtgaagtggg gttggtgaat
   926041 aaaacgctgg ggctgatcgc cacgattatt ggcgctctct atggcggcct attaatgcaa
   926101 cggctgagct tattccgtgc cttaatgatt ttcggtattt tacaagcagt ttctaacatg
   926161 ggctattggc tactcgctat cactgataaa aatatattct ccatgggcag tgccatattt
   926221 ttggagaact tatgcggagg gatgggaaca gcagcctttg tcgcattact catgacactc
   926281 tgtaacaagt ccttctccgc cacacagttt gccctcttat cggccctctc tgctgtgggc
   926341 cgggtttatg ttggcccgat tgccggttgg tttgtagagg cccatggctg gccacttttc
   926401 tatttattct ctattgccgc cgccattcca gggctattgc tactgtatgt ctgccgtcaa
   926461 acgctggatc atacgcagaa aaccgacgaa tttatgcccc ggatcgcatt taaaacggct
   926521 taccgttggg cactacgttt actcattatt ggcggtctgt tgctgtctgt gtggctaatc
   926581 ttgttgatat gtaacgcact agattggacc tctgcacccc aagtggccga taccttactc
   926641 ttgaggggga ttcagttcag catcgtcggg atgactctcg gggggctgct ggattattta
   926701 gcgctcagac ggcaaaaact agcctagtaa atcacataag tgacataaag ccggtgctgt
   926761 tcagtttgtg cactggcttt tttgtgttta tccgaaaaac aaacctgaca aataaacccc
   926821 acaaatacct cactttcaat tcattggcgt aaatcacaac ttttcatgtt tgttgcatgt
   926881 tttttttaaa aaaatgagat gcatatcacc ttaaaccatt tatcctttcg tgctccgaga
   926941 ctatgatgag cgcacttttt gctaaggact cactcccttc gcttttcctt aatatttttc
   927001 atctacacag aggcatttat gcgtaaaatt cttatcggca ctgcagcgct ggcaacagtg
   927061 actttggcgc catccgtcca agctgaatac caatgggggt tcggtaatgt cagcttgaac
   927121 taccttgact ggaccagaag cactacgcat aaatcaggtg attcctcgca taaagatgac
   927181 tttgcctata ttgagttaga aggcggggca ggcttcagtt ggggggaagt ttatggtttc
   927241 ttcgatttag aaaacccctt caattcaaaa acagcccaac caggtgataa tcaacgctat
   927301 acctttaaaa caactggccg ctactatctg ggtgacagcg gttttaacct ttatggtcat
   927361 gtttacggta catactctct gcctggggat aacagaaact tccatgaagt aaatacactg
   927421 tatgggattg gctataacgc tgctttcgat gctctgtggc taaaaccttt tgttgccctg
   927481 cactatgttg atcaaactta ctattcaggt aacaacggct atgtggttgg ttgggttgct
   927541 ggctatgact tcacggcttt cgatgaaaaa ttcagcatca ctaactggaa tgaactggaa
   927601 tttaaccgtg cagaagccta tgcagcaggc aatggcggga aaaatggtat caacggcgct
   927661 atcgcattgt ggtggacacc ggttaagccg cttactaccg gtattcaata ccgttatgcc
   927721 tataaaaaat taggtgaaga ctttttacaa gatggtatcg tttactcaat taaatataat
   927781 ttctaactat aactaaatga ttccgaggtg cctatttagg acacctcgaa atatatttta
   927841 atttaccttt gcattacata ttattcacac gaaataagtt cgcaccccaa ttaaaaatca
   927901 ctattttctc cgaacaaaaa tgccaatgaa cgttgttttt ccttaacatt catgattttc
   927961 taaccacaga gtatcgccaa catattgttg ctactggaaa attgccaaat aaggtcacat
   928021 ctgtgacccc cttaacataa agtgtcaaca aggcgctgac agaatattaa gcatgtttac
   928081 agtcctgcaa ccttcccgta aaatgcccgc acacatgaaa cgacaataga gccattttgt
   928141 aattgaggtc gttagatgag acttaagaaa tacattaaaa atatgggaat attgtcttta
   928201 tttgcagcca ccgtcatgct aagtggttgc aatatggtat tgatgaatcc caaaggcgca
   928261 atcggagtcg aacaaaaaac gctgatactg actgctatcg gtttgatgtt gatcgtcgtt
   928321 attccggtta tttttatggc gtttgctttt gcctggaagt tccgagcctc caacaaaagt
   928381 gcaacttaca ccccgaactg gtcccactcc aacaaaattg agcttgttgt ttgggctgtt
   928441 ccaatcatta tcatcgctat tttggctacg ataacgtgga aaacaaccca cgaacttgat
   928501 ccattcaaac ctatcgttgt ggcgggtaaa gatccgatca ccatcgaagt ggtctccctt
   928561 gactggaaat ggttatttat ctacccagaa caaggcatcg ctaccgtaaa tgaactggcc
   928621 ttccctactg gggttccggt gaacttcaaa atcacgtcca actcagtaat gaactcgttc
   928681 tttatccctc agttaggcgg gcagatttat gcgatggccg ggatgcagac caaattgcat
   928741 ctgattgcca atgaaccagg taaatacaac ggtatttccg gtagcttcag tggccaaggc
   928801 ttctctggta tgaaatttac tgcaatcgca acaccaacgc aggaagactt caaccaatgg
   928861 gtcgaacaag tgaaaaaatc gccgaacacc ctgaatacaa ctaacgattt cgagaaactg
   928921 gctaagccca gtgaaaataa cccggtggaa tacttctcca gtatcaaacc ggcactattt
   928981 aaaggaatca ttggtaagtt tatgggcgat atgaacatgc caaaaaatgg ccatgacatg
   929041 ccaaaaggca tggatatgag ccagggcatg gaaatgggcg aacacactgc tcacgccgga
   929101 gccgaggaat aaaacgatgt tgggaaaatt aacacttgat gcggttccat taggcgaacc
   929161 aatcataatg gtgaccgttg ccgcaattat tattggagga gcggcactgg tcgctgctct
   929221 gacttatttc ggcaagtgga aatggctgtg gagcgaatgg ctgacttcgg ttgaccataa
   929281 aaaaatcggt atcatgtaca ttctggttgc catggtcatg ctgttgcgtg gttttgctga
   929341 tgccatcatg atgcgtagtc agcaagcgct tgcttctgcg ggcgaagcgg gtttcctacc
   929401 acctcaccac tatgatcaga tcttcaccgc gcacggcgtt atcatgattt tcttcatggc
   929461 gatgcctttc gttgtcggct tgatgaatat agttgtaccg ctacaaatcg gtgcacgtga
   929521 cgttgccttc ccgttcctaa actctctgag cttctggctc tttgccgttg gggtggtgtt
   929581 aattaacatc tctctgggag tcggtgaatt tgctcagact ggctggctag cttacccacc
   929641 actatccggt attgaataca gtcctggtgt cggggttgac tactggatat ggagcctaca
   929701 gatctccggt ctggggacat tgctaacggg tgtgaacttc tttgcgacta tcctgaagat
   929761 gcgtgcacct ggcatgtcga tgatgaaaat gccggtcttc acttgggcgg cattttgtac
   929821 caacatcttg attatcgttt ctttcccaat cctgacggtt accgtcgcat tactgacgct
   929881 agatcgttac cttggcaccc atttctttac caatgatatg ggtggcaaca tgatgatgta
   929941 catcaacctg atttgggcct ggggccatcc ggaagtgtac attttggtgt tgccggtatt
   930001 cggggtcttc tccgaagtta ccgcaacctt ctcaagaaag cgcctgtttg gttacacctc
   930061 tctcgtatgg gcaaccatcg cgattaccgt cctgtcgttt attgtttggc tacaccactt
   930121 ctttactatg gggtccggtg ccaacgttaa cgccttcttc ggtattgcca cgatgatcat
   930181 ttccatccca acaggggtga aaattttcaa ttggttgttc actatgtacc aaggccgtat
   930241 tcagattaac tccgcaatgc tatggactat tggcttcatc gtgaccttct ctatcggcgg
   930301 gatgaccggg gttctgctgg ccgtgccagg tgcaaacttt gtcctgcata acagcctgtt
   930361 cctgattgcg cacttccata acgtcattat cggtggtgta gtatttgggt gctttgctgg
   930421 cctgacgtac tggtggccta aatcattcgg ctttatgctg aatgagaaat ggggtatccg
   930481 tgcattctgg ttctggatta ttggtttctt cgttgccttt atgccgctgt acgtattggg
   930541 ctttatggga atgacccgtc gtttgagcca agacatcaac ccagaattcc atacgatgct
   930601 catggtagcc gctggtggtg cagcactgat tgcttgcggt atcttgtgtc aggttatcca
   930661 agtattcgtc agtatccgtg accgcgaaca aaaccgcgat ctgaccggtg acccatgggg
   930721 tgcccgtacg ctggaatggt cgacttcttc ccctccgccg ttctataact tcgccgtcgt
   930781 tcctaacgtt gttgaccgtg atgagttctg ggacatgaaa gagaaaggcg aggcctataa
   930841 gcgcccagcg aaatacgaag aaatccacat gccgaagaat accggtgcag gtgtgattat
   930901 tgctggcttc agcttgattt tcggctttgc tatggtctgg tatatctggt ggctagccat
   930961 tattggcttc gttggcatga tcgttacctg gatcgtgaaa agcttcgacg aggatgtaga
   931021 ttactatgtg ccagcggctg aagtggagcg catcgaaaat cttcatcatg aacaaatcag
   931081 caaagcaggc gtgaatcatg tcaactgaaa ctctgactaa ccacaacgta gcccatgcag
   931141 agcatgggca tcacgatgcg ggagcgacga aagtattcgg cttctgggtc tacctgatga
   931201 gcgactgtat tttgtttgcg acgctgttcg caacttatgc agtcctggta aatgggaccg
   931261 ctggcggtcc ttcaggcaag gaacttttcg atttgaactt tgttctggtc gaaaccttcc
   931321 tgctgctttt cagtagtatt acttacggcg tggcgatgct gggcatgagc aaagggagtg
   931381 taaaacaggt caatacctgg ttgggcttca ccttcctgtt cggccttggc tttatcgcaa
   931441 tggaactcta cgaattccat aaactgattg aagaaggtta cggtccggca cgtagtgggt
   931501 tcttgtctgc ctactttgcc ttggttggca cccatggtct tcacgtaacc gctggcctcg
   931561 cttggatcat tattatgatg attcaagtag caagacgtgg tcttaactca accaatagaa
   931621 cccgtctgat gtgtctgagt ttgttctggc acttcctgga cgtggtctgg atctgtgtat
   931681 tcaccgtagt ctatctgtta ggagccatat aatgagtcat tcaacaacta ctcacggtgg
   931741 agccagccac ggtagcttga agtcctatat tataggcttc gtgctgtcgg tgatcctgac
   931801 agttattcca tttgttatgg tgatgagtgg taccgcttcc tatacaacga ctctgctcac
   931861 agtggtcggt ttagctgttg tacaaattgt tgtacattta gtgtacttct tacatatgaa
   931921 tacttcgtct gaagaacgct ggaatctggt ggcgctcctg ttcaccgcta tgattattgc
   931981 aatcgttgta gtgggctcac tctggattat gtacaacctc aacatcaata tgatggttga
   932041 ctgaagagct gcatgtgatg attaagcaat acctgcaagt cactaagcca ggaattattt
   932101 tcggtaattt aatttctgtc attgggggtt ttctcctcgc ttccaagggc gatattgatt
   932161 accccctgtt tctctccacc ttattaggtg tctcgttagt tgttgcctcc gggtgcgtat
   932221 ttaacaacta tatcgatcga gatatcgata aaatcatgga gagaacgaag aatcgtgtcc
   932281 tggtcaaagg gcttatcgat ccgaaggtat ccctgattta tgcatcggta ctgggtattg
   932341 ctggcatgct gttgctctac gtggcagcta atgcattagc aatgatgctg gctgttattg
   932401 gtttcgttat ctatgttggg gtgtatagcc tctacatgaa acgtaaatca gtctacggca
   932461 ccttgattgg cagcttgtca ggcgccgctc cccccgttat tggttactgt gccgtaacgg
   932521 ggcaattcga cactggcgca ctgatcttgt tgctgatctt cagtctgtgg caaatgcctc
   932581 attcctatgc catcgccatc ttccgcttta aggattatca ggccgccaac attccggtac
   932641 tcccggtgat aaaagggata tcggtcacca aaaaccatat taccctttat attttggcgt
   932701 ttatggtcgc aaccttgatg ctgacattaa gtggctatgc cggttataaa tatctggttg
   932761 tggctgccgc ggttagcgtc tggtggctgg gtatggcact gcgcggttat aaggcaacga
   932821 atgacagcgt atgggcgaga aaactctttg tcttctctat cattgccatt acgtcattga
   932881 gcgtcatgat gtcagttgat ttcaatgtac actcttcggc agtactcctg acttacgctg
   932941 gatagtctta gcgaaaatga tgagagtgaa ataaatcaag tggctggcag gaatcgctct
   933001 tgccagccac tttgtatttg ttccctgttt tgtatttgta cccagatgtg cacttgtacc
   933061 ctaccctgtt tctgtcagta tcttgttatt tatttttgcc ccaacttgtc tttacagtta
   933121 gctatttacg atccgcgatt gactagcagc catctataat cagttaccta taatctgtta
   933181 cctactatca gttatctact atcaaccatc gaaaattagt tacctataat cagatgccta
   933241 caaaaaatca cctacaatca acgacgtgtg aaatacgcta tttgaagaac aaacaggcta
   933301 acattgttcg aatacaagtg tttcttttct ctctatagcc tcatcggtca tacattctaa
   933361 acatcaatag atttaccgac tggcataaac atcactacaa tagcgcagaa tgtttttttg
   933421 aggtggcaat gaacgataat aaaatgactc cgctagagct tcgagctacc tgggggctag
   933481 gtacggtatt ctcactacgc atgctgggca tgttcatggt attaccggtt ctgaccacct
   933541 atggtatggc actttccggt gccagtgagg cattgatagg tatcgcaatt ggtatctatg
   933601 gtttatctca ggccattttt cagatcccct ttgggctgct ttctgatcgt atcggtcgta
   933661 aacccatgat catcggtggg ctgctggttt ttgcattagg tagcattatt gccgcattaa
   933721 gtgattctat ttggggcatt attcttggcc gtgcactgca aggctccggt gcaatcgccg
   933781 ccgctgtcat ggcgctattg tctgatttaa cccgtgagca aaaccgcacc aaagcaatgg
   933841 catttattgg tgtcagtttt ggtgtcacct ttgctatggc catggtgctg gggccaattg
   933901 tgacgcatgc ttttggtctg caagctctgt tttgggggat tgcaatactg gcgctgttag
   933961 gcattgttat cacattaacc gtggttcctt cagccaatag ccatgtcctc aatcgtgaat
   934021 cgagcatggt taaaggcagc gtgagtaagg tgctccacaa cagtcggtta cttaaactca
   934081 atttcggcat catgtgcttg catatcctac tgatgtcgag ctttgttgcc ttacctcaaa
   934141 tgatggctaa tgctgggtta gcgcccgctc aacattgggt tgtttatctg gtaaccatgt
   934201 tggtctcttt cgccgcagta gtaccgttta ttatttatgc cgaaatgaag cgccgcatga
   934261 agcaggtctt tatgggctgt gtagcggtat tatttatcgc cgaggtcgta ttgtggtttg
   934321 ctggccaaga cctatggata attattgccg gtgtgcagtt attctttatt gcttttaatg
   934381 tgatggaagc tattttgcca tcgctgatca gtaaagaatc acctgctggt tacaaaggca
   934441 ctgccatggg gatttattcc accagtcagt ttattggcgt agcgattggc ggcagtcttg
   934501 ggggctggat atttggcctt gaaggtgccg atatggtatt tgcggctgga gctattatcg
   934561 cactggtatg gttcgccgtc agtgtcacca tgcaagaacc gccttatgtt agcagcctgc
   934621 gcatcacctt gtcagagtcg gctgtaaaaa atacaacctt ggaagagcgc ctcaaagccc
   934681 agccaggtgt taccgaggcg gtcgtggtca cggcggaacg cagtgcttat gtcaaagtcg
   934741 atattaaaca gactaatcgc aaccaactgg aacagttgat caatgcggct taaaaaagaa
   934801 tgatttatag ggccagaatt aaggggcaaa gacatgaaaa agccgttgcc cctttagtcg
   934861 ttataccgtt tgaggctcaa tagcaaaccc ttggctaacc gtaaacttgc tgaatatcag
   934921 tcacggaagt tattgaactg gaagggttgc cccagatcgg cagcacgtac cagtgccata
   934981 accgcctgca agtcatcacg cgctttaccc gtgacacgaa cttgctcacc ttgaatctgt
   935041 gcttgcactt tcagcttgct atctttaatc agcttaacca actttttagc ctgaacactt
   935101 tcaatgcctt gcttaagttt ggcatctaca ctgtaggttt taccactacg ggccatctct
   935161 tccgggatct ccagcgcggc accttcaata ccccgtttac ttaactgagc ccgtaaaata
   935221 tcaagtaatt gctctacctg aaaatcagat tcgctgacga ctttgatact ttcgtttttt
   935281 tcatttaatt cgaagctcgc tggcacatta cgaaaatccc aacggttcgc cagatcacgg
   935341 gtggcgtttt caacggcgtt acgcacttcc tgcatatcaa tttcagaaac aatgtcgaaa
   935401 gatggcatat tccccactcc tgataaaata aatggcgagc ataataaccg ctttattccc
   935461 agagacaaaa ttaagctgct aactatcgca caatgcctct atctttaccg ttagctttat
   935521 acttgtggtt aacgtttcgt ttatcgctga ccctgcgttt agtgaaaaaa aagtctataa
   935581 tcaatgcata acgcttaaaa ataagcagtg tattttcttt tcataccagg gggatcccaa
   935641 tgaaaattac tgtgcttggt tgtggagctc tcgggcagtt atggctttca atgttgcatc
   935701 agcaagacca tgatgtgcag ggctggcttc gtgtgccaca gcccttttgt tcagttaatg
   935761 tgatcatgtt aaacggtgag tcgtttaatc gaaatcttac aacgaatgac ccaaagcatt
   935821 tgttgcaaag tgaattatta ctggtgtgtt taaaagcctg gcaagtttcc agtgcggtta
   935881 ccgccttgct gcctaaacta aacccagaat gtaaaatatt actgttacat aacggcatgg
   935941 ggacacagga agagttacca ctgaatgaac atgtttttct gcacggcgtg accactcatg
   936001 ccgcacgccg ggacggcaat acgattattc atgtcgccag tggcatgacc catattggcc
   936061 caacttcatc ggttataata gatgacaacc atctggccga tacactccat caggcgctac
   936121 cagatgtcgc ttggcataat gatatctcag ctgcctgttg gcaaaaactg gcggtcaatt
   936181 gtgtcatcaa tcctcttacc ggtctgtata actgccgcaa tggtgatgta caacgttatc
   936241 ctgagctgat tgaacgttta tgtgctgaag ttgccagcgt catggagatg gaggggtatc
   936301 acacctccac cgaaagtctg ctcagctatg tcaacaatgt tatccggagc actgccgata
   936361 atacctcatc actgttacag gatttacgta gccaacggca taccgaaatc gactatataa
   936421 ccggttattt actgcggcgc gcccgtagtc atggtatggc attaccagaa aatgctcgac
   936481 tgtatgaatt aatcaaacgt aaggaaagtg attatgagcg tatcggcgct ggtttgcctg
   936541 gctcctggta gcgaggaaac cgaggcagtc acaactattg atattctggt gcgcgcaggc
   936601 atcaatgtca caaccgccag tgtcgcgggt gatggcgcac tggagattat ctgttcgcgc
   936661 ggagtgaggc tgttggccga tacccgttta gtggatgtcg ccgatcaaaa atttgatgtg
   936721 atagtgctcc ccggtgggat taaaggcgcg gagtgctttc gcgatagtcc gttgctggtt
   936781 gcaacagtcc gacaaaccca taatgagggc cgtttggttg ccgcaatttg tgcggctccc
   936841 gcactggtgc tcgagcatca ccagttattt cccgtaggga atatgaccgg gttcccctca
   936901 ctaaaagata aaatagcccc aaataaatgg atggatcaac gcgtcgtcta cgatagacgg
   936961 gttaatttag tcaccagcca agggccagga acatccatcg atttcgctct aaaaattgtg
   937021 tttttattac ttggacggga aaaggcggaa gaaattgcct ggcagctagt gttgccgcca
   937081 ggaatttata attatcggga atgatggccg ccgtaacggt tactgcgcaa atcctgaatg
   937141 gcaacgcgca gtgccgtcaa ttatcaaaaa actaagggcg atagactttc acgttggtat
   937201 acccctgctc acgcaaataa agggcctgca aacggctcat cacaccgcga tcacaataca
   937261 gcaaataggt tttactctgg tccagatcgg caaattgcga gctgagctta tagaacggca
   937321 gtgatcgcac ttcaacctga tccagtttca gtggcttctc ttcctgttca tcaggcgcac
   937381 gaatatctag caacacatcg gtatcggcca attcagcaac ggtttcaact tcaacgactt
   937441 gttcacggct ttgctgtgcg atttcacgga tatcaacatt tttagcttcg ctcacaaccc
   937501 gatccagaat agagaaatca aagtgagact cctcttcttc gattttagct ttgaccgctt
   937561 ttaccgttgg gctttttgaa ataacgccac aatattccgg catggtttta gcaaaatctt
   937621 ccgtaccaat ctgccgtgcc aaattaatga tgtgctcttt atcgtgggag ataagcgggc
   937681 gcaaaattag ggtatccgag gcattatcaa ttaaacgcag gttagtcagt gtctggctgg
   937741 atacctgccc cagcgcctca ccggtaacta aagcctgaac accatagcgt tcagcaacct
   937801 gagaagctgc gcgcaccatc atgcgcttca atactacgcc catctggcca tcttcaactt
   937861 tttccaggat ctcgccaaca accggttcaa aatcaatggc gataaaccgt actcgatggg
   937921 agctgccaaa gcgattccac agataatgtg ccacctgctt aacacctatc tcatgggctg
   937981 agccaccgag attaaagaaa caataatgga cacgacagcc acggcgcatc agcatatagc
   938041 tcgatacacc tgaatcaaaa ccgcctgaaa tcagggagag aacatcctcc tgagtgccga
   938101 tagggaagcc ccccagccct tcatgacgtg ccttaaccaa gatcagtttg tcttgatcaa
   938161 cttccaaatt aaccgtcacc tgtgggcggg tcaggtttac tttagcactt tcaatatgtt
   938221 gattcagacc cccaccgaca tatcgttcaa catcaccaga agagaattca tgcttgccac
   938281 gacgttttac ccgaacacag aaagtcttcc caaccagtgt ctcccggtag gcttccagcg
   938341 tttgttcaaa aatattgtgc atatcgctgt agctacgatc ttctacttca aggatatggt
   938401 gaatacccgg tatgcgggtc agtgcatcac aaatctccgg gccaagattg tcatctttgg
   938461 tacgaagctc gatatgatcc caatgacgaa caatggcgag ggtatcgtcc tcaaggtgtt
   938521 tcagtacgtt gcggatattg gtagtcagga tcttaatgaa gcgcaatcgc acagattgac
   938581 tcttgatggt gatttctggg aacaatttaa tgataaactt catggcggct tttagttgtc
   938641 tagtgatgga atgatagcgt tgctattgaa agcaacggcc ataaacgtta gcgaaaatat
   938701 gcaagccgtg gagtatatca ttatatgatg tgccactgcg tactaaaacc agacctaaac
   938761 gccacgattt cccccacgtt atccgctaga atagccggta ataaattttt ggtctgaata
   938821 cgacggatct gatgttctgg cgggttatgc ccagaaaatc cctcattagc tggaatgcta
   938881 tgacgtgaca ttaatttatg acgctacatt aattcataac gttacgttaa ttgatgttac
   938941 gttccataga aaacattgag tcgacgaaaa ctatgccgaa aaaagccgct tcaccagaaa
   939001 tcaaagccgc cagctttgaa acatcactca gtgagctgga acaaattgtt actcgcctgg
   939061 aatccggtga gttaccgctg gaagatgcgc taaatgaatt tgaacggggt gtacaactgg
   939121 cccgtcaagg gcaacaaacc ctgttgcaag ccgaacaacg ggtacaaatt ctcctgagtg
   939181 acgatgttga cgccccgttg aaacctttta ccccagatac tgagtagcct tatgtcggat
   939241 acccatgcac ctgttgattt taaacaacaa cttgccgctc atcagcagcg agtcaatcag
   939301 gctctgctgg atttcattgc tcccctgccg tttggcaaca gcaatttaat cgaggccatg
   939361 cgctatggtg cggtaatcgg gggtaagcgt ctccgcccct atctggtcta tgccacaggg
   939421 caaatgtttg gtttgtcact cgccaactta gacgccccgg cggcggcaat tgaatgtatt
   939481 catgcctatt cattaataca tgatgatctg cccgccatgg acgatgatga tttacgccgt
   939541 gggcagccga cttgccacgt taagtttggc gaggcccacg ctattttggc cggtgatgca
   939601 ctgcaaacgc tggccttttc tattttggct gaagccccca tgcccgatgt cgctgataaa
   939661 gatcgcctat cgatgattat cgagttggct caagccagtg gggctgcggg gatgtgtgcg
   939721 ggtcaggcgc tagatctgga agcagaaact cgccctgttt tattaggtga ccttgagcaa
   939781 atccaccgtc ataaaaccgg tgcgttgatt cgtgcggcag ttcgccttgg cgcccaggca
   939841 gccggtgaag ctggccgtaa aacattattg tcactcgatc gttacgccga ggccatcggt
   939901 ttagcctttc aagtccagga cgatatttta gacgtcattg gcgacacagc tacaattggt
   939961 aaacgtcaag gatcagacca acaactaggc aaaagtactt atccggcgct acttggtctg
   940021 gattgtgccc aaacaaaagc gatggatctt tatcaggagg cactagaggc cttggatgaa
   940081 ttggcaaaac agtcctataa cacggattca ttgcaggcat tagctcgttt cattattgag
   940141 cgtaataatt aaaacgtaat catttaaaat agccccagtg ttattgccat tgcagctagg
   940201 tagcgagtaa atcctgaaca gtgaaaaccg cgaataacgc aataacatca aggatgatgg
   940261 agatggcagt taagcatcta cataaacact tttgatatga gcatcgaatg agtcttgata
   940321 tagccaaata cccgacattg gcactagcgg agaacccaga agaactgcgc atgctgccaa
   940381 aagaaagctt gccgaagtta tgtgatgaac tccggcagta tttgctcacc tgtgtcagcc
   940441 gatccagcgg gcattttgct tccgggttag gcgtagtcga actgactgtc gctttacatt
   940501 acgtttataa tacgccgttt gatcatttga tatgggacgt aggtcatcag gcttatccgc
   940561 acaaaatatt gaccggccgc cgtgatcgaa tctctactat tcgtcaaaaa gatggtttgc
   940621 acccttttcc atggcgcgga gagagtgaat acgacgtgct ttctgttggt cactcctcta
   940681 catcgatcag cgcgggtctg ggtatggcgg ttgctgccga gcgggaaggt aaagggcgac
   940741 gtaccgtttg cgttatcggt gatggtgcta tcaccgcagg tatggctttt gaagcaatga
   940801 gtcatgccgg agatattcac tcagacatgc tggttatcct caatgataat ggaatgtcta
   940861 tttcagaaaa tgtaggtggc ctgaacaacc atttggctca gctattatct ggaaaactct
   940921 atgccagcct acgtgaaggc ggtaaaaaag cattttctgc cttaccacca atcaaagatc
   940981 tgctgaaacg aaccgaagag catctgaaag ggatggtagt ccccagtacg ttgtttgaag
   941041 agttaggttt taattatatt ggtcccgttg atgggcatga tgtacacacg ttgacgcaaa
   941101 cgctaaaaaa tatgcgcgac ctgaaaagtc cacaacttct gcacatcatg actaaaaagg
   941161 gcaaaggcta tgctccggca gaaaaggatc caatcggttg gcatgccgta cctaagtttg
   941221 atcccgcctc cggcaccttg cctaaaagcc agagcagcct ccccacttac tccaaaatat
   941281 ttggcgaatg gttatgcgaa accgcagcca aagatagcaa attaatggca gtgacaccgg
   941341 cgatgcgtga aggatccggc atggtgcgtt tctcgcgcga atatccgcaa caatatttcg
   941401 atgtcgccat cgctgaacaa catgcagtga cctttgccgc aggcctggct attggtggct
   941461 acaagcctgt ggttgccatc tattcgactt tcttgcaacg cgcctatgat cagttgatcc
   941521 atgatgttgc tatccaaaat ttgcccgtgc tctttgccat tgaccgtggc ggtttggtcg
   941581 gtgctgatgg gcagactcac caaggtgcat tcgatctttc atttatgcgc tgtattccaa
   941641 acatggtcat tatggcacca agtgatgaga atgagtgccg tcagatgcta tacaccggct
   941701 atcaccataa tggacctgcc gcagtacgtt acccacgagg taatggtacg agcgcggtgc
   941761 tggagccatt ggagatgttg ccgatcggca aaggggtact acgccgtgaa ggtgagaaga
   941821 ttgccatcct ttgctttggt acgttacttg ctcaggcaca gcttgccgca gaaaacctca
   941881 atgccacgct ggtggatatg cgtttcgtga aaccgctaga tgaagaattg gtattggaaa
   941941 tggcagcaaa acatcaggta ttagtgactg tcgaagaaaa cgccatcatg gggggggcgg
   942001 gtagcggtgt gaatgagcta ttaatggcaa aacggcgatg ggtcccagta ctcaatattg
   942061 gtttacccga tctatttgtg ccacaaggtg agcaagacga aatgcgatct gaactcggtt
   942121 tagatgcggc gggtatacag cgtcaaattg aagcttggct agcttaaccg cggctcgcct
   942181 agttaaactc accgagcata ttttttagat ctcagaattt ttttagatat cagaaacaat
   942241 aaatatcctc cggcatagcc ggaggttttt catatgcgcc tataaggctc tgttaccagc
   942301 cgcgccctaa caggcgcatc gcgatctgac atttgcatct atggattact tacggcccgt
   942361 aaacgggcta ccgggatacg ggatcgagag ttgctcaccc attttatcct cttccaattg
   942421 gtgctttatg tattcttgta tcctggccgt gtttttccct accgtatcaa cgtaataccc
   942481 tcgacaccaa aactccctgt tacggtattt gaacttcaaa tcgccaaact gctcataaag
   942541 catcagactg ctctttccct tcaggtaccc cataaatccc gagacactca tcttgggcgg
   942601 gatctccaga agcatatgga tgtgatccac acagcattct gcttccagga tattcacgtt
   942661 tttccattcg cacagttttc ttaaaatact gccaatcgct ctgcgttttt ccctgtagaa
   942721 cacctgcctt cggtacttcg gcgcaaaaac tatatgatat ttacagttcc atcgggtgtg
   942781 cgctaagctc ttttcatccc tcattgggac ccccttttga tttcttgttg aacatttgca
   942841 gttgccagac cgcaaactgt tttaacaaat caaaaggggt ttttataact gacccaaagc
   942901 tgaaagcttt actgaacccc cagcctagct gggggttttc tgggcacaat aaaggcatag
   942961 cccgtgggtt atgcctttac gtgatagtct ctctgatgcc ctgaattaat tgaacaatta
   943021 cagcggccaa tagtgcccaa tcacaaagat aaccgcagca gcaacaaccc cggcaataat
   943081 atcatcaacc attatccccg ttccgccatg aatgttacgg tcaaaccaac ggatcggcca
   943141 aggcttccag atatcaaaaa tacggaatgc gataaaccct gccacaaccc attgccagct
   943201 atttaccggc aatgccatca aggttatcca catcccaaca aattcatccc acacaatact
   943261 accgtgatca tgaacttgca tatctttggc tgtacggtgg caaatataga taccaataca
   943321 gatactgaac atcaccaaca agacgtaaag ctgccatggc aactgaatca gtaacagcca
   943381 gaatgggatc gcggcaattg accccatagt acccggtgcc catggtgata gcccactgcc
   943441 aaaaccggtc gccagcaagt gccagggatt actcaaccgt agacggcgct tggcttcatc
   943501 catgagattt acctgttgag aaatgatcaa aaccgcggaa atccagtttg actattttac
   943561 cttcacggaa gaatttaacg ccttccgatt gagggcctat ttggccaata caggtataac
   943621 ccgctccggt attactgagt gccacttcca acgcgccccg gttgatctcg ggtacggtaa
   943681 agcacagttc atagtcttca cccccactca atgcccagcg gagagcttgc tcagtatcaa
   943741 cctgattttt taatgcatcg gaatacggca acatatcgag ctcaatacga gcaccacaat
   943801 ggctggcttt cagaatgtgc tgcagatcag aaattaaccc atcagaaata tcaatggcag
   943861 cactagcaag catacgcaat gcttgcccct gtaaaactcg gggttgtggt cgtaaatgac
   943921 gatgaattaa tgccgctcga tcggtttcgt tatctacccg cagctcattt tgcaaaatag
   943981 ccagacccgc agcactgtca cccaatgtgc cagtaacata gatccagtca ccaatccgcg
   944041 caccagcacg ggccaatgca cggccttcgg ggacaaaacc gtgaatagtc agtgtcagac
   944101 tcaatggccc acgggtggta tcaccaccga tcaattgcat accatagtaa ttgagttgat
   944161 caaataagct gtcactgaat gcctgtagcc aatcttcatt taccgatggc agagtcaaag
   944221 caagcgataa ccaggcagga tcggcaccca tcgcagataa atcgctgagg tttaccgcta
   944281 gagatttgta accaagatcg gccggatcga tatccggaag gaaatgaaca ccggacacca
   944341 gtgtatcggt actgatggcc aacagctgtt tctctgccac tgtaagaagt gcgcagtcgt
   944401 ctccaatacc cagctccaca tcccggcggt tacttctaaa ccggtcaaag tagcgggcaa
   944461 tgaggtcaaa ttcgccacat gccataatac aattccagaa atgttaactg atatataaat
   944521 taaggccgga taccggcctt aatttatatc gttaatgtat atccttctat cttgacgttg
   944581 cagcactgtt tgcataaatg aaaaatgagc agcattcaat ctgctcttgg cagatttgtc
   944641 acccgaatca ctgacggggt cagctcaacg agatttcctc gattactgcc tggctgcaac
   944701 accaatgacg ttggatatca cgagattatt ttctcttacg taccgtcgga gcgactttat
   944761 ccagcactcc gttaacgaac ttatggctat cttccgcgcc gaaagttttg gccagttcga
   944821 tcgcttcatt gattgccacc ttataaggga catcatcacg tttgctcagt tcaaacagag
   944881 caatacgcaa aacagcacgt tcaacctgac ctaattcttc gagctgacgg gaaagaaaag
   944941 gtgccattaa tgcatccaga gatgctgcat taaccgcaac ccctgacagc aattcgcgaa
   945001 aataggcgat gtctacatct ttgacatcct gctccgacag gaactgtaat tcaacatcag
   945061 cgatgtcgtt tttagacaac tgccaagagt aaagcgcttg aacagcgcac tcacgagcgc
   945121 ggcgacgagc agcaggtttc acggaattcc ccttaactaa attcagcctt taatagcttt
   945181 gattacatta atcatttcaa gcgcggtcag ggcagcttct gcacctttat tacctgcttt
   945241 agtaccagca cgctcgattg cctgctcaat actttctgtg gtcagcacac caaacgccac
   945301 tggaatatcg ctgttcatag caacacttga tagaccagaa cttgcttcgc cagcaacata
   945361 ctcaaagtgc gctgtgcccc cacggatcac cgtacccagt gcaatcaccg catcataacg
   945421 atttgttttt gctaatacat tagcaactaa cggcaactca taagcgcctg gcacccagac
   945481 aacggtaatg ttgtcatcgg acacctgacc aatgcgtttc agggcatcta ttgcaccatc
   945541 cagcaggctg tcgttgataa agttgttaaa acgcgcaatc gcaatcgcca cacgggcatt
   945601 aggagtagca acaacacctt cgataacgtt catagctttc ctcaatatgg gttcataccc
   945661 cgcagggggg cggattctat catattcttt caccgcccgc ccctgcgcat ttgtaaaacg
   945721 cctgacaagg ccgtgattag caggggaatt ccctacccaa taattagatt aatactttgg
   945781 cttcaagcgt aaacgcaagt ccggaccgac cagccgtaca tcgctaaatg caaactcagg
   945841 cgcttgcgat aaattcgtca gcccagctag ctcgcataat ccacgcgcat cactgcccaa
   945901 gagtttgggg gcgatataaa ggattaactc atccaccact ccggcttgta acaatgcacc
   945961 cgccagttgt ggcccagcct ctacccagac agagttaata ttccgtttcc ccaattgcat
   946021 catcaacaca accaagtcca cgccattacc ataacgtggt agcaacagtt gttcgatatt
   946081 gccaggccat ggctgatcat cggcatctac gcgagccagc cagcatgggc cgtcttgctg
   946141 tatcacttta tgccgtggag tcacgcggtt atggctatcg agtataattt ttactggctg
   946201 tcgaacacta tcatgaggat acaaaacctg cgtttcggca tctaaatcct gccagcgtac
   946261 cgtcagcgaa gggtcatctg ccaatactgt ggcactggta ctgagaatag ctgaactctc
   946321 ggccctaaag cgttgcacat cctggcgtgc ctgtggtgag gtaatccact ggctctcacc
   946381 tgatgccatg gctgtacgcc cgtccaatga tgccgccatt ttcaattgca cataagggaa
   946441 accagtccgc atacgcttca agaaaccaag gttaacagcc tcggcctcag ctaacatcaa
   946501 gccatgatcg acagcgatac cggcctgttt taatttatac agccctcgcc cggcaacttc
   946561 tggattagga tcctgcatgg cagcaacaac ccgtatcaca cctgcggcga ccaacgcatc
   946621 agcacaaggt ggcgtccgac cataatggct acacggctca agagtgacat aagccgtggc
   946681 tcctcgcgct ttctcacccg ccatacgtaa cgcatgcact tcagcatgcg gctctccagc
   946741 acgtaagtgg taaccttcgc cgacgatctc gccatcacga accaagacac agcctacatt
   946801 ggggttaggc gacgtcgtaa agcgccccaa acgcgccagt tcaaaagctc gggccatata
   946861 gaactcatcg ggctgcatgg ctttccttaa tgtttagact gccgctaacg gtaatctgag
   946921 actagaacgt aatttgaggt taagactcaa tttgaggtta agacatagat agacctagag
   946981 ctaaaacgtc aaaacaccgc ctcaaataaa aaatagccac gtgccgatta atcctgcaag
   947041 cgcgcaattt cttcgccaaa ttcgcggaca tcttcgaaac tgcgataaac cgaggcaaag
   947101 cggatataag cgactttatc caaacgtttc agcgcttcca tcactaaatt acccaccatt
   947161 ttggtcggca cttcccgctc accggtggcg cgtaattgag attttatgtg gcttatcgct
   947221 gtttcaacat catctgagct aactggccgc ttttctaacg ctttcaacat accgcgtcgt
   947281 aatttctctt cattgaacgg ttcgcgtacc tcgtcacttt ttatgacccg tggtaacacc
   947341 agctcagcca cttcaaaagt ggtaaaacgc tcattacaat ctaaacactg gcggcggcgg
   947401 cggacttgtg agccatcact caccagacgg gagtcaatca ctttagtatc cacagcggca
   947461 caaaacggac aatgcataac gcttcctgat tggtgaacct aaacttaccg acagtttacc
   947521 gcgaagtacg atgacaacaa aggccgatca gccatcgaat gtgtgcttgg cagccttacg
   947581 gtacttataa gcggcatatt tatggcgcag atattcgaag cgccccaact tctcatcctt
   947641 tagctcactc cccaacgtcg ccccgatatc tttgatgctc gcatccagta atttactggt
   947701 ttctgtttct tttagctgtg gattaaatgc atatattgca caccctaacg ccgctaagat
   947761 aggcgctatt gcagccactg caccggtggc gataaatgta ggtatcacac ctgcggcgat
   947821 gccagttacc gcaagcgaac tcagcatagc taaatccttc ttaagattag aaaatgaaaa
   947881 attacatttc gaacttttcg ccattttctg aattttcttc aatttcaact caaggacttc
   947941 accaaccact ttatttatag aatattttaa attctcatca ctaatagagt catttagctt
   948001 actcaactca ttagctaaag aggctaaata gattaattta ttttctacca tctcatgttt
   948061 tgatgattta aaaaccacag actgattttc agtctgactc tctatcgttc gctgagtgaa
   948121 tccaatatag ataccttcca ttttcttatt aatctctacg tttttttgcg catttattcg
   948181 tccagactta tcaccgccac cccatgcgtc tttaaaatga attgatgaag agcgttgtct
   948241 tctattactg agtagtttct tgcctgacaa tattttttta actgttctaa atagtcattc
   948301 aacgtctcaa cactgcaatt ggcatggggt cgggatcgct gcaacttagc ggattccttc
   948361 gctattttcg ggtaagcctt ggcaacaaaa ttcaataact ctatagcacc atttattcgt
   948421 tcattcgtaa tgtcagctgc gatatctctt ggttcaatgc gataaggcac accttccagt
   948481 aacactatgt atttactcat ttcagtttgc ttttgcagcg tcgaatctaa aacatttttt
   948541 aatactttac tatcatgaca ataaagtaat tttttattta tttcctcaca catttcatcc
   948601 agtgatgaaa tatatttttg agttaaaata taattttcat ctgcacttaa cctcttaacc
   948661 ttatcattat attcacttat aaatgacgta attagcgatt tattttctct cgataaaata
   948721 gaattataat tagccgaaaa atccatatta tcaaattgag tgaagtcatt aaaaggtgaa
   948781 tcaaccacat ctgaatttgg tatattcaca ttgtccactc catataccca tgaaagtgac
   948841 tctcctcgcc cgacataact aacagtcata aatattcctt ttaatatcag cctgtatttt
   948901 atttaccttt taaaggtgac tgatcacgaa tttattaact atcagaaaaa taataaactt
   948961 atcagtaacg aagaatatgg tggaatagag tgattctaat taattctatt ttatgtatag
   949021 aaaagcagta gctatttagc tggggaattt actgataaaa taaatatcct ccggcatagc
   949081 cggaggtttt tcatatgcgc ctataaggct ctgttaccag ccgcgcccta acaggcgcat
   949141 cgcgatctga catttgcatc tatggattac ttacggcccg taaacgggct accgggatac
   949201 gggatcgaga gttgctcacc cattttatcc tcttccaatt ggtgctttat gtattcttgt
   949261 atcctggccg tgtttttccc taccgtatca acgtaatacc ctcgacacca aaactccctg
   949321 ttacggtatt tgaacttcaa atcgccaaac tgctcataaa gcatcagact gctctttccc
   949381 ttcaggtacc ccataaatcc cgagacactc atcttgggcg ggatctccag aagcatatgg
   949441 atgtgatcca cacagtattc tgcttccagg atattcacgt ttttccattc gcacagtttt
   949501 cttaaaatac tgccaatcgc tctgcgtttt tccctgtaga acacctgcct tcggtacttc
   949561 ggcgcaaaaa ctatatgata tttacagttc catcgggtgt gcgctaagct cttttcatcc
   949621 ctcattggga cccccttttg atttcttgtt gaacatttgc agttgccaga ccgcaaactg
   949681 ttttaacaaa tcaaaagggg tttttataac tgacccaaag ctgaaagctt tactgaaccc
   949741 ccagcctagc tgggggtttt ctgggcacaa aaaaccctga aactaacagt ttcagggcta
   949801 tcttatacat cgaacgatga ttacttaaca atcacggcag tattgaaggt tggtcagcac
   949861 cttctttctc aaccttcggc tgcaacatgt gttcacgttt catccctaac ttcagcgcca
   949921 gcgcggacgc cacgtagata gatgaaacgg taccgatagt aacaccgatc agcatcgtta
   949981 atgagaagcc ttgcagcatc gcaccaccga agataaacag catcaacaca accatcagag
   950041 tcgtcgcaga agtcataatc gtacgactta aggtttgtgt cagagataca ttcatgattt
   950101 cgtaaggcgt tccacgacga attttgcgga agttctcacg aatacggtct gataccacga
   950161 tactatcgtt cagagagtaa ccaataaccg acatcaatga agcaatgatc gtcaggtcaa
   950221 tctcaatatg gaacaacgac aagatcccca tggtaatgac cacgtcatgg gctaatgaga
   950281 taacggcccc caatgccaga cgccattcaa aacggaaacc cacgtaaacc agaatagaca
   950341 gtaacgcgac caaaagcgcc agagcaccgg cttgggctaa atcactgccc acactaggcc
   950401 caacgaattc gatacgcttt actgatgcat tcttatcaac agattcattg ataaccgaga
   950461 tgattttgtt acccagctcc tggccggcag tgccggttgc aggtggcata cgtaccatga
   950521 catcacgaga gctaccaaag ttttgcagta tcggcgattc aaaacccgcg ttttgcaacg
   950581 tgtcacggag ttggtcaaga tccgcagggt tttccagatt aatttcaatc accgtaccac
   950641 cggtgaaatc cagaccccag ttgaatccct tagtcgacat caccacaatg gatgcgacta
   950701 acaacaacag tgaaacgccg aaagcaacgt aatcccagcg cataaagtca tagactttac
   950761 ggccatagtt tagttgttca acagtataat cctgtgccac aacgtactcc tcaaatagac
   950821 agcttgttaa tgcgcttgcc gccgtaaagc aggttgacga tggcacgagt accgactatt
   950881 gcggtgaaca ttgacgttac aacaccaatt gccgttgtaa tagcaaagcc tttaatcgaa
   950941 ccagtaccca cagcataaag aataatggct gtgataagcg tcgttatgtt cgcatcgacg
   951001 atacttgaga aggcaccctt gtacccttca tgaatcgctt gctggatcgt ccgcccgttt
   951061 ctatactctt cttttattcg ctcgttaatc agtacgttag catctactgc taccgctagc
   951121 gtcaatacaa tcccggcaat acccggcatg gttaatgtcg cccccggtaa taaggacatc
   951181 acgccgacga ttaacaccag gttggccatc agtgcagtac tggcaatcac accaaactta
   951241 cggtagtaaa ccaccataaa caggatcgat acagccagac cccataagca ggcttctaag
   951301 ccttgcgcaa tattctggga acccaacgtt ggcccaatag tacgctcttc cacaatctgg
   951361 ataggtgcaa tcaacgcacc agcacgcagt aacagggaaa gttgccgcgc ttcagctggg
   951421 ttatcaatgc cggtaatgcg gaaactgtta cctaaacgcg actggatggt cgccacattg
   951481 ataacttctt cttgtttaac cagaatagac cggccattcg catctttttt accgctgtct
   951541 ttatattcta cgaataaagt cgccatcggc ttgccgatat tgtctttagt aaaattagac
   951601 atcgtcgacc cccctgcact atcgagcgag atattaacct gagcctggtt atactcgtcg
   951661 gtactggagg ttgaatcagt aatatggtca ccggtcaaga tcactcgttt gtacaagaca
   951721 accgggcggc cttcacgggt atttttcact tccgaatcgc caggtacacg gccagaagct
   951781 gcgacagaag catcaacgtt agtgttgact aaacggaatt ccaacgttgc agtcgcaccc
   951841 agaatctctt tagcacgcgc ggtgtcttga atacccggta gttcaacaac aatacggtca
   951901 gaaccctgcc gttggactaa cggctctgca acacctagct ggttaactcg gttacgcaga
   951961 attgtaatat tttgttgaac cgcatattcc cgagcttccc gcaaacgctc atcactcatc
   952021 accgctttta gcgtgttgct gccattggag ctgaacacca aatcacgatg gcgcgaagag
   952081 aggtagctga tagcatcatt gcgcgcttta tcatcgcgaa aacgcacttc aacaccatag
   952141 ttatcgagct tacgtactgt ggcatacggg atatttttct cacgcaaatc agtgcgtaag
   952201 gtatccatcg tttgctcttg cagtttgccc agcgcggtat ccatatccac ttccatcagg
   952261 aaatgaacac cacctcgcag gtcaagacct aatttcatgg gttctgcacc caatttggca
   952321 agccaggaag gtgttgccgg agccaggttc agcgcgataa catatttatc acccaacgcc
   952381 tccaccagtg cttcgcgagc acgtagctgg acatcaggat ctctaaagcg agccaggatt
   952441 gcaccgtttt ccagcgcaat agacttgctc gctatgttgt ctttttctaa aacgtcacgg
   952501 acttggacca gcgttgtctc actggcggcg attcctcgcg caccagtgat ttgaacagcc
   952561 ggatcctcac cataaaggtt gggaagcgca tatagcagac cgacgaagat cacaacgatc
   952621 agcatcagat acttccacaa aggataacgg tttaacacgg tagttccctt cgggaaaatc
   952681 gaaaattaca gagccttcat tgtacctttc ggtaacacgg cagccacgaa gtcacgcttg
   952741 atcatcactt cggtagtgtc attcagcgcg ataacaacat agcctgtttc cgcaacttta
   952801 gtaacacgac caataaaacc acccgatgtt aatacttcat cacctttgcc aatagaatcc
   952861 atcagttttt tatgttcttt ggcacgtttt tgttgtggac gcaggatcat aaagtagaaa
   952921 atcagaccga atactaccag catgatcagc atggaggtca tgctgtttcc ttgagccgga
   952981 gcccctgcag atgcgacagc atcagaaatg aaaaaactca ttaaaatttc ctcgattgtt
   953041 atcaatatca gtagtgtgaa atcagtgcga taaaacagcc gcgacaaatc gtaactgctc
   953101 tctctataaa tacaaagaca ataattttag aatcaaacgt ttaatggtgg aactggcttc
   953161 ccgatccgac catagaaatc ttcaacaaag tgttctaatt taccctcttc aatagcctga
   953221 cgtaaacccg ccattaagcg ctggtaataa cgcaggttat gaatagtgtt caatcgtgca
   953281 cccagtattt cattgcaacg atcgagatga tgcaagtagg cacggctata atggcgacac
   953341 gtgtagcaat cacagtgctc atccagtgtt gccgtatcat ccttatgctt cgcattacgg
   953401 atttttacca caccatcagt cacaaacaaa tgaccatttc gggcattacg cgttggcatg
   953461 acacaatcaa acatgtcaat accacggcgc accccctcaa ccagatcctc gggtttccct
   953521 acgcccatca ggtaacgagg tttatcttct gggatctgtg ggcagacatg ttcaaggata
   953581 cggtgcatat cttcttttgg ttcaccgacc gccaagccgc caacagcgta accatcaaag
   953641 ccgatatcta ccagcccttt tactgacaca tcacgtaaat cttcgtaaac cccgccttgg
   953701 atgataccga ataatgcatt cttgttattc agctcatcaa agcgctggcg gctacgggca
   953761 gcccagcgca gtgacatttc catcgaacgt ttagcgtaat cccaatcggc aggataaggc
   953821 gtacactcat caaatatcat gacgatatca gaaccgagat cgtactgaat ttccatcgac
   953881 ttttcagggc taaggaacac cgaatcgcca ttgattgggt ttttaaaatg aaccccttct
   953941 tctttaattt tacgcatcgc gccaaggcta aagacctgga acccgccgga atcggtcagg
   954001 atcgggccgt gccattgcat gaaatcatgt aagtcgccgt gcagcttcat gatttcctgg
   954061 cctggacgca accatagatg gaaggtgtta cctaacagga tctgcgcacc ggtctctttt
   954121 acttcttccg gtgtcatccc tttcacggtg ccatacgtcc caacgggcat aaaggccggg
   954181 gtttcgacca cgccacgctc aaacaccagc cgaccacggc gggcgcgccc atccgttttt
   954241 tgtaattcgt acttcacata acctccagca tcagagaaac agtctgatgt tgtttttgcc
   954301 tgatcacacg cttatgtcgt tgaaaaaaca caacctgtat gaccgaaatt tacgggctaa
   954361 ccttctcttg cggtgcccgt ggattacggc tgatgaacat ggcatcgccg taactgaaaa
   954421 aacgatattg ttctgccact gcctgctgat aagcattcat ggtgtttttg taacctgcaa
   954481 aagcagagac caacattatc aatgttgatt caggtaggtg gaagttagtc actaacgcat
   954541 ccacaacctg atagtgataa ccgggataaa tgaagatgcg ggtatcaccg aagaaaggcg
   954601 caattaaccc gttttcagcg gccttcgctg cactttccaa cgaacgtacc gatgtcgtac
   954661 caacagcgac tacacgcttg ccacgggctt tacaggccag aaccgcatca accacctctt
   954721 gcgggacttc tgcatattca gagtgcatga tgtggtcttc gatggtatcg acacgcactg
   954781 gctggaaagt ccccgcgcca acatgcagtg tcacaaaagc catctcaatg cctttttcct
   954841 gcagtgccgc cagcattggc tcatcgaagt gtaggcccgc agttggtgct gcaaccgcgc
   954901 ccggacgttg gctataaacc gtttgataca gttcgcggtc agcatcttca tcaggacgat
   954961 caatataagg aggcaatggc atatgaccga ctgcatttag gatggtgaaa acatcccgct
   955021 catcgtcaaa acgcaactca aacaatgtgt catgccgcgc caacatggtt gcccggatac
   955081 tttcatcatc gcccaatagc agttctgcgc ccggtttcgg tgctttagag gctttgacat
   955141 gagccaatac ccgatggtca tccaaaacac gctcgaccag cacttcgagc ttgccaccac
   955201 tggctttacg accaaataaa cgggccggta tcacccgagt attattgaac accagcagat
   955261 cacccggcgc cagcttatcc agcaaatcgg tgaaaatgcc gtgcgttaac gtccccgtag
   955321 ggccatccag cgataacaag cggcaaccac tgcgctgagg ctgagggtaa tgggcaatca
   955381 gagcttccgg tagctcaaaa gaaaaatcgg caacacgcat ggctttccac ttcatctaag
   955441 accaaaccca caccaacagg gccgtgttgc tgcaaactat tttgggcacc aatagtacac
   955501 aaaatggtaa gaaacagcct catggggtcg gttcacaaaa acaggcggct agtctagagc
   955561 cctcaagggc tggctgcaag aaataaggat agttcgtggt gatttgcatt atacttccca
   955621 gcatgaactt tctcgcacac ctccatctcg ctgctctggc cgacagctcg ctgctgggta
   955681 atctcttggc agattttgtc cgtggtaatc cacagggtga atacccccca gagattgtcg
   955741 ctggtattat gatgcatcgc cgagttgatg ttatgacgga tacgctaccg ttggttaaag
   955801 aggctcgcac ctatttcagt gctgattatc gccgggtttc accgatcaca ctggatgtgc
   955861 tgtgggacca ttttctagcg cgccactggg atcaactggt accaaattgc acgctacccg
   955921 attttcttca gcatgcacag agccaaattt tgccacattt gccacatacg cccgctcgtt
   955981 tccaaagcct taatgcttat ctgtggtcag agcgttggct cgaacgctat gctgaactcc
   956041 ccttcattgc tgatgtacta caaggtatgg cgaatcggcg gcccaaacta gccgcccttg
   956101 cagggtcttt ttacgctata gagcaacatt atcaaccgct agaagacctt tttttgacgt
   956161 tttaccctac aatgatgcga caggcacaac ataagcagat ttagattaaa atgttctttg
   956221 ctgtctaccc atttacggta tagctattga attcacggta tagccattga atttacggta
   956281 tagctactga atttacggta tagctactga atttacggta tagctactga atttacggta
   956341 tagctactga gtgcagccca cttgcgcttt tcagcgaaat aggtatctta gcaagactgc
   956401 aaaactaaaa tcgtttaacg ataggcaaaa actatcataa caattggtat ttattccttt
   956461 cttcatcaca cttaaatacc tatgctgtta cgatagtttt taagacatct ggttaatcca
   956521 tctctattaa caggagtaat ttatggttct ggtaactcgt caagcccctg attttacagc
   956581 ggctgctgtt cttggtaacg gcgaaatcgt tgaaaacttt aacctgaaaa agcacctgaa
   956641 cggcagacca gccgtcctat tcttctggcc aatggacttt actttcgttt gcccttcaga
   956701 attgatcgct ttcgaccatc gttatgaaga attccaaaaa cgtggtgttg aagttgttgg
   956761 tgtttctttc gattcagagt ttgtgcataa cgcatggcgt aaaaccccag tggataaagg
   956821 cggtattggc gaagttaaat acccaatggt tgcggatatc aaacgtgaaa tccagaaagc
   956881 ttacggtatt gagcacccag atgctggcgt tgcactgcgt ggttcattcc tgatcgacaa
   956941 aaatggtatt gttcgcagcc aaatcgttaa cgacctgcca atcggccgta acatcgacga
   957001 aatgatccgt accgttgatg cactgcaatt ccacgaagaa cacggcgaag tttgccctgc
   957061 acagtgggaa aaaggcaaag caggtatggg cgcatcccca gacggcgtag ctaaatacct
   957121 gtctgagaac gcatctaagc tgtaataaga tttaaaccgt ccccgacaag ctcgggggct
   957181 atcaagccag tcagttcact ctgactggct ttttttcccc tagataccgc ccctcacttc
   957241 gattcatcat accttacttc caataagtca ctttcctttg cttcgatttt atattgataa
   957301 aaatcaatac gttgaattaa aaaccctctc atcctgctat ttaacaaaaa attaatgagt
   957361 ctcacaaaat aataattctg ctattaatta ttattggtgt gtaattttta cattccacaa
   957421 atttttacct tctacaaatt ttttatattc cacatacaaa gcagcgtttt tagtgctgcc
   957481 agacaatgat gaccgggtaa ctcccggcag gcaggagcac aataggagtt cgtatgtttt
   957541 taacaaaatg gaataagcca ttagcagtat tagctttact ggtaagtggc acgctgcatg
   957601 ccgcctccac acccgcggta gaagcgaaaa atggcatggt tgtgacctcc caatatctgg
   957661 cttcacaggt tggggctgat attttaaaaa tgggcggtaa tgctgttgat gccgcggtag
   957721 cagtaggata tgcccaggca gtagtcaatc cttgctgtgg caatattggc gggggggggg
   957781 ttttatgacc attcatcttg ccgatggaac cgatacattt attaactttc gtgaaaccgc
   957841 cccttccacg gctaatgctg atatgtactt ggataaagac ggtaacgtta ccaaggatgc
   957901 aagtttgtat ggctatctgg cggtaggtgt acctggcacg gtattgggca tggatagtgc
   957961 gcaaaaaaaa tacggcaaat taacccgtca gcaagtcatg gcaccggcta tccgtttggc
   958021 ccgtgacggc tttatcctga cttgcgccga taccgatatt ctggacacca ccgtcaaacg
   958081 tttccgtcag gatcctgagt ctgcacgtat cttcctgcgt aaagatggag aggcactaca
   958141 accgggcgat cgtctggttc aggccgatct cgcggatacg ttaagcgcga tttcagaaaa
   958201 agggccggat gcgttctatc aaggtaaaat accgcaagct gtggaagcag cggctaaaaa
   958261 gggaggcgga atactgactg ccgccgattt cgccgattat aaaatcaccg aaaccgcacc
   958321 gattacctgt agttatcgcg gttataaatt cgtttcagcc ccaccgccga gttccggtgg
   958381 cgtcacatta tgtgaaacgc taaatgtttt ggagggctat aacctcaaaa gtatgggctt
   958441 taactccgct gactatatcc atacgctaac ggaggcaatg cgccatgcct atatggaccg
   958501 caataccttc ctcggtgatc cagagtttgt taaaaatccg cttgaccgcc tactgagcaa
   958561 aagctatgcc gccgatatcc gtaaacagat cgtcgccaac aaagcaacac catcagtaga
   958621 agtacaaccg ggtatgcaac ctcacgaaaa accggagacg acacactact ccatcgtcga
   958681 tcatgagggt aatgccgttt ctaccacgta taccgttaat gggcgctttg gcgcggtggt
   958741 cattgctcct ggtactggct tcttcctcaa taatgaaatg gatgatttta cagttaaagt
   958801 gggtgaacaa aatctgtatg gattggtaca aggtgcaacc aacgctatcg cccccggtaa
   958861 gcgcccacta tcgtcaatga gcccgacact agtgaccaaa gatggaaaaa catttatggt
   958921 cttgggttca ccgggtggct cacggattat cagcatcacg ctgcaaaccg ccctgaacgt
   958981 cattgaccac ggtatggccc cgcaagaagc ggttgatgca ccacgtattc accatcagtg
   959041 gctacccgat gaagtctatt atgagcaacg cggtgtctca gcggacagcc tcaatatcct
   959101 gaagagtatg ggatataaga tggttgaaca gagcccttgg ggcgcagcgg agttgatttt
   959161 agtcggcctg gccggtgttg agggcgtcag cccggctaac tcgggtaatg attctgctgt
   959221 ctccggcaaa gtccgtgagg gctacctgta cggtgccaat gatgtccgtc gccccgcagg
   959281 ggctgctatt ggctactaat caatctaatg actactaatc aatctaatgg ttgttaatta
   959341 agattaagcc atgggtcatt aattaagcta ttggttattg atttagctat tgaccgatga
   959401 ctaaccaagc catcggcggc gaagtatctg aaaatattat cccctatcga actattgatg
   959461 ggggatattc attagagtgg agcgtattaa tggtgaacaa agagcattac cacggtaatg
   959521 aatgcccctg atagtcaata aatccgtggc cccctttccc tgaagcctgt tcgatttgat
   959581 cgaccacgcc cttcacactg gtagtaatcg tcaacggtgc cgcatcaccg cccatatccg
   959641 ttttcaccca accgggatga atcgataata ccgtcaaggt cggatctgca acttcagcca
   959701 ccagattacg cgtcatcata ttcaatgcgg ctttactggc tgaatacaac ggtttatgcc
   959761 cagaaacatt gcgttcaata ctgcctaact gggaagacat aaacgccaat acgctctggg
   959821 ttggattgcg ttgtgccagc aaatgttgag caattcggat aggcgagatg gcgttagtct
   959881 ggaacagttc ctggatttca tcgggtgtgg catcgatcgc agattggtgt gctggcccag
   959941 agattccggc gttaacaaat atcaggtcga atcgctgccc ctgtacttgt ggtaaaaact
   960001 gcttaatgct ttctggctga ttaatatcta attttaacca atgggcggca tgtgctgacg
   960061 tatcttgagc cgcgccacgt gtggtcgcgg tgacagacca tccgcggcga ctaagctcat
   960121 caaccaaccc tagccctaac ccccgtgaag caccgataac caatgctgtt cttttcgctg
   960181 tgcccatata aagctccttt cagtgagagt tattcgcgct ataaatattc tcttatccct
   960241 ataaatatta tcttactgga gcaaaaaaac agctcagtta tcactgaatt gttatccctg
   960301 agctgctcta gtgagttatc cgtcaccgcg ccttttgcaa gttagcactc accaacacca
   960361 caccacaagg taacactctt accctccagc cccatgttta ccccagtctc actgacagcc
   960421 aggtctcctc caccttccag acgctgccac tcagccacat tgagtaaagg agaggcgggc
   960481 aggaaaatat ccgcatcatc ggaacgttgt atcgccacca tcacacgctc agtttgatag
   960541 ctacgaataa agaccaggga atcaccactg gcatggatca cctgacaccc cccgcgccgc
   960601 aacgctatgc ttttgtggcg taaagccgcc atacgttgac acagtgataa taggtcatga
   960661 tcccactgag cctcatccca cgggaacggt ttgcggcaga acggatcatt ccctccatcc
   960721 agcccaatct catcaccata aaataggcaa ggcacaccaa tccaactaaa caaccatatt
   960781 agcgccattt gcatacgggt tttatcaccc tttaataagg taagaaaacg ggcagtatca
   960841 tggctatcta attgattaaa taaacggagt tgctggctat ggggcaatcc tgcgcggtac
   960901 tcatccatcc agtaggcgca atccgcagca tccaatttta taggatggca agccacatct
   960961 agctcggcga gaaaactgcg gaccggcaaa gcaaaaccca tataattcat tgccgcgtct
   961021 tccactccag cgtgcaacca attacgtgca tcgccaaaat gttcgcccag aatataagcc
   961081 tgcggatttt cttcttttgc tgcctgatag ataccgtgca gatggtgcaa attcccttta
   961141 gcgccgccat cttccccgag catgtgtacg acatccagac gccagccatc aatactgtat
   961201 ggtggccgta accaataacg cacgacgctg tcatcactgc gatagattcg ttcagcgacc
   961261 tcttcattgg caaaattaag ttttggcaaa ctggcattac ctttccaatc taatgctcgt
   961321 ccatcaggga ggaacgtaaa ccaaccacga taaggcgaat cttcgtgatg gcaggcgccg
   961381 ttttcccctt gttgatagcg atcaaaccag cgatgagaat cacccgtgtg gttaaacacg
   961441 ccatcgagca ccaactttat tcctacttca cgggtagcgg ctcgcaattg caagaaatca
   961501 cgctctcccc ccaagtaggg atcaacctga taataatctt cagtatcata tttatgcaca
   961561 ctgggagcgg taaaaatagg gttcaaatac agtgccgtaa cccccagttg ttgaaagtaa
   961621 gggattttct gactaatacc ggccagatcg ccaccataaa atgtcgatgc ggcatgcaca
   961681 tcatccaatg gctgctgcca ctcgcggcga gataccgggc aaccggccgc atgatgaata
   961741 taactcccct cctgcacacc atgatctgcc tgactactgg caaagcgatc ggggaagatc
   961801 tgataaaaaa cttggtccgc gacccaatca ggcccgctat cgggtacatc tacagcaaac
   961861 tgtgccaact gtgctggagg aatcaccgag aaccccaacg ggccaaacca ctgttggcgg
   961921 tcatcccata atagtttgaa gcagtagcgc cgggttggct gcccctcata taacggtaaa
   961981 gaaacgctat agcgccaacg atcatggctc tcatgcccct ccatagtgag cagccactct
   962041 tcattatctg gctcacaacg cagaaagact tgcgcaggta aactatcacc ttgcaaccag
   962101 agcgtgatat gtaatgcgtc gtctgccaaa cgaacaaaag gcgagaccgg aaggtgccaa
   962161 ccactaagca taaaattctc ctgctttaac caaaaccatt cctgtgaaga ctatctggtg
   962221 cagacattaa ctttgtgcaa acactaacct gctacagaca ttaacctgat gcagacacta
   962281 acgccgcgac acattcatct gagatatacg atttttgata caaaccattt attagatgta
   962341 actatttatt ggatataact atttgataga tacactctaa ataattcgag ttgcaggaag
   962401 gcgacaagcg agagccaaat ccgccggaag cagatgcttc gtcgaggcaa gtcccatgaa
   962461 cgggccgagt aacgaacata gccagcacac atgcagcttg aagaatgacg agtctataaa
   962521 tagtttatcg tcactcacca tgccacgttg tggacagaac cccctcatct gtgagtataa
   962581 atattgagga tgagagaggg ggcggagaag attgtttcaa cttgctggta ttattctcaa
   962641 cttgccggaa ttaaaagaaa aaagccggga cagatgaact gtaccccggc tttgtatcga
   962701 ttatcgactc agtgtttatt gaactgtgtt tttaatcagc attcttgatc agcgtagcct
   962761 gttttttctg atacttgacc ttaaagtaat accccaccag caacagcacg atccacacta
   962821 atccgacata cagtgagatt cgagtcgtag ggaaccaacc aataagaccg ataataaata
   962881 ccaggaaaat gatggctagc accgaagtaa aggttccacc acgcagtggg aaatccagtg
   962941 ctttaacctg atctttactc agtgaacggc ggaaagcaat ctgagagaat aggatcatga
   963001 tccagaccca gacagtagca aacgtcgcta atgacgcaat aaccaagaaa acattttccg
   963061 gcatgatgta gttcagataa accgcaatta gcatggcaca catcatcacc agcaccgtga
   963121 cccacggcac accgcgttta gaaatagcag taaaagcttt tggtgcatgg ccttgttctg
   963181 ccatcccatt cagcatacgc ccgacaccaa acacatcgct gttaattgca gatacagaag
   963241 cggtgataac cacaaagttc aaaataccgg cagcaatagt gatccccata tgctggaagg
   963301 tcagaacgaa cggactaccg ttcgtgccca cttgattcca tgggtaaatg gacataatca
   963361 caaacagggt cccgacgtaa aagactaaaa tacgccatgg tactgagttg attgctttcg
   963421 gaatcgattt tttcggatcc tcggcttcac cggcagtaat accaataatc tcaataccgc
   963481 cataggcaaa catcaccaat tgtaatgaca ggagcatgcc aacaaagcca ttactgaaga
   963541 agccaccgtt agtccataaa ttatggatac ccgttggctg accaccgtta ccaatacccc
   963601 aaacaatgat accgataccg gctaaaatca tgatgataat ggtggcaact ttgaaaaacg
   963661 agaaccagaa ctcaagctca ccgaagactt tcacactcat catattgacc gcgccgatga
   963721 tcaagacaac actcagcacc catacccaat gagcaacatc tgggaaccag agccccatat
   963781 agataccgaa agctgtcaca tcagcaatag ccacaatcaa gatctcaaaa caatacgtcc
   963841 agccggtgat ataacctgcc atcggcccaa gataatcttg cgcataacga gagaaagagc
   963901 tggcttgtgg gttattgacc gacatctcac ccaaagcacg catgatgaca aatgccacca
   963961 caccaccaat caggtatgcc aacaacacgc ttggtccggc cattcttatc gcatcagccg
   964021 aaccatagaa taggccagtc cctatcgctg aacccaatgc aataaaacga atatgacgtg
   964081 tcgtcaggcc acgtttaagc ttatttttaa ctggtaattc cattcacaaa gccccgtctt
   964141 ttttcagcaa aaagccacgg atattaaccg tggctaaaaa tactctattg ccgcgcagct
   964201 attgtttaac cacaattttc tggcgacaga aaatgcgatc gtacaaccct atgacgacga
   964261 ataccagcaa ggaaggcggt aaccatgcca gaccttgttc tgccagaggc agatgatgag
   964321 cccatgccgg taaaaaattc gcaaaagtag acgctttcac ggcatcaaga ataccgaata
   964381 ccaagctaat caacataact ggcgcgacga tacgtgatgc atgctgccac cagcgtaagg
   964441 taaagctcat caaaaccagc acgatacaag gcggataaat cgccgtcagg accggaatag
   964501 aaatctggat aaggtggctc agccccagat tagagaccag catcgagaag ataccgagga
   964561 taaacaccag tgtccggtat gacagccgca ggtattgcgc aaagaattca gcacaagcgc
   964621 aggtcaggcc aactgccgtc accatacagg caataaagat cagtgccgcc aggaacatac
   964681 tgcccaagcc accaaaggtg tgctggacat aagcatgcaa gatgaccgcg ccattttgcg
   964741 catcaggtac caaactaccg ctgctagagc ctaatttaaa caggcttagg taaaccagag
   964801 tcaggccaat accggcaatc aaccccgccc aaatggtata acgcgtcagt aacacggcag
   964861 aaaccacacc acgcgagcgg gctgcattca cgataacaat accgaagact aatgcaccca
   964921 aggtatccat ggtgagatag ccattaacga aaccggagga aaagggagct tgctgataag
   964981 catctgttgc tgtaatcaac ggccccgcag gccagatcag ggccgcaatc cccaaaatag
   965041 ctaacgctaa aattttcaac ggagccagaa tatgcccgac cgtatccaac aagcgccctg
   965101 ggtacagtga aattccaata accaatgcaa aataaacaac gctatagata aacagcggta
   965161 acgggccatt acccgttaaa ggcgcaatgc cgacctcgaa ggaaacggta gcagtgcgcg
   965221 gaatggcaaa taatgggcct accgccaaat aacagacagt agccagcacc aaaccagcac
   965281 tacgaccaat tggcgtactc agagcatcaa taccgccccc gacccgggcc agagcaataa
   965341 cggtaataac cggtaaccca acggcagtaa tcaggaagcc cagagcggcc caccacacat
   965401 gttctcctga ctgtaatcca accatcggtg ggaagatgat gttgcccgcc ccaacgaata
   965461 aggcaaaggt cataaaacct aatgccataa tatctttaga tgataaacga tgactcatag
   965521 tgaaatagtt gcctagttaa aatgaccaaa agaaaaaatt ctacgctgtg gtctttccta
   965581 cgagatcgaa acgatacaaa gctctgataa acacgaactc cgacggttta aaagccatct
   965641 atttcgacag tatgcagtat ttttgaagtt atttgcaggt ggaataggcc aacaacggcg
   965701 ctaagtagac agtttatagc ggagaaaggc aagctgggat cataaaagca gaatcatcgt
   965761 ccagataatt tttacaagcc agtcaatgat gtcgagttta caacgatacg caccatatga
   965821 tttgtattat ttatagccaa cagttaaccg ctcatagcga gaatatcaga taaataggcc
   965881 ccgataggca gcacaggctc catcaatttc actcaaccgg aataacccaa aattattttt
   965941 gttggttgaa acagcgatag accctacttt tgagtacata taaagagcag attagtcagt
   966001 aaaacccaat gtttttcggg tgttattcaa catagcaggc ggtaatggca aatagccgtc
   966061 atggctgacc aacttttgcc cttcggggga tagcgcacgc tcaagaaatg ccgcagtgag
   966121 tgcttccagc ggctgccctg gtgctttatt aatataaata tagagatagc gtgataacgg
   966181 atagaggcca ttactgacat tttctgcagt tggcataaca aaatcttgcc cactcgctgc
   966241 caacggcagt gatttaacac cactgttacg aaaaccaata ctggaataac cgatgccatt
   966301 caatgaaccc gccaccgctt gcaccacgga tgcagatccg ggtaattcgt tgatattatt
   966361 tataaaatca ccatcacaga gtacccggcg cttaaaatag ccatacgtcc ccgatgcaga
   966421 attacgacca tagcgttgta gggggcgtgc cgcccaatcg ccactcaacc ccaagtcacc
   966481 gaagcgttga attttctggg gttctccaca acggcgattt tgcgaaaaaa tagcatccag
   966541 ttgcgataac gtcagcctat tcagagggtt atcctgatga acaaacacca ctagcgcatc
   966601 cacggctact ggcacggcta acggtgggta gccatagcgt tgaataaaag cagcaatctc
   966661 gccagctttc attggccggc tcattgggcc aagctgcgtt gccccggcag ccagcgcagc
   966721 aggagcggta gatgaccccg cagcctgtat ttgcagatta acgccaggat agtgatgatt
   966781 gaaatcattt gcccacaatg acatcagatt ggccaacgtg tcagaaccaa cactggaaag
   966841 gtttcctgat agggtgttgg caacgggcat tggtaccgac ggagagacgg taattgaggg
   966901 agaggctagc gtcactggca gtactaaagc cactgatcga gttaaagcca ctgatcgggt
   966961 taaagccact ggctgtacta aagctattga ttgcgcaaaa acagtatagc tatgccataa
   967021 aatgacattt aagagcgcca gttttcccca tttcattagg cttttatccg caccgtctta
   967081 agatttgact gcattctcga ctaaaacagt tggaacaatc aacctgttcg gtaaggtaaa
   967141 aataaaacgg gtacccagac caatttcact catcacctcc aaacgcgcat catggtgact
   967201 cagagcatgt ttcacgattg ccaaccccaa cccactgccc cccgtttgcc gtgaccgggc
   967261 tttatcgacc cgatagaagc gctccgtaag gcgaggaaca tgctcaggag ggatccccgg
   967321 cccgttgtcg ctgacttgaa attgagcacc ttgtggtgtt tgttgccagc agacctcaat
   967381 tttcgtccct tcaggcgtat gatttacagc gttgtagacc agattcgata ccgcgctacg
   967441 cagttggtct tcgttaccga atacctttaa ttgatcgtta accctgaaag taatctcatg
   967501 gcggccattg ctcagtgcct gtacctcatg ctgcaatatt ttcaacatca gcggaatatc
   967561 cacccgctca tttaaatcca catttggtgc ggcttcgata cgtgataatg tcaaaagttg
   967621 cttcaccagc ccatccatac gcttagtctg ctcttgcatc gtccccaaag ctttatcgcg
   967681 taacggcccg gccaactctt ggtcatgcat catttccaga tagccttgca gcaccgtcag
   967741 cggcgtacgt aattcatggc tgacgttggc aaaaaagtta cgtcttgcac cttccaactg
   967801 gcgcatttga gtcacatcac gggccaccat cagtaactgc ccttcagaat aaggcatcac
   967861 gcgaaactcc acgtagtaac cgttattcaa ttgcaaggtc agtgggcggg aaaacgtttg
   967921 ttgttgcaga tattggctaa attccgggta gcgcaataaa ttgagaatat gctgcccatt
   967981 atcctctggc cagcgaaacc ccaacaattg ttgagctaaa ccattacacc agaaaatatt
   968041 accatcaacc gtggtgataa ccacggcatc aggcagtgac tctgcaccac tgcgaaaacg
   968101 cttaattaaa agcgccagtt cgcgccgacg cctgcggttg cgcaattgca tctgatataa
   968161 gccgtaaaat aggggttccc aactccaacg ccccgacggc ggtgtcatac tgcgatcaag
   968221 ccacaaccaa tgagagagtt tgagttgatt ataaaagttc cacgtcagcg cggcgaccac
   968281 tgaaaccagc aataaccaag ggagataacc aataaacgcc cccagtaata atgcaggcaa
   968341 acaaaaaaga gccagctcta aagccagcgt tttccatgat aagcgttcta acacaacgaa
   968401 ttctccggca ctgaaaactc agtagcgcgt tgagaaacgg tatccagttc cccggacagt
   968461 ttgtaccatt ttatcgtgac catcagtttc aagcgccttg cgtaaccgac gaatatgcac
   968521 atcaaccgta cgatcttcta cataaacgtt agtgccccaa acataattaa gcaactgttc
   968581 acggctataa acacgctcgg gatgagtcat aaagaagtgt aataatttaa actcggtcgg
   968641 ccccatatct agcgcctgat cattcgccat taccctgtga gatgaagggt caaggctcaa
   968701 cccttgcatt tcaatcactt cttcaacggc cattggcgat atccgccgca ttaccgcttt
   968761 gatccgcgct accagctctt taggtgaaaa aggcttggta atataatcat ctgcgcccac
   968821 ttccaaaccg cgcacacgat cttcttcttc gccacgagcg gtcagcatca tcaccggaat
   968881 atcccgggtc aaagcttcac gtttcatatg tttaataaac tgaatacccg agccgccggg
   968941 taacatccag tctaacagca ctaaatcagg aaaaggctcc gacaggcgag ctaccgcgct
   969001 gtcataatct tcggcttcta acggttggta gccattttgc tccaacacaa agcacaccat
   969061 ctcacggatt ggtgcttcat cttccaccac cagtatgcgt cttgccatca tcaaccctgc
   969121 cagtatgtta gcggtcacta ttcgatttcg gggccattat gcgtcagttt tgtgacagat
   969181 ttatgaaaaa tatcacgctt cagtgagcaa taagcatagt gataaatgtt attttttttg
   969241 ccaaacgcag taatcaactt tgcgaggcgt ctcggagatt tatttcatcc tgtgtttttc
   969301 accgcgacat cttgatgcca acgcttataa tcagcgccat tctctttcgt catcatcggc
   969361 catagcgaga gctttatgcg tattattcat acctctgact ggcatttggg gcagtatttt
   969421 ttcaccaaaa gccgtgctgc tgaacatcag gcatttctgc actggttgat tgagcagatc
   969481 aaagaacacc aggttgatgc gctgattgtc gcaggggata tttttgatac cggtgccccg
   969541 cccagctatg cccgtgagct ctataaccgt tttattgttg agctccagcc taccgcctgt
   969601 caattagtgg tactgggtgg caaccatgat tcggtagcca cactgaatga atcacgagat
   969661 ttactttcat acctgaatac ctcggtaatc tcatgtgcca gtcgtgatct gaaacaacaa
   969721 gtgattatcc tgaaaaatag acagcagcaa cccgcagcgg tgctatgcgc cattccgttt
   969781 ttacggcccc gtgatctggt gaccagtcaa gcgggtgagt ctggtgacca gaaacaactg
   969841 gcattacaag aagctattgc tggccactat caaacgttat atcaacgcgc cctagaactg
   969901 cgatctcagc ttggcttgcc tctgcccatt atcgccaccg ggcacctgac caccgtgggt
   969961 gtgacaacca cagactcagt acgagacatt tatattggta cactagatgc ctttccggct
   970021 caggcttttc cacccgcgga ttacattgcc cttggtcata tccatcgcgc tcaacaggtc
   970081 gctaaaactg aacatatccg ctacagcggc tcacctatag cgctcagttt tgatgaacta
   970141 agcaaagaga aaagtgtgta tttggtggag tttgaccagc aaaatctgtc atcagttacc
   970201 ccactcttca ttccacaatt tcaaccgatg caattgatca aaggtgattt gcgccaaata
   970261 gagcagcaat tagcggcatt tgctggccat gaaggcttac ccgtgtggtt ggatatagaa
   970321 gtggcaaccc aagactatct caccgatatt caaagacgga tccaggcact ggcagcgaac
   970381 ttgcccgttg aagtggtatt actacgccgt agcaaagaac aacgtaataa cagcatccac
   970441 cggcaggaaa aagaaacgct aaacgaattg accgtcagtg acgtatttga acgtaggctg
   970501 gcactggagg cagatttacc cgagcctcgc cagcagcgaa tgcgccaaat gttcaattac
   970561 gtggttgatg aaatagcaca agatggcagt aacggtgtgg cggaggagcc agcccaatga
   970621 aaattttgag cctacgtctg aaaaacatta actcattaca gggcgaatgg aagatagatt
   970681 tcactgccga accttttgcc agtaacggct tatttgctat caccggccca actggcgcgg
   970741 gaaaaaccac gctgttagat gctatctgtc tggcgttgta ccaccaaacc cctcgcctca
   970801 tcgtaacccc cagccagaat gaactgatga cgcgccatac tgcagaatca ctggcagaag
   970861 ttgaatttga cgtgaaaggt atccgttatc gcgccttttg gagccagcgc cgtgccagaa
   970921 acagcccaga tggcaatctg caagccccca aagtagaact ggccttatgc gaaaacggca
   970981 aaatcttggc cgataaggtc cgcgataaat tagatatgat cgcggcaatc accggtctgg
   971041 actttggccg ttttaccaag tccatgatgc tgtcacaggg gcaatttgcc gccttcctca
   971101 atgcagatgc caatgatcgc gctgagttac tggaagaatt gacgggaacc gacatctacg
   971161 gacgtctatc tgaacgcgta tttgaaaaac ataaacaagc caagatcgat ctggatgcat
   971221 tgcaccaacg tgccagcggc attgaactgt taaatgaaga acaacgcctg gccctggcac
   971281 agcaaattga tgcactgagt caacaagagc agcagctcag taaagaacaa ctcgtcacgc
   971341 aaaaccaaat aaactggcta acaggttggc agcagcagca acaacacgta cagcaatatc
   971401 agcagcaaca ggtgctcgtt gagcaagagt atcaacaggc actacccggc ctacaacgtt
   971461 tagcgcgtag cgaaccggca gaaaaattgc gcccgttgca acgagaacgt gaccgtagcc
   971521 aaaaagattt acaacaaaca cagcaacgca tcaccgcatt ggcacaacaa cagcagcaat
   971581 atctggcaca gctcacacca ctgactcagg cagtagagca agccactgcg gcacgccaac
   971641 agcaacagct taatcaacat gagcaagaaa cactcatcga acaacggatc gtgccgctgg
   971701 ataaccttat cacccagcag cagcagacat tgtcacaact tgcagggcaa atacagcaat
   971761 tacgcgctaa agagcagcaa aacagccaac aacttgcgct gaatgagcaa aaactattgc
   971821 agacccatca acgcctgcaa cagctagcag actatgccaa tttacatgcc catcatcagc
   971881 actgggaaaa acatcttccc ttatggcatg agcagttccg ccaattacaa ctacagcaac
   971941 aacaatcagc tcaaagtgag caacaactac accaacaaac aaccttactc gccacgctgc
   972001 aacagcaggc tacaacacta agtgcgcaag agaaacaaca acaagtggcc ttagcggagg
   972061 ctcgcgcaca ggcaagctat cttcagcaga aattattagt ccttgaacaa cagcaacctt
   972121 cagcacagtt gcgccagcaa ctaaacgagt tcaatgagca acgtcagata tgccaacaac
   972181 tggcggcttt atcgccttta gcacaacaaa tacaagcact ctatgataag cagcagcaac
   972241 aatttacggc tcagcagcaa cagcttaaac agttagagca acagttaacc gaaaaacgcc
   972301 agttatatca gcagcagaaa caacatctgg ttgatttaga agccttactg gaacgcgaaa
   972361 aacagattgt cacactggaa gcagaaagag ccaaactgca accaggagat gcctgcccgc
   972421 tatgtggtgc tgtggagcac ccggcgatta ctgcgtacca agcagtgaaa ccctcagaaa
   972481 cagccgtgcg agttgcaaaa ctgcgcctac aggtcgaaca gctttacact gaaggcactg
   972541 agttgcgtac ccaagttgca agcatgcaac aacatcagca gcgtatagag caagagttac
   972601 aagaccatcg ccaacagtta gctgcatatc agcaacgttg gcaaacactg gcacaaccgt
   972661 tatcactggc cttcaccttg aatgaacctg acgcattagc cctgtggcta gagcaacatg
   972721 agcagcaaga acaggcgtgt caactaaagc tggtggagta tgagcgtctg actcagcagt
   972781 atcagcaggc caaagatatc ctgacccagt tggaacaacg gcagcaagaa catcaacaac
   972841 agttggcact gatcactgaa cgccaaaaaa atgctcaaca aacctaccaa cagctgcaat
   972901 cgcaatatca gcaccagcaa gaagcactta tagctcagca gcaagtgtta aaccatacgc
   972961 tgactgaatt gtccttatca gtacccgatg ccgatcaaca acaggattgg ctagcacagc
   973021 gggaagagga atgtcagcgc tggcaacaac atcagcaaga gcaacagcgg ctcactattg
   973081 aacaaaaaac gctggaaaca cgtattgaga atgaacggcg tcatttacag gagtgtattg
   973141 accaattatc ggcgctaagt caacaacgcc agcaagctga aacgctatta cagcagcaaa
   973201 tccagcagcg ccaggcactg tttggtgaag atatcgttgc cgaagtccgc cagcgattac
   973261 gcttacagca gcaacaggca gagcttgccc agcaaaacgc agaaaaagcc ctacaacagg
   973321 ctcaatccca actgaatagg ctatcaggtg aactgaccgg gctggagcaa caatgccaac
   973381 agtatcagca acgtgctacc accacacagg ctgaattgca acaagcactg tccaccagcg
   973441 aatttgctga tgaaacggca ttaaccgcag ccctgttaag tgaagaagaa aggcagcatc
   973501 tacaacaatt gcaacagcaa ttaaatgagc gacggcaaca agctcagatc cgcctgcaac
   973561 aagccaggga gatattggat caacatttac agctttgtcc ccaaggtgtc gataagtcct
   973621 ctgaattaac cttattacaa caacagtcag aacagctatt ggcacaactg aaaaccacaa
   973681 cgttacggca aggcgaacta cgcaatcagt tagaaagcga caccactcga cgtcataatc
   973741 aacgtacgct atttgaacaa attgagcgta gtcagcagca atatgatgac tggagttacc
   973801 tcaatcaatt aattggctcc aaagaaggcg ataaattccg taaatttgcg caaggtctca
   973861 cactcgatca tctggtttat ctggccaata accaacttag tcgtttacat gggcgctatc
   973921 tattacaacg taagactaca gatgcattgg aattacaggt ggtagatacc tggcaagcgg
   973981 atgccatacg cgatactcgt accctgtcag gaggagagag ttttctggtg agtctggcgc
   974041 tagcattagc actgtctgat ttagtcagcc ataaaaccag tattgactca ctgtttcttg
   974101 atgaaggctt cggtacgttg gatgctgaaa cattggatac cgcactggat gccttggata
   974161 gcctgaatgc ttccggcaaa actattgggg tgataagcca tgtagaggca atgaaagatc
   974221 ggatcccggt gcagataaaa gtgaaaaaag ttaacgggtt aggcgtcagc cgtttggata
   974281 atgccttccg agtcaatcaa gactgaacag ataccccaac tcatcggcgt tacagtaagg
   974341 cagcaagtga ataacagatc ggtcgggaat caatttgaac aacattgatg ctagcccaca
   974401 gggtaagcct caaggatgag gctcattaat cctgatgagt ctatttattg caaggtcaac
   974461 gaccagtaag tgattcgggt gagtgaacat agctaacacc gctgtagcgt caagttctaa
   974521 ggaaaatacc caaagtcatt ggcgttacag caaggcagaa aatcccgatg agtctattta
   974581 ttgtaaggtc aacgaccagt aagtgattcg ggtgagtgaa cgtagctaac accgctgtag
   974641 cgtcaagttc taagggaaat acccaaagtc attggcgtta cagcaaggca gcaagtgagc
   974701 aaatcccgat gagtctattt attgtaaggt caacgaccag taagtgattc gggtgagtga
   974761 acgtagctaa caccgctgta gcgtcaagtt ctaagggaaa tacccaaagt cattggcgtt
   974821 acagcaaggc agcaagtgag caaatcccga tgaacttaca tgagtaagtg attcgggtga
   974881 gtgaacgtag ctaacaccgc tgtagcgtca aggacgaagg gtattccata gccaggcagc
   974941 cccccggacc ccactcgaat caccatgcaa ggctttaaga ataggcgttt cacactcacc
   975001 gccaaatacc caggggctga ttaacgcagg taatgtgtca tacaagcggt caacattact
   975061 catccctccc cccagtacca caacatcggg gtcgaacagg ttaatgacat gggccagcga
   975121 tttggcaaaa cgccgctcat aattgttcat tgcctgttct gcgataacat caccctgctc
   975181 aaccaactca ataatttcat ggccttttag cggttttcca ctcaacctga agtaatcagt
   975241 ggcaaaaccc gtacccgata caaaagtctc aatacagcct tttttcccac aatagcacgt
   975301 cacttcttgt gcatattctc gctcttcttc atcttgccaa ggtaacgggt tatgccccca
   975361 ttcaccggca ataccattac cgccagcatg cgaaccccca tcaatggcaa tacccgagcc
   975421 acaccccgtc ccgataacgg cagcaaacac ccatttttta cctgcccccg ccccgtctgt
   975481 tgcctcagaa acggccagac agttcgcatc attggctaac cgcaccgggc ggttcaaaaa
   975541 caccgagaga tctttatcta actcccgccc attcaaccat actgagtttg agtttttcac
   975601 tttgccggta aaaggagaaa gtgtgccagg gataccaacc ccgatactgc cttgctcgcc
   975661 agtcgcgtgc tcggcatcag cgattaagtc agcaatagcc tgtatggttt tttgataatc
   975721 atggcgtgga gtaccaaccc gtttacggaa aagcacctgc ccatcattgg ccaatgctat
   975781 gacctctatt ttggtaccac ccagatctat accaatgcgc atcgcatctc acctcgttga
   975841 caagattgtt ttattttctc gcgatcaaaa taccctgcta ggcaggataa ctgtgatctg
   975901 gataactatg ataatgaaaa tattatcttt tcagtttgaa caatacaccg tagcgataca
   975961 atctttgtta tccataattt tgcattccgt ctgtttttaa tcaattaaac cgaagataac
   976021 attcaacaaa taatagactg gctctgcttt tttcttattt tttttactag ggacacgcgc
   976081 gccaattcgt tatcatgccg ccctgcgttg attaactcgc gcgctccagg cgcgcccgag
   976141 ccaaggataa cactatgctg tggtttaaga atttaatggt ttaccgtttg agccgggaag
   976201 tttcgctgtc tgcggatgaa atggagaaac agctaagcgc ctttagtttc acgccttgtg
   976261 gtagtcagga tatggcgaaa accggttggg tatcaccgat gggttcgcac agcgatgcat
   976321 taactcacac cgttaatggt cagatcgtta tttgtgcgcg caaagaagag aaaatcttac
   976381 cgtcaccggt gattaagcaa gagttgcagg acaaaatcga acggttggaa ggtgaacagc
   976441 accgcaaact gaagaaaact gaaaaagatt cattgaaaga tgaagtactg cacagtttgt
   976501 tgccgcgtgc attcagccgt tttaatcaaa cttttttgtg gattgatact gtcaatgacc
   976561 tgattatggt cgatgccgca agtgctaaac gggctgaaga tacattggct ttgctgcgta
   976621 aaagcctggg gtcgttacct gtcgtcccgc taacgttaga aaatccgatt gaactgactt
   976681 tgactgagtg ggttcgatcc aaaacattgc ctgcaggctt tgccctgatg gacgaagctg
   976741 aactcaaagc aatcttggaa gatggcggtg ttattcgctg taaaaaacag gatttattca
   976801 gtgatgagat cgccgtacat atcgaagcag gcaaactggt cactaaatta gcgttggatt
   976861 ggcaagaacg gatacagttg gtgctgtctg acgatggctc attaaagcgt ttaaaattcg
   976921 ctgacacgct acgtgatcaa aacgaagata ttgatcggga agattttgca caacgtttcg
   976981 atgccgattt tattctgatg accagtgagc tggccgcttt gattaagaat ctcattgagg
   977041 cccttggcgg cgaagcacaa cactgatttc agcacacgac agcgcggcta aatataacca
   977101 aagtcatcgg ggttgcagtt aggcggacaa catcacatcc gatcagccag cgaaagtcgg
   977161 tgactcgggt cagtgaaaaa tgagaagtga gaagtgaaaa acacgcgcta cgatgcagct
   977221 tagagtaagt aaaaaggata gatgatatgt cgccccctct ggcatagaga gggtgacaga
   977281 ctcgctaact caataaattc attagctcaa atatttgcac aaatatgaag atgcttcagc
   977341 cacttgtagg ttaaattcac tttcccctgg gatatagaag gtttcacccg gcataaaggt
   977401 ttgccagtca ggcgatcccg gtataagtac tttcaaagaa ccggtgatta ctgtcatttc
   977461 ctccgcttta gctgtactaa aggtgtactc tcccttttcc atcaccccaa cgctggctgg
   977521 cccaatgctg tcactgtcaa aaccaataga tttcactttc ccggtaaaat actcattaaa
   977581 tttcagcata gctttgctac ccgcatctta atataaatga gctttcatat tagagtttct
   977641 gtaaacggtc tgtcactgat tattatgacg aaatgggatc ataaccagat tcactgcctt
   977701 ggttgaggag aaagcgcaca atttgtgtat cgtgcaatgc ctttcaaagg cacgaaagcg
   977761 gatgattaag acaaaaaagt aaaacggcgg ctgattaacg atataacata aaataaaaaa
   977821 cattaatatc gtttcaaaaa tgcgatcaat atcgaccgaa atgcaggcgt aaaatgcgag
   977881 tgttgaagga aaaataatgt gaaggttttc attagcccac cttgcgtggt cttaccttaa
   977941 gccgcataag atgaacgtaa aaaacgcgtt tccaaataat tatgtaggtg acaattgtat
   978001 acctgcataa ttaattagca atcaaccaga ctcgctccac acattacata cattaccaat
   978061 caacccccct tttcttcatt atttgaccat ctcaccagtc aacatctgta aaatttgttc
   978121 gacaaccagt gacggggttt gcgttccatc aagtacatga tgggcgacgt cctgatacaa
   978181 cgcttcacga ctagccaaca catccagtat ttcttcaacg atgggtttac cggttaaact
   978241 tggccgctga gcctcttcag gatcttccgc tagccgcttt gccaatacgg ctgcagacgc
   978301 ccgcagataa atgactcgcc catgatcacg catgaatgcg cggttttcac tggacagtac
   978361 cgcaccacca ccagtggcaa cgactgtttt aggtgccgtt actgcctgta gtgccatgct
   978421 ttcacgtaga cgaaaaccat cccaaccttc actctcaaca acttcagcca cggtcatttg
   978481 tgaggtttgt tgcataaata gatctgtatc aacaaaccga taccccaatg cctgcgccaa
   978541 tgccttccca atagtggtct tacccgcacc gcgcgcgcct accatgaaga tagtttgtgt
   978601 cattacttga aagtccttcg tatcaacttc tgaggataaa ttttcgacat caaaaaaccg
   978661 accgttatta ttggccggtt gaacaggttt actacgcggt tcaacgccgc agagacaaat
   978721 cataccgata attaagagta gtgccaactt tacagtgacg taaaattaat aatacaccca
   978781 ataaaatcag cgtagtgacc tagctcgata tgaagctctt atccacatcg agtgggcaag
   978841 atatgtcggt taattggggt gacaaatata aaccagcgca ggaggaaaat tacgcacgac
   978901 ccgtattttt ttccaattaa aataacgaga taacaatgac tctgatagat ggctgtattg
   978961 aaacagcact aagactccat tgcgtgcacg taggcgttgc tgagtttgct gtaatattct
   979021 gatactgatc ttggttggga tagacagcaa aggtaaacaa caaaaaacaa catcgtactc
   979081 ttgatccaac tgctccgcag aacgatctgc aatctgtaaa cgcgaatctt ttagctggtg
   979141 caatgcatgt acaaaatgag gttgaatctc atacgcttgt aagctcgaat tagctgacat
   979201 atgcgacaga atacgcttag tcagcacacc atcagccgca cctaattcag caatattaag
   979261 attttgtgtc caatctatct ggtttagcat cgcctgacat aaccaaggcg acgaggggac
   979321 caatgaacca acggtacgag gtgaggcaat aaaacgctgc aaataggaaa actgactttt
   979381 aaaattacgc cggacaatgt ttagcataac ctctcctcgg agactcagat ggaccacaat
   979441 aacactttat atttcttaag ttctcattaa gattgttcta ataattaatt atttttatca
   979501 gataaactga aaaagttgac tctgtaacca ttaatgctga tgaagtgagt aaacaagatt
   979561 tagcgatgac tcattatggt ttactcaggc ttatctactg gctaaaaatc cccccaaaag
   979621 tgttgtatca aaatatttat ttatcgattt attttttatc tattgtagaa actaatgata
   979681 ggtactgatg ttggcattgt agtggctaac gttatcatgg ccgagaccaa tgatgatcgt
   979741 ggcaggtcca tcagttgtca ctttttcatt cagtcttcac ccaatgccca tcccttaaac
   979801 gttgatatta aaaacatagc ctctcctcat gttttatcta tagtggcttg ctcgataaaa
   979861 aaagctgctg ctaaaatgag actgtcgtaa taattttagt cacaatcaca aagaatcatt
   979921 tcataataga cgcctacgga gagattatat gaaatacttt agtgatattg attatggatg
   979981 cagcaatgca aggagacgta atgttgtgta aagaaaacaa atcattggtg cgaaaataaa
   980041 aaggatataa cctcattatc cataataaaa atatatttat ataaatctaa atgtgaatat
   980101 tgatatatta ttaccactac ccacacttat tgtttactag tctcttactg ccacaatcat
   980161 catgatatca ctggtaaagg aaccatcagc ctgaatagca tagtgattaa tgacaccgtc
   980221 agatgctaac ttttgaaact cgcgaatagc cgtagcaaaa tgtgcaggtg tccgcattct
   980281 ggcaacccaa ctgctgaact ccaaatacaa gcggtcagaa gtcacttcat ttattactaa
   980341 cccaccctcg gtaaataaag atagccattc tccaggagag taatttcgta catgagaggt
   980401 atcgcgtaag acttctactg tttgcaaata gatatccaat accggatgtc caggagaaac
   980461 cacatccatg aagatgactt ttccaccggg ccgtaatacc cgcttaactt cacgtaaagc
   980521 tttcccaaca tcgtgccaat ggtgtgcaga ataacggctg ataacaatat caaagctttg
   980581 atcagcaaaa ggcaatgatt cagccagccc ttgttgtatc tcaatattag tgagtttttt
   980641 atctgctgcg gcctgcatga caacctgtaa tatttgagcg gagagatcat aggatacgac
   980701 atggttttga ttttttaccg tgctatccag tgaccagaga atgtgaagca atgaccgttt
   980761 tttggataaa agcaatattc aggtggcgct tgcaaaatgg caaacggaat aaacctggaa
   980821 atctgattat cgggcgagcc atccatgcgg catgatgcct atcattcatc aaataatgca
   980881 ggctaatgag aatatcagca aagttaaacg gttttatctt cctcaatctg ttgtagctga
   980941 tttttatacg attttacttt ttggcgtttt ttcatccacg tggtgaacga cactaagaaa
   981001 atcccaccag ccaatgttaa tacgcccaat tcatgcttgt aaaacagcat gataataaag
   981061 tagacagcag aaataattgc cacccatttc gccgaatgac caacagcatt tttctcattg
   981121 gtcagacggc ggatactctc ttcttcactg atccccataa cactgccctc catattttgt
   981181 gatggttata atattggggc agttgcatga taatacaaca tatttttcag cttttatttt
   981241 gtcttctcaa ggtagcctca gaggcgctcc ctgtgggctt gtaaataatg ataaaacgca
   981301 tcatacaagc gacagaccgc tactctatag agtgaagcta cagaatatag tgaggctaca
   981361 ggccttcctg aaatttcctc gccttagctg tttgctgttt ttccagttca aaaatggctc
   981421 gctgtaagcc tttctcttga ataggactta agcgcaagaa tttaaaactc aaacgttgca
   981481 ctgtcagcat ttcgcccttg ttattaacca cttgtttatc gagcgcccgg ataaattgca
   981541 gatctaattt aaagaggcca aaaccacata aatctaccgc tgcatctcgc agaacactgc
   981601 atccctggag cggaaattcg ctacctttca tggcatataa acccattcca cccaaggaga
   981661 tgtcggccaa tgtatattta tactgagtgc cgtcagggaa tttcccacta caataataag
   981721 ctggccattg cggaatactg acacgaaaat attcccgtcg ctgaatgaaa tagagctgtt
   981781 ccgggatggc agaactgaag gcgggtagtg acaaatattc gacatgtttc agcttgttac
   981841 aggtgaattc aattttggca cccgtaggtt caacaataat cgtgagttgc tccgcaccaa
   981901 gagccaaaac attttcgttt tctacactgc cgaaatcgaa aataaactga ttagtctcag
   981961 gctgtatatc cagaatacgg ctaataaatt gtcctcgagc atgggtaacc atcacggcag
   982021 tatcgttctt ctgtaaatcc cgaagaattg cacagatcgc tagtttattt tttttaacaa
   982081 attgctcttt agacgtttcg ctcactggcc ccattcccta ttcttaattt atcagtctat
   982141 ctgctcagat tatcatcaaa aatgtataaa taacaaagag gttatcggca actaacagaa
   982201 ttacttaaat gttttactat cgggaggaaa tagtccggat gggccatatt ttggactgga
   982261 gaacgtttat gcaggataat attttttaca gaataaccgt tggctgggtc aggtttgatt
   982321 tgaaaaaaaa gcgacattgg caaattgcca catgtcgctt tactagcgat ttttaatcaa
   982381 tcagctactg atcaaccggt taagaataaa cctgttgcca ataaacctac taaaaaataa
   982441 atcagctacg aactaaatcg tcgccgtaac ctatccattt atacgtcgtc agcgcatcca
   982501 gtcccatagg gcctcgggcg tggagttttt gtgtgctcac tgccacttct gcacccaaac
   982561 caaactgacc gccatcggtg aaccgagtgc tcgcgttaac ataaactgcc gatgaatcga
   982621 cagcgcggac aaaatactca gcatgactca gggaacgggt caggatagca tcagagtggc
   982681 tagtgccatg ctcacggata tggtcaatgg cggcatcaat atcagtaacg atatccacat
   982741 ttagatccag tgatagccat tcatcatcgt aatcagcggc ttctactgcc acaactttgg
   982801 cttttccatc tgccagatag ggcatcgcca gcggactggc atgcaatgtc acgccaaacg
   982861 cgtgcattct ggcacttaat agcggcagga aagttttggc aaccgcctga tgaaccagca
   982921 acgtctccag tgagttacaa gcacttggcc gttgtatctt cgcgttttcg atcaccaata
   982981 aggctttttc aaaatccgcg ttttcatcaa caaaggtatg gcaaacacca atacccccgg
   983041 taataaccgg gatggtcgat tgctctcggc acaatttatg taagcttgcg ccgccgcgtg
   983101 gaatcaacat atccacatag cgatccagac gtaacagttc attcaccagt tggcggtctg
   983161 ggctttcaat ggcctgaact gcagcggccg gtagaccaca ttgctccagc gcccgctgaa
   983221 taacatttac tgtcgcctga ttggtataat gcgtttcttt accaccgcgc aaaatcaccg
   983281 cattgccagt tttcagacac aggctagcga catcgatagt aacattaggg cgagcttcat
   983341 aaatgacacc aatcaccccc agcgggacac gtcgacgttc cagttttaaa ccactgtcca
   983401 gcaaactgcc atcaataaca cgccctacag gatcgtttag gcggcatacc tgacgtacat
   983461 cattagcaat ggcggctaag cgggcgggcg tcaataacag gcgatccagt agcgcctcgc
   983521 tcatgccact ctcgcgtgct gcagccatat cccgctcatt ggcctgcaaa atagtttggc
   983581 tctctgattc taataggtta gctatgaccg ccagtgcctg attttttttg gccgtactca
   983641 acatcgccaa ttgccaggaa gcctgtttgg ccgcttttcc catatgttct aacaggttca
   983701 tgtttgctcc ttagctgaca atcatatcat cacgatgaac agccaccggg ccgtattcat
   983761 atccgaggat ttcactgatt tgttgcgagt gatgccccgc taacatgcgc aatgcatcac
   983821 tgttatagcg tgaaacaccg tgtgctaaat cccgcccatt gagattacgg atacggatca
   983881 cttcaccacg ggagaagtcc cctttaacgc tgcgaatgcc ttttggcagc agcgaactgc
   983941 cccgttccat gatcgcaaat acagcaccgt cgtccactgt gatttcacct gccggtggcg
   984001 caccaaaaat ccaacgttta cggttttcta atggtgtttc caatgagtgg aaacgggtac
   984061 cgactggcgt accgtcaatc acatcggcaa tcacacccac ctggctacct gcggcaatca
   984121 ccacatcaat acccgcacgg cacgcgacat ccgccgcttg cagtttagtc gccatgcccc
   984181 ccgtcccgag ccccgaaacg ctgtctccgg ccatcccgcg caggacatca tcaatgccat
   984241 gcacttcgcg aattaactcc gcttctggat tgttacgcgg atcagcggtg tacaaccccg
   984301 cctgatcggt caacaacagt agcttatctg cactggccaa aatggccgcc aatgcggaga
   984361 gattatcgtt atcgcccact ttgatttcag cagtagcgac ggcgtcgttc tcattgatca
   984421 ccggtacaat gcggttatca agcaacgcat tcatggtatc gcgggcatta agaaaacgct
   984481 cacgatcctc taaatctgcg cgggttagca gcatctggcc gatatgaatg ccataaattg
   984541 aaaacagttg ttcccagagc tgaattaacc ggctttgccc aaccgcggct agcaattgtt
   984601 tcgaggcaat agtggcgggc aactctggat accctaaatg ttcacgaccc gcagcaatcg
   984661 ccccagaggt gacaataaca atacgatgac cttttgcgtg ttgctgggca cattgacgca
   984721 ccaattcaac aatatgggca cggttaagac ggcgggaacc cccggtcagt acactcgtcc
   984781 ccaatttcac aaccaatgtc tggctgccac tcataatttt tctaccgttg ggatgaataa
   984841 aagaaatggt ctagaggtct ttgtagcagg cgcaaggcat tatgccaaca ggcttgatac
   984901 gaaatcaccc cctttattgt gcagaaaggg ggtaatgggg acagtttatg accacggaat
   984961 tggcctaatc aaacctaggt aagcgtatta tcaagcagat aacttaacag gctgatcgtt
   985021 aaaatccgca gcaggttcta atttcatgtc aatggaagct agcatctctt cgagccgcag
   985081 atgaaaacta cgcagtgtac tttcaagttt atcctgaact tcaggatcgc taattttttc
   985141 cgcgttccag ttgccttctt tattaaagag tccgagttga taaacataag taaagcgacc
   985201 agccgatggc tccagttcta tccaccaccc ccagaactca cgtttctctg gggcaagctt
   985261 cacattgatg catacagcta aacaatcaaa gaaaaaatgg tcgttctggc actgcccttc
   985321 tcgcaggtat ggccccaaag ctgcaaaacg tttcataagc ttacttttag gatgagcact
   985381 ggttaacgtc atacttaaat ctccttatgt agacgaacct ttttagcaaa ctattaaaat
   985441 ttagcaactc attaacgcat tttatcttct aaccattcgc tggtttgcaa taatgcacga
   985501 tggaaattct catagagcgg tttagacggg atagctaaca acttaccgtc agcagaagaa
   985561 gagcagatca atttagcttc ttcttttgga ctgaaggggt cattctccca aaaaccggcc
   985621 agcataggtg tctgacaacg ccgccccagc aaaccttggg ttttcagcga ataacggttc
   985681 atttcggtgt tcaacgtctc atctgtcgaa tccgccatac ccaaccggct agccatgaca
   985741 tccatataca tgtcaggcac tttacgtagg ctatcgctgt tacacagcaa gtgatgaaca
   985801 atcggcccaa ggcatgcgac tgcacgtacc ctttgtggtt ctaaataccc caaacgtacg
   985861 gccacgttag ccccaaaacg aaaaccgaac acactaacgc gctgatggtc aacccacggg
   985921 acatccgcta acgcctgtaa cacttgctga tgtagataac tggtatcttg cgtgagcttc
   985981 cagcgggatg aggcccccac agatggcagg tcgatggtca acatcgcgat acccttgggt
   986041 tctagataat cacggaatag gcggtggtaa tcactttgta acgtatctag accaccgcac
   986101 atcagtaccg ttgggaaagg tgcgctgcca acagtaggca tgtgtaagaa acctgacagc
   986161 gaaccgccat ccgaaatggg gaacgtcagc tcttttaagg tgtacggtag atatttggcc
   986221 gcctcttcat aagcacggtt tgacagcacc tctgcctgct ccgacagctc atcgcccttt
   986281 agatgtgggt aactggcaat gctgtacaaa ttagccgcat tcagccagaa ctgacctgcg
   986341 ctccccggat cggtttcttc catcgctttt tgttgccaca tcatcccctg attggcccat
   986401 tcataaatcc agttaccatt acggtaaccc accacggtat ccaataactc gttattactg
   986461 tgctccgctt tggaacaggc aatacgcgat aagacctctt ctatttcaag gggatcaatg
   986521 ccacgccaag tccacatcag acgattaatc atccgatacc aatggttggc ggtatcacca
   986581 tccaacgccg aatggatatt cacgacgtgg ttgcaatggg tacgccgtac gagagttgag
   986641 gtttctggat gtttgaattt gggtttgaac agaatttcag aaaggttggc ttgtgccatg
   986701 gtaacagtag cctccataag ccgtgagtca gacccggtaa gggctgatca gatggggtca
   986761 agtgtacgca tactgaagag aaaatgaaac gtccggcagg caccggacgc ttaaagaaca
   986821 gtaaattatt tgccgctgag gggcgcgaca aaagtcaccg ccatatccca tggctgttca
   986881 atccacgtgt tctgaggaat atcgaccaca tagtcatcaa ctaacggacg gccagcaggt
   986941 ttagcaaaaa tagtcacaaa atgtgcttta ggatacatct cgcggatagc tgtcgcggta
   987001 ccgccagtat cgaccaaatc atcaatgacg ataaagccct cgccatcacc ttcagcacgc
   987061 tttaagactt taagatcacg ttgattatca tggtcatagc tagatatgca cacagtgtct
   987121 acataacgaa tacccaactc acgcgccaga ataccagccg gtactaaccc accacggctg
   987181 accgcgatga tacctttcca ttgctcggct ggcagtaaac gctgtgccag tttgcgggcg
   987241 tgaatttgca acatatccca ggtaacgacg tatttttcgt tcataaagtg taatcccagc
   987301 cagtaaaggt gtggcttgcc ataataaagg ggaaaaaagg ttgcgcgaga ttatagtgag
   987361 ccagcgacat aaaaaccagc aattatccgt gtaattcgtc ggattgcatg cggtggcaac
   987421 cgtgataacg ctggctaaca gtacgctttt taacaactgt ttacccgcga ctgcccgcaa
   987481 aaatgcgtaa taaattcatc tcgcagcatc ccattcccta tggcactcga gagcatgaac
   987541 tttgattgca tcagtatact gagccataac ttttcttact catataaatc agctcatgct
   987601 gtaattaaca ttactgcatt caattattgc atttgcaata aacccagtaa aactaataat
   987661 tgaaaaacac ttaacgcact cattcggaat aaagaatcaa ggagggtaga atgcaactca
   987721 aaatccccga accagatagc gttgtaattt gggttgttat tggtattttc gccacatggg
   987781 gaggtgtcgt tagattatta ctacaagata caaaatctaa aaacctccga gagaagatat
   987841 cagcaatatc gacacaagtt attgtctcgg gttttaccgg catgcttggg ggattaatta
   987901 gctttgagta tgggagcagc ccctatatat cttttgctat ggcaggaatc tttggttctt
   987961 taggagacac tggcttaatg tatatacaat cctattttat aaaaaaacgt cgataataaa
   988021 aaaaggagat gatgcatggc ataaattaaa aacccaagtt aaataaaaaa taaagatcac
   988081 tcgacattcg ttagtgatta taaaaaccca ttccgggcgg gagggatgcg caatataaaa
   988141 atcaccaaaa tacaattcaa cagattaatt gtattaccat ccattaaata aatatcgtaa
   988201 aaggataata aaatgaaatt acatttcaat gcacaactac atcgaaaacc tattttgtgg
   988261 agcatggggg gaatattagc ctcacagctc cttgttatgc taccggtcga taaggcagaa
   988321 gcgcacggcg cggtgggttt ccctatcgcc cggcaatatc agtgccagct agaagctgga
   988381 ttctggggag accctgcgaa tattcctaac tcagattgtc gacaagctat tgagaaccca
   988441 ggcgatccaa gcaatccaca actgccgttt acacaatgga atgagctttc agcaaacccg
   988501 accaatccaa gcatacaagc cactgtagaa ctcgccgttc ccaatggttt actctgtgcg
   988561 ggaggtgatc cacgtaaagc cggtctcgac aatgtccctg ccacaaaatg gcgaaaaaca
   988621 cttattaccc cagatgaaaa tggccacatg cagcttcgtt gggaaaatac aacggcccat
   988681 aaccctgcct atatgaaggt ttatattact aaaccaagct acgactcgac caaagcacta
   988741 cgttgggaag atcttgagct actttatgca gataaagctc ctaccccaac ggctgggacc
   988801 gggctatctc caagtaccaa tagtttttat tttctgaatg ttccgttaaa cggccacact
   988861 ggggatgcca tcatttacag ttactggcaa cgtgaggacg cgggcaacga aggcttcttc
   988921 aactgcagcg atgtcaacat cagcgaaggg agcacaccaa gcttcccatg ggtaaataac
   988981 agccaattta tcgtacaagg tttcacgcca gccattaatg accaaattcg tttccgtgtg
   989041 atgggaggga gcgctaaagg tgtggaagtt gtggatgttt atcttccgat caccgcacag
   989101 aatcaggcac aaacagtctg gtcaaaacaa ctggctgata aactgaataa tacctaccca
   989161 caatatgtca ggatcggcgt acgctctggc aatgatattg tctacaatac ggctaatatt
   989221 gcaacaaaca ttgtgtggct acaaacaggc ttcagtagcg cgatgagtct catcagtgga
   989281 actcctgaac ctgaacagcc acagccgcca gtagcgcaga ttaccgcgcc aagtagtgta
   989341 caagataatg aaacgatcac gctttctgcc agcgcatcta cagggcagat agcgagctac
   989401 caatgggagt tccagcactt tgaaccaaaa gttgcgacaa ctcaaaatgt cactgtaagg
   989461 gctgtcgcta ctcagcaacc tttagccgga aaagtgacac taaccgtcac caacaatcaa
   989521 ggcgtacaaa gcagagctga aaaaactatc aatatcttgc catcaggcgg aattgaacaa
   989581 gagcacccac tgtgggaccg taacaaggtt acgacttatg gagaaggcac aacagtaata
   989641 ggtttggatg gccaagcctg gacctgtaag ccgttcccat tcaccggctg gtgtgctcaa
   989701 actataccag attatataca gagcaataac tggccatacg ctccaggaag tgccgctgcc
   989761 gctacgttgt cagaagattc tcgtccatgg ttgcggacag taagaacaca tcactaatcg
   989821 tctctatcag cgggtattat tctataatac ccgtttttta attcagaaat agaatgctaa
   989881 aagtcaaaaa tacttccatc ccttaacatc ctaacgtaat caccttgtta aactatccaa
   989941 taaatccatc taccatttat attgtctaat attttccatc atagttaact cacctctcat
   990001 cgtattacga taaaatcagt gacagtacat aaaataaaat gttgtaagga ctccaccgat
   990061 gaaagctgac gtccttcatt tcatctggat aaaaatagca cagtttgatc aaaaaccagt
   990121 cgaataaaat agatccaatc attcttataa aggtaaacgt cctctagtcc attatcttta
   990181 taattttatg ctggctcttt ccatagaaca cctagcagaa catataaatc ataataaaat
   990241 atcattattc attaaaaatt agaggtttac tataattcag agatgactat cacccaacaa
   990301 tgggagtata ttttcttcaa agacatcttt attatcacat aaatagtaag cgttactttt
   990361 tacttttaat ttctctcctt tatgaacgaa tggaatcagc ttaatattat aattatgcat
   990421 attgattaat tttttaactg atgatggcaa tatccctatc gcgcctcctt gatttattat
   990481 tgatagatga tcatttacgt taggtaatgt gatccttatc gggttcaatt ttctactaat
   990541 taaatagtta gttaactcat caactacact actgatgttt tgtcttggat attggactag
   990601 agggtaagaa gagataatat cctcttggct catatcatcc ctatacatat catcctgcaa
   990661 tgcaatcatc ataaattcat cacttaattt acgatgtata atgccatgct cctttggtaa
   990721 aactctttga gagaaaaaca cttgatatat attctctctc agcatctggc taatatcttg
   990781 gctagtacta acttctagag aaaaattaac attttcttca ttaaaaaacc gagccttagc
   990841 aatcggtaac aaatgagcat aatggaaaat atcggtccct atattcaact ccaatctttt
   990901 ttcttctgaa ataacattta atttatgatt actgattaac tccttttcaa gttcaattat
   990961 ttcgttatat acagggatta ttttatcgta taaaaaatgc ccactcgatg tcagtaaaat
   991021 ccctttactg gttcgagtaa aaagttcaca acccaacttc atttcaagct cctttatatt
   991081 tcggctgaga ggggacgcgg tgatacacag tttatctgcg gccagcgtaa tggattcttt
   991141 ttgtgcggta ataatgaaat accttaaact tttagatagt aaaagcaatt actcaccccc
   991201 aatttaaaaa tgtaaggttt acgcttactc tactgagcaa gcaggatagg acaattatta
   991261 tataaatcat aatattgaac ttattaacat tgcaattttt aacatgtaac ttatcaaaaa
   991321 tggcaatgaa aatactcagc caacctaaaa aaagaagaga gtgacacaat aaaatgccaa
   991381 ttaaagataa ataataacga tttattatgc tatttatatg ttatttttcg attgtaaata
   991441 ttgatattca atataaatac agccccttca tccatgccga cacaaaaata aaggatttaa
   991501 ttcttatttt tccgcaatga ataattcatt actcttgtgt ttttgctttt gacagaacaa
   991561 aattttctac taacatcgac tagaagactt ttgttttaat gattatgtac tgactaaatc
   991621 aagggattat ccataagaaa aaagtcacta aaaaaaggtg atgatggctt taaattccaa
   991681 actaagactt tctcttatag gtttgaaaaa acctaatctg gtcttttaca atacaaccac
   991741 gatacatgag cttggttgta tcatatccat aacctagggg gggttaagcc gctaccatca
   991801 atcaagcaat ggctatcgag attcgagcga taaagcccat taaaaaaata ggtaagaagt
   991861 gaaaacaaga gatgagaagt gacttttcaa tcaaaaaatc agtctatagc taaagatagc
   991921 aataggtata tgagttgagt tgcggcatgg agatgaacac tgtacttttc aaagcccttt
   991981 tcttattgaa acctttggtt attaaataac atagactatc tgacagccag ccccactgtt
   992041 gaatagaaat ttgaaaaggc gacacgttct gttgctttta acgagataaa cgttgccgaa
   992101 ccacagttat ggaggcactg taatcatctc gcacaaccaa gttatattaa atttcaatgg
   992161 caatattaat ttagttaata acagatgaaa tatatacgtt gtttcgtatt aagcattaga
   992221 taggctatgc atgtccttag ataaaataaa acaacatcaa tagattaaaa tttattagat
   992281 aaacatatca acgcggtaca gtgctaaatg cacatgtact gattataaac agagaggagt
   992341 aacaatggat gaattaaata aaaaatgggc tacagcctca agtaaaaacc tcatttaatg
   992401 cattaaaaga gttaattacc cgagaccaag cccatgaaat aaacaataaa tacaatgaaa
   992461 ttaaccattc atatactact gtttttataa tccctattta ttcttcataa acattaaatc
   992521 gtaaatataa attattcaat ttcattttct aacttccgct atgtcataaa aggtaaatgg
   992581 cataatggat ttcctgcatc attatgaata atataaaatt tttcacatct aactctgccg
   992641 atactctacg ctcaaggtca atatatgctc tctcctccta ataaatcatg cgtagcccaa
   992701 tgatgttaac tcattgtttt cacttctggt aaagggcaga cctgattaat attgatgcaa
   992761 gactcccctt ctgacttttc atttccttct tacttttcat ttccatattg ctcgccgctc
   992821 tcgcacgtcc aactcactga gcttttttct gttcacatca aaccgcacat ttttccgagt
   992881 tgtggtattg ataaccttga gtatcgggct tagccctcat agcagaagca acctaaaatc
   992941 attagctgag tgtgttataa ttcaagccag ttatgccaag taagttaaaa taaagattta
   993001 acattccatc tcattaaatc tttatacatc aattaattac accccatcac aggagactta
   993061 cagtgtctga actgtctcaa ctttcgcctc agccgttgtg ggatattttt gcaaaaattt
   993121 gttctatccc acatccctct taccatgaag aagcgctggc acaatatatt gttacctggg
   993181 ccaaagagaa aggcctgcat gccgagcgtg atcaggtcgg taatatcctg ctgcgtaaac
   993241 ctgccactaa agggatggaa aaccacaagc ctgttgcact gcaagcgcat ttagatatgg
   993301 tgccacagaa aaataatgac acggtacatg actttaccaa agatcctatc cagccttata
   993361 tcgacggcga atgggtgaaa gcccgtggta ccacattagg cgcagataat ggtattggta
   993421 tggcatccgc tctggcagtg ttatctgatg accgcgttga gcatgggcca ctagaagtgt
   993481 tgttaaccat gaccgaagaa gccggtatgg atggtgcctt cggcctgcaa cctaattggc
   993541 tgaaagccga tattctgatc aataccgatt ctgagcagga aggcgaaatc tacatgggct
   993601 gtgctggtgg tattgatttc atcaccacca tgccgctaca gcgggaagct atccctgcgg
   993661 gctatcaaac actaaaattg acgatcaaag gcctaaaagg cggccactca ggtgcggata
   993721 tccatttagg tttaggtaac gccaacaaac tgctggcccg cttcctgttt gaacaagcaa
   993781 aagatttaga tctgcgggtg ctggatctga atggcggtac tttacgtaac gcaattccac
   993841 gggaaggtca cgtaacactg gctgttgccg cagacaaagt ggaacagctg aaaaaactga
   993901 gccagaatta cctggcaacg ttgaaagacg agttgatcgc ggtcgaaaaa aatctgaccc
   993961 tagtactcga acccgtctct accgagacga aagcactgac taaagagact caacagcgtt
   994021 ttgtcgcatt actgaatgcc acgccaaatg gtgtgatccg catgagtgat gcggttaaag
   994081 gtgtcgtaga aacctcactt aacgtgggtg ttgttacgat gaatgagcat gaagcagaaa
   994141 ttgtctgcct gattcgttcc ctgatcgaca gcggtaaaga ttacgtagcc agtatgctga
   994201 ccgcaattgg tgaattagcg ggtgccaaaa catcgccaag cggcggctat cctggctggc
   994261 aaccggatcc aacgtcaccg gtcatggcac tggtacggga aacctaccaa aaactgttca
   994321 acaaaacgcc taacatcatg gttatccatg ccggtctgga atgtggtttg ttcaaaaaac
   994381 cctatcctaa catggacatg gtgtcgattg ggccaaccat gaccggcccg cattcaccag
   994441 atgaacaagt tcatattgag agcgttggtc aatattggca gttattaacc gccctgctga
   994501 aagcgatacc tgaacgtaca taaccgtatt taagcgggct ttaatagcca aaataattac
   994561 cgttacaaga caagcccgat gaactgacac acaccagtga ttcgggcaaa tgggtgttat
   994621 ttacaccgtg caatagctag ccccaatcaa gcaataattg ccgctcaagt tgtggatcca
   994681 gcaacgtaac atgcagcccg accaaacgga ctccccgctc ggcccgccgt tcatgccatg
   994741 cggcgtgggc aatctccagt aaatctactt tattcaatac tggccatgtg tgttcttgcg
   994801 tggtctgctg aaaatcatga aattttagct taacgccctg ccgggcaatg tgtaggctcg
   994861 gctttacctt acgtaaacga gtttccagtt caagataaag ttcttcgatc aacgcctcac
   994921 aactttccca gtcataaata tcctcggcca gtgttttctc cacaccaacg gatttacgta
   994981 gacgatctgg ggatatttca cgttcatcaa taccgtgact acgctcccac aatacgcgac
   995041 caaacttacc aaaatgtttt aacaactctg ccaatggata tttttgtata tcgccacagg
   995101 ttaccaaccc cagcgcctgt aaacgtttgg cggtgacggc accaacaccg ggaattttac
   995161 tcagcggtaa atcctgtagg aagggctgga tctgattcgg tgtaatcaca tactggccat
   995221 taggtttatt cagctctgag gcgattttgg caagaaattt tatcggggca atccccgcgg
   995281 aggctgtcag gttcagctca ctagcgatag actggcggat ctcttgagcg attaatgttg
   995341 cagagccacc gcacgccaag ctatcagaaa catccaaata ggcctcatcc aatgacagtg
   995401 gttcaatcaa tggagtataa cgggcaaaaa tttcgcgaat atgctgcgag gcctctttat
   995461 aagccgccat tctaccaggc agcaatgtta actgtgggca gagtttaaac gccatcgccg
   995521 ttggcatagc gctgcgaaca ccataacgcc gagcgggata attagcggta ctgatcacgc
   995581 cacgccgctc cttactgcca ccaatcgcaa gggggatatc acgcaggcga gggtcgtcgc
   995641 gcatttctac tgccgcgaag aagcaatcca tatcgacatg aataattttt cgcatgaaat
   995701 cccccacaca acaaacagct gtataagtat acagtcaaaa taaaaggatt caagattctc
   995761 ctaacctata gtcgtaccga tgagttcatg caaggagcag aacccactga agtgaatcat
   995821 caaaaaaaat tttaggtttc aaatcaagga gagcggtagt aattctccta atcaaaacac
   995881 catgaaatta cgtaaataac catattgaat tcttttattc ctttttttaa cactctttca
   995941 tttatcttta ataaaaaatc attaaattcg ataaagctga aaagcgttat ctatatgatt
   996001 aacactcacc tctaagattt atcattaaaa attaatcgga atttcatatt atgcgaaatt
   996061 atataatgac tagcctactt ttatcgtcaa catttacagc tatcgctcac tcatcccctc
   996121 ttccagcacc acaaattatt gcacatcgtg caggtactgc cgatgcacct gaaaatacct
   996181 ttcctgccat tagtaaagca ttggcaaatg gcgctgacgc tatctggatt acattacaac
   996241 tttctaaaga caatattcct gtattgtatc gcccctctga tcttaaggaa ttaaccaatg
   996301 aatcagggtc ggtctccgct tatactgcaa gccaattagc agaaatagat gcgagtattg
   996361 cctataacaa gaagcatgat atcaagccct cagcaggctc tctcttcggt attcccacac
   996421 ttgatgacgt actaaaaaaa tatccagata caatcttcta cctcgatatt aaatcccctg
   996481 atgccgaccc tattgttttg gcaaaagcac tacaaaaaac gctgctggca acctctaagg
   996541 gtgagaagaa tcgcctgata cgaacccgcg tttactccac caatgacgat tatctgaatg
   996601 cgttggatac agtaaataaa agcagtgatc cctctcataa ggttcaacgc tttgaaagcc
   996661 gagataccac cagaacagta ttagccaata tcactatgga tcatcaatgt gagttaccaa
   996721 tagataataa agaacgttgg tatggattgg aactccatcg taaagttgaa gttgtagaaa
   996781 aatacacctt gggtgaaggg cgttctagcg caatattaag ttgggataaa gaggccatgg
   996841 attgttttcg gaagaatgcc aatgcacaca ttattctttt cggtatcaat acccaagatg
   996901 attataaaaa agccaaggaa ttacaggcaa atggtgtcat ggtggactca ccagcacagt
   996961 ttaaagaaat aatcagtaag agtgaaaatg tgaagtaaaa ataggtgcta aaattaagtt
   997021 tgatgatgag tcgctggttt aatcaaaagc gttaaaaaga caataattga gcaacaaagc
   997081 ccccgaacaa tgatgcgtcg ttcgggggct ttgcttgtca gataaaaaat agatcctgaa
   997141 tcccgatgcg tctatttatt ttaagatcaa tggccgataa gtgattcggg tgagcgaaca
   997201 tagctccccc tacagcgcta gggccagggc caaagatatt tttatagaat gcgaaactga
   997261 tctagcttct tcttacgtgc agcctctttc gccaaccgct ttttgcgcga atcacaaggt
   997321 tctgggcaat cacagacctt ctccatcccc agtgcaccga tccctccgca actgccttgt
   997381 atggttttat ttttgacgat ataacctagc gacattcccg ctatagctaa cagaaaaaat
   997441 acaaaggatg cgataaagac agtcaacata tcccctcctg gctaatgttt tacttgtaga
   997501 tagggtttaa atgcatctga atactgctct tcaaacccat catctgtttt gattatcatc
   997561 aagaccggga tgcccaataa attggctaat gccattcccc gctctggccc aaggacacct
   997621 aacccggtag agaggccatc agcagtcata cagcttgggt ctaaaacagt gatagagact
   997681 aaccggtggt taataggccg cccggtatca ggatcaatag tatgagaata acggatcccg
   997741 tcctgctcaa aataattacg ataatcacca gaggtggcta ccgccatccg ccctggttca
   997801 ataatttcct gggcacgttg tgtagaaccc gcgactggct tttcaatggc gatacgccaa
   997861 ggtttatttt ctccattgtt accacgggta cggacttccc ccccgatatc aaccatataa
   997921 tccttgatat tctgcgcctc cagatattca gctactacat cgacgccgta gcctttggcg
   997981 atagaagaga gatcaacata cagttcagga acacgtttta ttaatgcatt cttatccact
   998041 gccagcttat caatccctac ccacgcacga cgccgagtga tttcatcctc ggtagggaca
   998101 gtatccgggc gcccttcagg gccaaaaccc cataaattga ctaacggccc cacagtcaca
   998161 tctaaggcac catcggtcag acggttaata cggatagcct cttgtactac tttggccgtc
   998221 gccgccgata cagggaaagg ttgattcacc tctcggcttt gattaaagcg gctcaattca
   998281 gaatgtggcc gataagtcga catctggtca ttaacctctt caagtatgag gtctatttcc
   998341 tgttgtaacg tctctggggc agccgttgat gaatcactca catacttaat agaataggag
   998401 gttcccatcg ttttgccttc aaggctgacc tgctcagggc cacagccact cagcagcagg
   998461 ccccctatca ccaacattaa acaacgtgtt atatacttgc gcacaatcgc cccaaccact
   998521 gtgaattccc gagtgatgac cggatcagcc accgaaatca tcaagcataa tattttcgtc
   998581 ttctacacca agatctttca gcatcttgat cactgcagcg ttcatcattg gcggcccaca
   998641 catataaaat tcacaatcct ctggagccgg gtgatctttc aggtaattct ccagcaatac
   998701 gttatgaata aagccggtat aacctgtcca gttatcctca ggttgcggat cagacaacgc
   998761 cacgtgccag cggaaattat cattctcagc ctgtaactgg tcaaaatcct cttcataaaa
   998821 catttcacgc cgtgaacgcg caccatacca gaagctgatt ttacgttttg agtgtaaccg
   998881 tttgagttgg tcaaaaatat gtgagcgcat tggtgccatg ccggccccac cgccaatgaa
   998941 gaccatttcc gcatcggtat cttttgcaaa gaattcgccg aatggacccg agataaccac
   999001 tttatcaccc ggttttaatg accagatata agaagacata atcccaggag gtgcatccgg
   999061 taccgatgga ggtggcgtgg caattcgcac gttaagtaag atgataccgt gctcttccgg
   999121 gtagtttgcc atggagtacg cccgcacggt tggctccgtg accacagatt caaaccggaa
   999181 cagattgaat ttatcccaat caccacgata ctcagttggc acgtcaaaat cggcgtattt
   999241 aacggtatgg ggttccgctt caatttggat aaagccaccc gcgcggaatg gcacgacatc
   999301 cccatcaggt attttcagct tcagttcttt gataaaggta gctttgttat cattcgagat
   999361 aacttcacaa gtccattttt tcaccccaaa aatttcttct ggcaactcta ttttcagatt
   999421 ctgtttaaca ttgacctgac aagccagacg acaaccttct ttggcttccc gttttgaaat
   999481 atgtgaaagc tcagtgggca gaatatcccc accaccttct ttaattgtta cacggcattg
   999541 cccacaagaa ccgccaccac cacaggctga cgacacaaaa atgccatggc tggacagcat
   999601 attgagtaat ttatccccag ccggggcggt aaagctttta tcttcgtctt cattaatttc
   999661 aactgtaata tcaccggtat tcaccaattt tgatttagcg aataaaatca tcaccgtcag
   999721 cgccagcacg atgagggtga acataactac gcccagaatt atttccatga attattcctg
   999781 cctttatagg ttcacaccgg cgaaagacat aaaacctaat gccatcaatc cggttgagat
   999841 aaaggtgatc cctagcccct gtaagcccgc aggcacattg gcatatttca ttttttcgcg
   999901 gatccccgct aatgcaacaa tcgccagcat ccaccccata ccagaaccaa agccataaac
   999961 gatggattca gggaagttgt aatcacgctg tgccataaac gacacgccac caaaaatggc
  1000021 gcagttcacg gtgattagcg gcagaaaaat acccagcgcg ttatataacg cagggaagta
  1000081 acgatcgagg atcatctcca acacctgaac aatggcggca atgaccccaa tgaaggtaat
  1000141 gaaattcagg aagctaaggt caaccccttc aaccaatgcg ccatctcgta gaaccaggtt
  1000201 ataaaccaaa ttattggctg gcacggagat gcccagaaca accgttaccg caatgcctaa
  1000261 gccaaaggcc gttgacactt ttttagagac ggccaggaaa gtacacattc ccagaaagaa
  1000321 cgctaacgcc atattctcca caaacactgc gcggaccaac agactgatat aatgttccat
  1000381 cgtcaattac tccttctcaa tctgcgcagg tttcaaggtc cgtaggcccc aaatcagcag
  1000441 accaataata aagaatgcac taggtgccag caggaataat ccgttaggta gataccaccc
  1000501 accgttttgc accgtttcca ataccgtcac gccaaatagc ttgcctgaac caaccaattc
  1000561 gcggacaaaa ccgaccagaa ccagtattac gccgtacccc aggccattac cgataccatc
  1000621 cataaaactt tcaattggcg gtgatttcat cgcataagct tcagcacggc ccatgacgat
  1000681 acagttcgta ataatcaagc caacgaacac cgacaactgc ttggaaattt cataggcata
  1000741 agcacgtaat acttggtcta ccacaatcac cagcgaagca atgatgacca tctgaacgat
  1000801 aatccttacg ctgtttggga tgtgatttcg aatcaatgag atgaagaaac tcgaaaacgc
  1000861 agtcaccagc gtgactgcca gagtcatcac taatgctgtc tccagcttag tggtcaccgc
  1000921 cagtgctgag caaaccccaa ggatttgcaa ggcaatcggg ttgttatcaa acaatgggct
  1000981 taataagacc cgtttaatct ctttgctatc agccattttt taacgctcct tcgcgcactt
  1001041 ttttcaggaa cgggccaaag ccgttttcac cgagccagaa attaaagcta ttctgtacgc
  1001101 cattggaggt cagtgttgct cctgacaggc catcaactgc atggggatca ttggcaggag
  1001161 cacgcccttt aacgatacga atagcgggct gcccttggtc atcaaataac cgtttaccga
  1001221 tccattgatt acgccagata gggttctcaa tttcgccccc aagtccgggc gtttccccat
  1001281 gatcgtaata ggttattcct cgcacggttt taccatcggt atcaatagca acaaaggcgt
  1001341 acatcatcga ccacagacct gatccataga tcggcaagat aactttgtta atctgcccac
  1001401 catcaccacg caccagatag atttcaacca cattagcccg gcgacggata ccggcaatat
  1001461 cttgtgcagg tgtcaatgca atactcattt ggttatcacg cagtgcctga gaacggtcaa
  1001521 aagtagcggg atcttgtttg aggaattcgc cactttgtaa atccaacaag cgcggttcta
  1001581 tccgtgtcgc aaacgcctgc tgaacctctt cggctagcat tctcggttgc agtaaaccgg
  1001641 ccacggctaa aatgttgcgc tgcttgtcca gtagacgctg ttcctgctgc ttggctttca
  1001701 agccaacggc ggcaccggcg actaccaccg aacacaccaa acacaaaatc accaccacca
  1001761 gcaatgtttt gccaatgctg tcattatttc ttggtttatc actcgccacg ggctttcctc
  1001821 cgtttgatgt tagcctgaac aaccacatag tcgaacagtg gtgcaaacag gttggcgaat
  1001881 aggatcgcca gcatcattcc ctccggataa gccggattgg ccactctgat taagatacac
  1001941 atcacaccaa tcaaaccgcc gtaccaccat ttccctttat tggtaaagga tgccgatacc
  1002001 gggtcagttg ccataaagat cataccgaaa gcaaaaccgc cgaggactaa atgccaatac
  1002061 cacggcatgg caaacagtgg gtttgtcgtt gaaccgatcc agttaaacag gtaagcggtg
  1002121 gcaatcatcc caatcattac cccagcaaca attcgccagg acgcaacacg accaaaaata
  1002181 ataatcgcac caccaatcaa gatcattaac gtagagactt caccaatgga tccggggata
  1002241 taccctagga aagcatccat ccaagtgata ggttgcccgc taacggtatt gaccaaactg
  1002301 tggctaccat taacgctcca ctgtgacagc ggtgtggccc cagagaagcc atcagcggaa
  1002361 gtccagacta aatcaccgga aatctgtgcc ggataggcaa agaacagaaa agcgcgccca
  1002421 gccaatgccg ggttaaggaa gttacgccct gtaccaccaa aaatctcttt accgataacc
  1002481 acaccgaaag agatccccaa agccgcttgc cataatggca acgtaggggg aacaatcagg
  1002541 gagaacagaa tcgaggtaac aaaaaagcct tcattgatct catgcttacg gacgatggaa
  1002601 aagaccacct cccaaaagcc cccgaccaaa aagaccaccg catagattgg caggaaataa
  1002661 gcggccccta aaagcatctt acttgcccag ccagcatctg gcgtcaatga tgcccccagc
  1002721 atttgtgcta accgatagtg ccagtcaccc gcaataacct gttgcagttc cgcaccacta
  1002781 taaagttggt ttaaggccgg aatagcttgg taaccgacgt tatacatccc ccagaacatc
  1002841 gcagggaata cggcgaacca caccagaatc atcatccgtt tcagatcgat agcatcacga
  1002901 acatgggatg cacctggtgt cactttacct tgggtgtaga aaatggttgc ggcagcttcg
  1002961 tacagcggat agtacttttc taatttccca cccgcttcaa agtggtgttc gattttctca
  1003021 agaaaatttt tcaggcccat cagttatcct tcctgctcaa tctgggtcag tatgtcgcgc
  1003081 agtaccggac cgtattcgta cttaccggga caaacaaaag tacacaaagc cagatcttct
  1003141 tcgtccaact ccaaacaacc gagtgcttgt gcgctgtcgg tatcaccggc caataaatca
  1003201 cgtagcagat gggtcgccag gatatccagt ggcatgaccc gctcatagtt gccaattggc
  1003261 accatggcac gctcaccacc gtgcatatca gtcgagaaag caaacaattt gcgtttgaag
  1003321 aagtggccca gcgtcgtgcg ggtaatggag tatttatcgc gccccggcat cacccaacca
  1003381 aataactctt tttcacgccc ttcgcggata acggagactt gctgatgaaa acgccccaga
  1003441 tacccatggg tagcagagaa cgcggtaccg ctgaggactg aacctgaaat aatgcggtta
  1003501 tcaccctctt ttagtttacc ggcggtcagt tcagataagc tggcccctaa acgagtacgc
  1003561 aataaaatgg gttgattcac ctgtggaccc gccaaagcga cgatgcggtc agtacacaac
  1003621 tcaccacggg taaacaattt accgatagca atgacatcct gatagcccac atgccaaacc
  1003681 attttggtct ggctgactgg ctcaagaaaa tgaatatgtg tccccaccag acccgcaggg
  1003741 tgcggcccgg agaattcgtt gtaagtcact tgcgtattgg tatgacgagt cacagcctgc
  1003801 cctgccgcgt ggcagacgtg tactttaccg tccgtcagcc gcgtcaatac ggtcaagcca
  1003861 tggttaaacg cctctgattc agtggcaata ataacctgcg gatctgccgc caacggttgg
  1003921 gtatccatcg cactgataaa gatagcgcgc ggacggctgc ctggaaccgg tgttttactg
  1003981 aatgggcgag tccgcagcgc agtccataaa ccggacgtca acagatggtg ttgaacctgc
  1004041 tcatcgctca gttgattaag ctcctcagca gcataatgct cgaaagggat ttgctcatca
  1004101 ccttcaactt caatcaccac cgattgcaat actcgacgct caccacgatt gatagcactg
  1004161 attttgccgc tggcaggggc ggtaaacaac acgcccggat tctttttgtc ttcaaacagc
  1004221 gcctgacctt ttttaacctg atcgccttct tgcaccaaca ttgaaggacg cataccaaca
  1004281 tactcttcac cgagcagggc cacatgatga atcgctggac catcttgtat cgtctgaacg
  1004341 ggggctccag caatgggaag atctagccct ttctttattt taatcatagg tttaaacgac
  1004401 ttcattagtg atatcaaatg ctgcacataa accctgaagc gtacagctac gtaaagatga
  1004461 ggtatttcca ctgttcaatt aagcgacggt gcaatactgg attgtcagag aatcatgcgc
  1004521 tttaactgaa agagagctga aatttaatgc tgatacccga actcaatatg tgagggtgaa
  1004581 aatagctgaa acagccatta cacaagcagg tcaccagctg cgggtgattt tagcattttc
  1004641 cgctgatact gtctggcaaa tgcagtgact tagctcaagc aaacacaaat aatttattgc
  1004701 caaaatttat gtatactcgg taaaatcgca ttattaattc atttttaccg atgttgcgct
  1004761 tattttatac aaaacatata ttgctaaaaa atttctgact gataatctgc gcctataaga
  1004821 aacctacggc tataacgtag aattagcggc atttttgata tcaatattaa gtgggaatca
  1004881 ttatgggcaa aatcgcgctg ttatttgcga tgataatttg cttgcctgcg gcatccttca
  1004941 ccagctcagc cagtgagcca gtggcagtat ccaaagagct aaaacagcaa ctactggggt
  1005001 catcggttta tattcagatt ttcaaagaag agcgtgtctt ggagttgtat gccaagctac
  1005061 aaggcgagta tcgtttagtg caaagctatc ctatttgtga attctcagga gggcttgggc
  1005121 cgaaacgccg tgaaggggat ttcaaaagcc cagaaggctt ttaccgcatt aatacgcgcc
  1005181 atttaaaacc cgacagtcag ttttatcgag ccattaatat cggttttcct aatgattatg
  1005241 ataagtcgca agggtattca gggaaatatc tgatgatcca cggtgcttgt aaatcaattg
  1005301 gctgttatgc aatgaccgat gcctatatgg atgagatatt taactacgtg agaaccgcgt
  1005361 ttatctttgg tcaggaaaaa gtggatatca gtatctaccc cttccgtatg acagaacaaa
  1005421 atatacaacg ccaccgtaat tcgtcctatt ccaacttctg gcgtcaactg caaccgggat
  1005481 atacctattt tgccaaaaac cggatgccac cgcccgtttc agtcagcaac gggcagtatg
  1005541 tgttaagccc gccgccgctc actagcacgc caacatcgca attggcacta attaaaaccg
  1005601 acccgctcac caagacagaa taaagcaaat tcacctggtg caattttgtg ccaggtttca
  1005661 ttaccggtca gtggctgggt agcaattacc gtgaccacat ctttaggtgt ggtctgctgc
  1005721 tgaaaatcga tctcaacatc ttgatccagc aacgtggctt tgccaaaagg cgcacggcgg
  1005781 gttatccagt agagattagt tgagcaatat gccatcacaa aacgcccatc ggatagcaac
  1005841 atattaaata cccctttggc ccgtaattgc tcggataaac tagcaataaa gcgaaatacc
  1005901 gcaggccagt taccgggggt acgagggtag cgttttgcta attgattgag tagccagcag
  1005961 aaagcatatt cgctatcggt ctggccgatg ggccgaaaag tcccggtatc caattggcgg
  1006021 taccccttaa gctggccatt atgcgcatag gtccagttac gcccccacat ttcacgggtg
  1006081 aagggatggg tattttctaa cgcgacttcc ccccgatttg cttgacggat atgggaaacc
  1006141 actgcacagg attttatcgg gtaatcttgc accaagcggg caatcggcga attaaaactg
  1006201 ggttgagggt ctttaaacgt gcggcagcca ttaccttcat agaaagtaat cccccagcca
  1006261 tctttatgcg ggccagtccc cccaccacgc tgcaccaggc cggtaaagct aaagcaaata
  1006321 tccgtgggca catttgcgct catcccaagc aattcgcaca taaccaacct ccgcgactta
  1006381 tctgaaacat gaccagccct ctgataaacg agccgtcatc taatagacaa acagtaaact
  1006441 aatatccaac caggccagca ataaaacagg catgactttt ggcgctttat gaggtaaccg
  1006501 gaatgttcac agaagattga ggtgatcaac ttgattaata ccgcggttga tcaccccagc
  1006561 acatcaggct tttaccatct ctttttcgat caactgaatc aagatgtgaa tgactttgat
  1006621 atgaatttcc tgaatacgat cggcataacc gaaatgagga acacggattt caatatccgc
  1006681 agagccggcc attttaccgc catctttccc cgttagcgtg ataactttca tgcctttggc
  1006741 acgagcagcc tcaatcgcct taatgatatt accagaatta cctgaagtag aaatgcccag
  1006801 taacacatcc ccctcacggc ccaccgcttc aacatagcga gagaaaacat aatcgtagcc
  1006861 aaagtcatta ctgacacatg acagatggct gacatccgaa attgcaatgg ctggataacc
  1006921 ggggcggttt tcacgataac gccccgtcaa ctcttcggca aaatgcatgg catcacaatg
  1006981 ggaaccccca ttaccacatg acaatacttt gccacccgcc ttgaaagagt cagccagcaa
  1007041 tatcgcggcc cgttgaatgg catcaatatt gctatcatct ttcagaaaat ttgccagcgt
  1007101 gtctgctgct tcgttcaatt cactacggat taaatcgtgg tacataaagg aaggcctctt
  1007161 tatatgtcct atagcatcaa tatttttcct caatcagtgt accggatagc ataaacagcg
  1007221 agaagcactg tgatgcatta gcatgaaggc tttattcttt aatgcggcca gtttgtgaga
  1007281 tgagttgtaa ataacatgta attttattga taaaaagaat gagatgaact aaaacaaatg
  1007341 tatcactcaa caggtcagac ctcctacatc tcaggagctt cattatgata gttcttagca
  1007401 ttattgcctt actggttctt attagtgtgt tgttctatca ccgggtgaac ctttatctca
  1007461 gcagtttaat tcttctggtt tacaccgccg ctttgagcgc atcgcagtta tggtcattct
  1007521 gggtattatt gccactggtg attatgctgt tgccactgat cctaacgccg ctgcgcaagt
  1007581 cactgttttc tgcgccagca ttacggattt tccgtagcgt catgcctgct atgtcgcgta
  1007641 cagaaaaaga agcgatcgat gcagggacta cctggtggga aggtgatttg ttccgagggg
  1007701 ctcctgactg gaaaaaatta cataactatc caaaaccgca attaaccgcc gaagagcaag
  1007761 cctttatcga tgggccggtt gaagaagcct gccgtatggc taatgacttc cagataaccc
  1007821 atgaactggc tgatttgcca ccagaattat gggattacct gaaagaaaaa cgcttcttcg
  1007881 cgatgatcat taagaaagaa tatggtggcc ttgagttttc tgcttatgct caggcccgcg
  1007941 tgttacagaa actagctggg gtctcaggta ttctggccat caccgttggc gtgccaaatt
  1008001 cccttggccc aggtgaatta ctgcaacatt acggcactga agagcaaaaa aatcattatc
  1008061 tgccaagatt agcccggggt gacgagatcc cttgttttgc actaaccagc ccggaagctg
  1008121 gttctgatgc cggtgcgatc cctgatgttg gtattgtctg tatgggcgag tggcaaggta
  1008181 aacaggttct cggcatgcgc ctaacctgga acaagcgcta tattacgctg gcccccatcg
  1008241 cgacggttct ggggctggcc ttcaaattat cggaccccga acacttactg ggcgatacgg
  1008301 tagacttggg gattacctgt gcactgatcc caacccatac accaggagta gagatcgggc
  1008361 atcgtcactt cccgctcaat ataccgttcc aaaatggccc tacccgtggt aacgatattt
  1008421 ttgtccccat tgattacatc atcggcggcc ctcaaatggc cggtcaaggc tggcggatgc
  1008481 tggtggaatg cctgtctgtg gggcgtggaa tcaccttgcc ttccaatgcc actggtagcc
  1008541 tgaaaagtgt ggcgatgggg atcggtgctt acgcttatat tcgccgtcaa ttcaaaatct
  1008601 ccatcggtaa gatggagggg attgaagagc cactggcgcg gatcgccggt aacacttatg
  1008661 tgatggatgc agccgcaacc ttaatcacca gcggcattat gatgggcgag aaaccagccg
  1008721 tcttgtctgc cattgttaaa tatcactgta cacaccgtgg tcaacgcgcc gtgatggatg
  1008781 ccatggatat cgccggtggt aaagggatct gtcttggccc cgctaacttt gtcgcccgtg
  1008841 gttatcaggg cgcacccatc ggtatcactg tcgaaggcgc aaatattctg acccgtagta
  1008901 tgattatctt tggtcagggt gctatccgtt gccatccatt tgttctcgat gagatggcgg
  1008961 ctgcgcaatc caatgacgtt gccgctttcg ataaagccct gtttggtcac ttgggccacg
  1009021 tcggtagtag tatggtacgc agcttctggc tgggcctgac caatggccgc accagtgcaa
  1009081 caccagtcaa agacagcacc cggcgttatt atcaacagct aaaccgtctg agcgctaact
  1009141 tggccttgct gtctgatgtt tcaatgggcg tgctgggtgg tagcctaaaa cgtcgcgaac
  1009201 gtatctctgc ccgtttgggt gatatcctca gccaactgta tttagcatcc gccacactga
  1009261 aacgctatga agatgaaggc cgtcagaaag aggatctgcc gttggtacat tggggggtac
  1009321 aagatgctct gtatcaggcc gaacaagcac tggatgactt gctgcgtaac ttcccgaata
  1009381 gcgtgattgc tggattgatg cgtgtcgtgg tcttcccatt gggccgtgta catcgggcac
  1009441 cgtccgatca tctggatcac cagttggcgc aattgctaca agttccatca gccacccgta
  1009501 gccgtatcgg ccgtggtcag tacctgacgc caagtgaatt taacccggta gggttattgg
  1009561 aagcggcctt gctggatgtg attgccgcag aaccgattca caaacgcctg agtaaagaag
  1009621 cgggtaagag cctgcccttt actcgcttgg atcagttagc taaacacgcc ttggcagaag
  1009681 ggaaaatcag cgccgaagag gccgcgttgc tgactaaagc agaaaacagc cgcctgcgtt
  1009741 ctattaatgt ggatgagttt gacgccagcg ccttggcagc aaacccagta gtcaaaaaac
  1009801 cggctaaaca gcagcaaact gaagccgcat gatgtatcca gcttatttat aatcagtatc
  1009861 gaaataatca accaagcctc ccattaagga ggcttagttt tatgtttaat aaaaaaatac
  1009921 ttaattcagc gattatttca tctggtcatc tgatgaatat gcccaaaata atttgagttg
  1009981 caggaaggcg gcaactcagt gcatcacgag gagcttacat cagtaagtgg ctggggtgag
  1010041 cgagggcagc ccacgcacat gcaacttgaa gtctgacgag tataaaacgg cagtaattgc
  1010101 actacccgct catttagacg atgtaattta cgcatgttct gccagaaatc ctcttggttc
  1010161 atcttataca ctgaacagac ccactcctcc gtagcccctt caaccagatg ccggtgcagt
  1010221 gccgcccgca gcgagatttt agtcactttg gcaatatcca ttaatagcgt caattgcacc
  1010281 tcatcgacct ctcctgggga aattcgccct tggaacaact cacagggtga gcactgggcg
  1010341 ctcgccgaga gtaacgactg cccctgttgt aaataactgg cgacagcatc tgattcataa
  1010401 tagtggctga aatagagcag cctaagtgcc gtctgccgta atatttggct gatttccgat
  1010461 tgcgtaatgc gccccatcaa caacaggcgc aaaccctgcg ccccgagtaa tcgctgtaaa
  1010521 gtggcgcgca catttttatc gatgagattc tcatcccata acatgcggtt actaacatca
  1010581 gataagctaa aaccacatcc caataaatag atagcgcagg cagttcgcca aaactgccgc
  1010641 ctcaatgtga tgtgctgtaa aatgccgatc gggatatcgg caaccaagcg atgaagttct
  1010701 tccccctccg cgggatcctc acatgcagtt gtggcctgcc atttcagcat actaattcac
  1010761 atcctgatgg ccgttatcca gcaaggcacg aacgatctgc ccgaattgct cgggtttacc
  1010821 ggtaaacagc acattatcgg gttgagtttg taacaactga cggcgtagac cattgcgcca
  1010881 gtttgtatcc gtaattaacc gtaccgtcgc cgtaatatat tgctccacat tatgtgtaat
  1010941 cagttcttca gccaaaccca gacggcgaaa taacccttca tcaatatgct catggacttc
  1011001 ctccccactc agacaaacac caggcaaccc ctgccgcacc gtatcgacga tgccattggt
  1011061 attgccgaaa ggaaacggat taataaacag atcgcactga ttaattacct gtaaataatt
  1011121 ctgataattt aagtgttcat aaactttggc tgaagtcacc atctcattaa ccgctttttc
  1011181 cataacccta tgagttatac cccagcaaaa accaaccaga aaatgaaata tgataggtag
  1011241 cggggatcgt aaggcgattt cggcacaggc agctaaaaaa cgagggttaa ttttcatcgc
  1011301 tgaagcacaa acggcaatat gtaccgcttc gcgctgaaca aattgctgta tgggttccgg
  1011361 ttgagtgata ttggctggcg gcacataagg taggcaatct ttaggtaaag aaaccacctt
  1011421 ctcggagaag catgcgatat cgcccaaata gtcttcctcc accaacaccg catcaatata
  1011481 gtcagaatgg gtggttgccg ggtggcctaa cgccatcacc tgcaaggggg ccaaccgtaa
  1011541 attagtcaac gccaccgtca tcgggaacat ccccacactg ggaaaataaa tgacatccgg
  1011601 gcgtaactgt tgtgccagcg ccataatcgt ttcgaccgcc cccgttcggc taacctcagt
  1011661 gaaatcatca aatacttttc gggtaatatc atctgttgcc tctgcaatcg caacaccatg
  1011721 agtcgaaaac tgatcacggg ccgcccgcag agtactggag tgcgttcgat agatagaatg
  1011781 accactgtta aaccactcta aaatcactaa catcaatggt ttgctacgca atggtggcag
  1011841 ttcattcata tcagataatc catttttgag catggtttta cgtaaatgaa aattaatact
  1011901 ccgctttatg gtgtgttttt tcgccatgtc ggcataactg caatgcatat acacatcatg
  1011961 caaaatacgc tcaggtaacc cctcaagact gatcagtgtt aagagttttt caggtaacca
  1012021 cgctaataaa gtctcacgct tttcatgccc cgccgcactc ggtaaaattc ggggagataa
  1012081 taacgccaga aataatgcgg ctgttgcctg cggattaaat tgccataata tatccggttg
  1012141 cagcggaata cctgattcgg gtaaatacat cacacaaaat ttaaggaagt tatttcgctc
  1012201 gaatcgcaat gggtgcgagc acccatttcc ggcttcatta aggttagtga tcacatgatc
  1012261 ggcatggcca aaagtcgatg ctgcaaaaat caacgcaatc caacggtgga agttgattag
  1012321 ctgaaggaaa ccggtttccg aaatcacaaa tccgggatca gaaaataagc atccgatagc
  1012381 ggcggctagc cgattacaat aatactcttg ttgctgtatt ggctgtttat tcagagaaaa
  1012441 aacatcccag cgcccatatt gagtatctag cttctccaac atcagtatca ataatctgcc
  1012501 cgcatcttca taacgccggg tacagaccaa aaactcaaag taaggcaatg aaaacacaac
  1012561 tggtgcctct accacgggtg ttaattcaac tgacttatcc gccattaccc gatctcccta
  1012621 tcagctcagg gcttaccctc tatttagcca agccccgctg tatcgttaat attattaaat
  1012681 taatataccc aaaataattc gagttgcagg aaggcggcca acgctcatgc agcttgaaat
  1012741 atgacgggta taacgtgttt tacttcttga ccatcatggg gagatggggt tgtcccttgt
  1012801 ctaaaatata cgtatcgcaa ggttcatgtt cagaggtctc actcagaggg agacaaacca
  1012861 taattccggt aacgcccgcc gcactttgct ccgattcagt gacaacagat gaagataaat
  1012921 cacgcccttc aagggtactc aagatatggt ttcgcgccat tatcaacatg tctggatcct
  1012981 ctcttttctg agatggggtt agcgtcgagg tctgttttgt atttttctcc tcatcggttg
  1013041 atgctggggg caattcaggg tcagtagccg gtggcaaagg tgtatattta ccccttgtca
  1013101 ggttatcacc ttcacgtgcc ttactgcctt ctggctgggt tttatcaatc ggtttaccat
  1013161 taagagtcac gcgctcaccg atggtttcag gtaatgctat aaacaccggc agtttatatg
  1013221 agccggtccc tcctccgata acgatgtcat taagtaacgc actttcatcg aggaaaacac
  1013281 cgtggctatt gtctgaatga ccattgattt ctccgccact gatggcccca ttaatatgta
  1013341 cgccgtgacc atcatcagac gttttgccat taatcgtagt attgccgtta ttgattaatc
  1013401 ggctgttaat ctctacccca tggccatcgg tggcgttgcc gctcagcgtg gtgttatcga
  1013461 gggtattatt gccgcccagt tgcacgccgg tgcctttctc accgctggca ttaccgctga
  1013521 ccgttaacgg ttcatccgta ccaccgccac tcagggtgac gtctttaccc acgtcgatgc
  1013581 cggtgccatg gaccgtgtcg ccatgcacca cgctgccatg gttaccggac agattggccg
  1013641 ccagatccac gcccttgccc tcggtactgt tgccattgag cgtagcgtta tccagcgtgc
  1013701 tctcgccatc gattttaacc ccgctgccat tggccgaaat gccgttgatg cggctgtttt
  1013761 taagcgatcc attgatttgc acaccaatac cattcgtcga cgtaccgtta accacactat
  1013821 cacttagcga accattgacc tgcgcaccaa tccccgaacc agaagccgtg ccgtttagga
  1013881 tcacattccc ttggttagct agcgggcccg tgatatccaa agcgatacca tcaaccgcag
  1013941 agctatttaa actggtatta cttaaatcat tattaccatt gagttttatt ccggtgccag
  1014001 tgcctgttgt cgccacacct tgtagaatca acaagtcagc ttcactggtc ccggtaacgt
  1014061 ttgaattttc gccaatatca ataccgtagc ccgtgccagt agtcgttccg ttaatcgaac
  1014121 tgtgatgaat accattgata tcactggtaa tttccacccc tttcccactg ctactgctgc
  1014181 cattgagcgt ggcattatcc aagacggaac gggtaacaac actggagccc ggcaatgaat
  1014241 caatcttcac accactgcca ttgatcgact ttccggtcaa tgtggtatcg acaatcgctg
  1014301 cattaccact gatccgcaaa ccttcggcgt gagttgaact ccctgtgaca ttaatgcgat
  1014361 caatacgatg ttctgcactg aaaaggtgaa caccggcacc atcggtactg attccttcaa
  1014421 tcgtcatggg gccggtacta ttattaacaa caccggaaat agcggccccc gtacccgcga
  1014481 cactgctgcc tttaatcagc gtgtcaccat caccattgaa taccagcgta ttattgctgc
  1014541 ttgggaagtt aattcccgta ccgctggttg aacgcccctc catttttaaa gaaccattat
  1014601 tattaaccgt taatttagct gggctggtat agcttatgcc attaccacct gcggtatctt
  1014661 gagccccttt attttcaccg aggagagata attggctacc tttaataata ttcagtgtat
  1014721 tcgcgccata gaaatcaatc cctttgcgtg tggccccaac cccttcggtc tcgcctttca
  1014781 aaatgatatt gccgtcaaca gataagctac tattggctct aaaaccaata cccgcccctt
  1014841 gtgtcgtatt aaatgcttta ccaataagcc atccattttg agctttgata ctgttattac
  1014901 cccccaagct taatacggca tttaatgatg tcgataaagc ggttttcgtt tcagcataaa
  1014961 tagaaacatt acctgcggta gcattaagct ctacattggt aaaataaaca tccccggtac
  1015021 cggctgacga accattaata tcaatatttc ttccgcttga tgttagacta acattaccca
  1015081 aattgattaa tgaatgctga ccagagccat tgcccatttt acctattaag gtgatattcc
  1015141 cttgagcaga gatattgtta cgtgaagcat ctgaagaacc ttgaataatg accccttcat
  1015201 tctgtccggc ggatactcca accaaggtga tatctttatt agaattcaat gttgagttag
  1015261 atttaatcca aatgcctttg ccggaagaat tggttactat tgtattaata tcacctactg
  1015321 ttgtcaggat attagtatta tccaatacta tgccaccggt gccagtagaa ttagaggtta
  1015381 tatcaacacc attcgcgcta acattcactc ccgacagcca tgtacttgtt atgccgttag
  1015441 tcgtaaagtt tccattattg gtttctatat tgacattttc aatattaatg ttaggtcccg
  1015501 tagctgtttt actattaccg gctattatag atatatcttt tcctgcagtg atattcattt
  1015561 tgttcgagga agacgcattg attttcactg tttctccact cgatgtgctg ttagcaacca
  1015621 agagtatatt attagccgcg gtcatcccac catttcccct aaaccataaa cctttagtag
  1015681 gagaggttaa atcagttttg atatcgcctt tagccgtgag gaatgtatta gtcatcaaca
  1015741 ccgcatcatt agcggtaata ttgccattca ttgaaatatt gttggcagtt atcgtagcgt
  1015801 tattaaaagg actccctttc atcccagtaa tatttaaatt aaagtctcca ttcttagcta
  1015861 ttatattggc gtaatctaca gaaacagtgc ttccaatctc tttccctcca ttaaccgcga
  1015921 tcagagagat atgaccacca gcggtaatat tgacattgtt actactggaa ttaccgctga
  1015981 tctttattgc atcagcaccc gcataggccg aattagtcgt cacaccatgc agattaacat
  1016041 taccactggc gtttaaattg gttttacctg agatccaaat acctttattg atggtattag
  1016101 cattggcatt aatatcaccg gaagttgcgg taacatgact atctcttagt aaaaaaccat
  1016161 caactccagt gacattgact gcaaatttaa catccttagc actgagctgt gaattattga
  1016221 cccgaagccc ataaacattc ttaacaacaa tattgccatt tatatcaaat aaaacacggc
  1016281 cagattttga caaaatacgg ctattaacaa agtccactcc acctgacgaa ctccccgtcc
  1016341 cttggaatat tatattctta tcactggtaa ttgttgcatt agtgaatgcc cccatccatg
  1016401 aaacattgga gttagagcct atcgagaaag tcatattccc cacgcccgtt aagatcgaat
  1016461 tatttgatat atcaatacca cgccaccctt gcccacggct gttactgctc acaccggaga
  1016521 taacggtttc gcccgcgacg ctaatattag ccgcattact gatattcacc ccaacttgtg
  1016581 aggctaatgc ggtattccca tccaaggtga aattgccaac atcatatcgc ccgcccagta
  1016641 agccaatacg tgccgtatta ttatcattgg catgtttagc taaaaaatca ccgccattta
  1016701 ataaaacctt gctattattc agcgtgatgg cagaatccgc agtggtattt cctgctaata
  1016761 aatttaaatt taattttcca gcatcagcgg taatattatt attaactaca atattaccgt
  1016821 cagcctgtaa tgtcagcgtc gcatcggctc ccgccgtttt agtgatatcg gcttgtacag
  1016881 ttatattgca ccattggcac cccgttaaac tactgttgct ggtggttatc gtaacattag
  1016941 tgccactatt aagctgggta ttaatactac tattgaggat ctgagtaata ttggccgttg
  1017001 gaataaaaat atgggcgcta gaaaaaaact ctgcgggtat attacccact ttagtcatta
  1017061 caccactctc agcaccactg ctaacaattg ttacctccgc agggtccaat aaccaatagc
  1017121 ctgcggatcc acgaacggca ctggcatcca cttgcccaaa agcttgtaaa ttgcgttggc
  1017181 tggatgtttc aacctgaccg ccatcgcctg attgaggccc gcctctggct cggatattac
  1017241 cgtgaaaacc ggtgtaatcc tcagaccata aaaccgcact tcctcccggc ccgttgcgag
  1017301 atgccgaaac atcaatatca ctgcctttat ccatcaccac agccgtggca tttctgatct
  1017361 gattatcttt gccttgccag ccccccccca ctaaaacagt gccaccgcct gcagtgccct
  1017421 tcgctttaat attactgttc ttattcagat aaatacgttt cccttcaaca accgcacgtc
  1017481 ctccacgccc ctgctgattg ttaacatcga tggtccccat ctggctgaca accccctcac
  1017541 caccgccatc aagataaata gcaccatttt tcgctgacaa ccctttagct tgcaggatac
  1017601 cggtattatc aatcaccgta tccatcagca tatctttacc cttagccgtc agttgaatca
  1017661 ctccgccatc agcctggatt aacccaccat tttgaatcag tgcagcaacg gtttccccct
  1017721 gaatttgtac ccctaataaa ttcccatggt ccagattcaa ggtcacgctg tgaccgactg
  1017781 ccagcacagt gttcccttgt ggggtggtga tagaccctga acgctggtta tcaatccggt
  1017841 tacccaccag tgcgatatat ccccctgggg ccgagcgtaa attcgcctga ttaataatat
  1017901 tgccttcact ctcccccccg atcaggcggt agtcaccaga cagaaactct ggatttgaca
  1017961 tatatttcgt gctcgccacc aacccaccga cattaacctg cgcctcttta ccaaacagta
  1018021 tcccgcgcgg gttaagcaag aagacctgac catttgcctg taagcggcca taaatttgcg
  1018081 atgcgctctg cccctgcacc tgattcaatg caatgctctg gctacccggc tgggcataaa
  1018141 tgacactgtg tccgtgcgca atatcaaaac tgtcccaatt aatcgctaac ttatccgttt
  1018201 gctgtgtcac ggtaagcgta ctgctttgct gatccaacat cccttgcccg atgacaacat
  1018261 ggccattaac cggtaacacc ggatgggcca gaaccagcaa ggggaatatc ccaagcgcca
  1018321 agcccgtcat catcgccaga cggcttaaga taccaacggc ccggcgctga ttattgccgg
  1018381 cttgaccgcc tttcgacgaa aaggctcggc catatgatcg ggtaaattct cccacggcaa
  1018441 ttaagcagcc cagccgacga caaaaaataa gtttgtacaa tttactgttc attatgcgcg
  1018501 tccattaaat ctgacaaata tgccgataag cactaaaaca tcttataagc actcaaccag
  1018561 agctgatcgt tatcttgatg acgggtcact gcctgaccgg ttcggtgtgc ccaggtcaga
  1018621 ttcaaaaaat aatctgccgg gcgtgcgaaa gtgatatagg aaccaaagcc agatatgttg
  1018681 atattatttt cagagaggcc cacgataggc tggcgataat aagcccccca cccttggtca
  1018741 aaaaacgccg ctacggtaat ttgatgccca tagccggccc agtcaggaaa atcaggctgc
  1018801 cagcgtgtgc gtaattccgt ggtaaaaatc gtccctttat cgacagaacc gtcgccaata
  1018861 ccataggcac gaaccgccag tggcccaccc aagagtaatt tttgcgagct atccagattt
  1018921 ttactggcca tttgaccggt aaattgatta aagaaagaga cgtgagaccc aatgccctga
  1018981 tcatggccga cgcgataatt aaagcggcta aaattaccgc tcacatgggt cagcgtattt
  1019041 atgctttggc tgtattcgtc atccagtgca agatcccctg ccgtgcccag taaattgaaa
  1019101 ttactgagtc cacggggtaa ggcagtaaaa gtgccactga taccaaattc gcccgcattc
  1019161 aggttacgtt tttgttctgg taacaaaatt aatgcatcac gcattctggc ctgataataa
  1019221 cccgcattaa catcaattcg tgcagcagag gtgcgtatcc atggatgtcg taaattgatg
  1019281 ccccaggtag tagagtgacc acgtgcatct aatacggaga aaggccccgt taacgtataa
  1019341 tccaggtagc tataattaag tgcagcccgg gtaccatagc tattaatggg gaagttataa
  1019401 tccagtaaac cattaaagac atctgccgag ctggataaaa ttaaatctgc ccgtaattga
  1019461 tctccccagc cagtgaggtt attaagcaca ccgccggtta acaaacgatt atgaccggaa
  1019521 taatcatttc cctgattatc ggccgcaaga taagccatca ttttttttcc gggtgtaaca
  1019581 tcagcataaa tccgagtcat tccagattga gtgcccggtt ttaatgccaa agaagcctca
  1019641 acgcccggta tttcattcaa aattagcgcc gtgcgttcaa ggcgagataa ttcaacggga
  1019701 gatgcggcac aatctttatc accaaagatc ccattttttt tactgcagct attactttca
  1019761 atcaccgtgg tgataaagtg agaattcaaa ctactttggt tatttatctg aggcttatct
  1019821 aatcggcccg cgataacgcg caccacaata ataccgtccc gaatcgtttg tggtggtaat
  1019881 attgcctgag ctgcgaccca cccttttttc cgatagaagc gagtcacggc aaaagtcatg
  1019941 gcttgtaaat cgttaaatgt gagtgaccga tttaaccaag gggtaatcag cgcctgtaaa
  1020001 tccttattgt cagcggtaat accaggctga aataacgaga catcgccttc aaacctaacc
  1020061 ctgtgcaggg taatgcgttc agtcgcgagt cccccttctg gtggcgtggg cttatttaat
  1020121 tgaggaagct tgatatccgt ttcctctggg gcgttcaatg gctctattgt tgtttgccta
  1020181 atttcattac taatcgcccc cgcgtttggc acatttagca cttgaggtgt ggcgattaat
  1020241 ggtgagcaag aaagagaaaa taaagctaat aaactgaatt ttaatgggaa ccataacatg
  1020301 ccatggcaat agcaatctct cataaagaaa cgcctaataa aaacaggggt aatgccagta
  1020361 aaaataacaa taaatattat tatttagcac tggcccatac ggttatcatt aattaataaa
  1020421 tgcagaagta aatttacaat aaatatgcaa tacagaaaat aacagggtat taacagacat
  1020481 taaaaagtca cataaacact aaaaaaaccg taaacttaga ctaattgccg tcacaggttt
  1020541 acggcaaaca gcaatttgag atagatataa aaaaattcat aaaaaatgat ggtaagtcta
  1020601 aaggtgtaat aattttcacc tacaagagca ttgtttaatg aataaaacaa ctctcacgta
  1020661 agcgaatgaa ttaagtgaat tatcacctca agccaacacc gtggtcatac cagtactttt
  1020721 tgtttttaac aaaaaaaagg atatgagaat aaaaaaagat aaaataaaca atactaacca
  1020781 gcaaataaaa taacagacaa gttcaaatat agagaataaa ataatatcta ttttatagaa
  1020841 tagaccagat aatatcatgc gtaaaaataa acacactaat ggtaaataga aaaataaaaa
  1020901 atctatattt gtttgcagga ttcttattat ttattgtaac tttcaccacc taattcattg
  1020961 tcgttgtagg gagggaggcc acaaatgaca aatgggtcgg aaagcaattt gaacagcatt
  1021021 tatgctagct cgtaggctga gcctcaggga tgaggctcag gttattgaca aagtgcccgc
  1021081 gacggagaga acaggcagat cgtaaagacg ccgtaaatac atccatgtag gctcgagccg
  1021141 cgccatcctt ggcgcggacg ctttactcct ctgcctatcc tcaccgttca agatcgcgtc
  1021201 atcggggttt gtcagcagtc tgagcctcag ggatgaggct attaattttg aggccaacga
  1021261 ttaagtgatc cgggtgagtg agcgcagcta acaccgctgc ggcgtcaagt aaaaaggggg
  1021321 atccccgacg tcattggcgt tgcagcaagg cagcaaacga atgagtcctg atgagctgac
  1021381 atcagtcagt gattcaggcg agtgagagcc gctaacaccg ctgcggcgtc aaggacgaag
  1021441 gggacgaagg ggacgaaggg gacgaaggag acgtaagaac agcctccaga tacgcctgaa
  1021501 tcgccaccgc aacatcacta ctcgtgacgg actcatctgg atgatggctg acgccgcctt
  1021561 tacagcggac aaatagcatc ccgactggcc agcactccgc catggctatc gcatcatggc
  1021621 ccgcgccact gggcagcgct aaacaacggc cctgcacctg gctgatactc tggctgatgc
  1021681 actgctgcaa agcactatca caagccgttg ccttgatacg gtaaaaccct tcggcggcaa
  1021741 acgttatgcc acgacgcgtg gcgatcgctt cagcctcagc caatagacgg gtcaataaat
  1021801 cattcacccc acggtcattt gggccgcgaa tatccagtgt cagcctcact tgaccgggga
  1021861 ttacattcac tgcaccgggc agacacgtca acgtccctac cgtcgccact aaatgctccc
  1021921 cctgagccgc agtcaatgcc tctacgacac acatccattc agcggcaccg gccaatgcat
  1021981 cttgccgttg ccccatcggt acggtccccg catggcccgc caacccggta aactgacatt
  1022041 gtaaacggcg cgcgccatta atatccgtca ccacacccag cgccaaaccc gcgttttcta
  1022101 aacacggccc ctgctcaata tgcagttcaa gataggcgca gaaggcattg gctgcacgcg
  1022161 cagattgccc gatgtccatt ggatctaaac cggcacgaac catcgcttgc gcgacactga
  1022221 tgccatcggc atcggtcgta tttaaccact ccacaggcca acgccccgtc acccctttac
  1022281 tgccaagcag ggtgatgcca aaccgcgttc cctcttcatc agcaaaacca atcacttcaa
  1022341 tggcgaccgg taaacgttgc tgatgacgat gtaagtaccc cacgacctcc agcgcagtta
  1022401 atacccctaa catgccatca tagcggcccg cattgcgcac cgtatccaga tgagaaccta
  1022461 acaagatggc gggggcatcc ggttgtcgcc cttcataacg gccacaaata ttccccacgg
  1022521 tatcctgcca aacctgcata ccaaccgctt gcatccattc accgacttgc cgatttgccc
  1022581 gtaaatgttc aggagataga tagacccgag tcagcccttc gggggattca ctgattgccg
  1022641 ccaatacgtc acaacgggcc aagacctgta atgcagcctg ttcagcctcg atatccggta
  1022701 gggttacgct catcaattcg ctccattcag ttgagcatga tcgctattcc tttgagcact
  1022761 atccgcctga tgagtactat ccacctgatg cgcactatcc acctgatgag cactatccac
  1022821 ctgatagaca tcccatgtgg cttgtaaccc tgcgccttga actgtggtaa accctaaacg
  1022881 gttcaatacc gcctccagcg ccactagcgt ttgcatgaca caatctttac gggcgttata
  1022941 ccccatggtg ccgatacgcc aaattttgcc attcaacggc ccgaacgagg taccaatctc
  1023001 aataccaaag tcattcaaca gcagttgccg gacttgctca ccgggaatac ctttcggtat
  1023061 gaccacgccc aatacgttat tcatacgatg cttcctatca ccaaacaccg aaagccccat
  1023121 cccctgaata ccggccaaaa gtgcgctacc gtgttgtaac gaacggtgca atagtgatcc
  1023181 acacccaacg cctgaaatca gatccagggg gtaatctgct ctcctgattc aggagagttt
  1023241 atggtcactt ttgagacagt tatggaaatt aaaatcctgc acaagcaggg aatgagtagc
  1023301 cgggcgattg ccagagaact ggggatctcc cgcaataccg ttaaacgtta tttgcaggca
  1023361 aaatctgagc cgccaaaata tacgccgcga cctgctgttg cttcactcct ggatgaatac
  1023421 cgggattata ttcgtcaacg catcgccgat gctcatcctt acaaaatccc ggcaacggta
  1023481 atcgctcgcg agatcagaga ccagggatat cgtggcggaa tgaccattct cagggcattc
  1023541 attcgttctc tctcggttcc tcaggagcag gagcctgccg ttcggttcga aactgaaccc
  1023601 ggacgacaga tgcaggttga ctggggcact atgcgtaatg gtcgctcacc gcttcacgtg
  1023661 ttcgttgctg ttctcggata cagccgaatg ctgtacatcg aattcactga caatatgcgt
  1023721 tatgacacgc tggagacctg ccatcgtaat gcgttccgct tctttggtgg tgtgccgcgc
  1023781 gaagtgttgt atgacaatat gaaaactgtg gttctgcaac gtgacgcata tcagaccggt
  1023841 cagcaccggt tccatccttc gctgtggcag ttcggcaagg agatgggctt ctctccccga
  1023901 ctgtgtcgcc ccttcagggc acagactaaa ggtaaggtgg aacggatggt gcagtacacc
  1023961 cgtaacagtt tttacatccc actaatgact cgcctgcgcc cgatggggat cactgtcgat
  1024021 gttgaaacag ccaaccgcca cggtctgcgc tggctgcacg atgtcgctaa ccaacgaaag
  1024081 catgaaacaa tccaggcccg tccctgcgat cgctggctcg aagagcagca gtccatgctg
  1024141 gcactgcctc cggagaaaag agtatgacgt gcatcttgat gaaatctggt gaacttcgac
  1024201 aaacaccccc tgcatcatcc actctccatc tacgactcat tctgcagagg agtggcgtga
  1024261 tgatggaact gcaacatcaa cgactgatgg cgctcgccgg gcagttgcaa ctggaaagcc
  1024321 ttataagcgc agcgcctgcg ctgtcacaac aggcagtaga ccaggaatgg agttatatgg
  1024381 acttcctgga gcatctgctt catgaagaaa aactggcacg tcatcaacgt aaacaggcga
  1024441 tgtatacccg aatggcagcc ttcccggcgg tgaaaacgtt cgaagagtat gacttcacat
  1024501 tcgccaccgg agcaccgcag aagcaactcc agtcgttacg ctcactcagc ttcatagaac
  1024561 gtaatgaaaa tatcgtatta ctggggccat caggtgtggg gaaaacccat ctggcaatag
  1024621 cgatgggcta tgaagcagtc cgtgcaggta tcaaagttcg cttcacaaca gcagcagatc
  1024681 tgttacttca gttatctacg gcacaacgtc agggccgtta taaaacgacg cttcagcgtg
  1024741 gagtaatggc cccccgcctg ctcatcattg atgaaatagg ctatctgccg ttcagtcagg
  1024801 aagaagcaaa gctgttcttc caggtcatcg ctaaacgtta cgaaaagagc gcaatgatcc
  1024861 tgacatccaa tctgccgttc gggcagtggg atcaaacgtt cgccggtgat gcagcactga
  1024921 cctcagcgat gctggaccgt atcttacacc actcacatgt cgttcaaatc aaaggagaaa
  1024981 gctatcgact cagacagaaa cgaaaggccg gggttatagc agaagctaat cctgagtaaa
  1025041 acggtggatc aatattgggc cgttggtgga gatataagtg gatcactttt catccgtcgt
  1025101 tgacattagt caaaactacc ggcaagaaaa tttggcgttt ccactatcag cttcccaaca
  1025161 gtagtaaacg cactatggta agccttggcg cgtaccctgc actttctttg gctgatgcca
  1025221 gagaagtacg agccgagaaa ctggccatgt tagtgcgagg ggttgatccc caagcaagag
  1025281 ctgatgaaga agctgaaaag ctccagatag cggaggaaag catttttgtg aatgtcgccc
  1025341 gtaaatggtt cgagttgaaa gaaagccacg ttagcgcagc ccatgcgaaa gatatttggc
  1025401 gttctattga aaaagacatc ttacccagca tcgaaagtgt tcccatccaa gaattaaaag
  1025461 cacgtaccct gattcaggta ttagaaccca tcaaagcacg gggagcatta gagactgacc
  1025521 tgctccccat tgaataacac actccgatgt tagtaatgtc ttcatcagca acatgaggac
  1025581 accccatgaa gaaacgtttt tccgacgaac agatcatcaa tattctccgc gaggctgaag
  1025641 ccggagtttc agcccgtgaa ctctgccgta agcacgccat ctctgaagcc agctattata
  1025701 actggaaggc aaaatatggc ggcatggaag cgagtgatat caaaaagata aaagatcttg
  1025761 aggacgaaaa ccgtcgtctg aaacagatgt ttgccaacct gagcctggag tgtcgggcat
  1025821 tgaaagatgt tatcgaaaaa aagctttaaa accagcgata aagcgtgagc tcgtcaatta
  1025881 cctgaccgcg caatttgcga tcctacggct ccaacgagat catttgttaa aatgacccaa
  1025941 acagaagttt atggtcttgg tttccgtttt aaggcttgta gcgcattgct tgagtcaggt
  1026001 ttgtggtcaa aagacgatgt agaatgccag atgagtcatc aggagcgaaa taccgttcgt
  1026061 tcgtcttcta tccataaggc cgaacatata gataaacgca agctaatggt tcagtagtgg
  1026121 tcaattacct tggtgccaac cgtgaaggga tggttaggct gtttgatttt gccaagaaaa
  1026181 ataacctatt aaaaatcacc gatggctgac tattttgaac tgtcaggtgg tcaaccttct
  1026241 acgaaagggg cgttcgcccc aatagttaat caagacagat tatttacggt ctttatttgc
  1026301 ttgtgctaat acagaggccg ctagctgctt tgtcaatgca ctggaacgtg gattatcgag
  1026361 tgcagcagat gctttatgct ccatttcccc acttgtctga tttggtgttc ctcgttggga
  1026421 tagggcagaa cccgcaaggc ttctctggat tgcagaagag ttagggtcat ttaaagtctt
  1026481 cgcagcaata gaagcgacct tgccagatgt ttgttttgta tttttactca tagcctgaat
  1026541 ccttatagtc gaagtattaa tttggcatat gttgtgctta aaaaatttaa atacacaaca
  1026601 tatagaatca gaatcctaat atttagtcgc tgatttttca atagtaacgc aggcgtttac
  1026661 tggataaaat tacagtcagt agcttattta gtatataatg ttgaaaatat gacctgaact
  1026721 gatgttagtt ggcatcttta actactttat tgagatgaac acacagactt aacagtttga
  1026781 atttataact taaatctatg gaatttgatg ctctaattaa gccgggatta tggttataca
  1026841 aagtaattga gctaaaaatg gaatatcatc aaattattca tatcttcacc tcagaaggca
  1026901 attcattaaa aatctctatc caataatcct tccggttatt attaagcgag aatttttatt
  1026961 atcttcatca acaagatgat tattaatgat tttttatatc tatcacgata ctcgcctcaa
  1027021 atcccataaa agctctaaga actctattaa atggtaagac taaatttggg gggacgacaa
  1027081 taacgctata atgattttaa cgtgacacag aattctgagc atactctcaa acggctaaat
  1027141 atctgcgcct aaggtcgccc tcacttaagc atcagaaaga tcaacttcag gcattcatgg
  1027201 taccctaacc agaatatctc tcagtatgaa cgtcgctcgc tatgaaatta aatttccgct
  1027261 tacaaaacgc accgtcccct acctcagccc tgccaatcat tctgatccat ggattattcg
  1027321 gcaatttgga taatctaggt gtattggctc gcgatctgca gcaacaccat aatgttattc
  1027381 aggtcgattt acgtaaccat ggcttatctc cccgtgcacc acagatggat tatcccgtaa
  1027441 tagcgcagga tgtgttggcg ttaatggatg aactggcaat aacacaagcc attattatcg
  1027501 gccattccat gggcggaaaa gtggcgatgg caatgaccgc gcttgcccca aatcgggttg
  1027561 aaaaactggt agcgatcgat attgcgccag tgaattatca ggtacgccgt catgacacta
  1027621 ttttcgccgc gcttaatgct gtgagtgccg ctggtgtgac tcagcgcaac gaagccgctc
  1027681 aactgatgcg cacgttaata aaagaagaag gggttattca gttcttacta aaatcatttc
  1027741 agggcggtga atggcgattt aatgtccctg ccctctggga tcagtacgag aacattattg
  1027801 gctggcagcc cattccccct tggccacatc ctattttgtt tatccgtggt gagttatctc
  1027861 cttatattca agacagctat cgagatgata ttgcccgtca gttcccacaa gcccgtgcgc
  1027921 atgtcgtcgc cggaaccggt cattgggtcc atgcggaaaa accagattct gtgttgcggg
  1027981 caatccaccg tttccttgat gccgcataac gcaagattcc cgtcatgttg attaaaaatc
  1028041 ataccttggg gaaaagaaat gtatttcctg tggaaaaatt gtgcaaaaaa gaacgaatta
  1028101 gcccaatcta atcacagtaa ggcattgtcg ttgctcggtt ggctagggta ttatggcgcg
  1028161 ctataatttt gctgcggtgt tcggttgctg ttcttggaca ggcccgatgg caaatgcaaa
  1028221 ttcaggctgt cggtatatag gtaattcaat gtgtgctatc agcctgaaac gtgttaaccg
  1028281 aatcatctgg aaaggctccg tcacgctttc tgatgtaact cccttgtagt accgctacct
  1028341 atggcaaaag aacaaacgga tcgcacgacg ctggatctgt tcgcagatga acgccgtccg
  1028401 gggcgcccga aaacaaaccc attatcccgt gatgaacagc ttagaattaa taagcgaaat
  1028461 caactacggc gcgataaagt acgtggctta cgacgcgtgg aactgaagat taatgcagat
  1028521 gccgtcgatg ctctcaacag ccttgcagag cagcgtaaca tcagccgcag tgagctgatt
  1028581 gaacagatgt tacttgctca gttagcgcat gatcaagaag ggtgctaacc ctgtcggtta
  1028641 ccacaacagc gtggtgtaag tgattacgcc acgctgttat tacttttatg ccgttatgac
  1028701 tttttatacc gttatgactt cctatgatta ggctttcctg cttagccctg atgtgcctgc
  1028761 cggggctcac gtttatcaaa cccacatttt ccctatttgt cctgctgcct gagtgcggcc
  1028821 ctccctcctt tggtatcaca aatgatggct ctcggttaca ccacggttat cggcaatggc
  1028881 aagataagag cgagtcaccc acaaaagatt ttatatcgca taaacttgat atcagtctga
  1028941 cggaattttc tggcattatg tcgccctatt gaaatgtgtt atattgttga gcaatacgct
  1029001 caattattga cgtaaatatt tgaatttaaa aggtattaag ttatatggca actgtaggca
  1029061 ttttctttgg cagcgatact ggcaataccg aaaatattgc caagatgatc caaaagcaac
  1029121 tgggcaaaga ggttgctgag gttcatgaca ttgccaaaag cagtaaagaa gatttagaaa
  1029181 gcttcgatat tctgctgttc ggtattccaa cgtggtatta cggcgaagca cagtgtgact
  1029241 gggatgattt cttcccaaca ctggaagaga tcgatttcaa cggcaaatta gttgctttgt
  1029301 ttggttgcgg cgatcaggaa gactacgctg agtatttctg tgatgcgatg gggacgatac
  1029361 gcgatatcat tgaaccacgc ggcgctgcga ttgtcggcca ctggccaacc gcgggctatc
  1029421 actttgaagc ctccaaaggg ttggccgatg atgaccactt tattggtctg gccattgatg
  1029481 aagaccgcca acctgaactg acgaatgaac gtgttgaggc gtgggttaaa caaatcagtg
  1029541 aagagctgaa cttgtcagag attatcggtt aatctccccg caacaagaaa cgctctgcga
  1029601 tagtattcac agcagagcgt ttctgttcca gtcactggca ccccgctttg ttaagccgcc
  1029661 cacagatccg catattcgtc tgggcaaaat gaaaataaac cgctacaagt ttgtaacttg
  1029721 acatctgagc cctgtacact caagtgatgt gtttccccca tccatcaata cactgcatga
  1029781 ttaatcttac aaagtgtgca atgatatctt tgttaacaac caccgttttc atttggggct
  1029841 agcagctcta taataagacg caattatgat tattgcgcca cggatgtcat aggctaaaca
  1029901 gccttaattt gaatcgattg taacaggact gaatccgcat gactgacaac aacaaagcct
  1029961 taaaaaacgc tggccttaaa gtcacactcc cccggcttaa aattctggaa gtgttgcaaa
  1030021 atcctgcgtg tcaccacgtc agcgcggaag atctttataa aatactgatc gatattggtg
  1030081 aagagattgg cttagcaacg gtttaccgtg ttctgaacca atttgatgat gctggtattg
  1030141 ttacccgcca caatttcgaa gggggtaaat cagtttttga gctgactcaa caacatcacc
  1030201 acgatcacct aatttgcctg gattgcggca aagtgatcga gtttagcaac gaatccattg
  1030261 aatcacttca acgtgaaatt gctaaacaac atggcatcaa gctgactaat catagcctgt
  1030321 atttatacgg tcactgtgaa accggcaatt gccgtgaaga tgagtctgca cacagtaaaa
  1030381 gataatatcg ttttatcgca ttactcttat aaagatttta agcactgcta ggtttactgt
  1030441 ttatgtttga taaggccatg tcactagagc gttacacatc aggctgttga cataaacacg
  1030501 caatcagatg gtcgcctttc ccgctagcta cccgagttaa actgggtcgt gagtcaggtg
  1030561 gctattcttc gttgccccat cagcactccc cgcccgtaga aaatcgttgt attagccgcc
  1030621 agtcattcac ctgcccgtca ctcagaaaac agccaccagc caactttcgg ttaacggtct
  1030681 ctttcgggca aaaaaatccc cggaccagcc ggggaaatac gatcaactca actttaatat
  1030741 gcaaaaaaag acactaacca gacgcaacca aaaccgtgac taaaacaagc tacagcgtca
  1030801 gatattatta gccaaatacc ctaattcaga tgttaactgg ctccgcacgg ctactgcgct
  1030861 taccgtctgg gctggtggaa cggatcatca cttcaccgct gacagtaggt tgcgctttag
  1030921 catcatactg ctgccatttt ttgcctccat cagtggagta ctcgataagg aggcctggca
  1030981 aggaaatatt ggcttccaac tgccccgcca ccactctggc ccccggtact ggcaagcggt
  1031041 aagccacacc cgctttatcc agttttgcca gttcacgttg ccccataatg ttagcgaaac
  1031101 gctgccaatc cgtgcttaat gcctgagtat cgacccactg agtctcgcca cctttatatt
  1031161 cacgccccgc tttatactcc tgctcccagg atgcgcgatg ccatgcacgc tcagccagcg
  1031221 gtaatacacg agggaaggcc atgtactcca tctgctcatc agtccgtacc gtttcattcc
  1031281 aagactgacc ggagataccc tgtacacccg gccagggttt atcactcttc gcactgaaat
  1031341 gattaccatc gcgatcaacc gaggtttcgg cgttctgtgg catgttgtca ggtgcgaagc
  1031401 tgaacacctt ggcttcatcg ctaaagcgcg tcgcccagta gtaaccgcgt tcacttgggt
  1031461 taacttcata cggcatatcg aagtagacat aatctggatt cgaggcaatg acttcataac
  1031521 ctttattggc ccaatcgttg acggagtccg ctccgcccca gtagagggta tcccagaagt
  1031581 tgacgccaac acgcttggta gcaaacgcgc tcgcatcttt ggcatctctc agtccatcct
  1031641 gccaggcctg cattttttcg ataccgtgcg cattaaccag tttgctgact tcaatggcga
  1031701 agtagctgga aagatgagca atatcttgaa ctttgccttg cttgaccatg tcctgacaaa
  1031761 cctgagattt cgcccacggt ttatcttcaa cgcgcatatc gatgatgcct ttacctggct
  1031821 caattttgcc attcttatcc tgataacccg cccccagacg gatgttcttc gcctcatcgc
  1031881 ccccgaaatg ccaggtggtc agcggcatac cggcctcttt gtgcatcttc gccatttcac
  1031941 caatgacttt gtcgacaaaa tgcttagaag agtccatgca gggattcagg taacttttac
  1032001 gctcatagaa ctgtactgat gtggtattcg agtcatcggt cggatcaacc agacggaatt
  1032061 cattggcttc tttctcttta ccctgtttca tcaaattgtt ataacgcgct tccatcgata
  1032121 ccacagcagc acgggcgtga gccgggatat ctatctcagg aatgacatca atctggcgcg
  1032181 ctttggcata tttcagaata tcgatgtaat cagcgcgagt gaaataaccg ctccccagat
  1032241 tattgctctc agggccagag cctagctgtg gtagcaaaca ggtggtttca gtcaaatcat
  1032301 ggcaacgctg gctgccgaca tcggtcaatt caggcaggcc agggatctca atgcgccagc
  1032361 cttcatcatc actcagatgg aagtggaatt tattcagttt gtaagcagac atttgatcca
  1032421 ataaacgtag gaccgccgct ttggttttga agttacgccc cacatcgagc gagacaccac
  1032481 ggtagtcaaa gcgtggcgca tctttcgcat caagggtggc tattgttttg ctcccctcaa
  1032541 taggtaccaa ggaaaggata gattgcaggc catagaatac accgacctga tcaaaaccaa
  1032601 tcacctctgc gcccttctca ccaattttca gttcatacgc accggaaaca gcgtgatccc
  1032661 cgttgaaggc cgttggctga atcactgttt taatcggata gcccgtcgcg cttagcgcca
  1032721 ggcccagcaa ttcaaaacgt tgctgtatgg catcagaggc cggtttgggt agcgcactca
  1032781 attccagcgc cacaccgagg ctcagatcgg catcttgcgg ataaacctta acgtccagtg
  1032841 gtgttgggat aatctgccca cgcaggttag ccgcagagag tgttttcact gcctcgtttt
  1032901 tgacgaaacg tgattctggc gtcatcatcg tctttggtac gcttccactg gtcaccggta
  1032961 aacggtgtca ggtatgcgtt aatgtcttcc gtatcagtac tggccaaaac ttttggcttg
  1033021 gcatcgcccg aggttgcata ccaacgcggc ataaagtcag tggcaaataa ttgccagtat
  1033081 tcccccgtaa ttgggatttc aattgtctga ttggcgggga aaccagcaaa cttagcggtt
  1033141 ggttcaattt tgtgcagatc ccccgtcagg tgagtcaccg taaactgatc gttatccaca
  1033201 gccaaaatca tacgaatact gtgaaaataa atcgcccagt cctggccttt gatctcatcc
  1033261 ccggtgttgg tcagcgttat catgacctta ttacaagatg cccaatcagc acccaatttg
  1033321 gcgcaatcaa cgccattatc agcagcacgg ttatccaata atttatagtt aactttcaag
  1033381 gtactgagtt ggtcaacaac ttgttgattg gtggcgctac cgttcgcgta gccaatcaaa
  1033441 ccaaaggtag ctgtgatggc cgccaacgca tttaacttaa atttgttcat tactaacctc
  1033501 atccataatt aataactatt ggtgacaggc gtgccgctat cggagtttat tattacgaaa
  1033561 cctacctatt actgaaccgg ctattacgga acctgtcccg ctgttccgat acttattgtt
  1033621 ccgtgattta ttgttccgcg acttattgct ccaaaataat agcgccgaat tccctgccaa
  1033681 agtttcctac actgcgcctt taggcctgac cgttaccggt ataggctgca tcaatgcaac
  1033741 gcgggttatc tgattttcga gccatccaac gctgccggct atctccccaa catcactgcc
  1033801 ggggagaatt atcaaaatca gaagagagta aatggtgcaa ttacgataaa tttaacgtct
  1033861 ttttcatctt ggaagacgtt accgaaccca tcgccataac ttgggatatt ggtgtggttg
  1033921 tcatacaggg tgtagtgcag cttgaagagc gtcccttttg cccggccttc ttgcagggta
  1033981 tagagaatgt caaagttcca tgctgattct ttcagacggg tattttggtc aaattttgga
  1034041 ttggtgcttg gcttcgcatc ccaaccataa gcataggagg tgcctaccga ccagccagcc
  1034101 atattccaat ttttcaggtc atacatcaca ccaccaaaca gtgctttttc accgttggcg
  1034161 ttgaagtcag agcgggaatc ccaccagaca tccaaacgac catttgatgt ggcataacct
  1034221 ggggtcatac gttgtaggaa gtaaccttgg ttaccatcag ctttagccca ggtcccttcc
  1034281 aaacgcaggt caaatggacc cgtggtgtaa cccagcgtca gcgcttgtag ccaggctagc
  1034341 ccatcataga catcattagc attgctcgcg ccgccatcaa ctttgtcttt tgcgccatag
  1034401 aattggtaag tggtgcgcag atcattaccg gcaaccggga aggcatagga cgctttagca
  1034461 aagtactggt ccatataatc tttagcctgg ccgaaagccg cttccatcac cagattattt
  1034521 ttaaagtcgt atttagcacc aaatgaatgc aggtaactga caccagtcag gccatccgct
  1034581 tgacggaagt gatacatatt ttggtaccac ggcgctttat attcatcggt ccacatataa
  1034641 gacatggaca acgcaccagc agtatcaaaa tcaaatttcg cgccaccttc cgcgccacga
  1034701 taagtccctg gcataaagct ccagtgtggt gctaacagtg tctgccccgt tggctggata
  1034761 taccccccgc gcgcccagaa atcacctaat ttaaatttgg ctgcggctct ataaacactg
  1034821 acgccactct tatccccggt ccacttttcg tcccagcggg ttttggcgtc actgaagcca
  1034881 atttcatttg gtgctgccgg gccgctgttc gatatttcaa ccgcgccaaa tgccgctaaa
  1034941 tcgagaccaa acatgtccgc cacataacct gaagagaaag ctaaattagc gttaaaagtg
  1035001 gagtgatgca ggttagcgac atatttgccg tactctgggc tggttggcgt catatcctta
  1035061 cgatcacgct gtcgctgcca ataataaatc ccaccagtca gggatgaatc atcaataaaa
  1035121 ccgtcagctc tggcctctgg ggccgccata aatcctgttc cgaacaatac actcgcgatg
  1035181 gcgagcgcta acgttttacg tttagccttg tgtgcagcaa tctgacagtg cgtaaccata
  1035241 tgaaaaaatt cctctttgac atcacatttg aagtgcgttg cctgagtcca ccacagctca
  1035301 cagacttcgc cttaaaaacc ctaagtgggt aaaattttgc tgaggcttat ctccatcagc
  1035361 acttactttt aaacgtatgt tttttaaaaa atgtcatgtt taaaaatgta ttgcttaaaa
  1035421 aatgcgttat tcaaaatgcg tatcgcttaa aaagcgcatt gtttaagaat catgtgattt
  1035481 aaaaatggtg ttatttaccg ctttgctgaa acacagacta tttttcgcga cgcgaattat
  1035541 caatcaaaaa tagagatata tattcaaagt atgacaatga gcacataacc gaaaaaaaac
  1035601 ataatttcat ttatgtcatt aaaaaacctc acatatttaa ttaataatct tctctcattg
  1035661 atttttttaa tcactacaaa tcacccaata aaatacaaaa gagttcgcta aaaatagtat
  1035721 ttttgctcag ttaatttgca aagcgaatat taaataaaga cttacagata acgcatttaa
  1035781 ttaaatagga atgggaaata tgtcgtcatt gaccaatgaa taaaaaaata aagaggggaa
  1035841 aaaggaggac aggaaccggt gtttaataaa ccaagcagaa cccgtttatc agagacaaaa
  1035901 aaggcgtgga ctgtgccacg ccaattgaat ctgagcgcta aagtttactg agtggctttc
  1035961 gccgcccagg tatcacgtaa gccgacagta cggttaaaca ccagagcacc gggacgtgaa
  1036021 taacggctat cagcacagaa ataaccttca cgctcaaact gataggtttt atctgatacc
  1036081 gcatcagcca gacttggctc aacaaagccc tgacggataa ccaaggactc agggttgatg
  1036141 gttgacagga agtcttccgc tgccgctggg tttggtacgt taaacaagcg atcgtataaa
  1036201 cggatctccg caggcagcgc atgggcaaca gaaacccaat gaataacccc tttaactttg
  1036261 cggccatcag ccggatcttt gtttaatgtc tcagcgtcat agctgcaata aagtgtcgtg
  1036321 acattgcctt ctgcgtcttt ctcaacgcgt tcagctttga tcacgtaggc attacgcagg
  1036381 cgcacttctt tgcccaagac caagcgctta tattgcttgt tagcttcttc gcggaaatca
  1036441 gcccgatcaa tgtagatttc gctatcgaat ggcacctgac ggctccccat ttcggggtta
  1036501 ttcgggtggt ttggcatcgt cagccactct tcacccgccg cgcgattttc aataacaacc
  1036561 ttaatcgggt caagcacggc catcgcccgt ggcgcatgtt cgttcagatc atcacggata
  1036621 cacgattcca gtgacatcat ttcgacattg ttatcctgct tggtgacacc aatacggcgg
  1036681 cagaactcac ggatagacgc tgcggtataa ccacgacggc gcaggccaga aatggtcggc
  1036741 atacgtggat catcccagcc ctcaacgacc ttctctgtga ccaactggtt cagcttacgc
  1036801 ttagacatga tggtatattc gaggttcaga cgggagaact catactgacg cggatgacaa
  1036861 tcaatcgaga tattatccag aacccaatca tacaagcgac ggttatcctg gaattccaac
  1036921 gtacacaatg aatgagtgat cccctccagc gcatcggaaa tgcaatgggt gaagtcatac
  1036981 atcgggtaga tgcaccactt attgccagat tgatgatgtt ctgcaaattt gatgcggtac
  1037041 agcacagggt cacgcatcac aatgaacggt gacgccatgt caattttggc ccgtaagcag
  1037101 gcggtgcctt cagcaaaacc ccccgcacgc atcttttcaa acagcgccag gttctcttcc
  1037161 acactgcggt cacgatatgg gctattttta cccggcgcag tcaaggtgcc acgatattcg
  1037221 cgcatctgct cgggggtcag ctcatccaca tacgcaagac ccttgttaat caactccaca
  1037281 gcgtactgat acagttgatc aaagtagtct gaggaatagc gtacatcacc actccaagtg
  1037341 aagcccagcc actctacgtc gcgtttaatt gactcgacga actcgacatc ttctttcact
  1037401 ggattagtgt catcaaagcg taaattacat tggccctgat aatcttcagc aataccaaaa
  1037461 ttcaggcaaa tagattttgc atggccgata tgcagatagc cgttaggctc tggcggaaaa
  1037521 cgggtatgaa ccgacgtgtg tttaccgctg gctaaatctt cgtcaataat ttgacggata
  1037581 aaattacttg ggcgggcttc tgcctcactc attgttctat tcctcaatgc aaacgcaaca
  1037641 aacataaccg catataatcc aacaagcccg gcccggaaac aaccgtttgt tacggcaaac
  1037701 aaaacaaaaa aacgggaaga gatcgctctc ttcccgttgg ttcgattaaa attcagatcg
  1037761 gttattcagt acacctgtac gttatcgccc tgaatctcaa acggaatacg gctcatttca
  1037821 aacaaattat ttgccacgaa tctcaaataa ttggctttga ccggcaacga ctgaaccgct
  1037881 cgccaacagc gagatccccg cgtagtcatc aatattactg acgacaactg ggctgatcat
  1037941 tgaatgcgcg ttggcattca gataagccag atccagttct aacaccggct gaccagcaac
  1038001 cactgtcgtc ccctcttcaa ctaaacgggt aaagccctgg ccgttaagct tcacggtatc
  1038061 aatcccgata tgaaccacaa tctcagcacc ggtttccgtt tccaggcaga acgcatgatc
  1038121 cgtattgaag attttcacaa tagtgccgct agcgggagaa acaactattt tgtctgtagg
  1038181 acggatagca accccctcac ctaccgcttt gctagcaaaa gcctcatcag gaacctgcgc
  1038241 caatggcaca acatcaccgg taattggcga aaccagaact aaagaagccg ttttcgcggt
  1038301 gttaatgacc gcctgcggtc ttgcacccgt aggcgcagca ttgctgcttg ccgcggggat
  1038361 tgggccaccc gccagcaccg tgcgcattgc tgcggcaatc agttctgcgc gagtaccaac
  1038421 gataatttgt acactttgct tattcagacg aataacacca gaggccccta agcgtttggc
  1038481 tacactgtca ttaaccaagg ctgaatcttt aacattcagg cgtaggcggg taatgcaggc
  1038541 atcaatggcc gtcaggttgt ctgaaccacc gatggcacca atatagcgac gagcaaggct
  1038601 attgatttca ctttcattca ctgctggcgt tttatcaaca tttacgtcgt aaccatcttc
  1038661 ttcactgcct tccaccgcca gctcacggcc aggtgtcaat aagttgaatt tctggatagt
  1038721 gaaacggaat actaagtagt aaatcacaaa gaatatcaga ccttgtggga tcagcatgta
  1038781 ccattgcgta gccaacgggt tacgggaaga gagcaccata tccactaaac cggcactgaa
  1038841 accaaagccc gcgatccaat gcatgctggc ggcgatgaat acggaaatac cggtcaacac
  1038901 ggcgtgcaag aagtacagca caggtgccac aaacatgaag gagaattcaa gaggctcagt
  1038961 gatacctgtg aagaaggctg caaatgcccc cgccatcatg atacccgcca cttttgcttt
  1039021 attttctgga cgtgcgcagt ggtaaattgc caacgcagca cccggtaaac caaacatcat
  1039081 aatcgggaag aaacctgcct gataacggcc agtgataccg acaatgccgg tgcctttatt
  1039141 gatcgattct tggccgccga ggaagttagg aatatcgtta atcccagcga cgtcaaacca
  1039201 gaacaccgag ttcagagcgt gatgcagacc aacagggatc agtaagcggt tgaagaaagc
  1039261 atagataccc gcaccaacag aacccagatc tttgatgtat tcaccgaagg tcactaatgc
  1039321 gttataaatc agtggccata tgtacatcag cataaaggcc actgcgatca tcaggaagga
  1039381 cgtcaagatt ggaaccaaac gacgaccact gaagaaagag agcgcttttg gcagttcaac
  1039441 gccgctgaaa cggttataaa gctcagcaga gataataccg accaaaatac ccacgaactg
  1039501 gttttcgatt ttgccaaatg cggcagggac ttgatcaagt ggaatctgtt tgatcatcga
  1039561 aaccgctgct ggcgaacaca gcgtggttaa taccaggaaa ccgacaaaac cggtcagtgc
  1039621 cgcagcaccg tctttatctt ttgacatacc gtaagcaaca ccaattgcga acagtaccga
  1039681 catgttttcg attattgcag caccagattt gatgaataat gccgccagtg cattatcagc
  1039741 cccccaaccg actgggtcta tccagtagcc tacacccatc aatatcgcgg ccgcaggcag
  1039801 tgtggccaca gggaccatca acgctcgacc tactttttgt aagtaaccaa gaatactcat
  1039861 ctttccccct gttcgtccga tatcggaccc ttataagtag tttatttgaa acgctcacta
  1039921 ccttttagaa aagtacatgg cacacattat ataaacacat gacagactct tatttattca
  1039981 caacacgtat cactcatctt ggagtgtaaa aaaattattt cgtaacgcaa attaaaaccc
  1040041 cctattttgt gataaatatc accaaaaccc agtaaaaaaa caccaaaata ctagccatga
  1040101 cgcaaaactt attttatcat ccgaaaaaaa tgaactaaac atcaaaccaa cgcatgggtc
  1040161 agaatctgag ttacgcttag ctggatgatt caaaccgcgt taagcatagc cacttttagc
  1040221 aatcaaaata gccactatta gcaatcaaag aggtgcacga tgagacttat cccactgaga
  1040281 aatactgccg aagttggtaa atgggccgct cgccatatag tgaatcgcat caatgcgttt
  1040341 aaacccactg ccgaacgtcc gtttattctg ggcctgccaa caggcggcac accaatggag
  1040401 gcatataagt atttgattgc gatgcataaa gcgggcgagg tcagcttcaa gcatgtggtg
  1040461 acatttaaca tggatgagta cgttggcttg ccgaaagaac atccagaaag ctactacacc
  1040521 ttcatgcaca ctaatttctt tgatcacgtt gatatcccgg ctgaaaacat caatctgtta
  1040581 aatggtaacg cagcggatat cgatgcagaa tgccgccgtt atgaagaaaa aattaagtct
  1040641 tacggtaaaa ttcacctgtt catgggcggc gtaggggtag atggccatat cgcctttaat
  1040701 gaaccagcgt cttctctggc atcacgtacc cgcatcaaaa ccctgacaca agaaacccgc
  1040761 atagcgaact cccgtttctt tgggggtgat gcaaatctcg tgcctaaata tgcattgacg
  1040821 gttggggtgg ggacgttgct tgatgcagag gaagtgatga ttctggtgac cggccatggt
  1040881 aaagcacaag ctttgcaagc cgccgttgaa gggagcatca accacatgtg gactatcagt
  1040941 tgcctgcaac ttcatgccaa agccatcatg gtgtgcgatg aaccttccac gatggaactg
  1041001 aaagtcaaaa ccgtgaaata tttccgcgaa ttagaagctg aaaacgtaaa agatctttaa
  1041061 tgactattag ggggctcaga tgtacgcttt aactcacggc cgtatttata ccagccatga
  1041121 agtactggat aatcatgctg ttgtcgttgc tgatggattg atcgaacgta tctgtcctgt
  1041181 cgatgaactt ccggctggta ttgagatatg cgatttgggt ggtgccattc tggcccccgg
  1041241 ttttatcgat gttcagctca atggctgcgg tggtgtgcag ttcaatgact ctctcgaggc
  1041301 tatctcagca gagacgttgg atatcatgca gcgagccaat gaaaaatcag gttgtaccag
  1041361 cttcctaccc acactgatta cctgcagcga tgaatttatg aagcacggcg ttgatgtcat
  1041421 gcgttcatat ctgcaaaaaa accagcatca ggcgctcggc ttgcaccttg aaggccctta
  1041481 tatcagccca ctgaagaaag gcacccacaa cccggccttt atccgtaagc ccagcgctga
  1041541 aatgattgac tatctgtgtg ccaatgccga tgtgatcacc aaactcactc tggcacctga
  1041601 aatggttgat cctaaatata tacagcagct cacagaagca ggtattttgg tttctgccgg
  1041661 gcactcaaac gcaacctatc agcaagcccg tcaagggttt accgccggta tccgatttgc
  1041721 gacccacctt tataatgcaa tgccgtacat ttcggggcgt gaaccgggcc ttattggggc
  1041781 catttttgat acaccagagg tatacacagg cgtgattgcc gatggcctgc atgttgactg
  1041841 ggccaatatt cgcaatgcta agcgcctaaa aggcgaaaaa ctggtgctgg taaccgatgc
  1041901 cactgcgcct gccggtgcta aaattgaaca atttattttt gctggcaaaa caatatacta
  1041961 tcgcgatggt ttatgcgtag acgaaaatgg cacattaagc ggttcggcac taaccatgat
  1042021 tgaagcggtg caaaacagtg tcgaacatgt cggtatcgcg ctggatgaag ccctgcgtat
  1042081 ggcaacactt tatgcggccc gcgccattgg cgtggataaa cagttaggaa gtattgaagt
  1042141 cggcaaagtt gccaacctga ctgcctttac ccgcgattat aaaatcacta aaaccatcgt
  1042201 taatggcaac gaggttttat cataagcgag taactttatt gatgagcacc ggcggacaag
  1042261 cacaaattgg taacgtggat ctggtaaaac aactcaatgg agccgtggtt taccggctaa
  1042321 ttgatcagca aggcccgatt tctcgcatac agattgccga tctcagccag ctagcccccg
  1042381 ccagtgtcac caaaatcacc cggcaattgt tggagcgcgg gctgatcaaa gaggtcgatc
  1042441 agcaagcctc caccgggggg cgtcgcgcta tctctatcgt gacggaaaac cgccaattcc
  1042501 ataccgttgc agtccgttta ggtcgtaatg atgccacgat caccctcttt gacatgagcg
  1042561 gtaaatcgct gggtgaagag cactatgccc tgccagaacg aacacaagaa acgctggaac
  1042621 acgccttatt taatatcatc agtcagttta ttgacgccta tcagcgtaaa ttacgtgaac
  1042681 tgattgccat cgcggttatc ctgcctgggc tggttgagca aagcaaaggt atcgtgcgct
  1042741 atatgccgca tatcagtgtc agtaactggc cgttagtcga taatctacaa gcgcgcttta
  1042801 acgtcaccag ttttgtgggt cacgatatcc gcagcctggc actggccgag cactattttg
  1042861 gtgcaacccg tgactgtgaa gactccattt tggttcgtct acatcgaggc acgggtgccg
  1042921 gtattatcgt taacagccaa atatttttag gcagcaacgg caacgttggc gagataggcc
  1042981 atattcagat tgatccatta ggtgatcgct gctattgcgg taactttggt tgtctggaaa
  1043041 ccgtggcatc caacgccgcg attgaaaacc gcgtcaagca ccttctcacc cagggttatc
  1043101 caagtaagct gtctcttgat gactgccata ttggtgctat ctgtaaggcc gcaaaccgcg
  1043161 gtgacttgct ggcctgcgaa gtgattgaac atgttggtcg ctacttgggg aaagccattg
  1043221 ctatcaccat aaacttattc aacccacaaa aagtggtgat tgccggtgaa attattgaag
  1043281 ccgagaaaat cctactaccc gccattcagg gttgcattaa tacgcaagtt ttgaaaaact
  1043341 tccgccaaaa cctgccgata gtgacatcac aacttaacca ccagtcggct atcggcgctt
  1043401 tcgcactggc taagcgcgct atgctcaatg gtgtcttgct gcaacgtttg ctagaaactc
  1043461 acccgtaggt tgaaagaaac tgtcatggtc acagccatgt tatagtgacc tattgccgcg
  1043521 ctaaatgagt aatataaaca atgacaatca aaagcgttat ttgcgatatc gatggggtgt
  1043581 tattacatga caacaccgcc attaagggcg ccaatgactt tttagcccgt attcaggatg
  1043641 ctggaatgcc attggtgatc ctaaccaact acccatccca gacggcgcaa gatctgacta
  1043701 accgctttat cactgccggg cttgatgtgc cggaaagcgc gttttatacc tcagccatgg
  1043761 caacggccga ctttttacgc cgtcaggatg gcaaaaaagc ctatgttatt ggcgagggtg
  1043821 ctttagttca cgaactctat aaagctggct ttaccatcac cgatatcaat cctgattttg
  1043881 ttattgtcgg tgagacgcgt tcttataact gggacatgat gcataaagca gcctattttg
  1043941 ttgccaatgg tgcacgtttt attgccacta acccggacag ccacggccac ggcttcgccc
  1044001 cagcctgtgg tgctctgtgc gcacctattg aaaaaatatc aggccgcaaa ccgttttatg
  1044061 tcggtaagcc aagtccatgg atcatccgtg cggcgctgaa taaaatgcag gcgcattccg
  1044121 aaagcaccgt gattgtcggc gataacttac gtactgatat tttagcgggc ttccaggccg
  1044181 gtctggagac gattctggtc ttatccggtg tctcaaccct tactgatatc gacgccatgc
  1044241 cgttccgtcc aagctacgtt tacccctcgg ttgccgacat cgatattatc taagatctac
  1044301 tggcggttac ggccgccacg cttttttggc ctaattcccc tttttagtgc agtgcaccaa
  1044361 attctcttgc catcacgccc cattttggcg cactttcttt ttatgttatc accaccgcgc
  1044421 cagctatagc ggcaaatcat tggctctgta aattggcgtg ttttttgcat tatttttaca
  1044481 aattacgcgt tttacacgtt cattcgtttt acaggtcatt tagacaattg catcgtcatg
  1044541 gggccaagct tgcatcaatc gatagcaaac gcccaaaaag cccctggcga taaataacgc
  1044601 aatgtcaaga tcatcaccgc caaagcagag acattaggga gattattatg tgttctattt
  1044661 tcggggtctt agagcttaaa accgacccta ttgaattacg caagaaagcg ctagaaatgt
  1044721 cacgtttgat gcgtcaccgt ggcccagact ggtctggtgt ctgggcgaat gataaagcca
  1044781 tcctcgccca tgagcgctta tctattgttg acgtcaatac cggtgcccag ccgctgtata
  1044841 atgccgccca cacacatatc ttggccgtga atggtgaaat ttataatcat caagcattac
  1044901 gtcagcaata tagcgaccgt tacgccttcc aaacgggttc agactgtgaa gttattctgg
  1044961 cgttgtatca agaaaaaggg cccgcgttcc tcgatgatct gcaagggatg tttgccttcg
  1045021 tcctatacga taccgagaaa gacgcctacc tgatcggccg tgaccattta ggtattatcc
  1045081 cgctgtatat ggggcacgac gaacacggca atatgtttgt agcttcggaa atgaaagcct
  1045141 tggtacccgt ttgccgcacc ataaaagaat tccctgctgg cagctatttg tggagtcagg
  1045201 atggcgagat ccgcgaatac tatcatcgcg attggtttga ttacgaccac gtcaaagaca
  1045261 acgtaaccga caaaatccaa cttgccaacg cattggaaga tgcggttaaa agccatctga
  1045321 tgtccgatgt cccttatggg gtattgctgt ctggtggcct ggattcatcc gttatctctg
  1045381 ctatcaccaa aaaatttgcc gcccgccgtg tagaagataa tgaacgcagc gaagcctggt
  1045441 ggccacaact gcactccttc gccgtcggtt tgattggctc acccgattta cgcgcagcac
  1045501 aagaagtcgc taaccacttg ggcacggtac accatgaaat tcatttcacc gtgcaggaag
  1045561 ggctggatgc catccgcgat gtgatttatc acatcgaaac ctatgatgtg acgactatcc
  1045621 gcgcgtcaac gccgatgtac ctgatgtcac gtaaaatcaa agccatgggc atcaaaatgg
  1045681 tgctatctgg tgagggttct gacgaagtct tcggtgggta tctctatttc cacaaagcgc
  1045741 ccaacgccaa agaattacat gaagaaaccg tgcgtaaact gttagctctc catatgtatg
  1045801 actgcgcccg tgccaacaaa gcgatgtcag cttggggcgt tgaagctcgt gtgcccttcc
  1045861 ttgataaaaa cttccttgat gtcgccatgc gtatcaatcc acaggataaa atgtgcggca
  1045921 atggcaaaat ggagaaacat atcctgcgag aatgtttcga atcttacctg ccacacagcg
  1045981 tcgcctggcg tcagaaagaa caattctctg atggtgttgg ctatagctgg attgacacct
  1046041 tgaaagagaa agcagccgag caagtcactg accaacagat ggaaaccgct cacttccgct
  1046101 tcccgtacaa cacacctggc tcgaaagaag ggtatttgta ccgtgaaatc tttgaagagc
  1046161 tgttcccgct acctagtgcg gcggaatgtg tccctggcgg cccctctgtt gcctgttcat
  1046221 cagctaaagc cattgaatgg gatgaatcat tcaaaaatat ggatgatcca tcaggccgtg
  1046281 cggttggcgt ccatcaggat gcttacaaat aattgaacac gataagcggg gttaatcccc
  1046341 cgcgccgact gctgacaaag ttaaatgaag gaggcacgtg ccgctggggt catagtaacc
  1046401 ctcttgctta tcaccccttc actcactgaa cgataaattg ctttgtcatc aacctcggtc
  1046461 tgaataagag agacgggata atagagaata gatagcaagg tcgcctctgg ggcggccttg
  1046521 tttttttacg tcacccaacc gaccaaaggc caacctcttc gttgtcaatg agtgatatcc
  1046581 gccaaagatt atttttgttg gcaaattcaa caatcaatca ccataactgc tgctttaatc
  1046641 gccagactgt tcacaagcca aacaaatgaa ccctttcagc gctttttcgg gaaaaaatta
  1046701 gttgacgcaa ttcggccata tacgcataat gcgccccgca acgccgatga aggtaatgcg
  1046761 aaaaaagatg gctacgtagc tcagctggtt agagcacagc actcataatg ctggggtcac
  1046821 aggttcgatt cccgtcgtag ccaccatctt tttgcgggag tggcgaaatt ggtagacgca
  1046881 ctagatttag gttctagcgc cgcaaggtgt gcgagttcaa gtctcgcctc ccgcaccatt
  1046941 atttgttcat cggtttgtca cagcggatgg gatatcgcca agcggtaagg caccaggttt
  1047001 tgatcctggc attcccaggt tcgaatcctg gtatcccagc catctttttt gatgagttgc
  1047061 tgtagacata aagctgtagc tgtagacaaa aatagagtga tgcaacaaaa gaattgtata
  1047121 tcagttggga tatcgccaag cggtaaggca ccaggttttg atcctggcat tcccaggttc
  1047181 gaatcctggt atcccagcca tacaatcttt taagcaaaaa agatttaaag atggctacgt
  1047241 agctcagctg gttagagcac agcactcata atgctggggt cacaggttcg attcccgtcg
  1047301 tagccaccat cttttggggt atcgccaagc ggtaaggcac tggattctga ttccagcatt
  1047361 ccgaggttcg aatcctcgta ccccagccaa atttagaaaa gctcgcttcg gcgggctttt
  1047421 tgctttttca ttggttgttg acgctcaagg ttgttgacgc tcaaagcaca tttgagccgc
  1047481 gtgaagaatg aagataggat gcgcggcatt cttgagatac cgtcttgttg ttcagatgac
  1047541 aagagcagga gcggaacacg gcggtccgtc agcggaatga tgagcccggc agaataccgg
  1047601 gctcaggcag aaaggcagta aaaatcaggt gtccaacttt tggggttcag tgcacgcttg
  1047661 tggccccttt ggcatcggag gttagataag ccgcgaagcc atcacaaccg aacaatcacc
  1047721 aaatcaaccg aatcccatca accaaagcct acgccgattt tccctaaaaa aacaaaatct
  1047781 ccctacaacc ccaacgcata cctcaatgca tgttctttca gcttcccggc acgctgggcc
  1047841 accatcaacg ccagattacg tgcaaactta accgccggca gatcattact aaaggccgtg
  1047901 taaaacagat ccatgccact ttgcatcatg agattatcgg tgcggcggcg acgctggtaa
  1047961 cgcagtaaaa cctgctcact gtgccaaggt tcagccaact cacgggcctg actaagcacc
  1048021 tccagcaatg cgtcaacatc acggtatccc aagttgaccc cctgcccagc caatggattg
  1048081 atggtatgag cggcatctcc caataatacc aaccccggtt ttacgtactg ctgcgcatgg
  1048141 cgacgaacca gcgggaaagc gccagcggca atcgccttga cagcccccaa acgagagggg
  1048201 aagaaggctg cgatttcctg gctcagttgt gccatcgaca tcgcctgaag ctgacgaata
  1048261 cgttgagggc tgtcgtacca aaccaatgat gcccagtgat caaacagggg taggaaagca
  1048321 cgcggcccgg tcgggaagaa ttgctgccat gtcgtatctt gctgcatgac atcagtttct
  1048381 acggtgatca acatgcaaga ctggcgatac tgccaaccgc tggtgcctat ccccgccaaa
  1048441 cgcctcacca acgagttcgc accatcggca cctatcacta aacggccctg tatctcctcc
  1048501 tgttcattca atgtgacttt ccagtagtca tctattctaa ccatgctttg tagccgtgac
  1048561 gggcacaaca gcgtcaaatt agggcattca gcaaactgtt gccatagagc aagctgcaaa
  1048621 atccggttct cgaccataaa gcccagctca ggtaaagaca gcgaggccgc atcaaacacc
  1048681 acctgtgacc ccggttgttc ccaggtttcc aagcgacgat aaggtgcata acgcatctgt
  1048741 tgtacttgag gccaagcacc aagctgcttc aataacgcca ccgaagtaca accaagagca
  1048801 gaaacccgca aatccggtac gctatccttg tcaaacggtg caggagcatc atgttccagt
  1048861 aacgccaccg accagccaat ttgtgccagc cccaacgccg ccgcagcacc taccatgcca
  1048921 ccgccaacga ccacaacatc ataatttggt tgcgatttgt tcattttttc tatgctttaa
  1048981 aagtgaatgt acttcttgca ttagcaaggt tttgtctaac cgcagtgtaa cggatttttt
  1049041 atcactcaac agaataactc aacggttctg cggtggtcat cgcagaggca aatgactaca
  1049101 atgctcccta acgacgaagc ctttgcgact ctctactaca acggagatta tctaccacaa
  1049161 cggagtaccg cacggaacga ggtgattttg atgatgaata acccgatgac taaaaaactg
  1049221 catatcaaaa cctggggttg ccagatgaat gaatacgatt catctaaaat ggcagatctc
  1049281 ttggccagta cccatggcta ccagttaacc accatcccgg aagaagcgga tttactgctg
  1049341 ctaaatacct gttctatccg ggaaaaagca caggaaaaag tattcagcct gctagggcaa
  1049401 tggaaattat tgaaagagaa aaacccgcag ttgattattg gggtcggtgg ttgcgtggcg
  1049461 tcacaggaag gtgaacaatt gcgccagcgc gccccctgtg tcgatgtcat cttcgggcca
  1049521 caaacgctgc atcgtttacc ggaaatgatt aaccacgtgc aaggaacgaa tagccctgtc
  1049581 gtggatatca gttttcccga aattgaaaaa tttgaccgtt tgccagaacc acgggctgaa
  1049641 ggcccaactg cgtttgtttc gatcatggaa ggctgcaata aatattgtac attctgtgtc
  1049701 gtaccctaca cccgaggcga ggaagtcagc cgtccaagcg atgacattct ttttgaaatc
  1049761 gcccagttag ccgctcaagg cgtacgtgaa gtcaacttac tcggccagaa tgttaacgcc
  1049821 taccgcgggg caacctacga tggcgatatc tgtagttttg ccgagctgtt gcgtttggtt
  1049881 gcggcgattg atggtatcga tagggtacga tttaccacca gccaccccat tgagtttact
  1049941 gacgatatca ttgatgttta tcgcgatacg cctgaattgg tgagcttcct gcatttgccg
  1050001 gtacaaagcg gttctgaccg tattttgacc atgatgaagc gtgcccatac cgccttggaa
  1050061 tacaaagcca tcatccgcaa actgcgtcaa gcacgccctg atatccagat aagttctgat
  1050121 tttattgtcg gcttccctgg tgaaacccag caggattttg aacagaccat gaaactggtc
  1050181 gcagatattc attttgatac cagctacagc tttatttact ccccgcgtcc cggcacacca
  1050241 gcggctgatt tacccgacaa tgtgtccgaa gaggagaaaa aacagcggct acatatcctg
  1050301 caacaacgca ttagccaaca ggcgatggaa attagccgta agatggtagg gacagtacag
  1050361 cgtgttttgg tggagggtac ctctcgcaaa aatgtcatgg aactggccgg gcgtacggaa
  1050421 aacaaccgcg tcgtgaactt tgagggttca cccgacatga ttggtaaatt cgttgatgtc
  1050481 gaaattgtta acgtttatgc cagttcactg cgcggcattt tactgcgtac agaagatcag
  1050541 atggacctgc gaacccacga gtcaccgcaa tcggtgattg ctcgcacccg taaagaaaat
  1050601 gaaattggtg taggtattta tcagccttaa ccaacatcca ttttggtaac gcccggccta
  1050661 acatcattga tctgacaggt ttacttgatc ccgcccgcgt aacgaggcac tgcattgtca
  1050721 gtgcctgttt tattttagcg ggccgctacg cagatccgaa tattttaggt tgcgccgcct
  1050781 tgttacctcc atttgaataa aggcaattca agctcaaatt aataagcgac agacttgcgt
  1050841 cagtaccatt caccatgaat aatcctcaaa tgacctgtat gattgaggtt atatgagtca
  1050901 ataatgtacc taacgtagtg accctaaacc ggcccgatat aacccagagg aactcagtga
  1050961 cccagaaaaa cagtttgcac gtagtgacac aagaaatctt gctggaacct gcagataatc
  1051021 agcgcctgct aagcctgtgc ggtccctttg atgacaacat caagcagttg gaacgccggt
  1051081 taggtattga gattaatcgc cgtgacaatc gcttcaagtt aatcggtaag aatatctgcg
  1051141 ttgttgcagc ggcagatatt ctgcgccacc tatatgttga tactgcgcca attcgtggtg
  1051201 ttatccctga tatcgatcca gaacaaatcc acctggcggt aaaagagagc cgagtgctgg
  1051261 aacaatccgc tgaaagcgtg cccgattatg gtaaagcggt caatattcag actaagcgtg
  1051321 ggatggtaaa accccgtact ccgaatcaag cgcagtacgt cgccaatatt ttagatcacg
  1051381 atattacttt cggtattggc cccgcaggta caggtaaaac ctatttggcg gtggccgcag
  1051441 cggttgatgc gctggagcgc cagaatgtac gccgtatctt actgacgcgt ccagccgttg
  1051501 aagctggtga aaaactgggc ttcttacccg gtgacctcag ccagaaagtt gacccctatc
  1051561 tgcgcccact ttatgacgca ttatttgaaa tgctgggctt tgagcgggtt gagaaactga
  1051621 ttgaacgcaa tgtgattgaa gtggccccgc tagcgtatat gcgtggccga acgctaaatg
  1051681 atgcgtttat tattttagat gagagccaga acaccaccat cgaacagatg aaaatgttcc
  1051741 tgacccgcat tggcttcaat tctaaggcgg tgattaccgg tgatgtgaca caaatcgatt
  1051801 tgccacgcca ccagaaatca ggcctgcgcc atgccattga ggtactgtct gacgtcgaag
  1051861 aactgagttt taacttcttc catagcgaag acgtcgtgcg ccacccggtt gtcgcacgca
  1051921 tcgttattgc ctacgaagcg tgggaagcgg ctgaacagca acgtaaagat gccattattg
  1051981 aacaacgtca gcgggaatcc cataccccgc tagagcagga ggctccgtga gccaggttat
  1052041 tctcgattta caaattgcct gtgccgatag ccagggttta cccacagaag gtgattttca
  1052101 acgctggctg gaggctgtat taccgctatt tcagcccgta tctgaggtga ccatccggct
  1052161 ggttgatgag gctgaaagtc atgatctaaa tctgacttat cgtggtaaag ataaatcgac
  1052221 taacgtattg tcttttcctt tcgaagcccc acctgaaatc gagttgccat tattaggcga
  1052281 tttgattatt tgccgtcagg tcgttgagaa agaagccatt gaacaggaaa aggcgctgct
  1052341 cgctcattgg gcgcatatgg ttgttcacgg cagtctccat ctgctagggt atgaccacat
  1052401 cgacgatgag gaagcagaag aaatggagtt gatcgagact gaaatcatgc acggtttggg
  1052461 ttacccagac ccgtatattt cagagaaaga ccccgactaa gccagtcata aagggcacat
  1052521 taattgccct attaaaattg gcccaaaccg tcagtagcgt gaatctaccg ctgctgacat
  1052581 tatcatcact aacatgagta aatttaacta aaatgccatg agcgacgacc attcacaaaa
  1052641 cagcgatagc cccagtccca agaaagggtt ctttactctt atccttaacc agctcttcca
  1052701 cggtgaaccc aaaaaccgtg gcgatttggt tgagcttatc cgtgattctg aacaaaacga
  1052761 tctgatcgat cccgataccc gagacatgct ggaaggcgtg atggatattg ccgagcagcg
  1052821 cgtgcgggat attatgatcc cacgttctca gatggtcaca ttaaagcgta atcaaacgct
  1052881 ggatgagtgt ctggatgtga ttattgaatc cgctcactcc cgctttccgg tgatcagcga
  1052941 agataaagat catatcgaag gtattctgat ggccaaagat ctgctgccgt ttatgcgcac
  1053001 agattctgaa ccattcagta ttgataaagt tttacggacg gcgattgtcg tgccggaaag
  1053061 taagcgtgtt gaccggatgc tcaaagagtt ccgctcacag cgctatcaca tggccattgt
  1053121 tattgatgaa tttggtggcg tttcaggctt agtaaccatt gaagacattc ttgagctgat
  1053181 cgttggcgaa attgaagatg agtatgacga tgaagaagac agagatgtcc gtcaactcag
  1053241 ccggcacacc tataccatcc gtgcgctaac gcaaattgaa gatttcaatg aagtgttcaa
  1053301 tacccatttc agcgacgatg aagtagacac catcggtggt ttagtgatgc aagcctttgg
  1053361 ccacttacct gcccgtggtg aaacgattga aattgaaggt tacttattta aagttgccat
  1053421 ggcagatagt cgacgtatca ttcaggttca tgtaaaaatc ccggatgatg ctccgcaacc
  1053481 taaactggaa gaataaattc ttgatgtcta ttgctctatt cctccaacgc cagtgggttc
  1053541 gcgccctact ggcgctattt tttggtgcct gtggcacgct tgcttactcg ccgtttgatc
  1053601 attggcctgc cgccattgtt tcactattcg gtttgctcag tctgacgttg aaccgcacca
  1053661 ccaaacaagc caccttcatt ggtttttgtt gggggatggg gctatttggc agtggcatca
  1053721 actgggtgta tgtcagcatc tccgaatttg ggggtatgcc aacggcaatc aatatcgtcc
  1053781 tcgtcatctt gctagcagca tatttatcac tctacaccat gctattcgcc ggtttattag
  1053841 cccgcctgtg ccctaaggct acctggtggc ggctcgcgat tgcggccccg gtactctggc
  1053901 aattaactga attcctacgt ggctgggtat taacgggttt cccgtggtta caattcggct
  1053961 acagccaaat taacggccct ctgcgaggga tagctcccct cctcggtgtt gatggcatca
  1054021 catttatctt gatggctatc agtggcttgc tggtctacgc ctgctatcaa cgtcgtattg
  1054081 tcgcagcaat tatcgcgctg gccttactgc tgctgccctg gccactgcgc caaatacagt
  1054141 ggttcacacc agagcctgaa agagcagtca atatcgccat ggtacaaggc aatattgctc
  1054201 agtcaatgaa gtgggatccc aaagccctga tcaccacatt gcaaatttat cttgatgaaa
  1054261 cccggccatt tatgggcaaa gcccccatta ttatctggcc agaatcagct attcccgata
  1054321 ttgaaaccga tcagaacacc ttcctgacaa tgatagatgg cctgatgcgg gcaaatcata
  1054381 gcagcctgat caccggcatt gtagatgcca agcggcaacc cgaggggcaa gggtatcaat
  1054441 tctttaacag catcattgtg ttaggcgata aagataccta tcaatacccg acccgcaacc
  1054501 gttatagcaa acatcacttg gtgcccttcg gtgagtacgt accgctcgag tccctactgc
  1054561 gcccgctggc tccgttattt aatttaccca tgtcttcatt taaccggggt gattatgttc
  1054621 aacccccact cactatcgct ggatttaacc tcacggcggc tatttgttat gaaatcgtct
  1054681 tgggccagca agtacgggat aacttccgcc ctgaaacaga ttttctactg actatctcca
  1054741 atgatgcctg gtttggtcac tccattgggc cgtggcaaca tttccaaatg gcacgtatgc
  1054801 gcgcactgga gctgggccgc ccgctactgc gcagcaccaa taatggcatt actgccgcta
  1054861 ttggcccaag tggtgaaatt ctggcgcaga tcccacagtt cactcaacag gttctagagg
  1054921 tcaaggtcac cccaaccacc ggtatcacgc catatgcccg ttttggctca tggccaatgt
  1054981 ggattattac tctggttttg ggcgccttta ccctgtactg cgcaatccgg gggcgctctg
  1055041 ataagcacta atttatgatc agtactaatt gatgataagc cttggtcaac ttgccataaa
  1055101 cattggctaa cctgttataa aaacgggcta atttgctata agcatcgata gttacaattt
  1055161 ataattattt atagttaaaa acattgatag ttacaaatat tgatggttac aaacattgat
  1055221 agttataaaa attgagagcc attaaccaac aacttagtgc ttccagtcac agataacgtc
  1055281 tgtttttctc atctgttatt ccactcattc tatttatacc tgatagccct gcactccagg
  1055341 gctatattcc gcttagttct ccccctactg gcacaaacct tgcattattt ctactcatag
  1055401 tatgagccag caacggtaat cgcttagcaa gttaggactc tggccgtggt tagtgtgttt
  1055461 ctaactccgt tgcacgttta ttcgcttgca catttatagg gccttgtccg cactacggaa
  1055521 gtgcatggct gctttactgc ctctatttgg tgcgattcgt gtctcaaaaa acaaacaatt
  1055581 attcatcatt tgcataacaa taagctattt tttaaagata atctgataca aatagcagcg
  1055641 aaaatcgaat actcaccgat aaaacggcgg tgattacacc agcaaagcca acaaaccgat
  1055701 tttattgtta ccgttattta acataagagc gttttaatat aagaacgttt caacatagcc
  1055761 atgtgttttc acatcacaac attaagcaag aaaacaacag caaaggagtt ggaccatgca
  1055821 aatgcgtaaa ttggcgttag tgctactgtt agcagggatg acaagtagcg tggctcaagc
  1055881 agaagatgca acagcgaagg cagatacggc tattgatacg ttgcaaaagg ttaaaaacaa
  1055941 cggtgttatc gttgtgggcc accgtgaatc ttctgttcca ttctcttatt atgataatca
  1056001 gcagaaagtt gtaggctact cgcaggatta ctccaacctc atcgtggatg ccattaggaa
  1056061 agaacttaat gcgccaaatt tagaggtgaa attgatcccc atcacgtcac agaaccgtat
  1056121 cccattactg caaaacggta cctttgattt cgagtgcggc tctacgacca ataatctgga
  1056181 acgtcagcag caagcggcat tctcaaatac catttttgtc gtcggcaccc gtttactcac
  1056241 caaaaaagac tctgaagtca aagacttcaa agatttggca ggtaaagccg ttgtggttac
  1056301 ttccggtaca acatctgaag tactgctcaa caagctgaat gaaaaagaca acatgaatat
  1056361 gcgcatcatc agtgcaaaag atcacggtga ctctttccgt accttggaaa gtggccgcgc
  1056421 ggtcgccttt atgatggatg atgcgctgtt agccggtgaa cgggcaaaag ccaagaaacc
  1056481 tgatgaatgg agtattgtcg ggacaccgca gtctgaggaa gcttacggtt gcatgatgcg
  1056541 taagaatgac ccggccttta aagcgttatt agataaaacg attgcaacag cgcaaaccac
  1056601 gggcgtagct gaaaagtcat ttgaccgctg gttcaaaaac ccaattccgc ctaaaaatct
  1056661 taatatgaat ttcgcactct ctgacgaaat gaaggcgctg ttcaaagcac ctaacgataa
  1056721 ggcgttgaac taacaataat aatcagggcg ggtcatacct gccctaccga ttgatgatgg
  1056781 cctattggta gacaggatgc ggggtggtcg ttccccaccc cgcatttttt tgtcaaccct
  1056841 cgggagccga aggtattgaa tcatcagtca tcagggtggc ttatccatcc tttaagggag
  1056901 tttgttatgg caatagactg gaactggggc atttttttac agccagcccc tttcggcaat
  1056961 accacctatc tcggttggat ttggtccggc tttcaggtca cggtcgcatt atcattatgt
  1057021 gcttgggtga tcgccttctt cgtcggttca ctatttggta ttttaagaac ggtgcccaac
  1057081 cgaatccttt caggaatagg ggcttgttac gttgaattgt ttcgtaacgt accactgatc
  1057141 gtgcaatttt ttacctggta tctggtggtt cccgaactat tgccagtgaa ccttggcaca
  1057201 tggtttaaaa gtgaactggc acccaatata cagttcttcc tctcatctat gatttgcctt
  1057261 ggattattca ctgcggcgcg ggtttgtgaa caggttcgcg caggaattca atcactgcct
  1057321 cgtggtcaaa aagcagcggg cctggcaatg gggctcaccc tcacacagac ttaccgctat
  1057381 gttttactgc ccaatgcata tcgggtgatt attcccccga tgacctcaga aatgctcaat
  1057441 ctggtaaaaa actccgcaat tgcctcaacc atcgggctag tcgaaatggc ggcacaagcg
  1057501 ggtaaattgc tggattattc agcgcatgcc tatgaatcct tcaccgccat caccctaggt
  1057561 tatgtactga tcaatgccgt gatcatgctg ttaatgcgct tagttgaaaa gaaagtgcaa
  1057621 ttacccggca atctggggag taaataatgt acgaatttga ttggagttcc atcgccccca
  1057681 gcctgcccta tctgctgcaa ggcttgattg taactgtcaa aataaccctc atcgccattg
  1057741 tgttcgggat cctctgggga acaattttgg cagtgatgcg tctgtcaccg attaaagcca
  1057801 tcagctggtt tgcaactgct tatgttaacg tgttccgctc tattccgttg gtcatggtgc
  1057861 tgttgtggtt ttatttagtg gtgccaggct tcttacaaaa tgtgctgggc ttatcaccaa
  1057921 aaactgatat tcggttgatc tcagccatgg tagccttttc gctgttcgaa gccgcctatt
  1057981 actcggaaat tatccgggcc gggatccaaa gtatttctcg tgggcaatcc tctgcggcat
  1058041 tggcgttagg gatgactcag ggtcaatcaa tgagactggt tatcctgcca caagctttcc
  1058101 gggccatggt gccgctactg ttaactcagg ggatagtatt attccaggat acgtcactgg
  1058161 tatatgtcct tagcctggcc gatttcttcc gtacagccac caccatcggc gaacgggacg
  1058221 gcacgcaggt cgaaatggta ctgtttgccg gtttagttta tttcgttatc agcatttccg
  1058281 cgtcaatgct ggttaactat ttgaagaaaa ggactgtttg atgatttccc tgaagaatgt
  1058341 ttctaaatgg tatggtcaat ttcaggtgct ggctgactgt actactgaag tcaaaaaagg
  1058401 tgaggtagtc gtcgtttgtg gtccttcagg ctcaggcaaa tcaaccttaa ttaaagtggt
  1058461 gaatggatta gaacctatcc aagaagggaa cattacggtt aatgggattg ctgttaatga
  1058521 taagggcact aatctggcgc aactgcgttc caaggttggt atggtgttcc aacattttga
  1058581 gctattccca cacctctcga tcattgaaaa cctgacactg gcgcaaatca aagtgctcaa
  1058641 acgcgataag gcagaagccc ttgagaaagg cttgaaatta ttagagcgtg tcggtctttc
  1058701 tacccatgta gataaatatc catcccaatt atctggcggc caacagcaac gggtagcgat
  1058761 tgccagcgct ctttgcatgg accctatcgc tatgctgttt gatgaaccaa cctcagcgct
  1058821 tgatccagaa atgatcaatg aagtgctgga tgtcatggtc aaactggcgc tggagggaat
  1058881 gaccatgatg gtggtaaccc acgaaatggg cttcgcccgc aaagtggcta accgggttat
  1058941 tttcatggat gaagggaaga ttgtcgaaga cagcgataaa gatgatttct ttaataatcc
  1059001 taaatctgac cgcgccaagg acttcctggc taaaatcttg cattaattcg ttctcctccc
  1059061 ctgcgtttgt aggggaggtc acttttattt tttatgactt cttatctttt ctgatttttt
  1059121 actttttcct tatttcttac tctgttcttt tggcgatcgc agtggcgcta cttcccctat
  1059181 catggctgga atgggcggcg agtaaactgg tcatgcccac atttagggca gacggggagg
  1059241 acttccggcg tatagaaagc caggtgataa tggcattttt cgcagaccaa attccccagc
  1059301 ccaacaactt caccactgtg ataaacccca tggtgactta cgtctttaaa gacctcgcgc
  1059361 cactctagct gtgttttatc tgtgatatca gccagctcct gccacagact ttctttaatc
  1059421 actctcatga atacgctatc gcgaaactct tccttgctct cttcatagct acgggcaaac
  1059481 tcctccaagt cacgtcgtac tgcctgaaca atctgctcga catcgttgcg ggttaactct
  1059541 tcaactgtat gcaaccgccg ttcggcgctt tccaccagtt gatcaatatc acgttcacca
  1059601 tttttcaagc gttcggtcag cgatgccact aactcacggt agtactgagc tatcttgttc
  1059661 atactgtctc ctcgatccac ggttatgatg tttaattata aattattcta gtcgtaaata
  1059721 actgaagtca tgtcgtcatc aggttgtggc cccctcactt tggtgattta tgccattcac
  1059781 tgcgcagaaa aatccttcca tggggtgctg agtgttgttg cgcctgccgc ttatcagcta
  1059841 tgctatgcgg atctctcttt atgatatgaa acagatgatg ctacaggcgt agctgttttt
  1059901 cactatagga cctccggccg ccatgcaaga gcaataccgc ccagaagata tcgaaacgca
  1059961 agtacagctt cactggcaag agaagcaaac ctttaaagtc actgaagacg ccagcaaaga
  1060021 aaaatattat tgcctatcta tgctgccata cccttcagga cgcctgcata tggggcacgt
  1060081 tcgtaattac accattggcg acgttatctc tcgttaccag cgtatgttgg gcaaaaacgt
  1060141 cttgcagcca attggctggg atgcgtttgg cctgcccgct gaaggggctg cggtaaaaaa
  1060201 caataccgcc cccgcacctt ggacttacga caacatcgaa tacatgaaga accagttgaa
  1060261 attactgggc ttcggctatg actgggatcg agaaattgcc acctgcaaac ctgattatta
  1060321 tcgttgggag cagtggttct tcaccaagtt gtatgaaaaa ggaatggtct acaagaagac
  1060381 ctctgcggtt aactggtgtc cacacgatct cactgtgctg gctaacgagc aggtcattga
  1060441 cggctgctgc tggcgttgtg acaccaaagt tgaacgtaaa gagatcccgc agtggtttat
  1060501 caaaatcacc gattacgctg agcagttgct caacgatctg gacacgctgg aaagctggcc
  1060561 agagcaggtg aaaaccatgc aacgtaactg gattggccgc tctgaagggg tcgatatcgt
  1060621 tttcgacgtc gtggatagcg aagagaaact gtctgtttat accacccggc cagacacctt
  1060681 tatgggcgtg acctacgtag cggttgctgc tggtcatcct ttgtcattgc aagcggcggc
  1060741 gactaatccg gccctggctg atttcgttgc tgaatgccgt aataccaagg ttgccgaagc
  1060801 tgaaatggca accatggaga aaaaaggcat ggcgacgggt ctgtatgcca tccatccatt
  1060861 aactggcgag aaactgccta tatgggccgc taactttgtc ttgatggatt acggtactgg
  1060921 cgcagtgatg gccgttccgg gccacgatgc acgtgactgg gaatttgcca ccaaatataa
  1060981 cctgccaatc aaaccggtta ttttggccgc ggatggcagt gagccagact tgagtcagga
  1061041 agccatgacc gagaaaggca cgctgtttaa ctctggtgag tttgatggcc tgaatcatga
  1061101 agatggtttt aatgccattg ccgataaact ggtcgcactc ggtgttgggc agcgcaaagt
  1061161 aaactatcgt ctgcgtgact ggggtgtttc tcgccagcgt tattggggtg ccccgatccc
  1061221 aatggttacg ttggaagatg ggactgtcgt tcctacccca gaagatcaac tgccggttat
  1061281 cctgccagaa gatgtggtaa tggacggtat ttccagcccg atcaaggccg atcctgagtg
  1061341 ggctaaaacc accgttaacg gtattccggg tctgcgtgaa accgatacct tcgatacctt
  1061401 tatggaatca tcttggtatt acgcgcgcta cacctgcccg caatatgatg acggtatgct
  1061461 ggaccccgca gccgctaact actggttacc tgtcgatcag tatgttgggg gcattgaaca
  1061521 tgccattatg catctgatgt atttccgctt cttccacaaa ttactgcgtg acgccggtct
  1061581 ggtggactcc gatgaacccg ccaaacgcct gttatgtcag gggatggtac tggctgacgc
  1061641 cttctattac accggtaata acggtgagcg tatttgggtt tcaccggtcg atgcgattgt
  1061701 cgaacgtgat gacaaaggcc gtatcgttaa agctgtagat gcggaaggcc atgagctggt
  1061761 gtacgccggc atgagtaaaa tgtcgaaatc gaaaaacaac ggtatcgacc cgcaagtcat
  1061821 ggtagaaaaa tacggcgcgg ataccgtacg tctgtttatg atgtttgcct caccagcaga
  1061881 aatgacgctg gaatggcagg agtcgggcgt tgaaggggct aaccgcttcc tgaagcgtgt
  1061941 ttggcgtctg gcctttgatc acaccgcgaa aggtgcagtg aagccactgg atattgccag
  1062001 cctgactgaa gaacagaaat ccctgcgtcg cgacctgcat aaaaccattg cgaaagtgac
  1062061 cgatgatgtt ggccgccgtc aaaccttcaa cacggcaatt gctgctgtga tggagttgat
  1062121 gaacaagctg ggccgtgcac ctcaggaaac ggagcaagac cgcgcactga tgcaagaagc
  1062181 tttactggcg gtagtccgga tgctttatcc attcacccct cacgtctgct tcagtttgtg
  1062241 gcaagctttg ggtggagaag gcgatatcga tactgcgccg tggccaattg ctgatgaaca
  1062301 agcgatggtt gaagactcta aattagtggt cgtacaggtc aatggcaaag tgcgtggcag
  1062361 aattacagtg cccgccgatg ccactgaaca gcaagtccgt gaacgcgctg gtcaggagca
  1062421 cttggtggct aaatatctgg atggcgttac tgtacgtaaa gtcatctatg tccctggcaa
  1062481 attgcttaat ctggttgtgg gttaagtcaa ggaggcgttg tgcgacatcg tattctgacg
  1062541 ttgttgctgg ggttggcggt gctggtcacc gctggctgcg gttttaatct gcggggcacc
  1062601 actcaggtgc caactgagtt gcaaaaatta ttgctggaga gcagcgatcc ctatggcccg
  1062661 ttagccaggt ctatacgtca acaactacgt ttaaataacg tgactattgt tgatgacgcc
  1062721 atgcgtaaag atataccgac gctgcggatc atcggctcat ccgaaagcca agagacagtg
  1062781 tctatcttcc gtaacggtgt cgcggccgag aatcagttag tgctacatgt acaggcgcag
  1062841 gtgttgattc cgggccatga tatttaccca ttgcaggtca atgtgttccg cacattcttt
  1062901 gataacccgt taacggcgtt agccaaagag gctgaagccg aggtgcttcg tcaagaaatg
  1062961 cgtgagcaag ccgcccagca gttagtgcgt cagttactga cggtacatgc ggcagaagtt
  1063021 aaaaacacgc agaaaaatgg tgataaaccg gtgagtgatg ccaacgcggc tcagggctca
  1063081 accccgacag ccgtcaatga aaccactctc ggcgaacctg ccgtcagtac ctcagccaaa
  1063141 tgatccggat ttaccctgaa caacttgtcg cgcagctcca tgaggggcta cgcgcttgtt
  1063201 atctattgtg tggcaatgaa cccttgttgc tacaggaaag tcaggaccac attcgtcggg
  1063261 tggcatcgca gcacgatttc actgagcatt tcagctttgc gttggacgcg cacaccgaat
  1063321 gggagcatat ttttagcctt tgccaggcac tgagtttgtt cgccagccgc cagacactgc
  1063381 tgctgagttt cccagacagt gggctgaccg cgccaattag cgagcagttg gttaaattat
  1063441 ctggcctgtt acacccagac attttattga tattgcgggc gaataagttg accaaagcgc
  1063501 aagagaacag cgcctggttt aaagctctca gtaaaaatgg ggtatttgtc agttgccaga
  1063561 caccagaaca ggcccagctt ccccgctggg tgagcgctcg cgccaagagc ctcaacttga
  1063621 acgtagacga tgccgccatt caattacttt gctactgcta tgaaggtaac ttgctggcct
  1063681 tatctcaggc gttagaacgg ctctcgctgc tctaccccga cggtaagtta accctgccta
  1063741 aagtagaaca agccgtcaac gacgctgcgc atttcacacc ataccattgg cttgatgcct
  1063801 tgttgatggg gaagagcaag cgggcttggc atattttgca gcaattacag caagaagaca
  1063861 gtgaacccgt tattttactg cgtaccgtac aacgtgaact gctcctgctg ttagcgctca
  1063921 aacgtcagat ggaacaagtt ccattgcgcg cattattcga tcaacacaaa atttggcaga
  1063981 accggcggcc catgatgact caggcactgc aacggctctc ccttcagcaa ctgcaacagg
  1064041 cggttcatct gctcacacag atggaaatcc ggctgaaaca ggattatggt caatcaatct
  1064101 ggcctgagtt agaaacgcta tctatgctga tgtgtggaaa aacattacct gagagctttt
  1064161 ttgatgccca ttaaatcctc ggatcattct ctgtatgcct tattcggcgg tacttttgat
  1064221 cccattcatt acggtcatct gaaaccggtt gaagcattag ctcagcaagt cgggctgcaa
  1064281 cacattattt tattacctaa tcatgtgcct ccccatcgcc ctcaacccga agccaatgca
  1064341 caacagcggc ttaaaatggt ggaactggcg gtggctggga acccactgtt tagcgttgat
  1064401 tctcgtgaat tattacgtga cagcccatca tttaccatcg agacactgga ggcactgcgt
  1064461 aaagaacgtg gtgcagaaca gcctttagcg tttatcattg ggcaagattc attattatcg
  1064521 ctgcataaat ggcaccgctg gcaggcgttg ctggatgtgt gccatttatt agtttgcgcc
  1064581 cggccaggtt attcacagtc attggaaaca ccggagttgc agcaatggtt agagagccat
  1064641 aaggtcatgg atccacaggc attgagtcaa cgtccacatg gcgcaatcta cctggcggat
  1064701 acgccgttgt tagatatctc tgctaccgat atccgtcgtc ggcgtcataa cggcgagagt
  1064761 tgcgatgacc ttctccccca agctgtccag cgatatattg agttacaagg tttatatcgc
  1064821 ggctgagggt ttctatcacc acggaaagtc ccgcggtata ctccgccgct aaattttagg
  1064881 tattcgctga caaccccctg tgaaataagc acgaacggcg ggctttcagc ggcatcctgc
  1064941 cgataaatac atcatagccg ttcattaacg gtcgccatcc tacgagaaat cgggtggaac
  1065001 ggcaccttag tgaaaacgtt acgaacaaaa acgacccgag ggggaacctt tgcaaggtaa
  1065061 agcgctccaa gaatttgtta tcgacaaact cgatgatttg aaaggccaag acattatcgc
  1065121 tctggatgtt cagggtaaat ccagtattac tgactgcatg attatctgta ccggcacatc
  1065181 aacccgccat gttatggcgc tggcagataa tgtggtccaa gagtcacgcg cggcgggcat
  1065241 gataccgctg ggcattgaag gccaaggcgt ctcagactgg attgtcgttg atctcggcga
  1065301 agtgattgtg catgtgatgc aagaagaaag ccgccgtatg tacgaactgg aaaaactctg
  1065361 gagctaagcg gtgaaactgc aactggtagc cgtcggcacg aaaatgccag actgggtgca
  1065421 gacaggtttt atcgaatatc tgcgccgctt tcccaaagat atgcccttcg agctggcaga
  1065481 aatacctgcg ggtaaacggg gcaaaaatgc cgatatcaaa cgcattctgg aaaaagaagg
  1065541 cgagctgatg ctagctgcgg tagggaaaaa taaccgtatt gtcacgctgg atatcccagg
  1065601 gacaccctgg gagaccccgc aattagccca acaattagaa cgttggaagc aggatggccg
  1065661 tgatgtaagc ctgctgattg gcgggccgga ggggttagcc ccggcctgta aagccgccgc
  1065721 agagcagagt tggtcgctct ctccgttaac gctacctcat cctttagtgc gtgttttagt
  1065781 ggctgaaagc ctctatcgtg cctggagtat tacgaccaat catccttatc accgggaata
  1065841 aacgggcgat gaaactgaat caagtgatgg ctctggctct gagtaagatg ctggttttga
  1065901 gcaaaatgac gtaagctgcg gaatgaaaaa agaacctaac ccttttcgcg actattcggc
  1065961 tgaatcagcc ctgtttgtcc gccgcgccgt agtggctttt ctgggtatcc tgctactgag
  1066021 cggggtactg gttgctaacc tctataattt gcaaataatc cgtttcgacg attacagcac
  1066081 ccgctccaac gacaaccgca tcaaactggt tcctatcgcc cctagccgtg gcatgatatt
  1066141 tgacagaaat ggcacaccac tggcattaaa ccgcaccatc tatcaattag agttgatgcc
  1066201 ggaaaagatc gaaaacttgt cagccaccct caatgcgctg cgcccaatag tggatctgac
  1066261 tgacgacgat atcgctaact ttgaaaaaga gcgcaaacgc tcacgtcgct ttacctctat
  1066321 tgccgttaaa acaccgttga ccgaggtgca agtcgcccgt tttgcagtga atcaattccg
  1066381 cttccccgga attgaagtca aaggctatca acgtcgcttc tacccgtatg gctccgccct
  1066441 gacccacgtg attggctatg tctctaaaat taacgataaa gatgtcgaac ggttggataa
  1066501 agaaggcatt ctccccaatt atgctgcgac ccacgatatc ggtaagttgg gtattgaacg
  1066561 ctattatgaa tccaccttac atggcaaaac tggttatgaa gaagttgaag tcaataaccg
  1066621 aggccgggta atccgccaat tacatgagca accgccacaa gcaggtaaag atatttatct
  1066681 gactctcgat ctgagtctac aaatctatat cgagaagtta ctcagtggca gccgtgctgc
  1066741 ggtcgtcgtc acagacccac gcaccggcgg gatcctggcc ttggtatcaa acccaagcta
  1066801 tgacccgaac ctgtttgtcg acggcatctc caacaaagat tatcaagggt tgcttaacga
  1066861 tacgaaccgc cccttaatca atcgggcaac ccaaggcgtt tatccaccgg catcaaccgt
  1066921 gaaaccgtac atcgcagtgt cagcactgag tgccggggtt atcaccaaaa acaccagcct
  1066981 gttcgatcct ggttggtggc aactgcccgg ttcggaaaag cgctaccgtg actggaaaaa
  1067041 atggggccat ggccgcctga acgtcaccaa agcactggaa gaatcggcag ataccttctt
  1067101 ctaccaagtc gcctatgata tgggcattga tcgcttatca tcttggatga gcaaattcgg
  1067161 gtacggtgaa tatactggca ttgatttatc cgaagagcgt gcgggtttaa tgccaacacg
  1067221 cgagtggaag caaaagcgcc ataaaaagcc ttggtatcag ggtgatacca ttccggtagg
  1067281 tattggccag ggttattgga ctgcgacgcc aatccagatg gctaaatcct taatgaccct
  1067341 gattaatgat ggcacagtta agacacctca cctgttgcaa agcacccgga ttgatggcgt
  1067401 attagtgccc tataagcagg aagacagtac gcagattggg agtatcaatt ctggctattg
  1067461 ggaaattgct aaagacggca tgtatggcgt agcgaaccgc ccgaacggta ctggccgcaa
  1067521 gttttttgaa ggtacacctt ataaggcagc ggcgaaatcg ggtaccgcac aggtttacag
  1067581 ttatgaaacc tataatgcca gtaaagtggc agaacacctg cgcgaccata agttaatggt
  1067641 tgcgtttgct ccctatgaga accctacggt atccgttgca ataatcttgg aaaatggagg
  1067701 cgcggggcct gcggtaggga ccattacccg tcagatcctc gaccatatct tgttgggcga
  1067761 taataatact gaattaccgg atgcggttcc tctgcctcct ggcgttgaag cagattagtt
  1067821 gaaacaggtt agttgaaaca gactaaaagc aaactaatcg ttgatgcccg ttgagttgaa
  1067881 ataggtcgca ttgaagccga tcacgttaag ataggttacg ttaagacaag tcacgttaag
  1067941 acaggtcacg ttgaaaataa atagcgttgg agcgggttaa ggtaactcat gactgataat
  1068001 caacaaaaag gctcgttgtg gtacaaacta cacatcgacc taccgtttct gatttgcatc
  1068061 ttggcgctgc tggcttatag cgcctttgtg atgtggagtg ccagtgggca agatattggc
  1068121 atgatggaac gcaaagttgg ccaaattgct atgggcttga ttgtcatgtt ggtcatggca
  1068181 cagatcccgc cacgggtgta tgaaagctgg gccccctatc tctattttgt ttgtgtcata
  1068241 ttactgatac tggtcgatgc ctttgggcag ataagcaaag gcgctcaacg ctggttggac
  1068301 ttaggtttta tccgctttca gccttctgaa atcgctaaga ttgccgtccc cctgatggtt
  1068361 gcacgcttta tgaaccgcga tgtttgtcca ccctcactga aaaataccgg catcgcactg
  1068421 attttaattt tcatccccac cttgttggtt gctgctcaac ccgatctggg aacatcaatt
  1068481 ctggttgcgg cctccggcct gtttgtgttg ttcctttcgg gtatgagctg gcgcttaatt
  1068541 ggggttgcgg ttgtactgtt ggccgggttt atccccattc tctggttctt cctgatgcat
  1068601 ggttatcaac gtgatcgcgt catgatgctg ttggatccag aaagcgatcc gctcggtgcg
  1068661 ggttaccata ttattcagtc taaaattgcg attggctctg gtggtttatc tggaaaaggc
  1068721 tggttgcacg gcactcagtc acagctagag ttcttacctg aacgccatac tgacttcatt
  1068781 tttgccgtat tggctgaaga gctcggttta atcggtgtgc tggtcttatt aggcctctat
  1068841 ttatgtttga tcatgcgcgg cttggtcatt gctgcaaatg cacaaaccac cttcggccgg
  1068901 gtcatggttg gcgggttgat gctgatactc tttgtgtatg tatttgttaa cataggtatg
  1068961 gtcagtggca ttttaccggt ggttggcgta cctttgccct tagtcagtta tggaggctcg
  1069021 gcgctagtag ttctgatggc cgggtttggt atcgtgatgt cgatacatac tcatcgaaaa
  1069081 atgttatcta agaatttata gaggtgggca atgcgtaagg aatggctttg ggtcggcatc
  1069141 gcaagtgtgc tgctatcagc atgtattgat cagcctccgg ccccccagca acaagtacaa
  1069201 caaacctaca gcggcccagt tgaagaaatt ggcggggcag aaccgcgcta cgaacctttt
  1069261 aatcctaacg ttaatcagga ttataaagtt aatggccagt cctaccgtat tatcaaagat
  1069321 ccgcagaatt tctctcagat agggcttgct tcttcatatg gtgaagaggc acgtggcaat
  1069381 accacggcaa ccggagaaat ttttgatccc aatgccttga ccgccgctca ccctactctg
  1069441 ccaatcccaa gctatgtccg ggtaactaac gtcagtaatg gccgccaaat tgtggttcgt
  1069501 gtgaatgatc gcggccccta cacgccgggc cgtgtgattg acttatccag agcagccgca
  1069561 gatcgcttaa atatttctaa caataccaag gtgaagatag attttatcaa tgtcgcgcct
  1069621 gatggctcgc tgtctggccc tggtatggta ggcaccacca tcgcgaaaca aagctatgcg
  1069681 ttacccagcc gcccggacct aacatcaagc gggatgggta cgccgatgca acaagatgcc
  1069741 ccagcaaccg gtgccgctgt acaggcgatt gataacagcc agttatcggg tactgatgcc
  1069801 acgcaacccg tcgcatcaca aagtagtggt ttcctaagag cgcccacgcc agtccctgcg
  1069861 ggtgtgctgg aaagctcgga gccagtgata gattcagcgc cagtcacccc ccctgtggtc
  1069921 gccaatcccg gcccggtcac tacaacacca acatccagcg cgatatcagg cggttatgtc
  1069981 gttcaggtcg gtgcactgag cgatgctcag cgagcacagt cttggcaaca aagcctaagc
  1070041 caacgttttg gtgttccggg taaagtgtcc aacagtggca gcatataccg tgttcagcta
  1070101 gggcctttca gtcatcgtca acaagcggtt gatctgcaac aacgcctctc aaatgaagca
  1070161 cagcagcaat cctttatcgt ggcagcgccc taaggcagac acgccttgta gcaatttaga
  1070221 cactgactaa taaaaataac cgtaaccgcc tgtgcaaaca gggtgttacg gttaaaactg
  1070281 tttgggtgaa ataaggggct actccccttc ccgtaaatat ataccctaaa tacgtcgagt
  1070341 tgcaggaagg cagcaattcc gctaatccca ggcgctattt atgtaaggtc aacttatgta
  1070401 aggccaacgg caagatgtct ggccaatggc aaatcagtga ctggggtgaa ggaaggccgc
  1070461 caacgtacag gcgacttgaa atatgacggg tataaacgcc acagggcaag gagattgtcg
  1070521 gatgtctgcc gggatctcat ctgctatagt gtggcatgtt cttaacttac tcccacggat
  1070581 gttgttgtcc tgatcatgaa atatgtaatt acctctcgca ttatcaagag cctagcgctc
  1070641 ggcactgtta ttgtcatgag cgctgctaac gctgatgacg tcaatctgaa aaccatgatc
  1070701 cccggcgtac cgcagatcga cgcagaagcc tacatcctaa ttgattacaa ctccgggaaa
  1070761 gtattggcgg aaatgaacgc ggatacgcgc cgcaacccag ccagtttgac caaaatgatg
  1070821 accagctacg tcatcggcca ggcgattaaa tcagggaaaa tcggggctga agacatggtc
  1070881 accgtgggta aagatgcctg ggctaccggt aacccggaat ttaaaggctc ctccctgatg
  1070941 tttctgaaac cgggcgaccg tgtgccggtg tctaaactga cccgtggtat caacttacaa
  1071001 tcgggtaacg atgcctgcgt cgcgatggcc gattatgtcg cggggagtca ggactcattc
  1071061 gttaacctga tgaacaacta tgttaaggcg ctgggcttac aaaataccca cttcaaaact
  1071121 gttcacggtt tagatgcgga aggccagttc agctctgcac gcgatatggc attgattggt
  1071181 caagccctga tccgtgatgt gccagatgag tatgctatct ataaagagaa agagtttacc
  1071241 ttcaacaata tccgccagac aaaccgtaac ggtttactgt gggacaccag tttgaacgta
  1071301 gatggcatca aaaccggtca caccgaggca gcaggttata atctggtcgc atcagcgact
  1071361 gatggacaga tgcgtttgat ttcagtcgtt ttaggcggcc atacctttaa gggccgtgaa
  1071421 actgaaagta aaaaactgct gacctggggg ttccgtttct ttgaaaccgt cgcaccgctg
  1071481 aaagtcggta aagagtttgc ctcagaaccg gtctggtttg gcgatagtga tcgtgtgcag
  1071541 ttaggtgtag ataaagatgc ttatctgact attccacgtg gccgaatgaa agacctgaaa
  1071601 gccagctatg tgctgaatac acctgaaatt catgcgccac tggcgaaaaa ccaagttgtg
  1071661 ggaaccatta acttccagtt agatggtaaa accatcgatc agcgcccatt ggtggtgatg
  1071721 aacgaagtaa aagaaggtgg tttcttcagc cgtatggtgg attatatcaa gctgatgttc
  1071781 caccgctggt ttggctaatc cgctagcttg aaaaacagaa gagacttgaa agccagtaga
  1071841 ttggccccat attgtgatta atcttatatt gcaaataagc tgatcttatc tggcgaacag
  1071901 tacgtcactc ccgctccggc gggagttgtg attttatagc cggatacgtt ttatcattac
  1071961 cccactatca gtccggcgac agcccaggag cgcacatgaa aacgaaactg aacgaactac
  1072021 ttgagttccc ttgctctttt acctacaagg tcatgggcat cgctgaacct caactggttg
  1072081 accaagtagt tgaagtggta cagcgccatg ctccgggtga atataccccg caggtaaaac
  1072141 cgagcagcaa aggcaactat cactccgtgt ctatcaccat cacagccacc catattgatc
  1072201 aggtggaaac actgtatgaa gaactgggca atcttgaatt ggtcaagatg gtgctctagt
  1072261 tcaagctata taggccattt gggttataga taaactatca agccattcac aacgcgctaa
  1072321 tgacggcccg ccctgtttat tcaggtaccg ggccttattt tttcgtggtt aaattatccc
  1072381 ctttagccat caaattatag cgttgaactg tcaaaatagt ggccccactc agcggggctg
  1072441 gtatactggc gctaccattt ctgtaaccag atgatgcctc gcttgcaaca acacaagatc
  1072501 attttacgtc agctagggtt acaaccctat gcacccgtat cccaagccat gcataacttt
  1072561 actgagtttc gcactgatac cacaccagac gaaatctggt tggttgagca tcagcacgtc
  1072621 tttactcagg gtcaggctgg aaaagctgaa catgtcctga tgccaggtga tattccggtt
  1072681 attcaaagtg ataggggggg tcaggtcacc taccatggcc ccggccagca agtgatgtat
  1072741 gtcatggttg atctcaaacg tgccaaaatc ggtgtacgcc agctagtcac cgccattgag
  1072801 aatacggtga tagagactct cgcccatttc aatattgatt cacatgctcg cccagatgcc
  1072861 cccggtgtct atgttgaaca acagaaaata tgctcactgg ggctacgcat ccgccgaggc
  1072921 tgttcgtttc acggtttagc attgaacatt gcgatggatc tggaaccgtt ccagcgcatt
  1072981 aatccgtgcg gctacgcggg tatgcagatg acacaagtca gtgcattaca accaggggtt
  1073041 accgttgcgg atgtgcagcc tgtattggtt cgcgaattta cccgccaatt aggttatccg
  1073101 acggcaaaat tgcagccgtg gtcattatca gactatttat tatcaagcca ttcatcatca
  1073161 agcgtgttgt aaatgactca tatgcccgat gtaactgaaa ccgtgaacgc caccatcgcg
  1073221 ccaaaagtga atggctgaac gaaacagagt aaagatgata taatttttaa acaattttca
  1073281 aataattttt aacgaacgct acattacgtt gaatttaatg aaaaatctca agttgagaga
  1073341 ttcagaactg gaacctgccc gattatgagt aaaccgattc agatggaacg cggcgtaaaa
  1073401 taccgtgatg cagacaaaat ggcgttaatc ccggtaaaaa acgtggtgac cgaacgtcag
  1073461 gagctgttgc gtaaacccga gtggctaaaa atcaagcttc cgactgattc cagccgcatt
  1073521 cagggtatca aagctgcaat gcgtaagaat ggtctgcatt cggtttgtga agaggcctcc
  1073581 tgccctaacc tgtctgagtg ctttaaccac ggtacggcaa catttatgat ccttggtgca
  1073641 atttgtaccc gccgttgccc attctgtgac gttgcccatg gtcgcccagt cacaccggat
  1073701 gctaatgagc cagagaagct ggcacagacg atccaagaca tgggtctgcg ctatgttgtt
  1073761 atcacgtccg ttgaccgtga tgacctacgt gatggtggtg ctcagcattt tgccgattgt
  1073821 atttcagcga tccgcgccaa gaatccaacc atcaaaattg aaacgttagt ccctgatttc
  1073881 cgtggtcgta tggatcgcgc actcgatatt ctgaccgcaa ccccaccaga tgtatttaac
  1073941 cataatttgg aaaacgtacc acgtgtttat cggcaggttc gtccaggggc gaactacgat
  1074001 tggtcactga aattacttga gcgcttcaaa gaagcacatc cagatatccc aactaaatcc
  1074061 ggcttaatgg tcggcttggg cgaaaccaat gccgagattg tcgaggtcat gcatgattta
  1074121 cgccgccacg gggtcacgat gttgacgctg gggcaatact tgcaaccaag ccgccatcat
  1074181 ttacccgtac aacgttatgt cagcccggcc gagtttgacg aaatgaaagc agaagccatg
  1074241 gctatgggct ttacccatgc agcctgtggc ccatttgttc gctcttctta ccatgcagac
  1074301 ctgcaagcga aaggtatgga agtgaagtaa gcggtaggct aaagacttca gcccatggct
  1074361 gaaataactt attacacctt aaaacagcag ccaccaaaaa acggatttcc attggagatc
  1074421 cgtttttttt atcagcccga tcccctgctt atacgcttcc tgcgccacgc tttagccgaa
  1074481 agactggcga tatggcacag gcaaaaagag tcagtctttg cgctcaaccg aagctgcggc
  1074541 ttgggagtca gatgccgctt tagtttcggc tactgttttg gtttccgctg acattttggt
  1074601 ttctccaagc acactggttg aaacctcatc atcatttctc atcgcttttt taaagccttt
  1074661 cagcgctgcg cccaaatctg cccccagcgt gcgtaattta ctggtaccaa acaacaacac
  1074721 aattaatatg ccgacaacca acagtttggt aatactgaga ccttccataa ctcaccttct
  1074781 tggttagttc ttctgataaa acagttcggt ctataaaacc gttcagttta taaagcagtt
  1074841 cagtgtataa aacagtaacg agttaaattc tggctcattt acgaataaat taccgataaa
  1074901 gacaacacga atatgtaaca gatttcgtaa gtgaacgatg atgagttcac gagtctgttt
  1074961 agcattttgg cgcatcccta cgaagcatta ccgtaacatc cctcacgtta gccagttgaa
  1075021 tatcatttca atcattttat gatggatttc agatgattat tatcttatcg ccttgcatta
  1075081 atggccctat tgggaataat gccagcaaaa tgggtcatga taaaaaccga caagctacaa
  1075141 attaatattc aagcagtgta atatcgcccc tcaagatctg gagatgacac gcctccataa
  1075201 ccgccctaac aaggctaatg atgtctacgt gaccttctca ttagggtacg tagggctacc
  1075261 aacgagcctt tctgaaaaga tttacgggta aacaaaacgc cccaatggtc agtatctgtt
  1075321 agagaaaagt gcctatgttt aatacattac ttgcagtgtt tattggtggc ggtgtgggca
  1075381 gcatggcccg ttggttggtc agtttgaagt taaacagtgc atcggctcac ttaccggtag
  1075441 gtacgcttat tgtcaacctg gtcggtgcct ttattattgg cctgacactg gcgtttttta
  1075501 gccgaatgac tcatattgat cccgtttgga agctactgat taccaccggt ttttgtgggg
  1075561 gcctcacgac gttctccacc ttttctgtcg aagtggtcta tctaatccaa gagggaaaat
  1075621 tagcgtgggc tgccggaaca attttgctca atgtggcggg ttcactggca atgacgatgc
  1075681 tggcttttat attggtcaat aactttgcca gccaataatg gctagtggcc tatgattaaa
  1075741 cacttcaagg agtgaatagc gtggctatgg tgtttattca gtagaaaata gtgctactaa
  1075801 taatatcgcc ttaatgtttt cttaatctat ggtgcggata atcgtctggt agaggacagc
  1075861 taaccgagtg gggttactga aatactggat gggtggatgt atgtttggat tgcctaaaac
  1075921 atcagttgag tggctaacaa ctattttttg tctgtttatt accgtagttt tcattaaaat
  1075981 ctatctcttc taagcccctc taatctctcc ttataatgcg ctatgggtat ctccctgcct
  1076041 gatcatcgat taggtaacag actaaacata ttgtcttgta cgctaacgct acccataaaa
  1076101 aacccgccca gtaaggcggg tttttaaaga tatgggctac ttagatagcg ataacattag
  1076161 cagcagatgg ccctttggca ccgttcgtga tttcaaattc tacacgctgg ccttcagcaa
  1076221 gcgttttgaa accattgcta gcgatggcag aaaaatgaac aaaaacgtcc ttgctaccat
  1076281 cttctggggt aatgaagccg aaacctttgg attcattgaa ccacttaacg ctacctttaa
  1076341 tcttagacat caaacttacc tttaacgtga atgttggaca caaaaattgt gtcaattaca
  1076401 gtacagcaat agaaccgttt tttgtccaca atggagatca caaaaaagag agaaaaagtg
  1076461 aaaaatctct tttttctggc gaatatccag cacagaaaac caccttttct tgctttcacc
  1076521 gttccccctc tcggggtcta aacgcctccg gtaaactgcc agactgtatc tgaacgtcat
  1076581 tcacctgtat tatacttatc cattggatac actaatatga gatgcatgat gaacggtaga
  1076641 ataacaactt tttttgaaga taaaggcttt ggttttatca ccgatgaaaa cggcgataac
  1076701 cgttattttc acgttataaa agttgctaat cccgagatga tcaaaaaggg tgctgaagta
  1076761 acctttgaac cgacaaccaa caccaaaggg ttatcagcat tcgctgtaaa agtagcgatt
  1076821 gagagcaaat atatattcat cgctaatgaa aggataaagc tgaccagtat caagtcattc
  1076881 aataccttta caaaagaagt ccctgctcaa gccgaggttg ataaagccaa tacaatatta
  1076941 tcagtaaact tactgatgaa taaaattagg ccacaggaag aggacatttc agagaaaacc
  1077001 ataccactga aaatgctgtc gataacaaca ttccaaaatg tgacatacac attttctgaa
  1077061 cacgaagtcg atattgatag tacggttgct aaattaaaga gtatttaata ttgattttgg
  1077121 gacttgccaa ggccagctag ccctgaaata tttggggcta ccagtcgcag gtagttggtg
  1077181 atagtcggtg atagtcggtg atagttggtg atagttggtg atagtcgttg atggttgatg
  1077241 atagtgattg gcgatagagg ctgatcgtag cggtatcgtt ttagcaacgg taacgtttta
  1077301 gcaatggtaa tagaaggtaa cgcaagcgtc cttgcctgca aatgcaaaag cgtcccttat
  1077361 aacatcctct ggtgtcgaca ataaaaataa cgacaacccc agatatcctt atgctaatta
  1077421 tttaaacata aacattttta ttaactcgac atcagtccgt gcaccaagtt tcttcatggc
  1077481 ggagcgcttt tgtccactga ctgttttttc acttttcttc aagattctgg caatatcacc
  1077541 accagaaaag ccttcattga ataacttcag tacaatattt tcattcggtg tcagatattg
  1077601 acgctcagat gatactagat gaagtacttt agctgtttta cgttcgatta aattgtcttt
  1077661 aaacccacgg aacttacgct taaatacagt agcgatttta ttactcaccg tttccaatga
  1077721 gtcttctctg aagatcatgg tcacatcgct aaatcttgga ataccttgta aaaaactatt
  1077781 caatctggca tcacaaatca aaaagacatc cgcttctgcg ggggtcttat ccagacgttt
  1077841 gagtgcctcg aaaaaactga attcatcgac gccaataaaa atcacatctg ctgaataaaa
  1077901 agcttttcga tagaatttaa tctctttttt aaatcctaag gatgtgaaga ttttttttac
  1077961 gatagatacc atacctaatg tttgatattt atcgttatcg actatcatgc agcttatcat
  1078021 tttggctatg cccattagtg cttaagcact ctgtgaatcc ctgatgctta tctgtttgct
  1078081 atatgataaa atacgattga atatcatata gataaccaga cacactccta tgcatacagt
  1078141 aaaccacggc gggcgtgtgc gaggatatag gatgtcaaca ccggaatatg taggaaacgt
  1078201 ctgtttctct ttgggctatt tcttgcctat ttcttaaagc tatgtttggt aggcgtgaca
  1078261 gcattaagat tgtatgcaaa gatagacaac gctataagta gtctgaatag gaagggtttt
  1078321 cttttactcg ctgagcacca aatatatagc agcaggtatt ctgtcaatgc gcgatcttat
  1078381 gtcatgcatg aggtttaacg tagcagccct ctcaccttgc agatctcatt taaccttatc
  1078441 gtaagtcaaa ttattttatg agaaacgtcg gtttacatgc cctaaaaacg ttgagctgct
  1078501 tttccgctgt tacgttctac tccgccagta aaacctgtac tgaacagtgc tttttaagtg
  1078561 gggaagtcat gggcgttttg tactttttgt cgatcattgc taccccgttg ttttttatga
  1078621 tcattggcta tatcgactca aatgacaaaa tcgatcagaa agacattttc agaaaattaa
  1078681 aatcgattat aaccattatt attttctgga acgttctctt ctactttatc aatgaagatg
  1078741 gtttcaaacg gggttatttc ctgcaaagct ggcttctgtt tagtatcgcc atcatttacc
  1078801 tcataaaccc gattatctcc aagatattaa aaagtaacag gacagctatc atcacgctct
  1078861 cttgcctggt cattttctcc gtgactattg atctgatcag tgccttcagt gagcgaccat
  1078921 accttattga ttttccacaa tactttaggc tatggacttg gattttttac tacatgacgg
  1078981 gccgattcct ctgctcgcga atttgtcaga agatgacaaa attgccaaag gttcgtcttg
  1079041 ctgccaagtt actgctgctc cctacatcca tctcgatgta ttattacgaa agtttcatgt
  1079101 caatttacgt gtataaaacc gtgaacgcga gttacttcct tgataacttc cacgttttag
  1079161 tcctcagctt atgtctgttt gttatatttg ataactttga cactcaatat gaatggataa
  1079221 agaaaacatt ggcgtatatc agcccatcaa tgattggcgt ttatatattg catgatggaa
  1079281 ttttctactt tattgccagc gcatataact tatcagatgt aacgttaaga tttacgctgc
  1079341 tgttatccgt atttgccgcc tcagttttat tgtcacgggc cctattactg aataaataca
  1079401 cctcgcgctt tatctcattc tgatcgaaaa agacctgatt gtgattatct gggaacgtgc
  1079461 agatctgatg gaaggttatc actatccacg ttagttgttg tggctcgggg tgatcaccag
  1079521 cgtattaaca tagtatatgg cttcggtgtc cattggtgcc attttcaatt ttttgaatgt
  1079581 tgtttaaaac ataaaggtgt cgccatgaaa accagccatc gggcaatcag taccgttcgt
  1079641 gaagcccgaa aggcgattcg tagtggttat gacaaaccca tcccaaagaa aggcattaaa
  1079701 actggtttta aaattgataa gccaccagat gaaatgacca cgatagaggt tcacatcacg
  1079761 caggtggctt atttaatatc agtgtagact tcaatcaata cacactacaa cggcctgtaa
  1079821 atatccctgt agtacgttaa tcttttacga aaaaaatgac gttcatccac agaaagcttt
  1079881 gcttcaattt tatcgacatc aatattcttt ttttggcttt ccataaaagc aactgtggat
  1079941 gccacaaagt ccaaactggt atggcaatat gcagaaacca gcttctctaa tgttgacata
  1080001 tcacaccccc actcactttc gtaaacaaca ataacacaaa tatttactca gataatgtga
  1080061 ctaaaatctc atgattaaag ttaaatggtt atcattcaac ctaatgctaa cttattatta
  1080121 acctaattga ctacaatagg gtaaatccta taacataaat ataatcagta agttaataga
  1080181 taatattcta ctatagcatt agcgaaaagt ggggaataat tttcagtcac cacagcggcg
  1080241 agtatgatta accaccgccg attgacatgc atttttatcc atataccgtg tttttttgaa
  1080301 tgatttcagc tatcttcttc gactagccta aaactaacga cagactcaag ggcagtaatg
  1080361 agaaaaataa cgatgatcat gatagcagta gcgctggccg tgttcgctta tacctacttt
  1080421 accggggcat agagtgaaaa tatgctaaaa gttattgctc aggattttat aaaactggaa
  1080481 cacattaacg atgtgctacc actgtataaa gaattagtgg ctaaaacaaa attggaagcg
  1080541 ctttgtctct cttatgattt atttatagat cataacgatc caggccactt tatttttatt
  1080601 gaggagtggc ccgatcaagc agctttagat acccattgtg caactgaaca tttcaggcgg
  1080661 ttagtgccgc aaattaatca ttatcagcgt caggcgtgtg cggttaccct tatgaggcca
  1080721 ctggaataac cgccgacaat atccttacag cacaggctgc tctgcctcat gatacgcttc
  1080781 ttcttcatga tactgatttt gccacatacc cgcatagcgg ccattcttta gcagcaattc
  1080841 gtcatggcgg ccacgttcaa cgattgaacc cgcctccagt acgataattt catccgcatc
  1080901 aatgatggtc gataaacgat gcgcaatcac cagcgtcgtg tggtcacggc tgacttcccg
  1080961 cagatgagat tgaatctctc gttcggtgtg ggtatcaagg gcactggtgg cctcatcgaa
  1081021 gactaatatc gacggtttct tcaaaatggt gcgagcgatt gccacccttt gtttctcccc
  1081081 gcccgataac ttaagccccc gctcgccaac ccgagtttca taaccatccg gtaagctaat
  1081141 gataaactcg tggatatgcg ctaatttcgc cgcccgctcg atctcttcat cggtcgaatc
  1081201 tgttttaccg taaccaatgt tataacgcag agtatcgtta aacagcaccg tatcttgcgg
  1081261 tacaatcccg atagcctcac gtaagctcga ctgcgtcaca ccacgaatat cctgatcatc
  1081321 gaggtaaacg gcccccgcag tgacgtcata aaaccggaac aacaaacgag caagcgttga
  1081381 tttccctgcc ccggacgcgc caacaatcgc caccgttttc cccggtggga tagtgaacga
  1081441 tacattattc agaattggcc gacgtggatc atagctaaaa ctcactgcat cgaaacgcac
  1081501 ttcccctttc gtcaactgta atggcaaggc atcagggcga tccgttatct cttgttttac
  1081561 catcaagagg tcgagcatat tttccatatc aatcagggcc tgcctaattt ccgaataaat
  1081621 aaagccgaaa aaattaagcg gctgatataa ctgcaagaga taggcattaa ccagcacaaa
  1081681 gtcacctatt gtcatctggc cttgtacaat tccctgcgcg gccattgcca tcatgacaat
  1081741 cagcccgacg gaaataatcg cagtttgccc gaaactgagt acggtgaaac tgatctggtt
  1081801 tttgattgct gcatattcat ataactgacg cgatagatta aaacgttctg cttcgaaatc
  1081861 ttcattaccg aaatatttta cagtttcata atttaataaa ctgtcgatgg atttagtatt
  1081921 cgcatccgca ttcgctttgt ttaattcacg cctaaaccga gtccgccagc ccaccgccat
  1081981 taccgtgaat aaaatataac agctaaccgt gacaaggatc gcgagagcaa accagccact
  1082041 taataaccgc cacataatca ccgagaccaa ggttatctca aataaaatgg ggagaataga
  1082101 aaatagcagg cgcgacagta ccgtggaaac ggcctgtgta ccacgctcaa tagataatga
  1082161 tagaccgcca gtctggcgct ctaggtgaaa ccgcaaactc aaggcatgca attgcctgaa
  1082221 tacacgtaaa cccaataacc gtgttgcgtt ctggctaaca tgcacaaaca tcacattacg
  1082281 caactcttcg aacagcgaag cactgactct ggctacgcca tacgcgatga taaggctgat
  1082341 cggtattgcc agcattttgg cattttcact gctcagcgta tccaccatcg acttatacgc
  1082401 cagggggacc agtgtcgtac tgatcttagc aatcaccatg aaaaataaag cgattattaa
  1082461 atagtaacgt agtttcggat tatctttagg ccataaataa ggaagcaaaa atttgagtat
  1082521 gcgggaacgg tccatattta tctgtttttc atctctggca aagcaacaac attcatgcct
  1082581 tatattctga cagctatccg tgcaatctcc gagtaataat agccgcgcac attgcagcaa
  1082641 acccttttta tatcgccaaa atcagtggca ttttaaccag gcaataagtg aatatcgcct
  1082701 tcctgctccg ttaagtgcgc aggatttaac cgatagcgtc aatcacatca acatgagcgt
  1082761 gataaaggac aacgcgatca gagccagtgg gacagcgaaa ataatgatga accaccgctt
  1082821 acgaagaaca gccgccacga ttaaacctac gcacatcgca gcgacaacag gccaatatat
  1082881 cattgaaaaa acaatgatat aaaaaatcca tgatcctaat tctgtgggat taaatgaaaa
  1082941 atccatgtta acctcagtta ttccattata ttaaaaacta aattttacag tataaattta
  1083001 ttatctcaaa cgaataaaaa caaagaaatt tggttattta caatgaaaat ttaatccttt
  1083061 ttttgttgac tacttaataa atcatcattt acataataaa taatttatgt aataggataa
  1083121 ttatgattta tccaaacatg atcgttttcc cagctaaata tccatttacg taccggacca
  1083181 gccattacat tcagataata actgtcatag cctgccatcg tcgctactgg gtgataacct
  1083241 cttggcacca tgaccacctc gcggttgtaa accgccatac attcatcaag tgagcggtca
  1083301 tcagtataaa cacgctgcat acagaagccc tgctctggat taaggcggtg ataataggtc
  1083361 tcttccagat aagtttcgtg tggtgggttg tcagtgtcat gtttgtggct cgggtatgaa
  1083421 ctgctcgccc cttcgttggt ataaacctcc accaccagca ggctatcggc ggggtgatct
  1083481 tctggcaaaa tgttgtgtac atagcgctgg ttatgaccct taccgcgcgc ttctgcgccg
  1083541 atatcctctg gcgaaatcag ccgggttggg taagtgcctt taccgggggc ggaacaaacc
  1083601 gccagttcaa gcggggtaat ggcctgcacc tgtaccgctt cgcccggagt gacatacacc
  1083661 gcccaaggtt tatggcgctc aaacgggctc atgcgatcac ctatgttagg gaattgtgcg
  1083721 ctgggcgtac tgatactggc gcgcccagcg atcaaaacca ggcaacgctc atcgggaacc
  1083781 gcggtgagcg tcagtggctg cccttcattc agttcataca cctcaaaccc cacatacccc
  1083841 cagcccgcct gcgctggagt gattcgctgc gtcaggcccc gctcatccgg tgcctgcctg
  1083901 cgtgataata aacgtgacat atgaccccct taaatcagcc cagcgttatg tgccagacgg
  1083961 cttaaattgt ggtagcccat gcgcgcatag gtcattgggt gggcgacatt aggatcttgc
  1084021 tctgcctcga ccaccagcca gccctgataa ccgtgttgtt tgagtaacgc catgatgggt
  1084081 ggatagtcca caccgccgtc acccggaacg gtaaatacgc cactcaacac cgcgtccaga
  1084141 aaactggttt tacggttttt gacatcggcc agcaccgacg tgcgcacatc tttgcaatga
  1084201 acatggttga tccgcgcaat ccagcgttgt gccaccgcca gcggatccgc ccccgcaaag
  1084261 gtgaggtggc ccgtgtcgag tagcagcccg acctcttcgc cagtatgaat catcagatta
  1084321 tcgatatctt gcgcgctttc gatcaccgtg cccatatggt ggtggtaagc aatctgcacc
  1084381 cccagtgcct gcgtgtaacg ggcaaaggcg gtgagcttcg cgccatactc cgcccaacgc
  1084441 gctggcggaa accttgggcg cagatgcact ggcgtttgct gttcaccatg aatacaaccg
  1084501 gacacttcag caaataccat caccttagcc cccagttcac gcagcagtgc cagatgtgac
  1084561 cgaaccgcca caatctcctc ttcaaccgag cgttccaaca gccgcccgga ataccaacca
  1084621 gagaccaatt tcagttgatg atgctctaga attggcccta aaacccccgc ctcgcgtgaa
  1084681 aatttattgc ccagttcaaa gcccgcaaaa cccgcctctt taccttcgct caggcatgtt
  1084741 tcaagcgatg tttccgcccc cagagaaggc agatcgtcgt tagtccatgt cagcggatta
  1084801 atgcctaact gcaccgcggt ggtatgccga tcagcttctg tttttcgcac tgtctctgtt
  1084861 tttcgaacaa tgtctatttt tcgaacaata cctattttct gattaacttc tgcttttcga
  1084921 acaacctctg ttgtctgatc aaccgccgtt tttggttcaa ccgccgttct ttgatccacc
  1084981 atcgtcatgt ttctcctgaa gattatttct gcccgcgctc acgccacagc gtaatgagct
  1085041 gtagatagtt gtcccgaatg cgggcaataa gctgcgtatc gtcaatatcg cgctttagcc
  1085101 aagcgaggga agcgtcacca aacagcgtgc gccctacggc aaaacctttg actatcgggt
  1085161 agcccgccgc ggcattaaag cctgtgcgca gtgcctcaag tgaggcatcg agcccaagga
  1085221 tcactacgcc gcggcagtgc ggatcgcgcc gttcaatcag tttgttcagc gccgcccagc
  1085281 cctctgaggc gagtggcggc agtttccacc aatcgggata gaccccgaga ttgtagaagc
  1085341 gtgaaatagc acgtaggtag agttcatcac tgcgtggcat gccagcgggt aatatcactt
  1085401 ccagcagcag ttcgtggcca gattggcaac acgcccggta cacctcaata attttctgtt
  1085461 cctgctccag gcgtaggctg taggcatctt ctggatggaa gaacaccaga cacttgacga
  1085521 tatgctcttg cggccaacca ataagttgtg agccaatatt gccgtgctcc atcgccagcg
  1085581 gccttgagcc aggcagttca atgggccgcc caatccacca gcctgctccc gtaatggcat
  1085641 taagggcgtc ctgaccaaaa gtgccatcgc acagcagccc cgctttcccc tgcagcccgg
  1085701 cagtgtgtac tgcctcacgg ctggcctgta aaattagtgt cttgagcgtc gagatatggc
  1085761 acagatcagc gccgcattgc agtgccattt cttcgagttg actgcggtga tcaaaggcca
  1085821 tcacgcacag ctcgggccac tggcggcggc gcgtcgtaac gcggtgtaaa tggttaagat
  1085881 gcacatcaag atctggccgc accacggcat ctgcccgcgc cagataatta tccagctcaa
  1085941 ttttactcgg catcgcaggc gcacagccgt ggcgcgagac caccagtgcg ccacaagcat
  1086001 tggcgtagcg acatgcctgc ggccaacctt catcattgag ataaccgcgc aggagacctg
  1086061 acataaatgc gtcccctgcg cccaacacgt tcagcacttt tacccgcaca ccgctaacgg
  1086121 tcaacccctc atcaagggtc tgcgggatgg cctcggtgta caccgaacaa cccagcgccc
  1086181 cccgcttgca caccagcgca gcgtcactga cctcacgcac acctctcagt gcatccagcg
  1086241 tattggtgct gccacccgca atatgaaatt cctcttcggt ccccacaatc acatcaaaca
  1086301 aattgaatac tgcgagcagt tcagcagtga cctgatggga ttcaataaag cgcgtttcgc
  1086361 cgtcaccaag cgacgtcagc ccccacagta ccgggcggta gtcaatatcc aacacggtac
  1086421 gcactccatt gcggcgtgca tagcgcagcg ctgtcagtac cgcttcacga gtgtttggat
  1086481 gagaaagatg ggtgcccgtg atggcaaggc tgcgggcaga ggcgatgtat tgctcgctga
  1086541 aatcctgcgc cgtaatcgcc atatcggcac agttatcgcg gtagaaaatc agcggaaagg
  1086601 tgtctcgatc tttaatactc aggagtacca gcgccgtgag ccgcttttta tctgtggtca
  1086661 gatggctggt atcacagcca acctgatgaa gctcttcacg cagaaaacgc cccatatgct
  1086721 cgtcgcccac ccgtgccaac attgacgagc gcagcccctg ccgggcggaa ccataagcca
  1086781 cgttgccgga tgaaccgccg agatatttgg caaagctggc aacatcctct agccgtgcgc
  1086841 caatctgctg accgtagaga tctaccgcaa tgcggcccat gcatatgaca tcaaattttt
  1086901 tttccgtatt acatttattt tccgtattac atgtcttttc cgcgctaacg ctaaattgct
  1086961 tttccacact catacccccc ctcagaccct gtcatacctc atcctcagac aatgtcggtc
  1087021 acattcaccc agcggctatc ctgatgagac agagcaatcg catcgagaat gcgtgagact
  1087081 ttccagccct cggcgaaatc gggccacagc ggcgtgtcca tcgcgatgcc gtcgatcaag
  1087141 tcacgcactt ccacggtttt ttgatcgtta aaaccaatac cgtggcccgc agccatacag
  1087201 aacgcggcat actctgggtg cgccgggccg acgagcaggg tacggaagcc ttgtcggttg
  1087261 accgggtcgt tgtgcaggta gagtttgagt tccgccatac gttcttgggt aaaactgatc
  1087321 gccccttgag taccggtaat catgtaagag aggcccattt tgcgcccgca agccacccgc
  1087381 gaggcttcaa tcactccctg agcgccattc acaaaacgca ccatggcatg ggcctgatct
  1087441 tcgttttcaa ccgccactct ggcgctggag ccaacgctcg ccgggcgtgt caccacgacg
  1087501 gttttcagat caccgcatac ctgcgttatt tcccccacca gatattgcgc catgctgacg
  1087561 atgtgggccg ccagatcgcc aagtgctccc agccctgccg tcgcgtgtaa acagtgccag
  1087621 tgaatagggg tattgggatc ggccatatag tcttcgttat gggtgccata aaagtggatc
  1087681 acctcaccga tttcaccacg ttcaatgatc tctttagcca gcttcgcact ggggtttttg
  1087741 atgtaattga accctaccaa cgttttcacc ccagcgcgcg ttgcggccgc cgccatctcg
  1087801 ctggcgtcac gggcattcag cgccagcggt ttctccgcat agacatgttt gccgtggtgg
  1087861 atggccgcca gcgccatctc tttatgtaga taattaggtg agcaaatatc aaccacatca
  1087921 atagccggat ccgcgaccag ctcccgccag tcgcaggtaa accggttgaa accgaaagcc
  1087981 tgcgcacgct gtgccgccag cgctggtgag acttcggcca ccatttcgcg caccagtttg
  1088041 ccgcgcaatt caaacaccgt cggtgcctgt gcgtaggcaa tggcgtgcgc cttaccgata
  1088101 tacccggtac caatcaatcc aatacgcact tctttcatca ttcactcctg acatgaacgt
  1088161 attacagcgc gccgcgacgg ttcttggcgt aggtatcaaa ggccaccgcc aatacgatga
  1088221 tcaggccggt gataatttgc tggtagtaag ccgaaacatt catcagcacc aaaccgttaa
  1088281 tcaagatccc catgatgatg gagccaataa tggtgccgcc gatacgcccg taaccgccca
  1088341 tcagtgaagt gccaccaatc accaccgagg caatcacccg caattcaaac gagatcccgg
  1088401 ctaccgcttc agcactgccc agccgggcgc ttaggatgaa acccgccaac ccggcaaggc
  1088461 agccgatcac cacgtagacg ctgaccagca cgcgtttcac attaactccc gccaaacgtg
  1088521 ccgcttcagg attaccgcca atcgcataga cgaaacgccc ccagcgggtt ttgtgcagcg
  1088581 ccagataacc ggctatcgcg acaatggcaa aaatccaaat gggtattgaa ataccgagta
  1088641 agtccccgcg cccccaccag cggtagcctg catcaaaccc ggcgataggg gcaccgtcgt
  1088701 taatcaccaa cgtcaggcca cgccagatgg tcatcccacc cagggtgaca ataaagggcg
  1088761 gcagacgcag acgcgtgacc cccaagccct gcaaaaaacc aataagggtg cccattgcca
  1088821 gacaaatact gaggccaatt agccaactca tgccgcccca agcgttgggg tcaatggtgg
  1088881 taaagttatc gcctttaatc acataagcgg ctgtcatggc ggacaccgca agaattgagc
  1088941 cgacggaaag atcaataccc gcggtcagga tgacgaaggt catgcccacg gccatgatgc
  1089001 cgtagatgga tacctcagtt aggatgttga aaatattgcg ttctgagaga aaattactgt
  1089061 tctgcaattg gaagaaaatc agcagcagga acataaaaat caggacgccg aagcgttcaa
  1089121 aaaaagtgat cgggtcaaaa cgcatcgcgc tttttaccga tgcctggggc ttggaaagcg
  1089181 gctgtagcat gaggtgctcc gttaggcggc atttaaggcg ttatgattga tggtcatcat
  1089241 ggtcatcagc cgttcttcgc tggcgtcatc accgtgaatc tctccagtga ctcgcccttc
  1089301 gcttagcgtg atgatccggt cagaaaccgc gagaacttcc ggtaaatccg aggagatgac
  1089361 gatcactgcc acgccctgtt tagccatatc aaacaacacc tgatgcactt ccgatttcgt
  1089421 gcccacatca atgccccgtg tcggttcatc gacgatcagg atccgtggat tgagcgccat
  1089481 gcagcgggcc aagatcacct tctgctggtt accgccagag agcttacgca ccgcctgttc
  1089541 gctgttcacc atcttgattt gcagtgctaa acggtaggtc tcaatcagtt gatcttcttt
  1089601 gcgggtattg acgaaaaaac gccactgtaa cagcccggcc aggctcgaaa gtgtcagatt
  1089661 gtcgcgaata gaaagccctt gcactgcccc ctctttttta cggtcttccg gcaccagtgc
  1089721 tatcccctgt tccagcgcga acattggatc ccgtggctga tagggcacac cgtctatctc
  1089781 aaaattgcca gaggtgaaag cccctgcccc aaacagacaa cgtgccactt cggtacgccc
  1089841 tgcccctacc aacccggcga tacccaagac ttccccggcg tggacatgaa agctgatgtc
  1089901 ttttagcgcc acaccatgtg ggtcgagcgg gggtttttca cgacacagcc cttgcacaga
  1089961 taggcgaatg ggctggtctt ggtgatgggt ctcactggcg gggcggcggt taaatacgac
  1090021 gtctcgcccc accatcaggc ggataatctt ctcaacgttg gtgcctgcaa cctcatcaga
  1090081 accggtgtaa cgcccatcct gaaacaccgt gaaacggtca cagagttgga acacttcgtg
  1090141 caagcggtgg gtgacataga taatgctcac accacggcct ttcagttccc gtaccacgcg
  1090201 atgcaggctt tcgacttcgc tgtcgctgag tgctgccgaa ggctcatcca tgacaatgag
  1090261 cttcgcgttc aaggtcagcg cccgggcgat ctctaccatc tgttgctgcg cgatactcaa
  1090321 gcgcgccacc gccgtggtgg gtgacacgtt aagttgcagg taatcgagga tcgcttgggc
  1090381 ttcctgattg acggcttttt cgtcgacaaa tacctgacgg cggcgcggtt cacgaccaag
  1090441 aaacatgttt tctgccaccg tcatgttggg cagtaggtta acttcttgat agatggtgat
  1090501 aatgcctttg ttctggcgtt ccactggcga gtcgtccaat gccagcattt caccgttaaa
  1090561 ccagatttcg ccgtgagtct ggggttgagc acccgagagt gctttcaaga gtgttgattt
  1090621 acctgcgccg ttctcaccca agagtgcatg tatttcaccc tgctctaggg tgagctgtac
  1090681 gttactgagc gcccagacac cagagaagct tttcgccata tcggtgattt tcaataaagg
  1090741 ttgcgacatc ggtgttctcc tcctgacgcc gcccccgtcg cggcgacgct gacagggtta
  1090801 cttacccgct tcgctaacgc gctcggcctg gtctagattt tctttggtga tcatcgttgg
  1090861 caagaaatct gcaccggtga tcgctttttg gtcacggata ttcgccacca gttggttcat
  1090921 ggcggttgtc accgcgtaac ccggacgttg atcggccgtc accgccatcc acccttcacg
  1090981 tacacgtgcc agcgcctctg gcacggcatc gaaacctgtc accataattt cacccggttt
  1091041 catgccatgg ctctgtaatg cttcaatggc acccagcgcc atatcatcat tggctgagag
  1091101 gatcacttgc gggggttttg gcagcgatgg gagtacgctt tctataatgc gcatcccttc
  1091161 tgaccgcatc cagtttcctg tctgatcgac gacgatacga tacttgtcac cccccgtttt
  1091221 caggctgtcg cggatccctt tggttcgttc aatattggag gaggaaccgg gctgaccggt
  1091281 gagtagcacg atctctgcgc cattcgggaa catcgatttc acatagttgg caatggcctc
  1091341 gccacctttg taattattcg cgccaaaatg cggcactttt ttctcgctct cgactgaccg
  1091401 atccagcgtg accaccggca gtttggcctg ctgaatttcc tctacggcac tggaaatggc
  1091461 gttaatgtca ttcggcgaga caataaaacc ctgcgcgcca cgggtgatgg cattttccag
  1091521 gtcagccacc tgcttaggcg aactgccctg cccatccagt acttgtaact tcacacccaa
  1091581 cgctttggcc gttttcacgg cagtgcgctg catatgcact tcaaacggca tcgccagatt
  1091641 tggtgtacta aaaacaattt gttcattctc ggcaaaggcc accccagaag tgaatacgat
  1091701 gagggcggcg aggatcagct ttttcattgt tatctctctt tatcgttgta gagtcggtac
  1091761 ggttgtaagg tctagagggt tgtagaatcg atagatgttg taagatcgat agatgctgta
  1091821 aggtcgatag atgctgtaag gtcggtcaaa atttacaggg agatttcacg ctggctgtgc
  1091881 aacgattcca gcgctttgtc ggccaaatac aacgcccgct caccctcttc accaccgcat
  1091941 tccggttgca catcgccgcg taaaacagcg acaaagtgtt cccattccgc agcataggcg
  1092001 gcttgataac gttgcaggaa aaaatgctcc ggtaacgcac gggtaccccc cttttggcca
  1092061 aagtgctgta cctggttttc cagaatattg cccacgcaca gcaacccctg cgatccatgc
  1092121 agttctaacc gctggtcgta accataagcc gagcggcggc tgttgacgat ggtcgccatc
  1092181 gcgccagagg cgtatttcag caccacaaac gcggtgtcga tatcgccagc cgcaccaatg
  1092241 gcgggatcca ctaaattgct accctgagca aatacggcaa ccggttcttc gcccatgatg
  1092301 aaacgcgcca tgtcaaagtc gtggatggtc atatcacgga acataccgcc ggaaacgcgc
  1092361 acatactcca ccgggggggc gacgggtcgc gggagataat cagtaacgat tccggtttac
  1092421 caatgcgccc tgccaacacc tcgtttttga ggtgccgaaa ctgtggatcg aagcggcggt
  1092481 taaaaccgat aaacagcggc accccatact ctttcacgac ttttaggcaa tcccgcacac
  1092541 gggcaagatc gagatggacc ggtttttcgc agaaaatggt tttgccgtgt tttgctgcca
  1092601 gctcaatcaa atcagcatga gtatcggtgg cggaagcgat caacaccgcg tggacgttca
  1092661 gatctgccat ggcctcattc acactctgct gacgggtccg atactgtgat acgaggcgag
  1092721 ccgcgttttc ctgattggga tccaccacag accagagggt ggtctctggg tgggcggcaa
  1092781 tattggcggc gtgaacctgg ccgatgcggc ctgcgcccag taaggcaatg ttaaacatag
  1092841 cggctcctgc tcctgatcta gcgatatctc ggtggtctgg taatcccccc taaaaactgg
  1092901 ggtacaccgc gaaagcaata ctgcggtata acctttgccc aataaaacat aacctttatt
  1092961 caataaaaca ttcatttcat tttaatgaaa agtgaaaatt acattttttg agcagaagtt
  1093021 aacatttttt taataaagtg agttagtttt gctatcacag tcataacatt ttctaaaact
  1093081 aaccccattt tttgcagcca acgacggatg aacaggcagg ataacggagg gttagtactg
  1093141 acgggcacgt tttaccttca tctgggttcg ctctgcagcc tgctgtaccg cgggtgaacg
  1093201 ggcgatttgc gcatcgccag tacgccacca agacgcataa tcgtgcgtca tgcttttcgg
  1093261 caagacttta atatccagta gcaccggccc cggatgatcg cgggatgctg ccaatgccgc
  1093321 tagcaggctt ggttcatcgt gcacccgcca ggcgcggcag ccataacttt cggcgttttg
  1093381 ggcgaaatca acgcaaatca atgggccatt gagttgcccc gactcgtggt tacggtggcg
  1093441 gctctcggta caaaaactgc ccatcccgtg gcccatttgc aggttgttga tacagccgaa
  1093501 tccggcgtta tcaaacagta ggacggtaat ttttagcccc tcttgtaccg ccgtgtgcag
  1093561 ctcggaatgc agcatcatat aggagccatc acccaccatg gcgtacaccg gttgatgtgg
  1093621 catcgcaatt ttcgccccga tggcggcagc gatttcatag cccatgcatg aataaccgta
  1093681 ttcaagatga taggtgtctg ccgtttttac ctgccataga cgctgtaaat cccccggcag
  1093741 cgaccccgcc gcccccacga caatggcatc gtcttcaata tgctggttga taagcccaag
  1093801 tacccgagtc tgggtcagtg tggtattgag cacctcggcg tattcttgta gcgaatcatc
  1093861 aagatgaccg gccacctctg gcacctcatc aggccgccag gtgcgtgacc aaagccgttg
  1093921 acattcgtcg caccacgctg ctttggcctc aatgatatcg ccctgccaag cagtgcgata
  1093981 acctgccagc ccttcggtta atgcctcaag ccccacccgc gcatcggcaa tcagggccgt
  1094041 ggcatccagt ttaagtgcat cgaattccgc cacgttaagc agcaaaaacg ccacctccgg
  1094101 gtgagaaaat agtgctttgg aacccgtagt gaaatcggtg agccgggtac cgatgccgat
  1094161 caccagatca gcctgtggag ctaaccggtt agcggccaac ccgccagtga caccaattcc
  1094221 ccccaagttg aggggatgat cacttggcag cgcccctttg cccgcttggg tttcagtaaa
  1094281 gggtaattga gcgttttcca caaaggcacg aaacgcctca tgcgcccccg aatagcgcac
  1094341 gccgccgcca cacaccacca gcgggcggcg tttacgggcg atcaggctga gcgcatcaga
  1094401 aagcctgcgc gtatccggtg gacggcgctc gatacgatgc acccggcgct caaagaagct
  1094461 cgccgggtaa tcccacgctt cgccctgcac atcctgaggc agacaaaggg tcaccgcacc
  1094521 ggtatccgcc gggtcagtca gtactcgcat agcactcagc atggcgctca tcaattgctc
  1094581 agggcgatta atgcgatccc agtaacgtga taccgggcgg aagcaatcgt tagtgctaat
  1094641 actaaggtcg tgatattgct cgatctgctg taacaccggg tcaggctgac ggctggcgta
  1094701 gatatccccc ggcaatagca gcagcggaat gcggtttgcc gtggcggtgg ccgctgcggt
  1094761 gaccatattg gcggctcccg gcccgataga cgaactgacg gcatagatac gctgacggcg
  1094821 atactgtttc gcaaaaccaa tcgccatatg cgccatgccc tgctcgttac agccctgatg
  1094881 cacctgtaaa tggcccggat tttcttccag agcctggccg ataccgagta cattgccgtg
  1094941 cccgaaaatc gtcatcacgc cgtggacaaa tgcgacctcc tgaccatcaa tggccacata
  1095001 ttgctgatta agaaacctga ccagcgcctg tgccatggtc atccgtactg ttttcatcgc
  1095061 catgtttacg gtgctcatgc ggcctctccc ttcaaccgag tgtcggcata gagaatgccg
  1095121 cgccctgatc atgctgtgct tctggccagc gggcagtgat ggttttcatc cgcgtgtaga
  1095181 agcgcacccc gtcattgcca tgcacgttga gcggcccgaa aatcgaacgt ttccagccgc
  1095241 cgaagctatg aaacgccacc ggtactggga tcggcacgtt gacgccgacc atccccacct
  1095301 gtacctcctc acagaagcgg cgtgcggtac ccccatcgcg ggtgaaaata gccgtgccat
  1095361 taccatattc atgacggttg atcagatcca ccgcactgcg ataatccgcg atacgtacca
  1095421 cagaaagtac cggtccaaaa atctcttctt gataaatggt catggccggg gtgacatgat
  1095481 cgaacaacgt tggcccgaca aaataccctt gctcatggcc cgccaccttc aaaccacggc
  1095541 catcgatgcg caacgttgcc ttctgggcca cgccgctgtc gatatacccc aataccttcg
  1095601 cgcggtgtgg cgcagagatc agcggcccca tgtcgttttc tggctcctgt gccagccccg
  1095661 gaccaacacg taacgtgcta atttgctgtt ccagccgtgc gcaaaggtta tctgccgttt
  1095721 catcccccac cgccaacacc accgagagcg ccatacagcg ctcccctgcc gcgccgtatg
  1095781 ccgcgcccat aatggcgcta gccgccatgt ccatatcggc gtccggcatc agaatgcagt
  1095841 ggtttttggc cccgcccagt gcctggcagc gttttccgtg ggccgatgcg gtctggtaga
  1095901 tatattcagc aatcggcgta gaaccgacaa agcttactgc ctgcactcgc ggatcggtca
  1095961 acagcacgtc cactgcggtt ttatcaccct gtacgacgtt aaatacaccg tctggtagcc
  1096021 cggcctcggt taaaagttgt gccagccgca cagccagcga cggatccttt tcggacggtt
  1096081 tcagtacaaa agtattcccg gtcgccaggg ctatcgggaa catccacatc ggtaccatcg
  1096141 cggggaaatt aaagggcgta atccccacgc acacccccag cggctgcatc aacgagtgat
  1096201 tgtccacgcc agtgccaaca ttggctgagt gctcgccttt ttggaggtgc ggaatgccac
  1096261 aggcgaattc caccacttcc agacctcggg ttagctcacc caccgcatcg gaatacactt
  1096321 ttccatgctc ttcgctaata agctgtgcca atgcatccag atgctgctcc agcaaacttt
  1096381 taaaccggaa catcacgcgc gcgcgtttaa gtggcgcttg gcgcgaccaa ctggcgaacg
  1096441 cttgttgtgc cgccgtgatg gcctgctcgg tctcctgcgc tgtgctcatc atcacctgac
  1096501 ggataggttc gccagtggct gagttgaaga ttgcctgagc gcgcgggcta ccgctggtga
  1096561 cactgttgcc gcaactaaag acacatttgc cattaataaa attcgctacc gtctccattt
  1096621 tgacccctcg ctgttaaaag gtgactgaca cctggacact gtatataaaa caaacgttct
  1096681 actttaagtt aaaataaaat aaatattgga tattgtgatc aataatgggt ttttatgtta
  1096741 acaagctgca tgactggcga tgactgaggt attagatgat tgaggtatta gatgattgag
  1096801 gtattagatg attgaggtat tagatgactg aggtattaaa ggccgttatc gtctccattc
  1096861 tcccggagcg tctgtttcat tttgtgggta gtctgagtga caggcgttta aaaacagccg
  1096921 ttgagcgatt acattcaaat catgtattaa gggagaaata atgactacag caagcaatct
  1096981 gagtgaacta cagcagcaga tccgtgatcg ttacgacaac ctgagtaagc ggctgcagca
  1097041 agtctcccgc tatgtgttgg acaataccaa cagcgtggcg tttgacaccg ttgccgtcat
  1097101 tgccgaacgc gcagacgtgc ctccgtcaac cttaattcgt tttgctaacg cctttgattt
  1097161 cagtggcttc aacgagatga aacagctgtt tcgtatgaat ctggtggaag agaccgcgag
  1097221 ttataccgat cgtgcacggc tgtttcgcgc aatggaaagc gaagccgtgc cggaaacgcc
  1097281 actcggtatc ctgcaagagt ttgcccgatc caatgctcag gcactacagc agttggcggc
  1097341 acgtactgag ccagagatgc tgcaacgtgc ggtggaactg cttgctcagg ccgataccat
  1097401 ttatgtggtg ggcctgcgcc gctcgttcag cgtggccgcc tatctgacct acgcactcag
  1097461 ccatttagaa tgtcgcccag tacaacttca tggcctcggg gggatgttgc gcgagcaggt
  1097521 gaacagcatt aaagcacgcg atatcgtggt ttctatcagt ttctctcctt acgccgaaga
  1097581 gaccgtgatg gtcagcgaaa tagccgctag cgcgggtgcc cggcagattg tcattaccga
  1097641 cagccagata agcccgctcg ccacgttcag cgatctctgt tttgtggtga aagaggctca
  1097701 ggtagatgcc ttccgatctc aatcagccac gctctgtcta gtgcagtcgc tggtcgtggc
  1097761 gttggcctac cagcaggagg cgcaggccgg ggccgcgctg gcgcacagac agtgaccctc
  1097821 tataagctgc ctgtgcggca gtgaactctg tacgcatacc gccatcttgc atcagtcttt
  1097881 tctaagctgc ctgtgcggca gtgaacttta cggcacggcg aaagattcgg ttcttgtctt
  1097941 tctaagctgc ctgtgcggca gtgaacttct ggataggaca aataggatga ttgtatcagt
  1098001 ttctaagctg cctgtgcggc agtgaacagt gactaacacg tcacaaatgt cgccgttctt
  1098061 ttctaagctg cctgtgcggc agtgaacagt aagataatac gggtaacaga ctgtttgtaa
  1098121 aataattctt tcgccaaagg gtaaaaaatg atttttttta accctcggta agcaggatat
  1098181 aaaatcaatg agttagccat agctaaaaaa atagggtcaa aaaatgattc ccctgatgcg
  1098241 aataggctaa gaatccccat gcgttattat cgtgatcttt atcacgggct gattttaacg
  1098301 cgataaccac tcccctgaac ctgtattttt cacttgcctt ccctttactg aatcgaatac
  1098361 tccaccattt ttcctttacc gcctattaac gcttttttat cttttttgta aaattctcca
  1098421 tgcaaaaacg agaggagaac tttggctatg tctgaaaaaa gagtgaatct acaagtcatt
  1098481 gcatgggcca cgatcatcgg tggattcgtc agctcgctag taaaatcagg aactgaagtg
  1098541 aatatgcctc cccgcgtagt tggtgagata tcgcctcctg cggcaaatat tgacgcatgg
  1098601 cttgggtggc taggaattaa ttctcattcg atggactatg tttatcaagg ggtaaccatt
  1098661 tcgggggctg tagtgctcta tcactggcta tttagttttg tttttgcttt tgtttatgtc
  1098721 ctattgtccg cctattggcc caaagtcaga ttatggtata gcgcagccta tggattgagt
  1098781 atcactgtcg ccatacatgg ggttctgata ccagcattag gcttcaggca tccagcttac
  1098841 ttggcgggtg aaactgggtg gttatggaat ctcaatgggt atgaattatg gagtgaaata
  1098901 atagggcatc tctgctggtc tgcctctctt gagatctgcc tggttgctgt ccttgccttt
  1098961 ttctcaaaac ccattaaagg gatatgggca aattaaaact ccgttttatt taatacttgc
  1099021 tgtaccaacg ccctgaaacg ctctcagggc atgactctgc catagcttcg tttttagggt
  1099081 tcaggtcaat tgggttatta actaaatgag gttattaggt acattaaaaa aagaatattg
  1099141 gcgtactcta atgggattcc tatgataaat atcagaaaat tcccacacca atgtctgaaa
  1099201 tatcctaatc gatgcgcgtt ttatctgaat tattatatat tggatcaata agaggctttt
  1099261 taccattagc ccctcccccc tatttcacct attatccctg ataaaatata acctgaatgg
  1099321 ggaaactgtg acttatccgt ccgcggacag taactaacct cttgggttgt tgtgctgtct
  1099381 ggtgtttaaa ggattattat ctatggattt gttgaggttt ctgctgatct ccccctttgc
  1099441 ccttatcaag ggactctatc ggttaagcgc ttatctttta cggttagtgg gccgcctatt
  1099501 gcgcccagtc gtcggtaacc tgaattggcg cgcgccacaa tggatgacga aaaccgccaa
  1099561 cgggctacac tgtgccttca accgttcaga gcaatgggtc gctaagcatc ccaaagggat
  1099621 cagtgcggca atagtgctgt tgatggctgc cgccagcgcc gccttctatg gctatcactg
  1099681 gtatcttaac cggccccaac cgattgaacc ggcacctatg gtttatcagg aaaccagtat
  1099741 cagagtctcg gcgccaagaa cggttaacta ccaggcgcaa aaaccagaag cccagccgct
  1099801 tagtcttaat tttatgcatt cagccgcacc tatcaccgcg atgggtcagg tcgtcgatca
  1099861 gggcatctca ttaacccccg cgatagaggg tgaatggaaa tgggcaactg aacgcacgtt
  1099921 ggtgtttact cccaaaaaag cctggccgat gggcgctaac taccaaatta cgatcgatac
  1099981 agaaaaactt ttagcaccac agattaagct caatcagacc gaacttaatt tcacaacgcc
  1100041 agcttttgct tatcaattgg aaaaagcgga atattatcag gatccgcaag aggcccaaaa
  1100101 gcgcagcact attttccatg tgcaatttaa tgccccagtt gatgttgcca gctttgaaaa
  1100161 acagatcctc ttgggattgg tcgaaggtaa atccaagtca gagaagaaac ttaatttctc
  1100221 cgtcgtttat gatgagaaaa agcttaatgc ctggatacat tcgcaaccct tgatgccaat
  1100281 ggataaaggc ggttcggtcc atctatcgat taataaaggg gtgaatgcca gtgtcgccgc
  1100341 cacgcctacg acacaggcac agaataaatg ggtatccgtc cctaacctat atagcctggc
  1100401 ggttaatagt atcaatgcca cgttggtcga gtcagataac aataatggtg agcgggcctt
  1100461 aattattgct atcagcgacg cggttaaaga taaagagatc aaaaatgcgg tcaaagcctg
  1100521 gttactgccg caacataatt ttcaagcgaa agagagcgcc aaaacatcaa ccgatttcta
  1100581 tccttgggat atggatgata ttgacgataa tctgctgcaa caatcaacgc cgctggcgct
  1100641 gaccctcaat gaggccgagc aagagtatca gccaatattc agctttaagt ttgatgcccc
  1100701 ttcctatcgc acactgctga tcgaggttaa caatagcctg acatcggtgg gcggttataa
  1100761 aatgccggaa aaaatctacc aaatagtcag ggttcccgat taccctaaga cgctgcgctt
  1100821 tatgtcacaa ggctcgttat tatcgatgca gggtgataag cagatcagcg tcgccgcccg
  1100881 taatatgact ggcatgaaac tggatattaa gcgggttatt cctagccagt tacaacatat
  1100941 tgtgtcattt aaaagcagcg aatattcatc agctcacttt aaccgcctga gtgatgaata
  1101001 ttttactgaa cacttccagt accaaaccgc gctgaataat gacaaccccg gcgagatcaa
  1101061 ttatcaaggg gtcgatctgt cccgttatct tgcaaataat ccgagtgctc ggcgtggggt
  1101121 gttcttactc accctgtcag cttgggatcc ggagaaaagg gataatcagc aacacagcga
  1101181 ggaagactac gacgaagacc aggaatgggt cggcgattca cgctttgtgg tgatcacgga
  1101241 cttaggcatt atcaccaagc aatcgcagga tagatcccgt gatgtgtttg tgcaatccat
  1101301 tcactcgggt ctgcccgccg ccgatgctaa agtctctgtg gtggcaaaaa atggtgtggt
  1101361 cttactgagc caaatcaccg atagcaaagg gcatgtccat tttcctgcgc tggacgcctt
  1101421 taaaaatgaa cgccaaccgg tcatgttcct ggtggaaaaa gaaggggatg tctccttcct
  1101481 gcccacccga gccacctatg accgtaacct tgatttctca cgttttgata ttgatggcga
  1101541 agagaccccg tccgacccac gtactctaag cagctatctg ttttctgacc ggggagttta
  1101601 tcgcccaggc gaccgcttca atattggtct gatcacccgg accgccaact gggctaccgc
  1101661 actcgatggc gtccccctgc gggcggagat ccgtgaccca cgagatacct tgatgagtac
  1101721 cctgccgata accttggaca gcagtggttt caatgagctc agctatacga ccggtgaaaa
  1101781 ctcacctacc ggtgaatgga acgtctatct ctatctggtt ggtaagaata atgaaacgtc
  1101841 gatgttgctg gggcacacca ccgtaaatgt taaagagttc gagcctgatc gcttaaaagt
  1101901 gcaactgcaa ctgacgccag agcgtcaaca aggctgggtt aaaccgcagg agctgcaagc
  1101961 caatatcaat gtacaaaatc tattcggtac accagcacag gagcgccgtg tcacctctag
  1102021 actgatcttg cggccaatgt acccgagttt tgccccgttc cctgattacc tgttctatga
  1102081 gaatcgccat aacagcgatg gttttgagac cgaactggaa gagcaaacga ccgatctaca
  1102141 ggggatggcg accattccat tggatctgaa atcctatgct gacgccacct atcaactgca
  1102201 attgctgtcg gaagcctttg aagcgggtgg aggccgctct gtggccgcga ctgcgcgggt
  1102261 tctggtctca ccttacgact ctctggttgg ggtgaaagcc gatggcgatc tgagttatat
  1102321 caaccgtgat gccgtgcgta agctgaatat tattgccgtt gacccgagcc tgaataaaat
  1102381 tgcgctgcca gacttgagtc tgtcattgat tgagcagaag tatatttcag tgctaaccaa
  1102441 acaggattca ggcgtttata aatatcaatc acggctaaag gagcagttgg tctcagagca
  1102501 accgctacaa atcagcccga cagggacgga tttcaccctg gtgacccagc agcctggtga
  1102561 ttttattctg gtggttaagg acagtcaggg gcaggttctg aaccgtatta gttatacggt
  1102621 ggcgggtaac gcaaacctga cccgctcact ggatcgcaac accgaattaa agctaaaact
  1102681 gaatcaggcc gaatatctgc aaggcgaaga aattgagatt gcgattaatg caccttatgc
  1102741 cggtagcggt ctgatcacga tagaaaaaga taaagtgtat agctggcagt ggttccacag
  1102801 tgataccacc agctctgtgc agagaatccg catcccaccg gcaatggaag gcaatggcta
  1102861 tatcaacgta caattcgtgc gtgatgtgaa ttccgatgag atctttatga gcccactgag
  1102921 ttacggtgtg atgccattta agatcagtac caaagcgcgt caggcggcta tcgagttagc
  1102981 gtcgccgtca gtcattaaac cgggtgaagt gttaccgatt aaagtgacca ccgattcacc
  1103041 acagcgcgtg gtggtgtttg ccgtcgatga aggtattttg caggtggcac gctatcgcct
  1103101 gaaagatcca ctggattact tcttccgtaa acgtgaactg agtgtacaga gtgcacaaat
  1103161 tctcgatttg atcctgccgg aattcagcaa gctgatggca ctgacctccg cacctggagg
  1103221 cgacgccggg gaagggctgg atctgcacct caatccgttt aaacgcaaac aagacaagcc
  1103281 ggtggcttat tggtctggta tcaccgaagt gaatggtgaa accaccttca attacccgat
  1103341 tcccgactat ttcaatggta aaattcgcgt gatggccatc tctgcgaccc ctgatcgcat
  1103401 tggtaaagtc cagacctcga ccaccgtgcg ggataacttt attctgacgc cgaatgtccc
  1103461 cgcgatggta gcaccgggag atgaatttga tgtcaccgtg ggtgtgagta acaacctgca
  1103521 aggattgaag ggtaaagcgg ttgatatcac cgtgcgtctg acaccaccgc cacaactgga
  1103581 agtggtgggt gaagcgcaac acagcctgtc gctggcagaa aaacgtgaaa cgcttgtcag
  1103641 cttccgccta cgcgcccgtt cagcattggg tgatgctcca ctggtgtttg atgccagcta
  1103701 tggctctcaa tccagccgcc ggacggtcag tacctcggta cgcccggcga tgccattccg
  1103761 aacgcaatcg gtgatgggcc ggatggaggg taacaagcat actgtgacca atctgcgcca
  1103821 gatgtttgat aattatgctc aacgtcaggc gaccgcttcc cactcaccgt tggtcttaac
  1103881 ccaaggtctg gcgcggtacc tggctgatta cccgtactac agttctgagc aaattgtcag
  1103941 ccgctcgatt ccgttgatta tgcaaagcaa acatcctgaa atggacagtg ccctcaatca
  1104001 gaatgaggtc cgtgatcaac tgaaaaacat gctacgtatc ctgagctctc ggcagaatag
  1104061 cactggtgca atcggtttgt ggcacgcctc ccctacccct gatccgtttg tcacacctta
  1104121 tgtcgtgcaa tttctgctgg aagcgaaatc tgccggttac agcttgccga atgacatctt
  1104181 ggagggggcc aacaacgcac tgcgtctgtt agcggctcga ccttatgatg acctttactc
  1104241 tctgcgtttg cgggcctttg ctgtttacct gttgaccttg cagggggaga tcaccaccaa
  1104301 tactctggca tcggtgcaaa gtacgttaca gcaactttat cctgacagtt ggcagactga
  1104361 tctgagtgcc atttatctgg cctcatcata ccgtctgctc aaaatggatg acgaagccaa
  1104421 taaactgctg caacccacct ggaaacaact gggtaaagcc tacagcaagg cctggtggac
  1104481 gcagaattat tttgatccac tggtgcaaga tgcaacccgg ttgtatctga tcactcgcca
  1104541 tttcccagag aaagtctctt ctattccgcc acaagcactg gaaaatatgg tgctggcact
  1104601 gagggatgag cattacacga cctattcatc cgcgatgagc attctggcac tggaaagtta
  1104661 caccagccag gtagccgccc agcaagatac gccagaaacc ctgcaaatca tcgagatcag
  1104721 taaaagcaaa gggatcgacc ctaacgttat ctcaacgctg aacggcctgt tcgttcaagg
  1104781 tgattttacc ggtgaggcta aagcgattca gtttaacaac tatgcctcgg cacccgcttg
  1104841 gtatgtggtc aatcaatcag gctatgacct tcagccacca aaagacgcca tctctaatgg
  1104901 gctggaaatc agccgcagct acaccgatga gcagggtaag ccggtgaccc aagtcacctt
  1104961 agggcagaaa gttaacgtgc acctaaaaat ccgggctaac gctaaacaag gtcaaaataa
  1105021 tctggcgatt gtcgatctac tgccgggcgg ttttgaagtg gtacaacaaa cggcacctga
  1105081 accagagttt tatgataatc aggatgatca ggatgaggaa actggcagcg gctggcagtc
  1105141 gccgctaatg gtatctggct ccagttggta ccctgactac agtgatattc gtgaagatcg
  1105201 cgtgatcatt tatggcagtg ccagtaccga cgttaaagag tttatctacc aaatcaaatc
  1105261 aaccaatacg ggtcgctttg tggtgccacc ggcttacggc gaagccatgt atgatcgtaa
  1105321 tgtacaggcg ctgtcggtcg gtaaagggca tatccttgtc gttccacctg aggcaaaata
  1105381 gctgaaaaca acgcgccccg catcgccggg gcgctatcgg atttcagccg taaccagatg
  1105441 cgcatcccaa ccttaatggc aaccaaacgc ctgttgcaaa atatcctgat ggccctcttt
  1105501 ctgttggccc tcttggtcat cggctttcgg ctgtggccac acccgccctt gtctcagggg
  1105561 ctcccactct ctacggctta ctatgatcgg cacggcacgc tattacgtct ttcgctggct
  1105621 aatgatgatc gttatcgcct gtggacaccg ttggaagaga tctccccatt ggtgatacag
  1105681 ggtatccaac tgcatgaaga ccgcggtttc tattatcatc ccggtgttaa tcccattagc
  1105741 ctgttacgcg ggttctggca aagctatgta caaggcggca ggcaacaggg cggttcaacc
  1105801 ctgaccatgc agttggcacg gatgcactgg catctcaata cccgttcgcc aacaggtaaa
  1105861 ttgcgacaaa tcgcccgagc tatccaactg gaactgagct attccaagca cgatatttta
  1105921 gaggcttacc tgaattacgc cccttatggc cgtaatatcg aaagtattgc cgctgccagc
  1105981 ctgatttatt ttgataaaaa accccagcaa ctgacgctgc cagaagccct gacattggcg
  1106041 gtattgcccc aatcgcccag ttaccgcatt gatcccacca ccggtgtgct ggggagcgcc
  1106101 ctgacccaag cccgtaaccg gctattcgtt cgctggcaac aaacgtaccc caccgatagc
  1106161 agccaaatgg cgctattcca gttaccgctc agcctgcgtc aacccgaaaa aatgccctat
  1106221 atcgcgccac attttattga acagatccgg cggcaaaatc aacaactggc gaatacccag
  1106281 agtcaggttg acaccacact ggatgccaat ctgcaacaac tggtagaaaa acaggtcgag
  1106341 gcctttatcc gccgtaataa cagccggggt atccataatg cggcggtatt attgctggat
  1106401 acacgggata tgggcgttcg ggcgctggtg gggtcggcaa attattatga ccgagaaatt
  1106461 caggggcaag ttaacggcac caatgccaaa cgctcccccg gttcgacact gaaacccttt
  1106521 atttatgctc tagggctaga acaggggata ctgcatccga tgaccatcct gaaagatgtg
  1106581 ccctcttctt tcggggccta tgcgccagag aattttgacc accgttttct ggggccagtg
  1106641 accgccacgg acgccttgaa tttcagccga aacattcctg cggtgtatgt cgcatcccgt
  1106701 ttaagacaac caacgctata ccaattttta cgtttatccg gtgttaccaa tatggccagt
  1106761 gaaaaccatt acggtttatc actggtgctg gggggcggtg aaattaccct acaggagctg
  1106821 gcgcggctct atgccatgtt ggcgaatcgc ggcacactgc accccataca aatggtacaa
  1106881 acagataaaa cgctgccctc cattcgtctg ttaagcgagg cggccagttt catcacgctt
  1106941 gatatgttgc gtcagcaccg ccgccccggt gataccttgg cacaaagccc cacctcgcta
  1107001 ccggtctact ggaaaaccgg gacctcttgg ggattcagag atgcctggag cgcagggatt
  1107061 tttggccctt atgtgttaat cgtctgggaa ggcaactttg cgggtaaggg caacagcgcc
  1107121 tttgtcggtg ccgatgccgc cgcaccgtta ttctttaata ttattgacag tattcaggct
  1107181 aactacccag cgctgcgcga gcctaaacat ccttggccgc cacagttaaa acgggtggct
  1107241 atctgtctgg ccagcggcaa cttgcccacg ccttggtgtc agcagcaagg taaaacctgg
  1107301 tttattccgg ggaaatcgcc gatcaaagtc gatacggtct atcgccccgt cgtgattgat
  1107361 ataaatagtg gtcaggccgc ttgtctacct tatgaccgca gccagacccg tactgaagtt
  1107421 tttgagttct ggccatcgga tctggccaat gtatttgctc aagcgggctt gccgaaacgc
  1107481 caaccacctg accgctctca ctgcaaagaa gggaatactc tcgcatcggg taatgcacca
  1107541 cgtatcacct caccgctgcg caataccacc tacaccctgc gccaatcaca acagggccgt
  1107601 gatcagattg tattcagcgc cactcttgat gcggatagca ccaccactta ctggtttgtt
  1107661 gacgatatct atctaggcag cagcaccagt aaaaaatcca tcgattggca tccgacccgc
  1107721 agcggtcaat accgcattcg ggcaattgat gatcatggcc gcgctgatag taggctaatt
  1107781 cgtgttgaga aagtggatta atggcacacc ttacggtttc catccttaga gcgcctgctg
  1107841 tgcttctacg gggtaatata ttgatattgg tcaacgagat gagtaaccag caaacggccg
  1107901 gagggcggtt cctcttgccg cgtcacatgt gaaggggatc aaaaaagccc cacaggtcac
  1107961 accattgtgg ggcagcaatc tcgcgttttt attatccttt tcaataaacg gaatcagcct
  1108021 ggattaactg actctgcggg tgatttttta ggttttagat aacgtgacgg ccaaatttcc
  1108081 gcagggtgta actccagcac ctctgcaatc aatctttcgc ctttcggcca agggcgtaat
  1108141 agcgtattcg ctagcgttga agaggccagc cccgattttc tggaaagagc cgccatcgtc
  1108201 gtaccccgtt ttttcaaccc cgccaaaata tctgccggat gccaatcttg tttatccata
  1108261 acgtttaccc ctccatctga tgtgttcggg taattatccc atgctctgaa aaacatccca
  1108321 aaacaggata tttttaggtt atagagatct taatgggatt tgtatggtat ccctgcttat
  1108381 aggattagct ttaatggctg cgagtgtctc tattattgtc acgccagcca tcgccttatc
  1108441 attatttaac tgtatcactc agggcctcga ttgacatttt atcgtaaata ctcagtttgg
  1108501 tttttaacac tgcataaggt gttttcccac catgtgcaga attgaatcgg ggtgcaactg
  1108561 ggtgcgctaa tttcggctgc gatggaaaaa acttaatcca acctaagaaa actagggatt
  1108621 aagcaggaaa aagcacagtg ggctgaaata aagcaaataa ttaaaattta attctaaaaa
  1108681 taagttgaat ggctcatacc cattcagctc tggtcatctt cttcgtaatg aagtttttct
  1108741 tcatttaaat aattactcca gtcttgtagg ccatgacacc aacaactctc ctgctggtta
  1108801 gttgattggt cagtttggaa ttccgttgga aagcagattt tagctttttg ccagaaaatt
  1108861 atgggattct ggtgcacaac tccctataat gcgttaactt aacttaaatt atatacaggg
  1108921 agttaataat tatgaagtat aactcagttt taaaaacttt tgttgatgat gattatcgat
  1108981 tagaagatca tcttgatttt aaaaagcaac atgcagatat cagatatcaa aaactacata
  1109041 aacaactcaa tgaaatgagt gatgaaaata tgcatgcatt attaacaata gaggaagggg
  1109101 agtatttttt aaaaacatta tgtaatccca accctcacca atcgtggaag gatgctattt
  1109161 tttcctgtac cgatcccaca tcggtttttt ttggaagtct cgttgagtca ttgtctgtga
  1109221 gtagaatagt ctttgaaata agggggtttg gtgtaactgc aactgaatat gtggggaaaa
  1109281 atggcagttc atatattaaa ttatctggat atgctggaat aagaaagtat ttagatgcaa
  1109341 caagatactt aattgataac ccaaaaatat tagatatagg cataggaact caaggtattg
  1109401 aaaatgggat cgttagaggc gcaagattct gcattgtatt ttctgctgct tatcgttccg
  1109461 ttgaattgtt gttgaaagat gaatatgggt tagctgattt tttgttaatt taactcttga
  1109521 tgctgcaaaa ctaggagtat ctattggggt tgcttggggg gcaaaggcgt tagctaccgg
  1109581 ttttatggtc gccggaggta gtgttcttgc tattgctatt ggcattttta ccatcggagt
  1109641 tctcgcaagc ttaattttat actggttaga taacgaatat aaaataagtg aaacaataat
  1109701 aaaaaatata aaatcgcata gagtacaaaa ttcaccgtat catgctgatc aattctttaa
  1109761 cgcttggggg cgactcagcc gtggttaaaa taaacaggcc attagttggt gcatttgcaa
  1109821 tcttgctttt ctttctttca tcttgggggt gctggttttc tttaagtgga tatttagctt
  1109881 tctttaaatt aagcgatgtt attatctttt catggaaggt tgggtttgta atatttgcag
  1109941 tccctttatt gttctatttt tcatacttgg catttttttc tgcaataaaa aataaacctg
  1110001 caataatgaa taacaaactg gctaatgcat tggctatttt agctatattg ggatctataa
  1110061 ttagtttatt ttcatcagca tatatcagtt atagcctcac cgaatatagt tataaatcat
  1110121 gcccaagatc atcttggatg tcccctaata aatacgtaaa agatataaag ctatgtccat
  1110181 agttaaccac taatgctgtt atatatttcc gagcactata ttgcgccttg gcgctgactc
  1110241 cattgtgcgc tacggctacc ggtattccat cgtattttcc atcggggttc tcgtaatctt
  1110301 attcttgtta gataacgaat atagaataag cgaaaaaaaa ataaaaacac atagagtaca
  1110361 caatattcct tatcatccag accaattatt tagcgcttgg gggaggttca gtcgtggtta
  1110421 agataaatag gccattgttt ggtgcatttg cagtctttct tctttttctt tcatgttggg
  1110481 ttagctggtt ttctttaaat ggatactggg atttttttaa attaagtgat gttattatct
  1110541 tctcatggaa agttggagtg atgatatttg gtgctcctgt attgttttat ttttcatatc
  1110601 ttgcatttta ttgtgcaata aaaaataaac ctgcaaaggt gaataataaa ctggctaata
  1110661 cattcgctat gttagccatg ctgggtgttg tgattagttt tttttcatct gtatatatcg
  1110721 gttatagcct caccgaatat ggttataagc tatgctcaag atcatcttgg atgtccccta
  1110781 atgaatacgt aaaagatata aagctatgtc catagttaac cgcctcttac ttctcccaaa
  1110841 aataattttg gtaaacaagc caattgaaga atataaatat gttcaagcac acttgaaaaa
  1110901 gtgtgcttga tatcagaaac gagtaaaccc tatcttccca tacactgtaa ccagaagtac
  1110961 ccgcactttt gtgatcccac gctatggatt tatattttaa ttgaattttt tcatacggta
  1111021 tcatttcatt attatctatt gagtgtggat aaacactggt gatatctaca atactcgcat
  1111081 ctgtcagttt aacttcataa taaagttcca actgcccagc agaatttact ctataaaaat
  1111141 aaaagacaac atttattcgt tcattttcag atattgccac gcctagcaat ggagatgact
  1111201 tatctatagg cttaacaaaa tgaacagggt gatgagctac attctgttgg cggcttatac
  1111261 tatgatttaa acttaatacc tgtatttgat cttcatgacc tgcctggcac cgattaccaa
  1111321 tagagttgag tgacgagcat ccggcagata ttaaaccttg ttttttacca ttaacacttg
  1111381 cataaatcaa attagacatg acaattcctt atgtaataga ggttagtgct gtcgttccaa
  1111441 aattggcggc acttcaagcc tgagtataaa ccgataatcc tctccagcag aatcaatgaa
  1111501 tttcatctct gcaagatgac cttctgtttc agaaaacaac gaaaaaatac tctccataac
  1111561 tactgataat atctccaccg aatccaactg gctgttattt atcatttctt tgatttgctg
  1111621 agacaattta tctgaaaatt catctttatt tatattttta ttatttttca tcatgtcacc
  1111681 ccattcttat taaaaaagaa aaatatcgaa cattaatgca atacagatga tgttttttca
  1111741 agtgtgagtt ttagtatgcg accatctgag actttcattt cagcagcatc cgtcttattt
  1111801 tctctaaata ataaaacaca tagtttcatt attaatgcta gtttttcctc tggaactaat
  1111861 gggctattat gtaaagaact ttcaagttgc tctgacagct gcatcattgc gggggttttg
  1111921 tggccgaaaa gcgtcttttt ttctttttcc atatgaataa actcccttat agtaaatgac
  1111981 ttttagtaca tgagtaatta tcattttagt tctcaatgtg acatgattca cacaattgca
  1112041 aaaacagatg tacgtaatta ttttatacgt gttgtttaca gacgcaaggc aaatgtcgaa
  1112101 aaatctgccg ttatgtttat gaggacgttt acgtgttgca ttccaattac tctagtggct
  1112161 agcgtattaa tgccagttat acccgccaaa ctgtatgtgc gttggctacg ctcaacaacc
  1112221 cgaatcactt actggtcgtt gacgttaaaa taaagaagcg catagggatg agatccctta
  1112281 ccaccttcct gtaactcgaa ttatttaggg tatagatggg cagaatatca accaaccgca
  1112341 gacattaacc cgaagcgacc taatccagat gtggcaacac ttagcctccc cactctgtat
  1112401 tacgccactt gcttcgataa aatataatta tgacaagaat agtctcaaaa ttaattaaga
  1112461 atattctttc atgaactgaa tgatttcatt ctttgtcgtc ctccataaaa aacaaaattg
  1112521 gccctattat gatttcaaac tgaattgtgc tactttcaca ttgctagaat ataaagtaaa
  1112581 attcttttgt ctgggataat aatccttgaa actcagtgct gttgagtatc tatatacttc
  1112641 ccctcctatg tatattgcta ctgataaaca taacgttcaa accgtcccaa gggcggtgtg
  1112701 tctcttttta caatgagtga tatagcatca tctcattaca tttaatattt ttgaggtttt
  1112761 atggacaaaa cattattggc cggtgctatc agtctatctt tagttatatt acctgttcag
  1112821 gtattggctt ttacaccgaa tgtggtggga ataactgtca acgatgaagt cgtcattcat
  1112881 ggtatacaga atgtgcgcga cggcggagtc attaataatg ggctggttag tgacaatgcc
  1112941 gcaattactg tcaccaacgg gagcagtgct ggtacggcaa ataatactac cgtgggtgat
  1113001 aaaggctggt tacagattac cggtgctctg gcgacgggta ccattgttaa tcaaggcggg
  1113061 ctgcttgaca ccaaaacggc gggtaccgta atagatagcc aaattaatga tggcggccat
  1113121 atgactctgg gacttaatag ccagtctaaa ggctacctca atatagcggc tggcgcagaa
  1113181 ctttttgtta ccaacaacga tccatacatc tccgatgtga ccacccataa ccccgcactg
  1113241 cctgccaatg ttatgattga gaacctcaac gtcgcgggtc tggtcgaaat cggcccttcc
  1113301 tggaagggca cgagtatcgt gccgcttccc ctctctgacg ttttagggcc ggtgctggtt
  1113361 acccgaatca ataatgtgac tttgcaaggg ggggatatca atttaatggc ctattctgct
  1113421 ggtgggcaat ttaaccggct ggagatagaa aatttgtctg gtcagggtaa ttttgcgatg
  1113481 acaacccagc ttgccagcaa taccggggat ttcattacgg tctcacagca ggcgaccggc
  1113541 caatttggta ttaccgttca ggacagcggt aaagagccgc aatctgccga caacctggca
  1113601 ctggtacata ttaatcgtgg tgatgctcag ttccgtttac tcaatacagg cggagtggtg
  1113661 gatttaggtg tttaccaata cgggctatat agtcaggaaa gcaatggcag cactgactgg
  1113721 tatctggcaa ctagcacaga agaactgcct ggtacaacac cgaacgtaac cgctccaatg
  1113781 ctcagttccg cagcacaagg tgtgctgaat atggcagcgg caccgcggca tatcctgaat
  1113841 gcggaattga gtaccttgcg tcagcgccaa ggcgagttga aggcagatgc ggaagggact
  1113901 gttggcgttt gggcgcgtta ccttacagat gacagccggt tgtctgataa taaaaatatc
  1113961 gctttcaaga ataccttaag tggcatggaa attggggccg ataaacaact tggattaaac
  1114021 cggggtaata tgttgatcgg agcatttacc tcctacagtt catctgatgt caaatccacc
  1114081 cacgacgcta atggtgatat tcgcagttac ggtggtggcc tctatctgac ctatttggat
  1114141 caaagcggat tttatgttga tacggtgcta aaagctaacc gctttaataa taagatgaat
  1114201 acacaggaaa cccgtggcga atataaccag aatgctctta ccacctcagt agaaagtggt
  1114261 tatcaatggc ctgtttatgc caatctggtg ctcgaaccct atggaaaggt gagttattca
  1114321 cgtattggta gcgcagatta tactctcagt aacggcatgg tagcggaagt ggcgaaagcc
  1114381 gatagcgtgc aaggcgagtt aggcacggta ctcgccgcct cttacagcat taaccaaatg
  1114441 acgataaagc cttatattaa actggctatt acccgtgaat ttaccaaaag taatgctgta
  1114501 gcgattaata acattggttt cgataatgat ttctccggta atgtcggtaa atatggcgta
  1114561 ggcataaatg cgacggtagc caataacacc gccatttttg ctgaagtgga ttatctcaat
  1114621 ggttcaaaaa ttgaaacacc ggtaactgcc aatatcggtt tccgccttcg gttctaattg
  1114681 tttcagcccc tcttctgagg ggttattttt tctatttcac tctattttat taaattaaaa
  1114741 aaaaatgctc agtcagcaag ataatttcca caataatcga tgctatttcc tgtattccct
  1114801 acaaatttaa aaatgcatta caaatggcga acgtatcagc atagcgcgag gaatttattt
  1114861 tacacttata tcccggaaat attggggaag gtcttttacg tgttgcattc ctattattcg
  1114921 catttattga cgtatatact tgcttttaca aaccaacctt catcaatagt ttgataattt
  1114981 cagtaaatac ggcagtaatc accgtataaa ggagatttat taaaccatgc taaacacaga
  1115041 cgcacggcaa caacttcgca aactcctgcc attggagatg gtagcgacta aacagtggtt
  1115101 acttgaccaa gggttgagtc tgcacttttt ggacaatgcc gtgcgcagct caaccctact
  1115161 gccgcttacc gccggggtgt attgcctgct agaggccaga gtcagttggc aaggcgttgt
  1115221 tgcgtcacta caaaggatgt ctgagcaacc tatacatgtc ggtggcctga cagctttaga
  1115281 gttggccgga ttaggacact acctctctaa aggcgctgag cagcatattc atctctggtc
  1115341 agaggcggct ctgccaacat ggctgaatag agtaccactt aacgctaaat tcaaatggca
  1115401 tggtacccat cgcctgtggc cgaaaatgac aatggatgat cccagattcc ttaacgaaga
  1115461 aacctggcgc gaggagctac cgccagtgac attttcttgc ccagaaaaag ctatatttga
  1115521 gacgctggtc gatgtaccga aagcgatcag ctttgagcat gccgatgaat taatgcaggg
  1115581 attacacaac ctgtcaccca ttatttaggg tatatagcgc tattattcgt tgaagaacca
  1115641 atagccctga ttaatcaatt cggttaattc cgtgacgaaa gccgaatcct gtagtgcctc
  1115701 gcccaactct tttttgccaa taatggtgta acggcacaga gcatcagcgg cttcagcatt
  1115761 ggccatttcc aaccgttcgc tgttaatgaa aacgttgtcg ccaacacgca gaactcgcaa
  1115821 cccacctaag cgcgtcaata cagcgccctc catcagggca tcaacaatct catcctgatc
  1115881 atagggcggc tgtgcggggg cgatatccag ttcatggcgt ggtgtcgtca cgaagcggcc
  1115941 aaaccactgt ttaaaatctt ccggctgatt aatcgagcct gtccataatt ctgtgtaact
  1116001 gccaccgtat taaaggtgat cgctcaggcg gtcaccgaac tcgataataa aacggctcat
  1116061 cgctaaccgc cagttctgga tcggcatact ccattttttt gatgcatcct tgatcgccaa
  1116121 ataaacaacc ttccgcactg agtcgtctgt cgggaacact ttgcgctttt taatggctgc
  1116181 acggatcacg ctgttcaccg attcgatggc attcgtggtg tgatagcctt gcggatatcg
  1116241 ggcggatagc cgaagaatgt attgagattt tcccagtgcg tacgccaact tttgctaatt
  1116301 tgcgggtatt tgtcgtccca ggcctccgca aacttatcca gcgccatcag cgccgcctct
  1116361 tctgtcggag cctgatacac cattttcaaa ccgctggtga cggctttata gtccttccat
  1116421 gacacatatt tcaggctgtt gcgtaccata tggatgatgc acagctggat gtgagtctgc
  1116481 ggataaacac tgtttatcgc atccgggaac cccttcaggc catccacgca ggcaatcaga
  1116541 atgtcctgaa gaccgcgatt tttagctctg tcagcacact tagccagaac ttcgcacctt
  1116601 cattttctgc cagccacatg cccagcagct ctttctgacc ttcagtgttg atgcccagcg
  1116661 ctaggaacac tgctttgttt atcacgctac cgttctggcg gacttttacg acaatgcagt
  1116721 ccatataaac aatgggatac agagcatcca gttggcggtt ttgccattca gcaacctgct
  1116781 cttttacggc atcggtgact ttagatatca gcgtgggaga cacatcggcg tcatacatct
  1116841 ctttgaaggt ggcgacgatt tcgcgggtgg tcatgccttt ggcgtacagg gacaaaatct
  1116901 ggctgtccat ctgtgtgata cgcgtctgat ttttctttat cagctgcggt tcaaaggtgt
  1116961 tttcgcggtc gcgtggcgta ttcagctcga tttcgccgtc gtcgcatagc agtgttttgg
  1117021 acgaatagcc gttgcgggta ttcgagcctg atttaggggt atttttctcg tgcccgaggt
  1117081 gttcggtaag ctctgcattt aacgctgttt cgacggtaag ctttgttagc atacgagaaa
  1117141 atgcattaag gtcggcttcg gttttaagac ctttagccag ttcagccgca agtgctttaa
  1117201 gtttcttttc gtccataatt tgcctgtctc cgttgttgga gtgaagatat caaaaacagg
  1117261 caattacaca atattgttta cagtctcttg cgaagcttaa ccaaggtaca ttgcgaagct
  1117321 tgatcggggt aatacgaccc ggagtttcaa accaatagcg tgccatttta gcggccttcg
  1117381 ccatacctct gcccaatgcc ttccctctac tcattgctta tattgaacgc tttcattgct
  1117441 tacattgaac gctttcatcg cttatattaa atgcacttat cgtttatatt aaacgcattc
  1117501 accgtttata ttgaacgtgt tcattactta ttacttttca tcatttatca cttttcatca
  1117561 tttataaaga aaccagagat gactcgccat cttgccgccg tcagagccta tcggcaacaa
  1117621 gacggcattt gatatccctt tcgctttcag aaacaaggat gtaaaccatg gctgaaccga
  1117681 aacccgcgtc ttggatgcct tcacatgcgg cagcgcaact ctgccgccag ttgcagtcac
  1117741 tcttgccaat gcatcttctt gcacctgcgg cctttgaaca gatattacgt tattgcggtg
  1117801 tccggcccgg acgtcaggct tggcgtttgt ttctcagtag aacgctgcta ctggccggat
  1117861 ccctcgcggc catctgtggc gtcatctttt tctttgcgtg gaactgggca gcaatgcccg
  1117921 caatggcaaa gttcggtatc atcgaattgc tgatcgtggc cttggccatt ctcatctggt
  1117981 ggcgctggta tgatgccgtc agtcgcacgg cattattggc cgcagggttc ctctttggtg
  1118041 cgctgtttgc cgtcttcggg cagatttacc aaaccggggc cgatagctgg gagttattcc
  1118101 gcgcttgggc actaattctt ctccctttag cgttgctcag caggcagggg ggattatggt
  1118161 ttttaacctg gctggtgacc aatattggcc tgaatctctt tttcttcagt tactcatcgc
  1118221 cgtttacggt ctctttctca ctgttcgaca acatttttta tctcaacacc ttgttcacgt
  1118281 atggttattt gctttttcag ggattatgtc ttttggcctg ggaagtgaca caaagattca
  1118341 gcaaaaccca atcccccgat aaaacggtaa atcgctggtt tccgaggctc atggcagcct
  1118401 attttttact gtcactgaca accccaataa tcagtgaact cacttacttt cacttccaac
  1118461 agcctggcta cgttttacta ctttgctggg tagcggttat ggccggtggc tactggtggt
  1118521 atcgctatcg ccaacccgat ttatgcatgc tgacactggg tgtttgcagc ttattagcgg
  1118581 tgggaactgc cgctatcctt acctcggcgg gttggggttg gtatagaaat gttggctccc
  1118641 tgttcctgat tgggatatta atcgccctat tgcttggcgc agggggcaaa ttgttactcc
  1118701 actggcgccg aaagatgtat ccaaatcaag ccgtggagtt atcccgatca gcctacgacg
  1118761 aactgttagt taatctcgaa cagcattcgt tgctcaacgc agaccaaaaa gcggtgttgc
  1118821 ttgctgaaca aggcaagtta actctgcctt ggtatattcg taccgctttt gcgttcggcg
  1118881 ggtggatcgc ggcattaatc ctgttagctc tgttgatatt gctgggattt gtcagtggga
  1118941 tgtttgacaa tctcaatgct ggaacaatta ttgttgtttc actgataggc ggagcctttg
  1119001 ccgcgttctt gctcacccga ccgggtatgg ggatacagca gattggtttg gtatgggcaa
  1119061 tagcgtcctc gatcgggtta tatagcggaa taatattaat ccaggattca agcagcagat
  1119121 tgatgctgat gcaaagtctg tggttcattc ctgttttggc ggttctgatt gtggtattcc
  1119181 acaatgatat gtatcgcttt ctggcgacgg gcacgttggt attcatgagt attgtgacga
  1119241 caagctacgc tctgatatgg cacttggcac ccgataacca acagctcttt ttcttcattc
  1119301 caatcctgat agtcaccgtc attgtcatgt tgattctttg gctgatctgc aatgaaatta
  1119361 aattgctggc gaccgtcaat gcaccactga ttcatccgtt aatgtatggc gggatcgggg
  1119421 gcatactggt ggtttgcctg cacagcattc agatggggaa tatccatgaa ttctactgga
  1119481 tgtcagatcg ggggctttat ttggaacaga gtttgagcta cgggatccct gccgctttct
  1119541 tgctgtttac gctaattcaa tgggttttgc atcgcagtaa gctcaagcca ctctggttga
  1119601 tagcggcggt cgtaacctcc cttgcagcct attttgcacc gggaatgggt tttggtttgg
  1119661 cactgttatt gattgcccgt tatcagggga atcagtggtt actgggggtt gcagccagtt
  1119721 ttctcgcggt ttacaccagt ggctggtatt acttcctcgg cttcagcttg ttgtataaat
  1119781 cattgttatt aattgggggg ggtgtcttgc tgctggtttt ggccggcgta ttgaatcgag
  1119841 tactctctgc tggggaggtc aatcaacatg cttaagagaa aatggctcag catcgcggtt
  1119901 attatcgttg ccctgatcat ggtgaatatc tctatttatc agaaacaaca tttgttggct
  1119961 aaaggtgaca tcattattct ggaactggcc ccggtggatc cccgctcatt gatgcagggt
  1120021 gattatatgg cgctgagtta tgcccttgta gcgccattca atgaacaatt caatgcagaa
  1120081 caagaaaaat gcagagaaga gcctttacta ctttgtcctg agtccaaaag gcggctaatt
  1120141 gttgaactcg acgatcgcca gcgggccaca gcggccagaa ttgatcaggg cgagcctctg
  1120201 gcagataacc aacattattt acaataccgc tttaaaggca ggtctattca gataggaacg
  1120261 gatgcctatt ttttccagga aggacatgca gaagattacg tcaatgcacg ctacggtgag
  1120321 tttcgtgttg ctaaagatgg ttcggcgttg ctgacccatt tactggatgc cgatttgcag
  1120381 cgcatagaga ataagtaatc cttaaacaat aaaaaagaac cgtctggccc catgccaacc
  1120441 cgttatcgcg cttatattca cggatggtat acccccgtat tgatgggggt ataccaccac
  1120501 tggcgggcct atgtgagcat aaacaacttc actttcatta gtacaatgga tgatatatga
  1120561 atctgaataa aacaggtttt ttcacagcgt ttactttcct ttcagctccc gtttgggcca
  1120621 cacctcagtt aaaagaggct gagtctattc cctctgtcat cgcggcaatg acactggaag
  1120681 aaaaagcagc ctttgtttcc ggcacgggta tgaataacgc agaaaaagtt gccggtgctg
  1120741 ccggttcaac cctggcgata ccaagattgg ggataccaca gattgttttt gccgatgggc
  1120801 cggtaggtgt caggctgggg gcaggaccca ccggcggtga gaagcgcttt gccacagggt
  1120861 ttccagtgtc ggtggcaatg gcggcgacct gggaccccgc cattattaag cgtgtcggcg
  1120921 gagccattgg tgatgaagcc aagcaatatg gtgtagattt aattctcggt cctgcgatta
  1120981 atattcagcg ccacccattg aatgggcgta atttcgaata tttcacagaa gaccccttac
  1121041 tcaatgccat catgacggcc agttatattg acggtatgca gaccgagggc gtgggcgcag
  1121101 tgctcaaaca ttttgccgcc aacaatcagg aaacacgccg tcagatagtc aacgagatta
  1121161 tttcagaccg tgcgctacat gaaatctatt tccccggttt cgaatatgcc atggaaaagg
  1121221 cgcaaccttg ggcagtaatg agctcttatc catcaattaa tgggacacca tcctcgcaaa
  1121281 atccctggtt attaaaggat gtcttgcgcc aacaatggaa gttcgatggc tttgtcatgt
  1121341 cagattggta tggtgtggcc gatccggtca gcgcattgaa agggggtaac gatctcaata
  1121401 tgccgggtgg gcgcacacca gacgactcac tattcctaac acccaatacc gatcctaaag
  1121461 acgtggtgtt agcggcgcta aagtctggtg agctaaccca agaccagata gacgaaaata
  1121521 ttcgcaatat cctcaatgtc gtgatcaaga ctcaccggtt caaaaacggg gacgcggcca
  1121581 tgatgccaga acctgtcgat cattcagcat tggcgcgaca aattgcagca gattcaatgg
  1121641 tattactaaa aaatgatgca catacccttc caataaaagc cgccttccgc gttgccgctt
  1121701 tcggtcaaaa tattgacaat ttctttgtaa ccggaggggg gagcgcggag gtcaatattg
  1121761 atcccaaacg cttggtgaca ctgccacagg gcctgaaaaa cgcagggata gcgctcatca
  1121821 ggcagattgg ggatcaggcg ttggatgaac cggttaacca gcctgccctc actaaagcag
  1121881 cacaacagag tgatatcgcc ctgatttcga tcggccgcag ttcaacagag ggggctgatc
  1121941 gctactctat ggcgatgcat cccgatgaag tggcaatgat taaaaaggtg gcctcagcgt
  1122001 tccatcagca gaataaaaag gtggtggttc tgctcaatat tggttcgccg atagaaatga
  1122061 cctcttggga acaatatgct gatgccattc ttctcacctg gcaacccggt gaacaggcag
  1122121 ggaatgcggt tgccgatatt ctgcttggta aggtaaatcc ttcgggtaaa ttgccgctaa
  1122181 ccttcccgaa acgactcgaa gattcaccaa gctttggtaa ctaccctggt aacgctaaaa
  1122241 cagttatcta tggtgaaggg atctatgtcg gctatcgcta ctttgatacc aagcgcattg
  1122301 ccccgatgta tccattcggt tatggccttt cttattccac agtgaattat gggaaaatca
  1122361 gcccagaaaa accggtattc aacatcgata cagagaatag tattgaggtc agtatccctg
  1122421 tacgtaatac ctccggtatc gatacaaaag aggttgtgca gctttatgtt catgacaatg
  1122481 cctcacgcct tgatcggcca gaacaggaac tgaaagcatt tgaaaaagtc agcctgtcgg
  1122541 cgggagagga gaaacgcgtg gccttcaaac tggataaacg cgcgttctct tattacgatg
  1122601 aggataaaaa caactgggtg cttgaaccgg ggctcttcac actgcgcatt gggcgttcgt
  1122661 caagagatat ccatgcagaa acacctctga ttgtgaaatc ctcgacccca gctttctcgt
  1122721 ttgatacccc ctggattgac atccagacgt atgaaaaagc ggccacgatc gtcgcccgtt
  1122781 ttatcggtga tgagcaaact aacgcttgga tttatggcaa cccaacactg ggtgataaac
  1122841 tggaagatgc cctgaaactg aaacctgaat tcgctaaaga tgaggcgaaa aggcagaaac
  1122901 tgaagcagga aatcttacaa gaaatcaatt cattgtaatg actgagcttt caatgctttg
  1122961 ctaacgccct gctgcttttc catctctgcc agggcgtttt tcaaaaacta tctgggtcag
  1123021 cccgtggtga tcccaagatt gacacataac ttatgcaaac gctcccgcat ctgttcatcg
  1123081 ggctcatgac ataaactatc cgccaacgcc tgtgacatat caggcgacca atcatcctga
  1123141 ggccaaacgt ccaatgcgtt tagcgccata gaccggtcac ggatcctctc actacgtaac
  1123201 cccaccgcca acaatgacca gcccattcct gggaattttt tcagatcctg cagtacaaaa
  1123261 tccaatgcct gatgctgctg gtactccaac ccgagcccca tagccattcc tggcccggaa
  1123321 gcgatagcct ctaaatccaa ctgctgttca gccagcgata tcactctggc gatatgctca
  1123381 ggctgggcag tctgcattaa ctggtaccaa ttgttatctg ctgcatccgc caactgccgc
  1123441 gcgaaaatac tctcccacgg atcctgctgg cgtaaccggc tagcggaaac ggccaggtta
  1123501 aaaagatacg tatcacttcc ctgcaagtta ttggcgatga tacccgacca ttccggcagt
  1123561 gccatgacaa cattggccaa ttcgaccaag ttgttgcact gtgcctgatc ccatacgccc
  1123621 tcctcttcgc tattttgttc ctgtgcaaaa cgcgcaatct cactcgccgc cagataatgc
  1123681 tgtatttctg ccgggggagc cgcctgcaaa cagcgcagat agtattcgca agccagcgca
  1123741 ccttcggcgt aatcatgcat attttgcgct gggccgccgt taattaacgc ctgcaaaatc
  1123801 tctgcagccc ccagtaatag cggcgcatcg ggctgttttt gcattgtctt aagttgttgc
  1123861 attgcctgaa gtaattgccc gtgagtcgca caatgccagg cagtgtattc atacatcacc
  1123921 gcgttacggt aaccctcacg caacaaccaa tcgcgactct gtttgctcaa aaattcgggc
  1123981 aaacgctcga tcaactgcac tcttccccag ccaccagcac gcttcgccat cgcaagccag
  1124041 gcacgttcat attcatcctc tggcagtatg gatctcagtg ccactgccgc ataaagcgta
  1124101 aactcgtcat gtgcccccaa tgtactgagt atctgacaac ttttctgcgt tgggaaaaaa
  1124161 cccaatagcg ctatggctac cttaacggcg ttgcgatctg ggctttcggt tgccagccat
  1124221 tctgccaacg cctgcaattt attggcgggc agttgcggat cttgcgcaac cgcagggagc
  1124281 aagacatcga gataatttaa cggcgacgca tggcacaaca aacgatacag ttgctcgata
  1124341 tcctgctgct gcggcttatg caacacactt ctcagtgccg ccatgatggc ctcaaccgga
  1124401 gtttcatcat cagcctctgc aacatggtgc ccaaagacac catcaagcgc tccagccgac
  1124461 caccggattt taccctcaat ggccgaaggc tcatccggca aggtttctgc ctctgcgggc
  1124521 agaggcccat cgctatccgg ccaagtcgcc aaccaacgat aaattgccgt gctatcggcc
  1124581 gcccaagggg ctggaaaatc aattgaaata tctttaccta aaagacgcgc tatccatgtt
  1124641 ttcatttttc tatccttaac atcaccgtgc gataaagccg ttgatccagc gattggtcgc
  1124701 gacaaaccgg gctatttggc aggggtgcct gccgaacatt ggcctcccgt ttttgtgtga
  1124761 gaaacacagg gtgctgccta caccatttaa ttgttgttcc atcatttttt tatcctttta
  1124821 tacagattat ctgccgtaga gtatgaacga tctccaccag taaagattgt gacgccatac
  1124881 accgtatcaa tatcttggtc agtcatcggg gtatttttgt cagccattgg gatctcatcg
  1124941 atcaccccgc tgtctttacg gcattatgcc tattcggtta cccagagtgg gtcgaccacg
  1125001 atgaacggtt ttaagcattc atgaatatga ctaataaacc ctagttaatt accccttcta
  1125061 atcaaataaa ttactttgcg ctatgctttt cctacacaac agttgaagga taacgtcatg
  1125121 caaacagtaa aactgaacaa cggtattgca atgcctctgc tgggctttgg tgtcttccag
  1125181 atgactaata ccgcggaatg cgagcgcgca gttatcgatg cgattgaaac aggctatcgc
  1125241 ctcatagaca ccgccgcttc ctaccagaat gaaacgcagg tagggaatgc gcttaagctg
  1125301 agtggtattg cacgagatga actgtttatc acgactaaat tgtggttgca ggatacctat
  1125361 tatgaaggtg cgaaagcgca gtttgaacgc tcactgaatc gcctacaact ggattatgtc
  1125421 gatctgtacc tgattcacca accctatggc gacgttcatg gcgcatggcg tgcaatggaa
  1125481 gaattacacc aggcgggcaa aatccgtgcc attggcgtca gtaactttca tccggacaga
  1125541 ctggctgatc tcatggcatt taataagatc attccagccg taaaccaaat tgaagttaat
  1125601 ccgttcaacc aacaactcca cgctgtgcca tggatgcaaa gccgaggtat tcagccagaa
  1125661 gcatgggcac cgtttgcgga aggaagaaac ggtctcttcc agaatccggt attaaccgct
  1125721 atcggcgaaa aatatggcaa aagcgtggga caggttgtat tacgctggat tttccagcgc
  1125781 ggcattgtct cgctggcaaa atcagtgcga aaagggcgaa tggaagagaa tattaacatt
  1125841 ctggacttcg agctcagtgc tgaagacatg ctgcagatag cggctcttga taccgcaacg
  1125901 agcgccttct tctcacatcg cgacccggca atggtggaat ggctgactgg ccgtaaactt
  1125961 gatgtctaag ccgctataga agaggagatt attgatgcaa aaacgttatc tcggtaaatc
  1126021 cggacttgaa gtatcggcac tgggtctggg ctgtatgggg ctgagctatg gctacggccc
  1126081 agcaacagat actcgtcagg ccgtcgaact gatccgcgcg gccgttgagc gtggtgtgac
  1126141 atttttcgat accgccgaag tgtatggccc ttatctgaat gaagaggttg tcggcgaagc
  1126201 cttaaaaccc tttcgcgacc aagtcgttat tgccaccaaa tttggtttta ccttcggtga
  1126261 agacaataaa cagcagattt taaacagccg cccagagcat atccgcgaag cggtggaagg
  1126321 atcactgcgt cgactcaaaa ctgacgtgat tgacctgttg tatcaacacc gcgtcgaccc
  1126381 tgatgttccc attgaagacg ttgcgggtac cgtgaaagac ttgattgctg aaggcaaggt
  1126441 caaacatttc gggctttccg aagccggtgc acaaactatt cgtcgtgcgc atgctataca
  1126501 gccggttgcc gcgctgcaga gcgaatactc aatgtggtgg cgtgaacctg aacaggagat
  1126561 cctgccgctg ctggaggaac tgggtattgg ctttgtgccg ttcagcccgt taggtaaagg
  1126621 cttcctgacc ggggccatca aggccggagc gacattcggt gaggatgact tccgaagcaa
  1126681 agtgccacgt tttgccgcag aggctcttga agccaatgaa aggctcgtgg ccttgctggg
  1126741 tattcttgcc gcagaaaaag gcgtgacgtc agcacaaatt gctctggcat ggttgttggc
  1126801 acaaaaacct tggattgtgc caatccccgg aaccacaaaa ctgcataggc tggaggagaa
  1126861 cctgggggct gcagatatta ccctttctca ggatgatatc tggaatatta ctcaggcact
  1126921 tgcaacggtg aaaattgtgg gagagcgtta tcctgcggcc atgcaggctc gagtgggtcg
  1126981 ttaatactta attgtagtcg ctcaaatttc atctggctta cgataatccg taagccagtt
  1127041 aatccgaata acgcagtgca tctatcataa gcgcaaaaac aggtgggtgc tgttttctac
  1127101 ttgggtagta aaggtaataa ccagggaaag atggacacca cgcttccagc acctgaataa
  1127161 gtttcccgga tcttaagaat gcctgaatcg aatcctctgg cacgcaagca aggccaaatc
  1127221 ctgactgcgc cgcgtctatc ctttctggca ggatgttcag cgtcaactgg ccttcaactt
  1127281 tcacacgcag cggcttgcct tctttctcaa actcccagtg atacaaacct ccggcggtgg
  1127341 gcagccgcat attaatgcag cgatgatgct gtaattcatg tggcgtgacg ggaatggcgt
  1127401 ttgccataaa gtattctggc gagccgacga cggccatacg catttccggc ccgatcttta
  1127461 cggcaatcat gtccttatcg acactctcgc caagacgaac gccggcatcg aagcggccat
  1127521 ctacgatatt gacgaaacca ttatcaacca ccagttcgac attgatttcc gggtattttc
  1127581 tgagaaatgg ttttaacttt ggccacaaca agctacgtgc tgcgtgctct cccgcagaga
  1127641 gccggatatt gcctgataca gtaccgttca gttggagaag ggtttccaac tcttgttcaa
  1127701 gatctgccag acgaggttcc aggcaggcaa taattcgctc accagcttct gtgggagcga
  1127761 cacttcgcgt tgttcgggtc agaaggcgta ggtttaatct ttcttccagt cccttaattg
  1127821 cgtggctgag tgccgactga gaaaccccca gcttacctgc tgctttggta aaacttctct
  1127881 ctctagcaac aacaagaaag ctctgcagtt cattgaagtt ttcttttagc attggctatt
  1127941 gtaacgaacg gtgcaatagt gatccacacc caacgcctga aatcagatcc agggggtaat
  1128001 ctgctctcct gattcaggag agtttatggt cacttttgag acagttatgg aaattaaaat
  1128061 cctgcacaag cagggaatga gtagccgggc gattgccaga gaactgggga tctcccgcaa
  1128121 taccgttaaa cgttatttgc aggcaaaatc tgagccgcca aaatatacgc cgcgacctgc
  1128181 tgttgcttca ctcctggatg aataccggga ttatattcgt caacgcatcg ccgatgctca
  1128241 tccttacaaa atcccggcaa cggtaatcgc tcgcgagatc agagaccagg gatatcgtgg
  1128301 cggaatgacc attctcaggg cattcattcg ttctctctcg gttcctcagg agcaggagcc
  1128361 tgccgttcgg ttcgaaactg aacccggacg acagatgcag gttgactggg gcactatgcg
  1128421 taatggtcgc tcaccgcttc acgtgttcgt tgctgttctc ggatacagcc gaatgctgta
  1128481 catcgaattc actgacaata tgcgttatga cacgctggag acctgccatc gtaatgcgtt
  1128541 ccgcttcttt ggtggtgtgc cgcgcgaagt gttgtatgac aatatgaaaa ctgtggttct
  1128601 gcaacgtgac gcatatcaga ccggtcagca ccggttccat ccttcgctgt ggcagttcgg
  1128661 caaggagatg ggcttctctc cccgactgtg tcgccccttc agggcacaga ctaaaggtaa
  1128721 ggtggaacgg atggtgcagt acacccgtaa cagtttttac atcccactaa tgactcgcct
  1128781 gcgcccgatg gggatcactg tcgatgttga aacagccaac cgccacggtc tgcgctggct
  1128841 gcacgatgtc gctaaccaac gaaagcatga aacaatccag gcccgtccct gcgatcgctg
  1128901 gctcgaagag cagcagtcca tgctggcact gcctccggag aaaaaagagt atgacgtgca
  1128961 tcttgatgaa aatctggtga acttcgacaa acaccccctg catcatccac tctccatcta
  1129021 cgactcattc tgcagaggag tggcgtgatg atggaactgc aacatcaacg actgatggcg
  1129081 ctcgccgggc agttgcaact ggaaagcctt ataagcgcag cgcctgcgct gtcacaacag
  1129141 gcagtagacc aggaatggag ttatatggac ttcctggagc atctgcttca tgaagaaaaa
  1129201 ctggcacgtc atcaacgtaa acaggcgatg tatacccgaa tggcagcctt cccggcggtg
  1129261 aaaacgttcg aagagtatga cttcacattc gccaccggag caccgcagaa gcaactccag
  1129321 tcgttacgct cactcagctt catagaacgt aatgaaaata tcgtattact ggggccatca
  1129381 ggtgtgggga aaacccatct ggcaatagcg atgggctatg aagcagtccg tgcaggtatc
  1129441 aaagttcgct tcacaacagc agcagatctg ttacttcagt tatctacggc acaacgtcag
  1129501 ggccgttata aaacgacgct tcagcgtgga gtaatggccc cccgcctgct catcattgat
  1129561 gaaataggct atctgccgtt cagtcaggaa gaagcaaagc tgttcttcca ggtcatcgct
  1129621 aaacgttacg aaaagagcgc aatgatcctg acatccaatc tgccgttcgg gcagtgggat
  1129681 caaacgttcg ccggtgatgc agcactgacc tcagcgatgc tggaccgtat cttacaccac
  1129741 tcacatgtcg ttcaaatcaa aggagaaagc tatcgactca gacagaaacg aaaggccggg
  1129801 gttatagcag aagctaatcc tgagtaaaac ggtggatcaa tattgggccg ttggtggaga
  1129861 tataagtgga tcacttttca tccgtcgttg acacatgcgg ataacacaga gaaacaagag
  1129921 cgtaccgcga caatcatagg cgcgggtatt ggtggttttc cggccattgc ccatgcagtg
  1129981 cggacttccg acagccgtgg gccaaaacgc ctctcaccgt ttactgtccc ttcattctta
  1130041 gtgaatttgg ccgctggcca tgtttctatc aaacatcatt ttaaaggccc gattggcgca
  1130101 ccagtcactg cctgtgctgc cggtgtacag gcaatcggtg acgccgtgcg gatgatccgc
  1130161 aacaatgaag cagatgttgc cctgtgcggt ggcgcagaag ccgtgatcga taccgtgagt
  1130221 ctggccggtt ttgctgccgc tcgtgcgtta tcaacacact ttaatagcac accagaaaaa
  1130281 gcctcccgcc ccttcgacac tgcccgtgac ggttttgtga tgggagaagg tgctggttta
  1130341 ctgattattg aggagttgga gcatgcttta gccagaggcg cgaagccact agcagaaata
  1130401 gtcggctatg gtaccagtgc cgatgcttac catatgacct ctggcgctga ggatggcgac
  1130461 ggggcctatc gcgccatgaa aatcgctttg cgtcaggccg gtattacgcc cgagcaagtt
  1130521 cagcatctga atgcccacgc gacctcaaca ccggtaggtg atctcggtga aattaatgcc
  1130581 attaaacatt tgtttggcga gagtaatgcg ttagcgatta cctcaacaaa atccgccaca
  1130641 gggcacctgt tgggcgctgc tggtgggctg gaaaccattt tcactgtact ggcattgcgt
  1130701 gatcaaatcg tgcccgcaac gttgaatctg gaaaatccag atcctgcagc caagggactc
  1130761 aacattattg caggtaacgc acaacctcat gacatgacgt atgccctttc caatggtttt
  1130821 ggctttgctg gggtgaacgc aagtatctta ctgaaacgct gggtggacta acgcaataaa
  1130881 ataaatatcc tccggcatag ccggaggttt ttcatatgcg cctataaggc tctgttacca
  1130941 gccgcgccct aacaggcgca tcgcgatctg acatttgcat ctatggatta cttacggccc
  1131001 gtaaacgggc taccgggata cgggatcgag agttgctcac ccattttatc ctcttccaat
  1131061 tggtgcttta tgtattcttg tatcctggcc gtgtttttcc ctaccgtatc aacgtaatac
  1131121 cctcgacacc aaaactccct gttacggtat ttgaacttca aatcgccaaa ctgctcataa
  1131181 agcatcagac tgctctttcc cttcaggtac cccataaatc ccgagacact catcttgggc
  1131241 gggatctcca gaagcatatg gatgtgatcc acacagcatt ctgcttccag gatattcacg
  1131301 tttttccatt cgcacagttt tcttaaaata ctgccaatcg ctctgcgttt ttccctgtag
  1131361 aacacctgcc ttcggtactt cggcgcaaaa actatatgat atttacagtt ccatcgggtg
  1131421 tgcgctaagc tcttttcatc cctcattggg accccctttt gatttcttgt tgaacatttg
  1131481 cagttgccag accgcaaact gttttaacaa atcaaaaggg gtttttataa ctgacccaaa
  1131541 gctgaaagct ttactgaacc cccagcctag ctgggggttt tctgggcaca atgaaaacct
  1131601 ccgcctaatg cggaggttac ccttgataat gacagagagc cgcttaagcg gtcacagccc
  1131661 tgtcttccat agcctgtcgc caccctccta accaatgaga ccgagcgtct aaagattgat
  1131721 agggacaaat ttccctcgag cgccctgaaa tacctgcttg atacccacgt gacaacgccc
  1131781 tttccaggcg atctcttttc tgtctcttca tgcctcgttt ccctcacttt ttggtttggt
  1131841 ggaaagaaaa cagtggctac tttatgtgca accacagtta agtgatagac cttaaaaaac
  1131901 agaaaagcaa tgcgcaaaat tcacgccaat gtcatatttg tgagctacat ccacagaatt
  1131961 agctaagtca ttgatttggt gcatatgaag gtaatgcatt gatattaaat agaaaccccc
  1132021 ttcccctgac aagatgatta ttaccagaga aagaggatta gactgattta gaaaaagatc
  1132081 ttacttaatc ttttgcaatt gagcggcgat agttttagct tcctgttgcc agccttctgc
  1132141 caatgtacgg accagtgcat catagccatc ttcactctgt ttaagctcca gattgaaagg
  1132201 ctgcttaatc aactgcccct gatgttttag gatccagaca ccccgtatta ctgcacgccc
  1132261 atcataacgt ccatggaacc cggttaccgt aacattgaga acatcctgat cgctatccaa
  1132321 cggctgcgca gagacgagcc accccggtag cgaataactc aggttggtca ccaacgtttg
  1132381 ctgtaactgc tggtctagtg ggctagccca gagattattg ttagcaataa catactgcac
  1132441 atcgttggtt tgatacacca caccaaccgc cgcaaggtaa tcggccacac tgacatgttc
  1132501 cacccacaac tgccgtgatg ctacgctgct actgactgta gcaggcgcat tgagtgccgg
  1132561 taactgatta agtgccggta actgattaag tgccggtaac tgatagtacg tcttgctggt
  1132621 ttcgctgctg caagcactga gtaacagcgc gacgataact gccatccatt tcatcatttt
  1132681 ttggccttct taggctgagg atcctgactt cctgctgctt caaatactag cgcattgctc
  1132741 ttctcattca gtgttcgcaa taccggttgt aattcacgca agacctgatc taaccgctgc
  1132801 atgtcaccca ccattttatt gtaggccggt gaaccaggtt ggaagccttt catactacga
  1132861 ttcagttcat tcagtgtttt ttgcagatct tttggtagct cctgcatcga ctgactggac
  1132921 gtgattgtat taagtgaagc tagaactttc tgggtttcac gcattgtctt ctggctttca
  1132981 gccaatgcct tcgtgacttc attcaccatt ggattcagtg gcagattatt aatcttatcc
  1133041 agtgtttgca tgactttctg ttggatttga gccaaaccac cactgattgt cggcaacaaa
  1133101 ggataaccag caatttcttg cggccctttc cacggtttcg catcgggata aaaatccaga
  1133161 tcgacgaaca gtgcaccagt cagtaagttg ccagacttca atgatgcacg taaaccacgc
  1133221 tctttggcgg ttttcagtac ctgttcaaaa ttggtatctg gacctaaatc atcacggaaa
  1133281 cggcccggct caatgcgaat taatactgga atacggaaat cattatcgac ttgctgcttc
  1133341 atcccctcag cgaagaaggg aacatctccg accgtaccaa cacggatccc gcggaattct
  1133401 accggtgcgc cagactgtag cccacggaca gaatcagaga agaacaataa gaagttttca
  1133461 tgttcaatgt ataaagagtt ctgaatgctg ctacggtcat caaacagctt aaactccgct
  1133521 ttatcctgcg tgacgggctt accttgttct aaaccatcgg gtacatcaaa actgactcca
  1133581 ccgctgaata atgtcgccaa cgatgccatc tccacacgca tgccttgtga agacagatcc
  1133641 acagcaacac cactgtcttt ccagaaacgg acgttactgg tcaccaggct gtcataaggc
  1133701 gcgccaataa atagctggta acgcatcaaa cgggattgag gatcaaacgt actggtttct
  1133761 acggaaccta cgcgataacc gcggaacagt accggatcac cggcattcaa ctgccccgct
  1133821 tgatcactat ccagcataat ccgtaaacct ttcgcatctg gtgaggcaag cggtggggaa
  1133881 tccaataaac ggaattcatt tagtgcctta ccgttactgc ccggttgcag ctcaatatac
  1133941 gcaccggaga gtagagtccc taaaccagag atcccttcac ggccaatctg cggttttacc
  1134001 acccagaaaa ctgtatcacc gtgtaacagg gtattcatgc cagaatttaa ccgggcctgt
  1134061 atgatcacat ggttaagatc ttcactcaac gtgacctttt caaccatacc aacatccacg
  1134121 ctacggctct ttatcttggt tttccccgcc tcaatacctt cagcatttag agtggtcaaa
  1134181 acgacctgtg gcccttgatt actgaaatga taaaacagta tccatgcgcc gatcagcgca
  1134241 gtgacgatcg ggatgatcca taccggtgac catcgcttga ttttttcaat ttccgccaca
  1134301 ctctggctgg gattattgtc cgtcaccttg cggctccttc tgagttgttt cattgattcg
  1134361 atcccaggtt aaacgaggat caaacgttaa tgcggaaaac attgtcagga tcacaaccat
  1134421 cgcaaacagt agtgccccaa tcgccgggta gatgctcatc aactgcccaa tacggactaa
  1134481 tgatgaaagc accgcaataa caaagacatc gaccattgac cagcggccaa caaattctac
  1134541 gatttcataa ataaaatgca tacgttcagt atcagtattg cccttgcctt tggcatccca
  1134601 acagagccag gcaatcgcca acatttttaa cgatggcacc atgatactgg caataaaaat
  1134661 caccaacgcc acggggtaag agccttcact ccagagaaaa atcaccccag ccataatggt
  1134721 ggagttcatt tggttaccca aactttcagt tatcattatc ggcatcatat ttgccggaat
  1134781 atataacagg atcgaagtga ctaataacgc catcgtccac tgcaagctat tacggcggcg
  1134841 aacataaccg tgggtataac aacgcgggca ctctacttgg tcttgcggca aaattgctgt
  1134901 acagcatgag caggagcgta aaccttgacg caagccagta cggcctggga tcaatcggta
  1134961 aggcactgct ggcgcagggg cgatgtcttg ccacatccaa tgacgatcaa tgcactgaaa
  1135021 agcgcgcact tgtaacaaac agaataaaca gtaagggata aaactgctgc caataccgat
  1135081 ttcaccatag gccatcagtt tgacgaaact caccaatacg ccggcgagga aaatctcaac
  1135141 catgcaccag gttttaaact ggaacagcgc tttcgccatg gcggttttcc aacggattgg
  1135201 catacgcacc cgcaggcaaa gcagaataat cgctaccata caaaatgcgg ggattagctg
  1135261 aaccaatacc ataaacagcg ttgcaatgct gacgtaattg tcagacagca tcacttgagg
  1135321 gatttggatc aaacttatct cgctggtgat ccccgccaca cgcatatcga cgaaagggaa
  1135381 tagattagct aacaacagca taaacagagc gctaagcgca tagcctattg gccgcttgcg
  1135441 aggctcttcc caccgcgcag tcagtgtcgt tttacaacgg gggcataccg ctttagtgcc
  1135501 ataaggcaag gggggtaagg ccactgacat atcacactgc tggcacagga gaatactccc
  1135561 tgattgccca ccattaacag gctcaataac agcacacaat atctatttcc ttacggcagg
  1135621 cctttatagc tgaacaccgt tctatcaaga gactcaatgt aacaataaac acaatatcat
  1135681 cacaaagcac aacattacgt cacctggcag aacggtgtaa cgcattttta gccgtttttc
  1135741 tgagcttcca gctcttccca acgactgaat gccacctcta acgcctgctc agtatcagcc
  1135801 agggttttca aaacctgttg agtctcttcg tgtgggcggg aaaagaaatc agtatcactg
  1135861 acttcagcct gtaacttgct gatatcattt tccaattttt ctagctgttg cggcaactga
  1135921 tccaactcac gttgtaagtt atagctcaat ttaccgggtt ttttagccgc gggtgcaggg
  1135981 cttttaaccg aagtagacgc tttggtttct tcaatcttaa gtgcggcctg acgaatcggc
  1136041 ttggcctctg cccgttgttg atgcgcatca taatagccgc caacgaagct gttgatttga
  1136101 ccattgcctt caaagatcca acattcagtc actgagttat caacgaattg acggtcatga
  1136161 ctaaccaaca gtacggtgcc ctgatagcta tcgaccatct cttccagcaa ttccagtgtc
  1136221 tcaacatcca agtcattggt tggttcatcg aggatcagca agttacttgg cttaaggaat
  1136281 aatttggcca ataacagacg gttgcgctcg ccaccagaca aagctttcac cggtgtcatc
  1136341 gcacgtttag ggtggaatag gaaatcttgc agatagccca gtacatgacg tgaacggcca
  1136401 tttaccatca cttcttgctt accttccgcc aggttatcca taaccgtgcg ctcgggatcc
  1136461 agctccgcac gatgctggtc aaaataggcg acttccagct tggtcccgca atgcacttta
  1136521 ccgctgtccg cgttaagctg accgagcatc agtttcagta aggtcgtctt accgcagcca
  1136581 tttggcccca ccaacgcaat tttgtcacca cgctgtactt gagcggtgaa atctttcacc
  1136641 agtactttac catcaatctg ataattaaca ttttccagat cgaagacaat tttgccagaa
  1136701 cgtaccgtct cttccacttg catcttggcg gtgcccatca cctcacggcg ctgcgaacgt
  1136761 tccatccgta acgctttcag cgcacgaacg cggccttcgt tacgggtacg gcgcgctttg
  1136821 atgccctggc gtatccagac ttcttcttgg gccagtttgc ggtcaaattc agcgttttgc
  1136881 agctcttcaa cccgcaaggc ttcttctttg ctggcaagat acagctcata gttacccggc
  1136941 catgaaacca atttaccgcg atccaaatcc acaatacggg tcgccattgc acgaataaag
  1137001 gagcggtcat gggagataaa tacaatgctg ccctggaact ctttcaggaa gccttccagc
  1137061 cagttgatgg tttcgatatc caggtggttg gttggttcat ccagtaataa cacttttggt
  1137121 gagcttacca atgcacggcc tagtgccgct ttgcgcaacc aaccgcccga cagtgaagaa
  1137181 agttcagcat cagcggataa ccccagttga accagcactt cttgaatacg gctatccagt
  1137241 tgccacaacc cttggtgatc cagaatttct tgcaatgccg ctaagcgatt gagatttttt
  1137301 tcactcggat ccagttctac ctgatgcagc gttgcgtgat aggcttttag atgttcagcc
  1137361 tgttcctgca ccccttcagc cacaaaatca aacacggtac cggccacatt acgcggcgga
  1137421 tcttgttgca gacgcgccac aatcagatcc tgttcataaa tgattcggcc atcatctaat
  1137481 gcaacttctt tacttagaat tttaagcaag gtggatttgc ccgcaccgtt gcggcccacc
  1137541 agacaaacac gctcgttcgc ctcgatatgt aattcagtgt tatctaataa aggtgcatcg
  1137601 ctgaacgaca gccaggctcc agacatgcta attaacgaca tagtttttac ttttcctctt
  1137661 ggctgtgggt gaccagccaa caattgtgga tctgacgatt acgggcaaag tcttcagatt
  1137721 gtgtaagtgc ggttatctct ttcgcttcca gccccagcgc ggctatcccg gccagatcca
  1137781 tctggaaacc acgcttattg ttcgagaaca tgattgtccc cttgcggcgc agtaaccgtt
  1137841 taagttcttt catcagcact aaatgatcgc gctgaacatc aaaggtggtt tccatacgct
  1137901 tggagttaga gaaggtcggc ggatcaatga agatcacgtc gaattgctca tcagtgttgc
  1137961 tgagccaaga aaggcaatcc gcctgaatta agcggtgttg ctggcccgtc aagccattca
  1138021 ctcgcaagtt cttctctgcc cactccagat aggtacgcga catatctacc gtggttgtgc
  1138081 tgcgcgcgcc gcccagcccc gcatgaacgc tggcggtacc ggtataagca aacaggttaa
  1138141 ggaaatcttt gccctggctc attttgccca acatctggcg ggcaatacgg tgatccagga
  1138201 acagaccagt atcaagatag tcagtcaggt taacccatag cttggcgtta tactcactga
  1138261 ccagcaagaa ttcacccttt tgggccaatt tctcgtattg atttttaccc ttctggcgct
  1138321 cacgcgtttt caacaccaac tgattagagg gcagttctag caccgccaac gtagcattaa
  1138381 tcacatcaaa caagcgctga cgggcttttt gtggatcgat cgttttgggc ggcgcatact
  1138441 cctgcaccac cactttactg ccatagcgat cgaccgcaac attgtaatcc ggtaggtcgg
  1138501 catcatacag acggtagcat tcgataccct gttgtttcgc ccacttatcc agttttttca
  1138561 cgttcttacg cagacggtta gcataatctt cagccactaa cgcgccaccc gcccccagtg
  1138621 gattcgccgt caactgatag tttttctgta cgcaatccag cgggccattc ttggctttaa
  1138681 attcacgatc cgctcgcagt tgcaggcagc tcaataattc tggagaagca ctgaacagtg
  1138741 acagacgcca gccgccaaat gcggttttca tcatacggcc aaacatatta tgcaatgcaa
  1138801 tcaatgcagg ctcgctttcc aaccgttcgc cgtaaggggg gttgctgata acagtaccca
  1138861 ccggcccttc aggtaatgga ttcaccagct tactgatatc gttagcattg aaggtaatca
  1138921 actcggcaac acctgcccgc cgagcgttcg cacgcgccat ttcgatgacc cgacgatcaa
  1138981 tatctgaacc aaagaagcga gatgaagtct ctagcaggcc acgacgagca cgaacttgcg
  1139041 cttctgtggt cagttcacgc cacagcgctt cattaaaagc attccaggca gtaaaacccc
  1139101 aatgcccccg gtgcaaaccc ggtgcacgat cagaggccat cattgcggct tcaatcagca
  1139161 aagtccctga accacacata ggatcgacca taggcgtacc tggctgccaa ccagaacgct
  1139221 ggataatcgc tgccgccaga ttctctttca gcggtgcctg accggtcaaa tcacgataac
  1139281 cacgctgatg tagcccctca ccactgagat caagagccac gctggccata tcccgttgca
  1139341 agaaaacgtt cacccgaata tcaggctgtt gtttggcaac cgttgggcgt tgatccattt
  1139401 tgcgcgtgaa gctgtccaca atcgcatctt ttactttcaa cgcaccatac tggctattac
  1139461 ggatctcgtc attcacaccg ctaaaatgta cggcaaatgt tttgtccaca ccaaagattg
  1139521 agggccaatc gatagcctgt accccaaggt acaaatctaa atcactgtag accttaaact
  1139581 cgttgagtgg caacaggatg cgcgaagcca accggctcca caacaggctt tggtacatga
  1139641 gtcgatcgtc gccctgaaaa tgtaccccac cctgtactat tttacagtcg tgagcgccca
  1139701 gcgcttcgag ttcgcttttt aacagttctt ccagtccacg cgccgtgctg gcaaacagag
  1139761 agttcatatc gcactatcac caaaaagaaa attgttgcgc attatagcta atcccagcag
  1139821 cttgtcataa agttgctccc tctaatttaa tactcacacg gaggtaatgg tgattaccct
  1139881 ctcccgactt tacgttcatc cggtgaaatc tatgcgtggt ttgcagcttt cccacgccca
  1139941 ggttagccgc agcgggctgg cctttgaccg cgtatttatg atcaccgaac cggacggcat
  1140001 gttcattact gcacgccaat atccgaagat ggtgatgttt acccccgcat taatggcgga
  1140061 cggtttatat ctcaccgcac ccgatggcga gagtgccagt atccgcttta atgatttttt
  1140121 agccaatccc gcccccactg aagtttgggg aaatcatttt actgcgttaa ttgcacccga
  1140181 ggcgatcaac agttggttaa gtggttattt tcagcgtgac gtacaactgc gttgggtcgg
  1140241 cacagaatta acacgtcggg tcaaaccgtt gccggaggtt cccctctctt ttgctgatgg
  1140301 cttcccttat ctgctgatta acgaagcgtc atttaaagat ttgcagcaac gttgccccgc
  1140361 cagtattaaa ctggaacagt ttcgtccgaa tttagtgatt acgggtacca cggcctttgc
  1140421 cgaagattgc tggcaggtta ttcggatagg cgatatcaca tttgatttag tcaaaccttg
  1140481 cagccgctgt gtattaacga ccgtcagtgt tgagcgtggg caaaaacatc cagccggcga
  1140541 accattgcga acattacaga cgttccgaac tgcggagaat ggtgatgtcg attttggcca
  1140601 gaatatggtg gccaggaaca gcggtattat tcgagttggc gacgaagttg aagttctgat
  1140661 caccaaaccg ccaagaccct acggtgccgg agccgttgtt gaaagcctta gtgcgccgca
  1140721 ggatcagtca aaaacggtat ccattgaata taatggcatc cgctttaacg gcaataatca
  1140781 acaaatacta ttggaacagt tagaacagca gaatatccgc atcccttatt cgtgtcgggc
  1140841 cgggatatgt ggcagttgca gagttacatt actcactggc gatgttgctg cactcaaaaa
  1140901 aagcgccgtt ggtaacgatg gaaccattct ttgttgcagt tgcatcccta aaggcgatat
  1140961 ttcccttagt ggcaaataac cgcattcaaa aacacaccga cacattatac cgcacggtca
  1141021 tacgctgttg tggtgttaac ctcttcaacc ataagtggta ataaacggtt attcattatt
  1141081 tttatcgcat cgccaagtac caactgacga ccggctaata ccacttgaga ttgtgctaat
  1141141 aagcataaac tggcggagca gctcggttca accacgagca aacggacatt ttctccgttg
  1141201 tctaatactg taaccaacgt cagttcgcca ttttgtggta tcagaacttt aggttgctgt
  1141261 acaaaatgcc aactttttgg catgagtggt ttcaagaaac ggcatgcgac caatgcattt
  1141321 aataccaatt ctgagcgctg ctcattgctc aatttaattt ggcgacattg atcttcaaat
  1141381 tcaaaataaa gagccgcatc atcaacacag aaagccgatt catcgaaagc atctggtgtc
  1141441 agcattttag aggggaagcg cgaacggaat atcataccat tagctaaatc caacataagt
  1141501 cggtcgtgtt cagtatcaaa ataccaacgc catttatcgt ctggcttaat tcgcatattt
  1141561 aatccttccc atcatattga aatatcataa actcaatagc tgagttctag acccatcgaa
  1141621 tgggactctt ttcatataag catttttaag cattttgctg aatattcaat ctaccggagt
  1141681 aaaatataga ctagccgggg gcagaaataa acccccagca ggtaatgaag ataaataatt
  1141741 agatatgagt gacgatattc ttaatcaaac ccggcccacg gaagataaat ccggaataga
  1141801 tttgaatcaa tgaagcacca gccgccatct tttcccgtgc tgcagtaacg gaatcaatac
  1141861 caccaacacc gataataggc aggcgccctt ttagctcttg tgataaacga tgaataacct
  1141921 cagtactgcg taattgtaat gggcggccac ttaatccacc ggcttgctcg caataattta
  1141981 atccctgaat cagagaacga tctaaagtcg tattagtagc aataacgcca tcaatattat
  1142041 ggcggaccaa gctatctgct atttggatca attcctcttc agtaagatcc ggcgcgatct
  1142101 tcaccgctac gggaacatac ttatgatggc gttgatgtag ctcagtttgt ttatctttaa
  1142161 ttgcagctaa taaatcatct aatgcttcac cgtactgtaa ggatcgtaac cccggtgtat
  1142221 taggtgagga aatattaatc gcaatatatc cagcataagg ataaatttta tccatgcaaa
  1142281 tcaggtaatc ttctttacct tgttcgactg gcgtatcttt attcttgccg atattaatgc
  1142341 ccaatatacc gccaaaatgg gattttttaa cattttcaat aaggttgtcg accccatgat
  1142401 tattaaaccc catgcggttg atcaaacctt cagcttcgac gatcctgaat aatctcggct
  1142461 tatcattccc cacctgaggc cgtggtgtca cagtgcccac ttcaatgaaa ccaaagccca
  1142521 tggcgcccaa ggcatcaata cactcaccgt ctttatccag gcccgcagcc aaacctactg
  1142581 gatttttaaa agacaggccc atacaactga ccggtttggt gggtaccgac tggcgtacca
  1142641 aaaattccaa aggtgtgccg ctaacacgct ttaactgacg aaaagtcaat tcatgggcac
  1142701 gttctggatc aagctgaaat agtgcttttc tgacaagtgg ataatacatg tgatctcctg
  1142761 agcgatcagt gacaagcggt tagcaagcac taattctgtc gtactgtagc cagttaacgt
  1142821 tatcagcact gttgtctaat cccgctagct gacccgcttc caacgtatgg atctacccat
  1142881 catacgtcaa gttgcagatg cgttgatggt cttcgttact cggttgctgc ctgcatcttg
  1142941 aagtcacttg ggtatagata cgggaatggt aaattcatct ttcaggaaag taaacgtttg
  1143001 cgaagtaaag ccatttaaag aataaacata ctaaccgtat cctttattac cttaagttac
  1143061 tgtggtgtta accgtaataa caggcaggta aaaaatagag ggaattaatg acaaaatata
  1143121 cacaacgaag agaataggca aatcgtaaaa acacggtatt ccctgcatta aattccctac
  1143181 atcaaaatag cacccatggg gtttgaatcg cgccatccgt ggcacggaca tctgactatc
  1143241 ccgactatcc cgactatcca ccatttaagg ccacgtcatt ggagtttgcc aacaatctga
  1143301 gagaatatcg gaccctctat tcaattagat cacattgact gattagatca cattgaatta
  1143361 tgccgccagg gctttggtta tcttctcgta cagatcaccc gataaattat ccagcgtttt
  1143421 caattgctcc aaggccttac gcatcagcgc ctgacgccct gcatcataac gtttcaggcg
  1143481 gatcaacggc tcaattaacc gcgcagcaac ttgtgggtta cgggtattta agtcactgag
  1143541 tatctcaacc aagaactgat aaccactacc atcagccgca tggaatgcag ccgggttacc
  1143601 ggaagcaaaa ctaccaatca acgaacgggt acggtttgga ttactcaaac tgaatgcagg
  1143661 gtgtttcagt aaggtacgta cctgtaccag gacattcgcc gccgggctgg tcgcttgtag
  1143721 agcaaaccac ttatccataa ccaaaccgtc atgattccag cgcacatcaa aggccgccaa
  1143781 caactcatca cggcaaggta actgagcggc aaccgccgct gccaatgcgg ccaatgaatc
  1143841 cgtcatatta tcggcttgat gatattgtga agaaacaagc ttattggcaa attcctcatc
  1143901 accaaaggcc agataattga ggcaagtatt gcgtaaagca cgtttggcaa tatcaccatg
  1143961 ctcaatacgg taaaccggcg tcatattagc gacatatacg gccaacagtt catccgacag
  1144021 ttcctgagcc agacaacgcg tgatcgcttc atgtaccgta ctgatcgctt gcggatcgat
  1144081 agtcgtaaac agttcggcca tttcattttc tgagggcaac gtcaaaatct gcgcggccaa
  1144141 ggcaggatca agatgttcat ccagcaatat tgcgcggaaa gcatctgcca catgcgccgg
  1144201 taaactcagt ggctgttgct gctgatattt agcaacattc aacttaatgt aagttgccag
  1144261 caagctttgc gcagcatccc agcgagagaa ttcattgcgg gcatgttgca tcaggaacgt
  1144321 gagttgctga tcactgtaag ggtaatccaa ttttacgggc gcagaaaact cacgcaacag
  1144381 cgatggaatc ggtttctgtg ccacattatc aaaagtaaag gtctgttcag cttcagtcac
  1144441 attcagcacg tggtgaaccg gcaagccatt atgttgcaat gggatgacat tacctttgct
  1144501 atcatacagt tcaatgtcta acggaatgtg cagtggcaat ttctctggct gatccgctgt
  1144561 cggtaacgtt ttttggctaa cgaataaatg atactgctgt ttttcaacat cataatcgtc
  1144621 atgcacggtc aataatggtg tccctgattg gctgtaccaa cgccggaaga gagacagatc
  1144681 gacatttgat acatcctcca ttgcctgtac aaaatcatcg caggtcgcag cactgccatc
  1144741 atgacgttca aaatagagcc gcatacccgc ttggaattgc tgttcaccca gtagcgtatg
  1144801 catcattcgg ataacttctg aacctttttc atacacggtg agtgtataaa agttattcat
  1144861 ctctatcact ttatccgggc gaatagcatg tgccatcggg ctggcatctt ccgcaaactg
  1144921 cgctgcccgc attacccgca cgttttcgat acggttgaca gagcgtgaac ctaaatcgga
  1144981 gctgaactcc tgatctctga atacggttaa gccctctttc agacttagtt ggaaccaatc
  1145041 gcggcaagtg acgcggttac ccgtccagtt atggaaatat tcatggccga taacagcttc
  1145101 aatatttaga taatctttgt ccgtggctgt ttctgctttc gccagcacat attttgagtt
  1145161 aaatacattt aaccctttat tctccatcgc ccccatgttg aaaaaatcaa cagcgacaat
  1145221 catatagatg tcgaggtcat attccagacc aaagcgagtt tcatcccact tcattgagtt
  1145281 tttcagggat gtcatggccc aatcagcacg atctaaatta ccccggtcaa caaaaatttc
  1145341 gagggcgact tcacgacccg aacgggtaat aaatttatcc tgtaacacat cgaaatcacc
  1145401 ggcgaccaaa gcaaacaggt aagaaggctt cggaaaggga tcttcccact tgacccaatg
  1145461 acgaccatca tccagttcac cctgccccac acggttaccg ttggagagca gatatggata
  1145521 gcgagactta tccgccacga tgcgagtggt aaaacgagcc agcacatcag gacggtctaa
  1145581 ataataagta atgtggcgaa acccttcggc ttcacactgt gtgcagagcg cttcaccaga
  1145641 caggtataac ccttccaacg cgctgttggt tgccggatga atatcattga caattgtcag
  1145701 tgtaaaatct gcgggtaatt gctcaataac cagcgtgtta tcctgttggc gataatgtgg
  1145761 ccatgcttgc ccatcaacgc tgacactgat tagtgtcaga tcttcaccat ttagaatcaa
  1145821 cggcgtcacg tctgttcctt gacgttttac tttactgacc gccgttaccg tcgttttttg
  1145881 cgcatccagt gcgaagtcca gatcgatatc ggtgatggtg taatccggcg cacgataatc
  1145941 gtgacggtat ttagcttgcg gctgttgtgt catagaaacc cttttgacgt catcagtgag
  1146001 tatgattatc gggtctgtgc ctgtcgtaat tggggtgaat ttcgctgcta ttagcgacgt
  1146061 tcccccagac ccagataggt tttcaatgta tcacagttgt aaaaaaaacc tagatgagaa
  1146121 cccaggcaac tccggcaaat aacgcattga atgtccattt ttcgagtcgt cccgcaagcc
  1146181 cattgtcgtt ttgcaattcg tcaccaataa gcacattggg tagtgcacaa attcacacat
  1146241 ttaacaaaat aacctgccga caaaatctgc tttttatgtt taatagggcg caagagaaac
  1146301 cgggaaaatc aggagaacta tcgattcaga aaagctatca atttagaaaa gctaccaatg
  1146361 ttagaaaagc taccaatgtt agaaaagcta ccaattcaga aaagacatca atatagcgat
  1146421 tatttataat gatttcgtta ttaaccatgt ttttcataat gttatttcat cagcgtagta
  1146481 aactaacgaa aaaatccacg atagatagtc tatgtactga atcaaagata gacataggac
  1146541 ttaatcaaat cggtttttcc tgacgatggc acattagtct tagacttctg attagcattt
  1146601 atggtgtgat gaggcttcaa taacatgata ataccggtat actcctgcaa ctttatagat
  1146661 tttgccgact gtggaaaatg ctcctacgag gatgctgtat agcgccatga ctcaagacgc
  1146721 ctcaccgatt ttgacttcat tgcttgatac ggacgcatat aagcttcata tgcaacaagc
  1146781 cgtatttcat cattatcgtc acattactgt tgccgccgaa ttccgctgcc gtagtgatga
  1146841 gctgctgggg gtgtatgctg atgaaatccg ccaccaggta accctgatgg gtcaattagc
  1146901 actgacatct gatgagttta tttacctctc cagtctcccc ttcttccagg atgattatct
  1146961 gcattggttg cgcgattttc gttttaaacc agagcaagtc tccgtcgctg ttcatgacgg
  1147021 taaattagat attcgcattg ccggtttatg gtgtgaggtg atcatgtggg aagtgccttt
  1147081 gctggcagtg atcagcgaaa tcgttcaccg ccgccgctct acccaagtga caacggatca
  1147141 agcggttcaa caactgcgca caaaacttga gcaattcaat gccctcagtg cggatatcga
  1147201 tattactcac tttaaattga tggatttcgg tacccgccgc cgattctctc gcgagataca
  1147261 gcacaccgtt gtcagcacgt taaaagatga gttcccttat ctggtcggca ccagcaacta
  1147321 cgacttagcc cgcacattag ccttagcgcc cgtcgggact caagcccatg agtggtttca
  1147381 ggctcaccaa caaattagcc caacattggc aaacagccag cgtgtagcac tgcaagtctg
  1147441 gctggatgaa taccccaatc aactgggcat cgcactaact gattgcatta ctatggatgc
  1147501 tttcctacgc gattttgatc tggctttcgc caaccgctat caaggcctac gccatgactc
  1147561 tggtgacccg atcgagtggg gggagaaggc tatcgcgcat tatgaaaaat tgggtattga
  1147621 cccaatgaaa aaggtattgg tgttttcaga taatctagat ctggagaaag cattattcct
  1147681 ctaccgtcac ttttatcagc gcattaagtt ggtgtttggt atcggtaccc gtttgacctg
  1147741 cgatatacca gatgttaagc cattgaatat tgttattaaa ctggttgaat gtaacgataa
  1147801 accggtggct aagctctcag atagcccggg taagactatt tgtcaggacc ccgcattcgt
  1147861 tgatcaatta cgtaaagcct ttgcgctacc gttagtcaag aaagccagtt aatccccccg
  1147921 ttgccgggta gcgtatgttt acccggtaac cccaacactg atatttttta gcctctctgt
  1147981 tcttccacaa ttaaattttc tactattact acgattaaat tttctactat taaattttct
  1148041 actattaaat aatgtcttcg tttgtgtcgt atttataccc aaagctattg tcgtcagcgg
  1148101 gtgagtgatc tgggtgcaaa aatgtcgcta accccctagt ggttgcaagg acggagggca
  1148161 tattgacggt aacctcagaa atcttgcact attctgatga tttctacttg tgtcctgcac
  1148221 cgccacaagt aacatagcaa catccccatt tcattgggtt gttaactatt tctataccct
  1148281 aagtcattaa agttgtagcc aggcagtaag tgcgcaaatt ctgatgaact gactcaagtc
  1148341 agagattcag atgagtgaga gccgctaaca cactgcaact tcaaggaagc agggtttata
  1148401 tccaaaccat taaagagaga aatctatgag cgtagtgcct gtagtcgacg tactgcaagg
  1148461 ccgcgccgcg gttggcagtg aagtcaccgt gcgcggttgg gtgcgtaccc ggagagattc
  1148521 taaagcgggt atctccttcg ttgccgttta tgacggttcc tgctttgacc cgttacaggc
  1148581 cgtcgtgaat aatactttgc cgaattatca ggatgaagta ctgcatctga ccaccggttg
  1148641 ttccgttgaa gtcaccggta ccgtggtcgc atcaccgggt gaaggccaaa gttttgaaat
  1148701 tcaagcaacc gccatcaacg tagtaggctg ggttgatgat ccggatacct acccgatggc
  1148761 cgcaaaacgt cacagcattg aatatttgcg tgaagtggct cacttacgcc cgcgtactaa
  1148821 cctgattggt gccgttgccc gtgttcgcca cacgttggca caagcaatcc accgcttctt
  1148881 cgacgaaaat gggtatttct gggtttctac accactgatc accgcctctg atactgaagg
  1148941 cgcaggtgag atgttccgtg tttcaacttt agatctggaa aacttgccac gcacggatac
  1149001 cggtgctgtc gatttcagcg aagacttctt cggtaaagaa gcgttcctga ccgtatcggg
  1149061 tcagctaaac ggtgaaacct acgcctgtgc attatcaaag gtttacacct ttggcccaac
  1149121 cttccgggct gaaaactcca ataccagccg ccatttggct gaattctgga tggttgagcc
  1149181 ggaagtggcc ttcgcttctc tggatgatgt cgccggtttg gctgagaaaa tgttgaaata
  1149241 cgttttccag gcggtcttga atgaacgtgc tgatgacatg aagttctttg ccgaacgtgt
  1149301 cgataaagac gcggttgacc gcctgcaacg tttcgtcacc tctgattttg ctcaggttga
  1149361 ctacactgat gccattgaga tcttgctggc atccggtcag aagtttgaga atgatgtttc
  1149421 atggggtatt gatttgtcct ctgaacatga gcgttatctg gctgagaaac actttaaagc
  1149481 gccggtggtg gttaaaaact atccgaaaga tattaaagcc ttctatatgc gaatgaatga
  1149541 agatggcaaa accgttgcgg cgatggatgt tttagcgccg ggtattggtg aaatcatcgg
  1149601 tggttcacaa cgtgaagagc gtttagatgt cttggatgcg cgtttagccg aaatgggcct
  1149661 gaataaagaa gattattggt ggtatcgtga tctgcgtcgc tacggcactg taccgcattc
  1149721 aggttttggc ctcggatttg agcgtttaat ctcatatgtc actggggttc aaaacgttcg
  1149781 ggacgttatt ccgttcccac gcacaccgag aaatgccagt ttctaagttt attatttaga
  1149841 aaataacgtc aatttgtaca aataaaagcc agctctgctg gcttttatca ttttttaaaa
  1149901 ttcgatctaa gtcacaaagt tcccttaatt ttacattttg taacacatag tttcttaatg
  1149961 aaacacatta ttgtaattgg tagcattttc ggtctggatt ataaggtctg tgaatggaac
  1150021 actgcgttca gacacagacg acaccaaact ctcaacaata gttccataaa aattattggc
  1150081 ggcagtggca ggtgtccgaa taacaccaat gagggtaata ataatgatga agcgcaatat
  1150141 tcttgcagta gtaatcccag ctctgttagc cgctggtgca gctaatgcag cagaaatcta
  1150201 taacaaagat ggcaacaaac ttgacctgta cggtaaagtt gacgcacgtc actctttctc
  1150261 cgataacaac aaacaagatg gcgacaagtc ttacgttcgt ttcggcttca aaggtgaaac
  1150321 ccaaattact gaccaactga ccggttacgg ccagtgggaa tacaacattc aagcaaacaa
  1150381 cgctgaagac acaggcgctc aagacggcaa cgcaacccgt ctgggctttg ctggtctgaa
  1150441 atttgctgaa ttcggttcat tcgactacgg ccgtaactac ggcgtaatct atgacgttaa
  1150501 cgcatggact gacatgctgc cagtgttcgg tggtgattca atctccaact ctgacaactt
  1150561 catgactggc cgttctactg gcctggcaac ttaccgtaac aacaatttct tcggtctggt
  1150621 tgacggcctg aactttgccc tgcaatacca aggcaaaaat gaccgttctg aagtcaaaga
  1150681 agctaacggt gacggcttcg gtatcggtat cggttctact tatgatatcg gcaatggcat
  1150741 taacttcggt gctggtttct cttcttcaaa ccgtactctt gatcaaaaat atggttctac
  1150801 cgctgaaggc gacaaagctc aggcatggaa cgttggcgct aaatacgacg caaacaacgt
  1150861 atacctggct gtaatgtatg ctgaaactca gaacctgact ccatacggta gcttctctga
  1150921 tactatcgct aacaagactc gcgatatcga gatcactgca caatatcagt tcgacttcgg
  1150981 tctgcgccca tcactgggtt atgttcagtc caaaggtaag gacctgaacg atgttgatgc
  1151041 caaccatgat ctgctgaaat atgtttctgt tggtacttac tactacttca acaaaaacat
  1151101 gtctacctat gttgattaca aaatcaactt gctggacgaa gacgagttca caatcgcaaa
  1151161 cggtctgaac accgacaacg ttgttgctgt tggcttggtt taccagttct aagtcaaact
  1151221 taacgaggca gtttatctgc tgacctaagt tgaaaaaaga cagggcctcg gctctgtctt
  1151281 tttgtttcta ttttgagcag attgatggag attactctgt ctatcggcct attttgccga
  1151341 tttttcacct cagatccccc cgcctcacca gattcatttc tttttatcgc aaacggttgg
  1151401 caaagaccgc aactggcgtt accctgaagg ctctgtttgc ttaacgctaa gccatggaag
  1151461 cctctgacat gtttgaaaaa attactgctg cacctgcgga tcctatttta ggtttgaccg
  1151521 atatcttccg cgcggatgac cgcgctcata aaatcaatct ggggatcggt gtctacaaag
  1151581 acgaaaccgg taaaacccca gtgctgacca gcgtgaagaa agctgagcag tatttactgg
  1151641 aaaatgaagc taccaaaaat tatctgggta ttgacggcct gcctgttttt gccagttgca
  1151701 cccaagaact gctgttcggt gctaatagtg caattattgc ggataaacgt gctcgtaccg
  1151761 ctcaaacgcc aggtggtacc ggtggtttgc gcattgccgc tgattttatc gcccatcaga
  1151821 ccagcgctaa acgtgtctgg gtcagtaacc caagctggcc aaaccataaa aacgtcttcg
  1151881 aagccgcagg gctggaagtg gtggagtacg cttattatga tgctgctaac catgcattgg
  1151941 acttcgatgg cttgttaaat agcctgtcag aagctcaggc gggtgatgtg gtgttgttcc
  1152001 acggctgctg ccataaccca acgggtatcg acccaacaga aactcagtgg agccaactgg
  1152061 cggagttatc ggttgctaaa ggctggttgc cactgtttga tttcgcttat caaggctttg
  1152121 ccaacggttt ggaagaagat gctcagggcc tgcgtatttt cgcggcaaca catcaagagt
  1152181 tgatcgtttg cagctcttat tcgaaaaact ttggtttgta caatgaacgt gttggggctt
  1152241 gtacccttgt cgccgccgac agtaacgttg ccgataccgc attcagccaa gttaaagcgg
  1152301 ttatccgagc caactactct aacccaccgg cacatggtgc atcagtcgtt gccactattc
  1152361 tgagtaatgc cgcactacgg gcgatttggg aacaagaact gaccgatatg cgtcagcgca
  1152421 tccaacgtat gcgtcagttg tttgttaata ccttgcagga aaaaggcgct caacaagatt
  1152481 ttagctttat cattaaccag aatgggatgt tctcgttcag tggtctgacc aaagaacaag
  1152541 tgctgcgcct gcgtgatgag ttcgccgtct atgcggtaaa ttctggccgg gttaacgtgg
  1152601 cggggatgac accagacaat atggcgccgt tatgtgaagc tatcgttgcg gtgctctaac
  1152661 tcagtatccg ttatcatccc ttgactgacc ataaaaggat ggcccaagcc atccttcaga
  1152721 ctgctgacaa accccgatga cgcgatcttg aacggtgagg ataggcagag gagtaaagcg
  1152781 tccgcgccaa ggatggcgcg gctcgagcct acatggatgt atttacggcg tctttacgat
  1152841 ctgcctgttc tctccgtcgc gggcactttg tcaataacct caaaaggatg gcccaagcca
  1152901 tccttttgac tggtcactcg atgacgtaat tttaagccgc aaggataaac gaaagagaac
  1152961 acaaaagacg ccttccggca tcttttgcta ttgaacattc atcttttgct attaaacatt
  1153021 tatgtatgat attgatgacg ctaaccaccg tcaccaaata ttaccgttat caaatacgac
  1153081 cgtcaccaaa tagccggctc ttctcgaata aacggatttg tctgccgctc atgccccaat
  1153141 gtagacatag gcccatggcc gggaataaac gttatatcat cgcccaacgg cagtaattta
  1153201 gtgcggatgg agttaattaa ctgttgatgg tcgccacgcg gaaaatcact gcgccccacg
  1153261 ccccccttga agataacatc ccccaccaga gccaggcggc cttgcgggtc aataaataca
  1153321 atatgccccg gcgtgtgccc cggacaatgc aaaacagata actctatttc gccaaccgtt
  1153381 attttatcgc cttcttccaa ccagcgggtc ggggtaaaag cctcacattc acttagccca
  1153441 aacattcggc tctgtgcggg taagccttcc aaccagaaag tgtcttcttt ttcagggcca
  1153501 taaatcggta cctgaaaatg tgcagcaact tcagcggccg cgccaacatg atctaaatga
  1153561 ccatgagtca acagaacctg gctgatggta accccctgac gctcaacctc agcaattatt
  1153621 ttagtggcct caccaccggg atccactaag gcagcctgcc ccgtcgcttc acaccagatt
  1153681 aacgtacagt tctggctaaa cgccgtgact ggaataattt gatatttcat aaagctccaa
  1153741 ccccaatgtg actaccaact ggagcgtagg cactggctaa aaaatttgtt ttaccaagcc
  1153801 cgtgttggcc cggtatcaat atgcacaaaa ttactgcgag ggtaatatcc tacaccacct
  1153861 gcgcgcattt ttaatgccgc tttgcggata taactcaatt ggataccttc aatatgaaag
  1153921 tccatcgctt gacctttggt atggtagctc tgtttggcca ccccacggct atgttcacgc
  1153981 agttcattat tggtgccgag ggagcggtag ccggaaataa gctgcaccgg tttagtggtt
  1154041 tcgaggagaa cttgtaggcg atacagctga tcgaacaggc gtggatcaat ttttttgact
  1154101 ttattggctc ggtaatcgcg gaaaatatgg tttaagcggg aaagttcatc tttgttataa
  1154161 ttccgtccat caaagaactc tgcttttatg gactcacctg tattaaggtt attcagggtc
  1154221 aaaatccgtg ggcgtggcgt agaaagagtg gcgaatactg gccctggaag cagtgacatc
  1154281 cccaacgcaa ctccgcccaa cgttagccac ttgcggcgat tattatcaat tttatccatg
  1154341 atctctgtta atacctggca agaatgtcaa aagtaagcac tataggcact atatatatga
  1154401 tgtgccgctt cgaatatgtg ccgctccgaa ccttaaccgc ctatgaaaaa gcagtcaacc
  1154461 cgcattcact gtgcgttaag gtcaggtgac agggcgctta cgaacaagcg cccacaagat
  1154521 agcccggtat ttaagaccat tagttattga gttttactgc atttattgca ataaaaactc
  1154581 agcctgctgt gagatttgtg caccagatcg caccatttta tcataattgt aaatatctgt
  1154641 tctaaactgc ggtttaccgt cttccgcaac ccatgctgtc agataataca attgcaccgg
  1154701 aacgcgctgg cggatattga cgtaggtggt atcaccttgt tttaccttgg aagagacccg
  1154761 tgcatcattc cagccagcat cttgcagcag catgttcgct aaatcagacg ctttattgac
  1154821 acggacacaa cctgaactca gggcgcgaat gtccttttgg aacaggccat gattcggcgt
  1154881 gtcatgtaaa tagatagcat cagaacttgg catgttaaat ttgaaccgcc ctaacgagtt
  1154941 attagcacct ggtgcctgac gcaaacggta agggaagtta ttcggcgaga taatactcca
  1155001 gtcaatcatt gaaggattga tcacttcagc atcattactc catccggaca acacggtata
  1155061 gccattacgc tgaaaatacc cggcatcgtt acgtgctttg ggcacgatat cctgccgtac
  1155121 caatgaggtc ggcacgttcc acggcgggtt caccaccaca ttattcaacg cactactcat
  1155181 caggggcgtt ttacgacttg gacggccaac aatcacccga gatgaaagca cttcggcccc
  1155241 atctttataa taattcagag aataatttgg gatattaacc ataatcccgt tatcaacatg
  1155301 ccccggcaaa atacgtaatc gctggatatt caatgccaat aacgtggccc gcgtttgtgg
  1155361 cgagacattc aaccattcgc gggtacgggg gccgataaca ccgtcatcag tgagcccctg
  1155421 ccattgctgg aagcgtttaa cggcttctac caactcagga gtatagatat tgtcagttaa
  1155481 cgtgaccacg ctcacgggag gcatcggtgc gggtgccgca tcatcgctct cagggacaga
  1155541 gacggctgat gggctgacca ccaagctgtt ggtctgagtc cgattttttt cttcatcaac
  1155601 agagagatcg tcattaacga cggccaccgt agggttctcc acagggatca cctctggcgc
  1155661 tttcacgggg gttgttgggt gcaacatacc cgttcggtca aggatttccc gcaatgcagg
  1155721 gatatcgtcg ctaagttgcc ccggccgtaa acttggccca gtaggcatct gtggccacgg
  1155781 gcgtcggtct gctagcatca acttcaacgc ctgttgcatt ttatcgtatt gcggatgctg
  1155841 cggagccaac gacgccagat aagaggctgt cgagccttca ttgaccgctt tctgccaggc
  1155901 gtttaaaact gctgcaggcg gcatggccat tttgtaaggc acattactgt ataaccaaac
  1155961 actgccatta gcaccgacac cggaaataaa gtgtaaataa cccagcatcg catccgatag
  1156021 aataatatca cgcgccatac cggtgatttc tggctcgctc aaccatttaa cccattgcat
  1156081 aaactgcggt tgaatgcctg aaagcccaac ctccgctaac tgttgctgaa aacgttgaac
  1156141 agcaacccgg tcttgccaca taggctgcat ttggttcgcc gcatataatg acgctaattc
  1156201 cgcggcatag agtggcacga catcttttgg aagcgcggcc aataattgcg aacgactttg
  1156261 agccacggac atggttgcac cacgtgctgg caaagctgaa gatgaatcca cgggcattac
  1156321 gggagcagcg gctgatgcag taaacacggt catcaggctg caaactaaag cgcagtataa
  1156381 aacgagtgcg cgttgtaact ttctttttat catcgacatt ccatgcccct tgtatgctca
  1156441 tctcagtacg tcatagtttg tcggtaccat tgcttcttat tttattatac aaacagaagt
  1156501 gacattttga ctgtcaatta tattgaccaa gtaacaacct ttacgctaac agatttcctg
  1156561 cacttataaa atacaacccg aagatgttac aaaaaataaa tatcctccgg catagccgga
  1156621 ggtttttcat atgcgcctat aaggctctgt taccagccgc gccctaacag gcgcatcgcg
  1156681 atctgacatt tgcatctatg gattacttac ggcccgtaaa cgggctaccg ggatacggga
  1156741 tcgagagttg ctcacccatt ttatcctctt ccaattggtg ctttatgtat tcttgtatcc
  1156801 tggccgtgtt tttccctacc gtatcaacgt aataccctcg acaccaaaac tccctgttac
  1156861 ggtatttgaa cttcaaatcg ccaaactgct cataaagcat cagactgctc tttcccttca
  1156921 ggtaccccat aaatcccgag acactcatct tgggcgggat ctccagaagc atatggatgt
  1156981 gatccacaca gtattctgct tccaggatat tcacgttttt ccattcgcac agttttctta
  1157041 aaatactgcc aatcgctctg cgtttttccc tgtagaacac ctgccttcgg tacttcggcg
  1157101 caaaaactat atgatattta cagttccatc gggtgtgcgc taagctcttt tcatccctca
  1157161 ttgggacccc cttttgattt cttgttgaac atttgcagtt gccagaccgc aaactgtttt
  1157221 aacaaatcaa aaggggtttt tataactgac ccaaagctga aagctttact gaacccccag
  1157281 cctagctggg ggttttctgg gcacaataaa aatggccgct tctgtgcgac catttaataa
  1157341 aactaattat tatttactgt tttttatgca tgttcattaa ccgccttgtt gcaattcagc
  1157401 ggctattggt ggcaatgaag gcatttcatt tgcaaagcct cgcaagccaa ccacatgtac
  1157461 atgctcatga ttttggaaga cttttcgtac cagcttatag gttgtccctt tttctggact
  1157521 aatattttct ggtgcggcaa taattaattg catttccaac cgttcacata gctcaaataa
  1157581 tgtcgcaata gatttcgcat ccagacgagc ggcctcatca aggaagagta agcggcaagg
  1157641 ggaaatatct ttaccccgta agcgccgtga ctcctcttcc caactttgca ccaccatgac
  1157701 cagaatcgac atacccgtac caatagcttc accggttgat aacgccccac tctccgcacg
  1157761 caaccaacca tcagcaccgc gataaacctc gacttctaat tcaaggtagt tacggtaatc
  1157821 gagtaactcc tcaccaatgg tttgtggcaa ccgttgcccc atatccattt gaggattcag
  1157881 acgctgatac agttttgcca gcgcttcaga gaaggtcagc cggttactgt tgaacagatc
  1157941 ctgatgttgc tcttgctgct cggacaatac atcaagcaac gtcgcatggg cttcgcgcac
  1158001 gttaacattc agccgcacac tttttacctg accaaaggaa accgcttgta ggccctgatt
  1158061 cagcatacgg atacggttct gttcgcggtg aatagtttta cggataatat ttgatacgct
  1158121 tttcgaactg atggccagct tctgctcacg ggcggtcagt tcttcagtca ggcggcccag
  1158181 ttcgatctcc atctgttcga tggcttcaac cggatcatct gtacgaataa tatcctgacg
  1158241 aatacgttca cgcagatgtt gatagacggc gatatagaac tgaattttac gctctggccg
  1158301 tttcggatct tcagacaaac gcagcacatc gcgcagatgt tcattatccg cgacggcaag
  1158361 gcgcaatgcg cccaaggctt tatccgacat tgaacgcagt tcgtcaccat ccatataagc
  1158421 cagttcacgg cggtgcaagc ggcgctcaac gccgttatct ttcaccattc gcatcacggc
  1158481 acaccagccc gctttagcat tgaccacctg ctcgcgaatc tgatgataat cacgctccag
  1158541 cttacgcaat ttcttctgca agctgtccat ttctgcttca cagaaggtca gttgtttctc
  1158601 taactgatta cgtcgtgaac ggttagtgct tagcgcggca tgtaactcat cgcggcgtgc
  1158661 acgcgcacgc gcctcggcat tagcatccgc cggaacacca atatccacca gctcttggct
  1158721 cagctcttta agcatgtcgc gtttggcgtc ataagagctt ttcagcgaag ctaatacctg
  1158781 gctgtactga gtaaattggc tttgatactg acgtagctgc tcacgggcgc gggtacgctc
  1158841 cgcctctgct tgttccagac gctggcgcag tttgtcattc aaatcagaat tttcagtcaa
  1158901 catgccagcc gaatcggtgt aactgaagtg agcacgtcgt tgaaccactt cagtcagtgc
  1158961 aaaggcttgc tgtttcgcta aacgctggct gttttgggcc agtacatagc tttcctgcaa
  1159021 ctgctcatgc tgctgtggat cactttgcaa taccgataac aacggctcca gtttggttag
  1159081 ggagacacca tgctgctgaa tataacgagc cgcttcttgc gcttccgcaa gctcttcagt
  1159141 gatctcttct actcggtcag tcagtgtctc atccaatagc agggaaacca gtggtatcaa
  1159201 tcggttaaga gcagatatcc cctctttagc ctgatcaaat tgctgacgct gctgctggtt
  1159261 ctgatcttca tgtgcgttta gagctcgttc aatttcacca cggcgggtat tcaacaaacg
  1159321 aatttcagcc tctggatcgg catcaaatgc caccgccaga tgagagccaa taaagcggct
  1159381 gaatgcctga tgggtacgtt gagtcttttg cacatcaaat gacaacgtgg catagcgttc
  1159441 ggccagacgg tcacgttcct gatatagcgt ttccagccgg ttctcacgcg ccgcacggcc
  1159501 aaataacggg acttcagggt aacgagaata gcgccattgc cgatcagcaa ttttcactac
  1159561 aacggctttt tcatgctctt cgacagcaaa cacactgtca tcaaatgact gcgggtcccc
  1159621 ttcgatgaga tagagatctt ctgggcaatc atccagcccc tgcaggtgct cacggaccaa
  1159681 tgacagatca ggcaccacga taccgtggcg ggatgggcca tacaacgcgg agaagtaagg
  1159741 cgcatcgtca atggtgacat cgtcataaat ttcggagagc aacacaccgc caaaacgttc
  1159801 agccagcgcg attaagcggg catcttcagc cccgctcggt tggctcaaac gttcgatttg
  1159861 tgcctcgatg gcgcgcttgc tggccgcgat ttcatcgcgc tcaaccgtcg tttcacgctc
  1159921 acgctccagc aactgctgca tatactccgt cacctgacgg ctgtcttcca acgcttcacc
  1159981 gctctgttcg ctaagctggc tcagtgcatc ctgagcggcc aaccaaaccg gcgcacgagc
  1160041 ggtcagttcc tgaatcttca gcttcagctg ttccagttcc tgacgcatcg ccatccgccg
  1160101 ctcacctgcg tcactgacgc tgagagacaa ttcttcgacc tgtgattcca gctctcgctg
  1160161 taacgcttct aactcttccg gctggtaggc attcccctgg cgtttacaga actcctgcaa
  1160221 caagcgttcc gcatcctgct gggcacgtaa gcgctgctcc agctctgaca aacgcatccg
  1160281 caaaggctgc acccgctcgg ccagatgttg ttgggaaggc caatcgcgta acagttcacg
  1160341 ggcggtttgc caagcctcac tgcggctgac ttcaccggcg atattcacca ccagttgata
  1160401 agcctgttca aattggctgt gagccgcatc agcaacactt aatttctgct caagctgcaa
  1160461 cagcgattcg gtcgcctctt gctctttcgc gtggaacgtt tccagccact cttccgcgtt
  1160521 atcggcggtt aactctggca gttggcacag agcacgagcg cgctccaagg cctgcaacgc
  1160581 ttgctgatat tgaatagctc gcgtttgctg cacatccaac gcttgctgat aatcagccag
  1160641 ttggcttttt agctcatcaa cttccaactc ggcggcttcc gcccgagctt cgttatctgc
  1160701 ttgctgttcg ctggcctcag agaccacttc actttgttct tccagccgat aggtcagctc
  1160761 ttccaaatca ctttgataac gctctatttt ttcctgctgg cgcatggccg tttgcaccag
  1160821 attcaggtgg tcactggccg cttgataatc ggtttccaga tcggattccg cgccactttg
  1160881 ttctgccaac tcccgtgaca tttcaacatg gcgatactgt tcagtgacca gttgtttacg
  1160941 gctggaaaat aaatcacgac gcaataccag cgcactgtcg aggtgaatcc gccgctcatt
  1161001 ggcatggcgc atatagtcgg cagccacata ggaggtcgct tccgagatca aatgcttaaa
  1161061 gagatcacga tcagactggg tgacacggat agcttccagt gtcatacggt tttcacgtaa
  1161121 cgccgcttcc atatcctgga acgctttacg tacaccgcta ttttctggca ataaataatc
  1161181 gcgtagcgag cgagtaatgg cgctggaaat accgccgtac agcgatgctt caatcaaacg
  1161241 atagaatttg ctgcgatcgg cagaagagcg taagcgcttt ggaatcaccc ccaaatcaaa
  1161301 catgagggag tggtaatcag tgatggagtt aaattgctta aactgcaccc cttccatggc
  1161361 ttcaacgcgc tctttcaatt ctggtagcga cagcacccgc gcctgacgtt cagccaccaa
  1161421 ttcggtgagg atctcggttg gctggatcgc cgttggtaac ccctgaatgg tgaatggctt
  1161481 gatatcgact ttgcgatcac gcccggccac ttgctgcaag cgcacgccta ccaccacccg
  1161541 ctggtggcga gaattcacca catctaaggt ggaataacac acaccggcac gtaatttacc
  1161601 gtgcaaccct ttatcacggg agccactggt cgccccggct tcggtggtgt tacgaaaatg
  1161661 cagcaaggtc agatcgggga taagcgcagt gacgaaggcc gccatcgtgg tggatttacc
  1161721 tgcaccgtta ccgccggaga gggttgttac cagctcatca agatcgaatg ttcgggcaaa
  1161781 gaaaccattc cagttaacca aggtcagtga gcgaaattta ccgcgttcaa tcattcctgt
  1161841 tcatcctcta cactgtccgc tgcattgccc atggtgacat cagcatcatc actttcatca
  1161901 tgaagtgaca gactattttc taccgccatg gcttcgccat cacggatcat gcgtagctgg
  1161961 gcttcacgtt gatcatcacc gctgcgtaca tccgcaccaa aacggaatac cgcttcagtg
  1162021 atgcgaaact tggtgctgtc gttgcccata aaataaatca tgcccaaccg acgcagccgg
  1162081 ttaagtgacg tccggacttt ttcctgtaac ttctgtttat ccaaatcaga cccggtcgag
  1162141 cgctggttaa caaacttcag caatttgctc tcatcggcca ggctcagtaa ctcttcgtac
  1162201 agctcttgct gagagaagat accttcatga gccagccgtt ccgggctgag gtagagataa
  1162261 cagagaattt tgccgaccat catatccaac tcagataaaa ctgagcgcgg aataagcgtg
  1162321 gttgaacgag gacgcaaata gaagaaacct tccggcgcac ggattaactc gacattatag
  1162381 cgagcgtaaa attcttccag ttgctcctga aaatccatca aaaaagcatg attatccaac
  1162441 tcatcaatac caatatgacg gccagcacgt aactggctgt ctaatgccgg aaataatgtg
  1162501 ttggctaatg cctgagccag cttaacgggc attactactt caatatttgt tgatgacatg
  1162561 tgcctgcacc ttggctccgt aatcattgat tgctaaccat tcggctggca accctgagaa
  1162621 atcggcttcg gccacaccga ggcgaacagc ctggtcgacc aggatacgag ccacgtcaaa
  1162681 atgacgagca cgcggatatt gcgcgaggta atcacgcata acttccccca gattaagcgg
  1162741 tatttgctgt tgctgataaa ccagcaacgc ctgctcaatc atggcggtta actgctcacg
  1162801 gatggcatta aactcttcaa attccagatc cggaggcagc tcgcccgtga cttcttcact
  1162861 gcgtagcgcc agctcttcat cgcgcatatc cagtaagcgg tctgcgttgg cgtgagtgag
  1162921 tgtccacggg ttatcaaaat agtgttgtac cgattggcgt aaccgttggg cgaagacccg
  1162981 gtttttatcc atatcaatgg cagtacgaat aaacttatgc acgtgacggt cataaccgat
  1163041 ccatagatcg atggcctgtt ggccccaact gataatgcgg tcaagtttac tttgtaaatc
  1163101 aaacaccagc ttatcaacca gatctaagcc tgcattgccg atagtcgctt cttgaatacg
  1163161 caataaattt gcctgaagct tatcacccgc ggcttccagt gtatcttgca actcacggag
  1163221 tgtgccggag gtttctgaca acaacatttc acaactggca atggctgcac gccagtcttg
  1163281 attcagcaac gccgcgatat cttctttcac gctatgttgc tgttcatcca tcaaacgctg
  1163341 agtcatatca atgctgtcaa agatttcagc gacggaatat tttagcgggg caaagacgtt
  1163401 acgatgccag tgaaactcat ctcccccctc ttctgctgct tcagccgcac gttgcagctc
  1163461 ttgtgccaca atcgataact gcatggagag acgcagggta gaaaactcac gctggcgaat
  1163521 ataataatcg gtaatgccaa tgcccaaagg ggtcaagcgg taaatggcat taccatcagc
  1163581 cagctcgctg gtaaaacggt ttaataagcg ctggcgtacc atgtcattga tcgcgttatt
  1163641 ggcacgtacc gtgacggttt ccgtcgtctg ctcaaaacct ttactgacgt gacgaaatgc
  1163701 atcaaccaac tcgccttcgc tcatttcacc gtctaaccgc tcgccgttta acgcggcgat
  1163761 agccataaga aaagccagac gttccgtggg cagagtaatc gaaaaatcat tctttcgcgc
  1163821 ccaggcgacc agttcgggta ctgtctggga aaattcactc ataatgggtc cttcagattc
  1163881 ggcttaaacg ccataacatg cacgtagcgc cccaaactaa taaagggctc ttgccggcaa
  1163941 tagcgctgtt ccaacgctaa taattcagca aactcatcaa tttgttgctg tttatttttc
  1164001 atgtaatcgt gaaatacccg tactcctgtt ttacccctaa tggataaccc catttgctca
  1164061 agccaaccgt ataccgttgg tgggtctaaa gggtattgcg gtgacaacga acgttgccga
  1164121 cgccgtttaa cgccgggaat ggctaactga aagttgccca ataccgcatt acgcatcacc
  1164181 aatccgttgg cattgaaaaa catcaacgac agtgcgcctc ccggttttag cgtatcaaaa
  1164241 agtatttgca gaacctgctg aggttcagca atccattcta ataccgcatg gaacaatatc
  1164301 agatcaacgg gttgttctaa atgttgacga atgtcctgcg ctgcactttg tataaattgc
  1164361 atgttgtggc tcacaccttt ttcgtgagct gccgcttttg cgcgctggac catttcagca
  1164421 gataagtcgc acaacagcac ctgatggcct aaggccgcca gttggcatgc catatgaccc
  1164481 tcaccgccgc ccgcatctag aatccgtagc ggacgcggtg gtaactgcgt caacaactca
  1164541 gtgatatctt gccacaccac cgcctgacga atcattccct tcgtcgtacc gtagatattg
  1164601 cgggaaaatt tttcagcaat atcatcgaaa ttgcgatcct gcatgggcaa ctgctccgct
  1164661 tattatcttt atcactattg gtttacccac gttgatcatg tcactgccac caagagagat
  1164721 acgtaaacca atagccacaa aaaagaattt tcaacaaccc gtcattttgg cacagcctgc
  1164781 cttagaataa atcccattcc ctccgtaatc gcaatcaaat gccgtttttt cagccaaaaa
  1164841 gtcgcccttc ttatgctttt ttctctaaaa agagtcgatg aactattaat gccgccgccg
  1164901 ctttggcgca tctcagtgag actgaaaaat cttattatgg tttgcctgct gacagaaaag
  1164961 cggcaaaacg ctgtttacaa agtgttagct gataaagagt tggcggcaac cgtgtcaatc
  1165021 cccaggcgct tagataacta agtgacggag gtgagcaata gcagctaccc tgcatcttga
  1165081 aggacgacgg gtctcttgcc attggagaaa caatcattcc cttctcaggg ataatgaccc
  1165141 cgtagattac agtgttgtcc tccgtggcgg ctacacgttt aatccgaatt gggcgctaaa
  1165201 tgccaattta ttcgtaaatg ccaatttctt cgcaaataat cggtcggaga gacacggcgg
  1165261 tatccccctt cggtgagaca aaaaggggat taacgggaaa ttcaggcgct aacagccaac
  1165321 ggcaggacaa aaacaaccca gaaatatcgt agaaaatatc gcggtagtga ccatctgaat
  1165381 cgacagatcc ctctggttaa tcaatcaaca agcaagctaa tccaaccaag ggagaagctg
  1165441 ccgagctgca ttatcaaata aagggcgatc cagacttcct gtatgaataa aacgagccac
  1165501 caggtcccag agcatataaa gccaacggcg agcaacgaag gcttcagaga ccggtgcttt
  1165561 attgagatag cgatacaata gctggcttgg catcccctct tcgctaagac gaaacaaatc
  1165621 atactcacgc ggagcccata gcattgggcc ggggttaagc atcgccaata gctggtcgct
  1165681 acgtacatct tttagcatac tgcgtagcgt caagttaccg tggaccagca ctgaactgtc
  1165741 gtcaaaatca gcgaaaagca gcgctaatga tgctttggca cggtagagca ccgcacggtc
  1165801 cgcctgggtc atcagtggcg cgttcatgtt agacaacgcg gcccacaaca cgtcaacccg
  1165861 ctgttgatac cagcagtacc aattattttc ttgcgtactc tctacgtgac caacacaccc
  1165921 gtggctatca atacgatgcc atgacagaat cccttccact atttgatcca tcagggcatt
  1165981 ccaacggtcg cccgttcggg tcggtgcctc gacagaaaca ccacgcaagc gttctattag
  1166041 cagaatttct ttatatggcg attggtggat catgactaaa ccgtacaccg tcggcaagcg
  1166101 aatatcccct tcccgcgcta gcatcgacag tttataagcc tcttgttgcg caataccctg
  1166161 gcaaacatag cttttcgcta ataatggcat cgcctgatct tgccggttat acatggcata
  1166221 cagatgggcg taaggctgtt cactgatccg ttcaaggcgg gtaattgatt cccctaaaat
  1166281 gacactgagt tcagctttca gctgttccat taggcttagt ccggttatct gacgcaagtg
  1166341 gtttatcata atgggatcac aggccggaga ttgccagaat gtagatcaaa taacccgcac
  1166401 atactcaacg tcatcgacgg ggtagccagg cagtataaac acgaccacga tgtatgggga
  1166461 aagcacgtcg ctcatacctc tgcggcggca agtcaggaag gaataataaa attaaataat
  1166521 cagcatccac aagataccaa gaaaggaggc aataaggagg aagagaatca gtaaagagaa
  1166581 ggcagtaaat aaagcgaaaa gcaataaacc gaggttagaa ataacaacgc cagagcccgg
  1166641 taggttctgg cgtaaagttt ccgtcgcgca atttattgat tgagcatgat agcccggact
  1166701 cggtctaaat cgctctgcgt atcaacccca accgcaggca cagctttcgc caccgcaacg
  1166761 tgaattttct cgccgtacca taacacccgc agttgctcta acaattcaat ttgctcaagc
  1166821 tgactgggtg cccagttaac atagcgacgg ataaaacctg ctcgataggc atagataccg
  1166881 atgtgacgta agaaacaatc accgatagtc tcttttgatt gagcaaagcg ctctctttcc
  1166941 cacggaatgg tggccctgga aaagtagagg gcataaccct gagcatccat aaccacttta
  1167001 acggcattag ggttaaacgc ctcttcactg cttgcaatgg gaacagccaa cgtcgccatg
  1167061 ccggcactac atgcagccaa attatcagca acctgacgga taatcaccgg cggcaccagg
  1167121 ggttcatcgc cctgaacatt gacgataata tcgtcatcag caaaaccata gtgttcaata
  1167181 acttcggcta accgttcagt gccagactga tgatcagcac gggtcaggca cacttcacca
  1167241 cctgcggcct caaccgcctt gaccacatct ggatggtctg ttgccacaat cacccggtca
  1167301 gcacctgacg ccaaggcccg ctccataaca tggacgacca tcggtttgcc cgcaatatca
  1167361 gccagtggtt tgccgggtaa acgggttgaa gcatagcggg cgggaattat agcaatgaaa
  1167421 ctcatgcgtg cttctcatca attgacagtg gacgggcctc gttttccaac aagacaggga
  1167481 taccgtcgcg taccgggtaa gccagattat ccaccttaca caccaactca aggttttctt
  1167541 tattaaagta taatttgccg ttgcagactg ggcaggcaac aatttcgagt aaacggtggt
  1167601 ccatacatcc tccaaaatgg agtttagcca gcaggaaagt gtttgaggat accatatccg
  1167661 ctcatacagg ttaactatgc cgatgtggtg attccctaca gccatcgata acccagaatg
  1167721 atgcatcatc agccgccgta ttagcccata ttgtcagcta ttagataaat gattgttggt
  1167781 tttgttattg atatgttgaa taatggggag ttgaattttg tgattaaagt cacataaatg
  1167841 agcattttga atcaaaaatg aaaacattac ataagattat tgcgctgttt gctaacttca
  1167901 gtaactaagc cacaagatta catatcgaaa tatcattaca aatagaaagc acctgcacag
  1167961 cggcccactg agatgagaaa tctgttgaat agcggccgac tacccaaaat cattagcgtt
  1168021 gcagccagat agcaatcaag cgaaccccga tgaggtcaca tccgtcagtg attcaggtga
  1168081 gtaagagccg ctaacgacgt tatggcgctg acgagaaggg agaaacggct accgatgagg
  1168141 tagccgtttg cttagaaagc gatcacatct gctgctgacg gtccgtgaat actacgatat
  1168201 gtagaaaact caacgtcctg cccttcattc agtgatttgt ttttggtgtt ggcaatggcc
  1168261 gttttgttga cataaacatc cgaaccacca tcgtgtggtg aaatgaaacc gtagccttcc
  1168321 gactggttga accacttcac gcgccccatt tttaacgtca taataaattt ccttttactg
  1168381 ggcatcctaa caactcatta ttatttattg tttagatgca gttgcccatc ctaaagtttt
  1168441 ttgactaaac ctctatgagc ttgattttat gaaaaaaccg cataattgcg ggttttgtaa
  1168501 ttttgtctat cttggtgaat gattagcacg cttgcataat cattttattt cctgagatag
  1168561 cctaaacatt attattctga atcacagaac aacaaattat gtattttcgg atacaaatag
  1168621 ccaatctacc gcaggcattc gatgctatta gcaatagcga ttctgcatca gaaacattac
  1168681 ttatggactt atgggaattg cttatcgaag attttaggag gttcgtcttt gacgcgatat
  1168741 caaaagataa cgcttgggga ggaactgctt tactctcgca cacaccctac acataaatac
  1168801 gctttataca tatataggcc taaataatag gccgcagcta tttacacata aaacccccga
  1168861 ctatgcaact gttttatctc gcaatatgca ataacatcga gtatcaatga gatgtgacgc
  1168921 ataaaaaatc aatattctcc actgactgca acctgattca ccgaactcga cctaaaatga
  1168981 aactgtatca gcgtgatccg caaccatgat ggcctacatt gaaaattgtc tacatgaaaa
  1169041 cctgtctaca ctgaaagcgc ctgaaggagt tatccgatta tgccccccca acagtttgtg
  1169101 catcccgatg agatacgggc caaattctcc agcgctatgt cggatatgta tcagaccgaa
  1169161 gtccctctat atagcacatt attacggctc gttgcggaca cgaatacaca agagatggtg
  1169221 caagatcaga aacttacccg tcatttgcag caaactgggg aaattgaacg cctaacgatg
  1169281 gaaagacatg gcgccatccg cgtcgggaca gccgaagaac tcaagatgct gcggcgcttg
  1169341 tttgcagtca tgggaatggt gccggtcggt tattatgatt tagcaccagc gggtgtcccg
  1169401 gttcactcca ccgccttccg tgcggtgcat gaaacctcac tgcaagcctg ccctttcaga
  1169461 gtcttcacct cattactgcg tctggagttg attgagcaac ctacactacg gcaactggct
  1169521 gcggatattc tggcgaaaag aacaattttc accccacagg cgattaaact aattgttcag
  1169581 catgaaacat cgggggggct caatcgccat caagccgatg atttcattgc tcagtcgctg
  1169641 gaaacatttc gctggcatca tcaggcaacg gtcagcactg aaacctacca acagctacac
  1169701 gatcaacacc gtctgattgc tgatgtggtc gctttcaaag gtccgcatat taaccaccta
  1169761 actccacgga ccttaaatat cgacgtcgta caaacagcaa tggcagagca taatatgatg
  1169821 cccaaagccg ttatcgaagg gccacccccc cgccactgcc caatactgtt acgccaaacc
  1169881 agcttcaagg cgctggagga aaaaatcgcg tttgtatcaa atggtgggca aataatacca
  1169941 ggccaccata cggcccgctt cggggagata gagcaacgag gagccgcttt gacggccaaa
  1170001 ggccgtaatc tgtatgacca cttactgcaa agcgcacagg atcaattgaa cgttcctgta
  1170061 aatgagaaca atgcggcgca atatagcgcg atcctgagcg agaaatttag tcaattccct
  1170121 gatgattacc caacaatgcg agcagagaaa ctcgccttct tccgctattt tcctacagaa
  1170181 aaaggcctta tcactgcatc aatacaggaa atacaggaaa tacaggaaat acaggaaatg
  1170241 acattagacg aacttattga taacggcttt attcaatatg aaccgttggt ttatgaagat
  1170301 ttcctgccag tcagcgccgc tggaatattc cagtcaaact taggcgagaa agggcagagt
  1170361 cactttaccg ggcactccaa taaagcagac ttccagcggg atttggggat tgcggttatt
  1170421 gatgaactgc aactctacga agcaacccag caacgttccg ttgctgaatg tgcagccgcc
  1170481 ctcaaactaa cgttgttaag ccaataaaag ggagctactt agtatcagga gatagcgcct
  1170541 gaatatttaa caatagttta tctgccctat cggacggtag ttgcgcatcg acaggtaagt
  1170601 accaccaatt cggcagagca aaagcccggc acttaacggc atccttttct gtcatcaata
  1170661 aaatttgagg gccggaagtc aaccggctta attgtgccaa tgaataatcc tgatggtcag
  1170721 caaaagcatg ctcattttca ggtttaattc ctaacaaatt tagcgtggca aaaaagcgag
  1170781 gaggatgacc aattccggcc atagcaacga catgctgtag ctgttccgca ggttggcgct
  1170841 gccccgtaac caaattgacg gcctcccgcg caaccagttg catggggatc tccccctcag
  1170901 cagcgaggcc accgttggtg attgccgcat ctactgaccg caatctgccc tcccgctccc
  1170961 gcatagggcc ggctggcaac caccagccat tcccaaagcg gcggacgcca tcaatgacga
  1171021 ccaactcaaa atcacgctgt agcgcataat gttgtaagcc gtcatcagta atgatgaaat
  1171081 ctaccgcatg agattgcagt aaggctttga tagcgtctgc ccgtttgggt gacaccgcaa
  1171141 ccggtgcccc cgtccgctga aagataagaa ccggttcatc acccgcctga gcagtggtgg
  1171201 tgttatccga cagcagtagc gggtagaccg ctgatttacc gccgtagcca cgagacacga
  1171261 cacccacacg atagccacgc tgttgtagct gttcaaccaa ccagatcacc accggtgttt
  1171321 taccgttccc ccccgcagta agattcccca caatgatcac aggaaccggc gaacgccatg
  1171381 ccgaacgcag ccccaagcga taactggctc ggatcaacca agtgacagca ccatataacc
  1171441 aggacaacgg cagcagcagt aaatacagcc gcgattgacc agaccagata cgctcaatca
  1171501 ttggccaaac tgcatacggt tgagctgcgc atagacacct tgctggacca gcaattcagc
  1171561 gtgtacacca cgctccacaa tacgcccgtc ttcaatgacc acgatctcat ctgctttctc
  1171621 gatagtggat aagcgatggg cgatcaccag agaagttcgg tttttttgta actcatctaa
  1171681 agcggcctga atagctcgct ctgattctgt atccagcgcc gaagtcgctt catccaaaat
  1171741 caatatcggg cagttccgta gtaaagcacg cgcgatagcg atacgctgac gttgaccacc
  1171801 ggagagcatg ataccgttct cgccaataac ggtatccaaa ccgtgttcca tcttattgat
  1171861 aaagtccatg gcatacgcca ttcgagcggc ttcttcaatt tcagcacggc tgtactgttc
  1171921 attacgggcg taagcaatat tattagcgac agtatcgttg aataagtgaa cattttgtga
  1171981 aaccaacgcc acttgattac gtaaggcacc taaccggtaa tctctcagat catgcccatc
  1172041 taacaaaatg ctcccttcac tgacatcgta gaaacgggtc agtaagttag caatggtgga
  1172101 tttacctgaa cctgagcgcc caaccaatgc cacggtcttg cccgcttcaa ggtgtatatt
  1172161 gatatcattt agcgcaggcg tatccttacc gggataatag aaagtcacat ggcggaattc
  1172221 tatatcacct ttcgcccgtt caacttcaag cttgccttcg tctttctcct gctccatatc
  1172281 caatatgctg aataacgtct gacaggctgc cataccgcgt tggaactggg tattaacatt
  1172341 tgtcagcgac ttcaatggac gcatcagagc aatcatcgca gagaatacaa cggtgatagt
  1172401 accggcagtc aacgtttcca ttacacttgg aaaacttgcc gcataaagta caagtgccaa
  1172461 tgcaaaagag gcaatcaatt gaatgatggg atctgaaata gaagaggcag aaaccagttt
  1172521 catcccctgc tggcgcatac ggttactgac agcatcaaag cgctcggttt caaccttctg
  1172581 gccaccaaag atcaaaactt ctttatgccc tttgagcatt tgctcagcgc tggtggtcac
  1172641 ttcccccata gtattttgca tattcttact gatattacga aaacgtttgg ataccagacg
  1172701 gatcgaaata gacacaatgg gtgcaatgac gattaaaatc agcgacaact gccaactgta
  1172761 ataaaacatc ataatgaaca aaccaatgat agaggcccct tcccgcacca cagtcaccaa
  1172821 cgcactggag gaggacgcag ctacctgctc agagtcgtaa gtaatgcgcg acaataaggt
  1172881 acccgtcgat tgttggtcaa agaaagaaac aggcataccc atcatatggc tgaataagcg
  1172941 gcggcggata tgcattacaa ctttacccga cacccaagaa atacagtagc ttgagacaaa
  1173001 accagtcacg ccacgcacta ccattaggcc gataacagcc aaaggcatcc atttcagaat
  1173061 tgaactgttc gaattgccaa acccatcgtc tagcaagggt ttcagtaacg acagcataaa
  1173121 agtatcactg gccgcattaa ggattaatgc tatcgccgca acgataagac cggccttata
  1173181 aggggagatc gtcggccata ggcgacgaaa ggtctgccaa gtggatagat ctttatcatt
  1173241 catcatgcaa ataccaacac cataagaaat agcggcccat tctactcatt atgacctcta
  1173301 acgccaaacc gctggtgata ccaacgtggt tttaattgtt cccgatagcc tttaacgaac
  1173361 caagtatcgc agtgaaaata tacacttaat tgccctgata ctgatgtatc acgccaaata
  1173421 atgccatttt tttgatagcg attgatcact tttttcgcag gtagtcgcca ttggttataa
  1173481 cgagcaacag aagcgagggc caattctggg ctaactgccc gtagaaaagg cgcggttgaa
  1173541 gaagtattac tgccgtgatg gggcacttgc agcaccgttg atgttaattc tccccggata
  1173601 tcgctcacca actgccgttc tccttgggac tcaagatccc cggtcaacaa tacactatgt
  1173661 ttaccatcat taatgcgaat gacacatgag tcattattct gagcattaac cacctgttct
  1173721 ttcggccata acacgtcaaa atctaaacct tgccactgcc atctctcccc ctgtttacaa
  1173781 ggcagagtat tggctacgtt ttttacagag aaaggcgcac gtaccgttgc ctgcggaaaa
  1173841 gcatccaaga gtacagccaa accgccagta tggtcctgat ggtcatggct aaggataatc
  1173901 tgttcaacag taatgccacg ccatttaagg agcggtaaaa cgacaatagc ggccatatta
  1173961 cctgtaggcc aatgattgcc agtgtcatag ataatggctt tcccctcacg ctcaatcacc
  1174021 acagccagac catgcccgat atccagcata tccacacgcc agtgatactc atcacgccgt
  1174081 tgagtcagta ataccatgtt catacacagc acaatgacac caagaggatg actgcgccac
  1174141 cattgaaagc gccagataaa taatgccagc caaccaccat aaccgatcgc aacagaagcc
  1174201 atgccagtgt gtaaccagcc ttcttttagc tgattgagcg ggaatagcac cacagtcaac
  1174261 gagatatcag ccaagaacca aaatatatca gcaacagcag ggagcaatgc taaagccaat
  1174321 gctaataata cgcagggtac ggtgaacaat gagactattg ggaccgccca cagattggcg
  1174381 ggtatagaaa ataaacttat accgtggaat aaccctatct gtaacggcat cagcagtagc
  1174441 atcataccaa actgcaaatg aaaccaacgg ataaccaagc cataccaacc agtaatgaaa
  1174501 cgagaagaaa caggggccaa gtgaaaccaa catatcaggc taaataccgc caggcaggag
  1174561 agccaaaagc tgtctgataa tacggctagc gggtcgctga ctaaaattag ccccaaagcc
  1174621 cacctccaca cctgccatgg gctacataaa ataccgaaca aacgtagcag cagccacagc
  1174681 gttaacgcaa tggccgcccg gattgctggt gagtttgctc ctgccagcca gacataaatc
  1174741 atagcaatca gccagccaat cagtagcggt agcaaaggcc caatccaact gacaggaaaa
  1174801 aggagctgta ctaatcgggc aagcatccca ccaaataagg ccgccagtgc aatatgtaaa
  1174861 ccggaaatcg ccatcaggtg cgcagtgccg gtgtagcgta agagtgacca ctcttctttg
  1174921 ttcagttgtg atctttcacc aaaggccagt gctagcatga tccgccgctg atcatatccc
  1174981 accagttgct gctctatgct actgataatt tgctgacgaa aattacactc tgcatccagt
  1175041 aatttagcct caatgatgcg cccttgtagt ggacgtctgt tagcaatagc ccagcgctga
  1175101 ctgtcaaacc cgccctcatt cagtacgcta tgtactgccc tcatacgtaa cctaaacgcc
  1175161 cagcgttgcc ctgcacagta ttgatccaac cgttctggcc acttaacgtt gactgctatt
  1175221 ggagggaaaa cccgtttttc attaattttc tgaatactta tcacaacttt ctggccgtca
  1175281 tcccatgaaa gagatgaact gtttattgtc gcaactatct gctgatcccc ctgggttaat
  1175341 gcttctgttt gcatcagtat cccattgcta tgccaaaccc cccacaggaa gctaatcaca
  1175401 atcagcgcta aaaattggca gtaacgattg cggcttaacc acaaaaatgc acttagggct
  1175461 aatagagaac caatgatagt gggccctggt agttgatgca gaaaaataag aggcaagatc
  1175521 ccgacaatga cagcagcggc gacccgatct gttgataacg cgataaaaac catccctgtt
  1175581 tttactcttg aatagcctca ttgctattca tctctgtcgt ctggctgttt acgccatttg
  1175641 gaataggttg attctcaaca ttggggccaa agacgctagg gcaaaaagta taatttcagc
  1175701 actggctcgt tagttatttt aacttgttgc aggatccgcc aaaaaaatgc gggatgtatc
  1175761 gaaaccagaa acatgttgaa tcccagagtg tagacagtgt gtattagtca aaaaacatgt
  1175821 aggacgcgta tttatggacg catgtttatg ggtggatgtt tatggatgga tgtttatgga
  1175881 tggatgcata caaagaagtg cttgtggaac aacacagaga aaagaaacac agagaaaaga
  1175941 gagtaagagt gacgataggg aggataaccg gcggtctata aaactatgtg ataaacacgc
  1176001 tattcaagga attcattttt acagatatat cattgacttt ttacgcaaaa aaaacgatgc
  1176061 cgataagggc accgtttcgt atcagcgttt acataataac gcggtaagtt gtgaacaact
  1176121 tagccgtaga tattagcgcg atctcgcaat tctttacctg gcttaaagtg tggaacatac
  1176181 ttaccttcca gttcaacttt atcaccggtt tttggattac ggccaacacg cggagcacgg
  1176241 tagtgaagag aaaaactgcc aaatccgcgg atctcaatgc gctcaccttc agctagtgtt
  1176301 ccagccatat gctcaagcat ttctttcact gcatcctcaa cgaccttagc aggcacgtga
  1176361 gattgctggc cagcaagtct ttcaataagt tcagacttgg tcatattacc tccaagcttt
  1176421 tcagctaaac taccgtattg gggcggaaga accgcccccc gttattactc gcctttcgca
  1176481 gctttgaacg cttcagccat tgcgctagag aaattacttt cttctggctt ggtgttaacc
  1176541 gtagcaatag catctttctc atcagcttcg tctttagcac gaacagacag gctgattacg
  1176601 cggtttttac ggtcaacgcc agtatatttg gcttcaactt catcacctac gttcagaacc
  1176661 agcgtcgcat cttcaacgcg gtcacgagtt gcttcgaaag cacgcagata accttctacg
  1176721 ccgccagcca attcaactgt agcaccttta gcgtcaactg cagttacttt accagtaaca
  1176781 atagcacctt tcttgttaac agacaggtag ttattgaacg ggtcttctgc cagttgtttc
  1176841 acgcctaagg agatacgctc acgttctgcg tcaacctgca gaaccacagc tgcgatttcg
  1176901 tcgcctttct tgtattcacg aactgcttct tcgcctgcaa cgttccagga gatatcagac
  1176961 aggtgaacca ggccgtcgat gccgccgtcc aagccgatga agataccgaa gtcagtgata
  1177021 gacttgattt taccttcaac gcggtcgttt ttgttgtggg tttctgcaaa cagctgccat
  1177081 gggttagatt tgcactgttt caggcccaga gaaatacgac gacgttcttc atcgatgtcc
  1177141 agaaccataa cttccactac gtcgccaacg ttaacaactt tagacgggtg aatgtttttg
  1177201 ttggtccaat ccatttctga aacgtgtacc aaaccttcaa cgccttcttc gatttctacg
  1177261 aagcaaccgt aatcagtcag gttagtcaca cgaccagtca gcttagtgct ttctgggtaa
  1177321 cgtttagcga tagcaaccca tggatcttcg cccagttgtt tcaagccaag ggatacacga
  1177381 gtacgttcgc ggtcgaattt cagaacttta acagtgattt cgtcgcccac attgacgatt
  1177441 tcgcttgggt gtttaacacg tttccaagcc atgtcagtga tgtgcagcaa gccatcaacg
  1177501 ccacccaggt caacgaatgc accgtagtca gtcaggttct taacgatacc cttgacttcc
  1177561 atgccttctt gcaggttttc cagcagttga tcacgctcag cgctgttctc ggattcgata
  1177621 actgcacgac gagaaacaac gacgttgttg cgtttctgat ccagcttgat gactttgaac
  1177681 tcaagctctt tgccttccag atgcagagta tcgcgaactg gacgcacatc aaccagtgaa
  1177741 ccaggcagga acgcacggat accgttcagt tcgactgtaa agccgccctt cactttgccg
  1177801 ttgatcacac cagtaacggt tgcagcttct tcgtaagctt tttccagcat cagccatgct
  1177861 tcgtgacgct tagctttctc acgggacagc agagtttcac cgaagccgtc ttcaacagcg
  1177921 tccagagcaa catcaacttc gtcaccaact tgaatttcca gttcgccttg cgcgttcttg
  1177981 aactgttctg ctggaattgc tgactcagat ttcagaccag cgtcaaccag tacgatatct
  1178041 ttatcgatag aaacaacaac accacggacg atagagcccg gacgtgtttc aattgttttc
  1178101 agggattctt caaagagttg agcaaaagat tctatcatgt taataatctt caggattctt
  1178161 aagtttaacg tccatctagc atcccgccgg atggggttgt ttcacatgcc tcgccacaca
  1178221 tccttgcaac aaggttaaag tgctcttcaa tattaatttt aataattttt aaaaaaatcg
  1178281 tattgagagc gcagaactga ccgcattgtc gttatttttt caacggcaag gctaaaattc
  1178341 gttgggcata agccagcgcc tgttcgatca cctgttcgat ggacatactg gttgaatcca
  1178401 gtaccaacgc atccgccgca gggactaaag gtgcaacaga ccggttacga tcacggttat
  1178461 cccgctcctg tatctcggcc aaaagacgtt caaagttaac attaaaccct ctttcctgca
  1178521 actgtagcat acgtctgtgc gcgcgttctt gcgaactggc atcaagaaat attttcacag
  1178581 gtgcatcagg aaacacgata gtccccatat cccggccatc agcaattaaa ccaggcgctt
  1178641 cgcgaaaagc tcgctggcga cgcagtaatg cttcacgtac acgggggaaa gccgccgctt
  1178701 gggatgcagt attacccact gtctcggttc ggatctcatt gctgacatcc tcgccttcta
  1178761 aaataacttg tagctgccca ttctgtgaaa caaaacgaac atcgagatgt gcggcaagtg
  1178821 gtaccaatgc ctcttcggtg ctgatatcga cctgatgatg caaagcagcg agtgccagca
  1178881 ctcggtaaat cgcaccagaa tccagcaagc gccagttcaa tgattcagcc aatgctttgc
  1178941 aaagcgtacc tttacccgca ccactcggtc catcaacggt tatcaccggg gctatcgccg
  1179001 tcatttatct ctcctttcgg taggcaaacc tcttgtctgc ccccggcagg gcagacacag
  1179061 aggtagcatt atacgctgca tcggtatgaa ctgttaccct gagttggttc agttgctgaa
  1179121 aataagacca tagattgtag cttgaagtgt agaaaagata gggaggatag ccagaaaaac
  1179181 atttgcgata gcgatctatt cgcttactcc tcgccattta taaaaaaaat gaacaatgaa
  1179241 gagagatatc ctatagaaat aggcgcttga ttcgcgcccg ttttagtgta atagaaccca
  1179301 ttcaattcag gtgctatcag gccagttggc tcagacgcgc aaactgttca aaataatcag
  1179361 ggaaggtttt tgcggtacat ttcgggtcaa ggatcgtcac gggggtatct gataacgcga
  1179421 ccagcgagaa acacatcgcc atacggtggt catcgtaggt accaatatct gcagcagtta
  1179481 gctgcaaggg tggaaccacg cggatgtaat cttccccctc ttccacttca gcacctactt
  1179541 ttctcaactc ggttgccatc gccgtcagcc ggtcagtttc ttttacccgc cagttgtaga
  1179601 tattgcggat cgtcgttggg cccgtggcaa ataatgccgt agtcgcaatg gtcattgcag
  1179661 catcaggaat gtggttcata tccatgtcaa tgccctgtaa ttcaccacga ctgcactcga
  1179721 tataatcatc cccccacgtc actttcgcgc ccattttttc caacacatcg gcaaatttag
  1179781 tgtcgccctg tacacttttc ttgccaatac cagtgacacg cactgttccc cccttaatag
  1179841 ccgcagccgc taagaagtag gaagccgacg aggcatcgcc ctcaaccaaa taagtccctg
  1179901 gtgagcggta ggtctggccc cctttgatgt ggaaaatttg gtagttctca tgccccacgt
  1179961 caataccaaa tgctttcatc aagtgcagag taatatcgat ataaggtttg gaaaccagat
  1180021 cacccataat ccgaatagtc gtatcttgct ccgccagcgg ggcggtcatc aataaagcag
  1180081 tcaggaactg gctagagaca cgcccatcaa cagttaactc cccccctcgg aaaccaccac
  1180141 gtaaacgtaa tggcgggtaa ttttcttgtt ccagataatc gatctgtgca ccgccctgac
  1180201 gtagcgcatc caccaaatgg ccaattggcc gctccttcat ccgaggctca cccgtcagta
  1180261 cgatatcgct attacccaaa cataacaccg cggccaaagg acgcatggct gtgccggcat
  1180321 tgcccaagaa aagcgacaat ggctgttcag ccactaattt cccccccaga ccatcaacct
  1180381 cacagcatgt gcgatcagca gaaaggcgga agtccacccc taatgcctgt aatgcattga
  1180441 gcatgtggcg gatgtcatcg ctgtctaaca cgttattcaa ctgagtggtc ccttcggcca
  1180501 acgcggccag aagcagtgcg cggttagaga cactcttcga accaggtaaa ttaacggtgc
  1180561 cattaactag ggcaatgggt tgtaaggtca gggattccag catgggaaaa acattctcca
  1180621 gtcttgtata ggcaacagcc tcgaacaaaa cgaagctgtt attacaaatt aacgtgttat
  1180681 tacgaattta cgcgttatta cacacgaact cattgttgca agaggcccat cgatccggag
  1180741 cggatgagta cccgctccag aaaaatcagc catggcggcg ttcaaaatca gccataaagt
  1180801 cggttaaggc ttttacgcct tcaattggca tagcgttata gatagaagcc cgcatgcccc
  1180861 cggcaacacg gtggcctttt aaggcctgca gaccttgtgc ttcagcttca ctcaagaaca
  1180921 gtttatctaa tgaagcatct gccatttgga acggcacatt catccaagag cggttagtaa
  1180981 tagcaacctg attgcgatag aagcctgtgc ggtcgatggc accgtacaat agttcagctt
  1181041 tcgcctgatt gcgcttttcc atttcgccca aaccaccctg ctctttcagc catttaaata
  1181101 ccaggccaga aagataccaa gcgaacgttg gcggtgtatt gaacatcgaa tcgttatctg
  1181161 ccaatacctt gtagtccagg atcgacggca acgccgtgtg ggctttccca agtaaatctt
  1181221 cacgcacgat aaccagtgtc aagcccgctg ggccaatgtt cttctgtgcg ccagcataga
  1181281 tcacaccata acggctaata tcgataggac gggaaagaat ggatgaggag taatcggcaa
  1181341 caacaacttt attgccgaaa tcaggctgtt cattaatcgc aacgccgtca atggtttcat
  1181401 ttgggcaata gtgcacatag gccgcattat cgctcaactt ccattgcttc attggctgaa
  1181461 tacctgttaa gccattgtca tgggtggtga catcaataac attaggagtg cagtattttt
  1181521 gtgcttcttt aatcgcactg tgcgcccaat agccaccatc gatatagtca gcgctgttgc
  1181581 ggtcaccaag caagttcaat ggcaccgcag caaactgtgc tcgggcacca ccatggcaaa
  1181641 ataacacttt ataattagcc ggtatctgca acaggtcacg cagatctttc tccgactctt
  1181701 cagcaacctg cataaattct ttactgcggt gactaatttc catcaccgac gttcccaaac
  1181761 catgccagtt acgtaattct tgttctgcac gacgtaatac ttcgaccggt aacattgctg
  1181821 gaccagcgct aaaattataa acctgtgtca tttcccctca ccacactcta ctgagattgc
  1181881 catcgttata acccgtaccc cggttttatc attcgagtcg gcctgctgca acggttatac
  1181941 ccaaaataat tcgggttgcc gcaagggaga gacaaatagg ttggaaccga tttgaacagc
  1182001 atttatgctg tccgagggtg agcctcaggg atgagactca ttaatcccga tgagcttatt
  1182061 tattttaaag tcaactacca gtaagtgact ggggtgacaa atctgctggg agcagatttg
  1182121 aacgctgctt gcagcggcct cgcagaggcg aggcccaagg acgggccgag taataagggc
  1182181 cgcttccccc tacatcttga aggacgacgg gtatcgatca tatgccgata gataaacccg
  1182241 ttaataaact aacaccacgt tgagtatcgt aagtcatcgt tgtattcatt gtgattcgtt
  1182301 gatttacatg ccaaatcgct cccacagatc ctgcgccttg atcgctatat cctgcaagcc
  1182361 cgacaccaat agagacttta gaacccgatt tttgaggaat aaccgcagca gccatcgtcg
  1182421 ccgctattcc cgcgtttaat tgtttctgct tttgattaat atctttatca aaaccgccaa
  1182481 attttccatt agaataggtt aaaaattcat ttttaaaagt acgttggtac tcattgattc
  1182541 gagagtctgt atattgtttt ccggtatata taatggtatt aactgaaaga tcagtatagt
  1182601 tattagcatt atttaacgtc acatctataa gattagacat gtaattagcc tcttcattat
  1182661 agatagctaa caaagattca tcagcataga tatttgcata attactaaca ctctccatgc
  1182721 cattgtcagt ataattattg ctttcattag taaccaataa tattgagttg tcggtatatt
  1182781 caccagttgt attcaacaca gtatctaatg aggcatcagt ataattattt atattttcag
  1182841 tgacagtgga aaaagagttg tcagaatatt catttgataa attcagaaca tcatcaaagc
  1182901 tatcgtttaa ctgactaaca ttgattgtat ctgtattctc aacacctttt ttaacgctgg
  1182961 taatttgtct atcaccgata ttcagttcat cattccgtgt agcaatcgaa ccgctaccca
  1183021 atgcaattcc tccttcagag gataccgagc ctgtacctaa gctagcacta ttattaccgt
  1183081 ttgccgctcc gccgatatta acgacattat tccccgatgt accgttgccg ctaaccgata
  1183141 cagaatctgt cagagtggag ccggttgaat taccagatgt attaccgccg aacaccacgc
  1183201 tattggtaat cgcggttact gaatccccca cgcccatatt gccagagccg cccaatatag
  1183261 agttatcttc agtcaaatca tctcgaccaa ttccattccc atctatcacg tagttattac
  1183321 taccattgat attggcgtcg gtgctgtcag taacattgtt ttcactccca aaaatgtcat
  1183381 tgtttccacc accactaatg gtgttgtagt gccctcccgc gataatatta ttatgcgtat
  1183441 ccattaaatt atttacagag ctagcaataa tatcattgtt atgactgttg tgaagaccat
  1183501 tcagcgcacc agtgatcgta ttgttatcac tgccaatgag cgtattttga ttgtcaacgc
  1183561 accacgctcc tgatggggac gcgggatccg aataacaact attttcatta ccgataatat
  1183621 tgctgttgct ctctataaga ttattactaa tgccagacac agtattacta tcagaatcta
  1183681 ttatagtact gccctgagtg acaataagta ggttgttgtt tgagtttatt aacgtgttat
  1183741 tctgcgcgcc gtagaagagg ccatcgccca agctaatggc gctgatcata ttgccatcgc
  1183801 tacttaccag gttgttactc tgaccaccgt ctatcgtatt attatgagag tcgataagat
  1183861 gattactaaa tcctcccaac tgctcattac caagaccggt tagtgtatga atatcgttat
  1183921 tactgctggc gtcaaaaata ttgattgtac cattaccgtt attattggta ctgccattaa
  1183981 tattcgtatt gttagctatc actatcggcg aagtaaatac tgcgattaac caagtggcga
  1184041 tatatatgca ttgcatccgt tgcatccgtt taatttcctt attcattaat taatgccaaa
  1184101 agcaaaaccc gctgcaacac cgacaccgcc ttcagtgtcg gcagaaacat tgactcgcgt
  1184161 tatcgtttta tgattgatgt tccagtcgcc tcccacagcg agtgcacttt gcccgcgata
  1184221 agcccctatc gccatcccaa acgatttttc atatccgaat ttttgaggaa tacctgacat
  1184281 cgccattgca ccagaaatac ctgcattagt cttattaaaa tttttgttaa ctttatcact
  1184341 aagttgattg tatttatcat caacataact tttagcatcg gataatgacg tttcaaacgc
  1184401 tgtatttacc gtcttatccg tatagctatt tacatcataa acaattgatg aaactttact
  1184461 atctacatag tcataggtgt tatttagtgt ttctttcgac ttcccgtcca tgtatgtttt
  1184521 agttgtatta aatatctcag cagttttgct gtcagtataa gtatttgcac tattcaatgt
  1184581 ttcagatgat ttattatcag tgtagctatt tgctgaattt agcgtttcgg atgatttgtt
  1184641 atccgtgtat gtattggcat tattaattgt ttcagtcgct ttgttatctg tgtatatatt
  1184701 cgcattatta agtgtttcgg tcgcttggtt atccacatat atattagcgc tattaagtgt
  1184761 ctcgccagct ttagccacca gttgaccgac attcgccgca tcggtatctg cgacacccgc
  1184821 tttaacaccg gttatttggc gatcaccgat gttcatttca tcagatcgtg ttgcattgga
  1184881 gccgctacca atcgcaattc cgccattcgt tgacgtgccg ccacctaccg atactccatc
  1184941 cccatcacta acactgccat tcccaatgac aacgccattt atcgagttgg ataaactgcc
  1185001 accgttgcca acaacgacac catttgttga accgccaagc gagttattat tccctaccgc
  1185061 agttccattg ccaataaccc ccgtattgaa atcaccgata ttgacatccg caaacacaga
  1185121 cccagaaaaa attgccgtga tgataacaac cgattttttg aaattacttt ttgtaaacat
  1185181 gtttaatatc cataaatgct attagggttt gcattatttt caccccatta tattttgaca
  1185241 cattgatacc gactcaatgg ggcgtccatt ccattacaac catattttgg ttaattttat
  1185301 taagagggta ttccccttcg gatataacca aaaccattct atctattatt ctgcgtcgaa
  1185361 tgaattgcaa aaatgagtgg agagggttgc aataaatgtc tggcggaaat tttgcgaaga
  1185421 ccgtagcctt cgcaaaaaag tcacagtatc aatatgtgtg gaatagtttt tgaatttctt
  1185481 gtggtttttg agtttgcgtt aatgctaact gtaataaaac ccgtgctttc tgtggattaa
  1185541 gtgcacccgc agcgacaaag ccgtatttag cgtcatcaat ttcagcacct tctgtggttg
  1185601 aaccactggg cacacgagac gagcgcacaa ctgcaactcc gtgacttgcg gcggttgcca
  1185661 gcgtatcgaa aaccgtatga tagagattac cattccccac gccagcactg acaatcccct
  1185721 gataaccatc ggcaatcaat gcctttgcgg gtatgtccga tgcatttgca tagttataaa
  1185781 taatgccaac tttcggtaac gtatttagct tactgatatc aaacgcgagt tgtcttgctg
  1185841 ctggttgatg caaataatta actttaccat catagatata ccccaatggc cctgtattcg
  1185901 gtgattggaa tgtttgcact gatgtggtgt tggtttttac cacatcacgc ccagtgaaaa
  1185961 ccatgtcatt catcgccacc agcacacccc gtttagccga gtctgcgtca ctggcgacca
  1186021 ccaccgcgtt gtagaggttc aacgggccgt cggcccctaa tgccgttgcc gggcgcattg
  1186081 cgccgactat caccacgggt ttatcacaat tgacggttaa atcgaggaaa taagccgttt
  1186141 cttctaaagt atccgttcca tgagtgatga caaaaccgtc tgttttcgtg cagtctttat
  1186201 tgattttttt cgccaatgtg agccaaacat cgtcattcat atcttgtgag cctatattca
  1186261 ccacttgttc gccctggata ttcgcaatgt cttttatagc cgggacggcc tctaccagcg
  1186321 catctacccc caatttaccg gcggtataat tggattttgt agcagaatca cctccccctg
  1186381 cgatggtgcc cccggttgcc aataaagtga tattaggcag agcaaaaacc gggctactga
  1186441 tccctacaaa tattccggcg agtaccgtta gctttatata tttcatataa ttactacatt
  1186501 atttataagc taattaatta tacggaatat ccatatgaaa actgtgatat ctactgtgct
  1186561 ttcagaatac atggagctat taaccaaaac cccgtatgat tgcccgcttt tagtaccgcc
  1186621 aaaaagtgaa gacaatgacg caaactttta ttcccggcaa agacgctgcg ctggaagact
  1186681 ctatctcccg ttttcagcaa aaactgagcg acctcggttt taatattgaa gaagcctctt
  1186741 ggcttaaccc tgttcctcac gtttggtcgg tacatatccg cgaccgcgac tgcccgttgt
  1186801 gctttaccaa cggcaaaggc gccagtaaaa aagcggctct ggcatcagct ctgggcgaat
  1186861 attttgagcg tttatccacc aactatttct ttgctgactt ctatctgggc aaagccatcg
  1186921 ctgagggtga tttcgttcat tacccaaacg agaagtggtt tccgatcccg gcggataatc
  1186981 tgctaccgga aggcattctg gatgagcgtc tgctggcgtt ttacgaccca gagcaagagt
  1187041 tggtcgccag tgatttggtt gatttgcagt cgggtaatgc caagcgtggt atctgttcac
  1187101 tgccctttac tcgtcaatca gatttagaaa ctgtctatat cccgatgaat attatcggca
  1187161 atctgtatgt ttcaaacggt atgtcagcag ggaataccgc taacgaagcc cgcgtacagg
  1187221 cactgtctga agtttttgag cgttatgtga aaaaccgcat tattgcggag tccatcagct
  1187281 tgccagagat ccccgccgag gtattgaatc gctatccagg cgtggtagaa gctatcacta
  1187341 agctggaaga agaaggtttc cctatcctgt cttacgacgc ctctctgggg ggcgcttatc
  1187401 cggttatctg tgtcgtgcta tttaacccgt caaacggtac ctgtttcgcg tcattcggcg
  1187461 cacatcccga ttttggtgtg gcattagaac gcacggtgac ggagttatta cagggccgca
  1187521 gtctgaaaga tcttgatgtc tttactgcac caacctttga tgacgaagaa gtggcagaac
  1187581 ataccaacct ggaaacccac tttatcgatt caagcggtct aattagttgg gatatgttta
  1187641 agcaggatgc agattaccca tttgttgact ggagcttcaa gggcaccaca gaagaagagt
  1187701 tcgcgacatt gatggctatc ttccaacaag aaggtgccga agtgtacatc gcagattatg
  1187761 agcacttagg tgtctacgcc tgccggatct tggtgccggg gatgtctgat atctaccctg
  1187821 ccgaagactt gctgatggcg aacaacacca tgggtgtaca tctgcgtgat actttactgg
  1187881 ccttgccaga tacagactgg cagccagcac agtacttgga attgattcag cagattgatg
  1187941 atgaaggctt ggatgatttt gcccgtgtgc gtgaactgct gggtatcgcc tccggtaaag
  1188001 ataatggctg gtacaccctg cgggttggcg aactgaaatc aatgctggca ctggcgggcg
  1188061 gtgatctcga gcaagcgctg atctgggttg aatggacaca agactttaac gcttccgtct
  1188121 ttacagcaaa acaggccaac tattaccgtt gcctgcaaac gctactgctc ttgaaccaag
  1188181 agcctgatcg tgacccgatg caatattaca atgcattcgt caagatgtat ggtcaggaag
  1188241 cggtcgatat tgcctcagcg gccttatcgg gtgaaattcg cttcaacggc ctgttcagtg
  1188301 ttgacgaaga tctgaaagca ttacccgctc atcaggcttt actcggcgct tatgctaagt
  1188361 tgcaggcggc taaacgtcgc cattgggcta aaagcgagta atacggctct tccttaccgc
  1188421 tccgccaagt tattgagttt gtagcctggc gacaaacgtg cgtatcccga atcactgccc
  1188481 cgcgtcagtg attcgggcaa gagtgattca ggtaaacaag ggtgattcag gtaaacaagt
  1188541 accgctaatc cgctggcaac acccagtcca acagcgataa aaacccctat tccagatgaa
  1188601 aaaaaactaa aacgtcagta cgtattttcg ccacaccttg tttatttcgt tttggctgtc
  1188661 gctatttatt gttgcagtta ttccttatta aaaataaata cactcatctg agtctgacta
  1188721 ttgtttctgt tataaaaaaa cgctattttc tgacacccaa atgacctttt tgaacaatta
  1188781 tttttttcta aaaaggaaaa aaagacacag aggtaaataa atagttaatt tttaatgaac
  1188841 agcccccata aaaacagcta caaacatccc ttttctttaa ctttcccgac aacgttcagg
  1188901 ctgttaaatc aaaatttttt gcaaaaatta aaatattttt tcagtttaaa atcaatataa
  1188961 tagaccaata agccctataa aaaacaaggt ttaaggctaa actaaactcg cccaatatga
  1189021 tccatatcaa ttttcacgct atactgcttt gctagtatct cactgtgctt tattaaccct
  1189081 ataagagaga gttagtgtga aagctgacaa ccccttcgat gcattattac cttcggcaat
  1189141 ggctaaagta gctgaagatg ctggtgtcta taaagccacc aagcatccga tgacaacttt
  1189201 ttatttagcg attaccgcgg gtgtctttat ttccattgcg tttgtttttt atattacagc
  1189261 aaccaccggt actgcaggcg ttccttttgg ttttgccaaa ctggtcggtg gtatttgttt
  1189321 ctccttaggg ctaatgttag tcgtggtgtg tgggggtgat cttttcactt caactgtgct
  1189381 taccacggtt gccaaagcca gtggccgtat cacctggcgt caattggcaa ctaactgggt
  1189441 taatgtctat attgggaact tgttcggcgc actgttcttc gttggcctta tctggtttgc
  1189501 aggccaatat actgtggcaa atggtcaatg gggtttaaat gttctgcaaa cagcagagca
  1189561 caaattgcac catactttta ttgaggcagt gtgcttaggt attttggcta acctgatggt
  1189621 ttgcctggcg gtttggatga gttactccgg ccgtaccata acagacaaaa tgttagcgat
  1189681 gattttaccg gtgggaatgt ttgttgccag cggttttgag catagcatcg ccaatatgtt
  1189741 tatgatcccg ttgggtattg tgattaaaaa ctttgcttca cctgagtttt ggcaagccat
  1189801 cggttcagca cccgagcaat tcgctcactt gaccgtaagt aactttatta tcgataacct
  1189861 gatcccagtc accatcggca acatcattgg tggcggacta ttggtagggt tgacttattg
  1189921 ggtaatttat ctgcgcggtg accagcaaca ttaacgtgtg gccgctacgt ctggttttcg
  1189981 agaaattaac attaaaaggt agatgcatta tgaccgaact taatgagaaa ttggccaaag
  1190041 catggcacgg ttttaccaag ggtgattggc agaatgaagt caacgttcgt gactttatcc
  1190101 agaaaaacta caccccttat gaaggtgatg aatccttcct tgccggctct accgaagcga
  1190161 ccgacaagct gtgggcgcaa gttatggaag gtatcaaact ggaaaaccgc actcatgcgc
  1190221 cagtggattt cgataccgac gtagcatcaa ccattatctc ccacgatgca ggctacatta
  1190281 ataaagatct ggaaactatc gttggtttac agactgaagc gccattgaaa cgtgctctga
  1190341 tcccattcgg cggcatcaaa atggtcgaag gctcttgtaa agtttatggt cgtgagcttg
  1190401 atccacaact gaaaaaagtc ttcaccgaat accgtaaaac acataaccaa ggtgtgtttg
  1190461 acgtttatac caaagacatc ctgaactgcc gtaaatcggg tgtgctgact ggcctgccag
  1190521 atgcgtatgg ccgtggccgt atcatcggtg attaccgtcg cgttgcggta tacggtatcg
  1190581 acttcctgat gaaagacaaa ctggctcagt tcaattcact gcaggctgat ttagaaaacg
  1190641 gtaaagacct ggaaatgact atccagttgc gcgaagaaat tgctgaacag catcgcgctc
  1190701 tggctcaaat caaagagatg gcagctaaat acggctgtga tatttcaggt ccggcaacta
  1190761 acgcccgcga agcagttcag tggacttact tcggctattt ggctgcagtt aaatcccaga
  1190821 acggcgcagc aatgtccttc ggtcgtgttt ctaccttcct cgatgtgtac atcgaacgtg
  1190881 atatgaaaga aggtaaactg actgaaatcg aagcgcagga actgattgac catttggtta
  1190941 tgaaactgcg tatggttcgt ttcctgcgta cgcctgaata tgatgagctg ttctctggtg
  1191001 acccaatctg ggcaaccgag tctttggcag gtatgggcgt tgatgggcgt actctggtca
  1191061 ctaaaaccag cttccgcttc ctgaataccc tgtataccat ggggccatcc ccagagccga
  1191121 acatgaccat tctgtggtct gagaagctgc cactgaactt caaaaaatat gctgctaaag
  1191181 tgtctatcga tacttcatct gtacagtatg aaaacgatga cctgatgcgt cctgacttca
  1191241 acaacgatga ctacgctatc gcatgttgtg tcagcccaat gattgtgggt aaacaaatgc
  1191301 agttcttcgg cgcccgtgcc aacctggcta aaaccatgtt gtacgcaatc aacggcggcg
  1191361 ttgacgaaaa aatgaagatc caggtgggtc cgaaagaagc gccaatgatg gatgaagtgc
  1191421 tggactatga caaagtcatg gaacgcatgg atcactttat ggattggctg gctaaacaat
  1191481 acattactgc gttgaacatc attcactaca tgcatgacaa gtacagctat gaagctgccc
  1191541 tgatggcgct gcatgaccgt gatgtttacc gtactatggc atgtggtatc gcaggtctgt
  1191601 ctgttgccgc tgactccctg tctgctatca aatatgccaa agtaaccact atccgtgatg
  1191661 ctgatggcct agctgttgac ttcaacattg aaggtgaata tccacagttt ggtaacaacg
  1191721 actcacgtgt tgatgatatt gcctgtgatc tggttgagcg cttcatgaag aaaattcaga
  1191781 agctgcgtac ctaccgcaat gcggttccaa ctcagtccgt actgaccatc acatctaacg
  1191841 ttgtttatgg taagaaaaca ggtaacaccc cagatggccg ccgcgctggt gctccatttg
  1191901 gcccaggtgc caacccaatg cacggtcgtg accaaaaagg tgcggttgcc tctctgactt
  1191961 ccgtggctaa actgccgttt gcttacgcta aagatggtat ctcttacacc ttctctatcg
  1192021 tgccaaacgc actgggtaaa gacgatgaag tccgtaaagc taacctcgcc ggtctgatgg
  1192081 atggctactt ccaccacgaa gcgtccatcg aaggtggtca acacctgaac gtgaacgtaa
  1192141 tgaaccgtga gatgctgtta gacgcgatgg agaacccgga aaaatatccg cagttgacca
  1192201 ttcgtgtatc tggttatgct gttcgcttca acgcgctgac caaagaacag cagcaggatg
  1192261 tgattacccg tacctttaca cagtcaatct aactttttga cgcggtaagg tgttacaaca
  1192321 tgaaaggctc cacatattgt ggggccttta ttcattcaga gtaggaaata caggctatat
  1192381 tgctgagtgg acgataaatt caaatatcat tattttgaac cgtatgcttt catcttatcg
  1192441 aatgttcggg tgaactggtg tgtgcgatcg atctctttat attcaatatc actgatatcg
  1192501 gtacgctgat agccaataac cgggtaaatt ccgtaccagt tgtctatttt cattattttc
  1192561 aaccagttag aatccaaccc gtactctgac gatgactcgc catttgttaa tcgctgaaca
  1192621 gactccgtgt agttattgat taatttttca taataatgat tattgaccag atagctgtta
  1192681 gccagatagg cgaaattgac tttaaaaaaa ttatcatcaa tagcgttaac gatataatag
  1192741 ctggcggata aaaatgcagc atcccaatga atattattca gtttagagag aaaattgttt
  1192801 gtccggataa ttgtttcatc atcatcttcg aagaccatat cgtcttcaag tatcaaaata
  1192861 tttctccaat tattctcttg cgccattttt aatactgcaa gatgtgattt tgcgcaaccg
  1192921 ataaaacctg accctgctct tattgcctca aagcggatta ttttttcagg tggaaagcac
  1192981 actttttcca gttctttttt gatgtgctca tttctatccg tacgttcctt caaattaatg
  1193041 taaacaactt tgtctactaa agaccaattc caattttcat tcattggtaa aactccattt
  1193101 tcatctcata gttccgtata aaactcactt tataacgtta aaaactaaaa gtgacgataa
  1193161 aaaaggctaa atccctccac tcttttcctg tctattatca cataggggta gtttgcctac
  1193221 aataacagca ctgtataaga tactctcagc acatcattac attaacaatt aaaagatgct
  1193281 taattaccaa taattacaat aagttaataa tatattttac gtttttaact tgaaaatagg
  1193341 caggtcccca cgctttatgc tgtaacacac gtctagccga cggctctgtc agaaaaattt
  1193401 atccatcagg tcattgtttt ttatacgaac ggcttcattt gtaatgaatg gcattattta
  1193461 tagcgaatca atagcgtgat gagagactca ttggtcacaa aaatcccaat cagaaatagc
  1193521 attatctttc atctgatgta acagcctccc tctttagaca gcggtaggcc gaaaaatgaa
  1193581 aacgaactct gggttgaagt tatctgaaat aaggccatta ctttggtaat atactgatga
  1193641 ttatcaagac ccaaaaatgg aagacgtagt ctgcttcctg cctctaaaac gattccatct
  1193701 gataaggctg cgaattacag acttaccgtt taagtcaaac tataattaac agcataaaag
  1193761 acagaggtca gcgaaacccg aaatccttaa ttactgggct atgcctgagc tgaggctcat
  1193821 atacgcaacg ctttttatag taaatagagg taatattatt acaccagaaa aaattttaag
  1193881 gctctccgca atacaccaaa tgatgacgta tctgcgcgtc ttgtaaaatg cacaggtact
  1193941 gagtcccata aaggagtgtc tatatcatgc ctaccattca gcaccaaaca gtactaactg
  1194001 gaactttatg aacaagataa ccgattgtat tacaacagac ccctccgatc tcgtagagga
  1194061 taagaagcct gtgcttggtc gtattcattc attcgaatcc tgtggcactg ttgatggccc
  1194121 aggtattagg tttatcgtct tcttccaagg ctgcctaatg cgctgcctgt attgtcacaa
  1194181 cagagatacc tgggacaccc acggcggcaa ggaagtgacc gttgaagaat tagttaaaga
  1194241 agcagtcacc tatcgccact ttatgaatgc ttcgggtggc ggtgtcactg cctctggtgg
  1194301 cgaggccata ttgcaggctg agtttgtccg cgattggttc cgagcctgtc acaaagaagg
  1194361 cattcacacc tgtttggata ccaatggctt tgtacgccgg tatgatcccg tcattgatga
  1194421 gttgttggat gcaacagatt tagtgatgtt agatttaaaa cagatggatg acagcattca
  1194481 ccagaacttg gttggcgtat ccaatcaccg gactttagag tttgcccgtt atctggcaaa
  1194541 acgtaaccag aaaacctgga tccgctatgt cgtggtgcca ggctggtccg acgatgataa
  1194601 atcagcacat atgctgggtg aatttactca gaacatgagt aatatcgaaa aaatagaatt
  1194661 actgccttac cacgaactgg gtaagcacaa atggattgct atgggggaag aatacaagct
  1194721 tgatggcgta aaaccgccaa caaaagagat tatggatcgc gtgaaaggta ttttggaagg
  1194781 ctatggccac aaagtcatct actgatttag aaccctgtat tgatgcatgt tattggctaa
  1194841 agtgtactgt taactcatgt gtattaggtt tggcctaaca actgccgcca tgctggatga
  1194901 atccgctggc ggcgttgtct tatatattga taccgtttta tattgatacg gcttactttt
  1194961 ataccgcagc ataaggcgtt tgttggtgat ctggctttct caacagcatc atcaaataca
  1195021 cgaatgcgac acctgctatc atgataaata ataaattatc tgaatagcgc tgcatcagca
  1195081 gtgacgtcat cgtcggcccg gccaggctcc caagggtata actcatcagt aacgcctgat
  1195141 tcatcgcgac caattcatca gcgctggctt tttcacacgc ccaggccata gcaaccggat
  1195201 acaaagtgaa acccgcgcag cctaaaatga ataacgccgg cgccattgcg taattaccca
  1195261 agatcgccac actaccgagg atgacgacaa acacttggat ccgcagtacc agtaagcggc
  1195321 catagcggtc agccattctt cccataggcc attgcccaat aatccctgaa ctgaccagca
  1195381 acgccatcca cccccccacg ctggcgtcac tcatcccctt atgggataaa tacagtggca
  1195441 gtaacccata gagtgacccc aagagtacac cagagataat acatccatta atacctaaac
  1195501 gggcgctgcg gcgttttaac ataggccaaa ccgcaatagg cggtgactcg tgacgacttt
  1195561 gatgtgagaa ctgggcaaat agtagcggca gcattgccgt aatcaccagc gcccccaccc
  1195621 aaggaataac actgagcagt tgtgtggaga ctatacccaa taataattgc ccgatgacgg
  1195681 tccctaaata gtaaaccatc atgtaggccg ccagtagttg tccgcggttg gttaaggtac
  1195741 cactgcgtaa taaagcactt tcgacaatga cccaaatcag cgcgcaggca atgcccgcca
  1195801 aaaagcgcca acccaaccag ctccaaaaat caaccgttag catcagccca caagttgcca
  1195861 gtgcaaacaa tatacaggag caatgataac tgcgattaaa accgagttgc tgaataaagc
  1195921 ggcctgcaat caacgttcct accagattac cggtgaaata agatgagctc accatcccca
  1195981 cttgccaagt cggcaactgt tgatgtgata accataaggg aaccagtgta tttaaaaccg
  1196041 cgatagagat cgtgaacagc aaaagcccac aaagcaggag tagcacgggg cgagaatatg
  1196101 cggacatagt aagacagaaa ccgtcgggac aataaaagtg agcgcatcat gccactggcg
  1196161 ataaaaaagt caattaccca gtggggaggg atagcacaat atgtcattta gctatgattt
  1196221 cagtatttat gcggggcatt atggctggca gtgaggggga tacacaaaaa aagaaaagcg
  1196281 cccgtagacg ctttcgaaat agcagataac agacgcggca attaaccaat taaccaatta
  1196341 accaatatat tccaagccac ccatatatgg acgtaatacg tcagggacct ggatacgacc
  1196401 atctgcctgt tgatagtttt ccaacaccgc taccaaggta cgcccaaccg ccaaaccaga
  1196461 gccgttcagc gtgtgcacta aacgcgtctt tctgtcggtc ttgttgcgat aacgggcctg
  1196521 catacggcgc gcctggaaat cccacatgtt agaacatgag gatatttcgc ggtaagtgtc
  1196581 ctgtgctggc aaccatactt ccagatcgta agttttgctg gagccaaagc ccatatcacc
  1196641 cgtacacagc aataccttgc ggtatggcaa ctccagtaat tgcagaactt tctcggcgtg
  1196701 ccctgtcaac tcttccagcg cggccataga atcttccgga cgagtgatct gcaccatttc
  1196761 aactttgtcg aattgatgca tccggatcaa accacgggta tcacggccat aggaacctgc
  1196821 ttcagaacgg aagcatggtg tatgggcggt caacttcaat ggcagagaat cctcttccaa
  1196881 aatttcatcg cgcaccaagt tggtcagcgg aacttcagca gtaggaatca aagcatagtt
  1196941 actgttatct gattcttctg ccaacggttt agtatggaat agatcttcac caaacttggg
  1197001 taactgaccc gtaccgtaca aggtggcatg attaaccaga taagggacgt aagcttccag
  1197061 ataaccgtgt ttctcggtgt gcaggtctaa catgaactga gacagagcac ggtgcatacg
  1197121 ggcaatttgc cctttcatca ccacaaagcg tgcgccggtc agtttcacag cggcagcaaa
  1197181 atcaaggcca ccggccattt cgcccagaga aacatgatct tttacgtcga agtcatattt
  1197241 gcgaggctcg ccccaccgac tgacttcaat attgtcattc tcgtttttac ctaccggtac
  1197301 tgaatcatct ggcagattag ggatagacag cgctaaatcg cggatttcgt tttgtaactt
  1197361 atccaactca gctttagcgg catccagttt ttcacccaga gcattcactt ccagacgtaa
  1197421 tggttcgata tcttcgccac gcgcctttgc tgcaccgatc tgtttcgatc gggagttacg
  1197481 ttctgcctgc agactttctg tttcaacctg taaaactttg cggcgctctt cttgttggcg
  1197541 caacacctca acatcaagtt taaaacctct gcgagccagt ttttcggcga ctgcgtctag
  1197601 ctcattgcgc agcatattgg gatcgagcat gctagtcctg tgcttgtagt tatggatata
  1197661 cccttttgac ttgacgttac tgcggtatta gcagccccag ctcactcgaa tcacttggcc
  1197721 ttcgtaggct catcaagatt cgctggctga ttacctgcaa cgccaatcat taagggcata
  1197781 aatggtaatt aaagaagaat ttaacgacgt aagcgatata aacaaccact taccaagtag
  1197841 ttataatgct aaccttaccg caaccgcaaa gctagcggta gcgttttatc gggctatttt
  1197901 tatcctgttc agctaaccat gccagcttct caccgatttt accctccaga ccacgagatg
  1197961 ttggcaaata gtagcgggtc gccgccattt caggtggaaa ataattttca cctgcagcat
  1198021 aggcgtgctg ctcatcatgg gcatagcgat actcagcgcc aagccccatc tctttcatca
  1198081 gtttagtcgg cgcattgcgc aaatgctctg gaacatcgaa atcgggctta tcgcgagcat
  1198141 cctgcatcgc ggctttaaat gcagcataca ccgcgttact tttaggcgcg caggctaaat
  1198201 aaacaattgc ctgggcaatc gcccgctccc cttcggctgg ccccacacgg gtaaagcaat
  1198261 cccaggccga tatcgccacc tgcatcgcac gtggatcggc gttaccaaca tcttccgatg
  1198321 cgatagccaa caaacgccgg gcaacataga gcggatcgcc ccccgcggtg ataatgcgtg
  1198381 cataccagta cagcgccgca tccggtgccg aaccacgaat agatttatgt accgccgaga
  1198441 tcaaatcgta ataacggtcg cctttgttat caaaacgggc gctacgctca ccagagacct
  1198501 ctttcagcaa ttctggcgtc aacacacgga cgccactggc atctatttca gccatgtcag
  1198561 ccatcatttc caggctattc aacgcccgcc gagcatctcc gccgacgagc tcagacatca
  1198621 tgcggcgagt ttcatcaggc agtaaaatat tctgcccgcc gtaacctcga ctgctatcag
  1198681 acatcgcctg gtcaatcacc ttctcgatat ctgctgcggt tagtgccttg agcaaataga
  1198741 ctctggctcg cgagagcaat gcagaattta gttcaaagga ggggttctct gttgtagcac
  1198801 caataaaagt gatggtgcca tcttcaatat ggggtagaaa tgcatcctgc tggctcttat
  1198861 tgaaacgatg aacttcatca acaaacaaga tagtccgccg gccagcatca cggttttgcc
  1198921 gcgcccgctc gatagcctcg cgaatctcct taataccgga ggtcaccgca gaaatccgct
  1198981 caacatcggc ttgaccgtag cggccaataa tttctgccaa tgttgtttta ccggttcccg
  1199041 gcggccccca gaggatcatg gagtgtaact gcccggcaac gattgcccgc ggtagcggct
  1199101 tacccggtgc cagcaaatgt tgctgaccaa tatattgatc caacgtcaaa ggccgcatac
  1199161 gcgcggccag tggttgaaac tcattttggg aaaaatcgag ggacatatta ctcactcaga
  1199221 cctcactacc gctgatcatc cagcgtcaca ccttttgggg gagtaaaggt aaacttactg
  1199281 gcatcaacca cgctactttg ctggcttttc agtgtataag cactgcgttg accatcttgc
  1199341 tcaacagcag taaagctttt gatagtgccg cttggcgtca cacttatcgc aaattgcttt
  1199401 aaattgccgc tagcactttt aggtgtcagc tcaaaatcat cgcctttctg cttaacatta
  1199461 tattgcttcc agtcatctgg gttgttgcga gtaatcaaca taaacggtgt attacccgtt
  1199521 gcattcttca accaagtggc ggtggcttgt tcaacaaatg ggttataaaa ccacagagtt
  1199581 tccccatcag agattaatac gctttcatcc ggtgatgtca tatgccagtt aaacaaatta
  1199641 ggacgtttta cccacagttc gccctcacct tcctgcacta ccgccccgtc tgaactggta
  1199701 acagcttgcg agaagctggc atggaagcta ttcactttac tcaaccgatt ttgtagatct
  1199761 gtgctggcat ctgccaacgc agaagctgaa atcaaacccg atagaaaaca gcaagcaaca
  1199821 agcagtcttt tcattattct aaatacctta taaatttcat tgcaccccta ctgggctgcc
  1199881 acaaaggctg attcatcaat acgttccccc actggcttga cgttgcaggg gggacactaa
  1199941 cctcgaacct ttaacttgcg taagggccgc aaagcgcccc ttcagatatt aacaaaactc
  1200001 gtcagcacta ccgcgaaagt aacccattac tcatggggtg gtggtgccag aacctcacga
  1200061 ttaccattat ggcccggtgt actcacaatc tgctgagctt ccatctgctc gataatacgc
  1200121 gcggcccggt tataaccgat acggaactgg cgctgtacac ctgagataga ggcccggcgt
  1200181 ttttccagca caaagttcac ggcttgatca aacaatggat ccagctcttc atcgctgtcc
  1200241 agaccaaggc caccgccttc gccctcttca ccgccactga ggatactatc aatatattgc
  1200301 ggacgaccac gggctttcca gtcattcacc acagcatgca cttcctgatc acggacaaac
  1200361 gcaccatgga cacgtaccgg aattgaggag ttaggggcca tatacagcat atcccccatc
  1200421 cccagcagtg attcggcacc accttgatca aggatggtac gcgagtcaat tttactcgat
  1200481 accgtaaatg caatacgcgt tggaatattg gctttaatca aaccagtaat cacatccact
  1200541 gacgggcgct gtgttgccaa aaccagatgg ataccggcag cacgggcttt ttgagccaaa
  1200601 cgggcaatca actcctctac ctttttaccc accgtcatca tcaggtcagc aaattcatca
  1200661 accatcacca cgatgtatgg cagttttacc aacattggtg gtgagatatc catactgtca
  1200721 gagggtttcc agaacggatc cgggattgga cgccccatgg cctcagcttg agccactcgc
  1200781 tcgttgtagc ctgccaaatt acgcacacct aaagcagaca tcaatttata gcggcgttcc
  1200841 atctcaccga cacaccaacg caatgcattt gcggcatcct tcatatcggt aactaccccg
  1200901 gttaacaaat gaggaatacc ttcatacact gacagctcca acattttcgg gtcaatcatg
  1200961 ataaagcgca cgtcatctgg cgtagcttta tacaagatgc tgaggatcat cgcattcacc
  1201021 ccaacagatt tacccgagcc ggtggtacct gcaaccagta agtgaggcat tttagctaaa
  1201081 tcagccacca cgggttgccc ggcaatatct ttacctagca caatcgctaa tggcgatggg
  1201141 ttctcacgga acttggcgca atccagaact tcccgcaggt aaacggtttg ccgatgtttg
  1201201 ttaggtagct ctaagccgac gtaaggttta ccagggataa cctccacgac acgtaccgcg
  1201261 atagccgata aagagcgggc taagtcgcgg gataaattgg aaattcgcga cgctttaacg
  1201321 ccaggtgcta gatccagttc aaaccgggta atgacaggcc ccggagaaat ccccaccact
  1201381 tcagctttaa cccgataatc acctaaccgg gcctcaacca accgagcggt ttgttctaaa
  1201441 gcgaacatat ccaccggctc ttcttccgca ggcggagaag acagcaaatc aagcgtaggc
  1201501 aatggtgttg tcggtttttg caacggctgg tcattacgca tcaggaaggg atggatcaaa
  1201561 ctatccatag ccgctgtcgg ctgtgaaaac gctggcggtt gcggagatgg cgctaccggt
  1201621 gccgcgctca ccggtgctgt attcagcgac gcaatgctag cgggtgtaac gctggttgat
  1201681 atagcactgg ctgatgtaac tacaggctgt gacaccggtg ccggtgtcga ttggccatat
  1201741 gttgattgcc cgtatgttga ttgaccatat gttgattgcg tatggcttgg ctgagttggt
  1201801 gcggattgcc ccaaatgtgc ctgctgcacg ggtggctggt aagttggcac ttgctcagga
  1201861 taatcttgga ggagagattc ttctttccct tctaactgca ctggctcatc aacatctgtc
  1201921 tcatcaacat aaggagaaag cgtgaacaga ggctcacgcg ggctgtcatc gactaaatca
  1201981 gcaatcggtg agaaggtaaa agccgtactc gtatcaaccg aacgtatgtt gtcaacggcg
  1202041 ttatctgtat cccccgtagc cccataacgg tgttgctgtt gcgcggcaaa agcctgacgt
  1202101 aattctgcct cttgcaaagc ctgctcatct tcaagatcgc tcacctgcga gggcgtggtc
  1202161 ggcatttctg ccgcaggtga ccgttctgtt atagatgact gttctgctaa agttgataac
  1202221 gcgtaacgtt ctgattgctg atcggcaaac gctttgcgca agatagcctg ctgcaaagca
  1202281 gcatcttcat cagatgttat ttcagtaccg taagaagatg ccgccatctg agggttttgt
  1202341 gtttcgtcac catcacgttc acgtaattcc tgctctgcca tacgctgcga aggcagcttg
  1202401 atgccgaagg aggccaattc acgccgtgtt ggaatacgaa ccggatttgg ccgtggcaat
  1202461 tcagggccaa taccttgttt tatttgggag ctactgtcac tggtggccgt aaacgcgggc
  1202521 ataaaagccg ccgccgcagt cgctgctgcc acagtaccag atgctaatac tggcttattg
  1202581 gtcaggctcg ttgtggataa accatcaatc tgtgcatcca agccagggtt catatacggc
  1202641 gtattaccta ccgaaatatg actgctctgg gcgctatgta tctgatgact acctgactgg
  1202701 ttactacccg gctgacgact ctctaactga ccaacagggc gctgaatcgc cgagaaatcg
  1202761 aatggggaat gagagactgg cgttggcgac atatcccatg cacccaactt aggttcaggc
  1202821 cgttcagttg gcgcagcatg tgtctgaatt ggcagtgact cttctggcag ttcaaaagaa
  1202881 tacagaggcg gtgttgccgt attggtcatt accggtgtcg taccatagat tgctgccgca
  1202941 tcatgattga gaaccggctc aaccgctacg tcagcgattg gcgaagatgt cgcgtcttga
  1203001 acgctataat ccgtagcccg taacggactc aataatgggt catactcatc gttggtgtca
  1203061 gttgcttttg tatcagttgc ttctgtacca gttgcaacca ctgacccatg ctcaacaata
  1203121 ctgtccgtca ccgaaggggc tgagaacaaa acgtcatcat cgccatgggc taacgccgat
  1203181 gaggccgcaa cacccgcccc cactaccgca ttgtttgaaa cgacgccctt gtttgaaacg
  1203241 acgccctttt cttgcccggt gatatcgcgg ccatcagcat gatcatcgtc atgatagctg
  1203301 tcttcatcat catagcgctc ttcacgacgg gagcggttag tgataaatgt cagtgaacct
  1203361 aataccgctg caccaatttt ctcggcaata accaaccatg accagccagt aaatagcgtt
  1203421 aatcccaccg cccaaataca cagcagtgtt aaggtcgcac cgacaccgtt aaaccacggc
  1203481 aacatggcat tactgaataa gctaccaatt accccaccag aggcaaagta gtaaagatca
  1203541 tcgatattaa gtgccgccag cccacacgac gtcaaaatca gggccagggt gccaatcagc
  1203601 cgtaatgaaa gggcaaagta atcgagatac tcgctagcat cacgttggcg aaaagccgtc
  1203661 cagcagaata tcaccatgat gggtggaatt gcgtaggcta aaacaccaaa ggtggaaaac
  1203721 agcgtgtcag ccatccaggc accgatactc ccacccaaat tgtggatagg ctcatgccat
  1203781 gcagtctggg accagctagg gtctgaggga ttgaaactga ccagcgcaac catcaggtac
  1203841 gcagccaaaa tagtaaccac aatcaacaca gcttcaagca aacggcggcc attgctgagt
  1203901 ttttttaggg taacttcttt atcttctgta tattcctggc tcaagaaagg ctctccaggt
  1203961 tcctgttaac gggtctgagc aacaacgccg agaagcctcc ccggcgttga aactgtatga
  1204021 ataaacagga gtgtaaccaa attactcagg ttttgcacct gcccgtttac cgagttttaa
  1204081 taaccaagcg gttactctgc ttcacttctt ccataacgac ataagtgcga gtgtcattaa
  1204141 cccccggcag gcgaagcaag gtttcaccaa gtaatgtccg gtaggcagac atatcaggca
  1204201 ctcgggtttt caacaagtag tcgaaatcac ctgagaccaa gtgacactct tgaatttcct
  1204261 caagattttt aactgcggca ttaaattgct caaatacatc cggagcgcca cgattcagag
  1204321 taatctcaac gattaccagc aatgatgcat ccaaatactg tggattaagc aatgcggtat
  1204381 aaccatggat gaagccctga cgctctaagc ggcgaacccg ttccagacat ggtgttggtg
  1204441 acaaccctac tcgttttgaa agctcaacat tagagatacg accatccttt tgtaattcat
  1204501 ttaggatgtt acgatcaata cgatcgagct ctttccccgg gcgtttctta ttatctatca
  1204561 tctataatct ctcttaattt ctttgagtct gtaacagatt ctagccgtaa aagattccag
  1204621 agtctgttac aaacaacgac ccgcagcctg ttttatgcaa atagatcaac acgttgttat
  1204681 ctcacaccct gtctgtccaa ccgtatgcga gccactcgat gattattagc gttgaggaag
  1204741 agacaagaca ccataaacac cagcagaaac tcccccctac tgttgtctat gaacttattc
  1204801 cacatgccat ccagtattaa tcgaaaacat tccagggttt tcgcttggta tcactgatac
  1204861 ccaatctgaa atcatagcgc gcagataatt tctcttccta tgatgttttc gcaaatgcac
  1204921 agccgattgt caaagtaaaa gaagttaaat cagtagaacg tgccagaatt agccacacag
  1204981 tcgccgcctc tgaccgattt ttcttctttt ttttgacgaa aaaatagtac aaaaaagctt
  1205041 ataggatttc agtaaaaatg ttgcctatcg ccctgcaagc cacatatttt gtggggtcaa
  1205101 agcgatttta ggttttttta gtctgatcgt tgaggtggaa ttttgaccta atgcattaat
  1205161 gtttttaatt atcgatattg ctaactgtcg attcttaata cacttagttt aataaatagg
  1205221 ctttacctat caaaaaaatt gctaacaaca tttttgtttg ctttttttaa tgtcatattt
  1205281 tccctacaat cactcatatt atccgccatt gtgggaaaga ggtattcatg agcacggcta
  1205341 aacatagcaa attgattatt ttgggttctg gccctgcggg ttacaccgcg gcagtttatg
  1205401 ccgcacgtgc caacctgaaa ccggtattga ttaccgggat ggaaaagggc gggcagttga
  1205461 ccaccaccac agaggtagag aactggccag gtgacccgga aggtttgacc gggccagcac
  1205521 tgatggaacg tatgcacgag catgctgaaa aattccaaac agagattatt ttcgaccata
  1205581 tcagcagcgt tgatctgcaa aaccgtccat tccgcctgtt tggcgacggt gcagaataca
  1205641 cttgtgatgc cctgattatc gcgaccggtg cttctgcccg ttatttaggg atggcgtcag
  1205701 aagaagcctt taaaggaaaa ggggtttctg cctgtgcaac ctgtgatgga ttcttctatc
  1205761 gtaaccagaa agttgccgtt gtcggtggtg ggaatacggc ggttgaagag gcgctgtatc
  1205821 tggcgaatat tgccgctgaa gtccatttaa ttcatcgccg tgacacgttc cgctcagaaa
  1205881 agatcctgat cgaccgcctg atggaaaaag tgaagaacgg caatatcgtg ctgcacacag
  1205941 accgtactct ggatgaggtt ctgggtgatg acatgggggt aacgggtgta cgcctgaaat
  1206001 caacccacag tgatgagacc gaagagttag ccgttgcggg tgtgttcatc gctatcggcc
  1206061 atagccctaa caccggtata tttagcgacc aactggcgtt ggaaaatggc tatatcaaag
  1206121 tgcagtctgg cctccaaggc aatgcaacac agacctcaat tcctggtgtg tttgctgccg
  1206181 gtgatgtgat ggatcatatc tatcgtcagg ctatcacctc cgcggggact ggctgtatgg
  1206241 cagcactgga tgcagagcgc tacctggacg ggttggcaaa cgataaataa cgcgctattc
  1206301 cattgagttt ttattgcgac tgatcgcacc gtttcacctc gttctatacg ggtggctaca
  1206361 tgggccaccc gcttttttat ctgttttccc gcttttatct gctttgttgc tggatatcca
  1206421 cattccaata aaaaacaatc aagccgttat tttcattttg gcatgcggcg accatcacaa
  1206481 actcaatttt tttcacaaat gcaattgttt ttacaagcgt aattattttc acctcgggtc
  1206541 atgacagggt aagattactc ctcgctggtt tgctcactca agggtgacaa acatttttga
  1206601 tatttttatc cccagagtca ttggagtcgc cagtaggctg caagcaaacg aaccccgatg
  1206661 agcagatacc agtatgtgct taggataagt aagcgccgct tagcgtacaa aggggatatc
  1206721 actcttttat gtgcagacaa gtcatcttat gaataagaca aggcagtatg agttgattcg
  1206781 ttggctgaaa aaacaaagcg cccccgcgca acgttggctc cgcctatcca tgttactcgg
  1206841 cctgcttagt gggctattga ttatcgctca ggcatggttg ttagccaccc tgctgcaatc
  1206901 tctcattatc gacaaattac cccgtgcgac actgaccacc gagttctccc tgctggcagg
  1206961 cgcatttgcc ttgcgtgcgg tgatcagttg gctgcgtgag cgggtggggt ttatttgtgg
  1207021 tatgcgtgtg cgccagcaga tccgcaaagt ggtgttagac cggctagaac agttggggcc
  1207081 atcgtgggta aaaggtaaac ctgccgggag ttgggcaaca ataattctgg aacaaattga
  1207141 agatatgcag gagtactact cacgctatct accacaaatg tatctggcag tatttatccc
  1207201 ggtcctgatc ttaattgctg tcttccccat caattgggcc gcgggcttga tcttgtttgt
  1207261 caccgccccc ctgatcccca tattcatgat attggtcggg atgggagccg cagatgctaa
  1207321 ccggcgtaat tttgtcgcat tggcaagatt gagcggtaac ttccttgacc gcttgcgtgg
  1207381 gctggatacg ctacgtttgt ttaaccgcgc caaagcagaa accgaccaaa tccgtgactc
  1207441 ttcggaggat tttcgcagcc gaaccatgga agtgctgcgt atggccttcc tctcttctgc
  1207501 tgtattggaa ttttttgccg ccatctccat tgccgtagtt gccgtctatt ttggtttttc
  1207561 ctatttaggg gaactgaatt ttggtagcta tggcctcggc gtaacgctgt ttgccggttt
  1207621 tttggtgcta atactggcgc ctgaattctt ccaacccctt cgagacttag ggacgttcta
  1207681 tcacgcgaaa gcacaagctg tcggtgcggc tgaatcgtta gtgacgtttt taagcagcga
  1207741 gggagaagcc attggtcaag gcgagaaaca actagacggt aaagaggcca tcgcccttga
  1207801 ggcgaatgag ctggaaatcc tggcacccaa tggtacccgt ttagccgggc cacttaattt
  1207861 ctcactgcca gcaggcaaac gggttgccat tgtgggtcag agcggcgcgg ggaaaagttc
  1207921 gttgctcaat ctcttgttgg gttttttgcc ttatcgcgga tcgctaaaag ttaacggtat
  1207981 cgaattacgt gaactggaac cccaagtctg gcgtagtcag ttaagttggg taggccaaaa
  1208041 tccacatcta ccggaacaaa cgctggccac caatatttta ctgaggcaac cggatgcaag
  1208101 tgagcaccaa ctgcaacagg cggtggagcg ggcttatatc aatgaatttt tgaaggattt
  1208161 acctcaaggg ctgaatactg aaattggcga tcattcggca cgtctttcgg ttgggcaagc
  1208221 tcaacgaatt gccgtcgcca gagcattatt aaacccatgt cgtttattgt tgttggatga
  1208281 gcctaccgcc agtcttgatg cccacagtga gcagttggtg atgaaagcgc tggaggaggc
  1208341 ctcccgtgcg cagtctaccc tgctggtcac tcatcagttg gaggacaccc taggttatga
  1208401 tcaaatctgg gtaatggata atggccgtct aattcaacaa ggtgattact ccacccttag
  1208461 ccagtctgct ggttcatttg ccaatctgct gtctcagcgc aatgaggagc tttaatcatg
  1208521 cgcgtacttc ttccgttttt ggcgctgtat cgccgtcatt ggttcttgat ttctcttggt
  1208581 atcgtattgg ctattgtgac attgctggcc agtattggcc tgctgacgtt atcgggttgg
  1208641 tttcttgccg gaaccgctat tgcggggcca gcggggttat atacgtttaa ctacctgtta
  1208701 cccgccgccg gtgtccgagg ttcagcaatt atccgcaccg caggccgcta tgctgaacgg
  1208761 gtcgtcagcc acgatgccac gttccgggta ctgacgcatc tgcggatatt tgccttccag
  1208821 aagatcttgc ctctctcacc tgccggtatt gcgcgctttc gtcaaagtga gttgctgaac
  1208881 cgcctggttg ctgatgtcga taccctcgac cacctctatc tccgggtaat atcaccgttg
  1208941 gtagcggcct tggtgattat cgctgcagtc acttttggtt tgagctatct ggatcttaat
  1209001 ctggcattga cactcggggg aatactgctc ggcttattgt tcttggtgcc cttgattttc
  1209061 tatcgcgccg gcaagcctat cggcagtgac cttacggact tgcgtgcgcg ttatcgttca
  1209121 cagctcacct cttggttaca agggcaagct gaactcttgg tttttggcgc attacagcgt
  1209181 tttcgtgctt cacttgaaga aattgaacaa cattggatgg cgcgtcagaa acaacaggcg
  1209241 tcgctggcgg gtttagcaca agcactgatg attttagcct ccggccttac ggttacactg
  1209301 attatgtggt tagctgcggg gggaattggc gaggataacc agcctggtgc atttttggcc
  1209361 ttgtttgttt ttacgtcttt agcttcgttt gaagcgctgc tacccgttgc tggtgcgttc
  1209421 caacatttgg ggcaagtcat cgcttcagca acccgagtgg gtcagctaat ggagcaaaag
  1209481 cctgaagtga cgttccctat cagcggtcca gcaccaacct cacaggtggc gctggaagtg
  1209541 acagggctga gttttactta cccacagcag ccgttacccg ttttacagaa tatatcgctg
  1209601 tcactggccg caggagagca tatcgcgcta cttggccgta ctggttgtgg taaatccaca
  1209661 ctgttgcaat tgttaacacg tgcctgggat gtcaatcagg gtcacatcat gctgaacggg
  1209721 caaccactag catgctatga cgaggcggcg ttgcgccaga tgatgacggt ggtgagtcag
  1209781 cgtgtgcata ttttcagcag cacattgcgt gaaaatctgt tattggcctg ccccaccgct
  1209841 tccgatgaac aactgaaaaa agtcttggaa caagtagggc taaccaatct gctggataac
  1209901 agcgaagggt taaatgcctg gatgggggat ggtggccggc cactatccgg tggtgagcaa
  1209961 cgccgtttgg gtatagcccg cgcattatta cactcggctc cgttgtggtt gcttgatgaa
  1210021 ccgactgaag ggctggatgc ggagactgaa caacagattc tggcgctgtt acgtgaacat
  1210081 tgtcagcata agagcctgat tatggtcact caccgcttgt acggcttgga atatatggac
  1210141 cgtatctgtg taatggatgg cggtaaaatt gttgaacaag gtgatcacca ccagttgttg
  1210201 caaaacaaag gacgctatta ccaattccat cagcggcact gagccgtcag cggaacgaag
  1210261 ccattagtgg aacaaagaaa atagccgcat tggcaaccat gctgtgatag atgcaaatat
  1210321 cacgtcaatt ggcagctaac attaatggac gctgccgaaa ctaaaatgga atctgctgaa
  1210381 accaagcgat actgccggtt attgaggtcc agatagcgtg ccagtgttat caatatttgt
  1210441 cagtgccatt aaggagattt atgcgcgtca cacagctctc atcacagtca tttatttttc
  1210501 cctcacctga gctggctctg cgcgaaccaa acggtttatt ggcactaggg ggggatctaa
  1210561 ctgctcctcg cctactggcg gcctaccagc ggggtatttt tccctggttt aaccctgggg
  1210621 agatgatttt atggtggtca ccagatcccc gagccgtatt attcccagaa gatttacaca
  1210681 tcagccggag tatgcggcgc tttattcgtc attgccctta tcgttttacc ctcaatcacg
  1210741 cttttgctga tgtgattagc gcctgtgcca cagaacgtga tgaagggaca tggattggcc
  1210801 gtgatgtaca acaagcttac tgccagttgc acgctttggg acatgcccat tcactggaag
  1210861 tttggttgga aaatgagctg gttggtggtt tgtatggtgt tgctgttggc gcggtatttt
  1210921 gcggcgagtc gatgttcagt agggcggata acgcttcaaa aagtgcatta atggtttttt
  1210981 gtcatcattt tacccaacat ggtggagaac tgattgactg tcaggtcctc aacgctcaca
  1211041 ctgcgtcgct gggtgcggtt gagatcccac gcaacttttt tttgcagcag ttgagtcaac
  1211101 tccagtttag tccactaccg gctgaatgct ggttaccgca atcgttgaat ttttcatccg
  1211161 cgatgcagta aagatcaacc gttcaaaaca ccccacatta ggctttatcc ccctcttgcc
  1211221 ggcagactaa ttttgctgaa atggtgagat gaacgccaac acttctttac ataatgtggg
  1211281 tttttcggca ttatcttgcc ggttaaaaac taaggtagtt acacctagag gattcgatgg
  1211341 ccaaagaaga caatattgaa atgcagggca ccgttcttga tacgctgccg aacaccatgt
  1211401 tccgcgttga attggaaaac gggcacgtgg taaccgctca tatctccggt aaaatgcgta
  1211461 aaaactatat ccgcatcctg acgggtgaca aagtcactgt agagctgacc ccgtacgacc
  1211521 tgagcaaagg ccgcattgtc ttccgtagcc gttaatcggc taatctgtcg ttagtgatga
  1211581 ctagcgagct ctgaggatgt agtccccctc cggcgccctt cccatttatg gcaagggcgt
  1211641 tttgcgttat cttttattta tgataaataa ccgagcgtga agagcgattg actgaatgtg
  1211701 aagagcggtc gacaaaatgt gaaaagcagt cgacagtgta aaaagcgatc gaccgagtgt
  1211761 aaaaagcagt gctgaacgta aaacaatcac cacctcctga tgggggttta acgttggcaa
  1211821 taaatatcct ccggcatagc cggaggtttt tcatatgcgc ctataaggct ctgttaccag
  1211881 ccgcgcccta acaggcgcat cgcgatctga catttgcatc tatggattac ttacggcccg
  1211941 taaacgggct accgggatac gggatcgaga gttgctcacc cattttatcc tcttccaatt
  1212001 ggtgctttat gtattcttgt atcctggccg tgtttttccc taccgtatca acgtaatacc
  1212061 ctcgacacca aaactccctg ttacggtatt tgaacttcaa atcgccaaac tgctcataaa
  1212121 gcatcagact gctctttccc ttcaggtacc ccataaatcc cgagacactc atcttgggcg
  1212181 ggatctccag aagcatatgg atgtgatcca cacagtattc tgcttccagg atattcacgt
  1212241 ttttccattc gcacagtttt cttaaaatac tgccaatcgc tctgcgtttt tccctgtaga
  1212301 acacctgcct tcggtacttc ggcgcaaaaa ctatatgata tttacagttc catcgggtgt
  1212361 gcgctaagct cttttcatcc ctcattggga cccccttttg atttcttgtt gaacatttgc
  1212421 agttgccaga ccgcaaactg ttttaacaaa tcaaaagggg tttttataac tgacccaaag
  1212481 ctgaaagctt tactgaaccc ccagcctagc tgggggtttt ctgggcacaa taaaaagggc
  1212541 gatacgctgt tttagctatc gccctttatt ttactggata ttgcagacat ggatgttgca
  1212601 gacatggacg ttgcaggcgt ggtttcagcc tgattaccac gccaatgtcg ttggctgccg
  1212661 ctttctagcc cgttgactta atgaactgcc ccttcagttt tacgtttttg cgcgctctgg
  1212721 aattcatagg ccagttgttg tttctcttta tccagattaa ccgtaaccga accaccatca
  1212781 accagagaac caaataacaa ttcattcgcc agtggtttct tcagattctc ctgaatcacc
  1212841 cgggtcattg gtcgagcacc catcgctttg tcatagccct tctcagataa ccaatcgcgc
  1212901 gcttcatcac tgacctccaa tgacacgcct ttcgcatcta attgtgcctg caactcaacg
  1212961 ataaatttat cgaccacctg ctggataacc gcaggagaca aatggttgaa ccaaataata
  1213021 ttatctaacc ggttacggaa ctccggtgtg aatatttttt tgatctcttc cagcgcatca
  1213081 gtgctgctat cctgctgttt aaaaccaatg gaagtgcgct gcgtttcccg tacaccggcg
  1213141 ttggtggtca tcaccaaaat gacgttacgg aaatcggcct tacgcccatt gttatcagtc
  1213201 agtgttccgt tatccatcac ctgcaataac agattaaaca catcaggatg cgctttttca
  1213261 atttcgtcca ataacaacac agcatgagga tgtttgatca ctgaatcagt caataacccg
  1213321 ccctgatcgt aaccaacata ccctgggggc gcaccaatca ggcggctgac agtatggcgc
  1213381 tccatatact cagacatatc aaagcggagc aattcgatat cgagcgcttt ggccaactgc
  1213441 accgtcactt ctgttttacc tacccccgta gggccagcaa acaagaagga cccgacaggt
  1213501 tgacgctcat gccctaaccc cgcacggctc attttgatcg cttcagataa cgcctcaatc
  1213561 gccttatctt gaccgaatac caacatgttt aggcgatcac tcagatttcg taggacatcg
  1213621 cggtcactgg cagaaaccgt tttctccggg atacgggcaa tacgggctac caccgattcg
  1213681 atatccgaga cattgaccgt tttcttgcgt ttattcactg gcatcaggcg gctacgcgca
  1213741 cctgcttcat caatgacatc aatggctttg tctggcaaat ggcggtcatt aatatattta
  1213801 accgacaatt caaccgcagc acgtatcgct ttcgcggtgt aacgcacatc gtggtgcgct
  1213861 tcatatttgg gtttcagacc attaataatt tgaaccgtct cttctggtgt tggttcaatg
  1213921 atatcaattt tctggaaacg acgtgccagc gcgcgatctt tctcaaagat attactgaat
  1213981 tcctgatacg tcgtggaacc aataacccgg atcttgccac tggaaagcag aggtttaatc
  1214041 agattcgcgg catccacctg accaccagaa gccgcaccag cgccaatgat tgtgtggatt
  1214101 tcatcgataa acaggatgct gtctttgtcg ttttccaact gctttagcag tgccttaaac
  1214161 cgtttttcaa agtcaccacg gtatttggta cccgccagca atgaaccgat atccaatgag
  1214221 tacagcgtgc attcggatat gacgtcagga acatcacctt gcacaatacg ccaagccagc
  1214281 ccctcagcaa tggcagtttt accaacaccg gattccccca ccagcagcgg gttgttttta
  1214341 cgccgacggc acagtacctg aatggtccgc tccagctctt tatcgcgccc aataagcgga
  1214401 tcaatgccgc caacacgggc cagttgattt aggtttgtgg tgaagttttc catacggtct
  1214461 tccccgctgg cctgctcttc acttggcgag ttatcgacat tcggcgtctg gctaggctcg
  1214521 tccttacggg caccatggga aataaagttc acgacatcca agcggctgac atcatgctta
  1214581 cgcaacaggt aggccgcctg agactcttgt tcactgaaga tggcgaccaa cacgttcgcg
  1214641 ccggaaacct cattacggcc cgatgactgc acatgaaaga ccgcacgttg tagtacgcgc
  1214701 tgaaaactga gcgttggctg ggtatcacgc tcttcctcac tgacaggtag tgtcggtgta
  1214761 gtttgttcga taaacgcttc taattcctgg cgtaacgcca ccaggtcaac cgtacaggcc
  1214821 tccaacgctt cccgcgcggc tggattgctc agcaatgcca gcaacaggtg ctccacggtc
  1214881 ataaactcgt gtctgtgctc acgcgctctg gcgaaagcca tattaagact gagttcaagt
  1214941 tcttgattga gcataggcac ctcccaataa ttgccttaat caggcttttt ccagcgtaca
  1215001 aagcagtgga tgctcgttct ccctggcgta ttgatttaca tgggcgactt ttgtctctgc
  1215061 cacttcagca gtaaaaacac cacaaatcgc ctttccttga taatgcacat tgagcatcag
  1215121 ctgtgttgca cgttcaatat cataagaaaa gaacttttgc agaacgtcaa tcacaaattc
  1215181 catcggtgtg taatcgtcgt tgttaagtat cactttatac atcgaaggcg gttgaagcgc
  1215241 ctcgatttgt ttatctttga ctaaatgttc aaaattcagc cagtcgttgt tcttgcccat
  1215301 tgcctgccca tcgttttact gaaccccaca ggagcaatac ctcactccgg ttataagacc
  1215361 atttcataca gatatctatc attattttaa catcacttat gccataacgc cgccaaagaa
  1215421 aaaaacgccg gcgtttgcgc aagaaaacgg taaaattgta accaaataaa cgcaatagcg
  1215481 ttagctacat caaactttga agaactcctt ccgccagaca aaagccgttc tcttgacgtt
  1215541 aaggccattt ccactagagt gtatttttgt gagctgttgg agttttaacc aacttgcgct
  1215601 cactttaacc agtgattacc tcatctcaaa ctagaatagc cttgcgaggg acgtagaagt
  1215661 atggagacgg gtactgttaa atggttcaac aacgccaaag gttttggctt tatttgccct
  1215721 gagggcggtg gcgaagacat tttcgctcac tattcaacta tccagatgga tggttaccga
  1215781 acattaaaag ccggccaaat agttaacttt gatgttcatg aaggccccaa agggaaccat
  1215841 gctagcctga ttgttccgct agagttaaat agtgtaccac cgttagacgg tgtatcaccg
  1215901 ccggaactcg ctatactggc ctgacaccac gtggcctgcc agccatatcc aaagatatct
  1215961 ttgagttgcg ttaactgcgc tgttcatcgc aattcagcgt attgtgattc atacctgtac
  1216021 tttgattcaa aatgccagtc aatgacgact ggcattttta ttttatctac ttctattacc
  1216081 ctaacagaag agtacgaaca gagaaccctt gtttatcttc tacttacgag ctaatgctat
  1216141 ccacaaactc atgctcttca taagccagtg ctattcataa gtcagtgcta ttcataaatc
  1216201 agtactattc acgagctaac gcgtcaatcg ggttaagccg tgcggcactg cgggcaggta
  1216261 aatagccaaa caccacgcca attaccgtcg aacataaaaa tgcactgaac aatgccatag
  1216321 gggggaaagc aatacgccag ttaggcaaga acatttccac aatcagcccg atggcaaagg
  1216381 ataatgatat tccgagcgcc ccgcctatca ggcacaccag aaccgcctca atcaaaaatt
  1216441 gttgcataac gtcgctggaa cgcgcgccca ccgccatacg gataccgatc tcacgcgtcc
  1216501 gctcggttac ggaaaccagc ataatattca tcacgcctat tccgccaacc accagtgaaa
  1216561 taaccgccac caatgtcaga aacaattgca tagtctgcgt tgttttttca gccgtctgca
  1216621 acaggctatc catattataa gtaaatatgt cttttttacc gtgacgcaag gttaacaacc
  1216681 tgaccaactg ctgttcagcc tctttactgc tgtacccctc tttaatccgg atcgtgatgg
  1216741 aatcaaaata agagcgcccc atcaagcggt tggccatcgt actgtagggc acccacaccc
  1216801 gcagtgcttt attgctgcca aacatcgatt ttttttctgc taccacgcca accacagtcg
  1216861 caggcatatt gcccaccaat atcacttgcc caaccacatc cttcatatga gggaacaggc
  1216921 ggcgttgggt attgaggtca ataacgactg tctgggcctg ccgctcaacc tgctcgcggg
  1216981 tgataggtgc cccttgttcc atcgccatac cgaagacccg aaagtactcg tcactgactc
  1217041 ccaagacact ggctgccaca tcaatattgc caaaacgcag ccgcatactg ccgccgatag
  1217101 agggagatac cgcactgacg taagattgcg ctttcaatgc cgccatatcg tcatgtacca
  1217161 acgcttggcg ggtactgggg tcatcatcac caaaatcttt accgggatag atatcaatgg
  1217221 tgttcgtacc gatagcgcga atatccgcca agacaagctg cttcgcggca tcaccgacaa
  1217281 ccagtatcga taccaccgac gcaataccaa taatgatacc tagcatcgtc agcgcggtac
  1217341 gcattttatt cgccgacatg gcgcgccagg ccattaacag agcctcacgg aaacggccaa
  1217401 ccaattgctg ccatgaaggt gccgctggcg ttaaactcat cagttctgcc gccgcgacga
  1217461 ctggctcatt ttttgatcct gaatcggcca taatacggcc atctttgatc tcaataactc
  1217521 gctcagcctg cgcggcaaca gtggggtcat gagtcacaat aatgaccgta tgcccctgtt
  1217581 gttgcagttg tttcaggata gccatcacct cgacactaga atggctatcc aacgcaccag
  1217641 taggctcatc ggcgaggata acttgcccgc cattcatcag cgccctggca atactgaccc
  1217701 gttgttgttg cccacctgaa agctggttag gctgatagct cacacgatcc cccagcccca
  1217761 gccgggtcaa caacatgttt gctcgctcac ggcgctcatg tttacccaac cctgcataaa
  1217821 ccgccgggac ttccacatta tgcgcggcac tgagatgcgg aagcaggtga taacgctgga
  1217881 aaataaaacc aaaatgttca cggcgcagtg ccgccaacgc atcgtcatcc aactcatcaa
  1217941 cattctgccc agcgacacga taaataccgg cactgggttt atccaaacat cccaagatat
  1218001 tcatcaatgt cgacttaccc gagccagaag cgccaataat cgcgaccagt tcacccgcat
  1218061 tgatggtcaa tgagacatcc tgcaacacat cgacaatttc ttcgccagac tgataactac
  1218121 ggcggatgcc ttctaattca agcaatgccg ccattatgca tcccccgtgc caccgcggct
  1218181 gacgatgacg tcttcgccga cactcagccc gctaataact tgagcatcga cattattacg
  1218241 aataccaatg gtcacctcac gcttctcttc tttgccctct ttcaggaccg taacctgata
  1218301 gcgattactc cctaactcat cacccagcgc agctagtggg atcaccacgg cctgatctac
  1218361 atttgctagc tgtatggata cctgagccgt catttgtaac cgcaataatc tgtcagggtt
  1218421 tggtacttca aagcgggctg aataaaagat ggcgtcattg actttctctg gcgttggcag
  1218481 aatatctttt agtacgccag aaaaacgctt gccaggatcg ccaagtaccg tgaacgaggc
  1218541 tttcatcccc ggtttcaggt tgataacatc cgcttctgat acctgtgctt gtaccaacat
  1218601 ggtactcata tcggccaggg tcagaatatt gggcgcttgc tgtgcggcaa ttaccgtctg
  1218661 accttgcaac gtggtgattt gtacaacatc accatccatc ggtgcagaaa tttgagtgta
  1218721 atccagattg attttggccg tatctaagct ggctttcgct ttgttgattt gagcatcaat
  1218781 cgtgccaact ttcgcatttt taaccgccaa atcggttact gcctggtcca gatcctgccg
  1218841 tgacaccacc tgtaatttag ccaaattttg ttgacgaccg agcgtaaccg ttgccaagtg
  1218901 taattcggcc ttcgcctgta tccgttgagc gttcaaatcc tgtaatgtgg cttccacttc
  1218961 cttaatttgg ttttgcgcct gctgtggatc gatcatcgcc agcaactgcc cccgcttaac
  1219021 gtgatcgcca atttctacat acagtttttc caactgacca ctgacctgcg cacctacatc
  1219081 aactttacga accgcatcga gcttaccggt tgccaagaca ttttgttgca gatcacggtg
  1219141 aaccactttg actgtttgat agttaacagg taccggtgcc atcagatgcc tggcgatgaa
  1219201 aaaaccaccg ataagcaata ccgcaatggc ggcaagccac cggcgctgac ctctactgag
  1219261 ttgcatcaaa tcaattacct cccttcattc ttatttccat ggcagttaag tggttgaaaa
  1219321 atggatcata tcaacacaaa gaaaatatac ccgcagaaaa taccatcaaa aaatctcatt
  1219381 tagctaaacc aagcgcctat ctctatcgca ccacggcaca aaatattaga tttattgata
  1219441 ttttgtttag ctctcaactg tttcaatacc actagaaaaa cagtaattag acggatttaa
  1219501 tcatgcgagt catcagtgat agacaattaa aatctgacaa tatcaatcat tgggggctga
  1219561 ttatattgtt atgcaaaggc agtccgatat tcagtgattc atggcaagaa tggaagtttc
  1219621 ggcttaaatt tatcatccgg gcgttaatca gcccaagatt aacatttaac tttctgatct
  1219681 tactgtcaaa acaacctttc ttacacagcc ttctccgcgc acaacccgat ttaccgtgca
  1219741 aattacatcg cccctatctg agccacacct tcaataaccg ccagaaactg gatgtcttgc
  1219801 gcgatcactt tcagctcatc actcaatgta tgccaaaagc attacattac aactatttac
  1219861 atcgaacacc ttataggctg gtaacattaa ccggcaaagg cggcgaaaag tattcccttt
  1219921 atttgggcat cataccaaag ctcaataaag agggcgaaat tacgctgatg ttggccaatg
  1219981 agcaacaaca aacactggca ttgctcactt tcagtttatt ttattatcag cagcaaaaaa
  1220041 cattatttat tggcggctta cagggggctg ataataaaac acctcaccat gaaattcagg
  1220101 cctgtactaa agcgtgccat ggtttattcc caaaacgttt ggcgctagag gcgacctgtt
  1220161 atctggctga attaatggga atagaagaaa ttatcgcggt agggaacgcc actcatatct
  1220221 atcaaaattg gcgttatcgg gccaagaaaa aaaataaatt acatgccgat tacgatggct
  1220281 tttggctctc actcggtggt aacccagaca ctgaagggca tttcagatta cccaccaaaa
  1220341 ttgtccgtaa acctctcacc gagattgcca gcaaaaagcg ggcagaatat cgtcgtcgct
  1220401 atgtgctact ggagcaatta gaagcggggt tagccgcaca ttttatgtga gcagcttaat
  1220461 cgaattacgt gagcgattta aacgctgctt gcggcggccc cgcagaggcg aggcccatgg
  1220521 acaggccgag tcacaaactc agtcacccca cctgcggctt gaagtatgac aggtatggta
  1220581 gcctctctat tcatcagccc ggcctcgggc caaccagacc acgcgagaga acatcttttt
  1220641 caacagtggg gggattgatt ctacccccca ttgccctgct tggctggcca cttcaatggc
  1220701 taaatcgggt ttggaagtac ggtgtatggc tttatcaatg accctgcgtg gctgcatttt
  1220761 cgcattcgcg gggatcgccg aaacacggtg atacacttca tcaaaacctg cgcggtataa
  1220821 aaaatgctcc atatcgggtg caggcaaaat tgttaggcga tcccgctcac tatcgcgccc
  1220881 ctgatcggcc atattgcgta ccgtggcggc gtatttttta cctgcgtcat caccatcggt
  1220941 caaggtatgc cactggatcc ccatccggtt ggcaaatttc agcaacgggc gcaaaccact
  1221001 ttgagcaaac tcgatcactt ttaccccttc agcctcaaag tgataaccgc actggcgggc
  1221061 taattcgttc agcagccaaa tttctgtttc gccttccacc agcagccagc aacgggcaaa
  1221121 taaggcggag ggccggttga agcgaatgtg aaaagcaatt cgacggctgt cttcagggct
  1221181 catgcctctt gggccaatac ggtaagtggc cactctggaa gattcacgta ccaagcgaca
  1221241 aatgctttcc agtggcacta atgacactaa ttcgccggag ttagtggtgg tgatacgctg
  1221301 tagcggtaat tggctgagca acccccaagc gacggagagc ataatcgggt gtaaccgcgt
  1221361 ttccgggtct tcgaccaaga gcaatggccg ggcatgagga tcgaggctca gtgagccttt
  1221421 tgcttgcaat aacgttgaaa acatccccaa caaaattagc ctcatactgc ggctgttagg
  1221481 ttctgccgcc atgcggttga tattgtctag tgcttgccac gccgcacgtt ccggttgcgg
  1221541 acgaggggga ttattgtgat gacccggcaa ttgagaacct tgctcagcaa aataatgctc
  1221601 aagcagttgg cgcatcgcct ccaccccttg gcgcaactct gcattggtca gtttttgcgg
  1221661 attccgtacc aactcgcggc tcaactgatc taactgccga ttcaatgcaa ccttatctgg
  1221721 cgctttactg tcttcggaaa cggtacggcg caaacggcgt ataaaacgcg catcccgtaa
  1221781 tcgtagtacc gggtgaatac ggatcactcc ccgcgccagt ttttcgatat cgtgcaacgg
  1221841 cagaggttgc ccgtctaaat tcagaaaagt acgccacgtg cataccgtcc catcatcacc
  1221901 cagctctcct tccactcgat agtagatacg atgtaaccca tcgttatttt ttatccacag
  1221961 tggggctagc tggcggtaac gtggagcatg ccaatgacca atatcttttt cacaaaaagt
  1222021 caaaataacc tgtagatgac gctctttagc gctttcatcc cctgttggat aataaaaatc
  1222081 ctgcacagtg aaatgataaa gttggggttc tggcgataaa agcagtgtca gcgcatctaa
  1222141 taaactggat ttaccccaag cgttctcacc gatcagcaac gtattatcgt caaggttcaa
  1222201 tgaaatacga ttaataccac gaaaaccgac aatttctacg cgttcaagat acatgctacg
  1222261 cctccgatga gaactcattc agacgaatac tagagataac attgttaacc caataataat
  1222321 agcggttcat tctgcgagaa aagcgtaaaa aaaccttata ggtcaagtct tagtcaagca
  1222381 tggcatagca ctttactctg tctaggattt tatatagttt attgtggtac agagccattg
  1222441 ctcatccgtt tatgatgccc atattattgg tcttggtacc acagcaaggt aacatcacgg
  1222501 tgagcgtaat tcagtcagtg attcgagtga gtgaacgcgg ctaacaccac tgtaacctca
  1222561 agtcataaga gtctattttt agtcgccata caggacggta ccactcgtgt attcaggatt
  1222621 gctgatcatt cttttgccgt taattattgg ttatctcatc ccacttagcc gcaaaacact
  1222681 tattcaatgg atcaaccgct cgttaagctg gatggtctac gtgattttat tctttatggg
  1222741 tattagcctg gcattcctgg agaaccttag cgctaatctg ctgcttattt tccaatatac
  1222801 cagcctcttt tttctgtgta ttttatgcgc caacctgctc gccctgtttt tactcgaacg
  1222861 taaaataccg tggaaacata cacatcgtca ggagatatta ccttcacggt tgcatatggc
  1222921 actggagtca ttaaagctct gcggtgtcgt gatagtgggt ttcctgttag gcctgagcca
  1222981 atgggaatgg ctacaatttg cggccaaagg cagtgaatta gccctgattt tcctgctatt
  1223041 tttggtcgga attcaattgc gtaacagcgg tatgacgctg cgccagatag tcttaaatcg
  1223101 ccgggggacc ctagtggcct ttgtggttgc gctgagtgcg ctcgtgggcg gcattatcgc
  1223161 tgctgcgctg ctcggtttgc cgataaaaac cgggttggcg atggcctcag gttttggctg
  1223221 gtattcactg tctggtattt tactgaccga tgcctttggg cctgttattg gtagcgccgc
  1223281 gttcttcaat gacctcgccc gagaattagt ggcaattatg ttgatcccaa cattggtgcg
  1223341 cagtagccgc tccaccgcac tgggcttatg cggtgcaacc tcaatggact ttaccttgcc
  1223401 cgtattgcag cgcagtggtg ggttggaaat ggtccctgcg gctatcgtac atggcttttt
  1223461 gctcagtttg ctggcaccca tattaatggc tttcttttcc taatcctccc ctatctccca
  1223521 gtcgcccccc cccgccctct gggggctttt ccttccctat atcgaataaa ttctcattcg
  1223581 cagtaataat tgcgtcaaat caatataagt gaatattgca ttaaaaatac ctttttaaac
  1223641 cgatggcgta tctctatgct ccaaaacacg cattacaaat acaactttaa aaaggaaaat
  1223701 aataatgttc tgtgtgcaat gtgaacaaac tatccgaacg ccagcaggta acggctgctc
  1223761 ttacgcgcag ggaatgtgtg gaaaaaccgc cgaaacctca gatctacaag acttgctggt
  1223821 tgctgtatta caggggctat cggcttgggc gttacaagcc cgtgaactgg gtattatcga
  1223881 tagccaaatt gacagctttg cccccagagc atttttctca acgctgacca acgtgaattt
  1223941 cgattccgac cgtattgtgg aatacgccaa agacgctatt ttactgcgcc actctctggc
  1224001 tgtccgttgc cgcctgttgg atagcacaat taccgttgat cacccactgg ctgagttgca
  1224061 actggtggca gacgatatcc cttctctgct gcaacaatca cagcagttcg ccctcaataa
  1224121 cgataaagcg gatgtgggcg atgatattca cggcctgcgt atgctgtgct tatacggctt
  1224181 gaaaggcgcg gcggcttata tggaacacgc ccatgtatta ggccagtctg atgagcaaat
  1224241 ttatgcggag taccatgcct atatggcctg gttgggcacc cagccccgtg atgtcgatac
  1224301 cttactgaat aacgccatgg gtattggtaa aatgaacttc aatgtgatgg ccattttaga
  1224361 tcagggcgaa acccaggcct atggcgatcc acaaccgacg tccgttaatg tccgcccggt
  1224421 agcaggcaaa gcgattttaa tttccggcca tgacctgaaa gatttacaca tgctgctgga
  1224481 gcagacgcag ggcacaggca ttaatattta cactcacggt gaaatgttgc ccgctcacgg
  1224541 ctatccggag ttaaaacgtt atccacattt ggtggggaac tacggcagcg gctggcagaa
  1224601 tcagcagacc gaattcgcca agttccctgg gccgatcctg atgacttcca actgtattat
  1224661 tgatccgaat gtgggcaact acggtgaccg catctggact cgcagcatcg ttggctggcc
  1224721 aggtgtcaac cacttagacg gggataattt cgccccggtg attgagcaag cgctcggaat
  1224781 ggcgggcttc ccctacagtg aactggaaca cctgattact gtcggttttg gccgccagac
  1224841 actcctaaat gccgctgata ccgttattga tttggttgcc agtaaaaagc tacgccatgt
  1224901 cttcttggta gggggatgtg atggtagccg tactgagcgc agttatttca ccgatttcgc
  1224961 ccgcagtgtg ccgcaagatt gcatcattat gacgctagcc tgtggcaaat accgcttcaa
  1225021 taaactggac ttcggcactc tggaaggatt accgcgctta ctggacgtcg gccaatgtaa
  1225081 tgacgcatac gccgctatca tgttggcggt taaattgtcg gaaaaattgg gttgcaccgt
  1225141 caatgacctg cctctcagtt tggtgctgtc atggtttgag caaaaagcca ttgtcattct
  1225201 gctcacgcta ttgtcgctgg gtgtgaagaa tatttacacc ggcccaacgg caccaggttt
  1225261 cctgaccgac aacctgatgg cgatccttta tgagaaattt ggtatgcagc caataaccac
  1225321 cgtagaacag gatatgcagg cgattttggg ccattaagtt aattatacct tgcctggtca
  1225381 atcgcctttc tcgccgttga ccgggctatt attgcacgct gtttgcgacg tcttttgcca
  1225441 gagaatgacc tgattcattg tgaggcccca atgaccgatt ttattccaac cgattcccct
  1225501 acccccttct gccctaaccg tatgcaggtc cattccatcg tgcaagagac gcccgatgtc
  1225561 tggagcctac ggctgattaa tcacgatttt tactcttatt tgccgggcca atacgcgttg
  1225621 gtgagtattc gcaacagtga tgaaaccttg cgcgcctata ccctctcctc gacaccgggt
  1225681 ttaagccctt ttatccaact caccgtgcgc tgtttacctg atggtgaagg ctcccgctgg
  1225741 ctgacgcagc aggttaatgt cggggattat ctgtggcttt ctgatgctca gggcgagttt
  1225801 acctgcgcca atgccgatga tgaccactat ctgatgctgg cggcgggctg tggcgtcaca
  1225861 cccgtaatat caatgtgtcg cgcactactg gctcagcgcc cacaggccga tattcgggta
  1225921 atttttaatg tccgcacccc tgccgatgtc atttttgcca atgaatggca caccttattg
  1225981 cagcgctatc cacagcaatt aaaactcacg ctgatggcag agtcagcggc aacggcgggg
  1226041 tttattgagg ggcgaattaa tgcccgtatt atgcagcagg tcgcccccga cattgctcat
  1226101 cgccgcgtga tgacttgcgg gcctgcgccc tatatggcgt gggttgaaca gtattgccaa
  1226161 caacagcaag tgcctgccga tcatttccag caagagcaat ttcgtaccgc tgatgaggtt
  1226221 atcgatacca gtaatgaatt gacgatgact atcagccgcc cgctacgcag tgtcaacgtc
  1226281 ccggttggca cctccctgct ctttgcgctg gaacaacata aaataccggt tatggccgcc
  1226341 tgccgcgcgg gtgtttgtgg ctcatgtaaa acccacattt tgcatggcaa atacaccacc
  1226401 accagcacca tgacgctaac gccggaagaa atagcgcaag gttatgttct ggcatgcagt
  1226461 tgccaacttc agggggatgt ccaattggcg tgatagcgcc attggcctga cgacgaccga
  1226521 ccttcccgcc ccataaagtg cctatccgca tcatcaatgg ggcatttatc ctcaaacacg
  1226581 ccatactttg acctcataga atcataactt cgctaataga ccttgaggta acaactatga
  1226641 agcaaactgt ggcaacactg atcgctaaaa cgttggaaca ggcaggcgtt aagcggattt
  1226701 ggggcgtaac cggggattca ctcaatggtc tgagtgatag cctgcatcgc atgggaacta
  1226761 tcgagtggct gggcacacgt cacgaagaag tggccgcttt cgccgccggg gcggaagcac
  1226821 agctcaccgg gcagctagct gtatgcgcgg gttcctgtgg ccccggtaac ctgcatttga
  1226881 ttaatggctt atttgattgt caccgtaacc atgtcccggt actcgccatt gctgcgcata
  1226941 ttccctccag tgagattggt agcggttatt ttcaggaaac tcacccacag gagttattcc
  1227001 gcgaatgtag ccactactgt gaactcgttt cgaacccaga acagttacca agagtgttag
  1227061 aaatcgccat gcgccaagcc attcttaatc gtggcgtatc ggttattgtt ctgccgggcg
  1227121 atgttgcgtt acagccagcg ccagaagatg ccgccgtcat ctggcaaaca ccgaaattac
  1227181 cattagttca gccaccgatg agtgagttaa cgctcttggc tgacaccctg aataaagcta
  1227241 aaaatattac gttgatgtgc ggtagcggct gcgctgatgc tcatgatgaa gtggtcaaat
  1227301 tggctgagag actacaagcc ccggtggttc acgccctgcg tggaaaagag catattgagt
  1227361 gggacaaccc ttacagtgtc ggtatgaccg ggctgattgg tttctcctca ggctatcaag
  1227421 cgatgctcaa tgccgatacc ctgattctgc tggggacgca gttcccttac cgcgcgtttt
  1227481 atcccactca cgccaatatc atccagattg atattaatcc cggaagtctt ggcgctcatt
  1227541 gccccgtcaa catggcgctg gttggcgata tcaaaaccac cctgaccgcg ctgttgccgc
  1227601 agttagatgc caaaagtgac cgcgcgtttc tggataaagc gctggaacat taccgtacca
  1227661 cccgccaaga tctggatgct ctcgccaccg cgaatgataa ccaaccgatc cacccacaat
  1227721 atctggcaca acaaatcagt cactacgcca cagaagatgc gattttcacc tgcgatgtgg
  1227781 gtaccccaac cgtttgggcc gcacgttatt tgcagatgaa cggcaagcgc cgtttactgg
  1227841 ggtcgtttaa ccatggctca atggctaacg ccatgccgca agcaattggt gcccaagcaa
  1227901 ccgcccctga ccgacaagtc gtggccttgt gcggcgacgg tggtttcacc atgctaatgg
  1227961 gggatttcct ctcactgacc cagctaaaat tacccgtaaa aatcgtggta tttaataaca
  1228021 gcgtactggg gttcgtggca atggagatga aagcgggcgg ctatctgacg gatggtacgg
  1228081 acctgcataa tccagacttc gccgccattg ccaacgctgc tggcatcaaa gggattcggg
  1228141 tagaaaaagc ctctgagtta aatgcggcac tggaaagtgc ctttgcacat cctggccccg
  1228201 tattggtgga tgtcgtgacg gcgaaacaag agctctcaat gccaccacag attaagtttg
  1228261 agcaagccaa aggatttagt ctttatatgc tcagggccat tattaatggc cggggggatg
  1228321 aagtgatcga gctggcaaaa actaactggt tacgctaatc aaaaggtctt tcaatctaga
  1228381 gaggtcttgt agccaataaa gatctttgtc atttatccag ccagtcgtat cgaatatgta
  1228441 ccgacacgac tggcgacaga ttctttgctc ggcaaaacag catttttaca tcacaccgaa
  1228501 ctaaaattta atccagagct tggggggaga tcctatttaa aacaagatgg cgcggctcga
  1228561 gactacatgg atgtatttac ggcgtcttta cgatctgcct gttctctccg tcgcgggcac
  1228621 tttgtcaata acctcgagcc agtaggcttt tttgtttcga tattctcgct atgatgaaat
  1228681 ctatttttct agccaatgag aagacgatgc tgatcgattt acgcagtgac acagtaacgc
  1228741 aaccctgtgc cgccatgcgc gccgcgatgg cgaatgccga ggtcggtgat gatgtgtatg
  1228801 gcgatgaccc aaccgtcaat gcgcttgaag ccaaagccgc cagtttatcc ggtaaagaag
  1228861 ccgcgctgtt tctgccaaca ggcactcagg caaatttggt ggcgctattg acccattgtc
  1228921 agcgtggtga agagtatatt gtcggccaaa aagcccataa ctatttgtat gaagccgggg
  1228981 gtgccgccgt tttgggcagt atccaaccac aacctattga tgccaacgat gacggcacac
  1229041 taccactgga taacgttctg gccgccatca aacccgatga cattcacttt gcccccaccc
  1229101 ggctgttaag tttggaaaat actcacaatg gcaaagtctt gcctttgcgt tatttacagc
  1229161 aagcctgggc gttgacccgc gaaaaaaaac tggcgttaca tattgatggc gcacgtgttt
  1229221 ttaatgctgc ggtggcgctg aatgtgccac tgaacgatat tagccagtat tgcgataccc
  1229281 tgacaatttg tctgtcaaaa ggattaggga cgcctgttgg ttccctgctc tgtggcagcg
  1229341 cagaattcat tcatcgcgcc cggcgctggc gaaaaatgac cggtggtggt atgcgtcagg
  1229401 ccggtatttt agcggcagcc gggttgtatg cgctgcaaca taatgtggcg agactcaaag
  1229461 atgatcacga taacgcccag tggttggaac agcaattacg tgacttaggc attgagatag
  1229521 ccgcccccgg cgcgcaaaca aacgtgctgt acattacgca atctgccgaa tcagcgttga
  1229581 aacttggccc ctggatgcgt gaacgtggtg tgctgatcag tgccgggccg ctcacccgcc
  1229641 tgattactca ccttaacgtg agccgaaaag atctggaaaa agtcgtcgcg ctgtggcgtg
  1229701 aatttattgc cgagcaacat tcatgacacc acaacggata ttagtattag gtgccagtgg
  1229761 ctatattggc caacatttgg tccccttgct aagccagcaa ggccatcaag tcacggctgc
  1229821 tggccgccgt atcgagtggc tgaaagagca ggcgtggcca aacgttaact gctgctttgt
  1229881 cgatctttat cagcccgcaa ccctcaatgc cgcgttgcaa gatattgatg tactgtatta
  1229941 tctggtacat ggcatgggtg acggccaaga tttgattgaa caggaacgtc tagccgccag
  1230001 caatatgaag aacgccctac agccattggg aacagcgcaa acctcatccg ttaaacagat
  1230061 catttatctc ggtgtattac agccgggaga taacagttct tcgcacctga tcgcccgcaa
  1230121 attaacgggc gatatcctcc gtcaaagcgg tatcccggtc actgagttgc gcgccagcat
  1230181 tattgtcggc cccggttctg ctgcctttga agtgatgcgc gacatggttt ataacctgcc
  1230241 cattctgaca ccgccccgct gggtacgctc taaatcgtca cccgtcgcac tggataatct
  1230301 cttggtttat ctgaccgagc tactcaatca tccaacggaa gaaaaccgaa tctgggatgt
  1230361 cgccgggcca gaatatatca gctaccaaac gatgtttgag cggtttattg ccatcagcgg
  1230421 caaacgtcgc tggctgatcc cgatccccct gccaacccgg tttatctcgg tctatttcat
  1230481 taatatgatc acctcggtgc caacctcaat tgccagcgca ctgatcgaag gcctaaacca
  1230541 tgatttaccg gctgatggcc gcgccttaca ggcactgatc ccgcaaaaat taatccgttt
  1230601 tgaggatgca gtcaaagaga cactgcgccg cgaggatgag gtcgtcgact ctgctgactg
  1230661 gggttatgac ccagaggccc gcgcacgctg gcggccaggt tacggttttt accctaagca
  1230721 ggccggttgc caacgctcaa caaccgcgtc cagtgaggca ttgtggcatg tggtgcaaca
  1230781 aatcggtggc aaagaaggct atttctacgg caacccattg tggaaaatcc gtgccaggat
  1230841 ggacgatatg atcggcggtg gtgtggtgta tggccgccct gaacgggaaa ccttggaatt
  1230901 gggtgatctc attgatggct ggaaagtcat caccgtcaaa ccattacgcc agttggcatt
  1230961 gatgtttggt atgaaagcac cgggtttagg ccgcctgacc tttacgatta aagacttggg
  1231021 cggttgccgc agcttagatg tccgcgcgtg gtggcatccc gcgggtttca gcggattact
  1231081 ctactggttt gtcatgatgc cagcacatct gtttattttt cgcggaatgg caagacgtat
  1231141 tactgcgctg gcagaacacg atgaccgtga acgtgatgca cgggcaaaaa atagcgcggg
  1231201 ctcaaagcaa tgattgcata gcgcatcatt tcacggaaga atggcatctt atttgctcag
  1231261 cgaatagttt caggcgctag cattttgatt ttgggtggga atcgaattcg ttatgaaggt
  1231321 attggttacc ggcgcaacca gtggattagg ccgaaatgcg gttgaatatc tccgtcgtca
  1231381 ggagatcagt gttatcgcta ctggtcgtaa tcaggcgatg ggcgcgttat tgacaaaact
  1231441 gggggctaaa ttcattcatg ctgacctgac ggatctggtt tcctcacagg caaaagccat
  1231501 gctggcggat gtcgatacgc tgtggcattg ttcgagcttt acctcaccgt gggggacaga
  1231561 gcaggctttt gcgttggcaa atgtgcgcgc gacgcggcgc cttggagaat gggcagcggc
  1231621 ttatggcgta gagaatttca ttcatatctc ctcacccgcc atttatttcg attaccacca
  1231681 tcatcgcaat attcaggaag atttccggcc cgtgcgcttt gccaatgaat tcgctcgcag
  1231741 taaagccgcc ggtgaagagg tgatcaaact gctggcgctg tccaatccac aaacacattt
  1231801 tactattctg cgcccacagg ggttattcgg cccgcatgat aaagtgatgt tgccccgctt
  1231861 gctacatatg attaaacatt acggtaccct gctgctgccc cgtggcggtg acgcactggt
  1231921 ggatatgacc tatctggaaa acgccgtaca tgcgatgtgg cttgccaccc aaagccaaaa
  1231981 gaccctttct ggccgcgctt ataatattac caaccagcaa ccccgccctc tgcgcaccat
  1232041 cgtacaacag ctactggacg cgttggatat gaaatgtcga attcgctcag tgccttatcc
  1232101 catgatggat atcatggcca gggcaatgga gaaaatgagc aataaagcag aaaaagagcc
  1232161 ggtgttaaca cactatgcgg tggctaaact caattttgat ctcacactgg ataccctccg
  1232221 tgccgagcaa gagttgggct atcgcccaat catctcactg gatgaaggta ttctccgcac
  1232281 cgcccgctgg ctgaaagaac acggtaagtt tcgcggctaa tgggttatta ggttatcttg
  1232341 taactcgtcg gttatcttat aactcgtcag ttatctgcca gccgccataa cagattactt
  1232401 tacctaaggt catcatatga aaaagaaaaa tattgccctc atcctccctc tcgctctttt
  1232461 acttagtgcc tgtgccagta acgttaatcc tgtttttgag gccaccagca gccgcagtag
  1232521 tccctgtatt gaaggagggc cagacacggt agcgcaaaaa ttttatgact tgcgtatcca
  1232581 gcagattggc ggccaacagg gcctacctga tgataatctg tccgcacaat ttcgccctta
  1232641 tttaagccag tcgctgtata acgatattca agccgccaga aaacaagcca gtaaccgcac
  1232701 accggctcaa gtgaataaaa cccaaatgat cagcggtgat attttcacca gcttacgtga
  1232761 aggcagtacc tccgccagtg ttgccagcgc atcgacaatc cccaatactg atgccaggaa
  1232821 tatcccgcta cgcgttaatc tgagccacca aatggctgat ggcaaggcgg tgatgtggca
  1232881 agatgaagtg ctgatgatcc gtgaaggaac atgctgggtc gttgatgata tccgttttat
  1232941 gggcgttagc gcacccgcca gcagcctgcg ccaattgttg ggtaatcact aacctaacgg
  1233001 ctcgccacgg ggaatggctc acggcacgtc atccgctatc acctcttccc acagacaacc
  1233061 gtagtggtca acatactggc ctctttgata ggaagagatg ataccaagac cattccctat
  1233121 caaccccacg agccgtcatt gtcaacaagg aggaaatcac tatgcaaccc actcatacgc
  1233181 taacaaggtt aactgttatc ggtaaattaa ttatcgccag tagctttttt ctttccctgg
  1233241 ccgtacaggc acagcaatgc ggccagacgg ctccgctcat taatgagcga ttaagctata
  1233301 tgaaagatgt cgcgggatat aaagctgaaa atcatttacc tatagaagac cgcattcaag
  1233361 aagagaaagt gatcaatagc gccatggcgc aagcggaatc actgggctta aacggtgaat
  1233421 caatcaaacc gcttatggtg gcacaaatca atgccgcaaa agctatccag taccgttacc
  1233481 gcgcggactg gttgtcacag ccagaaccgg gttggcaacc caaaccgcta gatgacgtac
  1233541 gcgctaatat tggtgagtta agtacgaaga tcctcgagca gatagcggag gaactgaaaa
  1233601 cctgtaaacc cgccgaaatg ggtgataagg cgcattttat caacacgatt cgccaacata
  1233661 atctcaccag tgctgatgtt gaggccatat tctcaacctt caatcaggta aaattaaaat
  1233721 aacgggccag tcctcccggc cacacatctt tcgtaccggg ttccttcccg tggcccggta
  1233781 cttattgatt tacaaactca tttttctgtc tgttttttaa tcggcactgc tgatgttgct
  1233841 gctctggcag gtttattcat cacgcgacaa attccccctg agcgcaatca aatacaaatg
  1233901 ttatgctgtt tttaaccgtt tattctggct attcataaat tttaacgcac aaagattgca
  1233961 taagtatgcc gtggaagtta ccattccccg catcattggc tattcagatt tggcgcatga
  1234021 gtattcaact taacggaatt aactgttact acggcgcaca tcaagcgttg ttcgacatta
  1234081 cattagattg tccagcaggc gagaccctgg tgttactagg cccaagtggt gcgggtaaaa
  1234141 gctcgttgct gcgcgtactt aacctgctgg agatgccgcg ttcaggtacc ttgcagatcg
  1234201 ccggtaatca ctttgatttt tcccgcgttc cgggtgaaaa ggctattcgc gagttgcgta
  1234261 ctaacgtggg catggtcttt cagcaatata atctttggcc gcatctttcc gtggtacaca
  1234321 atctgattga agccccttgc cgtgtgctgg gtctgccaaa agaagaagcc atggcccgtg
  1234381 cgcagaaatt attgtcacgc ctgcgtttaa ctgattttgc tgaccgcttt cctctgcatc
  1234441 tttcgggggg tcaacaacag cgtgtggcta tcgcccgcgc gttgatgatg gaaccgcaag
  1234501 tgttgctgtt tgacgagccg accgccgcgc tcgatccaga gattaccgca caaatcgtca
  1234561 gcatcatccg tgaattagcc ggaaccggta ttactcaggt gattgtcact catgaggttg
  1234621 aagtggcccg caagacagcc agtcgtgtgg tttacatgga aaacggccat gttgtggaac
  1234681 agggcgatgc cagccacttt acccaaccaa caaccgaagc ttttgccagc tatctgtcac
  1234741 attgatatct atttgggaat ttgcgatgaa aaaattaata atagcgaccg tcctcgccag
  1234801 tatcagttta tcagcctctg ccgctgaaac cattcgtttc gctgcggaag ccacttaccc
  1234861 accgttcgaa tttattgatg ccaataataa aatgcagggt ttcgatatcg atctggctaa
  1234921 tgcactgtgt aaagagatgc aagccgattg cacctttacc aatcaggcct ttgatagctt
  1234981 gatcccaagc ctgaaattca aacgttttga tgccgttatt tcgggtatgg acatcacccc
  1235041 agaacgccag aaacaagtgg cattcacgca gccttactac gataactcag cgctgtttat
  1235101 cgcccaaaaa gataaagtgg cggatttagc cgcactgaaa ggcaaacgtg tcggtatgca
  1235161 gaacggctct acccatcaaa aatacttgat ggaaaaacac cctgaaatca cggctgtgcc
  1235221 ttatgacagc taccagaatg ccatccttga cctgaaaaat ggccgtttgg atgccgtatt
  1235281 tggtgatacc gcagtggtga atgagtggct gaaacagaat gaccaattag cggcggttgg
  1235341 tgacaaagtg acagacgctg actatttcgg taccggttta ggtatcgcgg tacgccagag
  1235401 caacaccgaa ttacagggta agttagatgc tgcgctaacg aaagttaaag ccgatggcac
  1235461 ctatcaaact atctataaaa aatggttcca gcagtaatct aaacacccat gaatgaattt
  1235521 caacctttag caagtgccgc cggtatgacc gtcggccttg ccgtttgtgc actggcactc
  1235581 ggtttggttc tggcgatgct gtttgccgtc ggtgaatcat cacgtttgaa agtggttagt
  1235641 tacctgacta tcggttgggt gactctttta cgcggattac ccgagattct ggtggtcctg
  1235701 tttatctatt tcggctcttc tcagctgttg atgatgttgt cggacggttt cacgctgaat
  1235761 ctctatctgt ttgagctgcc cattaagctt aatctggata atttcgaggt tagcccattc
  1235821 ttgtgcggtg tgatcgcact ggccctgctc tattccgctt atgcatcgca gacattgcgc
  1235881 ggcgcactaa aagcggtgcc tatcgggcag tgggaatccg gccaggcact cggtttaagc
  1235941 cagacggcga ttttcttccg tttgattatg ccgcaaatgt ggcgacatgc cttgccaggt
  1236001 ttgggtaatc aatggttggt attactcaaa gataccgcgc tggtgtcgct tatcagtgtc
  1236061 aatgacctga tgctgcaaac caaaagtatt gccacccgga cacaggaacc cttcacgtgg
  1236121 tatgtgattg ccgcagcaat ctacctggtc gtgaccctgc tgagccagta tgtcctcaaa
  1236181 tggattgaac tccgtaccac ccgttttgag cggagcgcat cctgatgttg gaatatatac
  1236241 ccgagatact gaaagggctg cataccagcc tgaccttgac catcgtctct ttgctggtgg
  1236301 cgttggtgct gtcagtggtg tttaccatcg ttctgacgct gaaaaccccc attgccaccc
  1236361 cgctggtcaa aatttatatc accttgttca ccggtacccc gctgttggta cagatctttt
  1236421 tgatctatta cggtccaggg caattcccgg caatccgcga atatccgtgg ttgtggagtc
  1236481 tgctgtcaca gccatggctg tgcgcaatga ttgctctggc attgaacagt gcggcgtata
  1236541 ccactcaact gttctacggt gcagtacggg ctattccctc tggccaatgg caatcctgtg
  1236601 aagcgctggg gatgtcaaaa cgtcaatcgt tacgtattct gctgcctttt gcctttaaac
  1236661 gggcgctatc atcctattcc aacgaagtgg tcttggtctt caaagggacc tcgctggcat
  1236721 acactatcac cttgatggag gtcatggggt atagccaact gatgtatggc cgaacctatg
  1236781 acgtgatggt gtttggtgcc gccggggttg tttacctgtg cgtgaatggt ttgctgacgt
  1236841 tgctgatgcg gttagtggag cgcaaagccc tggcctttga gcgacggaat taaacggcct
  1236901 ctccccttat gcgacaacgc cggatcatca accagaaatt gcgtgatgat ccggtttcct
  1236961 taacgccccg cccctgcgat ctgccttatc taaccgtcat gcttcaagct gcctatgcgt
  1237021 tggctgcctt cctgccactc gaattatttg gggtataacg atcagtttgc cttgtgtgaa
  1237081 tatcaggccg ccttcttttt actgcgtaac cccaactgaa tgcacgatac caccaccaac
  1237141 ccgcccccca tcaacgacaa catcaatggc acctcatccc aaaatagcca gccccaggta
  1237201 atattgaaga caatgccgat atagcgcacc accgacacca cgatcaggtt gtccgaagag
  1237261 aaagcctgcg ttaaaaccac ctgacctagc aatgagacaa gagcaatggc gatgagaatg
  1237321 ccgaactgat acccactcgg ccaaacaaag ttatgccaca tcagtgggat agagatcagc
  1237381 gtcgcgataa acaaaaagta gaagacgatt tcataattgt gatggcgctt cgtgagctta
  1237441 ttcaccgaca aataagcaat agccgcaaat accgcactca tcacccccac cagagacgcc
  1237501 aacgtatagg tggaaaaatt ccacgggcgg atcaagataa tcgcgccaat aatcaccatc
  1237561 accaaccaga aagccatggt ggcattcacc cgttcgcgca acactaataa tgacagcaca
  1237621 atcgagaaaa acggtgacag ataggccaac atgctggcat ctgccaatgt caggtgagca
  1237681 atactgtaaa aatagcaaat cagatacagt gcgcccatcg tcccccggag taccaacaat
  1237741 gggcgatctt cacggctgaa cgctatccca cgctgataca tcagtaaccc aatcaacaag
  1237801 caaccaatgc tactgcggaa gaatacgatc tcaccggtag gaatttcatc agcgatggtt
  1237861 ttgactaaca cattcatcac gctgaaaatc agggaggcga gaatagccaa taacgcgcct
  1237921 tggttcatgt ctggctccgc cattgttgtt cgatgatggc cgcctgcctg tcacaatcgt
  1237981 cccccaataa agagggatgg caatgttcct caccgacccg gtcaataaac gccttgagcg
  1238041 cctgctggaa tcgctgtagc agccgctgcg ctgtgggcat caccacatcc agcgcgcccg
  1238101 ccagtaatag cagcgttcgc aatttgtgaa catcctccag cggcactcgc ggcaaatgcc
  1238161 acagcgcatt cgcgtcttga tataccgtgg ccaccttgac cgccgaaaag tcatagaatc
  1238221 ggccttgttc atccggtgta gagtacgggt ccactaacaa ggcggtataa cgaacaaaca
  1238281 gtgcgtattg ctgctcaaga gggggaagct gtggaaattc gtcaatccag cgacgactga
  1238341 ccatggaggc aggcaccgga tagttatcgt cattgagaaa acgtagcaag ttgatttctt
  1238401 ccacccctag ccggttgagg agccttttat agtcatcggc caaacccgct aaatccgcaa
  1238461 tcaccgccgg acagaccggc ccttctggtt gggttttata cagatactgg ctacgttgct
  1238521 ctggatagaa cagcgcctgc aacgtggtat ccgccagcgc caaaggagga tggacataat
  1238581 tggtaatgct aaaacgctcg gcggccaaca agttagaaca cggtaaggtg tcaatgtggt
  1238641 ggcgggctaa taccgccgtt aaccagctca tctctgccga tcccgcatta ccccactgat
  1238701 tggccagata tatccgctgt ttaaatgctt tggtatacgc ccgataaggc tgtatagcgc
  1238761 caatgtcttg ggttccagca ttaatgtctt gggtattagc gctaatgtct tgggtttcag
  1238821 cgcgaatata tttagtatcc gcataataac tggacaggct gatgacctcg acatcgcgct
  1238881 tccccgcggc gtttaacaga ttctgcacca tcaggccgga acccatcgaa gaggacagta
  1238941 aaatcactga ctttaattgt ggtaacgcgg cccacggaat ctgttgtagg acggcgtaat
  1239001 agtgatcggc agggactgcc agaatcaaac gttgccaatc accaaccgcc tgcgccaatt
  1239061 gatcgatata gcaatcaatc gtgacactgc tctctttctg ggtcgcttgt gccttgccgg
  1239121 taccctgcaa ataaagggtc ggcgtgagtg ccagatactg ctttaaccgt tcgcctttcg
  1239181 tgctgggccg attatagagc cccaacctag catcacctgt agcactaata tccaccgcaa
  1239241 gttggatagc cgcaggcccg gcccccagaa tcaaggtcgg cagggtgtta tgcatgatga
  1239301 ttaggttcca aaatgataag gtcataaagc ccggtggtca ccggtttact ggcggtgcgc
  1239361 caatgtgaac agttcacctc atggcaataa gggcagttga aaatagactt cagcccattg
  1239421 ccatagcgca tcactaattt gctggaccgg gtcacatagg gaaccaattg tgctaataac
  1239481 gcctgtttat ccgccaccaa tgaagcgacg ataatgtggt caacgggacg gtccgttaac
  1239541 tctttcaggt tatcaataaa ttgcacctgt ttttccagac cgagggattg aacgagctgg
  1239601 cgagctaact gctgtgcggc gggatcgtga tcgtagcaaa agacggttgc accgagcttg
  1239661 gcaaccagta ccagcgccgt ggtcggcaag gcaccgctgc ccaccaacaa caccttctca
  1239721 cccatctgca taccggcgag tttgatctct tgttgcagcg attggttaaa acttgtcagg
  1239781 tagtcgtcag tcttggagga tgggctacac aaggcgcata cctgatgttt ttcatagtca
  1239841 cacagtgccg cattggcgac ctgccgcaat tgggcaattt gttttaccac cgcatcatcg
  1239901 tgctccaact gcaaccggta atcttgtagc tgtggctcgt cattaaaaga ctgcaagcga
  1239961 ctaaaacggc gctctaacaa cacaaaatga gactgatttt gctgggcatt atcgtgtaac
  1240021 tggctgattt cttgctgcag ccccgcgagt tgagccagca catcggcttt catcaacgta
  1240081 tacatatttt ctctccatga gtaggtaaga actgagtggg caataagtag cgatagccca
  1240141 aagggcttgt tccactttcg atacccacac caaatacggt ggacatcatg gggtccgcga
  1240201 tcacctgatg ggctgcgcca tgacaggcaa catttccacg gtggattaac gtgagcgttt
  1240261 ggcaaaagcg cagcgccaag cccagatcgt ggatcaccat taatgtggtg cattggtggc
  1240321 gtttgctgta atcgacgatt ttttgcagca cacgtaattg gtggtgaata tccagggcgc
  1240381 tggtcggttc atccagcaaa atgatctgcg gctgagcgat gaaagcctgc gcgagcatca
  1240441 ctaactggcg ttgcccgcca cttagactgt tgaaaacttg gtttgccaga gaggaaatgc
  1240501 cgcactctgc caatacctgc tcgaccgcat caatttgtgc ggggctgaca cgccagctca
  1240561 attggcgaac tttacccagc aggaccattt caaaaacggt cagggcagaa tcactacgat
  1240621 tgagttggga cacataggcg atgcgtgtga cgcgcgtatt cagtgggcac tgttgatatt
  1240681 cgatctgccc ggtaatgggg accatgtggt taatggcttt gagtaacgtg gatttgcccg
  1240741 ccccattggg gccaataatg ccgctcacct gtgccgcagg ccacgttaga gaaatatcgg
  1240801 tgagcagtgg gcgtttatga agcgtgacgc cgacgtgctt taacgtcagt tgcgtcatgc
  1240861 ccgtttcacc tgtttagtca caaaatagaa caataccggg acaccgatca gcgcaataat
  1240921 aatgccgatc ggcacgacac catttggcag tatgagtttg gaaatgatag aggccagaac
  1240981 caatagcagg ctgccacaaa gtgccgaaat accgatcaga tagcgttgat cttcgccgac
  1241041 caacatacgg gcgaagtgag gggcgaccaa accgataaag ccgatagtgc cgacaaaaga
  1241101 cacagaggcg gcggtcaaca aggtcgccag aagaaacgct aacttacgta aggcgcttac
  1241161 gttaatcccc aaacctagcg cttgctcctc ccccgctgaa agcgcggtca atcgccatgc
  1241221 ctgctgcaaa cagataacca gtgaacaagc cagtacgctg cccgtcatta gcaccccctg
  1241281 catattggct tttagcaggc tgccaaacag ccagaataca atttgttgca tcgcttctgg
  1241341 tgaggccgaa ataacatgag tgattgcaac gactggaaga agaacagcac cacaatgccg
  1241401 ctcaacacca gaatttgcgg tgtcatcccc tgccgttggc ccagaaagta aatgggcagg
  1241461 caggccagta atgccatcag tgaagccaat aatggggtgc ctaatgacaa gactcccccc
  1241521 acgctgaagc cagtgatgat cgataatgcg gcaccaaatc ctgccgcggc tgaaatcccc
  1241581 aaggtataag gactggctaa cggattcgcc agtacggttt gcatcaacaa gccagccaaa
  1241641 cccaaactcg cgcccaccac cacggcggtt aacgtcatcg gcaaacgaat ggaccaaaaa
  1241701 tgatctggtg tagttcatca tgctgcgaag aatccaccag aaacagtcgc aatacatcaa
  1241761 gtgggctaag gttggccgcg ccagtggcca gatcgatgac catagcggcc agtagcgagc
  1241821 cgatcaatgc cagtgtgaat aacccgcgtc gtagatgaag ttgctgaaaa gattgccgtc
  1241881 cctgcgtgat gggctctaaa aaggttgcca ttattctccc tgccattgct gcataaatac
  1241941 gccatcggct ttgatgggca gatactcttc ataaaacgtt tcgagattat gttgcgggtt
  1242001 cacatcttca aacgccgaag gaaaaagcgc cttggcgaca aactgcacaa aaatgtagtc
  1242061 gtacaacgtg cggacgccgc catgatagag cgcgtaaaaa cgtgtttgtt taatcgcggg
  1242121 aaattgtgac cagccgggac gctgagcata ttgggtcata ctttgctgga gggtttcagg
  1242181 tttggcacca aaccccatcg acaccgcatt cggcattttc ggccagtctc cgcccgccag
  1242241 aaaaattacc tcgggtttct gagataacac atactctgcg cgcagtgggg aaggcgtggt
  1242301 gaccacgcct gtcgcgatat tgttggctcc ggcctgttga agcaagggcc cccaaataga
  1242361 cgacccatag ctgctgctgt attcacccgg ccctttatcg ccgagttcaa tataggtttt
  1242421 cggcgagggc aaattcgctt gggtaattcg tctgcgaata tctgcaatgc cttgttgata
  1242481 ggcgatggcc aagcgttcag cccgttcgcc atgacctaat gcttgcccca ttacccgaat
  1242541 actggtgagc ttagcgtcct ctccctgatt aaaatcgacc acgacatagg gaatagagag
  1242601 ttgctgtaat accggcaaat agttggcgaa accttcgagt tgccattttg ccaaaatcag
  1242661 taaatctggc cgggtcgcca gcaggcgctc aaagtcaaaa ctttggttat acaaagaccc
  1242721 aacatccacc aattggctta aacgccgtag ggctgcctga tagcgcggcc attggctggt
  1242781 ccgtaggctc caatcacttt tagagaaggc cacgacatgt tgataactgt ctggcccatt
  1242841 gatcgccaaa aaatcctcat aataaaaacc gatataaaca cgttgtgctg gtgccgccag
  1242901 agtgacctca cgaccatcaa catctttgag atggatctct gccagcgcac tgctgctgat
  1242961 cccccaccag aggcataaac tccaaaaaat acgtaataac ataaaggata ttctcgttga
  1243021 tttgattgtt atgttataat gtatcaatta aatgttgtgc tcaagaaaaa gatcgaagct
  1243081 gatggcaaag ctcagtgagt gaagggtgac cgcacctaga tcaagatatc agggccgctc
  1243141 cggtggctta cgccacgtac gaccccaacg gcacgtttcc ccgtcatttg actttatcag
  1243201 cagtctagat tgctattgtg ggcctaatga gaggtgctga tacagagaca ctgcgctcga
  1243261 ctggcgtggg tatgtcaaca aggggggttt aggctattgt gtcgcgggta atgacaaact
  1243321 ctacattttt aatgacagat gataaaaaag cccactacac cacgaatctc catggggaag
  1243381 tgggcttcag atttattgat taactatcaa aaatcacttg ccgtctttat ttctggcatt
  1243441 aataaatgga acactgctat ttgggagcat cgtctgtggt aactctccgt tccatttttc
  1243501 tgcagtaatt aactcgacca acaatggatt ctgttttaag gcatcagctc ttaattttat
  1243561 cgcttcggct tctgccgccc ccattaatct gatgttctca gcttctgccg cacccattaa
  1243621 ttttattttt tcagcgccaa tttttgcaat acttaattga gactcggatt gacctcttgc
  1243681 ttgttcaatg gcgatgtcag cattaatttt ttctgtctct aacatttttc gcgttttttc
  1243741 gacattaact tcagccttca ttcgctcttc tatgctggct tcataccctt cggtaaaatc
  1243801 aatattttcg atattaacgg aattaataat gagaggttcg tctttaagca cccgccttaa
  1243861 ttcttcggtg actcgtctaa caaaatcttc tctgttctgc acagcagaga ctgcggtgta
  1243921 ttggccaaat acattttcta cttgtgttgg aacatgtcgg cttaccaggc gctccgccat
  1243981 attttgaatc gagccatatt ttacaaagag atcttcaacg ctagtaggtg ggacctgaaa
  1244041 cccaatagac acaaccattt gggcaggttg ttgatcttta ctgtatgctt ttagtctgtc
  1244101 gtatttaatt gaacgattag aaatagatat tgtttcaact tctgtaatta tgggtatttt
  1244161 aaagccaaga cccggttcag ccacagcgac cacttttccc catttagtaa tgatgcctct
  1244221 gtcgctttca ttaatggtgt accaacttcc catcaagcaa ataaccgcaa ttaatgttaa
  1244281 tatcgccaga aagccacaca cagtaacaaa tctcatggac atttctttct tcattgtcat
  1244341 attaatacac cctgttttta ataaaaatac ttatatctaa aaaataaaaa tctcaaatag
  1244401 aaaaaatatt gttatttcta ttacttattt tatatgtgaa cgtgttttat ttggttgtca
  1244461 ctctaaatac aagcaatgcg tttactttaa gtaattgata ttttattttt aatgaaaaac
  1244521 tcccgagcgg gataataaaa aatcactccc tattctatat ttttgttatc aacctgttgc
  1244581 tcaccctcat tataccgtta tcaaaataaa tttacacaag atatgtccta tttttattat
  1244641 taaaactcac caataatata attttataat gaaagtctta tcatttaaca aatgataatg
  1244701 aaattatcac catgctaata ccagaaacga tcaaaacaat aacgctaatc ttcattgagg
  1244761 caatattaac cacgagcatc gtattaaccc catgatttag gcactcatcc tcattgagcc
  1244821 aaaccatatt agcgatgggg ggaatggaac tctctggggg cagaaatgct gccataagcc
  1244881 catatagatg gaatgggtta ttgccagtca tgctaacaac ctctactcag tttccgcacg
  1244941 gtcatcagtt tctgcacttt caccagcgtc tactccttca ctcatttccc cagagaataa
  1245001 atttaaattt ttaatcacat tacttgcata taaattcata aaatggcaat gtaaatccca
  1245061 tcagacaggg gcttttttgg caaaaaaaac aaaccagata caataaaatc aataactaat
  1245121 aacatattct attgaaaaat tcagacagga gcttaagcat gaaaaaatta ctattggcaa
  1245181 cgttattaag tggcatggct ttcagcgcta ccgccgcaga gaccctccgt tttgcagcct
  1245241 cagccaccta cccgccattt gaatctatgg atgccaataa cgaaatcgtt ggctttgata
  1245301 tggatctggc aaaagcactg tgtaaacaaa tggaagccaa ctgtactttc actaatcagg
  1245361 cttttgatag cctgatccca gcgcttaaat tcaaacgtta tgatgccgtt atctctggta
  1245421 tggatatcac gccagaacgc agcaagcagg tggcattcac tcagccttac tacgctaact
  1245481 ccgcgattgt tatcgccccg aaaggtaaat tcagcacttt tgctgacctg aaaggcaaaa
  1245541 agattgggat ggagaatggc actacccatc agaaatattt acaggataaa catcctgaaa
  1245601 ttcagaccgt gtcttatgac agctaccaga atgccatcat tgatctgaaa aatggccgta
  1245661 ttgatggtgt gtttggtgat actgcggtag tgaatgaatg gctgaaaacc aatcctaatt
  1245721 tagcctctgt cggcgagcat gtgaccgacc cacaatattt cggcaccggt ttaggtattg
  1245781 ctgtgcgccc ggataacatc gccctactga caaaattgaa taaagccatt gatgcggtga
  1245841 aagctgatgg tacttatcaa gcgatcaatg ataagtggtt ccctcaataa tccccttcat
  1245901 atttgacgtt gcagggggat gcgcttgtta gctgccgacc tgcaacgcca gtgactttaa
  1245961 cgttttaacg ctttgacttt ggctcactgc atactcactt aagccacaaa ccacgtctag
  1246021 cgacggagag tcagcaaggt gagcacttcg tagtgactgg tatgcgggaa catatcaaac
  1246081 agctgtaccc gttcaatgtg gtaacccgca agcaaactga tatctttcgc catcgtctct
  1246141 gcattacaac ttgaatagag aataaattta ggtgccatct ggctcaggta atcacataac
  1246201 tcgcggccga tcccccgccg tggtggattc accaagacca gttcaggtat ttgggcttca
  1246261 gcggtagcaa agcgggtaga atccagcgcg gcgaaactga cattttttag ccctaactgc
  1246321 tcagccgact ggcgggcaca ggcgatagct tcagcattga tttcaatgcc ggtcaattga
  1246381 gtctctggcc ccgcacaatg taaaccaaag ccgcccacac cacagaacag atcccacata
  1246441 ctgtgaacct catgctcctg cacccactgc cgtgctgttg catacaacga agccgccacc
  1246501 tgtggattgg tctggaaaaa actttgtggg cggatataca acggcacctg attaaaccgc
  1246561 tcaggcaggg cctgttgttc ggtcagcggg atctcccgct ccccttccag aatggccata
  1246621 tgcactggct gaatattagc cgagatcacc gccaactgcg gcaactgttg ttgcagccac
  1246681 ggcaacgcag caattaactg cgctaattta gtttcagaac gcagcacaaa gcgcagcatc
  1246741 aattcaccgt tgtaggtact ttccgtgagt aacaggaatt taagttcgcc acgcttgcga
  1246801 gcaacgttat agggagtcaa acccgccctg gcaataaagg ttttcagtac cgtaaatacc
  1246861 ggttcgaagc tgggcggata aagtggacat gcgcataaat caaccggtgt accgtcacga
  1246921 tgcagcatac ccagtaacgg gcgttccaca ctgccgctga cgaccatttt cgccttgtta
  1246981 cgaaaggcac tctcgcgccc aaaaaccggt gctagccact gggtgaccgc atgaccagcc
  1247041 aacaggcttt ccagatgatg ctgtttatca gcgagttgtt gtggataggg tttatccaac
  1247101 cactgacaag aacggcagcg acctgccgta tactgtgcgc aatgcattaa tattgaccgt
  1247161 tatactctga gacagtagat aatgtgcagc cgaagctgtc gatgggcgcg gattgtagca
  1247221 ccctatggcg ttaaacactc atttttgact gggggaaata gcggtgccag gggaaaaata
  1247281 acaacccgat aatcaccacg tcggggattt tttgcaaaag caaactgtgc aagatttcag
  1247341 cgccgctatc gccttcaatg cggaaaatat ctggctccaa ccaattcagt gaagccataa
  1247401 gcaggtaaat catgatgatc aactgacaaa tcagataata ccagcgcgcc cagtttcggc
  1247461 ggtgacacac cgcaacacca cacatcatat ccaacaacag caagacaata ctggcaaaaa
  1247521 aaatcaagcc ggtatcccaa cgttgcaagc tatcactgat aaaatcgcta acaccactga
  1247581 agcccagttc agccactaat agcaatacgc cgatgattcg ggtcgcaatg atagccgttc
  1247641 cgccaatgac gacagggaca ggcgttgctg ctgaggatga aaaggacggt ctcatattgc
  1247701 ttggttaccc ccagtctgat gctcataatc ggttttccgc aacctgatgt tatctctcac
  1247761 aataacgccg ctctaaagcg gcgttaaagg agacgaaaga ctaacagctt tagggagaat
  1247821 cagctacgag cagctttacg taattcgcgc aatctctgct tttccgcacg cgacattatc
  1247881 caccatgcaa ataaaccgat aaccccaacc accagcagga taagtgtcgc taacgcatta
  1247941 atctctggat tcacccccat acgcacactg gagaatacca acatcggtaa cgtggtggcc
  1248001 cccggcccgg caacaaagct ggcaataacc agatcatcaa gggataaggt aaaggccagc
  1248061 aaccaaccag agatcagcgc aggggcgatc atcggtaccg taataacaaa gaagaccttc
  1248121 agtggtgtcg cgcccagatc catggccgcc tcttcaatag aacggtccaa ttcgcgcaac
  1248181 cgcgaactga tgaccaccgt cacataggcc gtgcagaaag tcacatgggc cagccagatg
  1248241 gtgaacatgc cacgttctgc gggccaccca atggcatgcc ccatcgccac aaacagcagc
  1248301 agtagtgaca gtccggtgat gacatcaggc ataaccagcg gtgcagtcag cataaaagca
  1248361 aaaccggttg acccacgaaa acgcccaaag cgcaccatga ccaccgcggc aatcgtcccc
  1248421 aacaccaccg ccatagtggc agaggcggcg gcaatcgtca gactcagccc aacggcagag
  1248481 atcatcgccg aatcattaaa taactgcgta taccaacggg ttgaccaccc agcccacacc
  1248541 gtcaccagct tcgagctgtt aaacgaataa attaccaaca tcaacattgg ggcatacagg
  1248601 aaggtataac cgacggtcag gatcacccga cgccagacag aacgcacctc cggtaagtta
  1248661 ttcatctcgc gcccccaata tctttatttt gatgtttgtg gaaccagagt atcggggcaa
  1248721 tcagcagcac taacatcacg gttgccaccg cagaggccac cggccagtcg cgattattga
  1248781 aaaactcctg ccacaaaatg cggccaatca tgatgctatc cggcccacca aggagctcgg
  1248841 ggatcacaaa ctcccctact gcagggataa ataccaacat agagccagcg acaataccgc
  1248901 ctttggtcaa cgggataatc acactgataa acgtcttgaa cggcctggcc ccgagatcca
  1248961 acgcagcttc taccagcgag taatccagtc gcgttaatgc ggtataaatc ggcaacacca
  1249021 taaatggcag gtaggaatac accacgccaa tataaacggc cagattggtg tgtaagatga
  1249081 ctagcggctg atcaataatt ccggtccata ttaaaaagtt attcaagatg ccgttatttt
  1249141 ttaggatccc catccaggca taaacccgga tcagaaatga cgtccatgac ggcaagataa
  1249201 ccaacagcaa taagatgttg cgggtcgatg gtttactgtg agcaatcgcc caagccaatg
  1249261 ggtagccaat aagcaggcag cacagcgttg ataccgccgc cacttgcaac gattgcaaat
  1249321 aggcatcgat atataacgga tcatccagca gtagcaggta attacccaga tttagcgaga
  1249381 tatccagctt gccgtccagc caagtggtga gatcggtata agggggaacc gcccgcacca
  1249441 tttccgccaa actgatttta aacacgatca ggaaaggcag cataaataag aggaatagcc
  1249501 ataaatatgg catggcgatg accagtttac ggccatgcgc catttggaag cgttgtatca
  1249561 gcgccctgac cggcccaact gagcggatcg gggattctgc ggccccactc gtggattctg
  1249621 gtatcacaat attggctccc caaacaatta attagctccc taaaaccacg caactgtcag
  1249681 catcccaaca gagttgcact tcatcacccc acgttggcat gcctttacgg tagcgatgac
  1249741 cattctgtaa ctgcgcactt agcatctgac cactgtgtaa tttcacgtga taaatggata
  1249801 aatcgcccag ataggcaatg tgtaccactt cgcctacagc aaaattgcag ccatctttgg
  1249861 ggacctgatc acataacatc actttttccg ggcgtagggc gaccagcaca ggcactccgt
  1249921 caacgaccga ggcatcggaa tccactttta gcggatggcg caggccaggg ctatcaatca
  1249981 ccaacgcgtc atctaaacgc tcttttagca cgccttcgaa cacattcact gagccgataa
  1250041 actcagcgct gaatctgctg ttcggatgct cataaatctc ttctggctca ccaatctgca
  1250101 caaacttgcc ccggttcata atggcaatgc gcccggccat ggtcatcgct tcttcttggt
  1250161 catgggtgac catcacacag gttgcgccca cccgctccaa aatatccaac acttccagtt
  1250221 gcatacggtc gcgtagtttt ttatccagcg cccccattgg ctcatccaaa agcagcagtt
  1250281 ttggccgttt agccaagcta cgtgccaatg ccacacgctg gcgctgacca ccggataatt
  1250341 gatgcggttt acgtttagca aactcttgca tatggaccag tgtcagcatc tcggcgaccc
  1250401 ggcttttaat ttcattagac ggcagcttat cctgcttcaa gccgaatgcg atgttttgct
  1250461 ccacggtcat gtgcgggaat agcgcgtaag actggaacat catattgata gggcgtcgat
  1250521 acggtggaac atgggataaa tcctgcccat caaggactat ctggccttgc gttggctgtt
  1250581 caaaaccggc cagcatccgt aacagggtag atttaccaca acctgatgcc cccaatagcg
  1250641 caaaaatctc acctttataa atggtcagat tgacatcatc cacagccgcc tgaccgtcga
  1250701 atgacttggt taagttacgg atttccagta aaggggtaaa caccttctgg gattttggct
  1250761 gtgggcgggg aataacatca ttcactcagc gtgctctccg taaaagcaga acaggccgca
  1250821 tttaacgtgc ggcgcaataa gagacgggaa caggaagata aactccctgc ccctaccagg
  1250881 atcaatttca tttttaccgt caatgaatga acagtaaagt acgtcagccg caccctatcc
  1250941 attcatcata acggcttatt taccgctttt aacttttgtc caggcccggg tgatgacccg
  1251001 gtcaattttc ggatcctgca cttttagcgt aaacattttg gcacgtacat ccgctggcgg
  1251061 gtaaatccct ggattatcac gaacctctgc gttcaccaac ggtgtagccg cttggttggc
  1251121 gttcgcgtag aacacgtggt tactgatatt cgcaatcaca tcagggcgca tcaggtaatt
  1251181 aaggaactgg taagcttcat cctgattttt agcgtcagtt ggcatcgcaa acacatcaaa
  1251241 gaacgctaag gcgccttcct tcggaatgct gtaagccaca ttcaccccat tcttcgcttc
  1251301 tttggcacga ttagaggctt gcatgatatc gccggcccaa cccacagcga cacagatatc
  1251361 cccgttcgcc agatcattaa tgtattgtga cgagtggaaa tagcggatat ttggccgcaa
  1251421 cttcagcaat aaatccgtcg cggagcccgt gtaatcggca gtgagtgtac tgttcggatc
  1251481 tttacctaaa tagttgagta ccgtggcgaa aatttcgctc ggcgcatcca ggaaggagac
  1251541 accacaactt ttcagcttct caagattttc gggtttcagc accaaatccc agctattgac
  1251601 tggcgcatct tctcctagca ctgccttcac tttctcgacg ttatagccga taccggtcgt
  1251661 ggcccagaga taaggaatgg catatttatt atcgggatcg tgcttgctga ccagcgccag
  1251721 taactcgggg tcgagatttt tctcattcgg taacttgctt ttatccagtg gcttaaagac
  1251781 accggctgac aattgacgct caaggaaact ggctgatggc accaccaaat caaaccctgt
  1251841 gctccccgcc attaatttcc cttccaacac ctcattagag tcaaacacat cataaacaac
  1251901 cttaatgccg gtttcctttt ggaaattagc cagcgtatcc ggagcgatat aatcggacca
  1251961 gttgtaaatg tgcaatatct tctcttcagc agatgctgag acggacgcgg ccattaacag
  1252021 accggcagca acacccgata accacttttt acgttgggtg aacatccgta aactcctcca
  1252081 aaacaggggg taaaatagtg cgttaaatgt gtatctgatg agatacaacg ccgttgcctt
  1252141 ccgagcaccg tcatcaccca acaccgatgc atggctatgc acggtaagtg actatttact
  1252201 tggtaagagt aatctctgac ttcacggggg aatattatgc ccttggcaga aatagcagca
  1252261 taaccgcagt tcgtaatctg taccatactc tagggtaaaa aacgcctttt atcgattttt
  1252321 tatgcatatt ctatctatgt aatgcgccac tcatggcaca aacggcgata gatatctggc
  1252381 aaaggagggc aaaaagcaga atatcttatg gtgagtaggg gattatgtta ggtaagtaga
  1252441 agattataat aggtaagcag agggtcatga cccgtaaata gagaaaatag ccgcgtgccg
  1252501 ctgatatctg cggcacactg tctttattcg gacacgttca ttctggcacg ctcattcaca
  1252561 caccccgtat tggggatata aattaatgaa tgatggggta agaggtggcg gttaacggtg
  1252621 cttcctcttc gtcattgttg ccaataaaca acaagtcatt ggcccgtgct tccataataa
  1252681 tcatcgagat ttgctcttca cactgctgca tgaagtagcc aaattgctca attgtgacgc
  1252741 caacttccac caccaaagac tggcagacaa tcagttttgg tagattgtca tcctgaatat
  1252801 cgataaacgc tttgactgtc agtgagctgg cattaatttg gctaaggtca gcgaccaagg
  1252861 ggatcaacgc ggttggccta acttcggcca gtgccgaaaa caagataatg ttatcaacca
  1252921 gatcaatttt ggcatcaaac acaccctcaa aattttgcat gtgcggcaaa tggagcgcct
  1252981 gacaggagtc acactcaaaa aaggaaatac cgagctgatc cagccaacgc cgtaataagg
  1253041 ctaaatcagg gacgatgagt gaatccataa caacctacct cacgatgctc ataatacgaa
  1253101 aagtggcata gcttacggaa tattggccga tagcgctacg atcaatcccg actaatttga
  1253161 tatctgggcc gttcctcggc ttagatattc tcaatgtgct tataaaatct tagtggttat
  1253221 cctgacccga ttttttactt ttcgccgcca gtttttcctc tgacgccttc tgtggcgtcg
  1253281 atattctgtc agcactgccc aataatggac caaaaccgct ggctacccgc cagacgatac
  1253341 acactgccgc cgggatcatc aggccgaccc ccacaaaaat catcataatg gcagccgttg
  1253401 gtgtccccat ttcccctggc aatgacaaat aattattgat gcttaaataa gcaacaacca
  1253461 ataacaacaa ccccagtact tctgaaatga tcacaatccg gggcatattt cctaacgagc
  1253521 gcatcttttc ctccgacagg ctctgtatga gcgtttatac ccaacataat tcgagttgcg
  1253581 gaaggcggca agcgagagac aaatccttgg aaacccgatt tgaacagcat taatgctgcc
  1253641 cgcaggctga gcctcaaaga cgaggttcat taatcccgat gaatctattt attttaacgt
  1253701 caacgaccag taagtgattc gggttattga acgtagccaa cgcacatgta acttgaagta
  1253761 tgacgggtat agccagtgta ttgaatccat acaatttgta acagcaccaa gaagcaaata
  1253821 gataaaatta atcaaactaa caggtaattc ctgctttttt ttcaccgtac caacgggcat
  1253881 agtagacccc agtaaaaatg agtaatacgc caaatgtcat ttaacagttg aatatatcag
  1253941 taactgttga cgaagtgatt atctcaattt aatcaaggag ttttgcatgt ttgctgtgat
  1254001 ttttggacgt cctgagtgcc cttactgtgt ccgtgccaaa gagttagctg agaaactggc
  1254061 atctgagcgt gacgatttta aattccgtta tgtcgacatt catgccgaag gcatttccaa
  1254121 agctgatctg gaaaaaacgg tcggtaaacc ggttgaaacc gtgccacaaa tctttattga
  1254181 tgaaaaacac attggcggct gtactgattt cgaagcctac gccaaagaac atttgagcct
  1254241 gtataagtaa tctgacaggc aacgtggcag tgaccgcatt tatccgataa gggtgtccaa
  1254301 gacacccttt ctttattgct ggtatttcgt tcggtgataa ccaaatagtt aaaaaaatat
  1254361 aacactcact cattttcagt agataaaacc atcatctact ttcattctag tgatctcatc
  1254421 tggtaatact aaactttctg cttactactg gctgtcttgc aacagaccga ctagaataag
  1254481 ccccgctatc atctgtctgc ttcttccgtg tctgtttctc tcgcatagcg attcacgggt
  1254541 ggaatctaaa gagatgtgtc gttctctctg gttatggaag aacgggtgca tagtgaatca
  1254601 tttagattta actatcctag acttaataaa aagtcatact ttgtgaatat aaacatcctg
  1254661 tgaatataaa cgtcgcaaat ttgttaaacg gcaactatat cttgctgtta ttcgtcgtct
  1254721 tagcgttggg gttatgctta ggtaaattgc gccttggctc tatccaatta ggtaacgcta
  1254781 ttggtgtact ggtggtatca ctgttgctag ggcaacagca tttcgccatc aatactgaag
  1254841 cgctaaatct gggctttatg ttgtttattt tttgtgtcgg tgttgaagcc ggtccaaact
  1254901 tcttttctat tttcttccgt gatggcaaaa attacctgat gctcgccttg gttatggtgg
  1254961 gcagcgcgat gattttagcg ttggggcttg gcaaattatt tggttgggat atcggtctga
  1255021 ccgccgggat gctggcaggg tcaatgacat cgacccccgt tttggttggg gccggtgata
  1255081 cgctacgcca taccatggct aatggttcgt cactgcaaca agcacaggat aatttgagcc
  1255141 tcggctatgc cctgacttat cttatcgggc tggttagcct gattttaggt gcgcgctatt
  1255201 tacctaagct tcagcatcag gatttaccga ccagcgccca acaaattgcc cgcgaacgag
  1255261 ggctggacac cgatagccag cgtaaagtgt atttgcctgt catccgtgct tatcgtgtag
  1255321 gcccggagct ggttgcctgg gcagatggta aaaacttgcg tgaattaggg atttaccgcc
  1255381 aaaccggttg ctatatcgag cgtatccgcc gcaacggtat tctcgcgaat ccggatggtg
  1255441 acgccgtgct acaagtcggt gatgaaatct cgttggtggg ttacccagat gcccattccc
  1255501 gccttgaccc cagcttccgt aatggcaaag aagttttcga ccgtgatctg ttggatatgc
  1255561 gtatcgtcac cgaagagatc gtggtcaaaa atagcaatgc tgtcggtaaa cgcctcagcc
  1255621 atttaaaact caccgatcac ggttgcttcc ttaatcgggt cattcgtagc caaattgaaa
  1255681 tgcccattga tgataacgtg gtgttgaata aaggtgatgt gctgcaagtc agcggtgatg
  1255741 cccggcgagt caaaagcgtg gcagaaaaaa ttggctttat ctctattcac agtcaggtca
  1255801 ctgacctgct ggccttctgc tcattcttta ttcttgggtt aatgattggc ctgattactt
  1255861 tccagttcag caatttcagc ttcggtattg gcaatgccgc agggctgtta ttagcaggga
  1255921 tcatgctggg atttttacgt gccaaccacc ctacttttgg ctatatcccg caaggcgcct
  1255981 tgaatatggt gaaagagttc gggttaatgg tctttatggc aggtgtcggg ttaagtgccg
  1256041 ggggcggcat taatagcagc ctgggcgccg tcggtggaca aatgttgatt tccggtttga
  1256101 tagtcagttt ggttccggtg gtgatctgct ttgtttttgg tgcttatgtt ctgcgtatga
  1256161 accgtgcact gctttttggt gccattatgg gggccagaac ctgtgcaccc gccatggaca
  1256221 tcatcagtga taccgcgcgt agcaatattc ccgcattagg ctacgcgggg acttacgcta
  1256281 tcgccaacgt cttactgacc ttggctggct cgttgattgt catcctctgg ccagggatat
  1256341 taggttagat aaaagaggcc cggggtaaat ctaaatacta ttttatcctt ttttcatttc
  1256401 ccccgaactt tcttatcagg cgggggtctg aattaatgcc actgcttttc tttgatgtcc
  1256461 ccatattgag gagcccggta gtcccgcctt cttaggttca agactaaccg ggttttttct
  1256521 tgtctgaaat tcaagatttg cacatttata ccctaaataa ttcaagttgc aggaaggcgg
  1256581 ccaacgcaca tgcagtttgc agtatggcag gtatatcact gttatttcac attttctcca
  1256641 gactttccct cctcgaccct taaggctttc ttaagacaaa atgattacag tacctctatt
  1256701 cgcgacttct gcttcaggtc acactgtgaa gatcagcaaa actacccgac aagccagtac
  1256761 cggtccgtca acactaaata atcgctcaac agtaccaaca attaagacaa tctcccttta
  1256821 ctcgttgcct ttatccttct atttttggca agtttttggg ctgttactgg ttggtctact
  1256881 ctttttagcg ttgtcacgta gtgaacaact ggattggctt atcagtaatt attggttcga
  1256941 tcccgtcggg cagaatttcc cttgggaaca caataaatgg ctcgatttac tgaatcaccg
  1257001 gctgctcaaa atggccttaa tcgccaccgc tattgctgca ctgctgtggg ggatttatcg
  1257061 ccgaaatggg cgtttagtca ccaccgccct gttatttggc ctcggtccat tggtgatcgg
  1257121 tattttgaaa gccaccagtg cacactcctg cccttgggat ctggtggagt atggcggtaa
  1257181 agcgctcaat tatgtcctga tggataccgc cccaccgggt gctggccctg gtcactgttt
  1257241 tcctggtggt catgcttcca gcggttttgc ggtcatggca ctgtttttct tgttttaccc
  1257301 cgaacgccca cggttggcga tgctgtgttg gttcgccggt attggactgg gtatgttgat
  1257361 gggtttcggt caaataatgc gcggggcgca ttttcttact cataacctgt gggcaggttg
  1257421 gtgggtatgg ctcagtcagt tggctgcatt ttggattatt agcggctatt accagcgcat
  1257481 taaaggtact gaataatgga acaaatgaat tattttttct tctccatgat aaacgcaacg
  1257541 ccagcatcat caccatggat gatttctttt gcgactttca tcgcacgtga cctgattatg
  1257601 ctcatcccta ttttactgat agggctgtgg ctatgggggc caaaagatac catggacatg
  1257661 caacgtactg tggtgacgaa agcagctatc gctctcgctt tttccatgct ttctgctacc
  1257721 tgtatcggga tgctcattcc tcatgatcgg ccttttgtcg atggctttgg ttatgccttt
  1257781 atgagccatg cgccagacag ctcttttccc agtgaccacg gcaccgctat tttcactttt
  1257841 gcactggcct ttcttttttg gcatcacctt tggtccggtg tcagcctgat gtttatcgcc
  1257901 attgcgattg cctggtcacg tatctatctg ggtgttcatt ggccattcga catgctgggt
  1257961 gcgtttctgt taggtattgt cggctgcttg ttcgcgcaac tggtttggaa cttatttggg
  1258021 gaaattattg ccagtaccac aaagcgcttc tatcacatga gttttgccct accaatcagt
  1258081 aaagggtggg tcagaggtta gccccttcac ggtattcgct tcacacttgc cggttagtct
  1258141 ctgaccggca atctctccat gcgcccttat ctccctccaa cccctgctca aaggccccaa
  1258201 aacaagagac tgaaaccttt tcattggttt tttcgtctta tttcaactaa aaatgtaatt
  1258261 taaataacaa aattcatgaa ttcacggtgt gtcgctcctt tttactcatc aaaatgttat
  1258321 gattatcaca attaccaata agctcaagga ccctaatcat gactaccaat tacgctcatt
  1258381 atattgatca cactctactg gcgatggatg ccaccgaagc gcaaatcatt aaactgtgcg
  1258441 aagaagctaa acaacaccat ttctatgctg tatgtgttaa ctctggatac gttcctgtgg
  1258501 ctgcccagca attagccggg agttcagtca aagtctgctc agtcattggt ttcccgctgg
  1258561 gtgcaggtct gactgcagca aaagcttttg aagctcaagc cgcgatcaat gcaggtgcac
  1258621 aagagattga tatggttatc aatgttggct ggctgaaaag tggcaaaatt gccgacgtca
  1258681 aagcggatat taaggccgtg cgggacaatt gcgccgctac accgttgaag gtaatattag
  1258741 aaacttgcct gctcagcgat gaacaaattg tacaagtttg cgaaatgtgt cgtgaacttg
  1258801 acgttgcttt tgttaaaaca tcaaccggtt ttagtaccgg tggcgctaaa gaagaacacg
  1258861 tcaaattgat gcgtgcaacg gttggcccgg ttatgggggt taaagcctct ggtgctgttc
  1258921 gtgacagagc aaccgccgaa accatgatcc aggcaggtgc tacgcgaatt ggtaccagct
  1258981 ctggagttgc cattgtttca ggtcaacaag ccgccgcatc aggttactag aatgtactga
  1259041 ccgtggttga aaaatctata agcgtgattg aaaaatatat aaaagattga ccgcaccttg
  1259101 ggctgctccg gtggtttacg tcacgacgcc caacggcatg ttttcctttc agctgatttt
  1259161 gtcagtagtc taagcccggt ccacaattac cgggcttatt tattatcgta ctgtgtatat
  1259221 aataagttga attacaacat ataaccttgg gaatcgctga tggaaactcg tcgcgcagaa
  1259281 cgaatcaata aacttattca ggcccttaag cgttccgaca aaatccattt gaaagatgcg
  1259341 gccaatctgt tgcgtgtatc tgaaatgact attcggcgag atctcagtgc cgaacccacg
  1259401 tccgtcattt tgctgggcgg ttacgtggtg atggacccta agagtaacaa tgccaacaac
  1259461 tattttgttt ctgatcaaca agctaagcag gtagaagaaa aacgtcgtat cggccagtta
  1259521 gcggcacaac tgattattga aaatgatacc gtcttttttg actgtgggac gactatcccc
  1259581 tggattattg atgagataga tgaagagctg gcatttactg ccatctgtta ctctctcaac
  1259641 accttccttg ccttacaaga taagcctaac tgcaaagtga tcctgtgcgg tggggagttc
  1259701 aaacccaata actgcatttt cacccccctc agccagcaga gcgaactgga taatatttgc
  1259761 ccaaacaaag cctttatctc agccgccggt gtttccattg agtacggtgc aacttgtttt
  1259821 aactttgatg aaatcttgct aaaacaccgt gctatggcta agtcgcaata taaaatactg
  1259881 gtggcggatc acagtaagtt tggcaagatt aaaccagcaa gcataggtac tttggcgcaa
  1259941 tttgatgctc tggtgacgga ccgcccccca gtagctgaat tctacctgtt cttttcccaa
  1260001 cacagtgtaa aaatctactg ttaaccccac tctttcacca tgatgcgtgt aatgcgcatc
  1260061 tgctgcactt aacggtaacc ccgcgttcac tttcgacaca tttgtcgact gcaccttggt
  1260121 ttgatagcaa aacactcaga tcaccgatga taagtgaata aatcaaagcg ctatgttggc
  1260181 aaataatcca tagattattt ttatacagaa tctactaacg ttcatagcca tattttaaat
  1260241 atgggttaaa aacttttatt gtctttaata aaatcaaaac agggttttag tgattaatta
  1260301 acacccaata ataaaaaaaa taaaattcgt ttctctaaaa ttttaagttt atttaacaca
  1260361 ttccagtaaa aaaatagccc tcgttgttgt atgacaagtt gtctgtaata ataattcata
  1260421 tgacaaataa ggcgtttaat tctctctttt gagagttcac ttattcccac ttattataaa
  1260481 gctcacgttt agcccactgt aaacttgttt atattaccgg ctaatccaag catcacacct
  1260541 aatctccccc aatcaaattt aaaaataaaa aacacttaaa atcaataaat tacaaaaaaa
  1260601 tccattatgt tttttttaaa aaatatcaat aaaacaacaa gaatttatat ttttactaga
  1260661 tcaaatctct aaattaaaat atattttcac gcgtgagaga caagttaagt aaaaaggcta
  1260721 tctcctttta tgcctcttac ccatacagtt ataaacattt ccgtaacaag aagctgtaaa
  1260781 tgctcaataa agaaccaaat tcgactttat caatcaattg agatcacgat cacggtagtt
  1260841 tacactgcaa atcgttatct tgccgccatc aaaaaccaag ctgttcttta aaacaactaa
  1260901 aatatcagat aaaaagatat caaccgccaa ttcaggttat tttttgagct tattttttaa
  1260961 gcatattgtt cgactacagc accaaagtaa taaaccaggg caccatttta aacgcatcgt
  1261021 tttgactgaa tgcttacctg atgatgtcat tcaataatgc attccgggtc tctaaatttc
  1261081 ggttattcat tttaaattaa cgtgttcaca atggagattt tcatggacac tacgcaaaca
  1261141 agcactcttg cctcggcaag aaaaatctca tcaagtacat ggcgcaaaag tgacaccatg
  1261201 tggatgttgg gtctgtacgg tacagcgatt ggcgcaggtg tactcttttt gcccatcaac
  1261261 gccggtattg gtggcctgct accactgatt gttatggcta tcattgcttt cccaatgacc
  1261321 tactacgctc accgtggcct gtgccgattc gtgttatccg gtaaaaatcc aggtgaagat
  1261381 attactgagg tggttgaaga acatttcggt gtaggcgcag gtaaactgat taccctgctt
  1261441 tacttcttcg ctatctaccc cattctcttg gtgtacagcg tagcaattac caataccgtg
  1261501 gatagtttca ttacacatca gatacacctg ccatcaccac cacgcgccat tttgtccctg
  1261561 attctgattg tgggcctgat ggctatcgtg cgctttggtg aacagaccat cgtcaaagcc
  1261621 atgagcatct tggtattccc gtttgttgcc gtattgatga tgttggcgat atacctgatc
  1261681 ccaaactggt caggtgcaat attcgaaaac gtatccatgg acggtaacgg cacaggtagc
  1261741 ggcctgtgga tgacaatgtg gctaatcatt cccgtcatgg tgttctcttt caaccactca
  1261801 ccgatcatct cagcctttgc tgtagcaaag cgcgaagagt acggggtgga tgcagagaaa
  1261861 aaatgttcac gcattttgag ctttgcccac atcatgatgg ttatcaccgt catgttcttc
  1261921 gtcttcagtt gcgtactgag cctgtctcct gcggatctga tggatgcaaa aaaccaaaac
  1261981 atctccattt tgtcttatct ggcaaaccat tttaatacgc cagtaattgc ctatatggca
  1262041 ccggttattg cctttattgc catcactaaa tcattcctgg gccactatct gggcgcccgt
  1262101 gaaggtttta acggtatggt cattaagtct ctgcgtagta gaggcaaaac cattgagcag
  1262161 aacaaactga accgcattac tgcgttgttc atgttagtca ccacctgggc tgtcgcgacc
  1262221 ttaaacccaa gtatcttggg gatgatcgaa acattgggcg gccctatcat cgcgatgctc
  1262281 ctgttcctga tgccgatgta tgccattcat aaagtcccgg ccatgcgtaa atacagcggc
  1262341 cagatcagta acgtattcgt ggtactcatg ggcttgatcg ccatctctgg gatcttattc
  1262401 aacttaagca acttgtttaa ttagtcgatg gcttgattaa ctgatcgttt gattaaccgc
  1262461 tccaggctgg ccacttccac ggccagcctg ttatttttct tctttttttc attgatattg
  1262521 cggtaaatgg cgtgcactga cccattcggc actgcatctg accagtgagc catgtgtttg
  1262581 tttggataaa aacattgaag tgatatagaa agccggaaaa gagatagcaa agatacagtg
  1262641 gaacattttc gtggaaatcg ggtgataaag gtcgttgcct gtagcttatc ccctgagaaa
  1262701 catcctaaaa agcgcgatag tcacatcgcg ctttctattt atgttatgga tttttaagga
  1262761 cttatgggtt tttaaggact cttagtttct acggtctatt ggtttctacg gtctatcgat
  1262821 ttctacggac taatacgggt ttctgctggc taatactggc taaattagcc gaatatccca
  1262881 ccaaaccatt ggttaagttt catcattacg taatcccaga aacggctaaa gatgcccccc
  1262941 tctttgacct cattcaacac cacgagtggg cgctgttcaa tggttttgcc attgagttga
  1263001 aaatcgatgg ttccaaccac ttgatgtttc gctagcggcg cgcgtagctc ggtttggttc
  1263061 agggtataac tggctttcag atttttcatc tgccctttag gaatggtgat cgccgcatcc
  1263121 tccgccaccc caagttcaac ctggctgtta tcgccaagcc acactttctc tgtcacaaat
  1263181 ggctttgttg atttaattgg caccacggtt tcatagaagc ggaaacccca agtcagcaat
  1263241 ttttcacttt cactaaagcg tactttgtca cttggtgcac ccagcaccac ggaaatcaaa
  1263301 cgcatcggcc catctgtcgc cgatgcgacc aaattatacc ccgccccgtt ggtataaccg
  1263361 gttttcatcc catcaacgtt taaactactg ttccataaca gccggttacg gttggtttgg
  1263421 cgaattttat taaaggtaaa ttctttctct ttatgcagcg catattcttc tggcacatcg
  1263481 cggatcaatg cctgccccag taaagccata tcacgcgcag tactgtactg ccccggtgaa
  1263541 tccaggccgt gtaccgtcat aaagtgagta ttactcaggc caagtgcttt agcgtagtta
  1263601 ttcatcaggc caacaaaact gtcctgacta cccgcgacat aatcagccaa tgcaatactg
  1263661 gcatcattac ctgattggat cacaatgcct ttgttgagat cagacacttt tacccgatcg
  1263721 cccggcttca aaaacatcag cgacgagccg cgcagagctg ggttaccggt cgcccaggcg
  1263781 tctttcccca cggtgaccag atcatcaggc tgtattttgc ccgctttaat cgactgcccg
  1263841 atcacatagc tggacatgat ttttgtcaaa ctggccggat caaggcgcag atcaggattg
  1263901 ccttctgcca gcacttttcc gctattaaaa tccatcagca cataagcttt agcatcaatc
  1263961 tggggagcgg cagggtcatc gactgcataa gcagcaggca gtgccagaag caataaacct
  1264021 gcactgaacg taaaattttt aatcttgaaa gggaggatat atttcatcat gaggtcgcca
  1264081 gagtatcctt gcaaataatc ggaaattagt ggtattccca gagatcgcca ctgtccaatt
  1264141 agcgaaaaat aacgtctttc cactgagact aaagtgttag cttagccata cttcagtgtc
  1264201 ttttctaaat ttatcccatt gtcggtgtaa ttgggtatag ttttacgttt tgttttgtaa
  1264261 agatcctgat ttaaagcgat tttgatgatg atgcggcttt ctctctcctt ggctaagcgc
  1264321 ccggcaatct aagcactaaa gagaggtatg agataacgaa cggagaatat agggcaaaga
  1264381 gtgaaaaata tagcgtgaat ggtatcagcg gcggtgtgcc agtgacctaa cccacctatc
  1264441 gccaaggctt tgtatccctt gaactaaaat caccagtatc actaatgttg cgaccatcac
  1264501 ttcattatta aagcgctgat agccgtagcg aatggctaaa tcgcccaacc caccaccacc
  1264561 gatcacgcca gccatggatg agaatcccac cagcatcact accgttaatg ttatacctgc
  1264621 caataatgca ggcagcgcct ctggcaacaa cactttttgg atgacatggc gggcagagcc
  1264681 acccatggat aaaatagctt ctacgcgccc tttatcgact tcgtccaatg ccgcctcaac
  1264741 gacccgcgca aagaagggga tcgcccctaa cgtgataggg acaatggccg cagtactgcc
  1264801 cagtgtggta ccgataatcc agcgggtgat ggggattaag gcgatgagta acaccacaaa
  1264861 aggcattgaa cgccccacat tgaccagtgc accaatcaag gtattcagcc gtggtgctgg
  1264921 tagcactcct gcgggtcgcg agacaaacag taaaaccccc aatggcaaac caatcaatac
  1264981 ggtgaaaaag gtcgcgatca tcaccatata aatcgtttct ccgctggcat tagcgactaa
  1265041 taccagtaat tcctgccaac tcatgccatt tttcatatca gctcggccct cacaccgcga
  1265101 tcattcaaaa actgtaacac ttcggctaaa ttcaacccgc cctctggacg gttgaaatca
  1265161 acgtgcaagc gcccaacccg ctgaccaccg ataaactcca cgccgccgcc taataatgtc
  1265221 actcccaccg catgttgttg tgccaacgca ctgagcacgg gtgaggccgc caacgtgtca
  1265281 aagaacgtca attctgctct cggcgtggca gatacggaga gcgggccaca ggtcggcaat
  1265341 aatgaacgcc ccaagcgaga aagcggatcg gacaataaat cagcaatagc cccggtttca
  1265401 accacccgcc cagtctccag taaagcggcg ttatcacaaa tggatttcac cacatccaac
  1265461 tcgtgggtaa tcagcacaat ggttaacccc agttggcggt taatatcgct aagcagagcc
  1265521 aatatcgagg ccgttgtttc tggatccaac gcgctggtcg cttcatctga taacagatat
  1265581 gacggcttag ccgccaatgc tctggcgatc cccacccgct gcttttgccc accggataat
  1265641 tgcgagggaa aagcgtaggc tttgtcactt aaacccacta aatccaacaa ttctgcgacg
  1265701 cgctgttgac gttgcgcctt aggcatacca ataatttcca accccaccgc aatgttgtcc
  1265761 caaacgttac gcgagtgcag taagtggaaa ttctggaaga tcatgccaat attctgccgt
  1265821 tgcaggcgta attcgcgatc agacaacgtg gttaactcgc gcccgtccac ttgaattcgg
  1265881 cccgaggtgg gccgttccag caaattcaaa cagcggatca aggtactttt ccccgcgccg
  1265941 ctgcggccaa caataccgaa taccgagccg gttgggatct caagcgagac ctcttccaag
  1266001 gccaccatcg gcagcccccc ctgtggatag gttttactca gccgttcgat gctaatcatg
  1266061 gttgagttcc tgccaccggg ataaccgagc cagcatattt ttcagtaata aatttagcca
  1266121 cttcctgcaa ttgcaaatct tttgccagtt gcttgattcg cggatcattt tccaacgtag
  1266181 gggtggtcac caaaatattg gcgtaaggat taccttcagc tttctccaac cccaatgcat
  1266241 cggttgccgg atttaaccct gcctccagag catagttgcc attaatgacg gctaaatcaa
  1266301 catcatccaa tgagcgaggg atttgtggtg attcgatttc caagattttc aggtgcttgg
  1266361 gattctccgc gatatctttc ggtgttgcct gctgtttggc tgggtcagta aaacccggtt
  1266421 ttaaggtgat cagtccctgc tcttgcagta aatagagtgc acggctgagg ttagtgacgt
  1266481 tattcggtac cgcgacgctg cccttatccg gcacttcggc aacgttttta tatttgtgtg
  1266541 aataaatgcc aagtggctca atatggacgg tggctgcaac cacaaatttt tgccctagtg
  1266601 cctgctcttg tgagtgtaaa tatgggagat gctgaaaata attagcatca acatcgccat
  1266661 gggccagcaa ttcgttggag ttcaccccgt tggggatttc gataatggtc aaattcagtg
  1266721 aagggtccag cttttgtacg aattgcagga tttcagcatg gggcacgggg tcagccgcta
  1266781 cccgcagtgc ctcagccgcc tgggctgata agctgaaagc agaagctaat gctgcgaata
  1266841 atgctgtacg aaccaagcca gaaacaggtg ttttagtcat cgtgattgcc cctaaaataa
  1266901 gatgctaact ctataattgt cattagtgtt accgcttcac atcagtgatt cgggtaagtg
  1266961 cgcgcagcta acacccctac cacttcaagg accaagggca tgcccaaagt tattggagtg
  1267021 gtaggtaggc agccagcaaa cgaatcccga tgagctgact cacgtcagtg attcgggtaa
  1267081 gtgcgtgcag ctaacactcc taccacttca agaacaaagg gcatcggagt aataccgctc
  1267141 cgccacatcg ggatgtgacc gcaaacgccc cttgagataa ttcagcccaa catcacggaa
  1267201 caacgggttg tgcggatcac tggctggccc acgagcttcc gccgccaatg cggcagataa
  1267261 tggatacagt ggcaccaccg catccaaacg cgcacctaaa aagaaggcaa tagacaggcg
  1267321 gtcaatcccg gcgggtgggg tttccacccg gtgtacggtg gcacgcaagt aaccattact
  1267381 ggccagttcc aacaactcac cgatattcac cacaaaagtg ccttcacgcg gtacggcatc
  1267441 aatccattgg ccctcttcca cttcgacttg taaaccgcgt tgcgtgtctt gcagtaagaa
  1267501 gctaaggaaa cccgaatctt tgtgcgcacc aaccccctgc ccactttggg tcgcctcccg
  1267561 ccctggataa cgaatcagct tgatatgttc attgggttta tcaccgtaca acgcatcaaa
  1267621 agcctgctca tccagatcca atgccagtgc gaatgcccgc aggaggcgca gtgacatgcg
  1267681 ggtcatctcc tcttgccact gcaataacac aggttttaat tctggcagtg cggttggcca
  1267741 ttggttcggg ccttgcagcc gtgtccaact gggtgcgcct gcgatttgtg gtaatggggt
  1267801 tctttcagca ccaatgtcga attgctcgcg ccaatctggc tgaccacggg tgaattccga
  1267861 agcagcacgg ttatagccgc gaaaatgtgg ggagcgaatc atggcgattg acagtttttc
  1267921 ttcatcgctc agcgcaaaga actgccgtga taggatttgt atctgccgta gtaacgaggt
  1267981 atcaatgccg tgcccggtca gataaaaaaa accgacatcc cgcgccgcat ggcgcaaggc
  1268041 cgttaaaaat gcctggcgtt cggtatcact gccactgagt agtgaaagat ccagtagcgg
  1268101 taatgtgctg gtcgctgact gattcgccag ccattggcta ctgactgatt gatgacttaa
  1268161 taactgttgg cccatttttc actccagtcg tttcaattgg tggtttttgg ggttcgaaac
  1268221 caatgaaaac gggacaacca tacaaacgaa taatcagcat aatcagctcc tgagccatgg
  1268281 ggggaaagcc aacatacggc aacacgctta gcgttgtggg caatctctgt tttttaagat
  1268341 aattttcgac cagatatcta acaatctata tctattcgat ataaataatt aacacccaaa
  1268401 attaacaacc ctccaatatc attccgttct atgttatttc tttcatgatt gatgggatga
  1268461 gtaacgcgcg cgctaacccc ctgcgatttc aagtacaaag ggggatcatg atgctgtctt
  1268521 aatcaacagc taacctccca ttgggtagaa cggagccggc tagcggttgc cccgcgttat
  1268581 tctgggaaaa aacatcgggg gttcagcaca gacacggtta agtttccgtt caatttttcg
  1268641 gcttatttag gaggtggttt aatggatttg gccctgtttg atttagatga aacattgatc
  1268701 agcgatgaca gtactggtct atggatacgt tggctggtga atgaagggct tgctcccttt
  1268761 gagctgtcag aacaggaaca gactttaatg acgcagtatt atcaggggca attgtctatg
  1268821 gcgggttata tggcagcgac attgtcaccg ttagtgggca aacacaccgc tgaagttgcc
  1268881 ggctgggttg aacattttat cgcgcacgat attctgccgc gtatttaccc acaagccttg
  1268941 gaaaaactgg cctggcaccg cgaccgtggc gactatattg tgattatttc agcgtcaggt
  1269001 gagcatttgg tcactccaat cgcgaaacac tttgccgccg atacggcgtt atcaatcggt
  1269061 gttacggtgg aaaatgatcg ctataccggc cagacctatg gcaccctgac ctatcagaaa
  1269121 ggaaaggttg atcggctgaa ccagtggcta tcagcctcac cccagctaaa ctttaaacgt
  1269181 agctatggct acagcgactc gattaatgac caacccctgc tggaatatgt ggatcacgca
  1269241 gcggtgatta atccaggggc tgaattaatt gatttagcgg ttttgcacca gtgggatatc
  1269301 catcattggt aacatcacgg atagaacaga tagaacagat agaactgaca taatagaagg
  1269361 cccatgattt tactcgcacg gttatcgata tcggtgaccg ggcatggaaa tttgtgctgt
  1269421 tttctctttg tcgccatatt tttttgtcac gatatagggg gttgcatgct gacagtctgg
  1269481 ggccgaaata actcgaccaa tgtcaaaaaa gtgctgtggt gcttggaaga actgggaatc
  1269541 ccctatcagc gcattgatgt cggggggcaa tatggcaaac tcaatgaccc acagtaccgc
  1269601 gcgttaaatc caaatggttt gatcccctgc ctgcaagata aggatttcat cctgtgggaa
  1269661 tccaacacca ttgtgcgtta tctagccgca caatatggtc aaaattcact ttatctggcc
  1269721 gatcaccacc agcgggccag tgcagaaaaa tggatggatt gggcgacatc cagtgtagta
  1269781 gagcccttta aagctgtgtt tatcggtttg gtgcgcaccc caccagaaca gcaggataaa
  1269841 gtgaaaattg ctcagggaat ggagaaaatg aatacgttga tgtccattgc caatgacgcg
  1269901 ttgggggaac aagcctatct ttccggcgat gcctttggca ttggtgatat tccgctgggc
  1269961 tgcctggcct atgcctggtt taacttaccg atcgagcgcc cggaattacc gcatttacag
  1270021 cgctggtatc agagcctgac gcaaagaata gccttccaaa aagtgattgc gattggtttg
  1270081 agttaatact cttcttttat tccaaaacac cttggcattg ctggtcaaaa tcccgaatca
  1270141 cttacttatt ttaaagtcaa caaccagtaa gtgattcggg taagtgcgct cagctaaccc
  1270201 cctgcagcct caaggacgaa agatctcccc aaagtcattg gagttgcagg taggcagcaa
  1270261 gcaaacgcat cccgatgagc ttactcaagt aagtgattcg ggtaagtgcg cgcagctaac
  1270321 acccctgcaa cttcaaggac gaaggggaga ggcggttaaa aatcgtagct ggcacccacc
  1270381 atataccgac gaccatccaa caccttatcg ttaacgtcaa tatccacacg cttatccaac
  1270441 aggttgtaaa caccgcccat cagacgcact tcttttgtca gctgataatt tgcccctaaa
  1270501 tcgacaaaag tatatgacgg agtacggctg cccatactgg tacgattaag atattcagaa
  1270561 gccttgccac ggtaattggc tcggatccag gttgcaaaat cttcggtagt tttccagttt
  1270621 aacgtcccat tcagcatatg cttaggcatc tggtttaatg gctggccggc aaatgccccg
  1270681 ctcttctgct cagattgggt aaaggtatag ttagtggcta acgaccaggc ttgattgata
  1270741 tcccaagcaa aggtcgcttc tgccccacga gtcatggctt tatcaacgtt aatacgatca
  1270801 ctgatgaatt tataattgat accattaaat acacactgcc cagtcgtatt tgtggtgata
  1270861 tcacagttgc gtacttcagt aattttatct ttgaagtcgg tatagaacag cgtcacgctg
  1270921 gcgttcatcc cttcctgatc gtcccacagt atgccaattt cctggctaat gctgcgctcg
  1270981 ggtttcaagt tagaattacc cagaataagt gcgggaagcc cgccttttcc cccaccagag
  1271041 agctggcccc agtcatcggt tgcctgacgt aaatcaggtg aacggtaacc gccggatacc
  1271101 ccgcctttta atgtccattg gtccgctaaa tgccagactc cgtataaacg tggcgtccaa
  1271161 tgggtaccgt agttttgatc ttgatccata cgaatgccgc cagttagcgc gaaatcgttg
  1271221 gtcatctgcc attcatcttc agcaaataat gcccagctcc aacgggttaa tttcttcaga
  1271281 tcactggcag aaggtaattg gttaccttta tcatacagtt cttcataacg gtattgcccc
  1271341 cccagaatta aagtgtggtt atctaataag aaggatgttt gggtattgaa gatattatcc
  1271401 acacttttca tttgacggga tggattacgg gtttcatcac gctgaatata actggttgaa
  1271461 ttaccaaaat cataataacc attatgagta accgcataat tattacggtc atattgggtg
  1271521 tcactattcg ttccgtttaa tgccagtgtt cgtcctgggg ttgaatttct atcttgtaca
  1271581 taatggccaa tgtcaaaatc aaattcatta ttatcgtcag gcgtcagagt aaatgttgcc
  1271641 gtaccatttc tcatgcgctg ttgattataa ccatcgataa ttttatcttc actacgatga
  1271701 gaaagtagac cgctgacttt aaggcccaat aaaccgtcaa ttaaaggacc tgaggcgtaa
  1271761 gcattggtct ggaatatatc cccggacttg ctgtcctcct gtaaggtcgc atccgcacgt
  1271821 accgtgccat gccactcttt acccactttg cgggtaatga tgttaatcac accgcccatg
  1271881 gcgtccgaac catataaaga ggacattggc ccacggacca cctcaatacg atcaatggcc
  1271941 gccagagggg gcaaccaacc ttgttcaatc ccagagccat cgctgtttgg cctggtactg
  1272001 cgggtatcaa cacgtttgcc attgaccaga atcagggtgt atttcgccgc cataccacgg
  1272061 atgctgatat cgcttgtact gccccctccg gtaatcacaa caccgggaac atctttcaac
  1272121 gcatccgtga catcacgata agctttattt tcaatctgct cgcgggtgac cacggaaatt
  1272181 gaggccgcag aatcctgaat acgctgctgg aaacctgacg cagtgaccac cattgtatcg
  1272241 gttggtgtgg ctgtatttgt tttttcagcc gcataccctt gcgatgaaat aaccgccgct
  1272301 ataactaatg ccgctgaatg tgtttttcta aaacgttggt taaccttagc cactctataa
  1272361 tccccatgag gtgtaaatta attcactcct tttcatcagg ttatttttct cgcgaaaaca
  1272421 ccgcctgacg ggcaggtgag aaatatcatt tgtataattt tcgacaatag ctcacataag
  1272481 tagaaataaa gttttcactc tttccacttg attattcttt ttataaaacc agttacagct
  1272541 gaaatatacc ctacgtcatt gtcatggcag ctaacacgct tacaaattca acaatgcagg
  1272601 ggattaaatg agttacattg tcggttctgt taccaatcca tcaattaata cttgtggtgt
  1272661 cccttgtgaa caacgctcaa tacgcccttt cacgccatag accttggcca agctttgcgg
  1272721 tgtaatcacc tcttctggct gaccatcggc gatcaaagca ccattttgta gcatcaggac
  1272781 atgatcacca tggcgcaagg caatattaat gtcatgtacc accaccaccg taacaatatt
  1272841 ccgttgacga gtttcctgac gtaccaagtc catcacatgg aactgatagt taaggtctaa
  1272901 ggcgctgagg ggttcatcca gcaataacag tgacggctgg cgaatcagtg attgtgccaa
  1272961 acccaccagt tgcttctgcc cgccagagag ttgatccaga taactcagcg ctaaatgggc
  1273021 aattcccagc cgttccaaca acgccatgac ttgggcctca ctgcgagtat tactgcggcc
  1273081 accggaggct cgctgtgcca cgataatcga ttccagcaca tgtaaatgca cacccgccgg
  1273141 caaagattgt ggcaaataga ccactttttc tgcccgctgg gtaaacggca ttttcatcag
  1273201 gtcgctgccg tctaaccaca actggccttc tgcgcggttc aaacctgcca gtgagcgcaa
  1273261 taaggttgat ttaccactgc cattcggccc cagtaatacg gtaattttgc cgcgagggat
  1273321 caaggggaca ttcaggtttt ggatcactgg ccgtttggga tagcccgcat aaaaacgctc
  1273381 aatacgtaaa cccgcagtca tacattcccc ctatggcgca gaataatact caggaagaat
  1273441 ggcaccccta ccagcgaggt gacgatccca accggaataa taatgccagg gatcagattt
  1273501 ttcgatgcga tagaggccat agacagcacc aatgcaccaa tcagggcact ggctggtaag
  1273561 taaaaacggt gatcttcacc aaaaatcatg cgtgcgatat gcggtgcgac taacccgatg
  1273621 aaaccaatcg ggccgacaaa ggccaccgcc agtgctgata gcatactgat gcgcaataat
  1273681 gtccccaggc gtaaacggcg cacatcaata ccaaagctaa tggcgcgatc ttcgcctaaa
  1273741 cgtagggctg tcagcttcca tgaattcatc atcgacagcg gtaacatcaa ggcaaacacc
  1273801 gccagcataa tacccagttt ggcccaagat gctcgtgcca gactgcccat agtccagaac
  1273861 accaggcctt gtagcgtgtc ttcactggca atgaactgca tcattgatac caacgcattg
  1273921 aaggtaaaga ccaaggcaat accaaacaac accacacccg agcttgcaac tcgcgtccag
  1273981 cgggtgatgc catcaagcat cagcgcggcg aatagcgcaa aaataaaagc gttaaccgaa
  1274041 ataaaccact ggtcagggac acccggtata ccaatccccg agacaatcgc caacgcggca
  1274101 ccgaatgcgg cggcggaaga cactcccaac gtaaacgggc tggcgagtgg attatttaaa
  1274161 atggtttgca tttctgcccc ggcaagaccg agagacaggc caatcaccac cgccatcaaa
  1274221 gcatacggta agcgaatatc ccagacgatg actcgggtac cggcatcggc actggctgga
  1274281 tcaatcaacg tctgccacag cgatgacaac gttaaaccag aaggccccat ggtgaaatcc
  1274341 aacagcaaac agcccaagat ggcgagcacc agcacaccca taactaataa gcggtggcgt
  1274401 acaatgttct gataacgccc catgacactg agatcaggcg gattatgcgt ttttgtcatg
  1274461 ggttcagtag ttacactcat ttgcttctat ctacctactc tgggcggcat ctgctataga
  1274521 ccaatctgtt acgggctcta tttgatacag cttatatttg atacggctta tatttagtac
  1274581 ggattaggtt acttcacatt cactcggcca cttcgcgccg gctatttttt ggcttcaatc
  1274641 caactatttt tacttcaatc caactatttt tgcttcaatc caactctctt tttgcttcaa
  1274701 tccaataggt gccacttggc tcgacggcca gaaactgtga atacaggctg tccatggttt
  1274761 ttttcggatc gagatcagca aattgctctg gatagaacca tttggcaaag ctttgaattg
  1274821 ccaatacgtt atacggtgaa ttgtagtaat tgtgccaaat cgcatagcta tgacccgtgt
  1274881 tgaccgcact tagggtattg attcccttac ggcccagaat tttttgcaac gaggcctgtg
  1274941 cctgctcggg cgttacctgc gcaccaagga cgacacccgg tgcatcgctg cctggtgatt
  1275001 tgcccccgct ggcaatgtag atatctggtt tcgccgccaa tactttttct aaattcaccg
  1275061 tacctagcga gccaggcagc agatttttag caatattatt gccgcccgcc tgatcgataa
  1275121 agtcgcccat attgcccttc ccggcagtac cacagcactc ttccgacgcc cctgcacgta
  1275181 attcaataaa tacgctcggt tttttatctt ccgggatttt attggtgata tcggtcacct
  1275241 tgtccacatt atcttgataa aaattaatgt agttttcagc ttgctgttcg cggtgcaggg
  1275301 ctttgcccag caagcgcata cttggcaacg tgttctttaa tggcgaatta cggaaatcca
  1275361 cgaaaacgac cggtacaccg gctttctcta gttgcttgac taattcactg cctttacctg
  1275421 gaccatggcc agataaacca aaaatagcga tatccggatt taaggtgagc accttttccg
  1275481 ggctgatact gtcagcggtc gtgttaccaa taagggggat ttgatcaatt tgcgggaatt
  1275541 ttgctttata gatggcgtaa gtttggggat ccagtttgcg aaaatcgccc tgccagccaa
  1275601 caatacggtc taacggttta ttaccttcca ataaagagac agcatagaac aagcgccctt
  1275661 cacccagtaa aatacgctca actttagccg gtatggtgac cgtacggcca gccatgtcag
  1275721 tcactgttgc cgccaaggca ctagagccag ccatcaaggc ccagccgaat aacaaactga
  1275781 tagttaaccc tttagccatt ttcagtgaaa cacatttcac gccaaacccc ttacctgttc
  1275841 ccataagatg gcgctaacaa taaagcaaat gataatactt atcaataaga ttgccataag
  1275901 taattggacg taactttttg taagtgttgg cctggtaata ttattggatc agtttggcta
  1275961 atttagcctg atgttcacgg atagaatgcg ccaataccag cacatttcgt actggtattg
  1276021 gcgtcagtta ccgctaattt ataggcacta aagaagggcg atagcgttat cgccctttca
  1276081 tccgcacgtt atagagccaa gcacatcacc gacttgtcgg tttctgatgc tcttcactct
  1276141 catcacgcca ttttgggaat tccatctctt ggtatttcac tacccgggta ccacggctga
  1276201 gcttatagcc aaaccaaatc accaggaaca atggaatacc aatataggtt gccgtcacgc
  1276261 cataccaatc aatacggtct tgcaggaatg cctgataatt ctggcctaac gtgatgatta
  1276321 gacacaggac gaaggcaaaa attggcccca gagggaagaa accagactga tacggtaagt
  1276381 cgttcaagtc acggccctgc atcatatagc cccgacggaa gcggtagtgg ctgatggcaa
  1276441 tacccaacca ggcgataaac ccagtcatcc ccgaggtatt cagtaaccac aaatacacag
  1276501 tttggttacc aaacatggag ctcaggaagc acaaacctgc aacgactgtc gtggcataca
  1276561 gcgcattacg agggacaccg cccttagata acttggcgaa aatacgcggt gctttgcctt
  1276621 cagaggctaa ggtaaacagc atacgggtcg aggcatacat ccccgagtta cccgccgata
  1276681 aaacagcggt caaaataacc gcattcatca ctgccgctgc tgataacaga cccgcattct
  1276741 ggaataccag tgtgaacggg ctgacgctga tatctttcac atcgttgcgt aacaaactgg
  1276801 gatcggtata cggaataatc aggctaataa tcagaatagc gaagatatag aacaacagaa
  1276861 tacgccagaa cactttgcga attgcctttg gaatattttt gcctggatct ttggattccc
  1276921 cagccgcaat accaatcaat tcagtccctt ggaaggagaa gccgacgatc atggccaccc
  1276981 caatcatggc agagaaacca ccagcaaatg gtgcatcacc gatagtccag ttatgccaac
  1277041 ccgccgtttc gccccctttc atgataccgg tgatcatcat gacaccaacg atgatgaaga
  1277101 taaccacggt tgtcacttta atcagcgaga accaatattc cgcttcaccg aaacctttca
  1277161 ctgagatgta gttcagtaag aacatcaggc ccaggaataa agcactccag atccaaccgg
  1277221 gcgcgtccgg gaaccagtag ttcatcacta actgtgcggc taccaagtca actgcgatgg
  1277281 ttaccgccca gttgtaccag tagttccaac ctagggcaaa gccaaagcct tcctcgacat
  1277341 atttagaacc ataagtagag aatgagcctg aaactggcat gaacgcagcc aattctccca
  1277401 agctggtcat caggaagtaa accatcaagc caatcaatgc gtaggagagc aatgcccccc
  1277461 ctggaccggc ttgcgatacc gttgcaccag aggcaacaaa taaaccggta ccaatagaac
  1277521 caccgatagc aatcatggct aaatgccgcg atttaagctc ccggcgtaag cgctgtgcac
  1277581 cctgctgcgc tgggatttta gtattttgct gagtcattct taccctaatc cacccttaaa
  1277641 aataaggcgg gattgtaaca aatctcaccg gctcggatag ccagaatgca cggatataag
  1277701 ataccttcat aatcccggct aaattattag taaaagccta aatgataaat aaaagcggat
  1277761 atagggtggg tattctgacc gaaaaaactc accctactgg tataaaacac tttaccgcga
  1277821 taaagcctgt catcagcata aaacacgtcg cacacactgc tgcagtggcg cattttactc
  1277881 ttcttcctga caataactaa gaaagcgcag caaagcgttg gagatatgtt tttgccgatg
  1277941 gtggatcaga tacaaggtgc gaattaaggg cggtaaagga atattaagct cgaccaactc
  1278001 accgctggcg agttgatcag caatcactcg ccgcgaaagg caactgaccc ccatcccgta
  1278061 gcgaacagcg cgctttattg cctcggagtt acccaactcc atcactaact tgaagtgggg
  1278121 taactgtgcc aagagtaaat gatcgagaac ttcacgcgtt cctgagccac gctcacgtaa
  1278181 aatccagtcg gcatcagcaa ggtcgactaa cgttagcgcc ttatggcaca aggggctatc
  1278241 aggggcggca aacaccacta gctcgtcccg tagccaattt tgcgtgacca attctggcat
  1278301 atgacacggc ccttcaatca ggccaaggtc accgcgaaag tcggcgacag cttcgatcac
  1278361 atcctggcta ttaccgatat tcagctctaa aggtgttccg gggaagtcac ggcgatattt
  1278421 ggcaatcatc cccggtagca tgtaattacc aatcgtactg ctggccgcga tgcgtaatgc
  1278481 gcccaaatca tgcaaaaaca gctgttcgat ttcgatggcc tgatcgagta atgccaacgc
  1278541 tttgggataa agcaatcgcc catgctcatt tgtgactaac cgcttaccca cgcggtcaaa
  1278601 aagctgcacc ccaagttgcc cttccaaatc cgccaatgct gcgctaacgg ctgattgtga
  1278661 aagcgcaagc accacggagg cttgggtcgt tgagccactt tttagtacct cagtaaagac
  1278721 ttcaagttga cgcaaggtta tatgcataac gttctctgta gtaataaaga ggaacaataa
  1278781 taaaagggga cgcggttatt gacgaagtga ttatatcgcc tcaatgaccg tataagacta
  1278841 acacttttaa gtaaaaacgg gagatgggta gagaaaatca ggccattcaa tgcgattcat
  1278901 tatcattttc cggcaaaaga aaacgataaa aagtggtcac aaaaataaat ataaccacat
  1278961 gaaaaataat catataatta gaaaatagcc aaatacttac caggatggaa tgccttactc
  1279021 tattttaaag ggattaacct gttgcaaagg aaccatatag acagaattta aattatataa
  1279081 tttgaagaaa taagcgagca aataagtaga agtgcgaaaa ataaataagg gctgcggtta
  1279141 cacagactta tttacagttt catatcaccc acaacggcta tttcatggct ggtttttttc
  1279201 atagcaaaaa tccaaattcc actgtcatta gtgatgctcc ctcgcctatc gcttactgaa
  1279261 ttcgctgata tctgacaccg ctcaaaatat aagcctgcac gcaacattac cacttatatc
  1279321 gataagatat aaatatataa tgaatttatc tattaagaca atatcgttaa actatgccca
  1279381 tattcattgc aaacaggagg tcacatggcg acttctcaga caaaagaact cccccgccct
  1279441 cagctgttta ctgtgatgac ccgctatatt ccgggtttgg tgttaacggg tgtgattacg
  1279501 ggtttagccc ttaatgtggg cgatatgccg tggtttatca atatggggct gggggcgctg
  1279561 accctggcta ttctcttcgg cattatcgtg ggaaatacgc tgtacccatg gctacagccg
  1279621 gtctgttcag atggtgtggt ctatgccaaa cagtatttac tgcggctagg gatcattttg
  1279681 tacggtttcc gcctgacctt tcagcaagtg gctgatgtcg gggcgaccgg tatggtgatc
  1279741 gatttattga ccctaagttc cacctttata ttggcatgtt ggttgggcaa gcgggtattt
  1279801 ggtctggatc agcaaacagt gatgttgatc ggggccggta gtagcatctg tggtgccgcc
  1279861 gccattatgg cgactgaacc cgtattgaaa gcggatgcca gtaaagtggc ggttgctgtt
  1279921 gccaccgtgg tcattttcgg tacgctggct atttttgttt acccttggtt gtatcagcta
  1279981 aacctgcatt atcaatggtt gcctttcagc caggagacat ttggtatttt tgccggttcg
  1280041 accattcatg aagtggctca ggtcgtcgct gccggacatg ccattggccc tgatgctgaa
  1280101 aatgcggcgg tgatcaccaa gatgatccgc gtgatgatgc tggcaccgtt cctgctgcta
  1280161 ctttccgcct atctgggccg tagccgcata aaaacaagcg gtgaaaaacg cgagaaaagc
  1280221 gctatcacca tcccgtggtt tgcggtgatc ttcattctga tggcgggttt taactcactg
  1280281 aatctgttgc ctgcggtctg ggttaatcat ctgattacgc tggataccat tctgttggcc
  1280341 atggcaatgg cagcgctggg attaaccacg cacattggtt ccatccgtca agccggggtg
  1280401 aaaccactgt tactggccct attgctgttc atctggttat tggtcggtgg caccggtatc
  1280461 aacttatttg tgcaacatat tgcacttgtg taaatcatct cacttgtgtg aagcatctta
  1280521 ctggtgcaaa aacctcacag gctaaaacaa accgtttaag ggccgtatcc gcggccctta
  1280581 tttcccttca ccgcttatcc cattcaatca tgtccctatc aatgccataa tggcccggtt
  1280641 atcaaaggag aatggaatga aatttgtcgg tgcacatgtc agcgcagcgg gtggtgtaga
  1280701 tcaagcggta attagagcgc atgaacttga ggccacggcc tttgcgctgt ttaccaagaa
  1280761 tcaacgtcaa tggcgggccg cccctttagc ggaagacgta attgagaaat ttatgtaacg
  1280821 aacggtgcaa tagtgatcca cacccaacgc ctgaaatcag atccaggggg taatctgctc
  1280881 tcctgattca ggagagttta tggtcacttt tgagacagtt atggaaatta aaatcctgca
  1280941 caagcaggga atgagtagcc gggcgattgc cagagaactg gggatctccc gcaataccgt
  1281001 taaacgttat ttgcaggcaa aatctgagcc gccaaaatat acgccgcgac ctgctgttgc
  1281061 ttcactcctg gatgaatacc gggattatat tcgtcaacgc atcgccgatg ctcatcctta
  1281121 caaaatcccg gcaacggtaa tcgctcgcga gatcagagac cagggatatc gtggcggaat
  1281181 gaccattctc agggcattca ttcgttctct ctcggttcct caggagcagg agcctgccgt
  1281241 tcggttcgaa actgaacccg gacgacagat gcaggttgac tggggcacta tgcgtaatgg
  1281301 tcgctcaccg cttcacgtgt tcgttgctgt tctcggatac agccgaatgc tgtacatcga
  1281361 attcactgac aatatgcgtt atgacacgct ggagacctgc catcgtaatg cgttccgctt
  1281421 ctttggtggt gtgccgcgcg aagtgttgta tgacaatatg aaaactgtgg ttctgcaacg
  1281481 tgaccatatc agaccggtca gcacggttcc atccttcgct gtggcagttc ggcaaggaga
  1281541 tgggcttctc tccccgacct gtgtcgcccc ttcagggcac agactaaagg taaggtggaa
  1281601 cggatggtgc agtcacccgt aacagttttt acatcccact aatgactcgc ctgcgcccga
  1281661 tggggatcac tgtcgatgtt gaaacagcca accgccacgg tctgcgctgg ctgcacgatg
  1281721 tcgctaacca acgaaagcat gaaacaatcc aggcccgtcc ctgcgatcgc tggctcgaag
  1281781 agcagcagtc catgctggca ctgcctccgg agaaaaaaga gtatgacgtg catcttgatg
  1281841 aaaatctggt gaacttcgac aaacaccccc tgcatcatcc actctccatc tacgactcat
  1281901 tctgcagagg agtggcgtga tgatggaact gcaacatcaa cgactgatgg cgctcgccgg
  1281961 gcagttgcaa ctggaaagcc ttataagcgc agcgcctgcg ctgtcacaac aggcagtaga
  1282021 ccaggaatgg agttatatgg acttcctgga gcatctgctt catgaagaaa aactggcacg
  1282081 tcatcaacgt aaacaggcga tgtatacccg aatggcagcc ttcccggcgg tgaaaacgtt
  1282141 cgaagagtat gacttcacat tcgccaccgg agcaccgcag aagcaactcc agtcgttacg
  1282201 ctcactcagc ttcatagaac gtaatgaaaa tatcgtatta ctggggccat caggtgtggg
  1282261 gaaaacccat ctggcaatag cgatgggcta tgaagcagtc cgtgcaggta tcaaagttcg
  1282321 cttcacaaca gcagcagatc tgttacttca gttatctacg gcacaacgtc agggccgtta
  1282381 taaaacgacg cttcagcgtg gagtaatggc cccccgcctg ctcatcattg atgaaatagg
  1282441 ctatctgccg ttcagtcagg aagaagcaaa gctgttcttc caggtcatcg ctaaacgtta
  1282501 cgaaaagagc gcaatgatcc tgacatccaa tctgccgttc gggcagtggg atcaaacgtt
  1282561 cgccggtgat gcagcactga cctcagcgat gctggaccgt atcttacacc actcacatgt
  1282621 cgttcaaatc aaaggagaaa gctatcgact cagacagaaa cgaaaggccg gggttatagc
  1282681 agaagctaat cctgagtaaa acggtggatc aatattgggc cgttggtgga gatataagtg
  1282741 gatcactttt catccgtcgt tgacaaaaac tatatgatat ttacagttcc atcgggtgtg
  1282801 cgctaagctc ttttcatccc tcattgggac ccccttttga tttcttgttg aacatttgca
  1282861 gttgccagac cgcaaactgt tttaacaaat caaaaggggt ttttataact gacccaaagc
  1282921 tgaaagcttt actgaacccc cagcctagct gggggttttc tgggcacaat aacctcaggg
  1282981 cgcctaagcg ccctgagtca tgttttaatc atgtaacact gagaaataat gtaacgccga
  1283041 gagctagttc atcggcttga gcgtgacctc ttgtggcata ccaaagtagc tggtaaacac
  1283101 cagttgcgtg gtctctcccg caagttttac gctcacctgc ggattattct ccgtggcctg
  1283161 ccactggccg ttgagtgtca cggcaatcgc taatggcgtc gctttcgttg tgcgggtcat
  1283221 attcagatct ggcgtaacgc cgctgatctt aagctgacca tgactctgca tttgcgtcat
  1283281 aacaatggct ggctgagcaa tatttttcac cacaccctca tctggtgtta cagaactaaa
  1283341 ggcagcgtaa ccggttgtct gcgtcacgtt atcacgcaca atatgtgcgg aggcatcttg
  1283401 acgtaacact tcatacactt tcttaccggc ccgataatct gtggccagtt gttgcatgcc
  1283461 ttccggtgtt gcctctagca ccatcagata ttcgtattgt gcattctgtg gtttcgcccc
  1283521 gtgatcaagc caggccagac tgaaattgcc ttcagtaggg tcacgggatt tatcattggc
  1283581 agaaacctga tgctggcggc gcacttcacc tttcgcccct ttggtcagga gatagccgtt
  1283641 accatggcca tcaattaacc aatcaccttc ctccagtgcg cgctggtaag gcaatgccgt
  1283701 aatacgttcg ccgttcaccc agagatcact ggctttatct gtaatgccat gttggaacag
  1283761 agtggtttca gtcgcatatt tttccgtatt gttactgatg ttactgccca agagaactaa
  1283821 ccgattttca gtttcgagag cactcttacg cgcggtaaaa ctgctgtcaa acttcggcat
  1283881 agatggcgca tcaaatttaa aggcaaacat gccatatttg ccacttagtg atgagtgacc
  1283941 actgaatgga tgattaccac gtaacatcag ggtatgcgta ttcgggctat ccagttcagc
  1284001 taatggaagg tggatcgtag ttgtgcccgg attgcgattc cagtcccagc catcttgtac
  1284061 aaaacctatc tctttctggt taccatacgg gagtacttgt attgcaccat gactctgata
  1284121 acggccataa cggttatcac gataatagat ctctgatgac cagacattgc tgttgtacgc
  1284181 cttcagcgtc accatcttgt cgctgaagcg gtggatcccg aatgcaccgc cgttaaatgt
  1284241 ccagtttcct tgggggagct ctgctggagc aatgcgcaca ccaaagattg cttcactctc
  1284301 actttctggt gtttcggtaa tttgcagata agcggccgcc agcgctttat ccactttatc
  1284361 accggttttc ggatcccccg tgagtgccaa ccagcggaag gcgtcttgga acagagtcac
  1284421 acttgaagag ttaaacggat gacggcccgc cagccccaac gaggttgctg ggttactgta
  1284481 gacccatgcc gataacatgg cttttttcag ggccgctcgc ccttcatcac tcaccgcaaa
  1284541 cggtgtgcca tgtagcatgt atactaattg gccggcattt ttaaaggcag ggaatgagta
  1284601 acctggatag ttgccttcat gacgccatgc cgtaccatct ggccgcaagc cgtcgtagcc
  1284661 ccccggtggg gtctgtgaaa gtgccacatt gatgtactca ccaaaacgct taagcaatgc
  1284721 cacgcgtttg gccggatcag attccagcat cagcaacgcc agatgttgac gggatagggt
  1284781 gttgaaatag tccaaatccg agctttccgg ccccggaacc atatcaaagt tggctttaaa
  1284841 ttcacgggaa taccacagca gcgcatcgga aactggctga cgtagttgat gcttatccag
  1284901 ttcgtttgcc attaacatgg ctgagatata ccaccagcgt gagctgtatc cccagtggtg
  1284961 ggttgtcacc agcccactac catccatata accttgatcc aacaggtgtt gagtcatcag
  1285021 gatatacatg tcagccagtt cctgacgcac ctcttcggat gtgctgcgct gataggctcg
  1285081 gctgatattg aacattaatg tggtgtaatc acccaagagc acataatcgc tgaaacgctg
  1285141 ctgatcaata tcatccataa actctggttg atataacacc ttctgtttat ctgtaataat
  1285201 atgccgacct gataattgcc catcggcatc acgttgaatt tttaatgctg caaaatgcgc
  1285261 gcgtaatttc tcgcgattat cgaccacaac caagccattc tcaccacctt gaccttcggt
  1285321 aaagacgcgg atcaatgcac cacgaatgtc atcagctgcc gctatttccc cggccgttgg
  1285381 tgcgggtaat ttggcgggta agcgaaaatt aatttccggg atctgataac gggttttgac
  1285441 gtgatcatct gaccattgat agcgagcatc atcaatagac aacataacgc gatcaatata
  1285501 gaagataccc gctggtgctt ttagcggtgc ccgaaaacgg atgctgtcca tatcgctttt
  1285561 cgcaccaccg gcgatcgtgc tacgtccacc gctttcacct tctgcattat catcgaaacc
  1285621 aatgccttcg atttctcgcc cttccagatc attttgcagt gacacgccca cggtgcgcca
  1285681 gccactgaaa ttcattttga ctttaatacc ggcatccggt gcgcctgacg ggccgagccc
  1285741 tcgccccaga tcgacgatca tataatcatc caccggagtt tcgttataga tccaaaaaga
  1285801 gagcacctgt gtggctttac gtccccaggt tttagaggcg accttatcgg tgaccagtgt
  1285861 aataggatgc tcaatggtca tggtactgcc tgcctgccat tcccatttaa gcgactgttg
  1285921 acccataata tagcgggtgg agctcagcga taaggttgaa cctgaactgg cggtgacaaa
  1285981 atcagggagc tgattgccat cgaaatcaat aatcgaagat tgcatcagcg ctttttgact
  1286041 tacctctgtt ttcgcacttt ttgtattatt ggccgaaagg tgaggtgtgt aagccgcagt
  1286101 acctaataat gtggtcatgg taagagcaat aagttttaac ctggatggtg catacataat
  1286161 cgtcgctacc caataaaaag gtggtcatca gaggaggaag acactatttc tgctgaccac
  1286221 aaaattttag aagtgtttag aaacactcag accgatatag ccttcgttat aatcaccacg
  1286281 tttgtagtaa ttaatatttc catccagact aagattattt tttaactgca aattagagtt
  1286341 catttttgct tcaaaaatat tattgccgac gctatcacct tcaacgataa aacggccttt
  1286401 tcctttcccc tgatctgtgg ttaatccggc ctttttgaca ataatctcgg tgtcattcag
  1286461 gtcacggtaa cccattaatg tcagtgacgg cgtcaataaa cccattccta actcataggt
  1286521 attaaatgcg gttaaaccag cacctaaatg ttttactgaa taagattggc gatccacttc
  1286581 caaactggcc ggtgagccga actctgcata gtcatccaca cgaagccatt gatagttata
  1286641 ggcaacactt ggctgtagtt tcaccacatc caaatcaaag gtcatgccag ccttgacctg
  1286701 ataacccatt tgtaagctgt tatagtctgc cgttgctttt gtattccctt gataaccggt
  1286761 attttcacca atattgcggg tgctgctatt gctgttatat cccatattca cgttaccatt
  1286821 gaagaagtaa cgatcatcaa accagccggt ataagccata agttcatagc tatcgacatc
  1286881 tttttcattg ccatagctgt gaatgttaat attggcattc tgatagccaa gagaaacacc
  1286941 aaatagtgat tcatcattaa aacggcggtc tacaccgaca ttaatgccat agccattggt
  1287001 ttgatatccc ggtgtataag tcccgctgct ttgacggctg tgggcgtata aggtttgtgc
  1287061 ccagaaattc cacggagttg ctgctgactg attacgtaaa tagaggctgc ggttatctat
  1287121 ttgatcgcgc attttatcta ccatccgtaa tgcagcccgg acttcaccgc cttccgcatt
  1287181 aggggttatc tgatcggcta tactggcaat acctgcacta ctattaccgg ctgacgtcag
  1287241 taatgccagt aattcaccac tcgcttcgga ttgggttttg ttgtattggc tgagtgcata
  1287301 actcacaata taattcgctg cattgagctg atattgatta gctccacctt gaagtgccag
  1287361 gtctaggaaa ttatcggtac cttcgtagtt cacaccataa cgtacgacta actggttacc
  1287421 gcttattccc ccgttcacta tggggtctgt cgtcgtcacc caagaatctg tctgtgctaa
  1287481 taacggcgag aggttgctga ccacggtgat ttcattttgg gcaacatcaa ttggcccgct
  1287541 catcccacca ttggactgga tcaggataat atctttattc acgatgtcat taatattact
  1287601 gcccacatag gagaacaggg ctttacttcc tgtattaaat actgttttac cttcaacgag
  1287661 taaaatgggc gatgctaaat ccacctcatc accaatttta aagtcaaggg atgcattgtt
  1287721 tttattcgta aaatcaccac tccaagtgat ggttctgtct tttgcaataa tactcaggtt
  1287781 gccccagttt tctaattttt caacacctga aattgtataa ccatcgaata aggcattcgc
  1287841 tgcagcgcct tgataggcaa agttaatttt atttcctgtg accccattac ccaggatatc
  1287901 gccatagata ctgccattaa tatccatacg aatggctgtt tgagcatcac ggaaatcgat
  1287961 agcggcacca ttccctctca caatagagcc atctttaacg gctataccaa agttaggtgc
  1288021 tgcggctgtg tgagagaatg aaccgtcaat tttaattgct gtaccattct cgctgataat
  1288081 actaatacct ctttcgaggt taatgttatt gttgaatacg gtgtttgcat cagcataaat
  1288141 agcgtgtgca tccgtgccgg tggcaataat atttttacgc aaatattgtg ctacaaaggg
  1288201 agtgttacct gaataagtta atgcatttcc attggtgata tataaatcat tagctaatga
  1288261 cacagccttg ccatcattag cgatgaacgc atcacaacta ctgccagccg gcgcttctgg
  1288321 tgggcatact acggcaagtg tattaaaaga gaccgacaat aaaatagcag cgatacttat
  1288381 ggcgagagta ttcgccttaa atttattatg catgacatta ccttccaata aacaggaata
  1288441 aaaatgaatg taaagaggtg tggccagatt attttaagct gcaaatgaca tcagtgccgc
  1288501 tttaagtaaa aaggtgtatt cattaattta gaatgttgcc cttacaccta ctctcatgta
  1288561 tttcacccgt gagtcatctt tacccattgt atagccttct tgatatttca cattttcaat
  1288621 ataatattcg gcttgaaggc ggaaagtatc tgataatggg taagctaact gtaatgccaa
  1288681 acgatcaact ttactcatgg ttttcgtttc actgaatgcc gcactttcgt accagccaga
  1288741 ggtttcacca taatccaggg agtaacgtgc ataaggtgtt aacaccagac caattggcgt
  1288801 attccagttg aagtagaaac ggacctgttg gtttttcgag tcatcagata acccccaagt
  1288861 ttcaccctta tcgctacgtt tacctgcatt aaaatagttc agtgtcatct gtgtattggc
  1288921 gctggattta aaacggatac ctggctcaat ctcccaggac agacgatcag aattccgctc
  1288981 aactaagtta gacgcggtgt tcgcttcttc gcgctccatc cctactatca tgttaccgac
  1289041 aaaggcgaaa cgttctgata actgatattg tcccgcaact ttggcatcat aaaaattaat
  1289101 ggtggtgcgg ttgccactcg cataggtgct taaatcttca cggagacgaa aactgggctg
  1289161 gacccaacct tcagcaaaac ggaaacgata gccggcactt acttccatac gctgataacg
  1289221 ttggtccgta tcatgcaact gcttacgaaa accgagatcg tagtaccagt tagagccatc
  1289281 tgggttgatc gtcatatcca gacgtggacc gctgtaatcg taagttgtac cataatcccc
  1289341 cgttacccaa ctgagggttg cattcacttg tgctgcctga acatcagcgg gcatcaaggc
  1289401 agccataatt cccaggcagg ccgcagttcc agaggtgact aacaactttc cagaggtgat
  1289461 taacaacttc gctttcataa tgacatgtaa tccttgtaat tatagaaata cgctacattg
  1289521 cgggatatga agagaggttc cagcatcgat agctccgtta ccggaaattt tttgaccggc
  1289581 ctgtaggtaa atcgcttttt tatgattaat aacctggtga aggcttgtac tgtgagtgtg
  1289641 attatatcct ttatatgctt tcgagtgctt acgatggatc acaaaataac acatcgaaag
  1289701 gtgttaattt attaaccgaa atcacatatt ttcgaaaata gacaaaaaaa acacaaaaaa
  1289761 aagagttcga aaggtgtggg tggtgtttgt cacacaaaaa tgaaagaacg tgtaaaaagt
  1289821 tgcatccaaa agaagccgct agggagcgat tcggtaaatc tcatcaaata tccgtcagtc
  1289881 aataacgatc aatcagtatt caactagggt aaagcggtaa ggttgcccgt gtaatcctgc
  1289941 cgttgagata gtcaactgat cccctgcagc aacactaaac gctgccgtga tctctttgta
  1290001 tatcctccat atccaatggt acatcagccc agaacacgcg atctgtggct gtcagcaaag
  1290061 tgtattggaa ttgctgagcg ctattctgga taacgcgcaa tttctttcag ttgattgtca
  1290121 tcgaaagtct ggtctggcac cccggtatgt gacgttttcc aacgttgcgc caacaattcg
  1290181 aactgcatta cgtactgctg taccgccgcg ggaggtagcc aggccaccat taaccccacg
  1290241 aaacagccca cagtaatcgt cttatacatg tcctgtttac tctccctatc ggtaaccgat
  1290301 aaaactcttt ggaatatcat ttcgaaataa taagaatcat gatgacaata agtcgaaaaa
  1290361 aaccgaaggt tttgcaggaa gatgagcata acaagtcatc gttttgcaat ttaccgtaag
  1290421 gaaaaggaag gtatccgcca tgtaatagtg ctttagtggc tgacgagaat tgacccgttg
  1290481 attaaattaa tttttttggc tcatcaccaa ataggcttgg atcttgcttt accgggaatg
  1290541 gcattgggct agacattaca ggcaacggac tgagtcgatg agagagcaca gtcgcgtatt
  1290601 gaacaacgtg ttgtaatcac ggtacttatt ttttgttact tggctcacta tttgagttat
  1290661 ttagtgaaaa taaactgtag atataaataa tttgtactac ctttaaaacg ccgtgcatta
  1290721 aatgcccggc atacaatagg gttataatca cttcaggaga tctcatgagt aagataacgg
  1290781 attgttgttc agaagaaaat catcccaata gtagacgaag cgtattgaaa gctgccttgg
  1290841 gcatgactgc tgcaggcgtt atcggaggaa taggtctggg gttgccccaa atatcttatg
  1290901 ctgcggcatt gacccaagaa gaacgggata agttaacgcc agatcagata gttgaaagct
  1290961 taaagcaggg taacaagcga tttacatctg gcaaagcact gcagcatgat tatctcgcac
  1291021 aaaaacgtgc cagtgcagaa gggcaatttc cagcagcagt catattgagt tgtatcgatt
  1291081 ccagagcacc ggcagagatt attttagata cggggatcgg tgagacattt aatgctagag
  1291141 ttgccggtaa tattgctaat gatgatttaa ttggcagttt ggaatttgcc agtgcggcgg
  1291201 ctggcgctaa agttatacta gtgatggggc ataccgcttg tggcgcaata aaaggcgcga
  1291261 tagacaacgt tgaactgggt aatctgacgg ggcttctcaa tagaatcaaa ccggcaattg
  1291321 aagtgaccca atttgatggt gaaaaaagca gtaagaatga aaaatatgtg gatgccgtag
  1291381 ccaaaaccaa cgtcaaaaac actatggatg aaattcgtaa gaatagcgaa ataatcagga
  1291441 agttagaaca agaagggaaa gttaaaatcg ttggaagtat gtataattta aataatggag
  1291501 aagttgaatt tttcatgtag tgtaacttcg atattttccc ttctttcctt tccccttgat
  1291561 ataactcaag gggaaaatca gtgcaaatat ctattagtga tattaattta ttcatccttc
  1291621 ctcttttttt attggtttgt taggcttggc cgaaatttaa aaatatgctt atatgatcaa
  1291681 catgaaaaaa tatatattcc ttatatgttt cattttatga ataaatataa attcttcaca
  1291741 agaatgatag ttaaaagatt gtatatgaat tagattaaaa taataagtta agcatatggg
  1291801 ttgtgtaaat taaatgccaa tgcgatgtta ttattctgtg tttttagtta taaacttaaa
  1291861 cagttatttg aaaattaact ttatttcttg aaatttattt tcattattgt attttactca
  1291921 tgtgattatc tattgttaca taagtgaata aaactgattt taagtattat aaataataat
  1291981 aacatgtcgg taagtatatt tctgtatatt atttatttaa tcagtcttta gaaggcttta
  1292041 tttcttacta tttgattttt atatattatt aatcatgttg tagagaaacg aaatccttcg
  1292101 tgagctgatt aaaaaacatt catattcatt aaatatagtt aaaatacata atttaattgg
  1292161 ttttattcat tgagtgacaa cgataataaa cacgtatttc cttatcacat ctttaacgtg
  1292221 atcggttgtt ataaatttaa tgaataattt taagggttat ctatgtatgt tgatacggtt
  1292281 tctgttgtct ctggtagtaa attcattgat atcaatggta aaggagtcat tgattatgaa
  1292341 aaagagatgt ctttggattg ctgtatgaat aaaatccatt ttcacacgag aaaagttagc
  1292401 attgatatta atgagaaaca aaaaagactg gttatgtgtt tgtttaacga tgtaaataga
  1292461 aagcaagata ttataaaagt agtctggtac gaaaaccata aaagtatttc agataataac
  1292521 taccaccaat taattcataa gtttagagtg catttgaaaa gttttgggat acctgaaggc
  1292581 attattaaaa caataaatag atatggaatt agacttgatc cgagtttatt aataacagtt
  1292641 atgtccacta agatgaatga gagatttagt ggttattaat aaataatact caccagattt
  1292701 tttcattatt atatgtttgc tatcattatt tataatgagg ttttttttgt taaagataag
  1292761 actaaaaaat ccttttagga cactcaactg taatcaattt atatttattg aattgagtat
  1292821 tgtatttcta gttgcatttc atacagtgat ggttttttgg tcaattattt ataatgatag
  1292881 caatgatatg tttatcttgt acgatgggca gtcctacgat agtcaaaatt ctaccgaaaa
  1292941 ggctaaggta atagacagta gtaacttatc gaaaatgttt gatcgtaaaa taaacaaacc
  1293001 agataaaaaa atagaaatga atgatgttct tttttattct ccagaatata taggggaaat
  1293061 aaaactggtt ggcgtaattg aacactcagc accatcagag tccattgcaa tattggaagt
  1293121 aaagggaaag caaacaacac atttaacaag ggagaatata aattatgaag atatagtaat
  1293181 agtgaagata tttactgata gagtgattat caagcgtaat ggtaaatatt attcattaat
  1293241 aattaactaa tgggttattt aaaatgtttt ttactttatc tggtcagagc gtagccttat
  1293301 caatccatct aaaataaatg gtgtaacatc atgtatatta gtggcaaagg aattaaatct
  1293361 atccatggga tgattttttt attcactcta attatgccat tagacataat aagtgctaat
  1293421 ttttcagtct ctttcaaaga tgtggatata aaagagttta ttaattcagt aagtaagaat
  1293481 attaataaaa ctattatcat agatcctacg gtccaagggc ttatcagcat tcgcagttat
  1293541 gagaatttgg ataaagatac gtattatcaa ctattcttga atgtgcttga tgtctatggt
  1293601 tatgcggcca ttgagatgcc acataatgtc ctcaaagtga tttcatcaaa aagagccaaa
  1293661 ggagtagtcg caccgctccc aaaagagggg gtaacattcg atggtgatga attgataaat
  1293721 agagttattc ctcttaggta catatcagca aagaaaataa cgccattatt gaggcaactc
  1293781 aatgataata cggagtctgg cagtattatt aattatgacc catctaatat tttgttaatt
  1293841 acagggcgtg ctgcggtagt aaaccgtctg cattcaatag ttactgatct tgaccaagcc
  1293901 ggagataatg aaattgagct ttataaactc aattatgcga ttgctgctga tgttgttaaa
  1293961 atagtaaatg aagctataaa tccaataaat aatttaaaac aagaagtatc aatagtagga
  1294021 aaggttattg ctgatgaaag aacaaactct atattaatca gcggtgatac atatatcaga
  1294081 aaaaaatcca ttctaatgat aaaaaaactc gacaagagac aaagtagcga tgggaataca
  1294141 aaagtggttt atatgaaata tgctcaagcc tcaaagctat tagatgtctt aaatggaata
  1294201 agcgaaggtt ttcataatga gaaaaaaaca aaacaatcta atcaatggaa tcagagacct
  1294261 gtagcaataa aggcatatga tcagacgaat gcattagtta ttacggcaga tcctgacatg
  1294321 atgctagcct taggagaagt aatagaaaaa ttagatatca gacgtgcaca ggttttggtt
  1294381 gaggctatta ttgtcgaaac tcaaaacgga gaaggtatta accttggtgt taaatgggaa
  1294441 aataagcgtt ctgatgatat taattttatt aaaaattccg atggtttatt aaataataat
  1294501 ggatggggca tagctacgac aattactgga ttaactgctg gtttttataa aggaaactgg
  1294561 gatgtattgc ttagcgcttt atcaacaaat acaaataata atatactcgc aactcccagt
  1294621 attgttactc tcgataatat ggaggctgaa ttcaatgtgg gtcaggaggt tccagtgctc
  1294681 atatcaacgc aaacgacaac cacagataag gtatataatt caatttcaag gcaatctata
  1294741 ggtgtcatgc taaaagtaaa gccacaaata aataaaggtg attcggttct acttgaaatc
  1294801 aggcaagagg tgtcgagtat cgctgatagt tctactgtta atacacataa tttagggtct
  1294861 gtttttaata aacgagtagt gaataatgca gtattagtta aaagtggaga aacagttgtt
  1294921 gttggtggat tacttgataa gaagtctagt acgattgtta ataaagtccc cttcttgggt
  1294981 gatctcccat taataggatg gctatttaga caaaccaaag agaaagtgga aaaaagtaat
  1295041 cttattctat ttataaaacc gacaatactt agggaatccg atgactatag cgttgtgacg
  1295101 tcaaaagaat ataataaata taaaaaagat aatatgaatg gatatacttt agccgatgat
  1295161 atagtcctat cagataaaaa atatttaagt gttattccta gtattaggaa agatataaat
  1295221 aatttttata cactgttgga ctcagagcta tgacagatat tgagtctgag ttccatactt
  1295281 tgccattaac gtttagttgg tcaaagagtc atggtgtgct tattctgcct atggcacagg
  1295341 gcagtcagtt gatttgtcgt aaatcagcga cattggaggc tatacttgaa gggaatcggg
  1295401 tggctcatag tccaatactt tttaatttag ttactgatga agagtttgaa aataatttaa
  1295461 ctgaacgcta ccaaaataat tcggctgacc catatcagac aatgagcgtt atcagcaatg
  1295521 agatcgacat ttactctttt gctaacgaat tatctgacga tgatgattta ttggatataa
  1295581 atgatgaagc acctgtaata aaattaatca atagcattct ggtcgaagca attaaagagt
  1295641 tagcatctga tatacacata gagtctttcg ataaaaaact tactgtaaga tttcgtattg
  1295701 atggtgtgtt aaggaaaata ttggaattac agcgccatgt tgcactatta ttagtgtcgc
  1295761 gtataaaagt catggccaaa ttagatattg cagaaaaacg tattccacaa gatgggcgca
  1295821 tagctctaaa tttagcgggt agagcattgg atgttcgtgt ttcggtatta ccatctagcc
  1295881 atggtgaacg ggtcgttatg cgtttgcttg acaaaaatag cattaaattg gatttaccct
  1295941 cattaggtat gtcgaaagat aactgtattt ctatgaatac gcaggtacat aaaccccatg
  1296001 gcattatctt ggttgttggc ccaacgggtt cgggtaaaag cactacgtta tatgctgctt
  1296061 taatggggat tgacgcgaat gagaaaaata ttatgactgt agaagaccct attgagttcg
  1296121 acatacctgg tatatcccaa acgcaagtaa acccaaaaat tgaaatgaca tttgctcgta
  1296181 gcttaagggc aatattacgc caagatcctg acgttattct tatcggtgaa attcgtgata
  1296241 ttgaaacggc acagatagcg gtccaagctt ctctaaccgg ccatttagtt ctatctacat
  1296301 tacatgccaa cagtgcgata ggtgcagtga ccagactgaa ggatatgaat gtagaggcat
  1296361 ttatgctttc aagttcatta ttggccatca tatctcagcg gttggttaga agattatgta
  1296421 tagcgtgtcg ccaagagtcg tcagtgacgg agaaggtatt acaacgtctg aatattgatg
  1296481 ataaatgctc tttggttggt tcggtgtacc gggctaaagg ttgtaacaaa tgtaatctta
  1296541 ctggttatcg tggacgtatt gctctccatg aatttctcgt agtggataac ttattgcggg
  1296601 gggctattta taaagggcta ggagagtttg aactggctaa attggccagt ggggctataa
  1296661 acagccttct atctgatggg ataagcaaag ttattgcagg gttaaccact atagaggaac
  1296721 tggtaagaat atgccaagag gatgataatg gctgtattta aatatgttgc catcagcaga
  1296781 agtggaacca agataacagg tgatattgat gcggaaaaca tacgtatagc ccgttatctc
  1296841 ctttacaaaa aaaacatgca tgtcttaagt ataaaaaaaa gaattttact ttttaataag
  1296901 tatgtggtca aaaaaaatag taataagacg gatttggtat taattacacg gcagatagcg
  1296961 acattagtaa atgcttcaat gccactagat gaggttttag atattgttgg gaaacaaaat
  1297021 agtaaaagta aaatgattga aataattcaa aggattagag ttaatataca ggaagggcat
  1297081 tcattcgctg atgcgctatc tccgtttcca gcagtattta gcccattata caaaacgatg
  1297141 gttaccgctg gagaggtatc agggcatctg ggattagtgc tggttcgtct tgctgatcat
  1297201 attgagcaga cacaaaaaat acaaagaaaa atcattcagg cacttatcta cccttgtgtg
  1297261 ttggttttaa tatcactaag tgtcattatc atattattga cagcggttgt accgaacata
  1297321 gtagagcagt tttctttttc agagacggcg ttaccattat caacaaaagt attgatgata
  1297381 ctcagttata gtataaaaga aaatgttatt tttatcatgg ctataggtgt ctcggcagtg
  1297441 atttttttaa atagattact aaaaataaat aagataaatg tcttttttca taggcactat
  1297501 ttaagtttgc caatgctggg taatatgttt gttcgtataa atacatctcg ttatcttaga
  1297561 acattaacaa cactacattc taatggtgtg acaatcgtac aggcaatgag tattagtaat
  1297621 gcggtattaa cgaatgtata tataaaaaat aagttaaaca tttcagttaa attggtcagt
  1297681 gaggggtgta gtttatcgtc atctttagtt gatagtggag tattcccccc gatcatatta
  1297741 catatgatca tatcggggga gcgtagtggt aagttggacc atatgctaga aactgtggcg
  1297801 ggtgtccagg aagaagaact gatgaatcaa ataagtatag taatgtcatt gttagagcca
  1297861 accataatta tagttatggc cgcgtttatt tcatttgtta ttctgtcaat tcttcagcca
  1297921 atacttgaaa ttaatagcct tgtcatgtaa ttaattttat gagggaataa tggcaaacaa
  1297981 aaaaacaaaa ggatttacat tgttggaaat tatggtggtt attgttattc tgggcctact
  1298041 tgctagctta acaataccca gtctgatgtc taataaaaat agggcggacc aacagaaagc
  1298101 agtaagtgat attagtgcgc tggaaaatgc attagatatg tatagattag ataacgggga
  1298161 ttatccgacc gagcagcaag gcattgctgc tttagtaact aaacccaacg ttcccccatt
  1298221 accgcagaga tatccatccg atggttatat ccggcgttta ccaacagatc catgggggaa
  1298281 ttcttaccaa atgaataacc caggaaaaca tggccagata gatatatttt caataggacc
  1298341 tgataggtta ccggaaactg aggatgatat tggtaattgg attactttat ctatcagtga
  1298401 gacatagatc catgttccat agtcagagag cgtttacttt gctcgaatta ttattggcca
  1298461 tgataattat ctcaggactc tactactctg tacttataac attgcctaaa ggcagcgggg
  1298521 tcgtgaagag tgaagccgag aacctcgtgc aaggattacg atatattaac caaaaaattc
  1298581 gacatgaagg cggggtgttt gggttgaaat tatcagagac acactggcga ttctataaat
  1298641 tttgttgcga tgattgtcat ggcataaaag ataattttaa aattaacact aaaataaatt
  1298701 gtatttggca agattccgga aatgataaga ttctaagcag agagtatcca gataaattaa
  1298761 catctaaact taatgtctat ggtgaagata gtatcattga taatgtcatt ggggataata
  1298821 ttaaaccaca attggttttc tctccagagg aggagtattc ggacttctcc ttggttttaa
  1298881 gaaatgaaga aaatagtgag tgtgttgaaa taaaaaataa tattacagga gtaagtctat
  1298941 ttattcataa ataaaacagg gggcaatctg aataatacaa aaggttttac attgttagaa
  1299001 gtaataattg cactgacaat attttgtatt gccggattga gtatcatgaa aataattagt
  1299061 gagcgcttac ggtggataaa tatactcgag caacgaatga tctcttcttg ggttgcggaa
  1299121 aatgttttaa cggaaattaa aatattaaaa atagagcaaa caaatgaatg gttgatgggg
  1299181 caggagtcta tggctggtca gctttggtat tggcaatcga gaagtataaa acttcaggat
  1299241 gatagaatgg aaataattgc tgttgaagta cgtaataata aggaaagtga acatcctgat
  1299301 ttttcacttg aaggctataa aacaaccaat gattaaacgt ccagattgtg ggtttacttt
  1299361 actggagatg ctacttgctg ttgtcatttt ctcaatgatt agttttatta tttattcatc
  1299421 cttgagagta actattaaaa gcaataatat catggggaat aaagtacagg aacttattag
  1299481 gttacataga gttattagcc tattagaacg agatatttca cattcagtta tgtatatagg
  1299541 atcacaaaat gattatttta gtaatgaagg gcgtattatt ggtataggcg tacttgatag
  1299601 tgacagtttt ggtatctata tgttaaggaa taacaaaata aataccgaga tattcattca
  1299661 ttatcaacat gaaagactcg gttatcgatt gaagaaaaat tgcctggaaa gattatctta
  1299721 cttaatttta aagaatacaa ataaaataga gactaaattt tcttgcctta tcgaagggat
  1299781 aaatgatttt cgtgtgagaa tatttcatca agggaaatgg ttaaatgaat ggagtaggat
  1299841 agacctttct ccacaaggca ttgaaatcat ccttgatgtt aaaggtgttg gggtgattag
  1299901 gcgatttatt ctattgctac attaggaagc gctgtgaatc aaaatggcat tgcattacta
  1299961 atggttttat gtgcactatt tttgatgagt acaatggtaa tggcatcata taattattgg
  1300021 ttcgatatct attatctggc aaaaaatagt cagcaacggc agaaagaaaa atggatatta
  1300081 ctcggtgccg aagaaaagtt tgtgagtaaa ttaataaaaa acacttcaga ggatagattc
  1300141 aatgataatg aatttagacg tttactatca ggagggagag ttacagtggg tacatggaac
  1300201 gttaacttta aatcaatcga taatacaaac tgttttaaca ttaacgcatt gaaaactaaa
  1300261 atttccaatc ccgaagaaat cattgaaact tattcatggc aggtttttaa atacttattg
  1300321 ttaatcagcg gtgtaggagt aaaagaaaca caggataccc tagaaagagt ggttgagtta
  1300381 tatcgttcaa acctcgttat tgaacagagt attaatggac tgtcaacatt aaaagagatt
  1300441 ccctatgagg cagatgaaat taatatttca tctaaaatga atcgtgctga ttttttaaaa
  1300501 atagcaccag tgctctgtat tcgaggagat aggaaattat tagttaacat caatatgcta
  1300561 gatgcgggga atagtcagta tctgcaagct gctttactca ataaagtcag tgcaagagat
  1300621 atttatgatg ttatttcagc aaaacccaat aatggatggg ataacatttt tatattctat
  1300681 gatttattgt catcgcattc acccatgagt gctagaaatg taaataaaaa cattttagat
  1300741 aaattaactg tagatgaata ttttattaat tatatattta gaattgatca tgaagatagt
  1300801 tattatcaac tgattacttt tatccatgct gtaggtaagt caatagctat tttaaaccgg
  1300861 agatacagtt ttagtgagca acatcattga tgacgtgaaa ttaaccttca cactccttat
  1300921 tcgactagga gaaacagaat ttgaacctat ctattggtat gttgaatcac agggaaagaa
  1300981 attagtcaga catggaaaaa ttaatggagt cgctgagtta aaaaatataa ctttatatgc
  1301041 taataatgtt gtcaagattt tggtccccgc aaataaaatc attttcagaa gcttaagtat
  1301101 taagaaaaat gaagtgatga ataatataaa atcgatagcc ttctcgattg aacagtctat
  1301161 ttctagtgat atagataatt ttcatattgt gatattagat caagataaag acttttgcca
  1301221 tgttgctgct attgaacatg aattgatgaa tcgttggttg ttctggttaa acataaatgg
  1301281 gatatcagca tgttgcataa tgccagacgc ttttgctctg ccctttttta acagtgaatg
  1301341 gagtgttata aaaattgaga gtaactggtt ggttagaaat aatgaaatgt ctggtttttt
  1301401 agttaattcg agtgttttgg aaaacatact tatgttagcg gaacccacca ttaaagttaa
  1301461 tacttttagt ccgacagata ttaaatgggg taattggcag tcgctagact atagtgatcc
  1301521 tgtattaatt atggcaaaaa ctgtgagtgg taatcatgtt aatctattga gtgggaaata
  1301581 taaatatgct gaaagaataa tagttaacaa tagtgttttt ttgcgtgttg ccagttggtt
  1301641 ttttctcttg tttttagtaa tgagtttaaa tggttggtat caaggttaca aaatagtcag
  1301701 ggatacaggg gccttaagta aggtagcaca agatttttat gctgattttt taccccccgc
  1301761 atatcatggt ggggatgtta atacgagctt caataaatat atttcagatc tggatcttaa
  1301821 aaaaaacaat gtcagtttca ttaaattatt aaatgctgta agttattata cagctgatga
  1301881 aaatgtagat gtacgtagtt ttaatttcaa ttattctgat ggtgaaatat cttttgatat
  1301941 tgaaggtgat gatgatttaa taaatgaaat gctaaatgat aaaactaatc tatttaatgc
  1302001 cagggttgag gtgattcgtt ctggagaaga caaatataat atcaaactaa gcagccaacc
  1302061 atgagttacg tcatgttttt acagcattta ttttctgcaa agagaagagt gctactactt
  1302121 tatctgcttg ttatctctat tcctatcgtg tattacatta ccagtagagt aattgaagta
  1302181 agaaataaca aactgttaat aaaatatagt gagctaagtt atcatcttca gcaacactct
  1302241 atcatggcga aaaaatcaaa cataaaaagc cataaaaaga gtgatcctat cgatattgaa
  1302301 ataaataaat catttaaaaa taaaaatata atatttactg tctccttact tgatggtggt
  1302361 aaatgttttg tggaaataaa ttcagctaaa ttctcaaatt tacttgatgc tatcattgat
  1302421 gtgtcaaata aatatgatat taatgtatct agtgctgata tataccttca ccaagatgat
  1302481 gatgatgggt atgttgcagg aaaaattata ttctttaaat gaaccactcg gtctgataga
  1302541 ggtaaacatg atggatatac aggttttttt tgtgagctat ttaatttttg gggccatggt
  1302601 aggcagcttt cttaatgttt taatctatag attgcctatt atgctggcta atttatcatc
  1302661 acgatctgag tcacacggtg aagaaattaa gatgcgttct catttgagaa atattaattt
  1302721 atttcaaccc ggctcttttt gccatcattg caatgagtca ataccaataa aatataatat
  1302781 accgatactc ggttggattt ttctgcgtgg tgccagtcgt tgttgtaaca agaagataag
  1302841 cacccgctat ctatttattg aagtattagc tgtcattcaa acactcttgg ttcttatgat
  1302901 ttttaaagag gacttactta tctgcactag cttggtgcta atttggtcac ttacggcatt
  1302961 ggcatttata gatttcgata cctacctcct tcctgattgt atgacaatac ctttgctgtg
  1303021 gcttggtctt cttatcaata tagatacggt ttttgcacca ctaacctctg cagtactggg
  1303081 tgctgtcagt ggataccttt ttctttggct atcatattgg ttgtttaaaa tagtaagagg
  1303141 tgttgatgga atgggctatg gtgattttaa attaatggcc gcattaggtg cttggtttgg
  1303201 tgtgagtgca gtaccttttt taatattgtt ctcttccttt tttggtcttg tcgcatatgc
  1303261 tattttttat ttttttgata aaaaagataa tggaaaagag attaattaca tcgcatttgg
  1303321 cccttatatt tcattggcgg gtgttctata cctgtttctt gggagtcatg tgactaattt
  1303381 attttcttaa taaatggggt taatagctcc tctaactcca gacacttagt atttttagca
  1303441 gtcaaatctg atttgatatc ttgatataga gattcacttt tctttatgat cttattgtta
  1303501 tgtttagatg tcataatttc acccttcaga ttggctattt taattgcaga gttaatgatc
  1303561 tcttgttcat ttggaatttt tttgaggttg cagtcttctt ttaaaaaacg taatccagcc
  1303621 gtcagagcgg tgagttgatt gattatctcc tcgttaggtt ttttttcttc actatttatt
  1303681 tggcaaccaa ataatatagg tgcaaaaaat accattaatt ttatatttga atttggcatg
  1303741 attatctcta gcgtaaatga attgttttat aataaaagca tagaataagg atggtgacaa
  1303801 taacaaatta taatggatga gattgttttt tatgtttttt ttgaatttat aattagtgta
  1303861 tttttatcga tatatttatt taaattaacc atcgttaaaa cagtatcttt catatttttg
  1303921 ttttaaatat aaaaaatcgt tttattaata attacaatta gtttttcttt gttaggatta
  1303981 cactcaatgc tgaaatttta aaccaaaaac aataagaata taatgaatac gatagtgatt
  1304041 aatgatgttt tttttacgcc acaaaagaga acgattgata ggaatggaaa ggtaactaaa
  1304101 ataagaaaca aagaatccga actattatct ttactttgtg agtattatcc agagccgata
  1304161 tcaagggagg atattgagaa gagactctgg gaggggagtt atgttactga taatacattg
  1304221 actcagacga tcagtaatct acgtcatgca cttgatgata aaaaacatga gttagtggtt
  1304281 actattccta aaaaggggta tcgtatcggt attaaacctg aaattttcat agagggtgaa
  1304341 gttcaatgtc aaccttatga aaaattggga ataataggtt catctgtgga taaaatggca
  1304401 atgtcttttt taaaaggaaa aatgtcattt tatagagtct gcctatttgt acttggtgtt
  1304461 attttctttt ttatattttt taatgtggct ttgtaccgtt atcaagtaaa gttagtagat
  1304521 gtcaactctt taccgatatt aattaatttg gataaagaac aagataaaac gtttttatct
  1304581 gtttatcagc agcatcctta tgttttactg aaaaagaaaa aaatggcggc tatgttgttt
  1304641 gtaaacgcca gggagacgag ttggtatgcg aaaaaaataa tttattcgat attgttttct
  1304701 attctccttg ggggaggggg ggggcaatta ttggtatgat ttatgcctat atacatccga
  1304761 tgaaaaatct tgaaggctac tgggagggaa attacctatt aagaactgat agtggtaatt
  1304821 atcatatttt ttcccgtgtt aatattatta atcgctcgat acaatcgtct atggatgttt
  1304881 atgatgaccg cgaccaggta aaagccagat gcaatactct atttaatatc cgaagtgcta
  1304941 ataatgtttt ctgtgttaaa atgttgtcta tttcctttgt tgataatgaa gagaaaatgc
  1305001 ttagtgactt ccttaatact ccttatgatg tgagttatcc aattttttat cgtttggatg
  1305061 ctaatactat tttgattgaa cagtctcaag ggcatccggt taacagtact cgattactgg
  1305121 ttcgtgccaa tatataaccg gtggtggctg tgattgataa cttatgacga gtattaaatg
  1305181 acttcattaa cttcatttaa ctatcacagc ataatggtgc tattgctgaa atatatctgt
  1305241 catagtgagc tgctagcatg gatatctcta tcatgaccca atgtgaataa catgttttca
  1305301 cgcatgaatt atgttgttaa aaaatatttt ggctacatta tgagtaaact ttcgctttct
  1305361 gaatctagat tgggaatatt atttggtttt actttagtga ttagtctatt ttctttgttg
  1305421 cagatcttct ccataggtta tttatctcat attttaaaga gtaccaaagc gaatgtagag
  1305481 ataacgcacc gtaatcatca acaagaggcg ttgatggatc gtgcgcggat ggaactatta
  1305541 attgccagtg acaagcttaa tcgtgcgggt atctattata tggaagataa agagaccggc
  1305601 tccgaaggca gttggcaaag tcttctcaat gaggcattgc agtcattgca gcaatctcag
  1305661 gacagctatc tgcagttgca ggcggtttcc gcccaagaca gtagacaaga attgaatgaa
  1305721 cttaaggaga gctaccatca gttgtatcag gggctggctg aaatagcgca ggggttagcg
  1305781 caaaagcaca atattgacac cttctttgac gtgcctatcc agggctttca gagcgacttc
  1305841 accgagaagt actaccgcta tttacaggaa agtgaaaagg gcagcactgc tatggatgag
  1305901 cagctcttgt cctcactgtc ttcagctaaa cagatcatta ttggtgcact ggccatattg
  1305961 ttggtactgg ctttctctgc ctggctaggc gtcacccgtt ggatgattgc gcccttaaat
  1306021 caccttatct cacgtatcaa taagattgct gccggggatt tatcacaccg tattgaagac
  1306081 acgtcttttg cttgccgaga aattagacaa ctcacttata gtgtaagaca tatgcaagag
  1306141 gggctagttg cattggttag ccaggtccga ggtggagctg aggtgatcct gaccggtgtg
  1306201 aaccagatta cggctgataa ccatcgtctc tctgaacaaa cgcactcaca aactcaatca
  1306261 ttggcggtga cggcgcaaag tatgcagcag cttaccgtca gggttaaaca aaactccatg
  1306321 agtgccgagc aggcgaatca tctggtgaat gaagctagag atacggccag tcagggagga
  1306381 gagatgatgt ctaatgtggt gagttcaatg gccgatattt ccacgggttc acgggagata
  1306441 agcgaaatta ttacacttat tgagtcggtt gcttttcaga ccaatatttt ggcattaaat
  1306501 gcagcaattg aagccgctca tgcgggtgaa cacggccgtg ggttctctgt tgtggcacgt
  1306561 gaggtcggta cattggctca ccaaagtggc cattcagcac aaaatattaa gcgccttatt
  1306621 cagcattctg ccaactcagt ttctacgggg gcctcgctgg ttaatcgttc cggtgagaat
  1306681 ttacaggcta ttattgatgt ggtgaagaaa gtcaccgatt taatggcgga aataactacc
  1306741 gcatcacatt atcaaagcaa aggaattgag gagatggccg cgcaggtaga gatgattaat
  1306801 ggcgcaacaa aacagaatgc agcattggtt gagcaatctg cacacgcatc ggaagtgttg
  1306861 caacagcaga ccttacagct taatcagtcg gtagcccgct ttcatttacc tgtagaaaaa
  1306921 tactctcctc tacgattagc aaaggagagc acgattgctg ctattgattc acgcgttagt
  1306981 taacctgttg atccaacccg gttgattacc gaaataatcg cctgcaggta caactgtcat
  1307041 cttgcctgca gcatcttgca atataaatgt tgggaagccg tgcccttgca cttttgctag
  1307101 catggttcgg ctttccgcaa tatgttgtgc agcatgtttt tgggcaatgt taaaagcatt
  1307161 gataaaagcc tctgtattca ggccaatatc tgcggcgagc acggttagta cgggtgtatc
  1307221 ggcaatacgg cggccttcaa cataatgtgc tagttggata cgatgtagca tttttgctcc
  1307281 atcacccgcc agtgcttctg ctgctaaaat ggcggcaata gggggcgtag aatccattat
  1307341 tgccgaagta tcattcagta attggttgaa ataattgtcg ccaaaagtct gtccggtcaa
  1307401 ttctgcaata cgtttatcat gaggcatgac atagctgcgc cattgggtat caatttggcg
  1307461 gcggtttgca ccagacatca tgccacctcc gtgcaatacc agcgtcaagc ctggaatgtt
  1307521 ttgggctgtt tgtaccaagg gggccgcgcc atagcaccat ccacatagcg ggtcgaaaat
  1307581 atagtgcaat gttgtaccgg gcatactgtg ttcctctgtg cttcttttta gccattcaat
  1307641 ttatggcgtc tttatttgct gctattcact tcgctacggg cactttgtca ataacctcat
  1307701 ttacatgaac tgattcttac tgaggccatt tcatttcgtt tttcaatact tttgcactta
  1307761 attccaaact tgattcgtct ttcagttcag ggtaatgctt cttcatcacc gcgatcagct
  1307821 cagcagagtc ttttgcttta ggaatttccg catttaacgt tgttaaatag ttttgggtaa
  1307881 atgtcaccga ttctaaagtt tgtggcgcgt tatcgaggaa gtgccctggg acgacgatag
  1307941 ccggtttgag tgctttaatt ttttccaacg ttgttaacca attctcgcgt gactccggag
  1308001 tttgggtatc cgcaacccat agatggatat taccggagac ggcgacacca ccaaccaccg
  1308061 ctttcagtga tgggatccag acaaaggttt tttcaggtga tgggccatct aagccttcaa
  1308121 cttcaatttg ttgcccatcg acggtgaagc ttttgccttg tagaggctgt ggaataatca
  1308181 cggctgtggg cgcattctct ttcagaatag ggccccaata cgccattttc ccgtctttgg
  1308241 ttgccttaat ttcttcgata gtttgtggtg ttgcgatcac cttagcttgt gggaaggctt
  1308301 tagcgatgac atccaaacca aagtagaaat cggggtctgc ctgactgata taaatggtgg
  1308361 ttaatttttt accgctttgt tggatttttt ttaccaaggc ttcggcatca ttacgctgaa
  1308421 attgcgcatc aatcagtacc acttcgtttt ttccactgat aatttcagaa gacactggga
  1308481 agatactttt ttcaccaggg ttatagactt ccattttcaa tggctcggtg gtagcggctg
  1308541 tggcgatggc ggaagcagtc acgaggcttg cgaaggtgat ttgtaatagc attttattta
  1308601 acatgtttga tgtcctattg accgtggggt aggtgataga taatagattg catatatcga
  1308661 tagaaaaacc cgataatgag caattatttg ttgcataaat cgagcgaatc atggatagaa
  1308721 tcactgcagc agaggttttt gtcgcgattg tggatcgggg gagtatgatt gccgccgcag
  1308781 agtcactgga gatgtccagg gcaatggcga cacgctatct ggctcagatg gagcaatggg
  1308841 cgggggcgcg cttattgcat cggaccaccc gtaaattgag cctgacacat gccggtgagg
  1308901 cgacgctcga gcgctgtcga cgtatgcttg agtttgctca ggatatggat ctggctgagg
  1308961 ggcaggaaag tgaagagtta cgcggtttgc tacgtatcag ttgctcgcaa tctcttgggc
  1309021 agagtgctct ggctattgca gttgctgact atctacgccg ctatccacag gtcgctgttg
  1309081 atttacagat gaataaccgg gcgatcaatt tagtggaaga acgtattgat ctggcgctac
  1309141 ggattaccaa tgaattagac cccaacttaa ttgctcgccc tctttcaacg tgttattcag
  1309201 tcgtctgtgc ctcacccgct tatttatctg tcagcggtat tcccgaaagc ccacaagatt
  1309261 taacggtaca caactgcctg acgtactcct acttcggtga gagtttatgg cattttgatc
  1309321 agtcgggcgt gaaatcatcg gttgccgtca gtggcaattt gagtgcgaat gaatcggtag
  1309381 ttttactgag tggcgcttta gaaggcgcgg gtatcacctt gcagccgatc tattctgtag
  1309441 cgccatatat tgcccgtggt gagttaatta agttattacc agattatcaa ccgcaggcca
  1309501 tgggtattta tggggtttat gcttcgcgcc gacaaatgcc aaccacatta agaacgatgc
  1309561 tcgactttct ggttgagtgg tttgccacac atcctcagtg gttatcgaca atgaagtgag
  1309621 gtgctgtcga tatgaggtgc tatcgataag agagtgaacc gttttatgac gtcgtcaaac
  1309681 ctatttttat tatcagcgat tgcatagcgt tattgaatat ttcatatgct tagcgtgtga
  1309741 attaacgtgt ttttgcttac caggctattt ataacgttat tcattaactg gttatgattc
  1309801 gtcaatttat gtaatatcct tgttacttga gatcgccgtt ctctctttac ctgaagcagt
  1309861 gactttgatt gtcttacctc ttaattctac ccactacacc gtgtccatta attaaccatt
  1309921 attggcgata aattgatctg cctgccactg agtgtgggtg gatattgtct gactgggagc
  1309981 ttgtattatg cctgttgcac tactggcgtt ggcgctgtgt gcttttgcta ttggtactac
  1310041 tgaatttgtc attatggggt tattgcccca ggtagcgggt gatttgcaca tatcgattcc
  1310101 aactgcgggc tggttgatca gtggttatgc gctaggtgtg gcaattggcg cgcccatcat
  1310161 ggcagtgctg accgcgaaat taccgcgcaa gaagacactg ttactgttaa tggtgatttt
  1310221 tatcatcggt aacctgatgt gtgccttggc atacagttat gacttcctga tgttcgcgcg
  1310281 agtgatcacc gcgttgtgtc atggggcctt ttttggtatc ggcgcggtgg tcgccgcaaa
  1310341 tctggtggca ccaaaccggc gggcctcggc ggtggcactg atgtttacgg ggctgacgct
  1310401 ggcgaatgta ttgggtgtcc cactggggac cgctctaggt caggcttttg gctggcgttc
  1310461 gacattttgg gtggtatcgg tcatcggttt gttctcgttg gcagccctgt atagcaagtt
  1310521 gccctcctcc agcgaggaag caccgactga gcttcgtaag gagattgccg ctttgcgtgg
  1310581 cggtggaatt tggctctcct tactgatgac cgtatttttt gccgcagcca tgtttgcgct
  1310641 ctttacctac atcgccccca ttttgacgga ggtcacacag gtttctgagc atggcgtcag
  1310701 ttggacgtta ctgctaatgg gggttggctt gacgctcggt aatatcgtcg ggggcaggct
  1310761 agctgactgg cgtttatcgg tcagtttaac catgacattc ttgttgatcg cggtattttc
  1310821 tgccctgttt agttggacca gttattcact gttggcggcg gaagtgacac tgtttttgtg
  1310881 gtcagccgcc gcattttctg cagtgcctgc gttgcaaatt aatgtcgtcg cttatggcaa
  1310941 gaaagcccct aatctggtgt caacgctgaa tattgcggcc tttaatgtgg gtaacgcctt
  1311001 aggggcgtgg gtcggggggg ttgtgattgc caaagggctt ggtttgacgg cggtgccgct
  1311061 ggccgccgcg gcactggcgg tcatggggtt gttgctgtgt ctgtttacct tttcccgcgc
  1311121 gcgtactatt gggaataaaa tggcttagca cgcaggggca atgactgttg ccagacgctg
  1311181 ttggaaaagc gttgtctgct gttttaagtg cccgacaaac gtatcgacca aggtggatga
  1311241 tgggcgatgt aatggctgaa ttaagctaac cgtaaaagga atgtcgacac tgaatggccg
  1311301 tacacaaacc cccgaaccac ggcctttact caggtaatcc agtgcggtaa gggggttgac
  1311361 tatcgatacc cccacccctt cacgcaccat ggcgcaaacc gatgccgcac tgtgggtctc
  1311421 catgactaat cggcgggtga ctttttcctc cgcaaacagg ttatccaata gctgacggta
  1311481 actgtcggtg actgacaggc tgacaaaatt ttccccgtta aaatcctgtg gtgtcagcac
  1311541 cgatttctcc cgcaacggat gatcggcagg taatacgcaa acttcattga ccgtcatcag
  1311601 ggtatggcgc tgggtgcccg ccggtgtttg gatattttct gtgagtccta agtcatgacg
  1311661 ctgggctgaa agccactcct ccaataaagg tgactcctgc ggaatgacat ttaggctgac
  1311721 ctctggatag cggtcaataa agggtttaca taccgcgggt agcaacgatt gagaaaagac
  1311781 gggcaggcag gcaatggaga gttgggcatg ttgaaattgg cggatacctt cagccgcctg
  1311841 tttgatacga tccaaaccat aatatgaacg ctgaacctct tcgaatagcc gtagcccttg
  1311901 cacggtagga taaaggcggc cacgtacccg ttcaaaaagc gtgagttgca ccaattgctc
  1311961 aaagcgggcc aattcgcggc tgacagtcgg ttgtgatgtt tgcagtaaca acgccgcttc
  1312021 agtcaggttg cccgtggtca tgacgccatg aaaaatctcg atttgtcgta aggaaattgc
  1312081 aggcattctc gcactcctga aacgcgaact gatcaattta acccatatca taaatgaata
  1312141 gactaagggt aaatagatat tttcctaaca aatccacaac gttaataatg aggtattcgc
  1312201 ggcgtcattt ccgccgccca ttattgggta cctcatttaa tacattattc agcacattga
  1312261 tgagctcgta cattaatggc tacacaatta ggaaatactt atgccacgcg cactgaatga
  1312321 ccgttcttca gcactgactg cccaaaatct gattgcattg cctgagcgtt ttggttgccc
  1312381 ggtgtgggcc tatgatggtg atattattgc tgagcgtatt aatcaattac gccattttga
  1312441 tgttatccgc ttcgcgcaaa aagcctgttc gaatatccat atactgcgcc tgatgcgtga
  1312501 gcaaggtgtt aaggttgatt cggtatcttt gggtgaaatc gagcgtgcct tgcacgcggg
  1312561 ttatcaaccg gggcaggaac ctgccgaaat tgtcttcacg gctgatttac tggatcaggc
  1312621 gaccttattg cgcgttactg aattgaatat cccggtcaat gccgggtcta tcgatatgtt
  1312681 ggatcaactg gggcaacagg ctccgggtca ccctgtttgg ctgcgcgtca atccgggctt
  1312741 tggtcatggg catagccaga aaaccaatac cggcggtgaa aacagcaaac acggcatttg
  1312801 gcatgaagaa ctccctcgcg cactcaagaa aattgagcac tatggcttaa cactggtggg
  1312861 gattcatatg catattggct cgggtgtcga ttatcaacac cttgagcaag tctgcgatgc
  1312921 catggttcag caagtgatta ccttagggca cgatatcagt gctatctccg ctggcggtgg
  1312981 gttatcgatc ccctatcagt ttggcgatga tgtgattgat actgaacact attatgggtt
  1313041 atggaatagc gccagagagc gaattgctgc tcatttgggc cacccggtta gccttgaaat
  1313101 tgaacctggc cgcttcctgg tagcagagtc tggtgtattg atcgctcagg ttcgtgctgt
  1313161 taaggatatg ggccgccggc attatgtctt ggttgatgcc gggtttaacg atctgatgcg
  1313221 tccagcgatg tatggcagtt atcaccatat ttcattgctt cctgcggatg ggcgcgatct
  1313281 gacgtcagct ccgctgattg ataccgtggt tgctggcccg ctttgcgaat ctggcgatgt
  1313341 cttcactcag caagagggcg gaggtgtgga gacccttgct ctgcctgctg cggttattgg
  1313401 cgattatctg gtcttccatg atacgggggc ttatggcgcg tcgatgtcat ctaactacaa
  1313461 cagccgcccg ttattacctg aagtactgtt tgaaaagggc caaccgcgct tgatccgccg
  1313521 ccgtcaaacc attgaagaat tgattgacct ggaacgcgtt taatcagtgt catcccgtag
  1313581 gcttggcggg ctggccacag agtggcggcg aaccagtgtt gggctgaaca tattggtaat
  1313641 ttcgggtaac ggtgtgttgt tggctaatgc gagtgccaac tcagcggcct gggtagacat
  1313701 ggcaacgact gggtaacgga ttgtcgtcag gcgtgggcgc aggtaacggg agattaatac
  1313761 atcatcaaaa ccgatgagtg aaatctcctg tggcacatca atactgttat cactgagaac
  1313821 cgataacgcc ccggccgcca ttgagtcgtt ataacagctt accgcggtga agtgtttacc
  1313881 acggccaagt agatcggtca ttgcctgctc accgccgagt tcgtcggggg tgccgtaggt
  1313941 aattaaacgc tcatcaaccg ggatatcaaa ttctttcaac gcatccaaat agccttgcat
  1314001 ccggtcaagc gcatcggaaa tctgatgatt ggagcaaatg aacgcgaccc gtttatgccc
  1314061 ctgctggatg agatggcgag ttgccagcca ggcaccatag cggtcatcta atgcgataca
  1314121 acggggttcg aagcccggta aggtgcggtt aattaacacc atgccaggaa tttgttccat
  1314181 taatgacgtc agttcgtcat cgggtaattt tttggcatgt accaccagcg cagcgcagcg
  1314241 gtggcgaatg agttgttcga tggcctgacg ttctttttcg gcatcatggt aaccgttgcc
  1314301 aattaacagg aaattaccgg tggcatacgc gacttgttcg acggctttca ccatcgcacc
  1314361 gaagaaaggg tccgagacat cagacacaat cataccgacc gtttctgtcg attgttgcgc
  1314421 cagtgctcgg gcgttggcat tcgggtggta ttgcagttgt tccatcgcct tgcacaccgc
  1314481 cacgcgtgat gcttcactgg ctttgggaga atgattgata acacgagata ccgttgcgac
  1314541 ggaaacaccc gccagcttgg caacatcctt tatagtggcc atttttgttc cagagatcct
  1314601 agggtaaccg cttacatcac tcagttttgc ggaaaataag attacccgca aggggggatg
  1314661 gtcgcaactt agtaagaaaa accaaagaaa aggagatgag cagaatggct tgccgcgttt
  1314721 gtttgctatc gcgccatcgc ccaaaatggc tgtgtattga ccgaaatgac agtgtattga
  1314781 cccaaataac agtgtatcgc cccaaatgac tatgtttagt cgaaatggtg ctttgagtat
  1314841 gtgcggtggc gaatgttacc ttgatgtttt atttcattgc ctgagagagc catgtccatc
  1314901 atccgttacc cccaacttgc ccattggggc gcttataccg cagttgttga agatggcaag
  1314961 ctgatccgct gcgagccatt tgccgatgat cccgatccct cgccgctact gaactcaatt
  1315021 gttccgatgg tttactccga taaacgtatc cgtaaacccg ccatccgccg ttcttggtta
  1315081 aagcggcggg agaagagtga ccggactcta cgcgggcagg aggattttgt tgaagtcgac
  1315141 tgggatgtgg cgctggattt agtggccgaa gagaatcgcc gggttaggga ccaatacggg
  1315201 cctgctgggt tatttaccgg ctcttatggc tggtcttctg cggggcgttt acatcatgcc
  1315261 cgctcattag ttcggcgttt ctatttcagt ggcggtggcg gtgtcgatca attaggtaat
  1315321 tacagttggg gggctgcaca atttttcctg ccttatgtca ttgggacctt tagcccattg
  1315381 accgggcggg tgacgtcatg gcccagtgtg gtggaacact gtgaattgtt cattgctttt
  1315441 ggtgggctgg cactgaaaaa tgcgcaagtc tcctccggtg ggtcggctga acattccctt
  1315501 aaactctggc tagagaaact ggcacaaaaa gggacgccag tcattaatat cagcccgatg
  1315561 cgtgatgatt gccccgcatt tgttaacgcg gaatggatac ccattcgtcc gaatacagac
  1315621 gtcgcgctga tgttggcgtt ggcttatgaa attcagcgcc ttgatggtca tgatgaggca
  1315681 ttccttgcaa cccattgtgt gggttatggt caattggctg attatattcg tggggccaat
  1315741 gacgggatag cgaaaactcc agactgggcg agcagcatta ccggtattcc tgcggccaga
  1315801 atcgcacagt tagcgcaaca acttatcggt gtgcgcagtt ttatgacctg ttcgtattcg
  1315861 gtgcaacgtg cgcatcgtgg tgagcaaccg tattggatgg tgattgcatt atcagccatg
  1315921 ttggggcaag tcgggctacc gggtgggggt ttttcattcg gtcatggttc gatgaatggt
  1315981 gtgggtaacc cgcgcattga tacaccgggg ccagccatgc cagtgggtaa gaaccccgcc
  1316041 ggattggcta ttcctgtggc acggatttgc gacatgttgt tacaaccggg gcaaccatat
  1316101 caatttcagg gtgaaacaca tacctacccg gatattcatt tggtgcactg ggcgggtggg
  1316161 aacccgttcc atcatcatca gcagttgaat cggttggttg aggggtggca aaaaccggat
  1316221 accgtgatcg tacaggacat ttggtggacg cccgtagcaa aaatggccga tatcgtcctg
  1316281 ccagtcacca gttcactgga gcgtaatgat atcggtggat catccaggga tcgctatgtc
  1316341 ttggcgatgc atcaggcgat tgcaccacag catcaggcgc gccacgattt tgatattttc
  1316401 gccgacttgg ctgaccgatt gggctaccgt gaaaccttta ccgagggtcg tgatgaaatg
  1316461 gcgtggatca ggcatattta tcaggagtgt ggtgcggcac agcgctctca tgatgttgaa
  1316521 tggccagatt ttgagacttt ttggcaacaa gggtatgtcg gtttacctgc tccctccaaa
  1316581 gcatttgtgt tctttgattc tttccgtgaa gacccacagg ctaatccatt acagaccccg
  1316641 agtggcaaaa ttgaattatt tagtgaaaaa attgccagct accaatacaa cgattttgca
  1316701 cctcatgcag agtggaaacc tccggtcgaa tggctgggcg ctccgctggc tgaacagtgg
  1316761 ccgctacatt taatctctat tcaaccggga gatcgcttac acagtcagct cgatcccgcc
  1316821 ccattggctc agagcaataa aaccgcaggt cgtgaaacgc tgtatatgca tccgctggat
  1316881 gcggccagcc gtgatattac cgaaggtagt caggtccagg ttagcaactt acgcggtcac
  1316941 tgtctggcgg gggtcagtat tactgatggg gttacccgtg gggtggtatt gatggcaacc
  1317001 ggagcctggt ttgatcctgg ttttgggggc acgcagcata aaattgaaca atccggtaac
  1317061 ccaaatgtat tgacgctgga tattgggaca tctcgattga ctcaaggccc aaatgcgatg
  1317121 agctgtttgg tcgaggtggc gctttatgag tagattatct ttcgtttgcc gccttcctgt
  1317181 agctcgaatt atttagggtc tattcgccaa acagccactt gggaatgtat ttctctggtg
  1317241 gctgaaatgc gatgctactc acggttgacc ccatttatat cttaatgaat tacaaactca
  1317301 tttcactttc ctgacaatgg tcactcctgc ttacactttg cgcgtaaatg ttgcgattcc
  1317361 ttgctggctg tggtttcaca taagccgcta cagtagtgat cccagaggta ttaattggtg
  1317421 aataatcaac attcgctgtg tatcaaagat cgttttttat ttgcaccgac ctacgcagat
  1317481 gcgtaggttt ttttttaggt acgctctcct aaccatattg ttagtgtgct attaacgaca
  1317541 cacccgccat tattatagta ttctctattt ttcaaattca ttgagttata gggatataga
  1317601 catggcttat cgcttattgc gtgctctttt tcgtgggtta ttccgtgtca ccattgatgg
  1317661 tgtcaccgac caatttaagc atgaaaaatt aattattacg cccaatcacg tctctttcct
  1317721 cgatggggct ttattagcgc tatttctacc gatcaagcca gtatttgctg tctataccag
  1317781 tattactgac acctggtata tgcgttggct aaagccttat gtggattttg ttgcgctgga
  1317841 tccgaccaac ccgatggcca tcaaacatct ggtcagaatg gtcgaacagg gcaggccagt
  1317901 agtcattttc cctgaagggc gcatcactgt gaccggctcc ttgatgaaaa tttatgatgg
  1317961 ggcggcattt gttgcggcaa aatcaggtgc ggcggtggtc cctatccgtt tagatggccc
  1318021 tgaatttact cattttgggc gattgcaggg cgtgctaaaa acacgctggt tcccaaaaat
  1318081 cagtattcat gtgttaccgg ccaccaccat tcctatgcca caagcgccac gctcgcgcga
  1318141 acggcgagtt ctggccggtg agcacctgca taccattatg atggcggccc gcatggccac
  1318201 ggtgccacgg gaaacgctgt ttgaagcgtt gctatcggca caaacccgtt atggtcgctt
  1318261 taaaccttgc attgaagatg tctcatttaa agaggacagc taccagacgc tactgaagaa
  1318321 aacgctcggt gtgagccgta ttttgcaacg ctttaccgtg ccgggtgagc atgtcgggat
  1318381 gttgctgccc aatgccacca ttactgcggc tgctattttt ggcgcatcgt tacgtggacg
  1318441 aattccggca ctgctcaact acacctcggg tgctaaaggg ctacagagcg ctatcattgc
  1318501 ggcttcactt aaaaccatcg tcacctcgcg ccagtttttg gaaaaaggca aactgacgca
  1318561 cctgccggaa caggtcaatg aggtgaactg ggtctatctg gaagatttaa aagacacggt
  1318621 gacactgacg gataagctgt ggatcttatt ccacttgtgt ttcccgcgta gggcgatgtt
  1318681 gccgcagcag gctgatgaca gcgcgttaat cttgtttacc tctggatcgg aaggcaaccc
  1318741 taaaggcgtg gtgcattctc atgccagttt gttggctaac gtcgaacaaa tccgaaccat
  1318801 tgctgacttc acgccacgtg atcgcttcat gtcatcattg ccgctgtttc atgcttttgg
  1318861 tctgacggtg ggattattca caccactgat gaccggtagc cgagtattcc tttaccctag
  1318921 tccgctgcat taccgcgtgg tacctgaact ggtatatgac cgtaactgta ccgtgctctt
  1318981 tgggacctca acattcttgg ggaattatgc gcgctttgct catccatatg atttcgcccg
  1319041 cgtgcgttat gtggttgctg gcgctgaaaa gttggctgaa agcaccaaac agatttggca
  1319101 ggataaattt ggtatccgta ttctggaagg gtatggcgta accgagtgcg cgcccgttgt
  1319161 ggcgattaac gtaccgatgg cggctaaagt gaacacggta gggcgcattt taccggggat
  1319221 ggaagcccga ttgattaacg taccggggat tgctcaaggt ggccgcttac aattacgcgg
  1319281 ccctaatatt atgcgtggtt acttacgggt agagaatccc ggtgtattgg agcagccatc
  1319341 agcagaaaat gctcagggtg aacttgacgc taattggtat gacaccggtg atattgtgac
  1319401 cctcgacgaa caagggttct gcgcgatccg tggccgggtg aaacgttttg ctaagttggc
  1319461 tggggagatg gtatcactgg agagcgttga acaattggca ataagccttt caccggaagg
  1319521 gcaacatgca gcagcggcta aaactgacag tgcgaaaggt gaagcattgg tgctgtttac
  1319581 cactgacagt gagataaccc gtgaacggtt aatcaaagtg gcacgggaaa atggtgtgcc
  1319641 tgaactggcg gtgccgcgcg atatccgggt cgtgaaagct ctccccttat taggcagcgg
  1319701 taaacctgac ttcgtcacgt tgggcaaaat ggcacaagat ccggagatga gcgtatgagt
  1319761 caggacgtat tagcagataa gcctttgtta tctcggagca tggtcgcggt actctgtgct
  1319821 cagtttttct ccgctttcgg ggataatgcc ctgctgtttg ccacattggc attgattaaa
  1319881 cagcaacttt atcccgactg gagccaacct attttacaga tggcatttgt cgcgacttat
  1319941 attgttctgg caccgttcgt cgggcagatt gccgatggtt tcgccaaagg ccgggtaatg
  1320001 atggtggcta atggtttgaa attggctggc gctctggtta tctgttttgg tttaaatccg
  1320061 tttctgggct atagcctggt tggggtggga gcggcagcct attcaccagc taaatatggc
  1320121 attctggggg aaataacctc tggtgagcag ttggtgaaag caaacggaat gatggaagcc
  1320181 tcgacgatcg ctgcgatctt acttggctcg gttgccgggg ggatactggc agactggcat
  1320241 ttaatggccg cattaggggt ttgcgccttg gtctatgcga ttgcggtaat agccaattta
  1320301 tttattccac gtttggccgc agcacgttca ggcgcttcgt ggcgtccacg ggcgatgacg
  1320361 ggcagcttct tcaccgcttg ccgtcttctc tggcaggata gcgaaactcg cttctcattg
  1320421 gcgggtacca gcctgttttg gggggccggt gtgacgttac gcttcctgtt agtgctgtgg
  1320481 gtccctgtgg cgcttggcat tgccgataat gcgacaccaa ccttgttaaa tgccatggtg
  1320541 gcgattggga ttgtggtggg cgcgggtgcc gccgcccgtt ttgtgacgct aaaaacagtg
  1320601 aagcgttgtt taccggctgg cgtgctgatt ggcgtgatgg tcaccatctt ctccctgcaa
  1320661 aacagtatgc cgatggctta tttgctgtta attatcattg ggattttggg agggttcttt
  1320721 gtggtcccac tcaatgcgct gctacaggag cgtggtaaac acagcgttgg ggctgggaat
  1320781 gctattgccg tacagaattt gggcgagaat accgcgatgc tgtttatgtt ggggctttac
  1320841 tcgctggtgg tcaaattagg tgcccctgtt gtggcggtag gtgtcggttt tggtgtggta
  1320901 ttcgcgctgg ctattgctct gttatggggc tggcagtggc ggcaacagcg ccagaaaacg
  1320961 cgtcagcctg aatgatatga tttgtctgtc atctgaaagg atctcaagga gatccttcag
  1321021 actgctgaca aatatcgcct tttgaaatat cgattatatt aacttcaatg agttgcttca
  1321081 cctgagattt atattcttta gataaagcgg cttgtttttg ttgattaaag attaaaaatg
  1321141 tttgcttgtg aaatttaaaa accggcatgc cgtcgccttt aatcaatttc tgaacaggga
  1321201 tataataatg accaagagtc tgtttaatac acttcaccgt ttaacctcaa cttccacagc
  1321261 gaacgagtta acaaagcaca ctcctgagca attacttgtc tgggcgcaag gatgtatgct
  1321321 tgaaggctta ccggaccaat tttatgaagc ctttattgaa tgcatccagt gccagactga
  1321381 agacggaaaa caaaggctag acatttctca taaatttaag atagccgctg attctgagta
  1321441 tcagaatttc caacctgcag atgacttata tcctgcccaa tgtatagaac aagcccttga
  1321501 aggaaaacaa tggagcaaag cgagattaac atttagccct gataacgcat ctttttcatg
  1321561 gcagtaataa tatatatgta cgattccatc tgagatttcc catacccgtt tcacccacta
  1321621 aatactgaca tcaacaatta cgtcgttgac caaaaatgaa actattcttc tctccgttgc
  1321681 gggcactttg tcaataccct gaaggccgca tcagcggcct tcagaatgct gacaaacccc
  1321741 gatgactcga tctgaaacgg tgaggatagg caggggagta aagcgtccgc gccagggagg
  1321801 gcgcggctcg agcctacatg gatgtattta cggcgtcttt acgatctgcc tgttctctcc
  1321861 gtcgttgaca ctttgtcaat aacctcaagg ccgcatcagc ggccttcata ttatgatagg
  1321921 gatgataggg gctacgacaa gatttaaggt gcggggaagg tatagcgggt atggatcgct
  1321981 tccagtgcat ccagtacttc ctgactcagc acgatatttt ggctatcaat attacttttc
  1322041 agttgttcca gcgacgttgc gccgagtagc gtactggcaa caaacggctg ttgccgcaca
  1322101 aaggccagag ccatctgcgc cggatccagc ccatggtgtt ttgccagcga cacatattca
  1322161 gccaccgcta attgggtttg tggcccagag taacgggtga aacggctgaa caaggtgttg
  1322221 cgtgcaccgg caggtttcgc gccattaagg tatttgccgc tcagtgtgcc aaaagccagg
  1322281 ctggaataag ctaataactc aacgccttcg tgctggctaa tctctgccag acccacttca
  1322341 aagctacggt ttaacaggct gtaagggttc tgaatagaga cgatacgcgg tagatcatgc
  1322401 ttttctgcca gttgcagata acgcatgaca ccccatggtg tttcattgga taccccgata
  1322461 taacgaattt taccggcccg cacttgctcg ttcagggctt ccagtgtttc cagcaaggtc
  1322521 acaacggcag tttgctcgct atagcgataa ttcagcttac cgaaacagtt tgtttcccgc
  1322581 tgaggccaat gtaactgata aatatcaaga taatcggtat taaggcgctt aaggctctct
  1322641 tccagcgcga tgcggatatt cttccgatcc aatgccatat tcgggcgaat gggctgatca
  1322701 tcaccgcgtg atggcccgga gactttactg gctaaaataa ttttttcgcg gcaaccgcgt
  1322761 gcttttatcc agcgaccaat atattgctca gttaatccct gagtttctgg ccttggaggc
  1322821 accgggtaca tttctgcggt atcaatcaag ttaataccgg ctgcaacggc ataatccagt
  1322881 tgagcgtggg catcggcttc actgttttgc tcaccaaacg tcatggtgcc cagacccagc
  1322941 aggcttactt ccaatgaact gtgggggata cgatgatatt gcattgccga ccttcctttg
  1323001 tgtctgaatc ttgtgtctga aattgtcagg tcataccctt cgtttttgat gttgcagcgt
  1323061 tgttagctgc gttgactcaa cgccaatgac tttaggtata agtcaaacct gccttattcg
  1323121 actataacga agcaccgggg cagggggaag agcgcaaagt aaaagtgggg aaaaaagcgg
  1323181 gatataaagt atcagtgaga tataaagcat cagcgagata taaagtatca gcgagatata
  1323241 aagcacctgc gggatagaga acatcccgct ttaattaatc actattaccg tattagtcat
  1323301 cattaacaca tcagataatg taatgaattg atgatcataa tcggaatgac tgggctacag
  1323361 caaaaagtgg cgagccagca tcggcgcggt cagtgtcttc ttcagataaa agccacgtgg
  1323421 caaggtcatg ataggctgcc caaattcgcc gatggcttct gttaatgccc ggctattggc
  1323481 tgctttgggg cgcaactgta acacctgacc atggcgagcc gtgatgcttt cgactttacc
  1323541 caaaacaatc agatccatga gttcttccca atcgcggcgc agtaactctt cttcttctac
  1323601 attagggctc cacagcagcg gagcaccgac tcggcgttct gctaacggaa tatgccgttc
  1323661 gccttcgacg ggcacccata acactctggc aagcttatga cgcacatggc tactttccca
  1323721 ggtgacaccg ctattcccgg tgagtggtgc cacgcagacg aatgtcgttt ccagtggttt
  1323781 tccttgtgca ctgatcggga tggttttcag ctcgatgccg atatcggcga aatcctgctc
  1323841 tggtttactg ccagcactgg cgcctagata gaactccaac agcatcccaa cccaaccttt
  1323901 tacgcgtttt aggtctgcgg ggatgaccca ctgggcacgt gttgctaatt cacccagggt
  1323961 aaaaccagac aatgcctgtg cacgttgaaa aagttgatgt tcatcactgg ggggagcagg
  1324021 aggcaaagag taaacagaca ttcggaaaaa ctcgctaaaa gtggttaaaa aataagctca
  1324081 aataaaaatg accgctcaag cattataatc cagtgaaacg gacagcaata atagcatgat
  1324141 ttaacggaag ttttctgctc ccgctcttag gtaatattct tattttgatt atcttgtgca
  1324201 cgcgttgaca gcaataatga acaggatctt atacctattt atccacagat ttattggata
  1324261 acctcagtaa atcatgaaca ctggttcaat ttacagcctt gacgagaggc ttttttgcga
  1324321 gttttactct tttttgcgta acttaaaccc attatctgtg gataaaaact acattgatgg
  1324381 atctttaaac aacaccagat cggaaacgga tatagatcac attatcatgc aatatatccc
  1324441 tgtgggaaac ctgttatttt gttgaaatta atgatttttt tattttttgg cgaattttta
  1324501 ctttaaaaag agttgtaccc gctttctcct tgagttctgc acacctatat ccacagaaaa
  1324561 agtgaataaa atacgaggtc cgctccttgg ggtgtttata actttgccaa tttctgtgag
  1324621 ttatcccaaa gttatcaggt ttggccggct gataagcagt ggtttaccgc ctgttgctag
  1324681 tgtgaaacaa tcagagcatc tttgagtttt gagcttatcg aggtagtccg gtgatcgatg
  1324741 atgatggcta ccgcccgaat gtgggtattg taatttgtaa tcggcagggt gaagtattgt
  1324801 gggccaggcg ctatggacag cactcttggc agtttcctca agggggaata aatcccggtg
  1324861 agacacccga gcaggcgatg taccgtgaac tttttgaaga agtaggattg aacaaaaagg
  1324921 atgttcggat attggcttca acccgtaatt ggttgcgtta caaattacca aaacgtttgg
  1324981 tgcgttggga tacaaagccg gtgtgtatcg gccaaaaaca gcggtggttc ttactacagt
  1325041 taatgtgtaa cgaagccgag attaatatgc aacgtagcag tacaccagaa tttgatggct
  1325101 ggcgttgggt cagctactgg tatccggttc gtcaagtggt gtcttttaaa cgtgatgttt
  1325161 atcgtcgtgt aatgaaagaa tttgctgcaa ccgtaatgcc tgtgcaggag gtcgctcctc
  1325221 cacgggtacc gcccgcttat cgccgtaaaa gaggttaagt taagccgatc atgctcatgc
  1325281 gtttgcgaga agtagttgag aaagtggcga tggcaaccgg cctgacggag gcgttagagc
  1325341 tgttggtcaa tgaaacctgt ctggcgatgg acacggaagt ctgttcgatt tatctggcag
  1325401 acaatgaccg ccgttgttac tacctaatgg cgaccagggg gctgaaaaag ccccgtgggc
  1325461 gtactatcac gctggctttt gacgagggga tcgttgggct ggtggggcgt ttggccgagc
  1325521 caattaacct ggctgatgct caaagccatc ccagttttaa atatgtcccg caagtcaaag
  1325581 aggaacgcta tcgggcgttt ctcggggtgc ccattatcta ccgccgccag ttgcttggtg
  1325641 tgctggtggt tcaacagcgt gagcaccgtc agtttgatga gagcgaagag tcgttcatgg
  1325701 tcacgctggc aacacagttg gcgggcatcc tttctcaatc tcagctaaat gccatttttg
  1325761 gtcagtatcg ccaaacacgg atccgtgcat tggcggcggc tcctggtgtc gcggtggcag
  1325821 aaggctggca agatatctca cagccttcgc ttgatctggt ctatgaggcc tcaacgcttg
  1325881 atagcaccct tgaacgtgaa cgtctgactc aggccttgga agaggctgcg gctgagtttc
  1325941 gtcgcttcag taagcgcttt gccgccagtt cacaaaaaga gagtgcggca attttcgatc
  1326001 tctactccca cttgctaaat gatgctcgct taaagcgtga gctatttgcg caaattgatg
  1326061 caggcgcggt ggctgagtgg gcggttaaac aggtggttga ggcgtttgct gcccagtttg
  1326121 ccagtctgca agatacctat atgcgcgagc gtgctagtga cctgcgggca ttaggccaac
  1326181 gcttgttgtt ccatcttgat gacagtacct ctggagccag ccagtggcct gagcgcttta
  1326241 tcctggttgc tgatgaactt actgcgacat tgctcgccga ggtgccacag gaccgcttgg
  1326301 cgggggttgt ggtgcgtgat ggtgccgcca actctcatgc ggctattttg gtccgggcaa
  1326361 tgggcatccc gacagtgatg ggggcggata tccagcctgc attactcagc cagcggctgc
  1326421 tgattgttga tggttatcgt ggcgaagtat tagttgatcc tgaaccggta ctggtcaaag
  1326481 agtaccaacg gctggtcacc gaagagattg aactcagtaa gctggctgaa gatgatgttg
  1326541 agcaacctgc ggccctgaaa agtggtgaac ggatccaggt gatgctaaac gcgggcctta
  1326601 gcccagagca cgaacagtta ctggggggca gggtagatgg tgtaggcctg taccgcacag
  1326661 aaataccgtt tatgttgcaa agtggtttcc cgtcggaaga agagcaagtt gcgcaatacc
  1326721 aaggcatgtt acagctttat ccacaaaagc ccgtgacctt gcgtaccttg gatatcggtg
  1326781 cggataagca gctcccctac atgcctatca gcgaggagaa cccttgtctg ggctggcgcg
  1326841 gcattcgtat caccctggat caacccgaaa tctttttgat tcaggtaaga gcaatgctca
  1326901 gagctaatgc cgggaccggt aatttaggta ttttattgcc gatgatcacc agtatcgaag
  1326961 aggttgatga agcgaaacgt ttgattgacc gtgcgggtcg cgaagtagag gaaatgctcg
  1327021 gttatgtgct gccacaacct cggttggggg tgatgattga agttccatcc atgattttca
  1327081 tgctgcctta cttgacgtct cgggtggatt ttatctcggt tggtaccaat gatctgacgc
  1327141 aatatttact ggccgttgat cgcaacaata cccgggtggc ttcgttgtac gacagcctcc
  1327201 acccagcgat gttacaagtg cttcgccaaa ttctgatgca ggcaacagag tcaggcctgc
  1327261 aagtcagtct ctgtggtgaa atggccggtg atccgatggg ggcgttactg ctggttgggc
  1327321 tgggttaccg taatctcagt atgaacggcc gcagtgtggc acgcatcaaa tacctgttac
  1327381 gtaatataga attggccgat gcacaagtgc tggcggcacg ggtattaacc gcgcagatga
  1327441 ccaccgatgt gcgtcaccta accgctgcat ttatggagcg ccgtggttta ggtgggctga
  1327501 ttcggggtgg gaagtagaat gcttataaat accaaaagcc atcgaggttg cagtcatacg
  1327561 gcaagtgaat gaatatcaat gcgctgcctt agatcagtga tttaaagggg cgagagcggc
  1327621 taacaccgct gcaatatcaa ttaagaaggt aattgttgtt tacagaactt ttcctactgg
  1327681 tgctccccag agtggccttg gcctatgcta ttatgcgcta cctgtagccc taactgggca
  1327741 agaacgatag acattttgtg gtgatagatg agcaatagct atctggcgtt tcctaaattt
  1327801 gatccggtca ttttctcaat tggtccggtt tccctccatt ggtacggcct aatgtatttg
  1327861 gtgggcttcg tgtttgcgat gtggctcgct gtccgtcgtg cgaataagcc tggtagtggt
  1327921 tggaccaaag aagaagtcga aaacctgctg tacgctggtt tccttggcgt ctttatcggt
  1327981 ggtcgcgtgg gttatgttct gttctataac ttgccgatgt tccttgataa cccactttat
  1328041 ttgtttaaag tatgggatgg cggtatgtca ttccatggcg gtttgattgg tgtcatttgt
  1328101 gtcatgctat ggtttgcccg ccgaaccaaa cgcaatttct tccaggttgc tgattttatt
  1328161 gccccgctga tcccttttgg tttgggcgca gggcgtctgg ggaattttat caatgccgaa
  1328221 ctttggggcc gtgtcactac cgataccccg tgggcgatgt tattcccaac ttcccgcaat
  1328281 accgatatcg ccatcgtggc cgctgatcct gctaaatggc aggcgatatt taatcaatac
  1328341 ggtgtcttgc cgcgtcaccc ctcgcaactg tacgaaatga tcctcgaagg ggtggtgcta
  1328401 tttatcatcc tgaacgtgtt tatccgtaag ccacgtccca tgggcagtgt ctctgggctg
  1328461 ttcttgattg gttatggtac cttccgcatc attgtggagt gcttccgcca accagacgaa
  1328521 caactcggct tgttcgaggg catgatcagc atggggcaga tattgtctgt gcctatgatt
  1328581 ctggccggta ttattatgat gatttgggca tatcgccgtc ctacgcaaaa actttcgtga
  1328641 ggtaacatga aacagtatct ggatttgatg aaaaaagtgc tggaagaagg cacacctaaa
  1328701 gctgaccgta ccggtaccgg cactctgtca atttttgggc atcagatgcg tttcaattta
  1328761 caagacggtt tcccattggt caccaccaag cgttgccacc tacgttcgat tatccatgag
  1328821 ttgttatggt tcctgaatgg cgataccaac attgcttatc tgaaggaaaa taatgtctca
  1328881 atctgggatg aatgggcaga tgaaaacggc gatcttggtc cgatttatgg taaacaatgg
  1328941 cgtgcttggg gggctgctga tggccgaaaa attgaccagt tgagtaacgt agtcaatcaa
  1329001 ctgaagcagg accctgattc gcgccggatt attgtttctg cgtggaatgt gggcgaactg
  1329061 gatcaaatgg cgttggcacc atgccatgcc tttttccagt tctacgtggc tgatggcaaa
  1329121 ctttcttgcc aactgtacca acgctcttgc gatgtgttcc ttggcttgcc atttaacatt
  1329181 gccagctatg cgttattagt tcacatgatg gcgcagcagt gtgatctggc cgtaggcgat
  1329241 tttgtctgga ctggcgggga tactcacttg tatagcaacc atattgacca ggcgcatctg
  1329301 caattgagcc gtgagccacg agtattaccg aaactggtga tcaaacgtaa acctgattca
  1329361 ttgtttgact accatttcga tgattttgat attgagggct acgatcctca ccctggtatt
  1329421 aaagccccta tcgcgattta atcttcatat cggagctgta atggctccgt tttgcgtctt
  1329481 ttatctcttt acctctttac ctcttttacg cttttttacc cctatcttgt ctattttttc
  1329541 cagtcttccg ataaaaatgc gagtcgtatc gcagacctcc ctgtatttct gtatccattg
  1329601 attatgtttt gcgtaccgct tccaacaccg gaaattttcc tctggaactc aaatttcagc
  1329661 aacgtaaact cacggcatga aaatctatag cataaaaacc ggcaagctat taccaaaggc
  1329721 acctttgctt agaaagcaaa aagtttttat aaaacaaaga tcactaataa aacaaagagg
  1329781 aataagccta atcgaactgt tagtagtcat tacattggtc agtgtcatga ccttatgggg
  1329841 agggcagagc tggcatcatt accgacagcg ggcaaagctt gccgacagtg ctcgccaatt
  1329901 gctcgctttc ttaactcact tacaggcaga agctaatcgc aataaccgta ctgccatatt
  1329961 gtgggcccaa ccggatgggc aagggtgttt ggggagtggt cataaaccga cacctccctg
  1330021 tactgggctg gctgggtcgt tatttatccc gccttaccgc gatattgcaa taacgctccc
  1330081 gctacaaaaa gagatgggtt tttacggtgt tcgaaataca gcccaagcgg gtaacatcat
  1330141 actcagtagc cccgcaggac gtattcgtct ggttatctca agccgtgggc gtataaggtt
  1330201 atgtagtgaa caacaatcca tggcaggcat ccatttatgc ctttagtggt caatgtcttg
  1330261 tctaccccac tcaacgcgca gccaacacga accgcgggtt ttaccttgcc tgaaatgatg
  1330321 ctggcgctaa gtttcggtag cctgatagcg ctgagcacag cacaggtctt acccaaatta
  1330381 agccagcaaa tttcggtgtt gcaacagcat tatcgcctgg aattagtaat gaatcaggct
  1330441 atgggggcta tggagaaaga tctgcgcaga gcgggctttt gccacgggaa atgtcagggg
  1330501 gaggccataa cgatagaaca ttatctcggt gaaacggctc actcttgcct gattgttgct
  1330561 tatgatctta attgcaatgg gagatgggaa ggggcgaaac atcaagagtc agaatatttt
  1330621 ggctatcggc tacgcaataa agcgttagag agtcagcgtg gcgaactgaa ctgccatggc
  1330681 cgtggttggg aaaaactgtt tgatccacga gatgttactg tgactcactt ttccgtaacc
  1330741 cctctgtctg ggcaactttt caaattgcgg cttgtggggc ataaaacggg taatccagct
  1330801 atccaccatc aggtgactta ccttatccgt gggaataacg tatgacgcag gtatttcaac
  1330861 gaggcagcag taccctggcg gcggttatga cacttttttc tttgggatta ttttggctat
  1330921 cagcgataca tcggcaatta gacaatatcc agcaaattac cggagaggaa caacgctatt
  1330981 tacgggctta caatcaggct gaatcatcac tcaactgggg tgtcagccag cgctgggcgc
  1331041 tcagaatacc ttggcgggta ggttcagcat ggcattgcat ggcacatcag gagctcggct
  1331101 taaaagcttg cgttaagcgg tcatcactgg cgggtttttt tattctcaaa ggagaaagtc
  1331161 ttccgcttgg gtcgctccct ccgctgatgc tttaccaacg tgttaaactg aaggcagtta
  1331221 caggaagttc ggggaattat cagttgattg acacgcctca tggttggttg gatttttgcc
  1331281 ctgataagga tgcacagttt tgcctcgatt aataaccaaa cacgcttatg gacaaactat
  1331341 ttcagtggag acaggcggtt tcaacctacg tcacctgcgt ggattcagct tactggaagt
  1331401 tttgattgcc gcattatttt tctcaatctc actactgggg ctactgcaat accatcaggc
  1331461 acttttacag ggctttgcct cctcatggca acaacggcaa gcctggtcgt ggttacatca
  1331521 atatatggag agtcagagcg gtacagaccc cgaagaacgg tgggcacctg aagtgaaacc
  1331581 aggctggcac tatcgccaat ttatcgatcg cattgagggg gattgccggg aatttagcgt
  1331641 taagttgata acccgccaag actcgccagt agaattaagc cgatggtttt gttcaactga
  1331701 gatgatttag ggtatgtatt accgatacct gttgcgcaga ctcattatca agttagagta
  1331761 ttcaacgtca ggaactatcc atcagcgata ataagttgat gcatcacttt tgggtatttt
  1331821 ccatcgtgtc ttaagggagt caccatgttc acggtttatc attctaatca actggattta
  1331881 ctcaaagcgc tcaccactgc gctgatagaa agagaaccgt tggataatcc tttccagcaa
  1331941 gaagtggtgt tagtacaaag ccccggcatg gcccaatggt tacaaatgca actggctcaa
  1332001 cagttcagta ttgctgccaa tatagtgttt cctctacccg ctacttttat ctgggatatg
  1332061 tttacccgcg ttctgcctga tattcctaaa gaaagtgcat tcagcaaaga ggctatgaca
  1332121 tggaaactta tgtggctact gccagattta ttggagaatc cactattttc tcccatgaag
  1332181 cgctatttaa gtgatgatgg ggatcggcgt aaaattcacc aactcgcggc acgggtagcc
  1332241 gatctttttg accaatatct ggtgtatcgt ccggaatggc tggaaagttg ggaacgtggg
  1332301 caattgattg aggggcttga tgatgcacag caatggcaag cattactgtg ggttgaactg
  1332361 acccgctata ctcgccaatt ggaacaaccg gaatggcacc gggcaaacct ctatcagcgt
  1332421 tttatccacc aactactcaa gtcggacgtt tgcccgcaag ggttaccgaa acgggtattt
  1332481 atatgtggta tatcggcgtt gccacctatc tatttacagg ccctacaagc attaggtaaa
  1332541 cacattgata tccatttgat gtttactaac ccctgccgtt acttctgggg agatattcag
  1332601 gattacactt tcctcgctaa attacaaagc cgtaaacgtc ggcattaccg tgaatcgatt
  1332661 gaactaagtc tgtttcgcca cccgcagcag gcagagcaac tatttaatac cgatggtgag
  1332721 cagaacctca gtaacccact cttggcctca tgggggcgat tagggaggga tcacatgtat
  1332781 ttgctctctc aaattgatga aattcaagag gttcatgctt ttgtcgatat cgagccagat
  1332841 aatcttttgc atggcattca acacgatatg ctggagttgg aagatcacgc ggttattggc
  1332901 acaaccccag aaaccttagc gcgtagtgat caaaaacgcc gattagatct ggatgatcgt
  1332961 tcacttagtt tccatgtctg ccacagccca caacgagaag ttgaggtgct gcaagatcat
  1333021 ttacttgggc tattagccgc agaccctgaa ttgaccccgc gcgacatcat tgtgatggtg
  1333081 gtggatatcg acagttatac accgtatatt caagctgcgt ttggtaatgc tccgtctgag
  1333141 cgttatctgc cgtttgcgat ttctgatcgc aaagccagtc aggctcatcc tgcgttgcac
  1333201 gcctttatta ccctacttga tttaccccag agtcgcttta cggctgaaca agtcttagca
  1333261 ctgttggaag tccctgcttt ggcgaccaaa tttggtatca ctgaagatgg tttacggcgc
  1333321 ctgcgacaat gggttggtga gtcaggcatc cgttggggat tggatgatga taatgtgcgg
  1333381 gagctatcct tacctgctac gggtcaacac acctggcgtt ttggtttgac ccgcatgcta
  1333441 ctgggttatg cgatggacag taccgcaggg gattggcaag gtattctgcc ttacgatgaa
  1333501 tccagcgggc tggcagcgga actcgccggg cagttggccg atatgctgat gcacctgagt
  1333561 caatggcggc aacaattagg tcagccccga gaacttagtg aatggttacc aatatgtcgt
  1333621 caattattgg atacgttctt cgatcaagac aatgacactg aggccgctct ggtgctgatt
  1333681 gaacaacagt ggcagaaagt gatcggctac ggtattgcag cccaatatcc agacgttgtg
  1333741 ccacttaatc tgctacgaga cgaattggcg gcacgtttag ataatgaacg tattagccaa
  1333801 cgttttctcg ccgggcctat caatttctgt accttaatgc caatgcgctc catcccattt
  1333861 aaagtggttt gtctattggg catgaatgat ggggtatacc cgagaacatt gcccccccag
  1333921 ggatttgatc taatggccaa gaaggttcgt cggggtgacc gtagccgccg cgacgatgat
  1333981 cgctatttgt tcctagaggc tctgctatct gctcagcaac agctttatat cagctacatt
  1334041 gggcgttcta ttcaagacaa cagtaagcgt tatccttccg tgctggtaag cgagttaatt
  1334101 gaatatgtcg cacaaagcta tcatttaccg ggcgatgaaa aactcagtgc tgatgacagt
  1334161 gcacaacggg tgacgcagca cttattatgt tggcatgccc gtatgccatt ctccgctgaa
  1334221 aattttatta aaaatagcga attacagagc tatgccgctg aatggctgcc ttctgccgag
  1334281 tcgaaggggc atgcacaccc aaattttaac caaccgctac aggctgagcc gctggctgaa
  1334341 attacactgg atgaattagt gcgtttttac cgccatccag tgagagcatt tttccaactg
  1334401 cggctagggg ttaattttgt tattgaagaa acagaattac ctgacgaaga gccatttact
  1334461 ttggataacc ttagccgtta tcaatttaat acccagctac ttaatgcgct gataaatgag
  1334521 gacgatatta atagcgtctt tgccagagcc agagctgccg gcgtactgcc atatggatct
  1334581 tttggtgaac tttattggga gagtcaacaa gatgagatgg tacccttggc tgaacaaatc
  1334641 cgcagtgaac gtaaagagaa tcacagtatt gaactcaaca ttgaattcgc tgacatcacg
  1334701 gttacgggat ggattcatca ggttcaggac gatggtttgg tccgttggcg gccatcaata
  1334761 ttaaccgccg tcgatggcct tttattgtgg cttgaacatc tcgtgtactg ttcggcgggt
  1334821 ggtgagggag aaagccggat atatggacga aaagggactg cctggcgtta tgcccctatg
  1334881 gcggctgatg aagcccggcc ctatttacaa caactcatta aaggttatca acaaggttta
  1334941 tgtgagccat tgatgctctt gagtaaaagt ggatgggcgt ggttgagcca atgctttgat
  1335001 cgtgagtcag gccaaatttt gtgggacgaa gagacgcaag gtaaagcacg gatgaaactt
  1335061 ttacaggttt ggcaaggtga tcagagagtg acaggcgaag gtgaagacca ctatatacaa
  1335121 agggtttgca gacgaatgga caaccaacat ttggacataa ttttacatga aactgaacgt
  1335181 tatttgttac cgatagctcg ccataataag gcgtgaagag cgcttgttgt cagttcaata
  1335241 caataaagcc aatacgtgct ttagtgacca ttcttatgaa gctagtggag aaatggaatg
  1335301 cataaacagc ttgcccgcat tgtcggtatc gttttctttt taggtttact ggctccatcg
  1335361 agttgggctg caattcctgc gtggcaacct ttggcggaaa ccatttacaa aagtgaacat
  1335421 gacttacgta aatatcaggc aataaaatta tccaatggta tgacggtact actggtttcc
  1335481 gatacacaag cccctaaatc tttggcggcc ttagcgctac cggtagggtc actggaagac
  1335541 ccagataatc agctcggctt ggcccactac ttggagcata tggtgctcat ggggtccaaa
  1335601 catttccctg aacctggcag tttttccgaa ttcctaaaaa agcatggggg gagccataat
  1335661 gcgagcacgg cttcttaccg aaccgctttc tatcttgaaa ttgaaaatga tgcattggca
  1335721 cctgcggttg agcggttggc ggatgccatt gctgaaccct tgttagaccc cattaatgcg
  1335781 gatcgtgagc gtaatgctgt caatgctgaa ttgacgatgg cccgttcacg cgatggtatg
  1335841 cgtatggcgc aagttaatgc ggaaacgctt aatccggcac atccaagcgc acgtttttct
  1335901 ggtggtaacc ttgaaactct tagggacaag cccgatggca agctacatga tgaattggtg
  1335961 agcttctatc accgctacta ttctgccaat ctcatggtcg gggtgttgta cagcaaccaa
  1336021 tcattagagc agctagcaca attagccgca gacaccttcg gccgtatccc taatagggat
  1336081 gcaaaagtac ccacgattac ggtcccagtc gtgacacctg atcaaacggg aatcatcatt
  1336141 cactatgttc ctgctcaacc tcgtaaacag ataaaagtcg atttccgtat tgcgaacaat
  1336201 agtgcggatt ttcgtagtaa aacagatacc tatattagct acttgatcag taatcgcagt
  1336261 aaaaacacct tatctgactg gctacaaaaa caggggctgg cagatgcaat caatgcgggt
  1336321 gctgacccaa tgttggatag aaatgggggg gtgttctcta tcactgtctc actaaccgat
  1336381 aaggggctgg cacaacgtga tgttgtcgtc gcggcaattt ttgattacat caatatgctg
  1336441 cataaagagg ggattaaaaa aagctatttc gatgaaattg cacatgtatt gaatctcgat
  1336501 ttccgttatc cctctatcac ccgtgatatg gactatatcg aatggctcgt ggatatgatg
  1336561 ttacgagttc ctgttgcaca tacgcttgat gcgccttatc tggctgatca gtatgatccc
  1336621 aaagcaattg catcccgatt ggccgagatg acgcctgaaa atgcccgcat ctggtttgtc
  1336681 agccctgaag aaccgcataa caaagtagct tattttgtcg atgcacctta tcaggtcgat
  1336741 aaaataggcg tacagcggat gaaagaatgg cagcaactgg ggcaaaagat tgcgctaagt
  1336801 ttgccagcac tgaacccgta cattcctgat aatttcactc tgatcaaagc agacaagaac
  1336861 attacccgcc cacagaacgt ggcagaccag ccaggattgc gggtgtttta catgccaagt
  1336921 cagtattttg ctgacgaacc caaagccgac attacggttg ctttccgcaa ccctcatgca
  1336981 ttgaactcag ctcgccatca ggtgcttttt gccctgacgg attaccttgc gggtctctca
  1337041 cttgatcaac tgagttatca ggcctctatt ggtgggatca gtttctctac cgcaccgaac
  1337101 aatggcttgt atgttaatgc tggtggtttt acacagcgta tgccgcagtt actgacatct
  1337161 ttggtttcag gctatgccag ttttactccg acagaagagc aattggtaca ggctaaatct
  1337221 tggtatcgtg agcaattaga cgtggcagag aaaggcaaag cttatgagtt ggctattcag
  1337281 cccgctaagc tgctatcgaa tgtgccttat tcggagcgaa gtgagcgacg taaactactt
  1337341 gatagcatca gtgtgcagga tgtgctgacc tatagagatg atttactgaa acagtctgcg
  1337401 atagaagttt tggccgtggg caatatgaca gccgaacaag tcactgaact cactgaatcg
  1337461 ctgaaaaaac agctgaactt aatcggaacc acgtggtggg tcggtgaaga tgtcattatt
  1337521 gagaaaacac agttggccaa tatggaacgg gtcggcagta gttctgacgc ggctttggca
  1337581 gcagtttatg tccctactgg ctatacagaa attgctggta tggcacgtag tgccttgtta
  1337641 gggcagatca ttcaaccatg gttctatgat caattacgga cagaagaaca gcttggttat
  1337701 gctgtatttt ctttcccaat gtcggttggt catcaatggg gcatcggctt cttactgcaa
  1337761 agtaatagta aggaacctaa ttatctttac cagcgatacc tcgcatttta tccgcaagct
  1337821 gaaaaacgcc tgcgcgaaat gaagcccgat gattttgaac aatataagca ggggctggtc
  1337881 aatcaactat tgcaaaggcc acagacatta gatgaagagg cagagcgcta ccgtaaagac
  1337941 ttcaatctca ataattttgc atttgatagc cgtgagaaga tgattgctca agtgaaacag
  1338001 cttacggcta atgaactggc ggatttcttc cagcaagcgg tcattaaacc acaaggtctg
  1338061 gcactgcttt ctcaagttaa aggtcagggg caggccggag gattcgcagt accggaggga
  1338121 tggacgactt atccaaccac ttccgcttta caggctacgc tgccgcagaa ggtattggca
  1338181 ccatgacacc cacgactccc cagcggcttg agccgctggc gcttcccctc tatggcgaga
  1338241 ggctgataga agcctctgcc ggtactggta agacatttac catcggggtc ctttatctta
  1338301 gattgttgct tgggttaggg ggcgatgctg cattccgtcg ccctttgatg gtggaggaaa
  1338361 tcctagtggt gacctttact gaagccgcga ccgaagagct cagggggcga attcgcgata
  1338421 atattcatgg gttgcgtatc gcttgcgttc ggggagtcag tgatgaccca atgtaccagg
  1338481 ctctattagc cgaaatcacc gattgggccg tagccgccgc gcaattattg gcggctgagc
  1338541 gtcagatgga tgaagccgcg atttacacta ttcatggttt ctgccaaaga atgctggcaa
  1338601 ataacgcttt tgaatccggc attttattcg aacaaacgtt agttcaggat gaactcccgt
  1338661 tatggcggca ggcctgtgct gacttctggc ggcgtcattg ttatccgctt cccttagtca
  1338721 tcgcacgggc ggtcagtcag gagtggagcg ggccggaggc attactcagt gatctgagtg
  1338781 cttatttaca aggtgaaacg ccaaagtttc ggcaagcgcc cggtgacgat gaaacgatcc
  1338841 ttagccgcca tcagcacgtt gtgacacaga ttgatgcact taaagcagag tggcgcttag
  1338901 ccgcccctga attagaagca ttaattagtc gttctggcgt tgataaacgc agttatagca
  1338961 gcaagcactt acccaactgg ctggaaaaag taggattatg ggcggagcag gaaacggaag
  1339021 attatcaatt acccaaagaa ctggaaaaat ttcgccagtc ggtgttattg gaaaagacca
  1339081 agaagggagc cgccccacaa catactttat ttagtgcgat agactcgata tttgaacagc
  1339141 ccctaacgtt gagggatctt attttagccc gagccatcag cgaaatacgg ttttctgtac
  1339201 agcaggaaaa acggcagcgt gcagagctgg ggtttgatga tttactcagt aagttagatg
  1339261 ccgcattaca acaatcgggg ggtgagttgc tcgcccaatc tattcgtacc cgttatcccg
  1339321 ttgcaatgat tgatgaattt caggataccg acccgcaaca ataccgcatt ttccacaccg
  1339381 tttatggcgg gcaagaagcg tgcgctttac tgttgatcgg tgatcctaaa caggctattt
  1339441 atgcttttcg tggcgcagat atatttacct atattcgcgc ccgttcagaa gtaagcgccc
  1339501 actacacatt ggaaaccaac tggcgctctt cttttcccat ggtgcaatca gtgaacaggc
  1339561 tatttagtct ggttaatacg cctttcttat ttgagcaaat cccctttatt aatgtcgccg
  1339621 ccgccaaaaa gaatcatgat ttatcctttg aaattaaagg agaaaagcaa cctgcgctac
  1339681 atttttggct gcaacccggt gacggtgttg gtgtaagtga gtaccaacaa gtaatggcta
  1339741 gacaatgtgc agcgcaaatt cgtgattggt tgactgccgg ccagcagggg caagcagaac
  1339801 tactgaccac gaaaggacca aaaccggttc aggcatcaga tataaccata ctggtgcgta
  1339861 gccgggcaga ggccgcattg atacgtgatg cacttagtgc gctggcgatc ccatcggtct
  1339921 atttatctaa tcgtgacagt gtctttgaga ctacagaagc caaagatctc ttgtggttac
  1339981 tgcaagccgt gttagcacca gagcaggagc gcgcactacg tagtgctatg gctacgggga
  1340041 tcttggggtt ggatgccaga atgttggatg cgttaaatca cgatgagcga gcttgggatg
  1340101 cgctggtcga tgagtttgat cactatcgcc agcattggca gcgccgtggg gtattaccca
  1340161 tgctgcggga gatgatggcc cgccgccatt tagctgaaaa cttgttggca acacccggtg
  1340221 gggagcgtcg gctgacagat ttactacatc ttggggaatt actgcaagag gccgcctcgc
  1340281 aactggatag tgagcacgca ctaattcgct ggttggccca gcaaattgct caacccaatc
  1340341 cccagtcaga tagccaacaa ttacgcttgg aaagtgatcg ccatttggtt cgagtggtta
  1340401 ctatccataa atcgaaaggg ttggaatatc cattagtttg gctgcctttt atcggtaatt
  1340461 ttcggcaaca acagaatgtg ctttaccatg accgacatag ctttgaggct ttactcgatc
  1340521 ttaatgctga tgaagaaagc caggctttag ctgaagaaga acgtctggct gaggatttac
  1340581 ggctattgta tgtcgcgttg acgcgttcgg tttatcattg cagcgtgggc attgcaccgc
  1340641 tgattaaagg ggggaggaaa aagcaaggcg agagtgatat gcatcgcagt gcgttaggtt
  1340701 atttggttca gcatggtcaa cccggtgatg ctcatgttct aagcgaaaag ttaactgagt
  1340761 tagcgcgctc atcgaatggt gatatttgcg tttcgcccgt tgagcctcct gatgataaac
  1340821 cttggcaacc acagcccgaa gccttgcctg aacttaccgc ccgccatttt actcgaaaaa
  1340881 tgcaagatta ttggcgcgta accagctatt caggtttaca gcagtctggc tctacaaaga
  1340941 agctgtatgg ttctgcaaca ggggacgtat cgcaggctct gggggcacca ttacaggtct
  1341001 tgttgccacg gttggacatt gatgccgtag gtgagcaggc ggtggtgaca gaagacgatc
  1341061 atttaacacc tcataccttc cctcggggag cggccccagg gactttctta catgatttgc
  1341121 ttgagccatt agattttagt caaccgattg aattggcgtg gttgtctgag cggctacagc
  1341181 aacagggttt tagcgaacag tgggcaccgg tgttacacca gtggctaaat gatatagtgc
  1341241 aaacgccgct taccgatacc ggggccactt tggctgggtt gtcgccagag cgcaaacagg
  1341301 ccgagctaca attttatcta cccatcgata gcctgctacg ggccgaggta ttagaccgtt
  1341361 taatcaaaca gtatgatcca ctttcccggc agtgccctgt attggatttt caacaggtta
  1341421 gagggatgct caaggggttt attgacttgg ttttttgctg gcaggggcaa tattacttgc
  1341481 tggattacaa atccaattgg ttgggtgagg acagtcgtgc ttataccgtt gaggcgatga
  1341541 cacaagcgat ggctgaacat cgctatgatc tgcaatacca actttatact ttggctttac
  1341601 accgctattt acgccatcgt ttggccgatt atgactatca acgccacttt ggtggggtta
  1341661 tttacctctt cttgcgcggc gttgatcagc aacattcagg gcacggtatt tttaattgcc
  1341721 ggcctgaaca gaaactgatt gaagaaatgg atcgcttatt cagtggcaca attggcagta
  1341781 acgcaaccgc gagtgacaaa agcggtagca atgtcattca cagcggcgag agggcatcac
  1341841 gatgatgacg ctattggctc aggctgctcg agaccgctta ttgcgcccac tggatgtgca
  1341901 gttttcacga atgattgccg gcgatgatga cccgcgatta caactggccg cagcgatcct
  1341961 tagtgcagaa gtaggggccg gtcatgtttg cctgccatta cgctatttac agccagaact
  1342021 gctattcggt gggcggcaac ccgatttatc actggcgcta tggcaggcgg cgggctcgcc
  1342081 agataaagca cagtggctac aggcattaca aaacgcccca gtagtcagtg atggctctca
  1342141 accaacacca ttagtgctac agcaggaacg tttatatctg caacgaatgt ggcagtacga
  1342201 aggagatgtc gtccaattta ttgccagtga ctctgttttt ataaacagag atagtgattt
  1342261 tatgaccagt aaaggtattg ccacttctgt tgatgaatcg ctattacggg agacgctaga
  1342321 cgctttgttt ggttgtgctg gtagtgaggt tgattggcaa aaagtggcgg cagcggttgc
  1342381 ggctacccgt agaatttcag ttatttccgg cgggccgggc acggggaaaa ccaccacagt
  1342441 agccaaactt ttgacagcat tgatacggct tagccagggg caacgtttac gtattaaact
  1342501 tgcggcccca accggtaaag ccgctgcacg ccttactgaa tcactgggca aagcgattcg
  1342561 gcaattcttt cttactgatg atgaacgtaa attattccct gatcaggctt cgaccttgca
  1342621 ccgtttactg ggtgttcagc ccaatagcca gcgcctgcgt taccaccgtg gtaatccatt
  1342681 aaatcttgat gtactggtcg ttgatgaagc atcaatggtt gatttaccta tgatggcgcg
  1342741 cttaattgcg gcattacctg ccaaggccaa ggtgatattc cttggtgacc gtgaccaact
  1342801 ggcctcggtt gaggcggggg cggttctggg ggatatctgc cgttttgccg aattaggtta
  1342861 cagcgagcaa cgggcacagc aattaactca gttaacgggc tatttattaa ctaataatgc
  1342921 attaaccagc aatgtactaa ccaataaggc attagccaat aaagcgcagc cagatgaaac
  1342981 ctattctgat tcagcgaatg tacgcgatag cctgtgttta ctgcgtaaaa gttaccgctt
  1343041 cgatgaaaag tcagggattg ggcagcttgc tctggccgtt aatgcagggg agtatcggca
  1343101 ggctttatcc gtattaaaca gtgcgtattc tgatgttgaa cgcttcccgc tggccgatga
  1343161 ggaagattat caggtactgc tagaggcttg tgctgtgggg tatcagcatt acctcgaacg
  1343221 ggtggctgcg ttagcccctg cggcagaggt attggcagca tttggccgct accaactgct
  1343281 gtgtgcatta cgttccgggc cattcggtgt cagtggctta aacgaacgca ttgaacaggt
  1343341 tttacatcgt aaaggattca ttatccgtcc atcagggcct tctggccgtt ggtatgttgg
  1343401 gcggccagtg atgatagaac ttaatgatag cgcacttggc ttattcaacg gggatattgg
  1343461 tattgcctta catgataatg aaggcgagct acgggtatat tttcaattgc ccgatggcaa
  1343521 tataaagtca gtacaaccta gtcgccttcc cagccatgaa accgcttatg ctatgacggt
  1343581 tcataaatcg cagggttcag agtttgaaca cacagcattg gtattaccta acacgttcat
  1343641 gcccgtgtta actcgtgaat tggtctatac cgccattacc cgcgcccgtc agcatctgac
  1343701 gctttattgc agcgatgccg tgctaagtca tgccatacgt acaccgactc tccggctgag
  1343761 tgggctagtt gatcgcttga atacattaaa tcgccaataa tctcagggca taagcgccct
  1343821 gagttatctg tttcaaataa gtgtttcaaa taagtacttc caataagtga ttcgagtgcg
  1343881 tgagcgtagc cgccgccctg acccccaatt tcatttacgc atgtataaag gggatagggg
  1343941 gctatagatc ggccagtaag atcttcgaac ggcgctgata gttatacagt tcctgttttt
  1344001 gaataggtaa aacatctacc tctgcaggtg taaaaccgcg ttcctggaac cagtgaatgc
  1344061 tgcgtgtggt cagcacaaac agctttttaa ggcccatttg tcgcgcctga ttggttatcc
  1344121 tattcagcag catttctccc cgggaggagc tgcgataatc tggatggacc gcgacacaag
  1344181 ccatttcacc aatatgttca tcagggaacg gatagagggc ggcgcaagcg atagttaaat
  1344241 tatcccgttc aataatagta aacttatcga tctccatctc taattgttca cgtgaacggc
  1344301 gcaccaagat cccttgttgt tccaatgggc gaatcagttc caagataccg ccgatatcgt
  1344361 tgatggtggc tcggcggact tgctccgcac tttccatgac aatctgggta ccgataccgt
  1344421 cacgggagaa gagttcttga atcagagcgc catcttcctg atagctgagt aaatggctac
  1344481 ggcgcacacc gctgcggcag gctttaacgg caccacgcaa gaaacgtact gtgcccgaat
  1344541 tgtaatcccc atcctgttcc aggtcttcaa tccgcttttg cgcatcgttt gggaacaatt
  1344601 ctgaaataat attaccttcg ctatcagtca ccccttgtga tgagcagaat ccaatcattt
  1344661 tctccgcttt cagtttgatg gctaactgag ttgcaacttc ctctgatgtg aggttaaagc
  1344721 tttcacctgt gaccgatacc gcaactggcc ccagcaaaac gatagcgcca ttatccaatt
  1344781 ggcgatgaat agcttcttca tcaatgcgcc ggatacgccc gctatggcaa taatcaacac
  1344841 catcatccac acctagcggt tgagcaatga taaagttacc gctaactacg ttgatatgag
  1344901 caccttgcag tggggtgttg ttcaaactca ttgaaagcct ggccgtgata tccagttgta
  1344961 ataaaccggc cgcttgcttg accatctcca gagtccgggc gtcagtcact cgggtatgtt
  1345021 tatgataaat aggttcgtag ttatgatctg ccagattact gtcaatctgt ggtcgggcac
  1345081 cgtataccac gactaatctg atcccaaggc tatgtaataa gcctatatcg ttgacgatac
  1345141 tagagaagtt ttcatgttca atcgcttcgc cacctagcat gacaacaaat gtcttgccgc
  1345201 ggtgcgcatt gatataggga actgagtggc gaaatccttg aaccagttca gtactacgtt
  1345261 ccttcacggt agatcctctt ttgaattttt attcggtatt tttgtatttt tattcttttt
  1345321 tgaccaagat ggcaagcacg aaattgatac taactgcata tatataaagt gtatgtatta
  1345381 ataaactgag tcacataaag atgtttttct gatgacagcg ttaaattgat tcgttaaagt
  1345441 ttttcctcat aatttttttg gtttgttttt tcattagatt ttagttgtta ctttggagtt
  1345501 acatggcaga ttcaaatcat aattctggtc gtcgccgtct attacaaggt gccgcagcag
  1345561 cttggatgct gagtataagc cgggttggat ttgccgcatc ttcacatatt gttgctgtcc
  1345621 gggtgtggcc ctcttctact tacacccgag tcacattaga gtcaaataca ccactgaagt
  1345681 accgccaatt cgccttaact catcccgacc gtattgttgt tgatattgaa ggcgtacagc
  1345741 taaatagcgt attgaaagag atcagccggc aagttcaatc cgctgaccct tatctcaaac
  1345801 aggcgcgggt agggcagttc gataaaaata ctgttcgttt ggtattggaa ctgaagcaga
  1345861 gtatcagccc tcaattattt accctgaaac ctttcgctga attccgtaat cgcttagtgg
  1345921 tcgatctgta ccctgcggag gggggcacat cggcagaaga tgatccgctg ctggccctat
  1345981 tggaagatta caataaaggt aatgtggatc gaaccttgcc accagaaaca cccaaagcag
  1346041 gtaaagcagg gcgtgacaga cccattatta tcatgttgga cccaggacat ggcggggaag
  1346101 atcctggggc tatcggcaaa aataaaacca aggaaaaaga cattgtgctg caaattgctc
  1346161 gtcggttacg ggcgcttatt cagaaagaag ccaatatgcg ggtgtttatg actcgtaatg
  1346221 aagatgtctt tatcccgctg aaagttcggg tggcaaaagc acgtaagctt cgtgcggatt
  1346281 tattcatttc gattcatgcc gatgctttta ccaatcgggc ggctagcggc tcctcggtct
  1346341 ttgctttatc gaccaaagga gccaccagta ctgccgctcg ttttctggct cagacacaaa
  1346401 atgaggccga tcagattggt ggggtcagca aaagtggtga tccttatctt gaccatacca
  1346461 ttattgattt attgcaaacc gcaactatca acgatagctt gaagtttggt aaagaagtac
  1346521 tgagtcggat gagtaaaatc aacaaattgc acaaaaatcg tgtcgatcaa gcaggatttg
  1346581 cggtactaaa agcacctgat atcccgtcaa ttctggtaga aactgcgttc atcagtaatt
  1346641 tggaagaaga gcggaaatta cgtaccagcc gttttcagca acagatagcg gaatctattt
  1346701 ttgctggtat caaagcgtac tttgctaatg gcggggcaat ggcgcgattg tgatggatgt
  1346761 ttctgtaaaa taatgggtgt ttctgtcaaa aatagagtga ctataaatag cgtggttata
  1346821 gttcaataca cgaggacgag gcatcctacc agggcaaagc aattatgcgg caggcgcaga
  1346881 taagcacttg cgcttagggg agtaccaagg acggtataga acgccagaaa caaaaaaaca
  1346941 cccgataggg tgtctaatga tgatatcaat atgattaaga attggttgcg ggggccggat
  1347001 ttgaaccgac gaccttcggg ttatgagccc gacgagctac caggctgctc caccccgcgt
  1347061 ccgtcactac actattaact cagtatcact tctcaactga gatgcatcgc tattttactg
  1347121 aatacatctt aaatttcaac accatcgaac tacatttgat actgctggta atcagtatcg
  1347181 gttggttgcg ggggccggat ttgaaccgac gaccttcggg ttatgagccc gacgagctac
  1347241 caggctgctc caccccgcgt ccgattgagc gcactatact ctggatgaga tctgttgcaa
  1347301 gtagttttac cataaaattc ctgtaaatat gttttttcga ttaatttatc gactatctgt
  1347361 tttctttttc tccataaccg tcatcgagat ttttttctgc ctgctgattc ctttatccat
  1347421 aggcgtttgt tatcgttcgc cggtagataa aatgagtcaa agagaaggcg tgaaatgaca
  1347481 agtcgttggg gcaaatacct actgagtgga ataatgattg ctgttctggc cggttgccaa
  1347541 tcacggccaa ccgatcgtgg gcaacaatat aaggatggtc gcctggagca atcactggaa
  1347601 ctggtgaacg aacccaatgc ggcaggtaag ccagtcaacg ccaaagatta ttctgatcag
  1347661 gtgaaagtga ttaatcagtc ttcaccgggt ctgtataacc gcaacagcga tacattcaat
  1347721 gcggtacaaa actggatgct ggccggtgct gataccagta agttgagctt gtttggtttg
  1347781 aatgcttatc agatggaagg tgtcgataac ttcggtaacg tacaatttac tggttactac
  1347841 actcctgtgc ttcaggcccg ctacacgcca caaggcgaat ttcgtcatcc actgtatcgt
  1347901 atgcctgcta aaggaaaacg ccgtttaccg gatcgggcgg caatttatgc gggtgcgctg
  1347961 gataaccgta atttaatcat cgcgtatacc aattcgctgg tagacaattt catgatggaa
  1348021 gttcagggca gcggctatgt tgattatggt gatgggcggc ctctaacatt cttcgggtac
  1348081 gcgggtaaaa atggtcacgc ttaccgcagc atcggtaaag tacttattga tcgcggtgaa
  1348141 gtcgcaaggg ctgatatgtc gatgcaggct atccgtcaat gggctgaaaa ccacagtgaa
  1348201 gctgaagtca gggagttgtt ggagcagaat ccctctttcg ttttctttaa accggtaatg
  1348261 tatgcgccag ttaaaggggc cagtgcggtc ccattgattg ctaaagcctc tgtggcatca
  1348321 gacaaatctc tgattccgcc gggtaccacc ctgttggcag aagtgccttt acttgatgac
  1348381 caagggaaat ttaccggcaa atatcaaatg cgtctgatgg tggcattgga tgttgggggc
  1348441 gcaataaaag gccaacattt tgatatttat caagggattg gtcatgaggc aggtcaggct
  1348501 gctgggttct acaaccatta tggccgggtc tgggtactga aaaatgcaca aagcagtggt
  1348561 ccgttgttca ctgcttataa aggtggcacg cagagcgagc ctaccagtaa tgattcgtca
  1348621 ttactggtga ataatcagga tcgataagtc agcggatgtg cagggtaaac atttgttttg
  1348681 attaagcggc cagttggccg cttttgcatg agtacttaga atcttattga gtacgaagcg
  1348741 tcttttttga agccatttat tatttctacg ttattaaggt aacaagtcta tgagcacagc
  1348801 ctattccgaa gcttaccaac agcggtttgg tggtattgca cgcctctatg gccaacaggc
  1348861 attggcgctt ttttcacagg cgcatgtttg tgtcatcggt attggcggcg taggctcatg
  1348921 ggcggcggaa gcattggcgc gtactggtat cggtgcgatt acactaattg atatggatga
  1348981 tgtttgtgtc acgaatacta accgtcaaat ccatgctctg cgccacaaca tcgggcaggc
  1349041 taaaacagaa gtcatggccg agcgtattct ggccatcaat cctgaatgtc atgtgacttg
  1349101 tattgatgat tttattactg cggataatgt cgctgagctt ttaaataaga atttcagcta
  1349161 tgttattgat gcaattgata gtgtgcgccc aaaagctgcg ctgttgtctt actgccgtcg
  1349221 ctataaaatc ccagtggtga ctaccggtgg agcgggtggg caaattgatc caacccgtat
  1349281 tgccgtggtt gatctggcta aaaccatcca agatccttta gctgcaaaac tgcgcgaaag
  1349341 actgaaaagt gattttaacg tggtgaaaaa cagcaaaggt aagctaggta ttgactgtgt
  1349401 tttctccagt gagcctttgg tctatccaca agccgatggc tctgtgtgtg catcccgcag
  1349461 cactgccgaa ggacctaaaa aaatggattg cacctctgga ttcggctcgg caacgatggt
  1349521 tactgccacg tttggctttg ttgctgtgtc tcatgtattg aagaagatga tggctaaagc
  1349581 ggcccgtcag cacgagtcag ccgccactgc gtcataatcg attgttactc tgcaacttat
  1349641 tgttctgaat aattatcgtt ctgcgtattt ggccgcgatg gtttgtacac cttgagccag
  1349701 tgcttgtaat ccattagcac gcgaggtgct gagttgttgg cgcagcccca gttgctcaaa
  1349761 cagggccaag gggtctgcgg ccagcacctg ttgtggtgtt ttaccctcca cggcggttag
  1349821 aatcaccgct agcagcccgc gtactatgcg gccttcactg tcgccataga aatgcaaagt
  1349881 gccatctggc aaatgttggt gcccgagcca gactctgttt tcacaacccg tcaattccag
  1349941 ttcatttttt ttccatgcct cctgcaacgg tgggagttgc ttggccagca gaattaactg
  1350001 acggtagcga tcctcccact gtttgtgagc actgaatttc tcgatcaggt cagtagccgt
  1350061 aatatcatga ccaaatgggt gtggggcaat catcatattc tcatcttgtt tgtatattga
  1350121 tacccgccat tcttcaagct ggcttgtgtt gatggctttc gttcacttga ttgctgctct
  1350181 cttgcaactg gaatcattta gggtatatcg aaaattatca ttggcagcag ttagtctcga
  1350241 agcagttcca atgccttacc aagcgcagag caaagcattt caacatcttg gggggtatta
  1350301 taaggcgcaa aagaagcccg cagactgcca ttgactccca gagccgccat cagtggctgt
  1350361 gcgcagtgct gcccagcacg tagtgcgata ccttgctcgg ccaataacgc cactaaatca
  1350421 ctgtgatgaa caccatcgaa agtaaatgct aataaactgg attgctgaca acggtaactg
  1350481 tgaaaacccg gtaattgtgc gagcttattt tctgccattg tagctaaacc ttggctataa
  1350541 acttcggcct cttccagatc aatatgttcc agccatttga gtaccgctga taaaccaata
  1350601 acgccagcaa tattgggtgt acccgcttca aagcgataag gcacttcatg aggtgtaaag
  1350661 cccccgaatg atgcatgggt aagcatttta ccgccgcctt gccaggcggg catctcttct
  1350721 aataattcag tcttcccata cagcacgcca atgccggttg ggccatacaa tttatgggaa
  1350781 gagaatgcat aaaaatcaat atccaatgcc tgaacatcgg ctgggtaatg aacaattccc
  1350841 tgagcaccgt caaccacgac aacacagtca tattggtgag ccagcctaat agcctgagcc
  1350901 agatcagggc taccgcctgt tacgttagac atctgcccca gcgctaatat gcgtgttttt
  1350961 tcattaagta gttgagggag ttgctgtaaa tctggcagat gatcaaggcc aagaggtaat
  1351021 ttgactattt ttgcaccggt ctgctccgct accatcaacc agggaattaa attcgcatga
  1351081 tgttcagctt cgctgacaat aatttcatct tcaggttgta aacgggggcg ggcataactt
  1351141 tgcgcgatca gattgatggc ttcagttgtt cctcgcgtcc agataatatt ttctgctgta
  1351201 gatgagttaa taaaatcagc cacttgttgg cgggtgtttt caaagcgaac cgttaatgac
  1351261 agcgccgatt gatgttggct gcggtgtacc gttgctgaat cctgctgata aaattgctgt
  1351321 gtcgcgtcaa tcattgcacg tggtttcaag gcggtcgccg cactgtccag ataggttaat
  1351381 ttatcactga gcgcagggaa ttcccgacga aaatccattg gattaaaaac tttcatactg
  1351441 ttgttggcat cctgtgagtg accccgaaat ttttttgctt ttatcatggt cgcgtgtttg
  1351501 agcaatgatg ttatgcatat tgacgttata cacattagtg atggtcgcac tatcgttact
  1351561 gatggtaaac cgaaagtaga cgatgagata gagatgatca gtcacccctg tgtgaatggg
  1351621 ggccgagaat aggtaaatcg atcagacgta aaagaaatgg ttaaagataa cgagtttaat
  1351681 gctaaaccga gggagagaag agaccggata caacattaag gtggtagcaa caacaagttg
  1351741 aatttcatct cgaaaatagg ataaaaaaaa gcaccgccaa aataacggtg ctgcataaaa
  1351801 tcactatgga cagacagggt aaatgtacag gaagtgaaaa aaagcagtag cttagctact
  1351861 atgtctggca taccagacca tttgcaaaca caacatcacc accacaaagc caaaagcatt
  1351921 tcagtacctg ggataccaaa cctacttttc gttccggcta ggggaagtgc ggccactata
  1351981 ggtatttact ggcgtatcct caatggacaa tttataatgg ctcggattat aaaaactaat
  1352041 aagtaaacaa agggtttcat ctgatgatgg gccgttataa aaaagtgtcc aattcatgtc
  1352101 aaaacgatta ccacccctga atgccttacg ggcttttgat gccgccgccc gtcacctcag
  1352161 tttcactaaa gcagccgagg agttatttgt cactcaagcc gctgttagcc accagatcaa
  1352221 atcgctggag gattttctcg ggctgaaatt gttccgccga cgtaatcgct ctttgttgtt
  1352281 gaccgaagaa gggcagagct attacctcga tatcaaagag attttcacgt ctattaatga
  1352341 agcgactcgt aagttgcaag cgcgcagtgc gaagggagcg ttaaccgtca gtttgccgcc
  1352401 cagttttgcc attcaatggc tagttcctcg tttgtctggg tttaatgcgg cttatccagg
  1352461 cattgatgtg aggatccaag cggtggatcg ggaagaggat aagctcgctg atgatgtgga
  1352521 tgtcgcgata ttctacggcc gcggtaattg gagtgggttg cgtacagagc gcttgtatgc
  1352581 tgaattccta ttacccgtct gtgcacctag cttactaact ggtgagaatg gattaaaagt
  1352641 accatcagat ctggctaatc acaccttgtt gcatgatact tcacgccgtg actggttagc
  1352701 gtatacccgc caactggggg taccgcagat taatgtgcag caaggcccga tatttagcca
  1352761 cagtgccatg gtggttcagg ctgcggttca tggtcaaggg attgctctgg tgaataatgt
  1352821 catggcccag tctgagattg aagcgggccg attggtttgc ccgtttaacg atgtattggt
  1352881 gagtaagaat gctttttatt tggtttgtca tgacagtcag gcagaactgg gtaaaatagc
  1352941 cgccttccgt cagtggatac tggcaagagc tgccagcgag caggagaaat tacgttttcg
  1353001 ttatgaaaac tgatcaatca taatgtttgg ttaattgtaa tgcttggtta atcactgcac
  1353061 ttgattggtt acagtatctg cgcagtaatg acaacccatt catgatggta acctgccacg
  1353121 aatagggcga ttaccgggcg atataacgat aactttgtct aatttaaggt tagtaacgat
  1353181 gaacagtcgt ttaatgctga tattttccgc tctgagcggt tttttctatg ttgctttcgg
  1353241 tgccttcggg gctcatgtat taagcacctc tctggggctg aatgaaatgg cctggattcg
  1353301 taccgggctg gagtatcagg ggttccatac gttggttatt ctgatattag ctgttgcgat
  1353361 gcaacggcag gtcagtcttt ggttttactg gagtggggcc ttgttagcgc tcggaacgct
  1353421 actctttagc ggcagtttat actgtctggc tctatcacac ctgagactgt ggatatatat
  1353481 cacgccagta ggcggagtct gttttctggc gggatggatt ttgatgttga ttggcgcact
  1353541 gcgtctaaga aaaagggcag aacgccatga ataataaaat tgctttatat tgccgctccg
  1353601 gctttgagaa agagtgtgcg gcagaaataa cagagaaggc tgcacagctc gaaatctttg
  1353661 gttttgcacg ggtaaaagaa aacagtggct atgtattgtt tgaatgctac cagttagagg
  1353721 atgcggatcg actcatccgt gaaataccgt tccgcgagtt tattttcgcc cgccaaatga
  1353781 tggtggtggg ggagttattg aaagacttac ccccagaaga ccgtgtgtca ccgatcgtgg
  1353841 gaatgttggt tggcgttatt gaaaaagctg gcgagttacg tgttgaggtg gccgacacca
  1353901 atgaaagcaa agagttactc aaattttgcc gtaagctgac ggtacctttg cgtagtgctt
  1353961 tgcgtgaaca gaaaattctg tccgctcgtg agaatgcaca tcggccagtg gtgcatgtgt
  1354021 tctttattgc gccgggttgt tgttatgttg gttattctta cagcaataat aactctccat
  1354081 tctatatggg gatccctcga cttaaattcc cctccgatgc accaagtcgc tcaaccttaa
  1354141 aactggaaga ggcattccat gtatttatcc ccgcggatga atgggaggag cgtttagcca
  1354201 gtggtatgca tgctgtcgat ttaggcgctt gtcccggtgg ctggacttat caattagttc
  1354261 aacgcagcat gatgatacaa gcggttgata atggtttgat ggcacaaagc ctgatggata
  1354321 cggggcaggt cacacatcac cgtgctgatg gttttaagta tgagcctaca cgcagcaata
  1354381 tttattggtt agtgtgtgac atggtggaaa aaccaacaaa agtcacgcag cttatcacca
  1354441 aatggctagt caatggttgg tgccgtgaag cgatcttcaa cctgaaatta ccaatgaaaa
  1354501 agcgttatga agaagttgta caaaatttag caatgatgga tgagcagttg aaagaaaacg
  1354561 gtattaatgc tgatatccat gccaaacagc tctaccatga tcgcgaagaa gttacggtgc
  1354621 atgtccgtcg tatctggtcg ggtgcaccgg gccgccgtga tgagcgttat taggttttag
  1354681 cgatagcgta acatcatatt taaggggcct gttggcccct gaggttattg acaaagtgcc
  1354741 cgcgacggag agaacaggca gatcgtaaag acgccgtaaa tacatccatg tagtaggctc
  1354801 gagccgcgcc atccttggcg cggacgcttt actcctctgc ctatcctcac cgttcaagat
  1354861 cgcgtcatcg gggtttgtca gcagtctgag gggcctattg gccccttagt ttttatgcgt
  1354921 atattatttt ttcaaacgta actgttgtag attgccactc aataataagt ccgttttcag
  1354981 cgtggcgatt tgtttgcagg taaacgccat ctgttggtgt tgttgtaatt ttttacgcca
  1355041 tttctccggt attgattcca gattctgata gagcacttcc aacgtatcgg cttgttgcag
  1355101 tagcagcgta gcggttttgg caccaacgcc tgcaacacct ggaattttac tgctgctgat
  1355161 ccccgccagc ccccagtaat caggtaattg acgaggcaat acaccaaact cctgcttcac
  1355221 aaacggcata tccagccacc gcttttggaa atagtcacga atttggatat tgggagccaa
  1355281 taactggcaa tagcctttgt cggtagaaac gatggttacc tgatggcccg ctccagcaac
  1355341 ttttaccacc agagtggcgg ctaagtcatc ggcttcatta ccgggtgaat gccagcatgc
  1355401 tacccctaat tcattaaatg cctggcgaat gagtggcatt tcctgttgca ggttatcagg
  1355461 catgggagag cggccagctt tgtaatctgg cagacattga tgtcgccagc tatcagagcg
  1355521 gtcatcttca tcaaaaacgg caacggcatg gctgggttgg ctgtgttgaa tcagttgttg
  1355581 cagtgcatgc tggcaggcct taacacaagg tgacccctgc accgcatgaa tacggcgaat
  1355641 caaattaaga gcatcgacaa taagaaggtg tatttgcata acctgtttta tgtaagggct
  1355701 gaatcgtcat taagcccgag taatattggg caacgttagt cgcccagtga attcccttct
  1355761 tacttggcgt tgcagcagct gtcgtgactt gagctattta caggcctcgt ctcgacgagg
  1355821 ccgctgcaag cagcatttaa atttactctt ggcagatttg tcattttttg ctgctcaact
  1355881 acaacgccaa ttactttggg ttcaattgat ctattcatca actacagtta tctattcatc
  1355941 agctacaaat ttcatagcaa ggtgtataga cgctacctgg taacttcatc cgatgttgag
  1356001 caataaaatc ttgcagtagg cggtccattt gcttcattaa ttgcggatcg ccatgcagtt
  1356061 taaatggccc atgcgcttca atagcctgga tacccacttc cttgacatta cctgccacaa
  1356121 tcccagaaaa cgcccggcgt aatgcggcgg ccagtttctc cggtggttga ttatgagaca
  1356181 gatccagatt agccatattt tcatggtttg gttcgaacgg atgctgtaaa tctggttcaa
  1356241 tacgaataga ccagttgaag ctataagcat cgccggtatt acggcgatac tctttcacca
  1356301 gtggcatcgc tttcttcatc tgacgggcga cttcgtctgg gtcatcaata attatctgat
  1356361 agtatttacg agcgccatca cccagcgtat tcatgatgaa ctcatccacc actttgaagt
  1356421 aatccgcact ctcttttggc ccggttaaaa tcagcggcag cacttgctca ctattttccg
  1356481 gattcatcaa aatccctaat agatagagta attcttctgc tgtgcccacc ccacctggga
  1356541 aaataatgat gccatgagcg attcggacga aggcttccag cctcttctca atatcgggca
  1356601 tgataaccag ttcattaacc agagggtttg gtggttctgc agcgataatg gacggttctg
  1356661 tcatgccgat aaaacggcct tttttataat gttgctgagc atgtccgaca gcggcacctt
  1356721 tcatcggggc ttccatggca cccggaccac agccggtaca gatatttaat tcacgcaaac
  1356781 ccagttggct gcccacttta cgggcgtaca aatactcggt ttcattaatt gaatgccctc
  1356841 cccagcacac gaccatattg ggttcttcat caatatgtag ggcacgggca ttacgtaaaa
  1356901 tagaaaagac caggttagtc aaatgactgg agctctccat attcaaatgc tggaagttgc
  1356961 tcgcactgac gatttgacca ttgacaaata agatatcgcg taataccgcg aacaggtttg
  1357021 cttgtaatga gcgaataatt ttgccgtcaa caaacgcatg ttctggtggg ttgaccaact
  1357081 cgagtttaac tcctcgctca cggcgaagca cgttgatatc aaaggtttca ttgcgagata
  1357141 acaactcttt gctgttatcg gtcaggctac ctgaattgag aacagccagt gaacaattac
  1357201 ggaataaacg gtacaaatca ctgctggcgg tacgtttgag catatccact tcgagctgtg
  1357261 ataacagatc cattgagccg agcgggctga catgtgtaat caaaatgact cctttgcccc
  1357321 tgaggggggt attccgtgta tcacggtagg acagcagaaa aggccgtaaa atactgtaat
  1357381 taaccttaac gttgtctttc tttttttacc aatactaacg tgcagtgagc ggtaatattg
  1357441 cgcacaggcg cgcatttatt gccgtgccaa gcggccggtt agcggtacaa aatctgtgtt
  1357501 ggaacgccat ggattgatat ccagcccgcc tctacgggta taacgggcat aaacggttaa
  1357561 tgtttcaggc tgacaaaaac gcataatgtc gttaaaaatg cgctctacac attgttcatg
  1357621 aaactcattg tggtggcgga aagagaccag atagcgcagc agtgcctcgt ggtcaatctg
  1357681 tgggccgcgg tagtgaattt gcactgatcc ccaatctggc tgatgggtaa tcaggcagtt
  1357741 agattttagc aaatggctga ccaggctctc ctccacatga tctttacccg cagcaccttg
  1357801 caggtaatca gcattgaatt catagctatc gatacgaata tcttgtttat ccagacattc
  1357861 gccattgaaa ttggagatgg gttggcccgt tatttcatcc agatcataca gtgcgacact
  1357921 gacgttacct tgagcacagg cagccagatc tcgttgtaag gtcattcgca cgctttcttt
  1357981 atcggcgaaa atggtttggt taaaactgtt gagataaagt ttaaagcttt ttgactcgat
  1358041 cagattgatg ctatctgcgt ttaaacttat ttcgcccaca gcaacttgcg gcaggccatt
  1358101 actgtttaac caagataatt catatagcgt ccaaatatca gcaccatgga atggtaaatt
  1358161 gtctggatat aggccaagcg gttcacggtt catgctgcgc ggcacagcct gcaacagcgt
  1358221 ggcatcatag tagtcgcagt aagccgttgg tttgcccagc gtcagttccg ccaacgcctt
  1358281 gtggttttga tatgaagaca tgctgttccc ttgatgagag atcggtacaa tagcgctagt
  1358341 ttatcaattt atgccgcact taactgtatt tctgagctgg ggtcagttac cactcaggtg
  1358401 cagggcaagc cgccgcgata cagagaataa gaatggactt gaatatttca acggcacttc
  1358461 gcagttttac tcaacgctat attgatttat ggcagcagca aaccgggcat ttacccgcaa
  1358521 gtaaagagct atatggcgtt ccttcacctt gtattgtgga gacgggggag gatcaggtat
  1358581 tttggcaacc tcaggcgttt ctgccagaag cgacgttgac caatattgaa cgggcgttgg
  1358641 agattcagct acatcccgat attcatgatt tttacactca gcaatacgct ggcgatatga
  1358701 tggccgattt gggaaaccat cgttttacat tgctgcaagt gtggagtgag gatgatttca
  1358761 tccgtttaca ggaaaatctg attggccact tagttacaca gaaaaggcta aagctctcgc
  1358821 caacgttatt tttagcgact acctcgtcgg aaatgacgat ggcttcatta tgtaatgtca
  1358881 gcggaaatgt tgttttggag caatttggta gtgataaacg cacactgctg gcttcaacgc
  1358941 tcagtcactt cttagatgca ttacggccag tattgcctga gtaaccccat ggttttcact
  1359001 tattagcgtg ttactggtgt gcgagatctc tcacaccagc tgtgagacat cacttctatt
  1359061 ctttctatgt aaaattctcg tgttagattt atatccaata aaatcatttc gttataaata
  1359121 ttcatttttc catatgtaaa agtatgtgca tcattattgt tacactacct tgcctcgctt
  1359181 ggctgattaa gcgatccttt actcgctgga taggatctgg cggagaggga acgcatctgg
  1359241 aagatgtgtc ttcaggacga agaacacagg gactgcttag gacgagtgaa gggacgtttc
  1359301 aggatgaaac aagggacacc tccaggatgg agattgagag ccagttcagg atgattggtg
  1359361 ggttaggata gcctaaggat taacgccggg atggtgtata acattgcgat ggattgctgg
  1359421 ttagtataac catacggaaa agttttcagg gattgagcag ggagcatcaa ttttagctgg
  1359481 attgctataa aacgaattga ggggtactgg taaaacagta cccctttttt gtgcccagaa
  1359541 aacccccagc taggctgggg gttcagtaaa gctttcagct ttgggtcagt tataaaaacc
  1359601 ccttttgatt tgttaaaaca gtttgcggtc tggcaactgc aaatgttcaa caagaaatca
  1359661 aaagggggtc ccaatgaggg atgaaaagag cttagcgcac acccgatgga actgtaaata
  1359721 tcatatagtt tttgcgccga agtaccgaag gcaggtgttc tacagggaaa aacgcagagc
  1359781 gattggcagt attttaagaa aactgtgcga atggaaaaac gtgaatatcc tggaagcaga
  1359841 atgctgtgtg gatcacatcc atatgcttct ggagatcccg cccaagatga gtgtctcggg
  1359901 atttatgggg tacctgaagg gaaagagcag tctgatgctt tatgagcagt ttggcgattt
  1359961 gaagttcaaa taccgtaaca gggagttttg gtgtcgaggg tattacgttg atacggtagg
  1360021 gaaaaacacg gccaggatac aagaatacat aaagcaccaa ttggaagagg ataaaatggg
  1360081 tgagcaactc tcgatcccgt atcccggtag cccgtttacg ggccgtaagt aatccataga
  1360141 tgcaaatgtc agatcgcgat gcgcctgtta gggcgcggct ggtaacagag ccttataggc
  1360201 gcatatgaaa aacctccggc tatgccggag gatatttatt tgtttttttg ttttgttgta
  1360261 tagattttgt ctcgcctgaa tccattgctg atggcgttaa tttgggcata ttctcccttc
  1360321 aatggtatgc ttgcccaccg ttgaaggtgc cggtaagtgg caatttttgg gttgagagca
  1360381 taatcatgag tacagaaaat aaggtgcgtc aaagcttaca ggatattgag tttgccatgc
  1360441 gagagactga cctctggcaa accgtcccac cggaagcaga agcttttgag agtaacgagc
  1360501 cttttagtat tgatactatg gcggcagagc agtggctaca gtgggtgttt ctcccccgga
  1360561 tgtatgcatt gctggagcta aatggcccgt tccccacccg ttttgctatt acgccgtatt
  1360621 ttgaagaggc tctgagcggt gatgggcggc cagattactc ggcgcttttg gcacaattac
  1360681 ggtgccttga tgatctgttg aataaagaaa gtgaataatg ctggaaatta tctatcaaga
  1360741 tgaacacatt gttgcggtga ataagcctgc cggttggtta gtgcatcgta gttggttgga
  1360801 ccgcaatgaa acggtatttg ttatgcaaac ggtacgtgat cagattggtc agcatgtgta
  1360861 taccgttcat cgccttgatc gcccgacatc aggcgtattg ctcatggcat tgtccagtga
  1360921 tgtggctcgt atgttgtcgt tacaatttga gcaacaccag attcagaaaa cgtatcatgc
  1360981 ggtggtgcgc ggatatgtat tggaaggtgg caccgttgat tacgcgatgg ccgaagagct
  1361041 ggataaaata gcggataagt ttgctaagtc tgataaggct ccacagcctt ctgtcagcca
  1361101 ttatgaagca ttagcgcaag tggaagttcc tttggcgatt ggccgctatg aaactgctcg
  1361161 ctatagcttg gtggcattga aaccggaaac gggtcgtaag caccagttgc gtcggcatat
  1361221 ggctcatatc cgtcacccca ttattggtga cagtacacat ggtgatttac gtcagaacag
  1361281 aggtgtcgct cagcattttg gttgttcacg gttgatgctg catgccagcc atttacacct
  1361341 caatcaccct gtgaccggtg aagcgctgac gcttaccgct cgttgggatg aaccctggca
  1361401 agggttgatg tcacaatttg gctggtcggg tattgcccct catcttgaaa gggttgagtt
  1361461 tccgctgact gccagtcagg ataatgaata attttttggc tacaaaggaa tatcttttat
  1361521 ggctcaagtt gggatttttg ttggtactgt ctatggtaat gcgttgttag tggcagaaga
  1361581 agctgagaac atcttgaaag atcaagggca tgaggtaaag ttatttgacg aaggcacgtt
  1361641 agaggactgg cagcattacc gtcaacatta tgtgttggtc attacctcaa ccaccgggca
  1361701 gggcgatttc ccagatagca tcgcatcact atttgttgct gttcgtgatc aggtggggtt
  1361761 ccaacccgag ttacgctatg gtgtcattgc gctcggcgac agtagctatg ataatttctg
  1361821 cggtgctggg cgtacgttcg atgagctatt gcaggagcag ggcgcgacac ggattggcga
  1361881 acggttagag attgatgcta ttgagcactc agaaccagag gcgatatctg cgccatgggt
  1361941 ggaacaatgg gggcgtttgc ttcagtaatc tttatatctt gattttattg cgtattgtgg
  1362001 caagtttcgt tgtcacaata cgtattcggt taccgaggtt atcatgccac ccctgattta
  1362061 gcggccattg gtgagctttt ctaaatcagc ttcaatttcc gcaatcttat tggtgacaac
  1362121 actttccagg tgacgtaggt catccagaat ttttcttttc aaatcaactt caatctgatc
  1362181 acgcttacaa agctgatcca actcatcaat gacatagcgg agattagggt tgatttcatt
  1362241 gatttcttta tagccatggc ttgcattatc agacactaca gtcttgcgtt ggcgtggata
  1362301 tttgaatttt acactcttgg caaaaaactc ccctttatct ttgcggaagt aaattttcag
  1362361 aatgtcatta ttggcctctt gacgcaggct atagcgatca acatcttctg gttgtgtgat
  1362421 gcctaaactt tttagattgt catacataac gccacctttt tgattttata ttccacagtt
  1362481 ttctattatg gcggaaaatg tcgccaatga ctttggtatg caaggcgtaa ggcaaaaaaa
  1362541 tagcgggtgg ttagcccgct actcttaatc ttagtcgatg gtgcgtaata actcattaat
  1362601 accgacttta ctgcgagttt tcgcgtcaac ttttttcacg ataactgcgc agtacaagct
  1362661 atagctgcca tctttcgatg gcaagttgcc agagacgaca accgaacctg ctggtactcg
  1362721 gccataatgg acttcgccag tttcacgatc ataaatacgg gtgctttgac cgataaacac
  1362781 gcccatggag ataacagaac cttcttcgac gataacgcct tcaaccactt ctgagcgtgc
  1362841 gcctacgaag cagttatctt cgataatggt tgggttcgct tgcagtggct ccaagacgcc
  1362901 gccaatacca acgccaccag atagatggac gtttttaccg atttgcgcgc aagaacccac
  1362961 ggtggcccaa gtatcgacca tagtgccctc atcaacaaaa gcaccaatat tgacatagga
  1363021 aggcatcaac accgtattgc gggcaataaa tgcgccttta cgcacggttg ctggtggaac
  1363081 aacgcggaaa ccttcacgtt ggaaacgcgc ttcatcatag cctgcgaatt tcatgggtac
  1363141 tttgtcatag taacgggttt cagcgccttc cattacttga ttgtcattga tgcggaaaga
  1363201 aagcagtacc gcttttttca gccactgatg cgtcacccac tgaccatcaa ttttttctgc
  1363261 gacgcgcagc gcgccggtgt ccagtaaatc gatcacatgg gtaatcgctt cgcgcgttac
  1363321 ggtgtctaca ttcgctggcg taatgtcagc acggcgctcg aaggcggttt caataacgtt
  1363381 ttgtagttgc tgcatcttgg tctctttcct gatatcgata taccctatct tacttgacat
  1363441 tacagtgtta ttcgctgctg cctgtaacgc taatcgctgg ggtataggtt gtaataaaat
  1363501 gagtcgtgat aaaaacgaat agtaaaaaat taattttaat aaatattaat tactaaaaag
  1363561 atatttgtat cacagtttat cgtttggatt gagagtatct gccaatcgtt gtgctaattc
  1363621 acgacgggtt tcaaggctca gtgctcgacg atctttatct gctaaaacaa ataaatcctc
  1363681 tactcgctcg ccgatggtgg tgatacgtgc actgtgcagt gataacccta aatcagcaaa
  1363741 aattttgcca acacgtgcca gtaaccctgg ttgatctaac gcaattaatt ccagataagt
  1363801 acgccgctcg ttatgggttg gtaaaaagtt agcttcggtt ggcacgctga aatgccgtaa
  1363861 tttaggtgat aatcgcctaa cccgcggcgg gtgttggtaa tctgaccggt ttatcgcttg
  1363921 ctgtaatgca tggctgatta ttggatgcct atcctgtgcc aacgggctgc catctggctc
  1363981 caatacaata aaggtatcca tcgccatacc atcacgattg gtgaaaattt gtgcgtcatg
  1364041 gacgctcaag ttgcggcgat caagctcccc aacaacagcg gcaaagagtg atgggcggtc
  1364101 agggctccag ataaatattt cagtcccacc acgggtagcc tgacggctga ctaagactag
  1364161 cggtttggtt gagtcgtgct ccagcaaatg gcgggcgtgc caggcaagtt gattcggcga
  1364221 gtggcgtagg aagtaatccg ctcggcaacg gctccagata cgatgcagtg cctcttcatc
  1364281 aatattatcc atccgcagta gagctaacgc ttgcaggcgg tggtggcgta cacgctcacg
  1364341 taaatcaggg ctattttgca ttccgcggcg tagctgtttt tcggtcgcaa agtacagttc
  1364401 gcgtaacagg ctctgtttcc agctattcca tagattttca ttggtggcgc aaatatctgc
  1364461 cacggtcagg ctgaccagat agcgcaggcg cgtttcactt tgcacttcgg cagaaaattg
  1364521 ctgaataacg gccgggtcct gaatatccct acgttgggcg gtcactgaca tcaataaatg
  1364581 gcagcgaact aaccaagcga ctaattggga ttcgcgtgaa ttaagcccat gctgttcagc
  1364641 aaactccacc gcgtcgtggg cacccagtat tgaatgatca ccgccacgcc ctttggcaat
  1364701 atcatgaaac agggcggcca gcagcagtaa ttcaggctga ggcaggcgag ggtagagttc
  1364761 gacgcagagt ggatgacgtg gccgggtatc ttcatccgcg aagctttcaa tttttagcaa
  1364821 aacacggatg gtgtgttcat ccaccgtata agcatgaaat agatcaaatt gcatttggcc
  1364881 aacaatactg ccccattgcg gcatataggc ccataaaaca ctgtgacgat gcatgggcag
  1364941 caacgcacgt gaaacggcac cggggtggcg caaaatggcc atgaacagtt tacgagcttc
  1365001 aggaatgtga cataaagggg ctttcagatg acgacgggca tggcgcaaac gccggacggt
  1365061 agtggagtaa atacctttaa tatcctgatt gcgcaccatc agatagaaca tccgcatgat
  1365121 cgcttcaggc tgacgaacaa ataggttctc atcacggaga tcaattaaat ctccccgtag
  1365181 ttgaaactct tcgtcaagtg gacgcggttt ttcattcgca tctaatgcca gtatggcttc
  1365241 atcaaacaat tgcagcagca tattgttcag ttcactgaca cgccttgtca tacgatagaa
  1365301 atctttcatc atatgttcaa cgggctcatt gccttcacct tcgtagcgta aaagttgagc
  1365361 aacgctcagt tggcggtcaa acagcaggcg gttatcgtag cgagtcaata ccaggtgcag
  1365421 cgcaaaacgg atacgccata aaaaactctg gctttcattc agttcattac gctcggcgtt
  1365481 ggtgagaaac ccaaaatcaa ccatttcact taacgatgtc gcaccgaaat ggcgacgggc
  1365541 aacccagagt aatgtgtgga tatcccgtaa tccaccaggg ctacttttga tatcgggttc
  1365601 cagattatag ctggtgccgt gatagcgttt atgacgctct tgctgttcaa caacttttgc
  1365661 atggaaaaat tgaggggagg gccagaaact gtcactgaaa atatgttttt gcatctgtaa
  1365721 aaaaagggcg acatcaccgc aaatcaaccg tgactcaatc atattggtgg ctatggttaa
  1365781 atctgcgagg ccttccagca agcactcttc cagtgtgcgc acactatgac cgacttccag
  1365841 cttcaaatcc cacaataagg taatgagttg gccaacccgt tgcgcctgtt catcatttag
  1365901 acgctgctta ctcagtacta acacatcaat atctgataat ggatgcagtt cgccgcgccc
  1365961 atagccaccg accgcaacca gagctgtttc tggcaccttg tcaaaaccat agaatgtcca
  1366021 caaccgctgt aacagatgat cgatataatc actgcgtgcc gcaattaata cctcggcaga
  1366081 ggtgccacta ttaaatgcct ctgcctgcca gcgttggaaa gcgtcaagcc gttgcttcag
  1366141 tatcgggcaa tggatgtcgc tatcaagata agtgctggga agtgcgggct gctcagaaat
  1366201 agtgggagtg agcgtcagcg atagggagtg ttcggtgtga ttgtcagaca tatgtttacc
  1366261 cgatgaggaa cgcagcccat aaaaaagccg gcggtgccgg cttgtcatta ttactcgtgc
  1366321 gttatgatgt tggggatagt gtcatcctta cgcaacgtca ttatttcgca gccgttatcg
  1366381 gttaccacaa tagtatgctc atactgcgcc gacaagttgc gatctttagt ttttaccgtc
  1366441 cagccgtctt tcatggtccg aatccggtaa tccccggcgt tcaccatggg ctcgatcgtg
  1366501 aaggccatac ctgcttgcag gacgacgccg ccgtcatccg catcgtaatg taaaacttgt
  1366561 ggctcttcat ggaaaccttc accgatcccg tgaccacaat attcacgtac tacggagaag
  1366621 ttctctgctt caacaaattt ctggatagct ttacccagcg tccgcaggcg gatccccggt
  1366681 ttaaccattt taatcgccag gtacaggctc tcttgagtca cgcggcacag acgttcaccc
  1366741 agaatggtcg gtttaccaac aataaacatt tttgaggtat cgccatggaa gccatcttta
  1366801 atcacggtca cgtcgatatt gacgatatca ccctctttca gcactttttc atcgcttggg
  1366861 atgccgtggc agatcacttc atttaccgag atgcagaccg atttagggaa accgtgatac
  1366921 cccaggcagg cagaaatagc ctgttggtgg ttggtgatat gatcgtgaca gatacgatcc
  1366981 agttcacccg ttgttacccc tggtttcaca tagggttcga tgatttccag cacttcagca
  1367041 gccaagcggc cagcaacgcg cattttttga atatcttcag gtgttttgat tgagattgcc
  1367101 atgcaaaagt gtccgtaggg gctgtaaata gccagccgcc gttattaatg agatgcagat
  1367161 aatgaaaaga taactgtcga ttaataaaaa tctgtggcta atggtatcag ccaagcaatt
  1367221 tgctgccaaa ttttccttta tagggcctca ccgaatacaa caaaagttgg tgtgttgtgg
  1367281 ctgtttatgg tataaagcgc gccggcgaac cgcactatat tccgatgaat atgaatcttc
  1367341 cgatgacgta ttctgacgat aagtagccag tttagccggg caataccaat cgcactcata
  1367401 tgtgtaaata acacacacgt gtcgacacat acaccggggt gccctaaagt ttttgattgt
  1367461 tatcaatcgc ttatggggtc ggtgttatgg gacacgtgga ggcataaccc caactgatac
  1367521 tatagaggtt ttaatcatgg caactgtttc catgcgcgac atgctccagg ctggtgttca
  1367581 ctttggtcac caaacccgtt actggaaccc gaaaatgaag cctttcatct tcggcgcacg
  1367641 taacaaagtt cacatcatca acctggaaaa aactgtacca atgttcaacg aagctctggc
  1367701 tgagttgact aaaatttctt cccgtaaagg taagatcctg tttgttggta ctaaacgcgc
  1367761 agcaagcgaa gcggtaaaag aagctgctaa caactgcgac cagttcttcg tgaaccatcg
  1367821 ctggttgggc gggatgctga ctaactggaa aactgttcgt cagtccatca aacgtttgaa
  1367881 agatttggaa atccagtctc aagacggcac ctttgataag ctgaccaaaa aagaagcgct
  1367941 gatgcgtacc cgtgaactga acaagctgga aaacagcctg ggtggtatca aagacatggg
  1368001 cggcttacca gacgcactgt ttgttgttga tgctgatcac gaacacatcg ctatcaaaga
  1368061 agctaataac ctgggtatcc cggtattctc tatcgttgat actaactccg atccagatgg
  1368121 cgttgacttc atcatccctg gtaacgatga cgcaatccgt gcagttaaac tgtacctagg
  1368181 cgctgttgct accgccgtcc gtgaaggtcg ttctcaagat ctggccgttc aggcggaaga
  1368241 aagcttcgta gaagctgaat aataagtccg gctcgttgtg agcccttatt aaccaggtat
  1368301 tgaaatatgt tggttagggg ggccttatag gccccctttg catatctaat gtgagatttt
  1368361 gtcttcacaa gagaaccgag gaaatttaaa tggttgctat taccgctgct ttggtaaaag
  1368421 aactgcgtga gcgtacagcc gcaggcatga tggaatgtaa aaaggcgttg gttgaagcta
  1368481 atggtgacat tgagctggcc atcgacaaca tgcgtaagtc tggtcaggct aaagctgcca
  1368541 agaaagcagg ccgtattgct gctgaaggta tcatcctggc taaagtttcc gctgatggta
  1368601 agtacggtgt gattctggaa ctgaactgcg aaactgactt cgttgctaaa gatgctggct
  1368661 tcaaagcatt cggcgaagaa gttatcaacg cagctctggc tgaaaaaatc gctgatatcg
  1368721 atgttctgaa agctaagttc gaagaacaac gtgcaaacct ggtcgctaaa atcggtgaga
  1368781 acatcaacat tcgccgtgtc gctgtactgg aaggcgacat tctgggtact tacctgcatg
  1368841 gcgcacgtat cggtgttatg gttgcggcca cgggtgctga tgaagaactg gttaagcaca
  1368901 ttgctatgca catcgctgca agcaagcctg aatatgttaa gccagacgat gttcctgctg
  1368961 aagttgttgc tcgcgagcac caaatccagt tggacattgc tatcgaatcc ggcaagccac
  1369021 gtgagattgc tgagaagatg gttgaaggcc gtatgcgtaa gttcactggc gaagtctctc
  1369081 tgactggtca gaacttcgtt atggacccaa gcaaaactgt tggcgatctg ttgaaagaaa
  1369141 acaacgctga tgtcgtgaac ttcatccgct ttgaagtggg cgaaggcatt gagaaagttg
  1369201 aaactgactt tgctgctgaa gttgcagcaa tgagcaaaca gtcttaatgc tccaaatggg
  1369261 gccgccaata ggcggttcca ttttattcac tcgatacccg tgatacttca agttgcaagc
  1369321 gcgttgactg ccttcctata actcgaatta tttagggtat aaacttagtc cgctcagttt
  1369381 ttagcgcaca ccgctgctct gagtatctga cggtcaagtc tccaatatta ttactgctgc
  1369441 ttaggacaca acaccatggc aaccaatgca aaacccgtat atcagcgtat cctgcttaag
  1369501 ctgagtggcg aagccctgca aggcgcagaa ggtttcggta tcgacgctag cgttttggac
  1369561 cgcatggctc aggaagttaa agagctggtt gaattgggca ttcaggtcgg tgtagtcatt
  1369621 ggcggtggta acttattccg cggtgccggt ttggcacagg ctggaatgaa ccgtgtcgtg
  1369681 ggcgaccaca tgggaatgct ggcgactgtt atgaatggtc tggcaatgcg agatgctttg
  1369741 caccgtgcct atgtgaacgc ccgcctaatg tctgctattc cacttaatgg cgtttgtgat
  1369801 aattacagtt gggccgaagc gattagcttg ctgcgtcata accgtgtggt tatttttgct
  1369861 gcgggtaccg gtaacccatt ctttacgacg gattctgctg cgtgtctacg tggtatagaa
  1369921 attgaagccg atgttgtgtt aaaagcaaca aaggttgatg gggtttactc cgcagatccg
  1369981 gtgaaaaatc ctgacgcaac attgtacgaa cagttaacct atcaggatgt tttagaacaa
  1370041 gagttgaaag ttatggatct ggcggccttc actttggccc gtgaccataa cctgccaatt
  1370101 cgggtcttca acatgaataa acccggcgct ttgcgtcgtg tggtgatggg tgagaatgaa
  1370161 gggacattga tcgctaaata agcgacagac cttattatca ggggtaagca cattgttctg
  1370221 tctgcccctt tagccagcaa ctgttggttt gtatattcac cggctatact caaaagctat
  1370281 ggccagccaa gtaaccagtt tccaagggtt cgcaacgtga ttaacgaaat tagaaaagat
  1370341 gccgaagtgc gcatggaaaa atgtctggaa gcattccaga accacattag taaaatccgt
  1370401 acgggtcgtg cctctccaag tatccttgat ggcattcagg ttgagtacta cggtacggcg
  1370461 acaccattgc gccaattggc taacattgta gtagaagact cccgtacttt agcgctaaca
  1370521 gtcttcgacc gtagcctgag tgctgcggta gagaaggcta tcatgacttc agatttgggg
  1370581 ctgaatccat cgtccgccgg tactgttatc cgtgttccat tgccagcatt gacggaagag
  1370641 cgtcgtaaag acttgattaa agtcgtgcgg gcagaagcag agcaggggcg tgtgtctatt
  1370701 cgtaacgtgc gccgtgatgc taacgataaa gtgaaggcat tgctgaaaga caaagaaatc
  1370761 agcgaagacg aagatcgccg ttcacaagac gatgtgcaaa agctgacgga tgcctatatc
  1370821 aagaaagttg atgctgcatt ggcggtaaaa gaagctgagt tgatggattt ttaatctcta
  1370881 ctcgcattgt ataagcgtcg ccttaggcgg cgctttgctt tttttccggt catgttttgt
  1370941 ctgatcaatg ttttatctga tcaatgtctt atcttcgcga tgttttttcg gcagtcactc
  1371001 gccataaaac ctggaacgat ggtatcgttt gccatgcagg caaattgata tctcgcctat
  1371061 caccaaacag ttattcagag cgccctcatg aagcaactga ctattcttgg ctctactggc
  1371121 tccatcggca acagcacgtt gagtgttgtg cgtgcaaacc ctgaattatt taaagtcacg
  1371181 gcgttagttg ccgggcgtaa tgtcagggaa atggcgcagc aatgccttga gttctccccc
  1371241 cgctatgcag ctatgtctga tgaacactca gctaaatcac tgcgtttatt gttggcagaa
  1371301 cagggttcag acaccgaggt ctattccggt gaaacggctg cctgcgaatt ggcagcttta
  1371361 gatgatgtcg atcaagtgat ggccgcgatt gttggcattg ctggtttacc ctcaacattg
  1371421 gccgctattc gtgcaggtaa acaagtcttg cttgccaata aagagtcgct gattacctgc
  1371481 ggtaaactct ttatggatga ggttaaacgc agccgtgctc aattactgcc aattgatagc
  1371541 gagcataacg cgatttttca gagtttgcct gaaagaattc agcgccaatt aggctattct
  1371601 tcattaaatg aaaatggcgt ttcacggatt attttgactg gctctggtgg cccatttcgt
  1371661 gaaactccac tttcgcagtt ttctgatgtc accccagatc aagcttgtgc tcatccaaat
  1371721 tggtctatgg ggcggaaaat ttctgtcgac tcagcgacga tgatgaataa aggcctggag
  1371781 tatattgagg ctcgatggtt atttaatgcc agcgcagaac agatagaggt tgtgttacat
  1371841 ccgcagtctg ttattcactc gatggttcgc tatcatgacg gaagtatcct ggcacaaatg
  1371901 gggactccag acatgcggac accgattgca catgcgatgg cttacccaat gcgagttagc
  1371961 tcaggtgttg cgccattgga tttttgcaaa gtaggcgcgc tgacctttac aaccccggat
  1372021 tatcaacgtt atccgtgctt aaagttggcc atagacgcct gtaatgcggg gcaggcagcg
  1372081 acaacagcgc tgaatgcagc aaatgaaatt tcagtcatgg catttttaga ttcaaaaatt
  1372141 cgtttcactg atattgaagt gattaaccgt actgttgttg aaggtttatt attatcagaa
  1372201 cctaccagtg tggaagaggt gttggtgatt gatcgcaaag ctcgtgatgt cgcggcccaa
  1372261 gtcattgcaa aattaaataa ttaaaccagg ttcgctgatc cggtcatttg ttagggaaag
  1372321 gctgagatgg tatagtcaac cctatcaatg gatagataga ctgttgatta gtgacccaat
  1372381 aggtatttaa accgtctatt tgggctgtca ctccagaagc cgtgacttgg tacacggctt
  1372441 tttttgtgca cttgaggcct aatgttcggg acgaacaact gatttattga ggaaataagt
  1372501 tcgcgttatg tcgcctgtaa aagaagatag ggctaacttg tccccccgga gtccacgtca
  1372561 tgttgctatc attatggatg gtaatggacg ttgggctaaa aataagggta aattaagagt
  1372621 tttcggccat aaagccgggg tgaagtccgt tcgacgcgca gtgagttttg ctgcgaagca
  1372681 taatttagat gcgctcactc tttatgcttt tagcagtgaa aactggaatc gccctgacca
  1372741 agaagtgacc gctctgatgg agctttttgt tcgagcacta gacagtgaag taaaaagctt
  1372801 gcataaacat aatgttcgtt tatctattat tggtgatatc agccgtttta gtgggcgttt
  1372861 acaagagcga attcgtcgtt cagaaaaatt aacggcaaat aatgacggat tgaaactcaa
  1372921 cattgctgcc aattatggtg gccgttggga tatcatccag ggggtgcgcc atttagctga
  1372981 acaagttcag aaaggggaat tgcaacctac agatatcagt gaagagtcgc tcaactcgta
  1373041 tatctgcctg catgagcaat ctcaggtgga cttagtgatc agaaccggtg gtgaacatcg
  1373101 catcagtaat ttcttgttgt ggcaaatagc ctatgctgaa ctttacttta cagatgtcct
  1373161 ctggcctgat tttgatgaaa atgtctttga aggtgcgctg aatgcatttg cacaacgcga
  1373221 gcgtcgcttc gggggaacta cacctatcga tgccactgca tcctaggggg aacttttgct
  1373281 gaagtatcgt ctcataactg ctttgatttt gattccggtt gtcattggtg cactgttcct
  1373341 gcttccgccg gttggtttcg ctattgttac tctcgtcgtc tgcatgcttg cagcctggga
  1373401 atggggtcaa ttagcgggtt ttgccagtcg tactcagcgt atctggttag cgatactgtg
  1373461 cggattcctg cttgttgcca tgctgcttag tctccctgaa tatcagcatt cacctcatca
  1373521 cctcttggtg agtacaccac tatggctctc tatgggctgg tgggttgctg cattgatgct
  1373581 ggtgcttact tacccgcgct ctgctgtatc ttggcgtaac tcgcgcctcc tgcgcatcat
  1373641 cttcggtatt ctgactatta tcccattttt ttggggaatg tttgctttac gccagtatgg
  1373701 ctacgagcag aaccataata ccggcgcttg gtggctgtta tatgtcatgt tattagtgtg
  1373761 gggggcagat tctggcgcct acatgtttgg taaattgttc ggtaaacaca aattagcgcc
  1373821 taaagtctca ccaggtaaaa catgggaagg attaattggc ggtttactga cgtcagctct
  1373881 gatatcattg ctgtttggtc gatacgcacc gttggatatc gtccccgaaa aactgttaat
  1373941 ctgttccgtg gttgctgcat tggcctcggt actcggtgat ctgactgaaa gtatgtttaa
  1374001 acgtgaagcg ggaatcaaag acagtggtca tttgattcct ggtcatggtg ggatactgga
  1374061 tcgtatcgat agcctgaccg cagctgtgcc ggtatttgcc tgcttaatgc tgttagtgtt
  1374121 ttaatccgtc actgacgggg agtttaggga ttatgatgag catactctgg agcctggctg
  1374181 cgtttattgt cgcactgggg atcttaatta cagtgcatga gtttggtcac ttttgggtgg
  1374241 cacggcgctg tggtgtccgt gtagagcgtt tttcaattgg ttttggtaaa gcgttatggc
  1374301 gccgtactga tcgtcaggga accgagtatg ttatcgccct tatcccactg ggcggttacg
  1374361 ttaaaatgtt agatgagcgt gtagaggctg ttgcgccaga attacgccat caatcattca
  1374421 acaataaaac tgttttacaa cgtgcggcaa tcgtcagcgc gggtcctatt gctaacttcc
  1374481 tttttgccat cgtcgcttac tggctggtgt ttatcatcgg cgtgccaagt gtccgtccgg
  1374541 tcattggtga tatttcgcca caatctattg ctgcgcaagc caatatttct tcaggaatgg
  1374601 aacttaagtc tgttgatggc atcgaaacgc ctgattggga ttctgttcgt ttggcgttga
  1374661 tcagccgaat tggcgataag caaatgcaag tgggggtcgc tccatttggt tccgacaatg
  1374721 tggtagagaa aactctggat ttacgccagt ggcaatttga acccgataaa caagatccag
  1374781 ttgtagcact cggtattatc ccacgtggtc cgcagattga atctgtcttg gctgaagttc
  1374841 agccagggtc agcggcacaa aaggcgggtt tacaagcagg ggataggatc gttaaagtta
  1374901 atggtcaatt attggatcgt tggcagacat ttgtgttaca ggtccgtgat aatcccggcc
  1374961 agccgctggt attagatatt gaaagggaga gtaccccctt gtctttaacc ttgataccag
  1375021 atacaaaatc ggttggagaa aaccgtagtg aaggttttgc gggtgtagtg ccgaaagtga
  1375081 taccacttcc ggatgaatat aaaacaattc gccaatatgg gccgtttacg gcagtctatc
  1375141 aagctgggga taaaacctgg cagttgatgc ggttgacggt aagcatgttg ggtaaactga
  1375201 ttactggtga tgttaagctg aataacctaa gtggcccgat atctattgcg caaggcgctg
  1375261 ggctttcagc tgagtacgga ttggtgtact acctgatgtt tttggcgcta atcagcgtca
  1375321 acttgggcat tatcaatttg ttcccattac cagtattaga tggtggacat ctgctcttcc
  1375381 tggcgataga aaagctgaag ggtgggccgg tttctgagcg agtgcaggac ttcagttatc
  1375441 gcatcggctc gattttgctg gtgctattaa tggggcttgc acttttcaat gatttctccc
  1375501 gtctttaacg gcaggggata ggttaggaag aacgcataac aacgatggcg atgaaaaagt
  1375561 tgctcatagc gtcgctgctg tttggcagcg ccaccgtata cggtgcagac gggttcgtag
  1375621 tgaacgatat tcatttcgaa ggactgcaac gggtcgccgt cggtgcggcg ttacttaata
  1375681 tgccggttcg cgtaggcgat accgtcagtg atgatgacat cggtaaaact atccgtgcgt
  1375741 tgtttgctac aggcaacttc gaggacgttc gcgtcctgcg cgatggtaat acgctgattg
  1375801 ttcaagtcaa agaacgcccc acgattgcca gcatcacttt ctccggtaat aaagcggtga
  1375861 aagaagatat gctcaagcag aatctggaag cctctggcgt ccgggttggc gaggccttgg
  1375921 accgaaccac tatatccaac attgaaaaag gactcgaaga tttctattac agtgtgggta
  1375981 aatacagcgc ttcagtgaag gctgttgtta cgccattacc acgtaatcgt gttgacctga
  1376041 aattggtctt taccgaaggt gtttctgcaa aaattcagca gattaatatc gtaggtaatc
  1376101 acagtttcac cactgatgag cttatctcac gcttccaact gcgtgacgag gtgccttggt
  1376161 ggaacgtagt cggtgatcgt aaatatcaga aacagaaact ggcaggtgac cttgaaacct
  1376221 tgcgcagctt ctatttagac cgcggttatg cgcgctttaa tatcgattca actcaggtga
  1376281 gtttgacgcc agataaaaaa ggcatctatg tcaccatcaa tattactgaa ggcccacaat
  1376341 tcaagctaaa tagtgtgatt gtgagcggca atcttgcagg gcatcaatct gaagctgaga
  1376401 agctgacaaa aattgagccg ggtgagttgt ttaacggcag taaagtgaca cgtatggaag
  1376461 atgacatcaa aaagatgttg ggccgttacg gctatgctta cccacgtgtt gtcactcagc
  1376521 cagaaattaa tgatgacgat aaaacagtta aactgcatat caacgtggat gcaggtaacc
  1376581 gtttctatgt ccgccatatt cgtttcgaag gtaacgatac cagtaaagac tcggtgttgc
  1376641 gccgtgaaat gcgccagatg gaaggtgcat ggttgggcaa tgatcaggta gaagcgggta
  1376701 aagagcgact taaccgtttg ggttacttcg agaccgttga tgttgagact caacgtgtac
  1376761 cgggagctgc cgatctggtt gatgtgacct ataaagtgaa agaacgaaac acgggcagcc
  1376821 tgaactttgg tattggttat ggtaccgaga gcggggtgag tttccaggtt ggcgttcagc
  1376881 aagataactg gctaggcacc ggtaataccg tgggtattaa cggcacaaag aacgattatc
  1376941 agacgtatgc agaatttacg ctaatggacc cttacttcac tgttgatggt gtaagtctgg
  1377001 gtgggcgtat tttctacaat gactttaaag cggataatgc agatttatct ggctatacca
  1377061 acagtagcta tggtgccgac ggtactcttg gcttcccaat taatgagaat aactcattac
  1377121 gtgttggtgt cggttatgtc cataacgatc tgtctgacat gttaccgcaa gttgcgatgt
  1377181 ggcgttatct tgaatcagtg ggtgagcgcc cgggctatga tggacgtgaa ggtttcacta
  1377241 ctgatgactt cactctgaat ctagggtgga catataacaa ccttgaccgt ggtttcttcc
  1377301 caacatcggg ggttaaatca tcggtgaaca cgaaaattac cgtgccaggc tcagataatg
  1377361 agttctacaa agtgactttc gatacatcag cttaccagcc attaaatgaa gatcgttcgt
  1377421 gggtgctctt aggccgtggt cgcttaggtt atggtgacgg tattggttcg aaagagatgc
  1377481 cattctacga aaacttctat gcaggtggtt ccagcacggt tcgtggtttc cggtcgaata
  1377541 acattggtcc aaaagcggcg tattacgcta atggtggggc tacagtgact aactctaccg
  1377601 atgcggtagg gggtaatgcg atggcggtgg ccagtatcga gttgatcaca ccgacaccgt
  1377661 ttatcagcga gaaatactcg aattcagtgc gtacctccat ctttatcgac tcaggtactg
  1377721 tgtgggatac caattgggaa aacacagcta aaacgcgtgc tgcaggtatt cctgattacg
  1377781 gtaaagcgag taatattcgt gtgtctgcgg gtgtagcatt gcaatggatg tctccattgg
  1377841 gtccattggt gttctcatat gctaaaccag ttaaagatta cgaaggtgat aagtcagagc
  1377901 aattccagtt taacattggt aaaacttggt aattgatggg caaagcagtt ctgaatttta
  1377961 aagacagcac tggtagtgaa aggatcttaa gtcgcgttgg tgaaatctga cgcttcatca
  1378021 ggtgggatac actaccaagt gcaattcaag gtgtctctga cacaaacggg taatggtaag
  1378081 gagtttatag tgaaaaagtg gttgtgtgcc gcaagtctag gtttagcatt ggctgcttca
  1378141 gccagcgttc aagcagctga caaaattgct attgttaatg tttccagcat tttccaacaa
  1378201 ttacccgcgc gtgaagccgt ggctaagcag ctggagaatg aattcaaagg ccgtgcaacc
  1378261 gaactgcaag gaatggagcg cgatctgcag actaaaatgc agaagctaca acgtgatggt
  1378321 tctaccatga aagccagtga tcgtaccaag ctggaaaatg aagtaatgaa acagcgtgaa
  1378381 actttctcta ctaaagcgca ggcttttgag caagataacc gccgtcgtca ggcagaagag
  1378441 cgtaacaaaa tcctgagccg tattcaggat gctgttaaat ctgttgctac caaaggtggc
  1378501 tatgacgtag tcattgatgc gaatgcagtg gcatacgctg attcttctaa agacattact
  1378561 gctgacgtat tgaaacaggt taaataaaac atgccttcaa ttcgactggc tgatttagcc
  1378621 cagcagttgg atgcacaggt gcacggtgat ggcgatcttg tcatcaccgg catcgcttct
  1378681 atgcattctg cccaacctga gcaaatcacg tttttgtcaa acagccgcta tcgggaacaa
  1378741 cttgcatctt gcaatgcagg tgctgtggta ttgactgagg ctgatttacc tttttgtaaa
  1378801 gttgttgctt tagttgttga aaatccttat ttcacctatg cgcgcatggc tcaaataatg
  1378861 gataccaccc ctcaacctgc tcaggatatc gcaccgagtg ccgtgatttc tccgcaggca
  1378921 acgttgggcg agggggtttc tgttggtgcg aatgcagtca tagagtcggg tgttgtactc
  1378981 ggcgataatg ttgtcatcgg tgcgggttgc ttcattggta agaacaccca tattggtgcg
  1379041 ggtagccgtt tgtgggctaa tgtttctatc tatcatgaag ttgttattgg gcagaattgc
  1379101 ctgatccaat ctggtactgt cattggtgcc gatggctttg gttatgcaaa tgatcgtggt
  1379161 aactgggtaa aaataccgca gcttggttct gtacatattg gcgaccgtgt tgagattggt
  1379221 gcctgtacaa cgattgaccg tggtgcgctg gataacacga ttattggtaa cggtgtcatc
  1379281 attgataacc aatgtcagat tgcacataac gttgtgattg gcgacaatac ggcagttgcc
  1379341 ggtggtgtta tcatggctgg cagtttgaaa gtgggccgct attgtatgat tggcggtgcc
  1379401 agtgtgatta atggccatat ggaaatttgt gacaaagtaa caattaccgg gatgggaatg
  1379461 gtgatgagac caatcactga acctgggtta tactcctccg gtattccgtt acaaccaaat
  1379521 aaaatgtggc gcaaaactgc cgctctagtg atgaatattg atggtattaa taaacgctta
  1379581 aaagctgttg agcgtaaaat cgataaagaa taatcactct agcctgacac tctgagttaa
  1379641 taatcgaact tactggcagt gatgccaaaa gtctacagag ttcctaattt gcggcctgcc
  1379701 taatgcctcc ctttggggct gtgcaggccg tgttgttgat agcatcagtt ttttagacag
  1379761 gaagagtatt ttgactactg acactcatac tctgcatatt gaagagattt tggatctact
  1379821 cccgcaccgt tttccgttct tgctggtaga ccgtgtcctt gattttgagg aaggaaaatt
  1379881 tctgcgtgca gtgaagaacg tctcttttaa cgagccattt ttccaaggcc atttcccagg
  1379941 caagcccatc ttccctggtg tgcttatatt agaagcgatg gcgcaggcta cagggatttt
  1380001 ggcgtttaag agccgcggta aactggaacc gggcgagctt tattactttg ctggtattga
  1380061 tgaagcacgt tttaagcgcc cagtagtgcc tggcgatcag atgatcatgg aagttgagtt
  1380121 tgttaaagaa cgccgtggcc taacccgttt taccggtgta gctaaagtcg atggcgaaat
  1380181 cgtttgcact gccaccatga tgtgcgcgcg tagcaaacca gcagcacctg cagaatctgt
  1380241 cgttgtaaaa ccagatgttg taaaaccaga tgttgtaaat cctgtcgtta aggagtcctg
  1380301 attcgtgatt gacaaaaccg cctttatcca tccaagttct atcgttgaag aaggtgccat
  1380361 cattggcgct ggtgtttata ttgggccctt ctgcattgtc ggatcccagg tggaaattgg
  1380421 tgctggcacg gaactgaaat cccacgttgt cgttaatggc ataaccaaga tcggctgtga
  1380481 taatcaaatt taccagtttg cttccatcgg tgaagcgaac caagatctga aatatgcagg
  1380541 tgagcctact cgggttgagg tcggtgatcg taaccgtata cgtgaaagtg tcactatcca
  1380601 ccgaggtacc acacaaggtg ggggggtgac caaggtcggt tgcgacaatc tactgatggt
  1380661 taatacccat gttgcccatg attgtgtcat tggtaaccgt tgcattcttg ctaataatgc
  1380721 tgcgttgggg ggtcatgtag agattgacga ttacgctatt atcggtggca tgacggctat
  1380781 ccatcaattt tgtgtgattg gtgcgcatgt gatggtcggc ggttgttccg gtattactca
  1380841 ggatgtgcct ccttttgtca tcgctcaagg gaatcatgcg acgccatttg ggattaatat
  1380901 tgaaggtttg aaacgtcgtg gtttcgacaa agaatctctt catgctatcc gtagtgcata
  1380961 caagttgttg taccgcagtg gcaggacgtt ggatgaagtg aaaccagaaa ttgctgaatt
  1381021 agcggagcaa tatccagtcg ttaaagcgtt caatgatttc tttgctcgtt cgacccgcgg
  1381081 tattattcgc tgacttatgc aaaatagccc attgactgct gattgttcat taaacgctgg
  1381141 acgtccccta acgattggtt tagttgccgg agaaacttcc ggcgatatct taggcgctgg
  1381201 attaattcgg gcgctgaaag ttcaggtacc caatgcccga tttgtcggtg tcgctgggcc
  1381261 tctgatgcaa gccgaagggt gtgaagcctg gtatgagatg gaagagttag ccgtcatggg
  1381321 cgttgttgaa gtattagagc gcctgccacg gttattgaaa atcaggaagg atctgactca
  1381381 gcgttttagt gagctttctc ccgatgtctt tgttggcatt gacgcccccg atttcaacat
  1381441 cacccttgaa gggcgcttaa aacaacgggg tattcggact attcattatg tcagcccatc
  1381501 agtctgggcc tggcgacaaa aacgtgtttt caaaattgga aaagcgaccg acatggtgtt
  1381561 ggcttttctc ccttttgaaa aagcgtttta tgatcgtttc aatgtccctt gccgttttat
  1381621 aggccatacc atggccgatg ccatgccact agtacccgat cagcaggcag cgagagcaga
  1381681 gcttggcatt gcgcctaatg ccacttgtct ggcgctgtta ccgggtagcc gccactctga
  1381741 agttgaaatg ctcagcgctg attttttacg tacagcggta attctgcgtg ataaattgcc
  1381801 caatttggaa gtagtggttc ccttggtcaa cagcaagcga cgtgaacaat tcgagcgaat
  1381861 taaagcggaa attgcgcctg atttatccgt acatttactg gatggtaaag cgcgtgtcgc
  1381921 gatgatcgcc agtgatgcag cattgttagc ctcaggcacg gctgcactcg aatgtatgct
  1381981 ggccaaatgc ccgatggttg tggggtatcg tatgaagcca tttactttct ggttggcaga
  1382041 gcgattagtc aaaacacctt atgtttcatt accgaatctg ttagcagggg aagagttggt
  1382101 gacagaattg ttgcaacaag agtgccagcc gcaaaaactc gctggtgcac ttttgccgtt
  1382161 gctacaaggt ggtagcgaaa tagcagcctt aaaagaacgt tttttggttc tgcatcagag
  1382221 catccgctgt ggtgcggatg aacaggcagc acaagctgta ttggagctgg cagatcgatg
  1382281 agcgagactt ttatttaccc acaggctaat ttaatcgcag gcgtggatga agtgggtcgt
  1382341 ggccctttgg tgggtgccgt agtcactgca gcggtgatcc ttgatcctaa ccggccaata
  1382401 gttggcttgg cagattcaaa aaaactcagc gagaagcgcc gcctgtcact gtatgacgaa
  1382461 atcactgaaa aggcactatc atggagtctt ggtcgtgctg aaccggaaga aattgatcag
  1382521 cttaatattt tgcacgcaac catgctggcg atgcaaaggg ctgtatcggg gctgcatatt
  1382581 gtacccgatt atgtattgat agatggtaac cgttgcccga aattacagat gccgtcactg
  1382641 gccgttgtca aaggagatag ccgggtggcg gagatcagcg cggcttctat tttagccaaa
  1382701 gtgacgcgtg atcgtgaaat gaccgagttg gacctcctct tccctgaata tggtttcgca
  1382761 caacataaag gctacccaac ggcttttcat ttggaaaagt tagccgcgct tggtgccacg
  1382821 gtacatcatc ggcgcagttt tggcccggtg aaacgggtgc tgggtttggt gtaaacgata
  1382881 agcttgcatc gatgatatat ataccctaaa taatttgagt tgcacgaaga tagccaatac
  1382941 ataggcaact tgaaatatga tggggatagc tatgatgttc cgggtactta gctaccgggg
  1383001 cgtatgattc aatccactca tttctggtat ctggatatgg ccgaacctcg ttttgtccac
  1383061 ctgcgtgttc atagcgatta ttccatgatc gatggattag ctaagattgg acctttggtg
  1383121 aaaagagctg ctgcattagg tatgcctgct ctggctatta ccgattttac taacctctgt
  1383181 ggcctggtga aattctacgg cagcgcgcat ggtgcgggga ttaaacccat catcggtgct
  1383241 gacttctacg tacaaagtga aatactgggt gatgaattag ctcacctcac ggttttggct
  1383301 cgcaataatg aaggctatca aaatctgact ttattgatct cagaagccta ccaacggggt
  1383361 tatggcgctg cgggtcctat cattgatcgc gattggctga tcaaacataa agaaggactc
  1383421 attctgctgt ctggtggccg aatgggggat gtgggcaaat ttctgctacg gggtaaccag
  1383481 gttcaggttg atcaatgtct cgccttttat caggaacact ttccagactg ctattacctc
  1383541 gaacttattc gaaccgggcg tccagacgaa gaaaactatc ttcatgctgc cgtggcattg
  1383601 gccactgagc gtggtttacc tgtcgttgcg accaatgatg tgcgttttat tgatgaatcg
  1383661 gattttgatg cccatgaaat ccgtgtcgct atccatgatg gttttacatt ggtcgatcct
  1383721 aaacggccga agaattacag ccctcagcag tttatgcgcg atgaagaaca gatgtgtgag
  1383781 ctgttcgctg atattccaga agcgttgatc aacagcgttg agatagccaa acgctgtaat
  1383841 gtcactattc gccttgggga atatttctta ccgcagttcc ccacagggga gatgagtaca
  1383901 gaagattttc tggtagaaaa agccaaacaa ggtttggaag aacgtttgga atttctgttt
  1383961 ccggaccctg aggttaggct gcaaaaacgg ccagaatatg atgaacgtct ggatatcgag
  1384021 ctcaaagtta tcaaccaaat gggcttccct ggttacttcc tgattgtaat ggagtttatc
  1384081 cagtggtcga aagataacgg cgtaccggtg gggccggggc gtggctctgg tgcaggctca
  1384141 ttggtggctt atgccctgaa aattactgat attgacccac tggaatttga tctactgttc
  1384201 gagcgcttcc ttaatccgga acgtgtatcg atgcctgact tcgacgttga cttctgtatg
  1384261 gagaaacgtg atctggtgat cgaacacgtg gcggaaatgt atggccgcga tgcggtttcc
  1384321 cagataatta ccttcggtac catggcggct aaagcggtca tccgcgatgt cggccgtgta
  1384381 ttaggccatc cctatggctt tgttgatcgg atctcaaaat taatcccact cgatccgggg
  1384441 atgacactgg aaaaagcgtt tgcagcggag ccacagctag ctgaaattta tgaagctgat
  1384501 gaagaggtca gggcgctaat tgatatggcg cgtaagctgg aaggagtaac gcgaaacgcc
  1384561 gggaaacatg ctggaggcgt ggttattgcc cccactaaga ttaccgattt tgccccactc
  1384621 tattgtgatg cggaaggcaa taacccagtt acgcagtttg ataaaaatga tgtggaatat
  1384681 gctgggctgg tgaagtttga cttcctcggt ctacgtacac taaccatcat taattgggcg
  1384741 ttggagatga ttaacgcccg gcgcgctaaa actggattgg aacccattga tatcgcctct
  1384801 attccgctgg aggataaaaa aagcttcgat atgctgcaac gttcggaaac gacagcagta
  1384861 ttccagctgg aatccagagg gatgaaagac ttgatcaagc gcctgaagcc cgactgcttc
  1384921 gaggacatga tcgccttagt ggcgttattt cgtcccggtc cgttacaatc agggatggtt
  1384981 gataacttta ttgaccgtaa acacggccgg gaagcgatat cttacccaga tattgagtgg
  1385041 caacatgaat ccttgaaacc tgtgcttgag ccgacctacg gcattatctt gtatcaggaa
  1385101 caggtcatgc aaattgcgca ggttctgtcc ggctactcac tgggtggtgc ggacatgttg
  1385161 cgtcgtgcca tgggtaagaa aaaccctgct gagatggcta agcagcgttc tgtatttgaa
  1385221 gatggtgcga aaaatcaggg tattgatggt gagctggcga ttaaaatctt tgacctggtt
  1385281 gagaaatttg caggttacgg ttttaacaaa tctcactcgg cagcttatgc attagtctcc
  1385341 tatcaaacgt tgtggttaaa agcccattat ccggctgaat ttatggctgc agtaatgacc
  1385401 gctgatatgg ataatacgga caaagtggtc ggcttggtcg atgaatgctg gcgtatgggg
  1385461 ctgaaaattc tgccccctga catcaacagc ggtttgtacc atttccatgt aaacgatgat
  1385521 ggcgaaattg tttatggtat tggtgccatt aaaggtgtag gtgaggggcc gatagaagcc
  1385581 attctggagg cgcgtaaaga ggggggctat tttaaagagt tatttgacct atgcgcccgt
  1385641 gtcgatacca aaaagcttaa caagcgtatt ttagaaaaac tgatcatgtc cggtgcattt
  1385701 gaccgtttgg ggccacaccg tgcagcattg atgagttctc tcggggatgc gcttaaagcc
  1385761 gcagatcaac atgctaaagc cgaagcaatt ggtcaggtag atatgtttgg tgtattagcc
  1385821 gacgcgcctg agcaggttga gcaatcctat gccaatgtgc cgccatggca ggagcaggtt
  1385881 gttttagatg gtgaacggga aacgctgggg ctgtatttaa ctggccatcc gatcactcag
  1385941 tacctcaagg aaatcgaacg ctatgccggt gggatgcgtt tgaaggatat gcatccgacg
  1386001 gatcggggca aaatgaccac cgcagtgggg ttggtgatcg cggcaagggt tatggtcaca
  1386061 aaacgtggta atcgcattgg tatttgtacg ctagatgacc gctctggtcg tctggaggtg
  1386121 atgttattca ccgatgcatt ggaaaaatat cagcatttat tggaaaaaga ccgtatcctg
  1386181 atagccaccg gacaggtcag ctttgatgac tttagtggtg ggcttaaaat gaccgcccgt
  1386241 gagttaatgg acatcagtga agctcgtgaa aaatatgcaa gtgggcttgc tatctcgctg
  1386301 actgacaggc aaattgatga ccagcttttg aaccgtctcc gtcagtcgtt ggaaccccat
  1386361 cgagcgggga cgatcccagt acatctttat taccaacggg aagatgctcg cgcccggctg
  1386421 cggtttggag ccacatggcg cgtgacgccc accgatcgct tattaatcga tttgcgaacg
  1386481 ttggtaggta atgagcaagt ggaactggaa tttgactaaa ataggaatgc tatgagtctg
  1386541 aattttcttg attttgaaca gccgattgca gagctggaag cgaaaattga ctcgctgact
  1386601 gcagtcagcc gtcaagacga aaaattagat attaatctgg atgaagaggt ccagcgtctg
  1386661 cgtgagaaaa gtgttgagct gacgcggaaa attttctcgg acctcggcgc atggcagatt
  1386721 gcccaattgg cacgccatcc tcgtcgtcct tataccctgg attatatcgc taatatcttt
  1386781 accgatttcg aagagctggc tggtgatcgt gcttatgccg atgataaagc tattgttggc
  1386841 ggtattgcac gtctggatgg gcgcccggtg atgattattg gtcatcaaaa agggcgtgaa
  1386901 accaaagaga agatccgtcg taactttggt atgccagcac cagaagggta tcgtaaagct
  1386961 ttacgtctga tggaaatggc tgaacgcttt aagttaccca ttattacttt catcgataca
  1387021 ccgggggctt atccgggtgt tggggcggaa gaacgtggtc aatcagaagc gattgcgcgc
  1387081 aacttgcgtg aaatgtcacg actgaatgtc cctatcgtct gtaccgtgat tggtgaaggt
  1387141 ggatctggtg gtgcgttggc tatcggtgtg ggtgataaag tgaatatgct gcaatacagc
  1387201 acttattctg ttatctctcc agaaggttgc gcctctattc tgtggaaaag tgcggataaa
  1387261 gcgccattag ccgcagaagc gatgggcatt actgcacatc gcctaaaaga actgaagatg
  1387321 attgactcag tgatccccga gccgttgggg ggcgcacatc gcgattacgc cgcgattgct
  1387381 atctcactga aagcgcaact gttggcagat ctcaatgatt tggatgtgct gaatgacgaa
  1387441 gagttattga atcgtcgtta tcagcgcttg atgaactacg gctattgctg agttgattgc
  1387501 caactgataa aagccggtgc ggaatttaag cgccggtttt ttttatctat tttttactga
  1387561 agacccgaat ttagttaagc aatctatacc caagttactt cgagatgcag ggggccaaca
  1387621 cacaggcaac ttaaagtctg gcagatgtaa catgtttaat ttaacggagg atacgtgctg
  1387681 gcaattaata agattcacca tattgcgatt atttgctcag attatcaggc cagtaaacgg
  1387741 ttctactgtg aggtgctagg ttttaatctg atcagcgagg tttatcgcga agagcgtgat
  1387801 tcatggaaag cggatctggc gttacatgac caatacacca ttgaattatt ctcctttcct
  1387861 tcaccggtac cgcggccaag tcgtccagag gcctgtggtt tacgtcatct ggctttccag
  1387921 gttgatgata ttgatctggc gctaaaagaa cttgtcgtcg cgggcgttgt ttgcgaagca
  1387981 gttcgcattg atccctacac tcaatcacgt tttactttct ttaatgaccc agatggttta
  1388041 ccactggagc tatatgaatt gaaagcggaa tgacatgaac ttagtcacct cgaaacccaa
  1388101 tgtgttactt aaccctcttt tcgctcaact gggtgaaaac cgtcatgtgt tggtggggtt
  1388161 tagtggtggg ttagattcca cggtgttact gcatttattg gtctgtttac gtcaacaact
  1388221 tattcctgaa ctgaacattc gcgctattca tattcaccat ggtttaaacc cgcaggctga
  1388281 tagttgggta aaacattgta tgcagcaatg tgatcaatgg aaaattgagc ttaaggtggt
  1388341 gcgagttaat attgatcctc ggcagaacgg gatagaagcg gcagccagaa cagcacgtta
  1388401 ccaagccttt tccgccaatt tggctgccaa agaagtctta ctgaccgccc agcatttgga
  1388461 cgatcaatgt gagaccttcc tgttggcact taagcgtggt agcgggccgg cgggtctctc
  1388521 tgcgatggcg gctaaaatgc cctttgccca cagccaactg ttgcggccac tactcgcttt
  1388581 ttctcgagag atattagaga actatgcaca ggcacagcaa ttacaatgga ttgaagatga
  1388641 tagcaatcaa gatgatcgtt ttgatcgcaa tttcttacgg ctaaatgttc tgccgatact
  1388701 taatcaacgt tggccacatt ttgctcaggc cacggcacgt agtgcggggc tatgtgctga
  1388761 gcaggagcag ttattggatg aactgttggc tgaaaacttg cagcagttac agggacctga
  1388821 cagatcactc tctattgatg gactattaca ggcatcaatg gcgaaacggg cggctatatt
  1388881 gcgccgctgg ttggcgagtc ttggtgcacc aatgccatca caaagccaat tgcagcgcct
  1388941 gtggctggag gtcgccatgg cacggcaaga tgcggagcct caattaatga ttggcacccg
  1389001 tcaggtacgc cgttttcgtc aacatctgta tttattaatg cccttggctg aaataacaac
  1389061 aaattactta ccttgggcaa ccgttaaggc cgccccaaat tcgtcgataa tacctttatt
  1389121 acccgagcca ttatggctac ctgccgattt aggcgtactg aggtttgtct cagcgggtgg
  1389181 gcaagcggtc cgtcctgccg ccgttggcga ggagataagt gtacgttttg gtttacaggg
  1389241 agatatcaaa attgttgggc ggcatcactc gcgtcaaagt aaaaaagtat ggcaagagct
  1389301 gggtattccc ccatggcagc gggaacgtat tccgctgtta tatttcggtg aacaattaat
  1389361 tgcagccgcg ggggtattcg ttacccaagc ggggcaggcg aatgaaaatg agccatgctg
  1389421 gcacttagat tgggataaac cacttagatt gggataaaac aacacccgca ttgaaaaaga
  1389481 agaagagaga gtcgaagttg atgactcaat gcccacaccg gagagaataa atagatcgta
  1389541 aaaacgccag attccccgca tgaaaataac ttccatgtgg gttagaacag tgccatctgt
  1389601 ggtgcgggca gtctatcctc acgcgtttaa aaacgagtca ttgagggttt gtccgttgtc
  1389661 tggaagagtc ccgttaattt ttgaggagca ataatgatga aattagttgt cagtatggcg
  1389721 gtgttactga gcttgtgtag ctttcaggtg tgggcaaaaa atgatattga ggcggggcgt
  1389781 gctaagtcat ccagttgtgt ggcctgccat ggcatgaatg gtaaagtttc agtacctatg
  1389841 tatcctaacc tggccgggca gaatgcgctg tatctgcaac aatcattaga agcctataaa
  1389901 aaggggagcc gctccggcgg gcaagccgag gtgatgcgcg cttatgtatc cggtttatcc
  1389961 gatgaagatt tttctgattt ggctgcgtat tatgccagcc taaagccata aattatatgt
  1390021 ggataataaa acaagccagt cagtgaatcg ggtgataaat ctgccgggag ctgattttaa
  1390081 cgcggcttac agcgaccttg tagaggcgaa gtgtaaggat aggcagagta gtcacgaaag
  1390141 ccgtcagtac agtagtcacg tcaagtacgt agggttaaag gtaagtcggg taaaatgtaa
  1390201 gccaggtaaa tgtaaatagg ataaatgcaa aacgggccgc tcttcagcga cccgtttttc
  1390261 acaaggaagt ggaaactatg atgcgctcac tacgaccgtt ccaatttcgg ggtgactgaa
  1390321 gctggcgata tggtccagac gcaattcgcg cattgtccct tcttgctcga caatcaggta
  1390381 ctcgaccttt tttctcagca gcagatcgct ggctttgcct tctacgatct caccgcctct
  1390441 caacttcaac gtcagtatca ggtgatgttg gcaggcgagt tccagattat cgtagtcatc
  1390501 acaattgatg ggttgatact cttcactcat cgacataatc gctcaccaat aagttagcgg
  1390561 cggcataggc cgcctgttcc ctaacggagg acgggagtgc gtcgttagcc gcaacttcgt
  1390621 ccaatgcttt caatacacag cgtagtgcgt ctggcacgta gccaagatca ccacttccaa
  1390681 tctcggcata aaaacggcgt actaattcac agtattgctg cacaataatc ctcccggaaa
  1390741 agtttaaccc ggtaagctct cagcagaaaa gacaaactgt aaacctacga agataaactc
  1390801 tgaacttata aggactatag cacaggagtt gtagagatat tagagtgcaa gctaaggttt
  1390861 atttttggta ttgataccac ttatatcctt ctttctgtat ggttcgctgt ctgctggcag
  1390921 gtctaatcaa gtacactgtt agccagataa ttcagaggtc acccatggca ctaaaagcaa
  1390981 ctatccataa agccgctatt aacattgcag atatggaccg taattttttc caggatatta
  1391041 acctgacgat agcgcaacat ccctcggaaa cggatcaacg tatgatgctg cgtttactgg
  1391101 catggatttg ccatgctgat gagcgcttgc tgtttaccaa aggactcagt gctgatgatg
  1391161 aacccgaagt ttggcgccat aatgaccaca acggcattga gctgtggatt gaattggggc
  1391221 tacctgaaga gaaacggttg cgcaaagcct gtaatcaatc aaaacaagtc gttctgtatg
  1391281 catacagtga gcgtgcggcc aaagtctggt ggccacaagt tcaggagaaa ctcgctgggc
  1391341 atcgtaactt aagagtgcgt tttcttgatg acgaacaaat ggcgaagttg gctgcgctgt
  1391401 ctaaccgcaa tatgtcatta caggcgacac tgcaagaagg gactatctgg ctatcagatg
  1391461 tacagaataa tctggaaatt agttttgccg aatggcaaaa ctacgggcaa taagtgtgtt
  1391521 gattatctct aatagtgtca cgctggccag cggcgagatt gagctgaccg cgatccgggc
  1391581 gcagggcgct ggaggccagc atgttaataa aacctcaact gcgattcatt tgcgctttga
  1391641 cattaaggcc tcaagcctgc cagagtatta taaagaaagg ttattgttgc taaatagcca
  1391701 tttggtgaca gctgaaggtg ttgtcatcat aaaagcacag gaataccgca gccaagatat
  1391761 gaaccgtgag gctgcattgg cgcgcttggt agcactcatt cgccaggcaa tggtggtaga
  1391821 aaaggcccgt cgagcgacaa aaccaaccaa aggttcaaaa atcaggcgag ttgagggtaa
  1391881 agtccgcaaa ggggcgacaa aagcgctgcg tggtaaaata catcaagagt gaagtcgata
  1391941 tttatatgaa cgttgataca ttgcggttga tatgacttca ttccatatat atcggacaca
  1392001 gtatgggaga atcactgtga gtaaattaac gataacgcta cttttggcag taggtgcgct
  1392061 gtcattatta ggctgtaata atcgctctca acctgctgaa caggttttgc aaccaatgca
  1392121 gcagagctat cagggcgtat taccttgtgc ggattgcagt ggcttagaca cttctttgtt
  1392181 cctcgatagt gatgggactt ttatcttgaa agaagtttat ctcggcacta aagatggcga
  1392241 ccaaactttt gcagaatatg gtaaatgggc acgtactgct gataagttag tgttaaccaa
  1392301 cggtcaggga gaaaaacgtt acttccaccc tgtcgataaa agcttggtga tgctcgatca
  1392361 gcaaggttta cccattaaat cgacactgaa ttatcagttg gaacccagcg accagccgtt
  1392421 atccaaaacg ccaatgccac taagtggtat gtataaatac tttgctgatg ccgccatatt
  1392481 tactgattgt gtaacgggta aggcgttccc ggtagagaat aatatcgaac tggaaaccgg
  1392541 gtatttaaac gctcgcagaa accctggaga acctgtgttt ttgaccctca atgggtattt
  1392601 tgattcaagg ccatcaatgg aagaagggcg aacgaataaa acgctgattc cggaggggga
  1392661 tattcagttt aatgccaata aaagttgtga gaaaaaatag cccttgtcca tagctaaaat
  1392721 aagaagccgc acggtagttc aagttctccg gcggcttcat cagtaaaata ccccgcttat
  1392781 ggggactctt tatttatggc gggtatcttt atttatgacg ggtatatagc cattcagcgt
  1392841 tttatttggc tcagcaagaa ctcaacaatt tcgctggtct taatcatttg tttctcaccg
  1392901 acgcgtcggt ttttgtattc cacttcttcg ctatcgagat tacggtcacc aatgacgata
  1392961 ttgtgtggca cgccaatcaa ttccatatcg gcaaacatca cacctgggcg ctctttacgg
  1393021 tcgtcgagaa taacgtcaat accgtgagaa cgcagggtgg tgtagagctc ttctgccagt
  1393081 tctttcactc ggaaagattt gtgcatattc ataggtagaa tagcaacctg gaatggcgca
  1393141 atagcatctg gccagatgat accgcggtca tcatggttct gctcaatagc cgccgccacc
  1393201 acacgggata cccctatgcc gtagcaaccc atggtcatca cctgattacg gccatcttcg
  1393261 ccctgaacgg tggctttcat gacttcagaa tatttggtcc ctaactggaa aatatggccc
  1393321 acttcaatac cgcgtttgat ctgtagagtg cctttgccat cagggctgat atcgccttct
  1393381 actacgttac gcaaatcagc aacgagcggc agcgccaaat cacgctccca gttaatacca
  1393441 aagtaatgct tcccatcaat attcgcaccc gcaccgaaat cgctcatcac cgccacactg
  1393501 tggtcagcaa taacaggcaa tgataaatta accgggccta atgaacctgg gccagcgccg
  1393561 atagctgcac gaatttcctc ttcgctagca aaggtcagtg gcttggcaac ttgtggcagc
  1393621 ttctctgctt tgatctcatt taaatcatga tcgccgcgca ccaggagcgc aaccaactta
  1393681 tgaccactct cttcgtgagc atgaaccaat aaggttttca cggttttctc aatgggtagt
  1393741 ttgaattgct ctaccaactc ggcgatggtt tttgcgttcg gggtgtcaac gattcgcagc
  1393801 tcttctgtag ccggtgcgcg tggttcagtt ggcgctaatg cttcagcgaa ttcaatattg
  1393861 gctgcgtaat cagagccagt ggagaaaacg atatcatctt cgccactttc tgccagcact
  1393921 tggaattcgt gggatgcact gccgccgata gagccggtat ccgccagtac cgcacggaag
  1393981 ttcaaatcca tccggctgaa aatcttactg tacgcggtat acatcgcgtc gtaagtttcc
  1394041 tgtaaagact cttgcgtagt atggaaggaa tacgcatctt tcatcaaaaa ctcacgggcg
  1394101 cgcatgacac caaagcgcgg gcgcacttca tcacgaaact tggtctgaat ttggaagaaa
  1394161 ttcagcggca gttgtttgta agagttaatc tcgccgcgga tcagatcagt aatcacttct
  1394221 tcatgggttg ggccaagaac aaaagggcgc tcgccgcggt caacaaaacg caacaactca
  1394281 gggccgtact gctcccagcg gccactctct tgccataagt ccgcgggttg taccactggc
  1394341 attgatactt cgatagcacc tgcgttattc atttcttcgc gcacgatgtt ttcaactttt
  1394401 ttcaacaccc gaaccccggt cggtagccag gtgtaaagac ctgaggccag tttgcggatc
  1394461 atcccggcac ggagcatgag ttgatggctg ataacttcag catcggcagg tgtctctttc
  1394521 tgagtggaga gcagatattg gctagtacgc atgatgtttt tgttccatta gcattgcaat
  1394581 taggggcagc caaaaagtaa aaagtggcct agtttaccag tgagcacggg ttgtcaaaag
  1394641 agagcagagt gaaatttagc gtgggtcgag tgataacact tctgtttgct ggccaataac
  1394701 ccgccagcgc acattaaatt ccagtaataa aacggcatat tcacggcttt cattatcgtc
  1394761 tttacggtaa gctgggcgtg gatcttgtgc taaaacttgg ctgataaaac ggcgaagatg
  1394821 tggataacgc tgctggtggt gagctaactg ttgctcggcg gcgggagaaa agcaaacttg
  1394881 catctctgta tctggtgcag attgcgcaaa accagcgcgc gcctgaggtt ggctctcagc
  1394941 gaaaggcaga taaggtttaa tatcaataac aggcgtgcca tcaactaaat ccaggctgcc
  1395001 caatgccaga atcacctcac cgttttggca acgaacgcct ttcaactcaa tcagcgacat
  1395061 gcctatcggg tttggacgaa aagttgaacg ggtcgcaaat acgcccattc gtgtatttcc
  1395121 ccccagacgg ggagggcgaa cagttggacg ccagccaccc tccatcgtct gatggaaaac
  1395181 gaatatcacc cataaatggc tgaagtcaga taagccgcgt acgctttctg gttggttgta
  1395241 aggtgccagc aactgtaatt cgccaccacc atcctcaacc aaaccgggtt gccgtggtac
  1395301 cgcaaacttt tctttatacg gtgaacggat cacgccgatc tgattaaaag agaatgtact
  1395361 catttagatg aaacgttcag tgctgaaccc tgacacaccg cttgttgata gcagccaggg
  1395421 acaccacttt gtatttcaca ttcatgcagt aagacggcat ttgctttcat ataagatgca
  1395481 cgaatttgca ttctcttacg agcggttgaa atactgggtg gagaatcctg aacggttgat
  1395541 tggcaagatt caccagacac ttcacctaga tcgcgaaaag gcttaccaac aagttcttcg
  1395601 gcacttttat aaagctttac cggtgcaggc cgtggggctg ccgtggggct gcgttcgata
  1395661 accggaggtg gttgcttaat cggattatct gtggtggatg gctttgatgg aagcagggta
  1395721 catccagtta gcgatagagc taacagacac agaggtaacg cacgcataaa aattcctcag
  1395781 ccttattcat ttaagttgtg ctattgaagc aatctattat tcaaataaca agacgggcta
  1395841 tagcccgtct tgtcgatata ttcaataaaa gaggtaatta aagattacca gccttttact
  1395901 gcgccaccgt tgaatgcttt attcgctgca tcataaactt cgtcagactg gtaagcctga
  1395961 acaaattttt tcacattttc cgcatcttta ttgtcttcgc gggcaacaat cagattcaca
  1396021 tacggtgatt ctttatcttc cacaaacaga ccatctttag ctggtgtcag gccaatttgg
  1396081 ctagcgtaag tggtattgat aatcgccaga gcgatttgtt ggtcatccaa agaacgtggt
  1396141 aattgaggtg cttccaactc aaccagtttc agatttttag ggttctcaac cacatctaat
  1396201 acggttggca gcaggccaac accgtctttc agcttaatca gaccaacgct ttgtagcaat
  1396261 aacagagaac ggcccaaatt agtagggtca tttggtaggg cgacctgaga tccaggttgt
  1396321 agttcatcca gtgacttgat tttcttggaa tagccggcaa tggggtaaac gaacgagttg
  1396381 ccaacagaaa ccagtttgta gccacggtct ttgatttgct gatccagata aggtttatgc
  1396441 tggaaagcgt taaggtcgat atcccctttg ctcagtgctt cgtttggtaa cacatagtca
  1396501 ttgaatgtca ccagttcaac gtccagaccg tacttttctt tagccacttt ctgagccact
  1396561 tcggcaactt gttgctctgc accgacaata acgccaactt taatatggtt tggcgctttt
  1396621 tccgtcgggc cgcaacccac caaagtcaag gtaccaatca gcgcactaat tgctgcgata
  1396681 gatttgaatt ttaaagacat atcccttcct ctatagacat tcgttaagat gcgccgctgt
  1396741 gtgaggcagt cgctgattaa tcactatttg tgcgtaacgg ctttgactat ccgatcacca
  1396801 cttaactgaa ttaggtagac cagaattact agtaatacta atacagtatt catcaccgta
  1396861 gcgttatacc caatataacc atactgataa ccgatttgac ctaagccacc ggcacctact
  1396921 gctcctccca tagcggaata gcctaccaga gtaattaatg taatcgttgc cgcattcact
  1396981 aagccgggca gggcttctgg taataatacc tttttgatga tctgcatcgg tgttgcgccc
  1397041 atcgcacgtg ccgcttcaac caaacctgac ggaatctcta gcagagcgtt ttccaccata
  1397101 cgggcaatga aaggcgcggc tcctaccgtt aacggcacga tagcggcctg caatccaatc
  1397161 gatgtgccga cgatcatgcg tgtaaatgga atcatccata ccaataagat aataaaagga
  1397221 atggagcgga aaatattcac cacaccagac agcgttctat aaattttatt gttagcgata
  1397281 atttgcccag gacgggtgac atataacagc acccctacag gtaaccccag aacaaagcca
  1397341 aagaaaccgg aaacaaaagt catcataaga gtttcccaga cgcctcgagc cattaaccac
  1397401 atcattgcct cagacataac ccagaacctc tactttcaca tgatgatctt gtaaaaactt
  1397461 gatggcagcc aggccatcct gaacgtcgcc atgtagctct gccaacatga caccgaattt
  1397521 caccccaccg gcataatcca tctgcgagct taggataccg atatcaatat tgaagcggcg
  1397581 cacggcttgt gagattaacg gagcatcaac tgacttaccg gtgaactcca gcttcagaag
  1397641 cgggacgtga tctaccgttg gctccgggct catacgtttg gcgtaatctt ccggaatatc
  1397701 caaatgcagg gtggattgaa taaattgttg tgctaatggt gtcttgggat gagagaacac
  1397761 ctcactgaca ctgtcttttt caatcagttt gccttcactt attactgcaa cttgatcaca
  1397821 gatgcgtttc acgacatcca tctcatgagt gataagcaaa atcgttaacc ccaaacggcg
  1397881 gttaatatct tttagcagct ccaatattga gcgggtggtg gctgggtcta atgcgctggt
  1397941 ggcttcatca cacagcaaaa ctttaggatt actggccagc gcgcgagcga tcgcgacccg
  1398001 ctgtttttgc ccaccggaca gattagcggg gtaagcatct tgcttatcgg tcaaccctac
  1398061 taaatccagt aattcattca ctctcttctt tatatctgca cgcgatgtat tgtccaactc
  1398121 aagaggcaat gcaatattgc cgtatacagt gcgtgatgag agtaaattaa agtgctgaaa
  1398181 aatcatgcca atctgacgac gcgcgcgtgt taattggcct tcagacaagg tggtcagatc
  1398241 ttggtcatca accagaactt gaccgctggt tggccgttct aacatattag cgcaccgaat
  1398301 cagggtactt ttacctgcgc cagaagcgcc gataacgcca taaatttgcc cggcagggac
  1398361 gtgaagactc acgtctgata gcgcggtaat agtgcgcgaa ccctgctgga acactttgct
  1398421 gatgtgggtg agtttaatca tattattctt attttatcgt tatttccgtg gctagataaa
  1398481 aagtggactt tagtagaacc aaagtgtgga tcggatgtta aggcgtctag acggctaagt
  1398541 caactgacaa cgtggattct cttccgttct caataggtaa taaaacatgc gatactatcg
  1398601 gggtttacag ccctcaggag tatataagtg actcagtccg ttcccgcaat atttttagat
  1398661 cgtgatggta cagttaatgt cgatcatggt tatgtccacg aaattgacaa ctttcaattt
  1398721 atcgatggtg ttattgatgc atgccgtgaa ttgaaagaaa tgggttttgc gttggtgttg
  1398781 gtaaccaatc aatcgggtat cgcccgcggg atgtttaccg aagaacagtt tttaagtcta
  1398841 accgaatgga tggactggtc attggctgat cgcggtgttg atttagatgg catctatttc
  1398901 tgcccacatc atcctgatgg cagtgtcgct gaattcagtg aaacatgtga atgccgcaaa
  1398961 ccattacccg gaatgttatt gcaagcgcag aatgaactta atattgatat ggctgcttct
  1399021 tatatggttg gcgacaaaat tgaagatatg caggcggcat tagcggcgaa tattggcact
  1399081 aaagtattgg ttcgaacggg taagccagtc actgccgagg gtgaagcagc ggccgattgg
  1399141 gtgctaaata gtctggcaga cctaccaaaa gcaataaaag cgcgttataa atagcctgta
  1399201 cgttcaaata atcaacaaac gaaaaaaatg tgaagataaa cccttgccat tctgaagcag
  1399261 ctccctataa tgcgcatcca tcgacacggc gctgtgagca acttcacaga gtggccgggg
  1399321 agagcagaga aaattaactg attaagtggt tgactctgta gcgggaaagc gtattatctg
  1399381 cctcccgcgt taccgtaaga ttcgccgcaa ggcaaacggg taacgaacgc tctttaacaa
  1399441 tttatcagac aatctgtgtg ggcactcgca agacgatatc gacgcctgtt tcggcaggca
  1399501 gaaataatat caagtcttga agagtgacca aagcagtaaa cattttgact ccggtcagaa
  1399561 tgcctatttg cagaaagtaa tctttgagca ccgctgcttt tacgcaagta aaagtcagca
  1399621 aatcaaacaa atcttaaatt gaagagtttg atcatggctc agattgaacg ctggcggcag
  1399681 gcctaacaca tgcaagtcga gcggcagcgg gaagtagttt actactttgc cggcgagcgg
  1399741 cggacgggtg agtaatgtct ggggatctgc ctgatggagg gggataacta ctggaaacgg
  1399801 tagctaatac cgcatgacct cgcaagagca aagtggggga ccttagggcc tcacgccatc
  1399861 ggatgaaccc agatgggatt agctagtagg tggggtaatg gctcacctag gcgacgatcc
  1399921 ctagctggtc tgagaggatg accagccaca ctggaactga gacacggtcc agactcctac
  1399981 gggaggcagc agtggggaat attgcacaat gggcgcaagc ctgatgcagc catgccgcgt
  1400041 gtgtgaagaa ggccttcggg ttgtaaagca ctttcagcga ggaggaaggg gttgagttta
  1400101 atacgctcaa tcattgacgt tactcgcaga agaagcaccg gctaactccg tgccagcagc
  1400161 cgcggtaata cggagggtgc aagcgttaat cggaattact gggcgtaaag cgcacgcagg
  1400221 cggtttgtaa gtcagatgtg aaatccccgc gcttaacgtg ggaactgcat ttgaaactgg
  1400281 caagctagag tcttgtagag gggggtagaa ttccaggtgt agcggtgaaa tgcgtagaga
  1400341 tctggaggaa taccggtggc gaaggcggcc ccctggacaa agactgacgc tcaggtgcga
  1400401 aagcgtgggg agcaaacagg attagatacc ctggtagtcc acgctgtaaa cgatgtcgac
  1400461 ttggaggttg tgcccttgag gcgtggcttc cggagctaac gcgttaagtc gaccgcctgg
  1400521 ggagtacggc cgcaaggtta aaactcaaat gaattgacgg ggcccgcaca agcggtggag
  1400581 catgtggttt aattcgatgc aacgcgaaga accttaccta ctcttgacat ccacagaatt
  1400641 tggcagagat gctaaagtgc cttcgggaac tgtgagacag gtgctgcatg gctgtcgtca
  1400701 gctcgtgttg tgaaatgttg ggttaagtcc cgcaacgagc gcaaccctta tcctttgttg
  1400761 ccagcacgta atggtgggaa ctcaagggag actgccggtg acaaaccgga ggaaggtggg
  1400821 gatgacgtca agtcatcatg gcccttacga gtagggctac acacgtgcta caatggcaga
  1400881 tacaaagtga agcgaactcg cgagagccag cggaccacat aaagtctgtc gtagtccgga
  1400941 ttggagtctg caactcgact ccatgaagtc ggaatcgcta gtaatcgtag atcagaatgc
  1401001 tacggtgaat acgttcccgg gccttgtaca caccgcccgt cacaccatgg gagtgggttg
  1401061 caaaagagta ggtagcttaa ccttcgggag ggcgcttacc actttgtgat tcatgactgg
  1401121 ggtgaagtcg taacaaggta accgtagggg aacctgcggt tggatcacct ccttacctaa
  1401181 cgatacgcat tgcgcagtgc ccacacagat tgtctgatag aaagtaacga gcaaataaag
  1401241 ccgggctgag aaattggtcg ggctttagta ccttgttggg tctgtagctc aggtggttag
  1401301 agcgcacccc tgataagggt gaggtcggtg gttcaagtcc actcagaccc accaactcac
  1401361 cattccctgt tgagttgcag caataaggtg atttgctttt tatatggggc tatagctcag
  1401421 ctgggagagc gcctgccttg cacgcaggag gtcagcggtt cgatcccgct tagctccacc
  1401481 atataaaact atttcaaaac gtactgcggt cgcaaggcac agtgtgttgt gaaatattgc
  1401541 tctttaacaa tctggaacaa gctgaaaatt gaaacattac agctgaaatt taccccgccg
  1401601 tagatgtatt ggggtaaaga gtaacctgta atagagtctc tcaaataatc gcaacacaag
  1401661 atgtactgtc agcaatgaca agacaccttc gggttgtgag gttaagcgac taagcgtaca
  1401721 cggtggatgc ctaggcagtc agaggcgatg aagggcgtgc taatctgcga aaagcgtcgg
  1401781 taagctgata tgaagcgtta taaccgacga tacccgaatg gggaaaccca gtgcaatacg
  1401841 ttgcactatc gttagatgaa tacatagtct aacgaggcga accggggaac tgaaacatct
  1401901 aagtaccccg aggaaaagaa atcaaccgag attcccccag tagcggcgag cgaacgggga
  1401961 ggagcccaga gtctgaatca gtttgtgtgt tagtggaagc gtctggaaag tcgcacggta
  1402021 cagggtgata gtcccgtaca ccaaaatgca caggctgtga actcgatgag tagggcggga
  1402081 cacgtgacat cctgtctgaa tatgggggga ccatcctcca aggctaaata ctcctgactg
  1402141 accgatagtg aaccagtacc gtgagggaaa ggcgaaaaga accccggcga ggggagtgaa
  1402201 atagaacctg aaaccgtgta cgtacaagca gtgggagcac cttcgtggtg tgactgcgta
  1402261 cctttgtata atgggtcagc gacttatatt ttgtagcaag gttaaccgaa tagggagccg
  1402321 tagggaaacc gagtcttaac tgggcgtcta gttgcaaggt atagacccga aacccggtga
  1402381 tctagccatg ggcaggttga aggttgggta acactaactg gaggaccgaa ccgactaatg
  1402441 ttgaaaaatt agcggatgac ttgtggctgg gggtgaaagg ccaatcaaac cgggagatag
  1402501 ctggttctcc ccgaaagcta tttaggtagc gcctcgtgaa ctcatcttcg ggggtagagc
  1402561 actgtttcgg ctagggggcc atcccggctt accaaaccga tgcaaactcc gaataccgaa
  1402621 gaatgttatc acgggagaca cacggcgggt gctaacgtcc gtcgtgaaga gggaaacaac
  1402681 ccagaccgcc agctaaggtc ccaaagtcat ggttaagtgg gaaacgatgt gggaaggcac
  1402741 agacagccag gatgttggct tagaagcagc catcatttaa agaaagcgta atagctcact
  1402801 ggtcgagtcg gcctgcgcgg aagatgtaac ggggctaaac catgcaccga agctgcggca
  1402861 gcgacactta ggtgttgttg ggtaggggag cgttctgtaa gccgttgaag gtgacctgtg
  1402921 agggttgctg gaggtatcag aagtgcgaat gctgacataa gtaacgataa tgcgggtgaa
  1402981 aaacccgcac gccggaagac caagggttcc tgtccaacgt taatcggggc agggtgagtc
  1403041 gacccctaag gcgaggctga aaagcgtagt cgatgggaaa caggttaata ttcctgtact
  1403101 tggtgttact gcgaaggggg gacggagaag gctaggctgg ccgggcgacg gttgtcccgg
  1403161 tttaagcgtg tagggggagt gaccaggtaa atccggttgc ttatcaaccc tgaggcgtga
  1403221 tgacgatgca ccacggtgca gaagcagttg atgccatgct tccaggaaag cctctaagca
  1403281 tcaggtaaca ttaaatcgta cccaaaccga cacaggtggt caggtagaga atactcaggc
  1403341 gcttgagaga actcgggtga aggaactagg caaaatggtg ccgtaacttc gggagaaggc
  1403401 acgctggcgt taggtgaaag gactagctcc tggagctgaa gccagtcgca gataccagct
  1403461 ggctgcaact gtttaataaa acacagcact gtgcaaacac gaaagtggac gtatacggtg
  1403521 tgacgcctgc ccggtgctgg aaggttaatt gatggggtca gccgcaaggc gaagctcttg
  1403581 atcgaagccc cagtaaacgg cggccgtaac tataacggtc ctaaggtagc gaaattcctt
  1403641 gtcgggtaag ttccgacctg cacgaatggc gtaatgatgg ccaggctgtc tccacccgag
  1403701 actcagtgaa attgaactcg ctgtgaagat gcagtgtacc cgcggcaaga cggaaagacc
  1403761 ccgtgaacct ttactatagc ttgacactga acattgagcc ttgatgtgta ggataggtgg
  1403821 gaggccttga agtgtggacg ccagtctgca tggagccaac cttgaaatac caccctttaa
  1403881 tgtttgatgt tctaactcgg ccccatgatc tggggtgagg acagtgtctg gtgggtagtt
  1403941 tgactggggc ggtctcctcc caaagagtaa cggaggagca cgaaggttag ctaatcacgg
  1404001 tcggacatcg tgaggttagt gcaaaggcat aagctagctt gactgcgaga gtgacggctc
  1404061 gagcaggtac gaaagtaggt cttagtgatc cggtggttct gaatggaagg gccatcgctc
  1404121 aacggataaa aggtactccg gggataacag gctgataccg cccaagagtt catatcgacg
  1404181 gcggtgtttg gcacctcgat gtcggctcat cacatcctgg ggctgaagta ggtcccaagg
  1404241 gtatggctgt tcgccattta aagtggtacg cgagctgggt ttagaacgtc gtgagacagt
  1404301 tcggtcccta tctgccgtgg gcgttggaag attgagaggg gctgctccta gtacgagagg
  1404361 accggagtgg acgaatcact ggtgttcggg ttgtcatgcc aatggcattg cccggtagct
  1404421 aaattcggaa gagataaccg ctgaaagcat ctaagcggga aacttgcctc gagatgagtc
  1404481 ttccctgggg cttaaagccc cctgaaggaa cgttaaagac tatgacgttg ataggctggg
  1404541 tgtgtaagtg cagcgatgta ttgagctaac cagtactaat gatccgtgag gcttaacctt
  1404601 acaacaccga aggtgttttg aattgagaga gattttcagc gtcgttccga gattgtgttg
  1404661 actggctgac aagtgttgct tgtttgcggg ttaattaaaa cagaatttgc ctggcggcca
  1404721 tagcgcggtg gtcccacctg atcccatgcc gaactcagaa gtgaaacgcc gtagcgccga
  1404781 tggtagtgtg gggtctcccc atgcgagagt aggacactgc caggcatcaa acacgagtta
  1404841 tcagagtgac atctggtaac tgtcaaaatc gccaaaagcg gttttgcaca gcgcggagcg
  1404901 ctggccctta tagggtaaag tatcgggaag atacacgtaa aagaatcggt ggagcggtag
  1404961 ttcagttggt tagaatacct gcctgtcacg cagggggtcg cgggttcgag ccccgtccgt
  1405021 tccgccactt attgcaaaac cctgaatctt agattcaggg ttttttgcat ttataaaata
  1405081 gtaacaaagt aagctctatc ttctatcttc tttatccacc tatttatcca ttttctctta
  1405141 gtccacttta gctattagtg ctatgaagca ggcttattct cgctcatttt gagccaaaac
  1405201 tttaccgaaa ttattgattt tttatcaaaa gtattatgtt taataggcca ttttttgtcg
  1405261 ataaaactct tgccataatg tattcagttt ttcatctggt agttatttag aacattccac
  1405321 tgccgataaa aattcgttat gactcgcaag ataaaatgat tgttagcaaa aaatgaggaa
  1405381 ctattatgag catacctgta ttcggattag gaacttttcg ccttcaagat caaattgtta
  1405441 ttgattcagt gagccaagct ctgacgttgg gctatcgggc gattgataca gcacaaatat
  1405501 atgaaaatga agcgcctgtt ggtcaggcaa tccaagaaag tggtattaat cgtgatgaac
  1405561 tatttattac tactaagatc tggattgcta atttatcaaa agacaaatta attcccagcc
  1405621 tgcgagaaag catacagaaa ctgaaaactg actatgtaga tttaacactg attcattggc
  1405681 catcacctaa tgatgaagtt tctgttgctg aatttatgtc cgagttatta aaagcaaaag
  1405741 ggctaggctt aactcgtcaa attggtattt ctaactttac tattgattta atgaagcagg
  1405801 cgattgctgc cgttggtgca gaagagattg caactaatca aatcgagctt tctccattat
  1405861 tacaaaaccg taatgttgtt gattttgcca aacaaaatgg cattgcagtg acttcctata
  1405921 tgacactggc ttatggcaag gcacttgcag agccagtgat taaaacgatt gctgagcaac
  1405981 atggtgcgac ccccgcacaa gttattttga gttgggcgat gcaattgggt tatggcgtta
  1406041 ttccgtcatc gactaaagct gctaacttgg ccagcaactt actagcacag aaattatgcc
  1406101 tgaatgcagc agatatggcg ttgatcgcca cattggatcg caatgagagg ttggtcagcc
  1406161 ctgatggttt agcacctaaa tgggattaat agcagcctaa gacactggac gagccacctt
  1406221 acattgaggt ggttttttat tttggtgcat cctgacgggg ctgaaacagg ctcggtgaaa
  1406281 agtgtgcgga tggacatgga gttgccgccg tcaatgtgcg cggtgatagt aggtactaat
  1406341 ctgatgcgtg cttatcagcg agtgggagaa caaagggtag acaactcgat cgttaaaaaa
  1406401 cacggtaacg aggccatgga tctgcaatta tcagggttac ggcctgacaa cgggtcacaa
  1406461 gtcgaaagcg ctggacaagg taactgcgag gctagcatcg gtactgagag gatggatacg
  1406521 ttacttccgt ttaaccgagg tggaagaggg gactggaata gttggatcgg tggagataaa
  1406581 gaaaattgcg ttgcctgcta tggcggcagt ggaaaaggtc gtatatacga acaaagatgc
  1406641 ttattagaag aggtcttcta cagaaaagga ctgatatatc agcaatagac caacgagggc
  1406701 tgtggtggaa cttgggcgcg agtcatatga ataaagtggt acgaaagaat gaccttgaac
  1406761 agggcgggct gttatcactg agtgcactaa attatttcct gttaactaac gctgtaatac
  1406821 aggagagata ttgattctca gtctatgact tgaattgtgg gctttttttt taatacatca
  1406881 gcttatgcgt gcgatagatt gaatatgctg ttgagtatcc ctatatctag gtaatccctt
  1406941 gtggaaaaga tattactggc cgggatatct gggagtataa tcaatagaat cccggctgct
  1407001 attaactatt gagccagtgt gattttagat aaggaatagg cgataagcgt gccgaaaaga
  1407061 acatatgcaa tgcggtatgt tgcaggacaa ccggttgaac agatcttccc tggcgccgct
  1407121 aagcaactcg ataaaggctt gccgttaggc gaaccattac ctacagctga acttttacga
  1407181 gtggtagtgt ggaatatctt taagcagcag cgggctggat ggctacctgt acttaaggaa
  1407241 ctcgggcgtg atactcaact gatgttactg caagaagcac aaactacacc tgagttggtg
  1407301 aggtttgcga ctgccagcta tcaggccgca gatcaggtac ctgctttttc attgccccag
  1407361 cacccttctg gtgtgatgac gctggctgcg gctcatccag tatattgttg ccctttgcgt
  1407421 gagcgtgagc cgctactgcg cttgtctaaa tcggctttag ttactgtcta tcctattcat
  1407481 gatggtcgct tgttaatggt ggtgaatatt catgcggtaa acttcagtct tggtgtcgat
  1407541 gtttacagca aacagctcga tccgattggt gatcaaattg cttcacatcg tggcccagtt
  1407601 attcttgcgg gtgattttaa tgcctggagc cgccaacgta ttaatgcctt gcagcacttt
  1407661 gcacaggacg ctggtttaca agaggttgaa tttcgcgtcg atcaccgcag tcgtgcgttc
  1407721 ggccggcctc tggactttat tttttatcgc ggccttaccg ttattgatgc ttcagtttta
  1407781 gtgaccagag cctccgatca caacccactc attgtcgaat tccaaccata aaaaaagcac
  1407841 ctcgaaaggt gctttttgac agtgattctg gctctacgcc tccggggttg atttgtcgtt
  1407901 aacgaataac gtcaatttca agcctggttg taaattgtta gctttgctga ctaccgaatt
  1407961 ccatcgcatc acatcgtcgg tatttacacc gtgacgcttg gcaatactgg caaaggaatc
  1408021 acctttacga acttgatagg tgatactttt gctggttgta ttgcttgcca gttgcagggt
  1408081 ttgcccaact tttaaggtgc tcttggcacg taagttgttc caactctgca aatcgctggt
  1408141 cttgatattc aaccgcttgg caatcgtaga taaggtatcg cctgggcgaa ctttatactg
  1408201 cgaacttgat gctgattttg tactgttcgt tgccaatttt gtaggttgaa cagcagtaat
  1408261 atcagtatct gccaatgagt ctttcaactg ctcagcatgg gctttcggta acataatata
  1408321 acggggacca tgtccatccg gtgccgttac attgcgtttg tagccagaat taaaggattt
  1408381 cagctttgtc agtgacatcc ccgccatctc agctgcctga gttagctcta tttgttgatc
  1408441 gacatcaacg cgagccagcg cacggtcttt gtcagtctca ggcaaggtta taccgtactt
  1408501 tttgctgttc ttgagtaaat cacccaaggc cagcattttt ggaacataaa ttgacgtttc
  1408561 acgcggaagc gacaatgccc aaaaatcggt cggtttgccc tttgccttat tggcttttat
  1408621 cgcttgcata actcggcctt caccgctgtt ataagctgcg actgtcaata accagtcacc
  1408681 gttaaacatt ttgttcaagc gttccaatat atcaagcgct gctttggtag aggcaacaac
  1408741 atctctgcga ccgtcatacc attgattttg cttcaagcca taatttcgcc ccgtacttgg
  1408801 cacaatctgc catagccctg cggcattggc ggatgatgtc gcgtgtgggt caaaagcgct
  1408861 ctccactatg ggtagcagta ccagttccat cggcatctta cgtttcttaa tctgctcgac
  1408921 tatcaggtac atgtacggct ctgcccgtaa tgttacatcg tggagatagc tcttattttt
  1408981 taagtatttc tgtttttgtt cacggatccg ggaattctcc ggaaccttca tcttcagctc
  1409041 gtctttgatg aagttccaca aatcttgctg cgcgtagctg ctttcacttt ccagccagcg
  1409101 cgctgaaccc tctcgggtgc tatttgtgta ctctcctgct tcactcgctt gacctgccga
  1409161 agacaaactc tgtgcgtgct gttcgggagc ctgcgcgtcc tgcttggacg tctggcaccc
  1409221 gacaagcaag actgaggcga gaagtatcgc tttggtcttc atgtgtgtgt caatgtggtt
  1409281 gcttaaaaga cgagcaatca tactttgctt cgataaaaaa cacaactaaa agctcaaaag
  1409341 ctgtcttttc gggagcgtaa ttcgcagaaa acagagacaa gtgagtctgg aggcgaagtt
  1409401 gttcctattt ttctttgtaa atcaatgtca ttgcaacgta aaaaaacatt aattttgcgc
  1409461 tcaaattgca attttacggg caggctaggt aggttttttg accgtaattg ctcaatttgt
  1409521 tgttgatatg tagcaatatc ttgatcagca ggcaaaattg cgtgggcaaa cttaagattt
  1409581 gagagagtat attcatgtgc gcagcatatt aaggtttcgt cgggtaactg cgcgagtcgt
  1409641 tgaattgaag cgtacatttg ctctggtgtg ccttctaaga gtcgcccaca gccagcagaa
  1409701 aacagggtgt ctccacaaaa aagataagga gaactgtagt atgcgatatg acctagagta
  1409761 tggccgggga cggctataat ggtgtaattt tgtccggcaa tggtgaggct atcgccatca
  1409821 ttaacaatga cggtggcccc ttttttcgca gtttcttgtg gcccatagac gggaatatcg
  1409881 gggaaatggt ggcgtaaatc agcaaccccc cccacgtgat cgttatgatg atgggtcaat
  1409941 aatatggctt gtggcacata ttggccttgg gccagcgtgg ctagaactgg cgctgactca
  1410001 ccagggtcaa cgataacaca gtgtttttgt cgattagcca gtagccaaat gtaattgtct
  1410061 tgaaatgccg gaatgctgat aagattcatt agatacctct cgttggcaac agcttgaaag
  1410121 aagataataa aatatgaaac cagcgcaaat acgccaaaat attgagacac ctgcatcttg
  1410181 ggctgaatta ccttgggggg aatattaccg cgcggcgctt gaacagcaac tgcaaccctg
  1410241 gtggccaaaa ttttttggtt ttcacttgct gaaggttggt catttaagtg ctgaaattgc
  1410301 cagcgataaa tgtgcgattg ctcatcaggt taatgtcggg gagtggggca aaaatatgca
  1410361 ggtgctcgcc agtccttatc agttaccctt tgctgaaaaa tcggtagatg cttgcttact
  1410421 ttcccatact ttggcttatg ccgctaaccc gcaccgtatt ctacgtgaag tcgatagggt
  1410481 attaattgat gatggttggc tggttatcag cggtttcaat ccattcagtt tgttaggctt
  1410541 gggaaaattg gtgccggtat tacgtcagcg acagccatac atcagccgga tgtttactca
  1410601 aatgcgtttg ctggattggc tgagtttgct gaattatgaa gtagtacatt tatcgtgctt
  1410661 tcacgttttg cccttcaata agaacggtgg gcactttatc agtacccacc tgcctgcgtt
  1410721 gggatgtgtc aatctaatta ttgcccggaa acgcacggtg ccattgacgt tcaatccgat
  1410781 gaagttcggc gtacgtaaac cttggtttag ccgggccgtt ggtgcaacaa aaagttaccg
  1410841 ggatcaaccc tgagtcaagt caatcattcg aatgagtaag agccgctaac acgccaagct
  1410901 agtaggatta atcagggtta tagcccgtat catcgagtgt cggtgaatta gctccctgcc
  1410961 gggccagttc atcgcaacgt tcgttttctg gatgacccgc atggccctta acccactccc
  1411021 actgtatggt atggctctga atagctaaat ccagacgctg ccataagtcc acattgcgca
  1411081 ctggcttacg atcggctgtt ttccagccgc gttttttcca gttatggatc cattgagtga
  1411141 taccctgacg cacatattgg ctatcagtac ttagggtcac ttcgcaaggc gaggtcaatg
  1411201 cctcaagcgc cacaatggct gccatcagtt ccatacggtt gttggtggtc aaataatagc
  1411261 cggcactaaa cgttttttcg tgttgtttgt aacgtaaaat tgcgccatag cccccagggc
  1411321 ctggattacc gaggcaggag ccatcggtga aaatttctac ctgtttagtc atctctggta
  1411381 gactcttcct atctgtttaa acgtcaagtc tgacataaac gagcgctgtg agcactgcaa
  1411441 tatgatcatt acaccgacca gacagattgt tctggatact gaaactaccg gtatgaataa
  1411501 gcttggcgtt cattatgaag gccatcgtat tattgaaatc ggtgccgttg aagttatcaa
  1411561 tcgccgcctg accggcagaa atttccatgt atatgtgaag cccgaccgtt tggttgatcc
  1411621 agaagcttac ggggtgcacg ggatcagcga tgagtttttg gctgacaagc caacatttgc
  1411681 tgatattacg ccggagtttt tagattttat ccgtggcgct gaattagtca tccataatgc
  1411741 tgcgtttgat atcggcttta tggattacga gttccggatg ttgcagcaag atattccgaa
  1411801 aacggagacc ttctgtacta tcactgatag cctgttgatg gctcgccgct tatttcccgg
  1411861 taagcggaat aaccttgatg ccctgtgtga tcgctatcag atagataata ccaaacgaac
  1411921 cttgcacggt gcgttacttg atgccgagat tctggctgaa gtttatttag caatgactgg
  1411981 cgggcagaca tcgctaactt tctccatgga aggcgaagtg tcgcagaata acgcgtctga
  1412041 agatattcaa cgcattactc gcccagcatc ggcattgaaa attatctatg ctaccgagga
  1412101 tgaattggct aatcatgaat cccgtttgga ttttgtgatg aaaaagggcg gcagttgcct
  1412161 gtggcggatg ccgcttgagg cagaagaaga gacaaaagca gaataaaagc acactcagat
  1412221 gaaaaactgt gcaaatggct tatttcactg gaaaaagtgt tgacgccatt ccgttctaac
  1412281 cgtactatcc gtctcgttct taaccggaac agcagcgtgg tgcggtagtt cagtcggtta
  1412341 gaataccggc ctgtcacgcc gggggtcgcg ggttcgagtc ccgtccgcac cgccaaaatt
  1412401 tagaagccct gagttaagta ataactcagg gctttgtcgt ttctgcttaa ctcaatcttt
  1412461 gcctatttca gggcgtataa acagagccgc attgttcggc aatgggtcat tgcgtgcaat
  1412521 aaagcgataa atactcccgc caagaaacgc cccgataaac caactgaaac tggagatctg
  1412581 ctgtaggttg gggatgaaaa tgatcatcaa gccaatggcc actgcgggca gtaacgccat
  1412641 aatcgctttc ggattaaaac ctccgcgata ccaataacgt cctgatgatg aagcattaaa
  1412701 cagatcatct acatataatt ggccgcgttt aatcagataa aaatcagcga ttaaaatacc
  1412761 aaatagcggc cccataaagg cacccagcac gtccagggtg tagtggataa tgattggtga
  1412821 ttggaacagg ttccatgggg taagcaaaac tgaacctacc gcagctatca tcccaccagt
  1412881 acgaaagttg attctttgtg gtgaacagtt agaaaaatca aaggcgggtg aaacaaagtt
  1412941 tgcgacgata ttaatcccga tagtggcgat aatcatggtc agtagaccta gagcgatagc
  1413001 cacgccattg ccgacgcggg taacggtctc gatagggtcg gtaatcattt caccgaacag
  1413061 cgactgtgag ccggagacaa tcaccacggt gacgagagag aacaggagga agttaaaggg
  1413121 tagcccccat cggttgcctc ggcggatttc ctgcatactt ttgccatagc gggagaaatc
  1413181 accaaagttc agtaatggcc cggcaaaata agagacgacc agcgcggttg ccgtcagcat
  1413241 ctgccagacc tgttctgatg ggcttaagat tttactggcg agggtgaatg aaatgttact
  1413301 ccagccggtt tgatagacaa tccataacgc caatgacagc atcacgacat agactgccgg
  1413361 cccggcaaaa tcaataaagc gcttaatcgc attcatccca tgccagaaca ccatcgcctg
  1413421 cagtacccac ataatggaga aacagatcca gccgagggtg gataacccta gccattggct
  1413481 ctgagccagg gggatcaggc tggggaagaa tttcagcatc acgagcataa aagcattacc
  1413541 cgccagatag gtttgaatgc cataccaggc aacggcgatc agcccacgga taacggctgg
  1413601 gatatttgct ccaaataccc caaaagattg tcgacagata acggcatagg gcacaccggc
  1413661 tatctggctt ggtttggcca ccagattggc gcaaatttgt acaatgcaaa taccgactaa
  1413721 tagcgataac agcacttgcc aactggatag cccgagagca aagaagctgg cggcgaccac
  1413781 ataacccccc atgctatgca catccgtcat ccaaaatgaa aagatattgt accagcccca
  1413841 gttctgctta cgagttgggg ccagatcttc attagtgagt ttgggactgt agtgggggtt
  1413901 aatgctgcta gccgagattt tttcattatt tggcataaag cgcgttcctt ccaaaggcaa
  1413961 cattcagatg atgtgagaca aggtttgtcg aacctcacat gagaaatatt tacagagtta
  1414021 gggctagaga tatttgcaga actcagacta aaaattgttg tatcagcgga acgtaaatga
  1414081 attttatgta caattaacat acaatttata tacataacac atacaatctg tgtgtttttt
  1414141 atatacaatc agggaagggt tggaaggcaa caaagggatg gaaggcaaca aagggataga
  1414201 aggcagcaaa ggtgatgatg tgggatgtct tgccgtttca acgagtcagt ggatagacat
  1414261 aatggagtat gccaatgcat gagactgaac ttaatcatga ttatccacgg gatttggccg
  1414321 gttacggtgg ccaaccccca gtcgctaact ggccggggca ggcacgtatt gcggtgcaat
  1414381 ttgtcctgaa tattgaagaa ggtgcggaaa ataacgttct acatggcgat gcgggatctg
  1414441 aacaatttct ttccgatatt atcggtgcgg acagttatcc cgataggcat attgtcaacg
  1414501 acggatgaaa agtgatccac ttatatctcc accaacggcc caatattgat ccaccgtttt
  1414561 actcaggatt agcttctgct ataaccccgg cctttcgttt ctgtccgagt cgatagcttt
  1414621 ctcctttgat ttgaacgaca tgtgagtggt gtaagatacg gtccagcatc gctgaggtca
  1414681 gtgctgcatc accggcgaac gtttgatccc actgcccgaa cggcagattg gatgtcagga
  1414741 tcattgcgct cttttcgtaa cgtttagcga tgacctggaa gaacagcttt gcttcttcct
  1414801 gactgaacgg cagatagcct atttcatcaa tgatgagcag gcggggggcc attactccac
  1414861 gctgaagcgt cgttttataa cggccctgac gttgtgccgt agataactga agtaacagat
  1414921 ctgctgctgt tgtgaagcga actttgatac ctgcacggac tgcttcatag cccatcgcta
  1414981 ttgccagatg ggtttcccca cacctgatgg ccccagtaat acgatatttt cattacgttc
  1415041 tatgaagctg agtgagcgta acgactggag ttgcttctgc ggtgctccgg tggcgaatgt
  1415101 gaagtcatac tcttcgaacg ttttcaccgc cgggaaggct gccattcggg tatacatcgc
  1415161 ctgtttacgt tgatgacgtg ccagtttttc ttcatgaagc agatgctcca ggaagtccat
  1415221 ataactccat tcctggtcta ctgcctgttg tgacagcgca ggcgctgcgc ttataaggct
  1415281 ttccagttgc aactgcccgg cgagcgccat cagtcgttga tgttgcagtt ccatcatcac
  1415341 gccactcctc tgcagaatga gtcgtagatg gagagtggat gatgcagggg gtgtttgtcg
  1415401 aagttcacca gattttcatc aagatgcacg tcatactctt tttctccgga ggcagtgcca
  1415461 gcatggactg ctgctcttcg agccagcgat cgcagggacg ggcctggatt gtttcatgct
  1415521 ttcgttggtt agcgacatcg tgcagccagc gcagaccgtg gcggttggct gtttcaacat
  1415581 cgacagtgat ccccatcggg cgcaggcgag tcattagtgg gatgtaaaaa ctgttacggg
  1415641 tgtactgcac catccgttcc accttacctt tagtctgtgc cctgaagggg cgacacagtc
  1415701 ggggagagaa gcccatctcc ttgccgaact gccacagcga aggatggaac cggtgctgac
  1415761 cggtctgata tgcgtcacgt tgcagaacca cagtttttca tattgtcata caacacttcg
  1415821 cgcggcacac caccaaagaa gcggaacgca ttacgatggc aggtctccag cgtgtcataa
  1415881 cgcatattgt cagtgaattc gatgtacagc attcggctgt atccgagaac agcaacgaac
  1415941 acgtgaagcg gtgagcgacc attacgcata gtgccccagt caacctgcat ctgtcgtccg
  1416001 ggttcagttt cgaaccgaac ggcaggctcc tgctcctgag gaaccgagag agaacgaatg
  1416061 aatgccctga gaatggtcat tccgccacga tatccctggt ctctgatctc gcgagcgatt
  1416121 accgttgccg ggattttgta aggatgagca tcggcgatgc gttgacgaat ataatcccgg
  1416181 tattcatcca ggagtgaagc aacagcaggt cgcggcgtat attttggcgg ctcagatttt
  1416241 gcctgcaaat aacgtttaac ggtattgcgg gagatcccca gttctctggc aatcgcccgg
  1416301 ctactcattc cctgcttgtg caggatttta atttccataa ctgtctcaaa agtgaccata
  1416361 aactctcctg aatcaggaga gcagattacc ccctggatct gatttcaggc gttgggtgtg
  1416421 gatcactatt gcaccgttcg ttacacatat gtcgatggag tcactttacg aatatggaac
  1416481 tcgtgctggc ttctggcgta tccatcagga gtttgtttct cgggggctgc ctatgacggt
  1416541 ctttggtgtc gccatggcat tggagcgtaa tccattgatt gtcgaagcga ttaagtgtgc
  1416601 gggttatgat gtggtttgcc atggctggcg ttggctccat tatcaacacg tcgatgagca
  1416661 aactgaacgt gagcatatgc agcgggccat caagatatta catgatttat tcggccaacc
  1416721 ccctgcaggc tggtataccg ggcgtgatag cccaaatacc cggcggctgg tggtggagaa
  1416781 tggtcacctt ctgtacgaca gcgattatta tggcgatgat ttgccctttt ggtcgcaggt
  1416841 caggggagtt gatggcagta ccaccccaca tctggtcgtg ccttatacac tggatgccaa
  1416901 tgatatgcgt tttgcctcag cacagggatt taactccagt gagcagtttt atacctattt
  1416961 aaaagacagc ttcgatgtgt tgtacgcaga gggtgaaact gcacctaaaa tgatgtcagt
  1417021 ggggatgcac tgtcggttat tagggcgccc tggacgtttc cgggctttgc agcgcttttt
  1417081 ggattatatc cagcaacacg aaagggtgtg ggtttgtcgg cgtcaagaga ttgcggagca
  1417141 ttgggttaaa catcacccgt ttgaaggtat caatggccgg tagggataaa aaacagatac
  1417201 ccgaaagtat ctgtcagact gctgacaaac cccgatgacg cgatcttgaa cggtgaggat
  1417261 aggcagagga gtaaagcgtc cgcgccaagg atggcgcggc tcgagcctac atggatgtat
  1417321 ttacggcgtc tttacgatct gcctgttctc tccgtcgcgg gcactttgtc aataacctca
  1417381 cagatacccg aaaatatctg ttttctctca acttactgcg ccgtttggga attagccgct
  1417441 tcagccgcgg tttttaccca accatcgaag gtcgcctgat gagcgttgat ccagccattt
  1417501 acatggcgtt caatatcggc atctgaggat tcaccactgt gcatccgcat gttttgagca
  1417561 ttcacatcat taatagataa tttcatgata gagaaaagct tggcggctgc cggattggct
  1417621 tcagcccatt ttttgttcgc cacaatatgc atgacgctag gtgggaaacc atagttcgcg
  1417681 ccattagaaa gctgggtatc gatagttttg tctggcaagg aagagaaggg aacttgtagc
  1417741 cacacgacat cacggcccgg caccaatacg tcactgaccc aataaggcgt ccaagtgtaa
  1417801 tacagaatgg gcttgccttc tttgtaacgg gtaatggtat cggcaatcat ggcggcatag
  1417861 ttaccctgat tatgggtcac cgtatcgctc aggccgtaag ctttgatctg atggttaatt
  1417921 ggggcctcac aaccccagcc ggggttacag ccggtcagat cggctttgcc atcattattg
  1417981 gcatcaaaca atttggctat tttcgggtct tttaactgtg caacattggt gatgttgtat
  1418041 tggtcggctg tttttttatc gatcagataa ccctgtgcca agccttcaat atagttaccc
  1418101 tgccggtaaa atttagcatc accaccggct gcattatatt gatcgttatg cagtggcacc
  1418161 caatttaccg ccagataggt tgcatcacct gcagcaatgg aggagtaggc gacattgtaa
  1418221 tcgacttctt tcgtgggttg gacgtcgtaa ccgagttttt ccaacgcttt attgaccagc
  1418281 gaggtctgga aggtttcttc cgaaatggtg ctttgcagag gctggacggt gatacctttg
  1418341 cccggcaatt ctgctgcgga taactgagag ctgatcagtg tggtgagggc caaggcccag
  1418401 attcctgtcg tgcgcatagt ttttcctttt ttaagctatt ttatttgagc gtaattaatt
  1418461 gaaattattt gctgttacag aagggtttgg tgagcaaccc aacaggccct gtggtatacc
  1418521 agcgaccagt gcctttactg cggcgatcac gacctaatga ttgggttaag cgatccaaaa
  1418581 taatggcgag gatcacaata ccgacgccgc ctacggcagc cagccccata tccagacggc
  1418641 caataccgcg caggaccatc tgacctaaac cacccactgc aatcattgaa gcgataacca
  1418701 ccatggacaa tgccagcatc aacgtttggt tcaccccagc cataatggtt ggcatcgcca
  1418761 gcggtagctg tactttgaac agcaactgac gcgggttggc accaaaggac tccgctgctt
  1418821 caatcagatc ttccggtact tgtttgatgc cgagaatggt caggcggaca atagggggca
  1418881 gggcaaaaat aatcgtcacc acgacaccgg ggacgttacc gataccgaac agcataacga
  1418941 tggggaccag atagacgaac gcgggtgtgg tctgcattgc atccagtaag ggccgaataa
  1419001 tccgggcggc attattgctg cgcgccagcc agattccgag ggggagccca atcagaatac
  1419061 agaagaacag ggaggtcaga accagtgcca aggtcaccat ggcctgcgac catgcgccga
  1419121 tagcaccgat ggcaatcagt gatatcaagg ttgccgcgcc catactgagc gtggaaaact
  1419181 gccaggctat cagggcgaaa actaaaatcg ctacgggtgc gggcatcccc agtaacaatg
  1419241 tctgaaagcc gctgaggata aaatcaaccg gtacgcggat cccctgaaac agcggacgaa
  1419301 agtgcagaac gacccaatca ataccttggg taacccacga gtccagtggg atccacgtat
  1419361 tctggaacgg gtccatcagg ctgaaatgct ctggtgctgg ggtaggtgcg ctgttcaacc
  1419421 aatcggtatt ttgtgcggcc tgagacgccg cctcatgcgt tgcagaccct acgctattgc
  1419481 ttccctcggc catgcttgct ccccatgggt cagcagcggc tgacaggctc tgaggtgcac
  1419541 tatcggtaac cgtgggagcg actgatgttg ccgtatcagt tgcccacgga ttattgactg
  1419601 tttgttcgtt cacctgaatt tgatcactca tttggcgtct ccttatctag ggcctgcaag
  1419661 agcatggctt ttgaaataat accgatatag ctactgtctt caccgatcac cgggaccgca
  1419721 cacggagcct gtgccaccaa tgaaatcagc tcactgaggg gcatatcagc aggaacaggt
  1419781 gcgggttcag ccagcaacgc gctatccaac ggttgatgtt ctgccaatgc ttttttcagt
  1419841 gattctatcg atactacgcc aatgaatttt tgaccgcgtt ccagcacata accgtaatca
  1419901 cggttttcat cctgaagcag ttttaacgct gaacgcgggc cgaaacccgg tgttttacgg
  1419961 attaatgaag caggacgacg gcgggcgata tctttggcac tgaagacatg agtaatatcg
  1420021 acaccacgga agaaggtacg cacataatca ttggctggat tattgaggat ctcatccggt
  1420081 gtccccactt gcacaacttc accaccttgc ataatggcaa tacgatcgcc aatacgcata
  1420141 gcttcatcca ggtcatggga aataaaaaca atggttcgct gatgcttggc ttgtaacttg
  1420201 accagctcat cttgcatttc ggtacgtatt aaggggtcaa gggctgaaaa ggcctcatcc
  1420261 attaatagga tatccggatt attggccatt gctctggcta agccaacacg ctggcgcatc
  1420321 ccaccggaaa gttcgtcagg ataggaattg gcatagctat ccaaactgac ctgacgcaat
  1420381 gcttctaatg ctttttcatt gcgttccagc aatgggatgc ccgctaattc catgccaaat
  1420441 gcggtattat ctaatacatt taaatgcggc attaatgcaa aggattgaaa taccatactg
  1420501 atcttattac ggcgtacggt gcgcagggca ctgtcagata ttttggcaat atcttcacca
  1420561 tcgatcagta cttcaccacg ggtgggttct atcagacgat tgagaaggcg taccagtgtg
  1420621 gatttaccgg aaccggataa ccccatgatg acgaatatct cgccttcttc aatggccaga
  1420681 ttggcatctt tgacaccaac ggataaaccg gttttggcaa atatctgctc tttattttta
  1420741 cctgattcaa gcagtttaaa agcccgttcc ggatgttcac caaatacttt atataagttc
  1420801 tttacttcga gtttaattgc catgcagtag gtatatccct ctgtcagttt taaatttttg
  1420861 tttattcgaa caatgttatc ctgatgaaaa tataaaacgc tatataccct aacacagtga
  1420921 gaatctgaga caaccctcaa ttttcttata tgcgattttt attttctctc attactaata
  1420981 tatggctttt agatgggtgt atatatctat gttaataatg tgttttttag ggtttattaa
  1421041 ccgttgaata ttggcacaaa gaattaaggg taattaggcc gcgagtcggt taattgtcat
  1421101 gtatatatct gtaatgtatt tcgctataag atgactgatt atatccttct tctatgagtt
  1421161 catgtattgc atgatatttg tgcgatatta ctcattcgac acgttcgtta tacgtccttg
  1421221 ttgcgttcgg tgtattcccc ttgtgctctg gcctgaatgc caataaacag atgataatag
  1421281 ttaaattcag cacataacat gctcattaag caggctatag cgaagtgaga tgatggcggt
  1421341 catatagccg taaatgcgac gacttacggc ggtaagcgat aaggcatatt agggggcgat
  1421401 tggctaactg cctattgggg ctgagtctcc ccctttttta tctagaatat ttcctttttt
  1421461 atctagacta aaaaggaggg ccgccgtgtg gggaaatctt aaaaatccca atcttcgtct
  1421521 tcagtattga ccgctttacc gatcacataa gatgaacctg atccggagaa aaaatcgtgg
  1421581 ttttcatctg cgtttggcga caacgcggcc agaattgcag ggctgaccgc cgcctggctg
  1421641 gcgggaaata atgcctcata gcctaaattc atgagtgctt tattggcatt gtagtggaga
  1421701 aattttttta catcctctgt ccagccaacg tggtcataca gatcttcggt ataacgcact
  1421761 tcattatcat agagatcttg cagtaggtcg aaagcgaaat tctttatttc ctgacgatgg
  1421821 gcactatcta tttttcccaa ccccttttga aacttatagc cgatataata tccatggaca
  1421881 gcttcgtccc gaataataag ccgaataaga tctgcggtgt tggttaattt agctctactg
  1421941 gaccaataca tgggtaaata aaatccggaa tagaataaaa atgattccaa aaatacactg
  1422001 gctatttttt tcttcagcgg atcgtcatta tggtaatgct gtgaaataat atcagctttc
  1422061 ttttggagtg gcccattatc ctcactccaa cggtaggcat cgtctacatc tgatgtcaga
  1422121 caaagtgtag aaaaaataga gctataagaa cgtgcgtgta cggcctccat aaagctgata
  1422181 tttgaaaata tcgcttcctc atggggggta atcgcatctt taattaatgc aggtgcgccc
  1422241 agtgtattct ggatcgtatc caatagcgtg aggccggtaa aaacccggat agtcagttgt
  1422301 tgttcatgtg gcgtgagtgt cgcccacgac ggaatatcat tcgacagcgg gactttttcc
  1422361 ggcagccaaa aattagatgt caggcggttc cacacttcca gatctttatc gtcttcaatt
  1422421 ttattccagt tgatggcgct gatacgtgtt attggtttta ctacgttcat atcattgttt
  1422481 ccttaatcta tccgacctga ttaattcagt gctatctatt taccgtgagc aggaaagtta
  1422541 ccgtaaacag aaaagttacc gtaaacagaa aagttgccgt aaacagaaaa gacattacag
  1422601 cgaacaggaa acgcagccct cgacttcggt tccctctaat gccatctgac gtagccggat
  1422661 gtaataaatg gtcttgatcc ctttcttcca agcgtaaatc tgtgctttgt taatatcgcg
  1422721 ggtggtagcg gtatcacgga agaacagcgt cagagagagg ccctgatcaa catgttgggt
  1422781 cgctgcggca taggtatcga tgattttttc aggcccgatc tggtaggcat cttgataata
  1422841 ttcaaggtta tcgttggtca tatagggtgc gggataataa acacggccta ttttgccttc
  1422901 tttacggatc tcaatcggag agacaatcgg gtggatactt gatgtcgaat gattgatata
  1422961 ggaaatagag cctgttggtg gcaccgcctg taggttctga ttataaatac cgtgttccat
  1423021 aacggattgc cgtagcgcga tccaatcttg ttggtttggt atggcaatac cggcatcggc
  1423081 aaacagtgcc tgtactcttg ctgtttttgg ctgccagctt tgctcgatat atttgctgaa
  1423141 gaaagcaccc gaagcataat ctgattcatc gaagcctttg aaatggctgg cccgttctat
  1423201 tgccaactgg tttgaggcac ggatcgcgtg atacgccacg gtataaaaat agatattggt
  1423261 aaaatccaac gcctcttccg agccgtaaaa aagacgctcc cgcgccagat aaccgtgcag
  1423321 gttcatctgc ccaaggccaa tggcatgtga ttcttgattg cctttttcaa tggatggcac
  1423381 tgagcgaata ttgctcattt cagatacggc agtgagccca cgaatggcga tctcaatgga
  1423441 tttaccaaaa tcgggtgaat ccatcacctg cgcgatattc agcgagccaa gattacagga
  1423501 gatatctttc ccgatacggc gatagctgag gtcttcgtgg tattcagtgg gggcgttgac
  1423561 ctgcaaaatt tccgaacaca aattactcat attaatccgg cctttaatcg gattagcgcg
  1423621 attaaccgta tcttcaaaca tcatataagg gtagccagat tcaaattgga tctcagccag
  1423681 aatttggaag aactcgcggg ctttaatttt gcttttgcgg atgcgtttgt tatccaccat
  1423741 ttcgcggtat ttttcgctga tgctgatttc agacatgggc acgccgtaaa cctgttcaat
  1423801 gtcataaggt gaaaacaggt acatttcttc attattcttc gccagttcaa aagtgatatc
  1423861 cggtatcacc acccccaacg ataaggtctt aatccgtact ttttcatcgg cattttcccg
  1423921 cttggtatcc agaaaacgca aaatatctgg atgatgggca tggagataga ccgcccccgc
  1423981 cccctgacgg gcacccaact gattggcata ggagaacgcg tcctccaaca ttttcattat
  1424041 cgggataaca cccgaagact gattttcaat ccgtttgatg ggagcaccca cctcacggat
  1424101 attgctgagg aggaacgcca cgcctccgcc acgtttagag agttgcagtg ccgagttaat
  1424161 cgagcggcca atggattcca tattgtcttc gatacgcaac aggaagcagg agaccagttc
  1424221 accacgttgt tttttgccac aattgaggaa ggttggtgtg gcgggttgga agcggccaga
  1424281 gataatttct tctaccagtt cccgcgccag tgtctggtta cctgtagcca gtgtcagtgc
  1424341 gaccatgcaa acgcgatctt catagcgttc caggtaacgt ttgccatcaa aggtttttag
  1424401 ggtgtagctg gtgtaatatt taaacgcccc gagaaaagtg gggaaacgaa attttttgct
  1424461 ataggcttgc tggaatagac ttttgataaa gctaaaatcg tattgatcca gaacctcttt
  1424521 ttcgtaatat ccctcctcaa tcaggtaatc aattttttcc tgtagattat ggaagaacac
  1424581 cgtgttttga ttaacgtgct gcaaaaagta ttgccgtgcg gccagccggt ctttatcaaa
  1424641 ctggatacgc ccatcagcat cataaaggtt cagcattgca ttcagtgagt gataatccag
  1424701 ctcactgtcg gatgaatcga tgacgttcag ttttgtcgtt gccaaaattc agttactccc
  1424761 ttgcgaacgt ttgccacatc ttctgctgta cctaggagtt caaagcgata caggtaagga
  1424821 acctgacact tgtgggagat aatatccccc gccagacagt aggcgtcgcc aaaattagtg
  1424881 ttgcccgcgg caataacacc gcggatcaat gaacggttat gaacatcgtt caggaaccga
  1424941 atgacctgaa taggtaccgc gccaaccggg ctgccccccc catagctagg taccaacaaa
  1425001 atatagggct gctcaacccg tagcttttcc cgcgccccgg caatagggat ccggatggcg
  1425061 ggtagttgta acttttcgac aaaacgatgg gagttctccg agctgctgga gaaataaacc
  1425121 agcggattca tgtcatcgac ctcatcaaac actgaccgcc tgaaccagtg cattaatctt
  1425181 atccgggtgg aagcctgacc aatgctcatc tcctgccaca atcacgggaa cttgctgata
  1425241 acccaacgat ttgacatggt ttagtgcctg ttcatcttct gttaaatcaa tgatttgata
  1425301 tgagatgcct tgtctgtcga atgcccggta ggtggcatta cactggacac agtcaggttt
  1425361 gctgtaaata ataatgctca tgattcgtat ttacctttta tgttaaagga aaatcatccc
  1425421 cttcaggctg ctatggggtc cgtatgacgt accacggtgg cctatgatta tcatctgcgt
  1425481 attcatttcc gcaagtgatg acaaaatact atatgtagtg cttatttaat tcaaccacac
  1425541 tacatgtagt tatttgtgcc tatttaatcc gctattcagg gataaggccg tcagcacagg
  1425601 gctggcagca gaattttggg atggttagcc ggggaaaata ttttattgca gaacaaagaa
  1425661 gggggatcgt agagagggat ctcggtgatg agccgtgcta attttttact ggatcaaaac
  1425721 atttgctaga tcaaaacatt gactagatca aaacattgac tggacccgat catgacgacc
  1425781 aggctgtaca tttggttact tagcgaaacc aatgactcac ggaagggcaa atcttgttcc
  1425841 tctatgattt atttcaacgg cccattgggg gcttagcgaa acaaactctg aggatttgaa
  1425901 aatgaaaaaa gtattagcat taatggttgc cgccaccctg ggtctatctt cagttgcttt
  1425961 cgctgctgac acaacagcaa cggctacacc tgcggcaacc agtacgacag ccacagttgc
  1426021 tgctcaaact aaagcaactc aacatcaaaa acataaagtg acgaagaaaa ccacagaaca
  1426081 gaaagcacag gctgctaaaa aacacgagaa aaaagcatca gttcaaaaaa cacccgtgca
  1426141 gaaagcacaa gcagcgaaaa agcatgtgaa aaaagcatca gttcaaaaag cgcccgtgca
  1426201 aaaagcacag gcagcgaaaa agcaccataa aacggctaaa aaaccagtag cggcacccgc
  1426261 agcataaggt cgcccccaga ggttgtatca tcaggttaat cccaatcacc cacttaattg
  1426321 tgggtgtttt tttataagct tatcattatg attcattact cttggttcga acttattttc
  1426381 agcgcagtga tattgttggg gatcaccaat acgctgtttt gaccaatatt tttatctttt
  1426441 ttcgacgttc catttctgca gcattaaccg cttccattca cctgaatcac tgacgtaaac
  1426501 tattatttga ggtatagtca gttattgcat gtccattaat ttaagctaaa cgtaaattat
  1426561 ttagtttgat attttattaa cattacaatt attaatcata aaaaattaca taaatatacg
  1426621 ctcattgttt ttttgttaca aaaaagaaaa atcctaaata tcttaatgaa atgacaaatt
  1426681 tctgtttaat gtatgttttt aatgggatag taaattataa gaatacttaa aattaggaca
  1426741 atttatgtat ctgagacctg atgaagtcgc taaagttttg gaaaatgcgg gttttgaacg
  1426801 tgtatataca gttaatgaag cgtatggtta tcaaaaggga aggcattatg tttatgttaa
  1426861 tcgtgaatct tatatgggcc gaacagcatt aattattcat ccatctcaaa aagataagag
  1426921 cattgggttg tcgatgccta cagcattaat taaaaccagt aataaatata ttgaattccc
  1426981 tctctatttg gttggtgcta tcggtgagta ttatggtatt gcgcatggtt ttagttcaag
  1427041 agagttgtta ctgaatttct taggccggat gttcgaatag cgccatgata aggctgactg
  1427101 cctatctgat gtcgcgagaa aatcagataa taatgcagcc atatccacga tgctaatggg
  1427161 taggtaatag aacatcacta atgaagcagg gtgccgggtt ctggattaaa atgcagatta
  1427221 taatgacgcc gaaattgtgc caattcaaag gcatctaaat ccagttcggc aaaataaaag
  1427281 agcctgtcca taattctgtg taactgccac cgtattaaag gtgatcgctc aggcggtcac
  1427341 cgaactcgat aataaaacgg ctcatcgcta accgccagtt ctggatcggc atactccatt
  1427401 tttttgatgc atccttgatc gccaaataaa caaccttccg cactgagtcg tctgtcggga
  1427461 acactttgcg ctttttaatg gctgcacgga tcacgctgtt caccgattcg atggcattcg
  1427521 tggtgtagat agccttgcgg atatcgggcg gatagccgaa gaatgtattg agattttccc
  1427581 agtgcgtacg ccaacttttg ctaatttgcg ggtatttgtc gtcccaggcc tccgcaaact
  1427641 tatccagcgc catcagcgcc gcctcttctg tcggagcctg atacaccatt ttcaaaccgc
  1427701 tggtgacggc tttatagtcc ttccatgaca catatttcag gctgttgcgt accatatgga
  1427761 tgatgcacag ctggatgtga gtctgcggat aaacactgtt tatcgcatcc gggaacccct
  1427821 tcaggccatc cacgcaggca atcagaatgt cctgaagacc gcgatttttt agctctgtca
  1427881 gcacacttag ccagaacttc gcaccttcat tttctgccag ccacatgccc agcagctctt
  1427941 tctgaccttc agtgttgatg cccagcgcta ggaacactgc tttgtttatc acgctaccgt
  1428001 tctggcggac ttttacgaca atgcagtcca tataaacaat gggatacaga gcatccagtt
  1428061 ggcggttttg ccattcagca acctgctctt ttacggcatc ggtgacttta gatatcagcg
  1428121 tgggagacac atcggcgtca tacatctctt tgaaggtggc gacgatttcg cgggtggtca
  1428181 tgcctttggc gtacagggac aaaatctggc tgtccatctg tgtgatacgc gtctgatttt
  1428241 tctttatcag ctgcggttca aaggtgtttt cgcggtcgcg tggcgtattc agctcgattt
  1428301 cgccgtcgtc gcatagcagt gttttggacg aatagccgtt gcgggtattc gagcctgatt
  1428361 taggggtatt tttctcgtgc ccgaggtgtt cggtaagctc tgcatttaac gctgtttcga
  1428421 cggtaagctt tgttagcata cgagaaaatg cattaaggtc ggcttcggtt ttaagacctt
  1428481 tagccagttc agccgcaagt gctttaagtt tcttttcgtc cataatttgc ctgtctccgt
  1428541 tgttggagtg aagatatcaa aaacaggcaa ttacacaata ttgtttacag tctctctgga
  1428601 tcgttatggg aacagtaatg ggattgatga aattgacttt cgtacccgta atcggttgtc
  1428661 actcagtgtc tcccaacgcg tagcggataa tatgtcagtt aacctgaaca gcagccttta
  1428721 tagctactgg ggcaatcagg atgcatcaca acaatattcg gtgggtttta accattcact
  1428781 gcgctctttc tcttatacgg tgagtgcgat acgcaccagt aatagcggta atagcagtaa
  1428841 tggcgacaat gatcgggaat atgaaaatag ttatatgctc gcggtcagca tacctattgg
  1428901 cgggagtggg aagaataaac cgctgtttag ttcgctctcg accatggtta gccatagtga
  1428961 agccggtgat acacagttac agctgactac gagtggtagc cggggtgatc agaacgagtt
  1429021 gacctatgga ataggtacgt catatggcaa tcgtaatgat gcgtcttctg agcaatctgt
  1429081 gatagggaat atgggttatc agtcctcggt gggccaactg ggtatgacag cgtcagccaa
  1429141 taataatgca tcacggcagc tttctgtttc ggcaagcggc agcctggtgg ctcatcaggg
  1429201 cggcgtgata gcgggcccac gacttggcga tgcgcctttt gccatcatca atgctcaggg
  1429261 tgccggaggg gctaaagtgt ttaatggccg cggtgcaaag attgatagta atggatatgc
  1429321 gctggtgcca tcactgacac cgtatcggga aaataccatt gcgattgatt ataacgactt
  1429381 gcctgagaca gtcgatattc tggagaacca taaagtggtg gtccctagaa tgggcgcgat
  1429441 gatcccagtc aagatgaaaa caatgacagg taatccgatg atgcttattg tcagggatga
  1429501 aaataaagag tttcttccta tcggcactga tttattggat gcggatgggg tgagtcaaag
  1429561 tattgttggg caaggtggaa tggcatttat tcgtggatgg gatcctgtat cacaactgct
  1429621 cactgcaacc ttaaatggtg gtaaagataa atgtgtcatt aaacctgatg cgaaaatcga
  1429681 tactgctaca aagacagcgc aaataataca gttggaggtg atatgtcttc gtcgctaaaa
  1429741 aataaggttg cacaaaaacc tatcgcgtta cttcttttgc tgactacggt ttttattgcc
  1429801 cagtcacaac ccgcacaagc cgccagttcg tgtgcgggaa cggcggattg tcatattcag
  1429861 gtttcatttg gcggtgagta tgtagaggat acctgtgaag tcagtattaa tggcgcttca
  1429921 tctgccgagt cagtgtcttt accgacgcta tcgacaagta aattaaatat tgatggtgca
  1429981 gaagcaggta accaggcgtt tcaaattgca ttgaagctat gtccagcaaa taggtctgtt
  1430041 gatttacggt ttactgcggc ggattcgtcc agaaatccag atgtgataac aggcaattta
  1430101 caaaatgagc tggctgatga ttacagcaga aatgtacaag taagattaag taaagctaca
  1430161 gggcaacaaa tgttcgttgg tagagaaaat agtgttcagg aatatgtgat tcctgctaca
  1430221 ggtgaagaca tcactcatta ttttctagcg ggttattatg caaaaggaac taatgcggta
  1430281 acccctgggc aggtcaaagc gactgctggt attgaattgg tttacaaata agggggggag
  1430341 aacgtttagt tctatatttc catatgatct ctccgtggcg gttcagggag tttatttcct
  1430401 gatgatttta caatttgttt gaaattaagg catatatggt tagcaaaagt aattctcaaa
  1430461 agtttatcgc tcgaaaccga gcgccacgcg tgcagattga atacgatgtg gaaatatacg
  1430521 gtagtgaaaa gaaggttgaa ttacctttcg ttatgggggt attagcagat ttatccggta
  1430581 aacctcttga gcctttacct tcagtcgctg acagaaaact gttagatatc gatattgata
  1430641 atttcgatga gcgcatgaaa gcaatgaaac cacgtgttgc attcgccgtg ctgaatacat
  1430701 tgactgggga aggccagtta atggtcgata ttacgtttga gagtatggat gatttctctc
  1430761 ctgacgctat cgcgaaaaaa gttgattcat tgtctcaatt attagatgcc cgaactcaac
  1430821 ttgccaactt gcagacttat atggatggta aggctggtgc tgaggaatta gttatgaaat
  1430881 tgctgaaaga caaatcatta ctgacaacgc ttgcatccgc accgaaagca aaacaatccg
  1430941 ctgttgatac tccacagtaa gattgattaa gaagagaaaa acgatgtcca ctcaagacgc
  1431001 aaaaactaaa caagctacag tcgccagtgc gacggaatat agcgatttta atacattact
  1431061 gactaaagaa tttaaagcga agtctgagca aacgatagcc gcagtagaag gtgccgttaa
  1431121 aacgttggct gagcaagcgc tggctaattc ggtcacggtg tcagacgatg cttataaaag
  1431181 tattgcttcc attattgcag agattgatcg caagctatca gatcagatta acttaatttt
  1431241 gcaccaccaa gaattccagt ctctggaaag cgcatggcgt gggctgcact atttagtcaa
  1431301 taacaccgag actgatgaga agttgagatt acgtttcctc gacatttcta aagatgaatt
  1431361 acgccgtaac atgaagcgtt ataaaggtgt tgcttgggat caaagcccat tattcaaaaa
  1431421 aatctatgaa gaagaatatg gccaattggg tggcgaacca tacggttgcc tggtagcaga
  1431481 ctattacttt gaccatactg cacctgacgt tgacttgttg gcttcaattg gcaaagttgc
  1431541 cgcttctgcc cacgtgccat ttattacagg tgctgcaccg tctgtgttgc aaatggaatc
  1431601 ttggcaagaa ctgtcaaacc cacgtgattt gacgaagatc ttcactcaga atcttgagta
  1431661 tgccgcatgg aactcactgc gtcagtctga agactctcgc tatatcggcc tggcgatgcc
  1431721 acgtttcttg tcgcgtctgc cttatgggat taacaccaat ccggtagatg ccttccactt
  1431781 tgaagagacg actgatggcg cggatcacag caaatatgtg tggtcaaatg cggcttatgc
  1431841 gatggctgtt aacatcaacc gatctttcaa agagtatggc tggtgtacgc tgattcgtgg
  1431901 tgtggaaagt ggtggtgttg ttgaaggcct gccatgccat accttcccga cggatgacgg
  1431961 cggtattgat atgaaatgcc caacagaaat cgctatttct gaccgtcgtg aagcggaact
  1432021 ggccaagaat ggctttattc cactggttca cagaaagaat acggattacg cggcattcat
  1432081 tggcgcgcag tccctgcaaa aacctgcaga atattacgat tcggatgcaa cggcgaacgc
  1432141 caacctttcc gctcgtctgc catacctgtt tgcttgttca cgttttgcac attatctgaa
  1432201 gtgcatcgtg cgtgacaaaa tcggctcttt taaagagcgt gatgagatgc aacgttggtt
  1432261 gaatgattgg gtgatgaact atgttgatgg tgacccagct aactcttccc tggaaactaa
  1432321 agcgcgccgt cctttagccg ccgctgaagt gattgttgaa gaagttgaag gtaaccctgg
  1432381 ttactatcag gctaaattct tcttacgccc tcatttccag ttagaaggtt tgacagtatc
  1432441 cctgcgtatg gttgctaaac tgccttcgct gaaagacgta gcataattaa atagattaaa
  1432501 acagtacgtt gatgacgaga caatattctt tgccaacgta ttgtaagcat caatatttaa
  1432561 ctgtttcaag tcttgttata cagcagtaaa aggatgtgtt ttcatgctgt atcttgcatg
  1432621 ggacctttat tcattcaata ttgaatgatg tagtaatggt tgttcgtgaa gtatttcaat
  1432681 agtcaactaa aaactattct tatacttatt tatatcaaag gaaagggatg tgcctccgta
  1432741 ttcatatggg gtcttcctac actcgatgtt ttgcattgag tgacatttat aaaagtgcta
  1432801 gagaggatat tatggcgcaa gatatgttta tcaaaattga tggtattgaa ggtgagtctt
  1432861 tggatgccaa tcacaaaaac gaaatccagg tattagcttg gaactgggat gttgctcaac
  1432921 actcgaatat gcacagcggt tcaggtggcg gttcaggtaa agcctctgtt tcagattttt
  1432981 gcttcgcaca ttatatcgat aaagctagcc cgaacttatt gagctattgc ttgttgggta
  1433041 agcacattaa aaatgttcag ttcgtactgc gtaaagctgg tggcgatccg ctggaatatc
  1433101 tgacaattaa atttaccgat gtcatcatta ctcgtgttga tatggcgggt tctttggaag
  1433161 atgaaacgcg tccacgtgaa gaaattcgtt tctcattcac taagatgact caggactatg
  1433221 ttatgcagaa tgctgaaggc cataagtctg gcgttatttc tgctaactac gatgttaaag
  1433281 ctaacatgca cagctaatta agttgagcat gtcgctatca aacttgccac ctttggggtg
  1433341 gcaggttttc ttaataagtg gtttgagtga catatacgac aggtacatcg tcctaactta
  1433401 tgttacaggc tttatccaca atacgtgtaa aaggacatac agaagcgtca gcgtgcaggg
  1433461 atgtcaatga gccccgtcat gatgccgtta atctgtagct gaaaatatta ttgtggataa
  1433521 ggcttaacgt ttttttaatt aggctaagta tgattttaat taggctaagt atgaataaaa
  1433581 gtatccgagg ggtttaccgg gcgacacagt acttattttt ggtactggta acgttattga
  1433641 cgatagcctg tagttcaaaa gtgcaacctg aaaaggctga aaagcttacc gtcgaaatcg
  1433701 cgacagcagc ggatattaat ccgaatgata aaggggtggc gaacccgcta aggattgcac
  1433761 tttatacact caagagcacc gatgaatttc agtcgagtga tttcttcact atcactgaag
  1433821 aaaatacgcc atcgctaaaa gaacaaatgg ataacgtgtt tgaccggatt atgttgccaa
  1433881 gcgagaccaa aaaaatagag ctgacacttg atgctggcgt tactgctatc ggcatcgtgg
  1433941 ctgcttatcg tgaaattgaa caggcggagt ggaaagcggt tatttatccg ttgcccaaaa
  1434001 aacgcgtgga tccttggtat aaaaaaatgt ggccagggca agaccaacaa gatccgatca
  1434061 tgaaggtacg cgttgagcgt ctgtcaatat caattaaaga aatggattaa gccgtgagaa
  1434121 ctaacaaagt cgtttggagt gaggggcttt ttcttcgccc acaacttttt caacagcaag
  1434181 agcgctatct tgaatattac gcccataagc gagctgcaac gataacccca ttcttttggg
  1434241 gatttgcgca atatgaaatt gatagagaag cactctcgta tggcaaatta gtattgcgat
  1434301 ctgggaaggg cgtgttaccc gacggtacac catttgatat tcccggccat gctgaattgc
  1434361 ctgaaccgct cactatcacc ccagaacatc tgggtaagtt gatctatctg gcggtaccac
  1434421 tgcgcctgga taacagtgat gaaaccattt ttgatgagca cgatatgagc tcattggcac
  1434481 gtttttacgc ctatgaagct gcgctcaacg ataccaatgc cattcggcaa gggccgaagc
  1434541 cggtacaact gtcaagatta cgtctcagat tagtctcaga aggtgagatg acagaatcat
  1434601 ggattgggct gccattaacc aaagtcagag cgattcagcc tgatgggagt gtcttgctac
  1434661 acaccgaaga ctatattcct ccggtgacgg gttatgccgc aagttcattg ctgtctgaat
  1434721 ggctaaccca tcttaatggt ttggttaaaa tgcgcgcaga gatgttggcc aatcgcttgt
  1434781 caaacagtga tgggaaagcg agcgccagcg cagaaattgt cgattatttg ttactgcaaa
  1434841 tttttaataa atatgagccg attctcgatc atttaaggca tattcctgaa ttaccgccta
  1434901 ttacgcttta tcaggaattg gctaagttct cgggggaatt atctaccttt atccggacca
  1434961 aaacccgccg accccgcccg gcacctggct atgatcatgc gaagctctat gcgtctattc
  1435021 gtccgttggt tgacgaagtt catgaactac tgaaccagat cttggtgcgt gctgggcaga
  1435081 tgataccgct ggagacgaaa ggcaatggcg tttggtctgc ctccgtactg cctaatgaat
  1435141 tacgctcgtt ttcaaatctg gtccttgccg ttcatgcgca attaccgatg gatgtgctac
  1435201 agcatcaatt ttcagtacaa acaaaaatca gcgcacctca gcaattgcat gaactggtgc
  1435261 gatcgcattt gccagggttg gaactacagc gtttgccggt accgcccaga caaattccgt
  1435321 atagcgcagg gtacgtttat tttgaattga taaaaaatgg ccccttctgg gacaaagttt
  1435381 ccaatgctgg tgccattgcc ctgcatgtgg cgggtgattt ccctgccttg aaaatggagc
  1435441 tctgggggat tagagattca tgagtgacag cagtgatttg aaccttggag gctcaatgcc
  1435501 tccttttgat agaagcagaa atgtggatga gagtccgcag gcattaggcc ggttcttgct
  1435561 tgatgagcca atgacatccc cagatagcac tcaggataat acggccttca ctagagaggc
  1435621 ccctcattct ggtgcggcac agcaatatga cacgaccctc ttacggggtg aaagtgtgca
  1435681 acagcgtgtc gctaaagtac tcgcatcttc aacgccatta ttggaagcgg cacagccact
  1435741 attacgtgcc ttgagcgaga tgcccgcgca tattggggat gtttcacagg ttcatatatt
  1435801 aaaacaaagc cttaaaaatg agatcaccct ctttagtgtg gtgtgtgatg aagcggatat
  1435861 ctcatggaaa aaaatggcta tcgtccgcta ttgcctgtgt actgcgttgg atgaagccgc
  1435921 tcacacgatg tcgtggggaa tgatggcagg ttggtcacaa agcaacctgt tgaaccattt
  1435981 tgaaggcgat aatgacggcg ggaataagtt tttcttattg gtcggccgtc tctctatgag
  1436041 cccgcatgaa tatgctgtaa cgaacggtgc aatagtgatc cacacccaac gcctgaaatc
  1436101 agatccaggg ggtaatctgc tctcctgatt caggagagtt tatggtcact tttgagacag
  1436161 ttatggaaat taaaatcctg cacaagcagg gaatgagtag ccgggcgatt gccagagaac
  1436221 tggggatctc ccgcaatacc gttaaacgtt atttgcaggc aaaatctgag ccgccaaaat
  1436281 atacgccgcg acctgctgtt gcttcactcc tggatgaata ccgggattat attcgtcaac
  1436341 gcatcgccga tgctcatcct tacaaaatcc cggcaacggt aatcgctcgc gagatcagag
  1436401 accagggata tcgtggcgga atgaccattc tcagggcatt cattcgttct ctctcggttc
  1436461 ctcaggagca ggagcctgcc gttcggttcg aaactgaacc cggacgacag atgcaggttg
  1436521 actggggcac tatgcgtaat ggtcgctcac cgcttcacgt gttcgttgct gctctcggat
  1436581 acagccgaat gctgtacatc gaattcactg acaatatgcg ttatgacacg ctggagacct
  1436641 gccatcgtaa tgcgttccgc ttctttggtg gtgtgccgcg cgaagtgttg tatgacaata
  1436701 tgaaaactgt ggttctgcaa cgtgacgcat atcagaccgg tcagcaccgg ttccatcctt
  1436761 cgctgtggca gttcggcaag gagatgggct tctctccccg actgtgtcgc cccttcaggg
  1436821 cacagactaa aggtaaggtg gaacggatgg tgcagtacac ccgtaacagt ttttacatcc
  1436881 cactaatgac tcgcctgcgc ccgatgggga tcactgtcga tgttgaaaca gccaaccgcc
  1436941 acggtctgcg ctggctgcac gatgtcgcta accaacgaaa gcatgaaaca atccaggccc
  1437001 gtccctgcga tcgctggctc gaagagcagc agtccatgct ggcactgcct ccggagaaaa
  1437061 aagagtatga cgtgcatctt gatgaaaatc tggtgaactt cgacaaacac cccctgcatc
  1437121 atccactctc catctacgac tcattctgca gaggagtggc gtgatgatgg aactgcaaca
  1437181 tcaacgactg atggcgctcg ccgggcagtt gcaactggaa agccttataa gcgcagcgcc
  1437241 tgcgctgtca caacaggcag tagaccagga atggagttat atggacttcc tggagcatct
  1437301 gcttcatgaa gaaaaactgg cacgtcatca acgtaaacag gcgatgtata cccgaatggc
  1437361 agccttcccg gcggtgaaaa cgttcgaaga gtatgacttc acattcgcca ccggagcacc
  1437421 gcagaagcaa ctccagtcgt tacgctcact cagcttcata gaacgtaatg aaaatatcgt
  1437481 attactgggg ccatcaggtg tggggaaaac ccatctggca atagcgatgg gctatgaagc
  1437541 agtccgtgca ggtatcaaag ttcgcttcac aacagcagca gatctgttac ttcagttatc
  1437601 tacggcacaa cgtcagggcc gttataaaac gacgcttcag cgtggagtaa tggccccccg
  1437661 cctgctcatc attgatgaaa taggctatct gccgttcagt caggaagaag caaagctgtt
  1437721 cttccaggtc atcgctaaac gttacgaaaa gagcgcaatg atcctgacat ccaatctgcc
  1437781 gttcgggcag tgggatcaaa cgttcgccgg tgatgcagca ctgacctcag cgatgctgga
  1437841 ccgtatctta caccactcac atgtcgttca aatcaaagga gaaagctatc gactcagaca
  1437901 gaaacgaaag gccggggtta tagcagaagc taatcctgag taaaacggtg gatcaatatt
  1437961 gggccgttgg tggagatata agtggatcac ttttcatccg tcgttgacat atgcggatgg
  1438021 tttagaggtt ttgctgcgca ttttagggct cggttttgag gggcgctaca gcattatcga
  1438081 agatggtgat cggcaattaa ctaaaatacg ccaagggttg ctgacgctgc tccaaagtac
  1438141 ccgagacacg atcccaccgg cactttctcc gcatgggttg atcgcacatc aaaacagaag
  1438201 acggcggggc atttttgttc cggtgcgcgt atccatgctg ttgtgtggtt tcctcattgt
  1438261 cgcgaccttt attggatgta aatactttct ctcggtaccg gaaagtgact tgctaaaaag
  1438321 aatgggagca ttgcaacgtg tggttgtgac gccacccgtt gccgcaccaa aacttcgact
  1438381 gtctatttta ttaaaagatg agatagcgaa gcagttagtc agtgttgatg aaacgagcaa
  1438441 caacagcaaa gtcatcttta aaggcgactc tatgtttatg gtcggctcgg ataacgtcag
  1438501 acctgaaatg attgacgtaa ttaaacgcgt cgcgcaggaa gtgcatcgcg ttaaaggggc
  1438561 aatcctcatc gtcgggcata cagactctat gccgattaat aaacccggct tccctaataa
  1438621 ccaggtactt tccgaaaaac gcgcggccaa tgttgcacgc tatatggagc aggccggtat
  1438681 tccaaccgac aaaattcggt ttgagggcaa gggggaaacg caaccggtta gcagcaatga
  1438741 cgatgcgaca ggacgttcgc aaaaccgccg cgtagaaatt tttgttaatt attgagataa
  1438801 cgaatgtctt atttgaatcg attgttttct ggctgggcca tgaaacgcat attgctggtc
  1438861 ggctgcttta tattgctggc tgcggcgata tggtttctgg ggcctttcct cggctttggt
  1438921 gaggcgcggc ctctcgaaag ttatgaagcc agaattattt gcatcctgct ggcactgctg
  1438981 ctgatcttag gtttttggta cggcgcaccg cgctttgtca ttgccgccgt cgttgcctgt
  1439041 gctgcggtat gggtgattgg cccattcata ttagttggtg atgatcatcc tctgactgat
  1439101 gggatccgtc gcggcatcat tatcgccatc attgcattta ttacacttat ttatggcacc
  1439161 tggtgcttag tcaaagcatt ggcgaaaaat ccagcgttac tggataactt cattaagcac
  1439221 aagaaagcgg ccaagcctga agcggaggct gaactttctg aagttaatgc gatgatccgc
  1439281 aatggcatga actatgtgcg ccgtattcac agtggtattc cggcctggcg acgtttcttt
  1439341 atctccaacc gttggcgcac agaactgcct tggttcatgg ttgtcggtat gaaaggtgca
  1439401 gggaaaaccg cccttatcct ctcttcagga caggactttc ctttacctga gcagctgaat
  1439461 cgtattggca aagaaaaccc acccactcaa cattgtgaat gtttgttctc taatgacgcc
  1439521 ctgtttttag acacttcagg gaaatacatt gatgacagca aagataatca gactgagtgg
  1439581 accgggatat taaaggcact caaaaaatat cgtccggtta aggcaattaa tggtgtcatt
  1439641 gttgcgattt cggcatccga tatcttgggt aaaagtaaag ctgatttact gaatgtgtcg
  1439701 gcgacgctac gcacgcgttt ggatgaggta cgtgcggtct tgggcgtccg tttcccggtg
  1439761 tatgtcacga ttacaaaact ggatcaaata tcgggttttg atgaatattt ccgtaattta
  1439821 acggctgaag atcgcgagca aatttggggg gtgactttcc cttataacga ggcgaaagag
  1439881 caatccgata tgccacttca gcaacgtatc agccatgagc tggcactgct tgaggatcgt
  1439941 atcagcaata atatgcacgt ccgccagcag gaagagtatg ccgtggcgga cagaaaaggc
  1440001 atgtatgcac tccctcagga tttcaggatg ctctcccaga gggtaacgga agttttacag
  1440061 aatgttttct tcgcctcacg ctttgacgaa acaaaatttc acacgaccct gagagggatc
  1440121 tattttgtca gcagttgtca gcctgcggat gttgaactgt taaataacaa cacgctgatt
  1440181 caaaagtggc gtaacgttat taatcataaa aaaccgttat cgccagccga tttatcacaa
  1440241 aaaagtgata atgaagatcg gtttattagc gatgtggctt acgggaaaca atatttcctc
  1440301 aagcagttgt ttagcgatgt gattaccaaa gatgccgact tagtcagcta taacctgaaa
  1440361 gtacaatcca aataccgttt tcagaatcta ttgggacacg cggcttgtat tgggttggca
  1440421 gtttggctgg tttgggcctt cttggtcagc ttccagcata acgaggggta tttacaggcg
  1440481 accggtgcca agctgagtca gttagaaagc acggtgatga gttatgccaa aacgtccaat
  1440541 gagcagatct tacctgcgtt attgaacgcg acacagcagt tacccgagta cggtacgctg
  1440601 gatgtggcta accctgagct tgactggcgt tatggcttat ataccggtag cgcaatctca
  1440661 caaggtgcga acacgctcta tcagtttttc ttgcaaaaat atctcttccc aatggttgag
  1440721 aatcagagtg aggttacatt aagaaaaacg atgcactcag gtcagagcga agaggtttat
  1440781 gccgcgctga agctttattt gatgctgacg ggtgaaggta aatttgatcg tcaatatatg
  1440841 attgagcacg tgacccaaga ttggcagaaa agtggaaaaa ttgagcctta cgaagagaag
  1440901 agtattttcg tcggtcattt gaacacgctg tttaccctga aagactggcg gcagtatggg
  1440961 caaccggcag acagtgaact gattaagcag gctcgggcaa tactggcgga aaaaacagtg
  1441021 accgccagac tttgggggcg tattcaatcc cgcttattgg ccgatgcccc tgccaatatg
  1441081 acgttacgta aaatggtggg tgagcacgcg acacaggtat tcaccctgtc agatgatgaa
  1441141 ctactgcatg aagggatccc ggggctttat acctacgcgg gctaccatga ggtggttaaa
  1441201 aaaaaactga cacctttgct gatgttactt caggaagagg ataggtgggt gatggcgcaa
  1441261 tcgctgtcat cttctcttga ccccctgacg ttaagacaag atgttctggt gatgtattta
  1441321 caagggtatg ccgcttattg gaaacgcttt ctctccagtg ttcgtctgat ttctgtcgat
  1441381 gcggacagtg cagagtatgc tcaagggctg tctctggata ttgctttgtt aaggacgtta
  1441441 gtttcagaaa attcaccgct actcaattta gccaggcagg cggtaaaaga aacgacactc
  1441501 gccgaaaaag aaaaagccat tactgatgag ataaacatca gaacgcaagg gcaattactc
  1441561 agccaggcta aaaaattaca agaaacgatc gcgtttcgtg aaaataaact gattaaagag
  1441621 tgggttgata atcgttttga atccctgaga gtctttgtta atggggaaca gagtgctgat
  1441681 gtcacggggg gcaataatct ttctgttctt cagggaacgc agatgagccg aataatcggg
  1441741 acattaaacg atcaatatac ccgttttgtt gtttataaca gtgcctttga atatggcgat
  1441801 attcctccgt tatcccagga tggggaacgt attgcggtgg aatcacaaac atggccggat
  1441861 ccgtttagaa atattattgc accgttatta acgggctcat cccagaaatt tgaaaataaa
  1441921 gtgattactc acacgtccaa agcgattgat atgggggtgg gggaaatttg ccggaatacg
  1441981 ctgcaagggc gttacccatt tgctgaaagt gagcaaattg ttagtttgaa tgattttgag
  1442041 cgtttcttcg gtactgacgg tacggtggac agttatttca agaaaaactt ggagagtaaa
  1442101 gtcgacacgt cctcaatacc ttggcgttat aagggcagcg taagtagtga aggtttggcg
  1442161 ttctttgaac aggcggcaat gatcagaaac gtgctattta ataccaatga cggtaaaaaa
  1442221 atggcattag atttttccgt atcagtgcgt tatttagcac ccactatcac ccaacttatt
  1442281 atgaactttg atggtaatac tgtgcgttat tcccatggtc ccgtaacgcc agccttcttt
  1442341 aaatggccgg gtttacgtca aggcaccatt gtcagtttaa cggcccaacg ccagaaggca
  1442401 tccgcgatgc ccgatattct ttttcgcgga ccttgggcac tcttgcagtg ggctgatcag
  1442461 gccgatgaaa ttcgcgatga agcgaatggc aaacagacgc tgacttatct catggggaaa
  1442521 gatcgtgtcg agcttgaagt ctcaggttta acgcatggtg gtgaaaccat tagcgatctg
  1442581 ctgagagatt tcaaatgccc cagtgtcaat gacatgaatg gtatttggta agtgtacgca
  1442641 gatttaacgt gggtagcact cagtcggtat ttacccgctt cgcgacttat atgccctaaa
  1442701 tattcgagtt gcaggagcgc ggtaatagag tgagtgccag ttgtaacgat gcaatggatg
  1442761 ccatggactg acttggctgc gttgttcaag gaaagatatt tagatggctt tggaggcaac
  1442821 gcaggtatgg aaagataatg ggatctcaca agattgtaat gatgaacaga caattaaaag
  1442881 tgtcatgtac acttttcgat attaactaga cattaggtat tagtatgtca aggacaataa
  1442941 atttgagcag cccggctatg ccttatctat tgggtgagcc tgcgctggta ctgtctaagt
  1443001 tggaaggcga ggaagccttt tcgactttat attcttatac tattacggca aagacaccgg
  1443061 ctaacccatt aattccttgg caagcggctt caaatgtcga tctcaaatcc ttaattggta
  1443121 aagagatgac gattgaaatg gaactggacg gcaacggcct gggtgatgtg agaagtgtag
  1443181 gtaaaggcac gcgtgaaatt acggggctgg ttgagagagc cagatacatt ggtcgagatg
  1443241 ccaatcaggc catatttgag atcactatta agccttggtt ctacctggct aatttaacct
  1443301 ctgactttaa aatttatcaa aataaaaatg tcgttgatat tatagaggaa gtgttctcag
  1443361 actataattt tccgtttgag aaacggttgg ctacaaccta tccgatatta gattttcagg
  1443421 ttcagtacgg tgaaaccgac tttaatttcc ttcagcgttt gatggaagag tggggtattt
  1443481 actggttctt tgagcatcag gatcataaac aaaaattaat tcttgtggat catgtcggtg
  1443541 cgcataaacg ctcgttcagt accgcctacc atgccattga gtacttgtcg gatgagccta
  1443601 aagcgggcga agagtacatc acacaattcc agactcagga aaccttgacg agtgggacct
  1443661 gggtcaccaa cgattatgac ttcacgaaat cccgtgccga tattctggca atggacagta
  1443721 aaccgcgtaa aaccagcttt aacgatctcg agatttatca ctggccaggg gattatgatc
  1443781 agccagatat tggtgagcac ctttcacgcg tgcgtatcga agaacgtggt gctctgggtt
  1443841 cgcgggcggt cggttctggt caactgcgcg ggatagtttg tggtgctaac ttcgagctga
  1443901 aagggttccc cgttgataaa gcgaatcggg aatacatgat tatctccagc cgtttgacgg
  1443961 tggctgaagt tgatcaactg tctggcggtg aggatgcgtt tagttgcgag agttctttca
  1444021 cggttcagcc gacgaccaaa atctatcgtc acccacaggt gacaccaaaa ccgaaaacca
  1444081 atgggccgca aaacgccatt attgtggggc caccgggtga agagatttgg accgatgaat
  1444141 atggccgcgt aaaagtgcgt ttcgtttggg atcgctatgg cacaaacagc gagtcagact
  1444201 cttgctggct acgtgttagc caggcttggg cagggaacag ctttggtggg atctatattc
  1444261 cacgcattgg tcaggaagtc attgttgact gtattaacgg cgatcctgac cggccaatgg
  1444321 tgatgggcag cctttataat aacgtgacgc gtcccccttg ggacctgcct gccaatgcga
  1444381 cgcaaagtgg catggtcagt cgtaccgttg gcggcgggtt aaccaactat aacggcgttc
  1444441 gttttgaaga taaatcgggg ctggagcagt actgggaaca ggccgagcgc gatatgtcgc
  1444501 gtttgactaa aaataatgaa acgcaaatta tcggtgccga ttctgtcctg aatgtagggg
  1444561 ccaaccgaag tgaagttgtc ggggccaatt ataaccaaga tgttcttggc acatcaatgt
  1444621 tagccatcgg tgcagcctct atgctacagg tgggattggc gcgtagcgtt gtggttggcg
  1444681 gagcacattc actgaatgtg gttttggcga atgccaccaa tgtgggtggc gctaacatga
  1444741 ccaacgtagg ggggtttaat ggccttgcgg tggggggagc ccatcagaca gctgtaggcg
  1444801 gtgctgcgac actggctgcc ggcggcccta ttgctattgg ggcgggtggt gagcttatcc
  1444861 tcagtgggga tatcgtaaaa attgttggta aaagtaaggt tattattcag ggcggtgaag
  1444921 ttcacattaa ctctgatgat tgttgtggtc gtaaaacggg caatggcggc ggggcattcg
  1444981 gtgcctttgc gagcctggca ggtttattgc cgctggcggg tgctattgcc ttaccgctac
  1445041 cgttaccctt gttgccaata gtggtgccac cagtgacatc gccaccggat ccaacagtgc
  1445101 caccggatcc gacattgcca ccggatccga cattgccacc agatccaacg ttgccaccag
  1445161 atccaacgtt accgccggaa accacggcac cgccggaaac cacggcaccg ccagaaacaa
  1445221 cggcaccgcc ggaaccgacg cgaacaccgc cagggacgca gacgccaccg ccttgatttt
  1445281 atagataaaa ggtaagcatg ttctgcgtgg gaaacacacg tagagcatgc ggtctctgat
  1445341 ttttcgaacg gttagaattt aattgaggtg acgtatgttc agtgcggcaa aaatgggcga
  1445401 tgtgaccagc gatggtggtg cgatatgtac cggttcatgc gatgtgttca ttaacaatat
  1445461 tccggcctct aagctgggtt cgggcgcaac gtctacgttg gtaggcctga cggcgctggt
  1445521 aactggctct ggaacggtat ttatcaataa ttgtcccgcg acgcgttgta gtgataagac
  1445581 ggggtgtggc tcggttattg tcactgggtc gcccaatgta tttataggta actaatgcca
  1445641 atgctactgg tattaacttc acccaatact acgcaacagt atcggctcga taaatccgtt
  1445701 actgcggcca atgctgtctg ttttaaccta gagaaagggg ttttttctcc ccatcctgtg
  1445761 gggaatggac ataatgaggt gcagttttac tggcattttc atgaaccatt gattgttaat
  1445821 cacagcagca attttatttg ccaggtcaat ggcaagcaat tgaatgtggg tgaacaccat
  1445881 tctttgtctt ttggtaccga gatccagttc gggcacgtta gcatcacggc ggaaagagcg
  1445941 acagcacagc aggtagagga taattttgct gataacctgt ttatgctgac tggctctgag
  1446001 gaaccaggta aaactgacct accggaaatt gaagatatct tgtctcatgg cggtcactac
  1446061 atctcttatt tcgatgcagt agatgagacg cagtcatatg atcagcagga gccggatatc
  1446121 ctcaaacggt tggaagtgga gtacaagcgc tttctcttgt ggggagaaca aagccgagaa
  1446181 tttttagaaa aagatggaca gcaggtgaca aaattatctg cccgtgatga atatttggac
  1446241 aatatcaggg aacgagtcaa agacaaaacc ctgaccgagt gtattttaga ttccggtggg
  1446301 ctaattgata aagtgaccaa agagttgagt gctattaatt acctcgatac gccggattat
  1446361 gatgaaaaaa tcgatttatt aaaagcattg gccccagaac actttataac aaaagaaaaa
  1446421 acagtgtgcc ttcgctcatg tttcaggagc tctacaagct agggctggac agccatctat
  1446481 aaatacggat aaaacaagat aatgaatacc acgaatttaa ctgagttatt aaaaagcgcg
  1446541 tctttaaccg aaatgctggc cgatgtcatt gctacgataa aagctaaacc aacggacacc
  1446601 gatacgcgag aactgttatt caaactctat tgtattgatg gttcatggca aaaagcccta
  1446661 ttgcagcttg aaacattgac acagctttta cctgagttca ccaaacaggc tgaactctat
  1446721 aaaaatctga tattgagtga gaaaatgcgt gatgaagtgc tggcaggcaa acgcagccct
  1446781 ggtacattgg gtaacgacct gcctgaatgg gtagccttgt tgcaacaagc taatcaactc
  1446841 caccatgatg gcgatcatca gcaaagtgag gccctccgtg aacaggctct gcaacaggca
  1446901 ccggaaagta tcggagagag tgctgcgaca ggctgcttcg cttggattgc tgacagtgat
  1446961 gggcgcatgg ggcctgtttg tgagtttatt agcgccggcg gttaccgttg gatcccgttt
  1447021 gcagagatac aatcactcac tgtttccaaa cctaaaaata ttacagacct gatatgggcg
  1447081 ccggcacagg ttaaagtaaa ggataaagtt tggtacggtt atatacctgc ccgctatcca
  1447141 ctgacacctg aaacagacaa tgaaactaaa ctgggtctta aaacagaatg gcatcaaccg
  1447201 actgactcac tttatattgg ggcagggcgg aaaatgttta tcaccgacca aggtgagcat
  1447261 gcgctgtttg atattgaaga gattgtattt gagatagatt gtatttgaaa tagattgtgt
  1447321 ttgaaataga ttatgtttga aatagattat gtttgaaata gattatgttt gataacacat
  1447381 gtattagata aaaaatgtat ttgcgccaac aggctgagta atggaaaaga aaaaacagtt
  1447441 tttaccggcg ttgttagagc gtttactcga tgatgagcct aaaaagcata ttgagcctca
  1447501 cgataaattc ttttatgact cacggacgat gcggaaattg gtacaacgta atatttcaga
  1447561 gatattaaat aatgccaata ttgaagaccg gttggatccg cagcgtcata aatgggtagc
  1447621 gacgtcggtc ttaaactatg gtatttcacc cctggtcggg ctttatgccg tgccgcataa
  1447681 ttgggcgact attgaacgaa ttatcagaga ggccattatc cgttttgaac cacggataat
  1447741 ggcggaatct ctcgttgtca gccagcaact ccaggccagg aatggcatta tacagtttga
  1447801 gattaggggg ttaatcaaat ggaacccgca ccctatcgat ctttgtattg aaggtgccta
  1447861 tgacgttgag acggataacg cagagctacg cgcccgttga gccacggtga gtaaagagtt
  1447921 attcatgtca ttaagcagaa aagccgccaa ggcacaagac cataaaatac gagaacaact
  1447981 caagcgtatg gataacatcg ctgttgctct atttttgaga ctgtaaacaa tattgtgtaa
  1448041 ttgcctgttt ttgatatctt cactccaaca acggagacag gcaaattatg gacgaaaaga
  1448101 aacttaaagc acttgcggct gaactggcta aaggtcttaa aaccgaagcc gaccttaatg
  1448161 cattttctcg tatgctaaca aagcttaccg tcgaaacagc gttaaatgca gagcttaccg
  1448221 aacacctcgg gcacgagaaa aataccccta aatcaggctc gaatacccgc aacggctatt
  1448281 cgtccaaaac actgctatgc gacgacggcg aaatcgagct gaatacgcca cgcgaccgcg
  1448341 aaaacacctt tgaaccgcag ctgataaaga aaaatcagac gcgtatcaca cagatggaca
  1448401 gccagatttt gtccctgtac gccaaaggca tgaccacccg cgaaatcgtc gccaccttca
  1448461 aagagatgta tgacgccgat gtgtctccca cgctgatatc taaagtcacc gatgccgtaa
  1448521 aagagcaggt tgctgaatgg caaaaccgcc aactggatgc tctgtatccc attgtttata
  1448581 tggactgcat tgtcgtaaaa gtccgccaga acggtagcgt gataaacaaa gcagtgttcc
  1448641 tagcgctggg catcaacact gaaggtcaga aagagctgct gggcatgtgg ctggcagaaa
  1448701 atgaaggtgc gaagttctgg ctaagtgtgc tgacagagct aaaaaaatcg cggtcttcag
  1448761 gacattctga ttgcctgcgt ggatggcctg aaggggttcc cggatgcgat aaacagtgtt
  1448821 tatccgcaga ctcacatcca gctgtgcatc atccatatgg tacgcaacag cctgaaatat
  1448881 gtgtcatgga aggactataa agccgtcacc agcggtttga aaatggtgta tcaggctccg
  1448941 acagaagagg cggcgctgat ggcgctggat aagtttgcgg aggcctggga cgacaaatac
  1449001 ccgcaaatta gcaaaagttg gcgtacgcac tgggaaaatc tcaatacatt cttcggctat
  1449061 ccgcccgata tccgcaaggc tatctacacc acgaatgcca tcgaatcggt gaacagcgtg
  1449121 atccgtgcag ccattaaaaa gcgcaaagtg ttcccgacag acgactcagt gcggaaggtt
  1449181 gtttatttgg cgatcaagga tgcatcaaaa aaatggagta tgccgatcca gaactggcgg
  1449241 ttagcgatga gccgttttat tatcgagttc ggtgaccgcc tgagcgatca cctttaatac
  1449301 ggtggcagtt acacagaatt atggacaggc tctatctcaa atcctcgtgc cagtgcttct
  1449361 ccgttacttg ggctttgtgt ccgaggaggg ttaatatctt caataatact tttggcttct
  1449421 gctaatgtga gaactgcatg gtattgtgta ttctcactta atacctttcc tagccctata
  1449481 gcatcaaaat actcatgttg aggttttagc tggttaatgc caacattacc gtttaaaaca
  1449541 tcccccatgt agccttccca actggagtta tactttttat atgtcattca gatccctctt
  1449601 taatatgttt tatatctgtc atacttcaat ctgtatgtgc gttggctact ctcttacctt
  1449661 agtcaccttg ttactctctt taagtaagta tttaccattg tcaacaataa aaaatactct
  1449721 attgtcaggt gtgtttctta ctgtaagaaa tgaattttta tctatacaat tctcagcggt
  1449781 tttcatatca tcgaagcaca atctgtcata tttaccttcc tcttgatagc catcaccgaa
  1449841 atcccagaaa ataatagtaa aagaaccata tgatgcaggc ttgggtattt tatatttctc
  1449901 tgccaacata cttttatttt ttatccacca agctattttt ccgctatcag tgatagggaa
  1449961 gttctccact aaaatatcac tgtaattatt tctttgatga actgcgataa ttttaaccgg
  1450021 tttgaattcc atccataaaa aataaattag tgcagatatg agcagcaacg agagaagtga
  1450081 aaatttttta tttcttagta tcatcacggc catcgtcaat ctcaatggtt acttccatag
  1450141 gtacaagtta aacagtcttc tatgtataca gattcaatac aagggtattt acttcattta
  1450201 tagaatattc aaaattttcc tacaggtttg tagtcccatt gtcgccaatt gtgtcaaacc
  1450261 tgtggcgtta tttggcccca ataccatttg ggtgagaact gtccaatcac ctctcttcct
  1450321 gaagggggct ctctctaata tccgtcgtga atcatagttg tgattaatac atcattgatc
  1450381 ttctgttgcc cgcccgtgat aatgaccatt ctgactcggg gtgcctgcca caatgcggtg
  1450441 gtaaggctga gagatgaccc gtattacctg atctggatta tgccagcgta gggaagtctc
  1450501 ggcaccgtag ggttccgcct tcttgaccgc cggttaggag ggaatatgta cgttctacct
  1450561 gccgttctct tttcagccac tgcggctgaa tttacgccat tagccccctc aatgatgagt
  1450621 acggagacgt attcatgaag cgtattaata cactgacgat tgccggtact gacccgagtg
  1450681 gtggggcggg tattcaggct gatttgaaaa cattctctgc tttacgggcc tatggtacca
  1450741 gtgtcattac cgcgctggtg gcacaaaaca cccgtggtgt gcagtcggtt tatcctatcg
  1450801 atcctcattt tgttgccgct cagttggatt ctgttctcag tgacgtgcgt atcgacagcg
  1450861 ccaaaattgg tatgctggcg aatactgcgg tggtcgaaat ggtcgccgag cagttgcgcc
  1450921 gttatcctat tccgttcgtg gttttggata cggtgatggt ggccaaaagt ggagatccgc
  1450981 tattgacccc tgacgccgtg gaggccgtcc gtcagtggct gttgccgcaa gtcgcattaa
  1451041 ttacgccgaa tttgccagag gccgccgcgt tactggggtg tccaccggcc agcgatgaac
  1451101 aacaaatgcg tgagcagggg cgggcgctat tagccttagg ctgtcagggg gtgttaatga
  1451161 aaggcgggca cttaacgggc gaggatagcc cagactggtt gtttaccgca gagggggagc
  1451221 agcgttttgt ggctcaacgc gtggccaccc ggaatactca tggtacgggg tgtacactat
  1451281 cggcggcatt ggcagcactg cgcccgcgat acggccattg gggagaaaca gtggcggtag
  1451341 ctaaaaacta tttgcaacgt gcgctggaac aggccgatac cctggaggtg gggcagggca
  1451401 tcgggcctgt tcatcatttt caccaatggt ggtaatgaaa atgatgaaaa ttgcaggtgg
  1451461 gtttattgat tggttcactc tggcgttgcc gtgctgtcag ccagcgactg gtcccgacaa
  1451521 atactgctgt gccagagtaa acatggctat cgcacgttgc agatggtggg catcaaaacg
  1451581 gttaagcagg tagctgtttg cacctttgcg aggacgaata cacagcgaga atcttgattt
  1451641 gcccgattca ccttcaatga gatcgaactg ataactgccg atatctttat cattttcccg
  1451701 ccaggaaatt tgcactgcag ggaatggatt atcggcggct tgcttggtgc ccggttgcct
  1451761 gacggcaaag aagtactccc cggcccagaa gcctgaatat tcaccatctg cctgcaaatg
  1451821 tttggtacgg aaaatagggg cggtggctaa ctgacgaata gcatcagggg taatctgttg
  1451881 atggagttgt tgccacagag gggtgccgtt ctccagttgc cagcaggctg cacccagata
  1451941 gtcattcagt tcgtgccaat cttgatctaa ctgcccaagt aactcttcat caagaatatt
  1452001 gcgatattgc tgcatgccac ttggtttttc gcccagttct tcgtaggtga tcaattccat
  1452061 ggttcgtggt ttgcggcgaa agctcatcca caacaccatt ttggggatgc gaaattcaat
  1452121 agactgaatg ctcagccggt agcgatcccc tttattaatg acaaaaccgt tcgcggtacc
  1452181 gcgtttgttt tgataattac gcaccacgac gatgctattt aaccccatcc aacccgtgac
  1452241 ataatgctca ctatcagaat tggcaacgtc taaatcaatc accatctggc ggattttatc
  1452301 cgtctcaagt ttggccaatg ggtgggcctc ccctgcggag taatacagct tttcaggctc
  1452361 ttcgggtaac tcaatgggta acatggcatg gccttctgaa cattatctgg ttcatagctt
  1452421 aactcaagtt gtcataccga ttgcggaata actaaaattg aaatgagaaa ttcgtgcaat
  1452481 ggatcaactt ttgtcgcaat tgatggtcat ataaggcgac gcgacatcac atggcgcatt
  1452541 caagtccgct gaacagcgtc cccctttatc actgcctgac gcgttgatta atcatataaa
  1452601 aaaggaattc gataatgaaa ggccaaaaaa acctccattg tcttttagcg ggaatattat
  1452661 tgagtatcag ctctggctcc tttgcacagc cagcagcagt ggtctcatcc cctggggtta
  1452721 ccgtacctga gccggtagcc tcaacgccca ccatggctga acttctccag caacctgtct
  1452781 ataaagcccg ttggcaaaaa atggtaaagg ggcagaaaaa tttgccggca tgggcacgta
  1452841 aaggggcggg aacgtcaggg ccttatgaaa acatcacgtg gggcgcacag caatataaag
  1452901 tggggagtct ctgtaagcct cacgattgca gtaataactt tatgtgggtg gcgtttagca
  1452961 acgataaaaa gcacgtgtgg ggcctgcgag ttaccgtggc tgacaagccc gaggcgttgg
  1453021 ataacccaag taaatttgcg acttatcagt ggctgggtcg ccccaatgag aatatccagg
  1453081 ccatgttgac cgcgcagcta gagaaagatc ctaactggcg ctgagttttg cacgtcatga
  1453141 ctcttatgag tgatgactta ttgccaacaa tgccccgaat cgccaatggc ggagcaagac
  1453201 aagggcggtt ctcgccgtgc tccgctgttt atttactctg tttcattttt atctactctg
  1453261 tttcattttt atctgctggg ttccgtttcc atctactgtg cttcattttc ttctgccgca
  1453321 tttcacacgt tttatcattc atttatcgtg ttctacactc gtcgcccgcc gtcctccaga
  1453381 tggcactgag tgtgtagggc taagtggcgt ttagcctaac aatgggcaat tcggtggtag
  1453441 ccggcactga atcgcatggg gtaagatttc aatgtggaaa tgtctgccgg acagtggctc
  1453501 accatccaga ttgaaggtga tatcgttcgg tgcagtgata tcgagccaag gtaccgtggc
  1453561 gtcgataaca ttcttatttt tctcaccatt gaacagggtg ctcagcactg cagggagtaa
  1453621 ctcctttgct gtcagtaggc gtaattgcat caggccgtca ttaatcagtg catcggggca
  1453681 aagaagttgt ccgcccccgg cctgtttacc gttgccgatg ccaatgacca gcgcatcccc
  1453741 cgaccaatga aagtcagggc catggatttt gcaactgtct gcttttaggg catcaaggcg
  1453801 catcagccca tgaataaagt aagagactcc gcccaaggcc gctttgagtt tatcgggtgt
  1453861 ttcggtggta attcgggtac caaaaccccc ggttgccata ttgataaagt aatgctcacc
  1453921 gttgacttga gccagatcga ttgccaccgc ccggcctttg accgccagtt gcagtgcgtt
  1453981 ctctatttgc aaagggatat tgcagccagt cgcaaaatca ttggcggttc ccagcggtag
  1454041 gatccccaga caagggcgtt tatccgcagg taaactcatc aatgctgttg ccacttcatt
  1454101 aatggtgcca tcgccgcctc cagcgataac ggtactgaca gccaaggtgg cggcctcttc
  1454161 aacatagcgt tttgcatcac cgtgctccca ggtgatacgg acatgaagcg ttaagccttc
  1454221 gtcgcgtacg tttttgaccg cttcgcggac ctcagggttg cctgattctt tgccgttgag
  1454281 gatcaaaaga gtgtgtggca tatgtgctcc aaatcattta tatgggagtc ccttcattct
  1454341 tggtgcagca gcagtacttg tatcgatgag gcttgtatcg gtgaaaaatt agctgcactc
  1454401 gtgactcggc tcattcatgg gccttgcctc tgcttactgc cttacctcta ctgaccgcct
  1454461 tacgacaaca cccataattt tagggacagt cgttacagta aagcatatct gcttaattct
  1454521 tctatcggat tattcaagga ataacaggga attgttgcca atagggagca caataaaata
  1454581 ggtatgtatt tctaatgtga tatttgttct gttgggataa ttattatttt aggaataaat
  1454641 tattcattaa aacagatttt tcttaatatt atggaatcgt ctaacaggaa tggctaatat
  1454701 tacgagaaag gataaaggtg atatgtatca gccagatgtg agggaaaaaa gaaaaggcca
  1454761 gcccaaggga gattgggcta gccaaggagg tggttcctag tattacttaa cactttttta
  1454821 gttattgatt gtactcggac tatactatcc gactgctatt ataattgatg tgatctattt
  1454881 ctaatattta ctaaaaaatg ccactttatc tgtggcattc attttattga atctcgttac
  1454941 gctttttcgt ggggattgcg gctatttgtt ccgtttaagt tacgtatcag taagccatat
  1455001 tccacatcaa tctcctcggg aataggtaaa tacatgatat gcccattacc cggtgcaata
  1455061 tcggcgggtt ggcctttttt atcctgcatg ctctctaggg taaattggat attcccttta
  1455121 ggagtcatca actctacgct atcaccccgt gagaatttat ttttcaccag cacttcagct
  1455181 aaaccctcgc ggcgcacacc agtgaattca ccgacaaatt gctgacgctc agaaacagaa
  1455241 tagccgtatt cgtaagtttg ttgctcttca tgtacgtggc ggcgcagaaa accctcggta
  1455301 tagccccgat gggctaaccc ttccagcgtg gtcagcaaac tggggtcaaa aggcttaccg
  1455361 gcaacggcat cgtcgatagc acggcgatac acctgtgcgg tacgcgcgca gtagtaaaac
  1455421 gattttgtcc ggccctcaat tttcagcgaa tggacaccca actgggttag gcgttccaca
  1455481 tgctggatgg cacgcaggtc ttttgagttc atgatgtaag tgccgtgctc atcttctgag
  1455541 gcggtcatgt actcgccagg gcgttgtgct tcttcgatca caaagacttt gtcagtcggc
  1455601 gccccgatac ccagcgtcgg ttcaacattt ttcactgcaa tgggctggtg gatgtgcacg
  1455661 atattaccga catcatcctc tttcccttct tgaacgttat attcccagcg gcaggcattg
  1455721 gtgcaggtgc cttggtttgg atcgcgttta ttaatatagc cagagagcag gcaacgaccg
  1455781 gaataggcca tgcacaatgc accatgaaca aagacttcca gctccatttc tggcacttga
  1455841 gcccgtatct cagcaatttc ttccagtgat aattctcggg agagtatcac gcgggttagc
  1455901 cccatttgct gccagaattt gacggttgcc cagttgacgg cgttggcttg cactgacagg
  1455961 tgaatatcca tctgtgggaa agcgtcgcgt accatcatga tcaacccagg atcggacata
  1456021 attagcgcat ccggccccat ctcaatcacc ggttttaaat cgcgcagaaa ggttttcagt
  1456081 ttggaattat gcggggcaat attcacgacg acgtagaaac gcttgccgag cgcatgggct
  1456141 tcttgaatac ctaacgccag gttttcatga ttgaattcat tattacggac ccgcaaacta
  1456201 tagcgtggct ggccggcgta gactgcatca gcgccataag caaaagcata tcgcatgttt
  1456261 tttagggtac cggcggggga taacaattcc ggtgtaaagg gtctttccgt tgtaaatgat
  1456321 gatgaagaca tatcagtggc tctcagtctg agttcaagtc agaaccacgc ccgtaggggt
  1456381 ggctaaaagc cgaggattgt aacctcgcca agggtgaaaa tcagccttcg cacaattttt
  1456441 gtaaggttta aatgatccag atcaattcaa ccgattattg tggggcctca atcacccatt
  1456501 cgtcttgtcg tgcaaaaatg aaatgcgcgg ttaatggccc cgcgcaggga taagtggtcg
  1456561 ttattctatc taatcaataa atgtacggca tctaatcaat aaacattaca gcgtcaaatc
  1456621 tttgataacc gtagacaggc catttttcat gacggaggca ataccattct tggcggcggt
  1456681 tggggaactg taggattcac tgacgccaat aacttgatgg tttttcgctt tcaaaacgaa
  1456741 ataaggctca ttttttgtgt tgtgtttaag ctcgtactgg ctttcttgcg gggagttgct
  1456801 ttgtactgat gcgatgccat tttccgctga ggccttactg gcgtacatct cactggagag
  1456861 aataatttca ccattactgg ccttcagatt gaaatgatat tgcccatttt ttgctttctt
  1456921 aatctcatag tgacccaagg ccatagtgtt tctcctgttg catgtgatac ctctaatgag
  1456981 tgtagtcaag gttgaccgga agtcaggtca atgtgctccg tgcatcgcaa acataacgag
  1457041 ctaacaccgc caacatagcg cacctatggc aaaaacagaa ttacaacaaa cggcacatct
  1457101 ctgcttccca gcgatacccc atgccatata ccgcgcggat gaacggtttt tcgccatcga
  1457161 gtaattccag tttccgccgt agatttttga tatggctgtc aatggtgcga tcagtcacta
  1457221 cccggtaatc gtcgtaaagg ttgttcagca gttgttcccg gctgaaaaca tggcccggtt
  1457281 gggaggctaa tattttcagt aagcggaatt ctgccggggt taattccagc atatgccctt
  1457341 ggtaactcgc ctgaaaacgg gattcattga tcagcagtgg tgcgtcatcg gtgggttgat
  1457401 gacgttgctg agagcagcgg cgtagaatgg ttttgacccg agcgaccact tcccgtgggc
  1457461 tatagggctt gcagatatag tcatcagcgc caatctccag ccccaatagc ctatcaatct
  1457521 cttccgtttt tgccgtcacc atgacaatag gaatatcaga gaaacggcgg atttcacggc
  1457581 atagggtgat gccatcactg ccgggcagca tgagatccag caagatgatg gcgggtggcg
  1457641 tttggcgaac cgtcgccacg acttctgccc cgttggtcag ccactgggtg cggtaacccg
  1457701 cggcttgcag gtaatcgacg agtagctggc caagtttggg ttcatcttca acgatcaata
  1457761 cagagccaga ctggctggca gacagaggcg actcgtgcat tacaatggat taccctatgg
  1457821 aatgaaatag ggggaatact accgtaatcc gcaggccacc caaaggtgaa tgtttagcgc
  1457881 tgatttttcc actatgcgca tcgacaatat tatggcaaat cgccaacccc aacccagagc
  1457941 cgccactggc gcgattgcgt gaactttccg tacgataaaa acgttcaaaa aggcgctcga
  1458001 gctgttcatc gctaaccccc ggtttactgt cttgccagtg cagcgtgagt gtctcttctt
  1458061 ggatcaacgc gataatttct aatgcccccc cctcgttggt ataacgcagg ctgttttcca
  1458121 gtaaattgtg aaataactga ttgagccggt cagggtcgcc aaaaataacc gcgtgttcag
  1458181 gcaggtgggc ggtgatggtc atctttttgt tctggaagcg gccatgaaag ctggcaatcg
  1458241 ccacttgcaa tagccggacc acatccagtt gggttttacg gtaagccagc gccccgcgat
  1458301 cagactgtga taactggtgc aggtcattga ccagtttcgt caaaatcgcc acttcagctt
  1458361 ggagcgaact taatgactcg ggggtgggtt ggcgtaggcc atcttgtaag gcttccagtt
  1458421 ctccgcgtaa tactgccagt ggcgtgcgga gttcatggga gacatcggcc ataaaatcac
  1458481 ggcgcatttg ttcatttttt tccagtgaac tggctagctg gttaaaatct tgtgccaggt
  1458541 ggcccagttc atcgcggcta ctgacggcaa cacgggtgct aaaatccccc gcggccagcc
  1458601 gatgcgtgcc ttcaaccagc cgttttactg gggctaacat gccgcgtgag agtacccatg
  1458661 tgacggccgc cgccagcagc gtcgagaggc caacaataaa ccaactggtg cggcgctgtt
  1458721 gttgatcaaa ggtgatatct gcattacggg tcagtttttc cgatggggtc gaaatcaccc
  1458781 agccgacaac ctgatcattg acttttatgg cactgcggct agcttctgtg gggagatgcc
  1458841 cggagtgccc gaccagcaga ttattgtctt gatcaaccac ccaaaattgg gcgcgccagc
  1458901 cacggggcgg catactgggt ctgctctcac tgttttggtt ttgctcaaag gatcgcatga
  1458961 tctggtaaat cacttggtca ttattacgca gaaaatccca gttaccgtag tgctgatatt
  1459021 cgccttcaag cgcatgactt agcatggcga tccgctgttc attactttgc ttgatgtagt
  1459081 caatgaaacc gcgttcaaaa ctggtcctga cgccccagtg catggttatc aataccaaca
  1459141 tgcaagtggc gaaaatagcc ataaacagtt ttccggtaat gccgatcctt atcataattt
  1459201 cacctgtctt tatcagtcgg ccaatctagc gggccaaatg acgattggct cctgtatccg
  1459261 ggggaacgcg gttaaatatc agggcgggta gggcgataat gattgccata cataagtaac
  1459321 tgtataagaa cgcgctgtga gtggcaggcg tgttggtggc tacctgatga tgagcaaagg
  1459381 tacccaataa tattccggca gtactgaccc cgatactcat ggacagttgc atcgccatcg
  1459441 acaataggct gttaccgctg ctagccagac gatctggtaa cgtttttagg gttaaggtat
  1459501 tcatggtgga aaagcgtaat gcgttgagca tgccttggaa gaataacact actggcatca
  1459561 gcagtgtcca acccatgatt gccacgagcg gtaagctcag gctgacgacg gccagtaata
  1459621 atgtggcgtt gaccaggact cgccggtaac caaagcggtt gacgacctgt acgataatcc
  1459681 gcttcatgcc catgctgccg ataatcatcg ggatcatcat cagccccgcg tggaatgggc
  1459741 taaaccctag gccgatttgc agaaagatag gcgtcataaa tggcaacatg ccgctgccga
  1459801 tccgggcgga catactcccg actaaaccaa gggtatagat tttattcttg aacaggtgca
  1459861 gtgagaacag tgcgaaacga ttacccagtg catgccacca atagctgccc agtgctatta
  1459921 cgccacacag gatcaacccc gcaatggcca gcggcgacaa ccccagtccc gtgtggccgt
  1459981 ccagtgccag cgttaaggtc gccataccga ttgccaacat gataaagccg ctgatatcaa
  1460041 agcgccgggt agacattttg tggttaggca tgagcagcaa ggtcgccaat gcgccgatca
  1460101 caccaacagg caggttaatc aggaaaatcc agtgccaact ggcaaattcc actaaaaacc
  1460161 cgcccagcgc cgggccaact aatggcccaa tctggccggg cagtgtgaca aacgccattg
  1460221 ccgccatata ttgctcgcgt ggcacgattt tcatcaccgt caggcggccc acgggcacca
  1460281 tcattgcgcc gcccaccccc tgaagcacac gggagaggat cagttcattc agtgttgctg
  1460341 attgcgcgca catcagcgat ccgaaggtga acagaataat cgctgagaag aacacccact
  1460401 tgacgccgat ccggtccgcc agccaaccac tggcgggcaa catcaccgcg acggtcagga
  1460461 catacgagac aatcaccgat tgcatccgta acggattttc gcccagactg gctgcgatgg
  1460521 agggcagggc ggtattgacg atggtggtat ccagcgtctg cataaaaaat ccgaaagcga
  1460581 caatccacaa ttgccatcgc acagatgttg cttgcgttac catggcgccc cactcctact
  1460641 tccactctgt tgcatactat tccaatttca tcagcggttg cttgctaaaa cggttacgca
  1460701 accggtcaaa atagagataa atcaccggtg tggtgtacaa cgtcagtaat tggctcacga
  1460761 ccagcccacc gacgatggta atccccagcg gctggcgtaa ctctgcacca tcaccactgc
  1460821 taagcaccaa ggggagcgcc ccaaacagtg cggctaaggt ggtcatgatg attggccgga
  1460881 aacgcagtaa actggcctga aaaatagcct cgcgggcgct gatattgcca ttacgctgcg
  1460941 catccagggc gaagtcaacc atcatgatgg cgttcttttt cacaatacca atcaacaaca
  1461001 taataccgat taaggcgatc aggctgaacg gtgcatcgaa taactccagc gccagcaacg
  1461061 ccccgacccc tgccgacggt aaagtggaga ggatggtcag cgggtgaaca taactttcgt
  1461121 ataaaatccc cagcacgata tacaccgtgg cgatggccgc cataatcagc cagagctgcg
  1461181 atttcagcgt ttcctggaat acctgagcgg taccggcaaa cgccccacgc acggtggagg
  1461241 ggacacccag ttctgtcatc gctcgttcga cagccgccgt ggcctcagac aagctgccgc
  1461301 catctggcag gttaaatgag atggttgacg cggcggataa gccttggtga ttgaccgcca
  1461361 gcggggcgtt ggcgggttgc catttagcga aataggacag cggaatggat tgaccattgc
  1461421 tgttaatcac aaacatttta tccagcgaac tcacatcctg cgtatattca ggagccactt
  1461481 ccatcaccac tttgtattgg ttcagcggct gataaatggt ggatatttgc cgttggccga
  1461541 aagcattatt cagcagagca ttcgcttcag agacatcaat acccagccgc gccatggttt
  1461601 cgcgatcata agtcagtgcc atctccgcgc ccttatcttg ctgatctgag tttacatccg
  1461661 ccaattgtgg caatttggct agcgccgccc ggactttggg ttcccactcg cgcagtgctg
  1461721 ccagatcatc cgccaacagg gtaaattggt aggcggcgtt ggaatgacgg ccaccaactc
  1461781 ggatatcttg cacggaagac aagaacaggt tggcccccgg ctcttttgcc agtttaccgc
  1461841 gtaagcgagt aatcacctgc tgagcggttt cctggcgttc gctgagcggc ttcagtgaaa
  1461901 taaacatcga tccactgtta gtgcgcgagc cacccgtaaa gccggtgacg ctgtccactg
  1461961 ccggatccgc cccgacgatc tgcataaaat ctttcagctt ttgctgcatc gattggaacg
  1462021 aaatactctg atcggcctga ataaagccca tcatccggcc ggtgtcctgc tcggggaaaa
  1462081 aggttttggg gatactgata tacagccaga cattcagggc aattgtggaa agcagcacaa
  1462141 ccatcaccca acgggtatgg cttaaggccc aatttagtga acgaccatag ccttgctgaa
  1462201 tagctaatag cactttacca aaaccgcgaa tacgttgttg ctgacctttt gggtgtgaac
  1462261 gtagcaacca ggcgcacatc attggcgtta gggtcaggga tatcaccagt gaaatgccta
  1462321 ttgccaccga cagtgtgaca gcaaattcac ggaataaacg ccccggtagc cccgccatca
  1462381 atagcagagg aataaatacc gccaccagag aaatactcat tgatagcacg gtaaaaccca
  1462441 cttcacggac cccacgtagg gcggccacct tcggtttcac acctgcttcc aaatggcggg
  1462501 aaatattttc cagcaccacg atggcatcat cgaccacaaa accggtggca atggtcaatg
  1462561 ccattaggga caggttattc aaactaaaac cgcacaggta catcgcggca aacgtaccga
  1462621 tcaacgagac gggtaccgca acggcgggga tcaacgtggc tcgacccgaa cgcaggaaga
  1462681 taaagaccac cagaatgacc agggctaccg caatgaccaa tgaacgctcg acctcatcca
  1462741 gtgaagcgcg aatggtgggt gagcgatctt gagcaatatt taactgaatt gaggccggga
  1462801 ttgaggcgcg taaggcgggt aactccgcgc ggatccggtc tacggtggca ataatattgg
  1462861 cccccggttc acggctgatc actaacagga cggccggttg gcctgcggac atccccgcat
  1462921 tgcgaacatc ctgcaccgag tcgataacat tggcgacatc ctgtagccgt accggcgagc
  1462981 cattattgta gtggacgatc agcgggcggt agccctcggc ggttttgatt tcatcgttgg
  1463041 cttggacctg ccaatgtgtc tctgcggcat ccactgaacc ttgtggacgg cgcacgttgg
  1463101 cggcactgat ggcttgacgc accgcatcca gtgatacgcc ctgattaaat aaggcgctgg
  1463161 gatttagctc gacccgcacc gcaggtaaag aactgccgcc caccgtgaca tcactgaccc
  1463221 cctcggtctg ggcgattttt tgcgccagtt tggtcgaggc ataatcatag agttgcccct
  1463281 gtgagaaggt atctgacgtc agcgtcatga tcataatcgg cgcatcagac gggttcattt
  1463341 tacgataggt tgggcggctg ggcatccctg acggcagcaa gctctgggcg gcattgagcg
  1463401 ccgcctgcac atcacgggcc gcgccgttga tatcgcggtt aagatcgaat tgcagaataa
  1463461 tccgcgtgct acccagcgaa ctggtcgagg tcatttcatt caccccggca attcttccca
  1463521 aggcgcgctc caacggtgtc gcaaccgacg aggccatggt ttctggatcg gcaccgggca
  1463581 ttgaggcgct gaccataatg accgggtagt caacctgcgg cagtggcgat accggcagta
  1463641 ggctaaagcc aattatgcca ctgagggtga tcgccagcgt caacagtgtg gtggcgaccg
  1463701 ggcgctggat aaacagagcg aagaatttca ctgtggctcc tgtccgttca gcaactcaga
  1463761 cgagtcaata tcctcatcac gatggcgatt tttcccccga gtattccgcg ccaatttatc
  1463821 aaatagcagg taaataacgg gcgtggtaaa cagcgtcagc acctgactga caatcagccc
  1463881 accgaccata cacaccccca gcggttgacg gagttcggca ccgacaccgg tactcaacat
  1463941 caatggcaag gcaccgaaca gcgcggccag cgtggtcatc aggatcgggc gaaaacgcag
  1464001 tagacaggct tgatagatag cgtcatacgg cgtcatcccc tgatcgcgct cggcagccag
  1464061 ggcaaagtcg atcatcatga tggcgttctt tttcacgatg cctatcaaca aaataatccc
  1464121 gatgatggca atcacatcca gttcattgcc ggttagcatc aacgctaaca aggccccgac
  1464181 acccgcggtc ggcaaggtgg acaaaatagt tattggatga ataaaacttt catacaacac
  1464241 gccgagcaca atatacatcg ccacaatggc ggcgataatc agccaaagcg tactgcccaa
  1464301 tgcggcctgg aaggccagcg tcgagccttg gaaacgcgtg gtgatatccg caggcagttg
  1464361 gatctctttt tcggccaagg tcacggcggc taccgcctct ccgagggagt aaccctgcgc
  1464421 cagattgaac gataccgttg ctgacgggaa ttgattcaaa tggttgatag acagtggccc
  1464481 aaagcgctct tcaatggtgg caatgctgct cagtgggacc cctttgccat cgataccggt
  1464541 caggcgaata tcattgaatg ccgccagtcc tggcgtggct tgcacatcat gctctaacac
  1464601 cacccggtat tggttggact gcgtataaat ggtggaaatc agccgttgac caaaggcgtt
  1464661 atacaaggcg ttgtcgatgg ctgccatggt aatgcccaaa cggctggcac tgtcgcgatc
  1464721 cacattaaca aacgccacca gcccctgatc ttgccagtca ctggtcacat cctgaaacgg
  1464781 cgctttttgc tgcaattcat tgaccagttt gggcacccag gtactgagtt cttccagcga
  1464841 agtggcttgc agcgtgaact gatattgtgt ccggctgagc tgggtatcaa tggtcaaatc
  1464901 ttgtaccggc tgcaaataca gtttgatacc gggcacccca ctgacactct cctgtaaacg
  1464961 ggtaataatc tgtggaatgc gatcatcccg ttcacttaac ggtttaaggt tgatctgcaa
  1465021 acggccatta ttgagggtgg cattggtgcc atcaacgccg acaaacgagg tcaggctttc
  1465081 tactgccgga tctttgagga taatggcggc cacctgctgc tgccgttcgg ccatattact
  1465141 gaacgaaacg gattgcggcg cttccagtgt cccttgaatc agcccgttgt cttgtaatgg
  1465201 gaaaaagcct tttgggatca gcaagtaaag tatcaccgtc agcaccagtg tgctgaacgc
  1465261 gacacttagg gtcagccacg gatgattcag gacttttttc agggcgacag cataatgggc
  1465321 gatcacccag tcaaagaatt tctcactggc gcgagacagg cggttttgtt tacgcagtga
  1465381 ctcataactg agcatccgcg cgcacatcat cggtgttagg gtcagggaaa ccaccgccga
  1465441 gatcaggata gcgaccgcca gcgtcacggc aaattcgcgg aacaaccggc caacgatatc
  1465501 ctccataaac agcagcggaa ttaacacggc aatcaatgag aaggtcagtg aaataatggt
  1465561 aaaaccgatc tcaccggccc ccttcaacgc ggcatcgagc ggcttctctc ccttttcgat
  1465621 ataacgggag atattttcaa tcaccacgat agcgtcatcc accacaaaac cggtggcgat
  1465681 ggtgagggcc atcaatgtca ggttattgat cgaaaagccc agaaaataca tggcggcgaa
  1465741 ggtaccgacc agcgataacg gcaccgcgat actgggaata atggttgcgg cggcattacg
  1465801 cagaaacaga taaatcacca tcacgaccag tgcaatggcc agcagtaact cgaattgcac
  1465861 atcattgacc gaggcgcgga tggtgctggt gcggtcggtc agcaccttga catcaaccga
  1465921 tttgggcagg cttttgatca gctcaggcag catttcgcga atactgtcag cggtggcgat
  1465981 cacattgacc ccaggttgac gttggatatt caacacaatt gctgattgag tattggccca
  1466041 ggcggccagt ttgttatttt ccgccccttg ttcaatggtg gcgacatctt gtaagcggat
  1466101 gggcgcacca ttttggtagg cgatgatcag gtcacggtac tcttcggcgg acttcatctg
  1466161 atcattggct gatagcgtca ccgaacgggt tggcccatcc aaactgcctt tggcggaatt
  1466221 gacgttggca ttactgatgg cggtgcgaat ggtctcgctg tccagcccca gtgccgccac
  1466281 ggcaggcgca tttaatttca cccgtaccgc cgggcgctga ccaccggaga gggtaactaa
  1466341 accgacaccc gtgacttgtg aaattttctg cgcaatgcgg gtttccacca tgtcttctac
  1466401 ttgtgtcatg gggatggcgg tcgcggttac agccagcgtt agaatggggg gatccgcagg
  1466461 attcacttta ttgtaaattg gtggataagg caggtcggaa ggcagtaggt tggtcgctgc
  1466521 gttaatggcg gcctgcactt cttgttctgc tacatccagc ggcaaggtga gctggaattg
  1466581 caaggtaatg accgatgcgc cccccgagct ttgggaggcc atctgtttca ggccggacat
  1466641 ctggccgaac tggcgttcca gcggcgcggt aatcgacgat gtcacgacat ccgggctcgc
  1466701 cccagggtag agcgtcacca cctgaatggt tgggtaatcg acctctggca gggccgagac
  1466761 cggcaaggcg cggtaaccga taatcccggc cagtaaaatc gcgatcataa ataatgtggt
  1466821 ggcgaccggg cgcagaataa acagccgtga cggcccgcca ccgggtgttg gaggcatcac
  1466881 ttgcatcagg atttctccgc agccgtggtg ctacgtgcag gcgcattggc cggacgccct
  1466941 cggccttgat gcggggtgct gccttctgct tctgcagccg ctttctctgc actggctgga
  1467001 ttagcatcag tattggcgct gcgtggtgtc accacttcaa cctgtacccc ctcggtcagg
  1467061 cgatcaatac catccgtgac cacgcgttgc ccagcgttca ggcctgcgtc gataaccact
  1467121 tgttggctat tctgaatccc ggtggtgacc agatgtttgc tgactttatt tgcatcatct
  1467181 aacgtccaga caaagttacc ttcgctgccc atttgtaccg ctgcggtggg caccacgaca
  1467241 gcattttgca gcaaatcgac cttgatacgg gcgttaacaa actgattagg gaacagcaca
  1467301 tcatcttcat tattaaagcg ggccttcagt ttaatggtgc ccgtcgtagt atcaatctgg
  1467361 ttatcaatac tgagcaggta gccctgtgcc agcatctgtt tattcgtccg atcccacgct
  1467421 tccacgggca cgatggcgtg agtcttctcc gcatttttct gtgcttgtat aatggcggga
  1467481 atatcgcttt ctggcagggt aaagaccaca tcaacgggat gtgtctgggt gatcaccaca
  1467541 atcggtgtgg ccgtgccgct ggtaatgtaa ttgccgacat ccacttgttt caggcccact
  1467601 ctaccggaga taggcgcggt aatacggcta tacgtcagtt gcaatttggc gctgtcgata
  1467661 gcgccctgat cggctttcac actgccctcg ctctggcgta ccagcgaaga ttgcgtatcc
  1467721 agttcctgtt gcgaaatcag gccagttttg gacaatttct gataacgggc cagatcacga
  1467781 cgggcgttat ccagcgtggc ctgatctttg gccaactgcc cctgagcctg cgtcagttgg
  1467841 acttcgtaag ggcgggggtc gatctctgcc agtaagtcgc cagccttaac ctgctgccct
  1467901 tcagtgaaat gaagggccat caattcacca tcaactcggc tggttaccgt gacagtattg
  1467961 gcggcaatga ccgtccctaa gccagtgaga taacgtggca cttcctgctc ggttgcggtt
  1468021 gcggcttgca ccggtgccag cggtgtatta cggcggccac catggctagt gtcctgacca
  1468081 cgggcactct gctgagcacc tgacgtattg ttatcggagc cggtaccaaa gtagcgccaa
  1468141 ctaagcaccg caataatgat cgccaccact acccccacga atacgaataa tcgggaagtg
  1468201 cgtttggatt gagatttcat gatggcgaag cgtccttttt tatcgtggct acctgcacca
  1468261 catgggcgca gtctctgagt tttcggatat gctactagtt taacgggcaa ttaccggata
  1468321 aaaatggagg aaatatgaaa gtagtgtcag agtttgtctg gcccgcttta caaacggcat
  1468381 gaagggagag gataacgata agtctatacc aatttctggc tatttctcgg caacgacctg
  1468441 aatattcatt gtgcgagacg gtgagcgagt ggcgcagggg gcagaagtgg caatcaatac
  1468501 ggcacggcca tttggggtag gaatagcaaa cgatcatgaa tatccaatga tcattaagac
  1468561 ccaacgaact tcaaacttca ctctcagtgt gtcaccccct ccagtgccct taaatgcgca
  1468621 ggcatccacg acagcaacac ctcacttccc ggctgccagt gtggttcgat atgcgcggca
  1468681 gagagtttca ccatgaaatt cccttggcct gcaacttccg tcatcatccg cacatgatcc
  1468741 cccagataaa taaattgctg aatgcgggcc ttgatctgct ggctgcccgc cgcaggatga
  1468801 ttcacactga cgcgctccgg ccgaatacat aacataattt ttttacccgg tgagctgggg
  1468861 cacactttta atgcttgcag gcgggtgcca tcgtccaaca tggcacggta atattccccg
  1468921 tcactgccct gattaacggc cagtaagcag ttgttttcac caataaattg cgccacaaaa
  1468981 gtattgcttg gctgttcata aatcacgctt gggctatcca tttgctgaat aataccatcg
  1469041 ttaaatacca ccacccgatt tgacagagtc attgcttcgc tttggtcatg ggtgacgtag
  1469101 acaatggtca attcaagcat tttatgtaac tgtttgattt ccaattgcat atgctcacgt
  1469161 aactgcttat ccagcgcccc gagtggttca tccatcagca ccagtttggg ctcaaatacc
  1469221 aaggcacgtg ccaatgcaac ccgttgctgc tgcccaccag acatctgcgc gggatagcgg
  1469281 tcagccaaat tcttcaactt caccatatcc aatatacggt caattttctc tttgatatca
  1469341 gccttattca ataggcggat cgtgagtgga aaggccagat tttcagttac ggtcatatgt
  1469401 gggaagaggg cataattttg gaaaaccata ccgatccccc gttggtgagg gggcaggtta
  1469461 tgcaggggtt tatcacgcag cgtaatctcg ccttgagtgg gggtttcaaa cccggctagc
  1469521 atcattaggc tggtggtttt acctgaacca gaaggaccga gcagggttaa aaaatccccc
  1469581 tcatgaatgt ccagattcag gtttttaacg accaacttgt cgccatcgta gctcttcttg
  1469641 atatttttga agctgacata ggttctcatt gcgcacactc tcaatttatt gttgaacaag
  1469701 cattttggtc gttaaacaaa atagatttgc tgcagagcac gactcatgcc agaaccggat
  1469761 cgtcacactc gtcgttgcct ccacggcggg ggacttttta aaagctttac cattcgtttt
  1469821 tcatctggac aagcattttt tgactcaatg aggaaattac ctcacgtgtg aatgatttat
  1469881 ttaataaatt gatttttatc tatattatta ttttatttgt ttttatctgt atgattttta
  1469941 tactctgcat gagtgagggt ttagacagaa ataggcaagc ttggtcaagg tggtgacgca
  1470001 gtttaattaa tgcagtgaaa tcgataggcg gtgattgata aactgcccgt ttcagatcgc
  1470061 gtcatcgggg tttatccgcc gtctgagata gctgactatc ggtgcgaata cggcttccat
  1470121 cgcctcctct ggtacgcaac cataaccgag taacagccct cgtcgcgggg gactttttaa
  1470181 gtaatagcca gagagcgcac ggacgagtac ccctttctgc tccagttcag cgcttaacgc
  1470241 cacgtcatca atagactccg gcaaggccag aatcaggtgc agccccgcgt taccgtattc
  1470301 cgcgagaaat gatcccccaa gttgttgttt gatcatgcca accagtgcgg cccggcgctt
  1470361 gccatatatc aaccgcatac gacggatatg ggaggcatag tggccttcgc ggataaattc
  1470421 tgccagcgtc agttgcatca tcccatttcc tccacggtat aactcggaat gtgccacctt
  1470481 gaactgctgc gccagtgggc gtggcagtac catgtagctg atacgcatcc ctggatacag
  1470541 ggttttactg aaggtaccga gataaatgac gggcgcatcg gggatcagcc cttgcagcgc
  1470601 ggggatcgga ctgcctgaaa aacggaactc gctgtcgtaa tcatcttcca ccacccagca
  1470661 gttatgctgc tgcgccaacg ccaaaatacg ctgacgtcgt gtcaggctca tcaccgagcc
  1470721 taacggatat tgatgggatg gcgtcacgca aataagacgt ggcgagcgcg attcaaacgg
  1470781 taaatccagt ggatccatac cattttcgtc cactgacacg gggatgacct ctatgccatt
  1470841 gatggttaac acgttgcgga tcccccagta gctgggttct tcaatccagg cgtgatcgcc
  1470901 cgggtcgcat aacatttttg ccaacaaatc cagtgcctga tgcgtgcccg cagtgatcaa
  1470961 aatctgatcc ggagtacagg aaacggaacg ggcaattcgc agatagtcgg ccaacgcttg
  1471021 ctgcaattgc ggacaaccgc catgaacaga ataagtcaga ttttctggat tcaaatggcg
  1471081 gctgagacgc gtttgtaatt tacgccacac ctcatgggga aataacctga catctggcac
  1471141 gccgggcatg aaggtgcccc attgatagga cgccacgccg cagtggttca gcaggtgggt
  1471201 agcgcgtgta gacagggcca catcaggttc tggcccacta tgctggggca gggtatccat
  1471261 tttgttcagc ccgtcttctg gcaaatcagt ggtcacaaag gtaccgccgc cggtacgtgt
  1471321 ctgaatatag ccttctgcct gtaattggtc ataggcggcc agcaccgtat tgcgcgaaat
  1471381 ctccagttct tgtgccagat cacgtgatgc cggtaagcgg ctaccggcac ggatgctgcc
  1471441 gtccagaata gataaacgca gcgcacggta gagccgctta tttttagcca ctggaaccgt
  1471501 agagagggta gccggtgtca ggcgctgtaa cagcaggtca gaaagcagtg atcgcaaatt
  1471561 ggcaccttaa aataatcaaa attggcactg gattgtaggg cgacttaggg ataaaaaacc
  1471621 gagactaggt taattaatat acaaattaat cgacgaatta gtcattacga accgagacag
  1471681 tcatccacat acgcccccgt ggggggattg acccatggca taccagcagg agcgaatcat
  1471741 gagtcaccgt gaattggaac aacgcagaaa agaggcgacc ccacgtggga ttggtgtgtt
  1471801 atgtgatttc tatgcggtac gggctgaaaa tgccacgctg tgggatgaac aggggcggga
  1471861 atatatcgat tttacggcgg gtattgcgac actcaatatc ggacaccgcc acccgaaagt
  1471921 gatggccgct gtgcgccaac aactggacca gtttacccat actgcctatc aggtggtgcc
  1471981 ttacgccagt tatgtcacat tggcagagaa aattaattcg ctagccccta tttctgattc
  1472041 aaatatgacg gcagcgggca acagtaaaac cgcttttttc accactgggg tcgaagcgat
  1472101 agaaaatgcc gtgaaaatag cgcgtgcggc gactggccgc cctggtgtga ttgctttctc
  1472161 cggggcattt catggccgaa ccttattggc gatggcgttg accggtagag cggtgccgta
  1472221 caaagtcggt tttggtccgt tccctgcctc catttttcac gccctctatc ccaatgagtt
  1472281 gtatggcgtg agtgtcgaag aggccatcag cagtgttgag cgcctgtttc gttgtgatat
  1472341 cagtccgaca caagtggcgg ccattctatt tgagccgatt cagggcgagg gcggttttaa
  1472401 tatcgccccg ccggaatttg tcagtgcttt gcgcaccctg tgtgatgagc acggtatttt
  1472461 gctgattgcc gatgaagtac aaacggggtt tgcccgtaca ggcaagttat ttgccatgga
  1472521 atattatccc gacaccaaag ttgatgtgat caccatggcg aaaagccttg ggggcggtat
  1472581 gccaatttcc gcggtcacgg gtcgggccga cattatggat gccccgttgc cggggagttt
  1472641 gggcggtact tatgccggta acccactggc ggtggctgcg tcactggcgg tgctcgatat
  1472701 tattgctgaa gagaagttat gcgagcgcgc cctgatttta ggcgcgaagt tggttgacgt
  1472761 actggaaaaa gcccaaatga gcaatgcggc cattgtgggc attcgtgcgc gtggatccat
  1472821 ggtggcggtg gaatttaacg atcccgtcag cggtaaaccg tcaccagaac tgacgcgcgc
  1472881 ctatcaacgt caggcactgg aagaggggct gttactcctg agttgcggtg tccacagcaa
  1472941 cgtgatccgc ttcctctacc cattgaccat tcccgacaag caatttaaac aggcgatgaa
  1473001 tattcttacc cgcctactgg cgagctaaag gttttatctc actgatctcg aaacgttaac
  1473061 ccgttaccag gagccacagc atgtttaaaa taatgacact gactacgctg ctcgccggat
  1473121 gggtatttca aacgcacgct gaaaccctga cggtggtgtc attcggtggt ttaaacaaag
  1473181 acgcacaggt taaggcgttc tataaacctt tcatggccgc cgggaaagga acaattgaag
  1473241 ccggggagta taacggtgaa atggcccgta tccgtgcgat ggtggaaacg ggtcaaatag
  1473301 ggtgggatat cgtcgaagtt gaaggcccag aactgctacg gggatgcaat gaagggctat
  1473361 ttgaaaccct ggattggagc aagttaggcg atgaacgtca gttcattaaa ggcacggtta
  1473421 gccaatgtgg ttcgggtctt tttttgtggt caatgctatt aatctacgac gccagtaaat
  1473481 ttaaaacccc ggtgaccagt tgggctgact tctggaatgt caccactttt cccggcaaac
  1473541 gttccctgcg caaaactgcc aaatttacca tggaaattgc gttgctggcg gatggcgtga
  1473601 aacgtgagga tgtgtatcgt gtgctggcga cgccggaagg tgttgaacgt gttttcaaca
  1473661 aactggatca acttaaaccg aatatccagt ggtgggaatc tggggcgcaa ccgctgcaat
  1473721 ggctggtgtc cggtgatgtt gtgatggggt cagtctataa tggccgtgtg gggtccgcgc
  1473781 taaaagaagg ccatgatttt agaatggttt ggactgacag tatctacgat atggacagtt
  1473841 ggactatcgt caaaggctcc aaaaaaaaag tattggcaga acaatttatc gcctttgcca
  1473901 acttagcgga aaatcagaaa gtctttgcag aaaatatcgc ttatggcccg accaatatca
  1473961 acgccacctt gatgattgat cccgaaatcg ccgctaattt acccactgcg ccagccaacc
  1474021 tggctgaggc ttttcccatg aacaatcaat tctgggtcga gcatagcgaa gatcttgagc
  1474081 aacgcttcaa ctcttgggca gctaaataac ggcgatagct gctggcgtag acccacggtt
  1474141 tccggaggga acgcaatgag ccaaaccgag atggtcacca aacctgtagc ggatgagcgg
  1474201 cagcaatctg gcccgatact gcgtcaacaa ctgcgcaaag tgaaggcggc ctacacacgc
  1474261 cgatctctct tactgattac accgctgctg ctgtttatcg tcgttagctt tattttcccc
  1474321 attgcgacta tcttggggaa aagtatcgat aaccccgaat tgagggtggc catgccggta
  1474381 acagtggctg tactggcgaa ttggcctggc gatgcgctac cggacgaggc aatgttcgag
  1474441 gcattgatca ctgatctgcg taacgcgcgt agcaatggat taatgctctc gatcgccaaa
  1474501 cggatgagtt atgaagataa ccgttatcgt agcctgatca tgtcgacact acggaaagta
  1474561 ccggctgaag ggccggtacg tgaagcgcta atcagtgcgt taccgttgtg gggggaatta
  1474621 agcacttggc aatcgctgca acgggcgact cagcccttga cccgctatta cctgctatct
  1474681 gcatttgacc gtaaagtaga cgtagaaagt gggcaaatta aggcattacc ggctgatcaa
  1474741 gcgttgtacg ttaacgtctt gctgcggacg ttatggatgg cggctgtcgt cactctgtta
  1474801 tgcgttacct tgggataccc gctggcatat tggttggcaa aacagcccac tggccgcgcc
  1474861 aacctgttgt tgatgctggt gttgttaccg ttctggacct cattgattgt gcgtaccgcc
  1474921 agttggattg tgctgttgca gtccagtggg ttaatcaacc agtcgctgct ggggagtagg
  1474981 cttatcgaac aaccattggc gctggtgttt aaccgcgccg gggtctacat ctcaatgacc
  1475041 catatcctgc tgccctttat cgtgttgccg ctgtatgccg tgatgaaagg tatttcgccc
  1475101 aattatgtcc gagccgccat ttcattaggt gcgcatccgt ttgctgcttt ctggcgtgtt
  1475161 tatgtaccgc aaacctacaa cggcgttacg gcgggcgcgt tactggtctt tatgatggcg
  1475221 attggctact acatcacacc cgcattactc ggcggtccgg gtgatcagat ggtgagctac
  1475281 tttgtcgctt tctttaccaa taccaccatg aactggggaa tggccgcggc gttggggagc
  1475341 cagttattga ttatcgtcct gttgctgtac gtggtttata tccgagtaac ccgtacccag
  1475401 gctgaaaccg cgattcatta gttcatctat tgatgtgttt atccgttcat gagcttatca
  1475461 acacattgtg ccggaggaga cgatgccgaa accacaaaag gcactgaaac aaaaaggggc
  1475521 gtggctgctt agggggtgga aatgggtctt taatttttac agcgccgcca ttttattatt
  1475581 cctgatcgta ccggtattgg tcattgtgcc gctgtcgttt aatgcgggtt cttttctcag
  1475641 ttacccaatg gcgggttttt cactgcgttg gtatcagacc tttttcaact cggatgagtg
  1475701 gctgggggcc ttgggtaaca gcctgctgat tgccccgttg gcgaccttgc tggcgacggg
  1475761 gctgggggtt ttggccgcca ttggcttggt gcgcggggag tttcggggca aggcgttggt
  1475821 gatggcgatg ttgatttcgc caatggtggc cccggtggtg atcattgctg ttggcatgtt
  1475881 tttcttcttt gcccgcttat cactgctcaa cagctacctg ggattagtct tggcccacgc
  1475941 cttgcttggg gtcccatttg tcgtgatcac cgtgaccgct gtcttgaaaa gttatgatca
  1476001 gaatctgtcg cgggcggccg ccagcttggg ggcatcacag tggcgggtct ttcgtaaggt
  1476061 caccttaccg ctgatcgccc ccggtgtatt ttcaggtgcc ttgtttgctt ttgcggtttc
  1476121 gtttgatgaa gtggtcgtga cactgtttct tgccagcccg cgtcagcgca cattaccgat
  1476181 caaaatgttt gccggtatcc gtgaaaatct cgatccgact attgcggcgg ccgcttcatt
  1476241 aatggttggc gcttcgctgt tgttactgat tgtgatggaa ctgctccggc ggcgtagtga
  1476301 gcgtttacgc catcatccag tgtccccata atctgccggg gaataagccg aggggcatgg
  1476361 aattaaatat aaacgccgga tagggaggtg aatggagggc agcatgtctg agatgaccac
  1476421 ggcacaggcg ttattgacca ccgatgttcc catcgtatag gtcactcagg cggcgcaagt
  1476481 tgtacaggcg ctctatgggt tgaccactct cgttgccgcg ccgcacatgc agtcttgcaa
  1476541 gtgatacgcc aacaaaaact ctcagtgcga gataactcac tgagaggtga acataatagg
  1476601 ggttatcggt acagggtttg ggcccagcgg gccagtccgg cggtcaccga gccgaaatcg
  1476661 ttccccccca ccaacgggat ccccggcaat tgttgctgta gcgcggcacg cagtaacgga
  1476721 gagcgggcgc tcccacccgt caggtaaata acatccggtt tgacattgct ggtggtcagc
  1476781 gccaggctga cttgctcctg aatgcgttgt agcggtggac taatcgcttc ggccagttgt
  1476841 tgctggctga tgatttggcc caattcggct tcaacaaaat ccaatgttgt agcgacctgc
  1476901 tcttggtcag acagggcaat tttgctctct tctgcggcgc gaaccaagcg gtagctcagg
  1476961 cgctgttgat acactttcag cagccgttca acgtgttgtg ggttagcggc atcacggatg
  1477021 agatcacgca ggaaacggcc attaaccgtg ctgtagaagt cgctttgcgc cgggacatca
  1477081 ttggtggcaa ccgcattcca atatggtagg gacggcatgg caatcccttt ctcggtttca
  1477141 ccgcccatcc caaacagtgg catcaattgt ttgaaggcca gcatgatgtc gagatcgtta
  1477201 cccccaacac ggcagccgct atgccccaac aggctctgtt ggcgatcagc caaaccttgc
  1477261 cacttcggcc ccatcaataa gactgaacag tcggtggtcc ccccgccgat atccacgacc
  1477321 agtacggttt tttcttccgt taatgtcgct tcgaaatcca gccccgcagc cacgggttca
  1477381 aattgaaagg cgatatcacg gaaaccggca cgttgtgcgg cacgtaataa aatcccttcc
  1477441 gcctgccggt tagcgtcttc gccgccggaa ccctgaaagt ttaccgggcg gccaatgact
  1477501 gtttgacgga tttctgcggc caaaacggat tcagcctgac gcttgatgtg aaacatcatg
  1477561 gcgcagacta aatcttcaaa cagagccaat tgctgaggtt tcaggccatt agcgcctaaa
  1477621 aaggattttg gcgattttac aaagtaaacc tcttcggggt cttcgatgta ttgagcaagg
  1477681 gcggagaggc cgaatagcag gctatcggcg gttaccggaa tatcttcttc gcgattgaac
  1477741 gcgatggccc gacgcaagag ttgttggttt tcgtcgctgc ccgttggcac ttgccagtga
  1477801 cgatgcagac actcactcac ggcttcgcgt gtgggtgcac acaacatcga cggtaaatag
  1477861 acgtcgttat tttctaacgc caacaacgtg ggagcatcat cccgcatcac ggcaactgag
  1477921 cagtttgctg tgccgtagtc aaatccaatg aacatcaatt gctccccagg ccaaataaag
  1477981 gggggcgact ttaccctaga gtgaacatgg gagcaagtgg atcactctcc aaatcagggc
  1478041 gcgacccacc gccgatgatg gggaggccaa tcacggtgca ggcggagaat gtcactagac
  1478101 taaaaatagg gtggcgaggc ctaaaaagat gaagaatcca ccggtatccg tgatggcggt
  1478161 gatcatgacg ctggaaccaa tcgccggatc acggcctaaa cgggccatgg tcatggggat
  1478221 ggttacgccc attaccgcgg ccatcaatag attgagcatc atggctaacg tcatcaccgc
  1478281 acccattgcc gggtcgccat acagcaggta ggtgacaagg cccataatcc ctccccagac
  1478341 caggccatta atcagtgcca cccctaattc tcttaacatc aggaaggaga cactgccctg
  1478401 ttgaatgtgg tgtaaagcca atgcgcgaac aatcatggta atggtctgat tgccggtatt
  1478461 accgccgata cctgcgacaa tgggcattaa cgccgccagc gccactaact gtgaaatcgt
  1478521 gtcttcaaat aaaccaataa ctctggaggc gataaatgca gtacaaagat tgatcgccag
  1478581 ccatgaccaa cgggtccgca ccgcacggcc taccggggag aacacatcct cttccgggct
  1478641 taaccccccc atgcgcctca gcgtggtatc gctctcttca ttaaccacgt caacaatctc
  1478701 ttcgatggtc agccggccca tcagtttacc tttagcatca ataacggcgg cgctgattaa
  1478761 gtcataacgt tcaaaggccc ctgccgcatc ttcggctttc tgctctggtt ggaacgtcgt
  1478821 cggattctga tccattacct cagacaccaa ggtgttcggt gcattgagca ggattgatgt
  1478881 caggggtaat tcgccgagta acgtattttt gcgatcaatg acaaacagtt tatctgtggc
  1478941 atcagggata cgtttccgat agcgcaaata gcgctgtacg gttgctagcg tgacatcttt
  1479001 gcggacggtg accagctcaa aatccatcat ttggccgaca ctgtcgcggc catactgaat
  1479061 cacttcacga actcgggccc gttgatctgg atctaatgac gtcagtaagc ggcccatcag
  1479121 gttacgcggt aaatactcgg ccagataagc ctgttcatcc acatgcaagg tgcgcatggc
  1479181 ttttaacagg tctttatcgc tcatctcttt gatcagggta tcccacacgg tctcagagac
  1479241 ttcaaccagt gtttggccgc gcttctcatt tttaaccaac cgccagagtg ccaaacgttc
  1479301 gtcgttgggt aatgcttcca gtaagtcggc gagatctgct gcatgcaggt catcgagcaa
  1479361 ggtttttatt tctgcggttt gatcctgcag ttgttcatca ctgagatttt cccgctcctc
  1479421 ctgacggccc aaaataccgt caaccagcgc tcgattattt aataggaggg agaggattct
  1479481 ttcgcgtatt tcggccagtt ttttagtgtt gattttggca tttttttggg cagcggcaga
  1479541 aagtgacacg ggaataatag gcacgggcat aatgtgtcct tggatctaaa cattctaagg
  1479601 gcgtagggat tggcatcaaa tctacgggct aaggtctgtt tgatgcgggc caggaggttc
  1479661 gccctcgact gacagttcaa tttgttgaga ctgacgctct tggtgatggg agatcgacgc
  1479721 gattgccgca tacaacaggc ggccaaacag aatgaggaaa ctcaccagca agataatttt
  1479781 cgtcaattga gttgaaggtc ttcttcgcat agcctttgtt ttatcgctta gcaatgatcg
  1479841 tttaacgatt gatcgtttta acgacgaatg atttaaccgc tcatgctgtc aattgacgca
  1479901 ccgggtgatg acaaccaccc ggtgcacgat tttattagcg tcagatcact cttcaggggc
  1479961 cacttttgca gcctcatccg gctcttcttc ttcaataacc agcttccagc ccacaacatc
  1480021 atcccagtag gcctgttcgc gttcgaaatc cagttgcacc agactgtttt gcgtcaaata
  1480081 gccatgtgga aaacgcaatg tccagtgact gtcgtcggtt atcaaccgca ggctttctgg
  1480141 tgtggtggtg gattggcgtt gattattcag caatgtgctc agacgcaata attgaattaa
  1480201 cggcaaatag tatttcttct tgaataaatt caggcgtggc aattcatcca atttgatggc
  1480261 tttacggtgc attcggacca acgtcgccaa cagggtttgt tgctcctgat tgaagcccgg
  1480321 taaattcgta ttttgtaaaa tataggccga atgacgatgc atgccgctgt gattaatgct
  1480381 caggccaact tcatgcagca tcgccgccca tttcaataat gcttccagtt ggggctgtac
  1480441 cagcttggta ttttgtgcca accattgggt atacagttgc tccgtggttt ccagcacccg
  1480501 acgggcttgt tcacgatcaa tattgtagtg atctgccaaa cttttggcgg tacgttgacg
  1480561 gatatcctga tggcggaagc gaccttccat ttcatacagc acaccttcac gtagcgcacc
  1480621 gtcagataaa cgtaatgttt tgatggccaa tgcgtcgaat acgccacaga gaatagccag
  1480681 ccctggaaca aatacggatt ggcgatcctc cgaaagcccc ggcagactca gggctgagaa
  1480741 ttgcttgaat tgcaggacat tttcaaccag catctccagc cgttcaggcg tgatcaaacc
  1480801 gtctttttcg cccatttcga ccaagacttc ataggtggct ttaatggtgc cagacgcacc
  1480861 cagcgcatat tgccagcctt ggatccggta ttgccatgcc agattttcca acttttgtgc
  1480921 cgcggccaga cgcgcacgtc tgaaattatt cttgctgatt tcaccaccag ggaaaaactg
  1480981 ttgagcaaaa ctgacgcagc ccatacggcg gctctctacc agcaatggct caaagtcctc
  1481041 gccaatcacc atttctgtcg atccgccacc gatgtcgatc accagcttgc ggcccttctc
  1481101 tggttgggtg tgctcaacgc ccataaaaat caggcgcgcc tcttcctggc ccgagataat
  1481161 ttcaatggga taagggataa cctcggcggc acgtttgagg aatgtctctg cattggcggc
  1481221 ttgccgcagg gtgtgagtcc cgacgataca cacgttatct ggggagaacc cctgcaaacg
  1481281 ttcagcaaac agggccagac aggccaggcc gcgctcgata gcctcctcac tgagcatatt
  1481341 attgctatcc aggccatcgg ccagatgcac gcgttgtttc aggcgcccta aaacttgcaa
  1481401 agcgccgttg acgacacggg caatgaccat atggaaactg ttagagccaa gatcgatggc
  1481461 ggcgatttcc tgcggtttgg tagtcgaatt attggttagc ggcatagtgt taggtctact
  1481521 gctccggttg ttccagtgct tttaaataat catagatagc aatctgtgca cgtactttgc
  1481581 gccggtttcc acgcggtaca taacgattac tcagctcttt atcaatataa cgggctttga
  1481641 cggtgtcgtt gaataatatc tctaagatat ccagcacccg ctgcttcaat tttggatcca
  1481701 acagcgaaac agccacttca attcggtagt caatattacg ggtcatccag tccgcagagg
  1481761 agagataaac cagtttatcg cctttattct caaagacgta cacacggtca tgctctaaaa
  1481821 agcgatcaac aatactggtg acctgaatat tatcgctgat acccggcata ttcgggatta
  1481881 atgaacacat accgcgtacc aatagacgta ttttgacgcc agcactggag gcgctatata
  1481941 acctatctac caggccttta tccactaaat tatttatttt tagagtaatt cctgcgcttt
  1482001 caccggcctg tgcgtggata atttcctgat caatcaactg atataatatt aagcgcgaat
  1482061 tctgtggcga aaccatcaga ttatcgaacg taaccgggcg atagggattt tcaataaagt
  1482121 taaatacccg gcgcacttcg ttggtaatcc tggcatctgc cgtcagcaac gaatagtcgg
  1482181 tataaattct ggcggtcttc tcgttaaagt taccggtgcc aatatgggca taacgcacga
  1482241 tttcgtcatt ttcaaggcga gaaatcagga acagtttggc atgaattttc agccctggcg
  1482301 cagagaaaat aacgtgtacc ccagccgccg tcagactttt agcccaatga atattggcct
  1482361 cttcatcaaa gcgagcctgc aactccacga ccaccgttac ctttttgccg ttatgagcgg
  1482421 catggatcat cgagtcgata atgcgtgaat ctttggcgac ccgataaata ttgattttaa
  1482481 tcgccagaac gcttggatcg aatgaggctt gccgtaataa ctccagcaca tgctcaaagg
  1482541 tatgatacgg gtagtacagc agcacatcct gttcgcggat ggcatcaaaa ccgttgcgga
  1482601 atttatcaaa ccagacatgg cgcaggcgtg gcattggccg gttaaccaga ttacttttgc
  1482661 ctacattggg gaagttgata aagtctttga aattatggta acggccaccg gcgatcacgg
  1482721 aatcatcgtt agatataccc aatttattgc gcaggagttc taccatttca tcgggcatat
  1482781 cccgctggta aacaaaacgc acgggttcgg ctgtcagacg ctgtttcaaa ctagatgaca
  1482841 tcaattccaa gaggcttgat tccatctcgg tcaccaaatc atattcggca tcccgcgtca
  1482901 ttttcattga atatgcattc agcgcatcat aatcaaagaa gcctttaaat atttcatcca
  1482961 gacagaagcg caatatatta tcaagtaata tcattggctt gcgacggcga ggcgcttcag
  1483021 gcggtaaatt gacaaagcgc ggtattttat ctgatggaat ttccagcagg gcataggcaa
  1483081 tatcctgccc acgaataatt tctaccgcca gataggtata atcatctttt aaaaactgaa
  1483141 ccagattggt gtcatggtta atcaggatcg gtgtaatgtg ttgacgcaga tgctgtttaa
  1483201 agtattgctt cagccacgtt tgctgattct cggaaatttg ccgctcatta accaaaaaga
  1483261 tttgattacg ggccatttcc agtaacaggt cattatacag cccatcaaac tcttgatcgg
  1483321 ctttcaccac tttgctctga atttttttca gcaaatggcg ggacgtcaca gcagagcctt
  1483381 gctcttcgtt aataagaatg cgccgtttca gatcggcaaa acgaacttta taaaactcat
  1483441 ccagattatt ggagtaaatg ccaagaaatc gcatccgctc aataagcggg ttgctcttat
  1483501 ccgccgcttc ctgcaatacc cgctcattaa aagataacca actgagttct ttttcggtat
  1483561 agagcttttc ctgacccatt gcaactccat taagattatt gtgggagtat ttagtgtccg
  1483621 taaacattat tgcgaaaaat tgacaaaaaa gtccaacaga tatcattagt taacattgtc
  1483681 atgcaaacgc cacaaaactg acataagatg ctcggtcatt tgaacagctt atttgaacaa
  1483741 cttatttgaa cagatagctt gaaacggtag catgtaaatg cctgaaagat tcatcacggg
  1483801 cagtaaccat tgacggaata tggtgtaagg catgaggcaa ctaaacatta tgcggcaaac
  1483861 aagcatagcg tcaccatcag ggagagataa gcgccgggct tttattgatc gttgggtgcg
  1483921 catgacagtc accagtggtg gtttgctggt attactgaca ctgatgctga tatttgtcta
  1483981 cttattgtat gccgtattgc cattatttaa acctgtttct atccgtttgg ataatcagtt
  1484041 cgtggtgaaa cgcaatgcgc cggcactcgc tctgggaatg gatattcaag ggaaaatagc
  1484101 ttatcgcatt gataaccaag gtaaaggtgt gtttattcgc cttggtgggc aagggagtgc
  1484161 acctgctggc agtgtcatca atgaacaggc gttatccgcg ccgcccgtct catggagccg
  1484221 tgccatcggc gggcagcctt tatatggtgc cggtctgagt aatggccgct ttactctgct
  1484281 acaacccgat ttttctgcca ccccgcctgg ctggcaattt ccattgggcg atcaaccgcg
  1484341 tgcgctcgat atacaaggca agcgcttgct gcatttggcg ctggcagagc cgcaaccaca
  1484401 gcaattttcc gttgctgcca ttaccgatga tagccgcttg ttggtggggc aattcacccc
  1484461 gcaggggcag cagataacca ctcttggcgc ggtgcccgcc actgtcgatc aactgttgct
  1484521 cgcgcctgat ggccgcttac tctatgtgct ttcgggcaat caagtgcata tttaccaatt
  1484581 ggtcaatagg ccattagaga gtgaaaaact tgcgagtgac gcaccaggtt ccggctggca
  1484641 gttacgcgaa gtggtgtctc tggtgggtga aaaggaagcg ctcagtgggc ctttaacgct
  1484701 ctccttattg gctggaggga aatcgctgtt ggtgcaatca ccggatggtg tggtgaccca
  1484761 atggtttgat gtgcgaaaag ggccaagccc atcgttccat ttgacgcgga tccgcagttt
  1484821 tacaccagca agtcagggaa tactcaccgc ggagaacacc cgccgggtct ttgctttgct
  1484881 ctcgccacac ggtgagttat cccttttttc cagcatccag tcaccgccgt tactgcaatc
  1484941 tacgttggtc gaaggtatca gccatgccga tttttcgccg tggggcgata gcctgttagt
  1485001 ggaaaacgcc tccgggtggt cagtttatcg gctagacaac cgttatccgg acatcacctg
  1485061 gcgtggcctg tggcagccgt tatggtatga aaactaccca gagccagcct atgtatggca
  1485121 atcgagttct gccgaagaga gctatcaggc caaatttagc ctgataccga ttatcttcgg
  1485181 taccttaaag gcggccgttt atgccatgtt attcgcggtg ccgttggcat tggcgggggc
  1485241 catttacact gcgtatttta tgtctgcggg gttgcggcga gtcgttaaac cgaccattga
  1485301 gatgatggga gcattcccta cggtggttat cggtttaatt gcagggatct ggctggcacc
  1485361 ggtgattgaa cgttatctgg cggggatctt gttattgccg ctgctgctag ccctagcgat
  1485421 tttattgtgt ggttggggca gcgctcgcct gtcggccaag acacaatggc cattacctgc
  1485481 gggctgggat gtgatggtac tgctgccggt gatcttactg accggatggc tggccctgtg
  1485541 gttggggcca tcattggcgg tgtgggcgtt gggccaaccg ttgcatgagt ggctggggga
  1485601 tgattacgat cagcgcaatg cgctggtggt gggggtggca atggggttcg ccttaatccc
  1485661 tattattttt tcgctggcag aggatgcgct gttcagtgtg cccccgtcat taagccaagg
  1485721 ctcgttggct ctgggggcaa ccccctggca aacattgctc cacgtggtgc tgccttcagc
  1485781 ctacgccggt attttctctg cggtgatgat aggttttggc cgtgcggtgg gtgagaccat
  1485841 gattgtgctg atggcaaccg gtaactcgcc cattattggt ggcagcattt tccaagggtt
  1485901 acgggcgatg gcggccaata tagccattga aatgccggaa gcggtggtcg gcagtgggca
  1485961 ctaccgggtg ctattcctga cggcattggt cttattctgc tttacgtttt tggtgaatac
  1486021 gctggcagaa gcggttcgcc tgcggctgcg tgaacgctat caaatggagc ggacagcgtg
  1486081 atgaaaacag gatctacaaa catccatctt ataaacacgg gtcttataaa cacgggcctt
  1486141 ataaacaaat gggttaaatc tggctcgccg tggatctggc taactgcggc gtcagtcagt
  1486201 attagcttgt tggcgctgat tggcgtcatc ttattgttgg cagggcaggg aatgcgttat
  1486261 ttctggccca gcccggtcta ccaatttgag ttgaaacaaa ccgctgccgg cccggtaaga
  1486321 ctggtggggg aaatttatcg gcaacaatct ctaccgcggc agcaattaga acaggccggg
  1486381 atgactctac cgccaaatac gggtgattca gtcactcgct tgctgatcaa gtcaggtaac
  1486441 cgtgaggttc aggggcagga tttctatacc ttgctggaga gtgatattca acagcgcagc
  1486501 ctgccgaagg ggctattggc tctggaccgc cataacaatg gtatggcgta tggtttgctt
  1486561 gccggtatgt tggataacgg gcagccatta gttggcgata acctaagaca agagctgcaa
  1486621 aaacgcatcc ccattgtgca ggcgctggtc aggcaagcta atgatattca gttccgccaa
  1486681 atgagtatgc tcaatcaaca atttgaagca ttacggttac aaaagaaacg gctgcaaatt
  1486741 gccggagatt tagacagcaa atcgcaggat cgtattgacg cagagctggg ggagttacaa
  1486801 cgtcgtcacc agactcttat cgataaactg cggagcttac aaacggaaaa acaccgctat
  1486861 acactcttgt ggcaagatat gaatgggcaa atacacccgc tgccactgag tgaaattaac
  1486921 cgggcctggt atcccaacga catgagtttc gggcagaagt tgcggcactg ggcggcacaa
  1486981 accaaaaagt ttttgaccga caatccgtac aatgcgagtt ccgaaggcgg tgtttttccc
  1487041 gctattttcg gtacggtgct gatggtgatt ttaatgtcta tcgtggtgat gccattaggg
  1487101 gtgatcgcgg cggtttattt gcatgaatac gccgggaaaa attggctgac tcgcctgatc
  1487161 cgtatctctg tggtgaatct ggctggggtc ccctccattg tgtatggggt atttggtctg
  1487221 gggttctttg tttatctgat tggtggttcg ctagataagc tcttttatgc cgagtcattg
  1487281 cctaatccaa catttggcac accgggtgtg ctgtgggcgg cgttaacgct ggctttattg
  1487341 acgttgcccg tggtgattgt tgccaccgaa gaagggctag cccgcattcc aaccagtttg
  1487401 cggcaaggat cacaggcttt gggggccagc aaggctgaga cactgtggca catcgtgcta
  1487461 ccgatggcgg cacctgcgat gctcacgggg ctgattttag ctgtcgctcg agccgcgggg
  1487521 gagaccgcac cgctgatgtt agtgggggtg gttaaatccg ccccggtatt gccggtcgat
  1487581 ggtattttcc ctttcctaca tttggagcgc aaattcatgc atctgagctt ccagatctat
  1487641 gatatggcgt tccaaagccc gaatgtggaa gcggcccgcc cattggtttt tgccaccgca
  1487701 ctgctactgg tgatcattgt cgttggcctt aatttagccg cgatggggat tcgtcaccat
  1487761 ctgcgtgaga agtaccgtgg cttaatgttg taattggatt cttaacctgc aggacatgat
  1487821 atgggacttt tgacgccgaa ttcgttgccg ctacttgatg tacagcattt gactgatgag
  1487881 caaactgcac tggcggtcga gaggctcaat ttattttatg gtgataagca ggtgctgcat
  1487941 gacatctcat tctgtgtccc caaacatcgg gtcacggcgt tgattggccc ttcaggttgt
  1488001 ggtaaatcca cgttgttacg ctgttttaac cggatgaatg acctgctgga taactgccat
  1488061 tttgacggag agatccggct gggtgatgaa attattaccg ataaaaccac cgatgttgcc
  1488121 gcattacgtc gccgagttgg catggtcttt caacggccca acccatttcc taaatctatt
  1488181 tatgagaatg tggtatacgg tttacgcttg cagggggtcc gtgaccggcg ggttcttgac
  1488241 gaggcggttg agcgttcgct acgggcggcc gcgttatggc atgaagtgaa ggacaggctg
  1488301 cgggaaaatg catttcgcct ctccagcggc caacagcagc ggttagtcat cgccagagcg
  1488361 attgccattg aacccgaagt attattgctg gatgaaccga cttccgcttt ggacccgata
  1488421 tcgacgctaa ccattgaaga gctgattacg accttgaagc agcaatacac ggtagtatta
  1488481 gtgacccaca atatgcaaca ggccgcgcgg gtttcagatt atacggcgtt tattcatcag
  1488541 gggcgtttgg tggaatataa caataccgat gcgttattca cctcgccata tcagcgccag
  1488601 acggaagatt atattactgg ccgctatggt taatagcgtg ctgaatgagg ctggtggggt
  1488661 gttctacggt ggattgtttt taggcaaatt attttgaggt gaattgtcct gacgctggct
  1488721 gctacaaaat cagtcgttac aaatcagtcg ttacaacata aggtatttac tggatttatc
  1488781 tttcacgatt taagtttcca ttttttatgt cgtttgttat gagtgactat tgaatggaaa
  1488841 cattaagtga aagaactact gataacccaa cccgatttta tggagacgtt tagctgtgtt
  1488901 ggtgcggctt gtcgtgaaca ctgctgccaa ggcgtaagta ttacgctcga taaaaaccgt
  1488961 tatcagagat acatcaaaag cccctactcc gatattaagc gtatcgccat aagccatatt
  1489021 tctgttactc aagacagcct ggcatcctgg gccaatatca acccagataa tcaggggaat
  1489081 tgcccttttc ttgatgagca gcgtttatgc caaatttata agcacaccgg tattaatgcg
  1489141 ttgagtacct cttgtgccac gtatcctcgc gttgagcata tttatatcaa aaaattaaaa
  1489201 gtatgtcgct ctcctgccca gaagtgactc gacaggtatt attttcagcg gatgcattaa
  1489261 ctctacgttt ctctacgatc aaccaatatg attattttaa ggcgtctgag attgtgacgg
  1489321 aggagcggtt ggctaatcgt gcctgtgcgg cgctagcaat gaatcaacag gagaatattg
  1489381 aagaaaatct ttgggcaata aatcaatttt tgcagagcta tcaggctggc aatgacgtta
  1489441 ataaaattaa aatggctgaa atcgatggcc tgcgtgacgc attaatcagt gccatggcag
  1489501 cggggggggc ggtgaacgag ttacaggcgg ttgatcctga tactgccctc gttaaggtgt
  1489561 tattggcttg cctggggcat tttatgacac aattgcctga tatccgcggt aaaaaaacgc
  1489621 tcgctaatta tgcgcatacg gcactggctt atttcaccga ggcggatcct gaaccgcaat
  1489681 ggagaaatac ctggtctcaa caggcatggc cctttttctt acagcacacg tcggtattgc
  1489741 gtaattacct tctttatcgt attcatcatg accaattggc gatggggaat gaactgccgg
  1489801 tggccgctgc atttaattta gtggtcattg attattttta tctgaaatta ctcatcagta
  1489861 cttacgccaa taaaaacggg caactgacgg aagatgacat cattgatatt atttattctt
  1489921 accatgcctg ccgcgagtca acagagcgtt cgagtcaaca gtttaaacag gaactgacgg
  1489981 ctttggcgat gagcgatgat tttccgttat tgtctttgct ggcactcagt cagtgatgcg
  1490041 gctgattgcg catagccaac gcacatgtag cttgatgtat gacggagata acggggaaga
  1490101 aacaattggg gccatctgac cccaacgtat taagcatttt ttatcgatgg tgttttatat
  1490161 ttagccaaat attgtggttg gaaaatacac atacggataa cagtacggta ttcaccattg
  1490221 ataaagaact cttgcttcaa ctcaccttcg atttcaaagc ctaatttgct gtagatatga
  1490281 atggctttct cattttcttt atccacaatc agataaagtt tgtacaaatt cagtaccgaa
  1490341 aagccatact ccatcgctaa tttagccgct gctccggcgt agcctttacc ttgatgagtt
  1490401 gggtcgataa tgatctgaaa ctcagcacgg cggtgaatat gattaatttc aactaattcg
  1490461 accaagccaa tttttgttcc ctgactttca ataataaagc ggcgctcact ttggtcatgg
  1490521 atatgtttat catacagatc acacaactca acaaaggctt cataaggttc ttcaaaccaa
  1490581 tagcgcataa tgctggcatt attatctaac tgatgaacaa acggcagatc ttcccgttcc
  1490641 agtgggcgta atctgacgct gctagtggta gacatgttga ctcctcaatg gcggcagcaa
  1490701 tcgctgtcgc cagaattata acctcagcgt cagttttggg cgattatata caggcaaaaa
  1490761 cgcgaatatt agatcgacat tgcttttaat taatgcccac ccccaacgtc attgaagagt
  1490821 tgcaggaagg gggtcactga gagacacatt agccgggaag ccgtttgaac agtatttatg
  1490881 cgacttcaag tacgaaggga aggttattcg gcagcataac cctgcaacgg caaacgcacc
  1490941 ccatccagcc aggccgcgtt gtcacgcatt gccaggcggc catcggtaaa ccaactgacg
  1491001 accaacggat aaatgctgtg ctcttgggtt tgcacccgtt ccgccacatc ttcttcgctg
  1491061 tcatcgctga aaatcggcac tttggcttgc aggatcaccg ggccgccatc caactcttca
  1491121 gtgacaaaat gcacagaagt accatgctct tgatcaccgt tttcgagtgc ctggcggtgg
  1491181 gtatgcagcc ctggatattt gggcaacagc gaggggtgaa tattcaacat tcgcccagca
  1491241 tagtgtttaa caaattctgg actgagaata cgcatataac ctgcgaggac caataaatca
  1491301 ggttgatatt ggtcgatggc ctgtgccaga gccagatcaa aactgacgcg gtcagtaaaa
  1491361 gccttggcat ccagcgcatg atgagggatc cctgcggatt cagcacgttc caaaccatag
  1491421 gctgcaggat tattgctgaa tacagcgctg atcttgccag agatacgccc ttgttgttgg
  1491481 gcatcgatga gtgcttgtaa attacttccc tggcctgaaa ttaatacgac aatttttttc
  1491541 atataccctt cgtacttgaa gctgcagggt ggttagctat gatcacttac ccgatccatc
  1491601 ggtgggcctc gcagaggcga ggccgccttg ccgaacaaca tgattaatca gcaatattac
  1491661 ggattaatga tgacttgctc agcaccctca gttgccgcgg caatgacacc gattttccag
  1491721 gctttttcgc cagaagctgt cagcaactca accgctttat ctgccagttc tgcaggcaag
  1491781 gcaacaacca taccgacgcc acagttaaag gtgcggtaca tctcatggcg gctgacattg
  1491841 ccagcttgtt gcagccaact gaataccgct ggccactgcc aactggcttc gtcgataacg
  1491901 gcttgcatgc cttgcggtag cacgcgcggg atattttccc agaagccacc accggtcaga
  1491961 tgcgcaatgg cgtggatatc taactgttca atcaggctga gaatggattt cacatagatt
  1492021 ttggtcggtt ctagcaaatg atcggccaga gatttgcctt ccaacgaggt ctgttctgga
  1492081 ttggtgttgc tgacgtccag aattttgcgc accaatgaat aaccattgga gtgtgggccg
  1492141 ctagcaccta aggcgaccaa gacatcacct ggtgtaactt tactgccatc aatgatttca
  1492201 gatttctcta cgacacccac acagaagcca gcaacgtcat aatcatcgcc gtggtacatg
  1492261 cccggcattt ctgcggtttc accgccaacc aacgcacaac ctgattgttt acagccttcg
  1492321 gcaatcccgg taatcacact ggcggcagta tccacatcca gtttaccggt cgcaaagtag
  1492381 tcgaggaaga acagcggctc tgcgccctga accaccagat cgttgacaca catcgcgact
  1492441 aaatcgatac cgatagtatc gtgacgtttc aggtccatcg ccagacgcag cttggtgccg
  1492501 acgccatccg tgcctgaaac cagaataggt tcacggtatt tttgcggcaa cgcgcacagg
  1492561 gcaccgaacc ctcctaatcc gcccatgact tctggtcgac gggtttgttt aaccacacct
  1492621 tttatgcgat caacaaggtc attgccggca tcaatatcta cacctgcgtc tttataactg
  1492681 agagaggttt tgttggtcac tgcgaggtcc ccacggcggt tgtctgtttg agcttatacc
  1492741 cgtaatacgt caagctacat gtgcattggc tatgcgcaat cacccgaatc acttactggc
  1492801 tattgacctt aaaataagtc attgacctta aaataaatag actcatcggg attatattgc
  1492861 ttgccgcctt cctgcaactc gaattattta gggtgcagga agaaaacgcg acaattctaa
  1492921 cagcgcaggc aaacgtttgc gagtggcttg tgatatcccc ctgattttta gcattcttgg
  1492981 cgtacaattg aatctctatt gatctgaatc aggctattca ttatggcgtt caaaaagaaa
  1493041 ggcggtataa tctcgcgatt tttttggccg tcgaccgcct aaccaggaga aaaataatga
  1493101 agatcgttga ggtgaagcac ccgctagtaa aacataaact tggtttgatg cgtgagaatg
  1493161 atatcagcac gaaacgtttt cgcgaattgg cttccgaggt ggggagtttg ctgacttacg
  1493221 tagcaaccgc tgatctggaa actgaaacag tgaccatcga aggttggaat gggccggttg
  1493281 aaatagaaca gattaaaggt aagaaaatta cagtggtgcc aatcctgcgt gcgggtctgg
  1493341 ggatgatgga aggggtgttg gaaaatgtgc ccagtgcgcg tatcagtgtg gtaggtgtgt
  1493401 atcgcgatga agagacgctg aaaccggtac cgtatttcca gaagttggtt tccaatatca
  1493461 acgaacgcat ggcgttagtg gttgacccaa tgttggcaac cggtggttct atgattgcta
  1493521 ctatcgattt gctcaagaaa gcaggctgcc agagcattaa ggtattggtg ttagttgctg
  1493581 caccagaagg tatcaaggcg ctggaagaag cgcatccgga tgttgaattg tacaccgcct
  1493641 ccatcgatca gggcctgaac gaacacggtt atattatccc tgggttgggt gatgccgggg
  1493701 ataagatttt cggaactaaa taacgatgat agccgacgtg aaagtcggct tttttgtgcc
  1493761 cagaaaaccc ccagctaggc tgggggttca gtaaagcttt cagctttggg tcagttataa
  1493821 aaaccccttt tgatttgtta aaacagtttg cggtctggca actgcaaatg ttcaacaaga
  1493881 aatcaaaagg gggtcccaat gagggatgaa aagagcttag cgcacacccg atggaactgt
  1493941 aaatatcata tagtttttgc gccgaagtac cgaaggcagg tgttctacag ggaaaaacgc
  1494001 agagcgattg gcagtatttt aagaaaactg tgcgaatgga aaaacgtgaa tatcctggaa
  1494061 gcagaatgct gtgtggatca catccatatg cttctggaga tcccgcccaa gatgagtgtc
  1494121 tcgggattta tggggtacct gaagggaaag agcagtctga tgctttatga gcagtttggc
  1494181 gatttgaagt tcaaataccg taacagggag ttttggtgtc gagggtatta cgttgatacg
  1494241 gtagggaaaa acacggccag gatacaagaa tacataaagc accaattgga agaggataaa
  1494301 atgggtgagc aactctcgat cccgtatccc ggtagcccgt ttacgggccg taagtaatcc
  1494361 atagatgcaa atgtcagatc gcgatgcgcc tgttagggcg cggctggtaa cagagcctta
  1494421 taggcgcata tgaaaaacct ccggctatgc cggaggatat ttattcacca aattcaggtt
  1494481 gttatgttgt tataaatttt tgtggtaaac tcgtcacgtt ttcccgcccg ttttgttggt
  1494541 tgaggtgctt ctgaatacgc cggcacagct ttcactgcca ctctatcttc ccgatgatga
  1494601 aacttttgcc agtttttatc cgggggagaa cccatccctg ttagcagcga tccaatccgc
  1494661 cgttcatcag cctcatggca gttatatcta tttctggtcg cgagaaggcg gtggacgtag
  1494721 tcatttgcta catgccgctt gtgctgagct atcgcagcaa ggtgaggcgg tggggtatgt
  1494781 tccgctggat aaacgcgctt acttcatacc tgaagtatta gaggggatgg agcaactggc
  1494841 gctggtctgc attgataata ttgagtgtat tgcaggtgat gaacagtggg aaatggcgat
  1494901 gtttaatctc tataaccgca ttgtggaaac tggccgtacc cgtttattga tcacgggcga
  1494961 tcgcccgccg cgtcaactca accttggttt accggatctg gcctcgcgcc tggattgggg
  1495021 gcagatttat aaattgcagc cgttgtcaga tgatgaaaaa ttgcaggctt tgcagttacg
  1495081 cgccaaatta cgtggttttg aattgccaga agatgttggc cgctttttac tcaagcgttt
  1495141 agaccgagaa atgcgcactt tgtttatgac gttggatcaa ctggatcggg cctcaattac
  1495201 ggcacaacgt aagcttacta tcccatttgt taaagaaatt cttagtcttt aactatgccc
  1495261 ttcgtcatgg cggctactac cctgttgata ctcgtcatac ttcaagctgt gcgtacgtta
  1495321 gctacgctcg ttactcggcc catccatgga cttgcctctg agaggccgct gccagtcgca
  1495381 tttaaatttg ctcctggcag atttgccact cgtttgctga ctcatgccaa tgacattggg
  1495441 ttatcggtta cggtaacatc acgttatttc aatatctcaa gcacttgctc tggtgggcgg
  1495501 ccaatacggg ctttcccctg agtaaccacg atagggcgtt cgataagctt tggattatcc
  1495561 gccatggctt gcaataactg atcttgcgtc agcccacggt catccaagtt cagtgttttg
  1495621 tagagatctt ctttggtacg cattagctgg cgtgcgtcac tgaagcccaa ttgttgcagt
  1495681 aattccttta atttatccac tgagggcggg gtctctaaat acagcacgac ctgaggcgta
  1495741 atgccttgct gctcgactaa tgcgagtgtt tcccggctct tggagcagcg tggattgtga
  1495801 taaatagtga catctttcat gataactttc cttgctgttt ttctcttagc tagcctactg
  1495861 tttatcaaca ggccagatgc tatctgccaa taaacaaacg gcttgccagc aaatagcccc
  1495921 aaataatcag gacttctgat atttacgaaa acgctcgttt aaccgccgca actggtcaat
  1495981 tcgggcatca taacgggctt gttccaggct gcccaacttc acccgcgcac tggcatcgct
  1496041 gagcaagcca atggcctggg tcagcttgcc gctcaacgcc agactctctg cccgcgccgc
  1496101 cagttcttga tcgcgtaaac cctgcgtggc agtcgcttgt gccaatagat cccagccatt
  1496161 cggatcattc ggataggcaa aagtataacg atgtagcagt ttgatggctg ctgccggttg
  1496221 cctcccctga acataggcgt tagccagatt cagttgcagt accggttcat cattctgttt
  1496281 taccatcgca ttttgtaaac gtgcgatggc agcggctgat ttattctgcc ccagatcgat
  1496341 atccgtcatg agatcgagga accaaatatt gccgggttgc tgcgccagta ggggttgtag
  1496401 caggttacgg gcttcatcat attttttggc ctgataaagc tggactgcct gaccgtattt
  1496461 tgccgccagt tgctcacgta ctgtgccttt acttagctta tccagcagct caggggtcag
  1496521 gctattttca tccgcgccat acatacctaa aatacgcatt ttggcaaaga gataatcttg
  1496581 cgatgaggca gtagggtgcg gtttcatctg atttgcgcgg ttacgggcat cagataaacg
  1496641 gctgtctggt aaggggtgag tcaataacat ttcggggggt ttagagacat atcgtgactg
  1496701 atcggccagt ttttgcagga aattaggcat cgcttgcgga tcaaacccgg aacgttgtaa
  1496761 tacctgaata ccaattcggt cagcttcttg ctcattgcct tgagtaaaac tgataatacc
  1496821 ttgctgagcg ccagccaatg tcccacttaa tcctgccatg cctgcttgtg ggctggccat
  1496881 tgttagcaga attgatccta acacccccac ccaagtgagt ggtgcgagcc gctgttgttc
  1496941 ttccatggcc ctggctaaat ggcgctgagt aacgtgagag atttcatgag ctaatacgga
  1497001 ggccaactcg ctttcgttat cggtataacg gaatagggct gagtgaagca cgacgttacc
  1497061 gccaaaaaag gcgaaagcat taatctgatc gttattcacc agatagaaat ggaatggggt
  1497121 gcgtactgag ttagcgttag caaccagccg gttacccaat gtattgatgt attgtgtcaa
  1497181 taaggggtca taaatcaatg gtgcgctggc gcgcatttgg cggacataaa agtcccccat
  1497241 cgccatttcc tgatcaatac tgagcgtggc gcctgccgag gtacctatat cgggtaatag
  1497301 gtcttgagcg ggtaataggc cttgggtttc cgctccagca gatattggcc cggtgagcag
  1497361 caagctactg agtagtgtgg cgatcactgt cttacttaac cgacttgtca taaacgagac
  1497421 tgcccctgct agtgtaatga caattagact ccgtaatgtg taagagttct tcttccttgc
  1497481 actgctctcc agtacaatca tcacgaaagc gagttagatc acaaaaatat gttcaaatac
  1497541 gtcaaaggtt aagctcatca tccgttgttg agactcaccg ctatcttagc cagcctgcag
  1497601 ttataaagaa ataattataa aggcatggcg attaagggag ttgacggtaa cacctcacct
  1497661 tcgggttcag ccctgtttgc cagagggtaa agggatccgc caatttgcgg atttctcatc
  1497721 gtatttaagg agccatttcg gatgctagag ctgttgttac aatggtatcg ccgtcgtttt
  1497781 actgacccgc aggtcattac gttactggtt atcttactgg cgggtttctg cattctctac
  1497841 ttcttcagcg gtattttagc gcctttgctg gccgctcttg ttttggctta tttattagag
  1497901 tggccaactg cccgcttgca gcgtattggt tgttcacgat cctgggcggc cagtatcgta
  1497961 tttgtgctat ttgtcagtat catgctgtta gcggtatttg tcgtggcacc aacggcttgg
  1498021 cagcaaggga ttaatctggc gtcagatatg ccaaagatga tcaataaatt caatgatttt
  1498081 gcccatacat taccggcccg ttacccggca ctggtcgatg ccggtattgt cgatatgatg
  1498141 gcggaaaatc tacgcagtaa aatgtcaggt ctcggcgact ccgtggttaa attttctctg
  1498201 gcctctttga ttggcttgct gacattggct atttatctga ttttggttcc attgatgctg
  1498261 ttcttcttac tcaaagataa agaacagatg cttaatgcgg tgcgccgtgt tttgccgcgt
  1498321 aaccgcggtt tggccgggca ggtatgggtg gagatgaacc aacagattac taactatatt
  1498381 cgtggcaaag tgctggaaat ggtgattgtg ggtattgcca cttatctggt gtttttcatc
  1498441 atggggatga attacgctct gctattggcg gtgctggtgg ggttctctgt gttgattcct
  1498501 tatattggtg ccgtgattgt caccatccct gtggtgttgg ttgcgttgtt ccaatggggt
  1498561 atcggggcag atttctggac gctttttgtc gcctatttag tggtgcaagg gttagatggc
  1498621 aacttgttgg tccccgtgct gttctctgaa gccgttaatc tgcatccgtt ggttattatc
  1498681 ctatcagtga tcatttttgg cggtatgtgg ggtttctggg gcgtattttt tgccattccg
  1498741 ctggcaacgc tggtcaaagc ggttatccat gcctggccag aagaattcat tcctgacgcg
  1498801 gattaataaa tacgttgata acaaagtcct ggcttcttgg tcgggacttt gaactcatag
  1498861 aaacaggcta aaaaaaatct gctctgcaac aatatcaact ctgcaacaat atcaactcga
  1498921 aatggtcacc cttgaagagc tgtcgccgta acatcatctg gttcacaagg tcgatgctgc
  1498981 catctatttc gaggttatcc gcgatgaagt cgcccacctt tactggccaa tgaacatcca
  1499041 acgttagtgg tacaccgcaa accgtcatta atccacaata tttggagcca gatggcggga
  1499101 accgacgaat aaatactgag ttgaccggta tgtcagtatt taagcgactg attgtgagcg
  1499161 ccggtaccga agagattacc ttgctcttca gggataattc atggcatctg gtggtgttta
  1499221 atttttgaga agcagatggc tttaatactc aaagaacgca gagggaaata agtcgctaaa
  1499281 acgtagactt gtattgaacg ggccgtaaat ttgggttaag tcggaattac tgtatgatac
  1499341 ctgtcaacac ataactaccg atcactatca tagggcatat ttttaagcaa aaagggatat
  1499401 cagggatgag taaacgtgaa gatattttag atacatccag atttggttca gaaaacggta
  1499461 tccgaaaagg acttatttat tcagaaattt tgggctggat tgatatgggg catgcacgtg
  1499521 gtgatgatat tcgtgcgctt atgacccggt tttccattgg tgaatcaagt ggtaaagcct
  1499581 attaccaagt gcgttatgaa caaacgatgg ggttaagccg gtttgctacc ggacgtttta
  1499641 acgtctggca ggtaaagaaa ggcagaacac tcactgaaag acggggtata gctttggcta
  1499701 tgatgatgag cactgctgtt gcatttgaaa actggcaatc aatgtctttt ttcagttggt
  1499761 atactgacag tgggttcagt ggtgaagatc ttatctctga tttatttggc ttctacaggg
  1499821 ctaattttcc tcgaacatat tggggggagc taaagattgt tagtaaggcg tcagcgctcc
  1499881 gccgatggga tcactatgga tctattgggc gttataagaa tactggtttt ttacctcttt
  1499941 tatttcctga tcctgcggag aaattcatct gtcccaaacc ctataaagga caacttcccc
  1500001 gatttatgat gcaggttaca ccctataaat ttcatccaaa tgatgacact gttattcgca
  1500061 ccagtaagaa agctggaatc atcactcaat tgagtagtta gataatgaag attttgaaaa
  1500121 gactcatttt tatttgtctg gtcattatta ttattttttt tcttatcgat tgcagtatgc
  1500181 aaaaggtggc agaggggaga gacgggtata caaggtcaaa tatctgggca tattatttgt
  1500241 atacagacaa agatattagg tctgccccaa gggcagctga atcttattat tttatattta
  1500301 cagctcagga cgggagtcag ccaagagaaa gtagtattgt ctatagggat gatgtttgtt
  1500361 tatctgacgt taaaaatcat ctcactacct taggatacag ggtatcagat catgatgggc
  1500421 tatctgaaaa gtggattaaa aaagatgaag ttattcctta tttctatata tcaatcgata
  1500481 agtacacaca taccgtgact ctaagtaaag tcagtttgag gtgattttta cagagtcaga
  1500541 tttttcatat cagctgattg ataaataata taatgctgtc atcgatatga tgaacagtaa
  1500601 taaaatttca ttttgaccgc tgtatggtgc tgctacatat ctcagaagaa aacgcggata
  1500661 aaataattaa tttttaattt ccgccaccgg cgctttgtca ataacctcaa gagcgccaga
  1500721 gcgctctttt ccgttaattt tattgaccaa taaatagcca ggaaacctta ggcattttgg
  1500781 cgtaagtagt ccatcacgat atcgtgatga ttattagtct tgaaattatc aaacacatgt
  1500841 tccaccttac cgtcagcatc aattaagaag ctgatacggt ggatgccatt gtaggtttta
  1500901 cccataaagc tcttttcgcc ccagacgcca aattgttccg caacttcatg atgttcatca
  1500961 gacagaagcg taaagtttaa gagttctttt tcagcgaaac gagacagctt ttcgggttta
  1501021 tcggtgctga tacccagcac ttctaccccc gcacttttca gttcatccat attatcgcgc
  1501081 agaccacaag cctgaacggt acaaccaggt gtcatggcct taggataaaa ataaaccaat
  1501141 acacgctgtc cctggaagtc ggccaaacta atttgctcgc catcttgatc gggtaaacta
  1501201 aatttcggcg ctatatcacc ggctttcaat gggctcatca ctaactctcc attcggtcat
  1501261 catgctgtgg atagctcacc acgctaatac tgccctgcgc gttgagttct gtacagagtt
  1501321 gataaaaatc atgttcgatt attgaactgt tttggctggc aggactgtgt gcactcatct
  1501381 gtatatgtag caatggcggt gtctcgccgt ctgccggctg agttttggag actaactccg
  1501441 cgatattcat attgtggcaa tggaacaggt tggtaaaccg ttcaataatg tggggggagt
  1501501 cattcacttc aacttttacc cagacagtgg ttggcatagc tttctgccct tgagcgttgg
  1501561 ttcgcttcat gacaatcagc aaatcaagct ctgcaccttt ttgcggcaga gttgattcca
  1501621 gcagggtaac ggcgttccaa ctgcctgaca gcagcataat aaaggtgaac tcctcaccga
  1501681 acatagccag ccgactatct tcaatattac aaccgcagct actgacatgg cgggtgatgg
  1501741 tattgacgat ccctgggcgg tcagcaccga gtgcggtaat gaccagataa tgttcatcaa
  1501801 gctgcggcaa aatcgctctt cctgtcatgc tctttggggt taccatggta aacataaaaa
  1501861 aaacctgctg ccaagcgctt acaacacagt tgtttacttg cttttggata gaggtcaaaa
  1501921 gtaccatgag gaacttgttt gaggaggtga tagccaatgt ttacgggaag cccaatgttt
  1501981 acaggcagca tagttgcgct aataacgcca atggacgaca acggtgatgt cgatcgtgca
  1502041 agcctgaaga gcctgattga ttaccacgtg gccagtggga ctgcggcgat tgtctctgtg
  1502101 gggacgacgg gtgagtcagc aacgttgaat catgatgagc atgtcgatgt ggtcatgcag
  1502161 acactcgaac tggctgatgg ccggatcccg gtgattgccg gaacaggggc caattccacc
  1502221 tccgaagcca tttctctcac tcaacggttt aatgataccg gtgttgtggg ctgcttaaca
  1502281 gtgacgccat attataaccg gccaatgcag gaagggttat accaacactt taaagcgatc
  1502341 gctgaaagta ccgatttgcc acaaattctt tataatgtgc cttcgcgtac gggttgcgat
  1502401 atgttaccgc caaccattgc tcgcttagcg aagattaaaa atattgttgc tgttaaagaa
  1502461 gccacaggga acttaagtcg ggttagtcag atccaagtgc tggttgatga tgaagatttc
  1502521 atcctgctca gtggtgatga tgcgagtgga ctggacttta tgcaactggg tggtaaaggt
  1502581 gttatttctg tgacggcaaa tatcgctgcc cgtgaaatgg ttgaactgtg cgcattagca
  1502641 gcacagggaa atttcgccga aggtcgccgt ttgaatcagc gcttgatgcc gttgcatcag
  1502701 catttatttg tagaagcaaa cccaattccg gttaaatggg ccgcgaagag gttgggatta
  1502761 atggcaaatg atactatgcg cctgccaatg accccactga ctgatccggc caaacggatt
  1502821 gtggaagacg cgttgaaaag cgcaggtttg ctgtaacttc ttagggaaat ttgatggcaa
  1502881 tatcattgca aaaatcgacg gtggtaaaag ttgtaggtgt ttcgctggtg atgttactgg
  1502941 ccgcctgctc gacggaccaa cgctacaaac gccaggtgag tggtgacgag tcttatctta
  1503001 cagcgccagg gctaaagccg cttaacgcac catcaggtat gatcctgccg gtacaaaatg
  1503061 gtgagtttga tgtccgcacc gttaattcgc aaggcgctgt gggcaaacag ttggatattc
  1503121 gtccaccggt acaaccactg acattattga gtggctcccg cgccgaaaat gcaaccgata
  1503181 ccagcaagct attgttagag aatagcccgc aaaaccgcga tctgtgggct caggttactc
  1503241 gtgtcctgca agatcataac tggccaatag ccagccgtca ggatgccagc caaacgctga
  1503301 ccactgattg gatcaaatgg aaccgggcag atgaagatgt acagttcgaa ggccgttacc
  1503361 agataagtgt gcaggagcaa ggttatcagc tggcattagt agtgaaatcc cttgagttac
  1503421 aacaaggggg gaaaaccatc actcagtata gcgagatcca gcgctataac agcgcaatgc
  1503481 tgaatgccat tatcgaaggt ttggataaag tgcgggctga cagcgagagc agtcaggcct
  1503541 cacgtaaagt cggtacgctg gatgtacaaa gtggcagtga cgatactggc ttgcctctgc
  1503601 tgattgtccg tgccccttat gcggttgtct gggaacgtct gcctgctgcg cttgagaaag
  1503661 ttggcatgaa agtgaccgac cgcagccgtc cgcaaggtac tgtcagcgtc accagtaaat
  1503721 cgctgagtag cagtagctgg gacgcactgg gtgccaaaga tcctgaattg ccagaaggcg
  1503781 attataagtt acaggtcggt gaccttgata accgcagtag cttacagttc attggtccga
  1503841 aagggcatac cttaacccag gcgcagaatg atgcgttggt tgcggtattc caggcagcgt
  1503901 ttagccagac tagcgcaacc gcgataaaat aaaaccaaag gggcttcggc ccctttagtt
  1503961 attgtgccca gaaaaccccc agctaggctg ggggttcagt aaagctttca gctttgggtc
  1504021 agttataaaa accccttttg atttgttaaa acagtttgcg gtctggcaac tgcaaatgtt
  1504081 caacaagaaa tcaaaagggg gtcccaatga gggatgaaaa gagcttagcg cacacccgat
  1504141 ggaactgtaa atatcatata gtttttgcgc cgaagtaccg aaggcaggtg ttctacaggg
  1504201 aaaaacgcag agcgattggc agtattttaa gaaaactgtg cgaatggaaa aacgtgaata
  1504261 tcctggaagc agaatgctgt gtggatcaca tccatatgct tctggagatc ccgcccaaga
  1504321 tgagtgtctc gggatttatg gggtacctga agggaaagag cagtctgatg ctttatgagc
  1504381 agtttggcga tttgaagttc aaataccgta acagggagtt ttggtgtcga gggtattacg
  1504441 ttgatacggt agggaaaaac acggccagga tacaagaata cataaagcac caattggaag
  1504501 aggataaaat gggtgagcaa ctctcgatcc cgtatcccgg tagcccgttt acgggccgta
  1504561 agtaatccat agatgcaaat gtcagatcgc gatgcgcctg ttagggcgcg gctggtaaca
  1504621 gagccttata ggcgcatatg aaaaacctcc ggctatgccg gaggatattt atttcatgac
  1504681 gactaaaatg gtcacatcac tggagtaata agatgcaaaa gctagctgag ttgtatcgtg
  1504741 ggaaggcgaa aaccgtctat accaccgaaa atcctgacct actggtattg gagttccgta
  1504801 acgatacgtc agcactggat ggtcagcgca ttgagcagtt cgatcgtaaa ggtatggtta
  1504861 ataataagtt taaccatttc attatgacga aattggaaga ggcgggtatt cctacccaaa
  1504921 tggaacgcct gctgtcagat accgaagtac tggtgaaaaa actggagatg atcccggttg
  1504981 agtgcgttat tcgtaaccgt gctgcaggtt ctttagtcaa gcgtctgggg atcgaagaag
  1505041 gtttgtcact gaatccaccg ttgtttgacc tctttttgaa aaatgacgca atgcatgacc
  1505101 cgatggttaa tgagtcctac tgtaaaacct ttggttgggc gacagaagcg caattggccc
  1505161 gaatgaaaga actgagctat ttggcgaatg atgtgctgag caaattgttt gatgatgccg
  1505221 gtttaattct ggtggatttc aaacttgagt tcggtctgtt taacggtgaa gtggtattag
  1505281 gggatgaatt ctctcctgat ggtagccgtc tgtgggataa gaaaaccctg aacaagatgg
  1505341 ataaagaccg ttatcgccag agcctgggcg gtttgattga agcctacgaa gaagttgcgc
  1505401 accgtatcgg cgtaaaatta gactaacagc gcaatcgatt acgtttctct gtcgtgagcg
  1505461 ttatcggggg gcggtggcct ttatctcccc ccaaactcgt cattcttgac accatagcgt
  1505521 cacctgtatt cagtctatat ttgagtgaaa tcccaccagt tatatcaatc accgctattt
  1505581 ttaatggtat tcgatctatc gatttcctac gatacgcgta gaaaatctgt ctgggagtcg
  1505641 tgctatgcgt tggcaaggtc gtcgtgaaag taataatgtg gaagatcgtc gcgggaatgc
  1505701 ttccggtggt ggtgggttcc ggcccccaat aaggggcaaa ggaggggtcg ctatcctgat
  1505761 tattgtgttg gtcgcgggct actacggcgt tgatctgacg ccgctattaa atggcggtga
  1505821 tccactgtca caaacccaga cgccgccccg ttctcctaaa gctgtcagta cgcaagatga
  1505881 ccaatatgct aaattcacct cggtcatcct ggccgatact gaagatacct ggaaacctat
  1505941 cttccagaag atgggccgga cttatcagga tccaaaactg gtcatgtacc gtggtgcaac
  1506001 ccagaccggt tgtggtaccg gtcagtcggt catggggccg ttttattgcc cggcagatag
  1506061 caccatctat atcgatctct ctttctatga agatatgaag aataaattag gtgcgggcgg
  1506121 tgattttgct caggcgtatg ttattgctca tgaagtcggc catcacgtac aacatttgat
  1506181 ggggattgat gcgaaggttc gtcagcaaca gcagggcgtt tctcaggcgg aaggtaatcg
  1506241 cttatcggta aaaatggagc tgcaagccga ctgttttgcc ggggtttggg gcaaggcgat
  1506301 ggaagagcaa caggtgttgg aagcagggga tttacaagaa gcgctcaatg cggcacaggc
  1506361 cattggcgat gaccggctac aacagcaaag ccagggccgc gtcgtgccag atagctttac
  1506421 tcacggaacc tctcagcaac gttatacctg gtttaaacgt ggttttgaca gtggtgatcc
  1506481 taatagctgt aacacgtttg ctagtcacta ggtttagctg agccgttaat cgataatcat
  1506541 aagatctatt cttctctgat tggcacgctt gtgccgacat tgattgcaat acagggataa
  1506601 agtcatggcc gctcttgatc caacgttatt gatccttttg gcgctggccg cgcttgggat
  1506661 cctcagccat aacatgacag tgacattggc aattctaata ttgatcgcta ttcgtattac
  1506721 gccactgaac tcatttttcc cgtgggtgga aaaatacggg ttaaccatcg gtgtcttgat
  1506781 tttaactatc ggcgtaatgg caccaattgc cagtggcaaa atcagcgcca gcgaggtatt
  1506841 gcactcattt gttcagtgga aatctatctt agccattgtc gtgggggtgg cggtatcgtg
  1506901 gctcggcggg cgaggtgtct cattgatgac gcaccaaccg tcggtggtgg cggggctact
  1506961 ggtaggaacg gtgctcggcg tcgccttgtt caaaggcgtc cctgtcgggc cattgattgc
  1507021 cgccggtttg ctctcactgg tcataggcaa gtcgtaagat gacgaatcca atcgttgcca
  1507081 gtcaaccaca gatggcgcag caggggatca ggcgtttgct gatcctcagt ggtcaggccg
  1507141 attggtcacg gcagcaggca ataatgctac gccagcatct ggcaggcgat tggctatggt
  1507201 tgagcgagca gcctcccgaa ggcgtcaaca gtatcagtcc aacagcggca agaactctgt
  1507261 tggggcagga aaacttacac ggcgtatttg atgcaaccga tgggttaaat atagaagcgc
  1507321 tagccatcgt cgcggggacc ttgcgggcgg ggagttggct gctattgctg gtgcctgagt
  1507381 gggatgactg gccgcagcgg ccagataaag acagtttgcg ctggagtgag caacccgctc
  1507441 cgattgtcac agcgaacttt atccgccact tacagcgcca gtttttggct gatcccgatg
  1507501 tggtgctgtg gcagcaagat cggccactca tattaccagc ggttggttct cgcccatgtt
  1507561 ggcagcagcc agacggttca ccaaccgcac agcaacagca tattcttcag cgtctgatgc
  1507621 aggcagatag cggtatttgg gtactgacag ccgctcgtgg gcgcggtaaa tcgacacttg
  1507681 ccgggatgtt agtcacccac tggcaggggg cgtgttgggt gaccgggccg ggtaaagcgg
  1507741 ccactcaagt gcttaatcaa caagcagggg agcgggccag attttgggca ccagacgcac
  1507801 tgttggatta ttgccaacgg catgatgtca gtgatattga ctggttgttg attgatgaag
  1507861 cggcggcgat cccgacaccg ctgttatcgg cattattggc gtatttcccc cgggcattat
  1507921 tgaccaccac ggtacaggga tatgagggca cggggcgtgg ttttttactg aaattctgcg
  1507981 cgacactggg cgattggcat catttgacgc tgacggatcc tatccgctgg gccacggatg
  1508041 atcccttgga acgagtgatg gataatgcca tgttgttcca tgatgaatta ctcggcaatc
  1508101 atcccctacc aaagcggcca cctgtggcgc agatcgaaat ccccctttat gaacaacgcg
  1508161 attggcgaga taacccggag ttactgcggc gtttttatgg cttactctct acggctcatt
  1508221 accgcacgac gccgctggat ttacgccgtc tgatggatgc tccgggtatg catttctctg
  1508281 ccgccagagt ggccgatgcc gtgattggcg cattatggct ggtggatgaa gggggattga
  1508341 gcgaggcact ggcccttgat gtctgggcgg gtcggcggcg gcccagaggg aatctggtgg
  1508401 cacaatcact ggccgctcat agcgggcagt ggcaggcacc aacgctgtta tcgcggcgta
  1508461 tcagccgggt tgctgtcacg gcagcatggc ggcagcaagg aattgcccgc cggatgattg
  1508521 ccgcagaaca ggcccatgcc cgccagcagc agtgtgattt tctttcggtc agttttggct
  1508581 ataccgccga gttggctcat ttttggcacc gctgtggttt tcgtttggta cgtattggta
  1508641 gccataaaga ggccagtagc ggttgttata ccgcaatggc gttgttacct cttagtcccg
  1508701 cgggggaggc actctgtcag gcggcgcagc agcagttaaa acgtgattgg tattggttac
  1508761 agcaatggat tggcatacca accccggtat ttttacggct acctgaaccg ccggaggtca
  1508821 cgttaactga cgacgattgg cgggaactgg caggatttgc ttttgctttt cgcccattag
  1508881 aggccagttt accggcgcta caacggttgt tattacacac cgagttaccc ctttcggcgt
  1508941 tacgacacta tttgcagtta cgcactcctc agtctgagat tatcaatacc cttggtttga
  1509001 tagggcgtaa ggcattggtg gcactgtggc gtcaggaagc cgccgagggg atggcaatga
  1509061 ttgatgtgga taaaatggat catgtctgcc aaaccatcgg cgcggtgtag cactgtccgg
  1509121 ttacccggta gaaaaaacct tacgatatgc caatgctaat accagcggtg cgttagcggt
  1509181 ttcgcacaaa ggcccaatgg aaggtttatc cagtcttagg caaatcgagc agtgtatcct
  1509241 agagcaatcc cacgcaggtc ctcttcttga acaagagcgt gggactgtca cggttataaa
  1509301 ttatgccatc gtcaattggt gaataaggcg gtagcgccgc atggaatatt atttgcggct
  1509361 tgcttacttt ttcttatttt gatccggcca gtcatcttca tcatcccact gggcattatt
  1509421 gtcacggtgg ggcggtagct ccggtttatt atccaaaaaa cgcttatgat caagacggcg
  1509481 taactcttta atgccgttta atatcattcc cactaacagg ataagaatga tccaccagta
  1509541 atcagctaac cattgcatgg ttaaattcct ttggttgtgg caatacctgt catatttcaa
  1509601 gttgtctgcc ttccggcaac tcgcactatt taaggtagat aaatcgtgaa aaaatcatcg
  1509661 gcaaatgact tgccagccat tcactgcccg ccacatcttg tgattgccaa gccgccagta
  1509721 gaatcttggg ggtcagcaaa tgctccgctt gttctgccaa agggcggtaa ctcaaatgcc
  1509781 agggttccac cgcgacgccc ccattatctg tagcgaatgg tcggtaaaaa ccaaattctg
  1509841 ccatatgggc acttaaccat tgggtgagcg gatagaaata gccacccgca tcgtattccc
  1509901 atggctctag ctgtagtttt tcacccgttg gtagccgcga tggatcgtaa atatccaggt
  1509961 cgctacccca atgatggcgg ctggttcccg gcagagcgga ccaacgcaat atcgcctcac
  1510021 aacgggctgc ggtatctaac gagaaaatat ctatcggctg gctgtcttga tctaatactg
  1510081 gccgctcacc gcgaaatttg ccattccaaa tagccaattg gcggccaaaa tcgcgaaaag
  1510141 tactggcggg ttgtaaatca aaccccgcaa ctttagcggc ctgttgcatt gcttgaaaag
  1510201 cctcagccgc ctgtggctgt aggcgatgag cgccacttaa caccaccaaa tgatctgtcg
  1510261 aaaggccagt aagcatctgc ggcgttaatg tattatcggt catgcgatca gttgttccat
  1510321 gattttctgg tacatacggc tgagcaattg taaatcagcc gcgctaacac attcattaac
  1510381 tttatgaatg gtggcattaa ctggccccaa ctcaaccact tgcgccccca ttaacgcaat
  1510441 aaagcggcca tctgacgtcc ccccggtggt taacagttgc ggtgtgattt cagtgtaatg
  1510501 cttaacggca ttaaccacgg catccaccaa cgcccctttg gcggtcagga aaggttgacc
  1510561 agacaatacc cattccaggg tgtaatcaag ctgatgtcga tccagcaatg cggctacccg
  1510621 ttgcttgatc aggctgtcag tcagttcagt actgaaacgg aagttaaact gcacataaaa
  1510681 ttcaccggga ataacattat tgctgcccgt accggcctgt aaattggcaa tttgcatact
  1510741 ggtggcaggg aaaaacgcat tgccttcatc ccattgggtg gcaaccaatt cattcagcgc
  1510801 tggcatagca cgatgaacgg gattatccgc cagatgagga tacgccacgt gcccttgcac
  1510861 tccatgaata cgcaagttag cggtgatgga gccacggcgg ccatttttca cgatatcgcc
  1510921 aacccggtca gtactggatg gttcgcccac cagacaataa tccagccgct cgtggcgtgc
  1510981 catcagggct tcaaccactt ttactgtacc gttggtggct ttggcttctt catcggaggt
  1511041 tatcataaag gccaggcggc ctttgtggtc agggtgcgcg gcgacaaaac gctcggctgc
  1511101 tacgatcatt gctgccagtg agcctttcat gtctgcggca cctcggccat acaacatgcc
  1511161 gtcacggatg gtgggttcaa acggtgggct gtgccagtgg ctctcgtcac cggtaggcac
  1511221 cacatccgtg tgaccagcaa atgccagcgt ttcgccttcg ccacgccatg cccaaaaatt
  1511281 aagcgtatca ccaaaattca tgggttcgat ggtaaagccg atggcggcta ggcgctggat
  1511341 catgatctct tggcaacccg catctgaagg gctgagcgat gggcgtttaa ttaactgttg
  1511401 ggccaattcg attaccggac agatcatgtt attgcacctc agtagcgggt tggttatgaa
  1511461 taaattcttg atagctttca attttgaagc ctagcagcat ctcaccattc gggccttcca
  1511521 gcagtggccg cttgattatg gcaggctgtg ctagcatcag cgccttggca ctttgggcat
  1511581 cggttattgc atcgcgttgc tcagggggca gcttacgcca ggtggttcca cgggtattca
  1511641 gcaacggctc ccaacccagt gtatcgataa agccctgtag gcattcgtca ctgaggccat
  1511701 cagcccggta atcgtggaac tgataggcaa tgccttgttc ttccaaccag cggcgggcct
  1511761 tttttatggt gtcacagttt ttgatgccat aaaggcgcaa tgcgggcgtt acagggcgat
  1511821 ctgacatgga aaaatagtac ctcggctaaa agagaaaatc aggccagcca ctcatgcgaa
  1511881 ggccagcccc aagggagcaa ttagcccata atgcgggaaa agtgtgtttg aatccagatg
  1511941 acagtgggcg gtttagcaca gagataaaca gaggcagcct gaggatttag ccaatacgat
  1512001 cgagatcggc ggcatattgc cggatagctt tctgatagag gctggtgttc tgatgatgtg
  1512061 atgtgtcagc cagtaatatt aataacgtac tgatggcctc tttggtttcg ctgaggttgt
  1512121 acagcgtcat gactcggaac aacgttatct cttttgcttg cggaaaacgg accagagcgt
  1512181 gatcaaaagt ctctaacgct gcttgataca acccgagcgt gcggtaggta ctgcctagcc
  1512241 ccaaataagc agcctgcaat tctgtaccca ccaggttatg ttcgatagcg gcgcgataaa
  1512301 agggaaccgc ctgcaactcc aacccttgca catcataaag tgaggctatt ttatagagca
  1512361 agctggcgtt atctggcgaa cggctgagta aatcctgtgc cattgccagt gcatcaccat
  1512421 agcggccaag ctcttttagc gagtcgatgg agtgtttcat acatttcaca ccgtggctta
  1512481 tcagcaaact gtttgctgct ttagattttg ctgctttaga taaggagcac gctactctgg
  1512541 aaatgtgtca ctggcaagtt aagccgaggg gatagtttac aaatagtgcc gttttatacc
  1512601 ataagctaac ctttgtagag gattttagtg agggagaatt agaagagaaa agtttaaaga
  1512661 acgagcgaca tcacaaaata ggaagacaaa gaattaactt cgttgcgcag gaatagacat
  1512721 taactatatg ttgatttttc gtttcataaa tgagaccaga ggttaaatat atgttaatga
  1512781 aaattaaagt atttatgttc gcgatggcgg cattaaccac tcttcctgca ttcgctcaac
  1512841 ttccaagcta ttaccccgcc gattatcaga agattgtgga tggtgcaaaa aaagagggca
  1512901 aagtggtggt ctattctgcg acggatatta aggcggcagc cccgttgatt aagggattcg
  1512961 aagcggctta tccgggtatt aaagttgaat acaacgatat gaatagcacg gagttataca
  1513021 accgctacat cagtgagcag gcatcgggga gcaccagtgg cgatgttgtg tggagttcct
  1513081 ccatggatac cgcactcaag ttggctaccg actatgcgct cgaatatctc tcccctgagc
  1513141 aggcggagtt gccgaaatgg gcaatatgga aaaacaaagc ctacggctct acttacgaac
  1513201 ccgttgtctt tatctataac aagcgcctga tcccacaggc cgatatgcct gatacccaca
  1513261 tcgcactggc aaaactcatc gttagccagc ctgataaatt caaaaggaaa gtcacaacct
  1513321 atgatattga aaaatcaggc ttagggttca tgttgtcggt acaggatttc aaggcggatc
  1513381 cgaattactt tacgacactg gctaatatcg ctaaaggtgg tctgaccgtg caatcctcca
  1513441 ccgggacgat gatggaacgg gtgtcatccg gtgaaaatct gattggtttt aacatcctcg
  1513501 gttcttacgc tgaaacccgt gccaaaacgg acccttctct tgggatcgcc tacccgaagg
  1513561 attacacact ggtgctatcg cgggtgacct ttatcagcca aaaggctccc caccagaatg
  1513621 cagccaagct gtgggttgac tatctgctct cagagaaagg ccaaaatatt ctggccaatc
  1513681 agtcagatat tccttctatc cgcaaagata ttgacggtaa caacgatatt gatggtctga
  1513741 ccaaaaaact gggcagtgcg ctgagaccca tcccggttga tgagagccta ttggaatata
  1513801 tggaacaggc taaacgtttg gactacatca aacagtggcg taccgcagca gcaaaatagt
  1513861 ggctttatct gggtgcgctt gccttatggg catgcgcagt ccttggtttt atcggcttga
  1513921 tcatacatgg atctttaacc aacagggctc actatgaaag cattgcgcag aaaatggcag
  1513981 agcttgccgc gcggcttagt tgtgttgata accgcactgg ttatctacat accgatatca
  1514041 tttattatta ttcaaagctt cctgtcagct ccttttttct ccccttcaaa ggtactgagt
  1514101 cttgatgcgt tcaggtttat tttttctgat cctgattttt acaaggcgct gaaaagtggt
  1514161 tttattctgg cgacagggct agtggtgatt gctattccac tcggggggat cctggccttt
  1514221 ctgatgataa ggactgactt acctggccgg cggataattg aaccgttgat tctggtgcct
  1514281 atctttgtct cacccatggt cttgggcttt ggttatgtgg tggcggctgg gcctgtgggc
  1514341 ttcttctctt tgtgggcaga atccttactg ggtttcgtac cctggaatat ttacgccatg
  1514401 tctagcatcg tggtgatcgc tggcctgacc catgttcctc atgcctatct ctatatttca
  1514461 tcggcactac gcagcgtcgg ttctgatgtt gaagaagctg cccgcacggc aggggcttcg
  1514521 ccattacagg tgatgagtgc ggtcagtttg ccaatggtgc gcccatcgat cctctatgcc
  1514581 accgtgttgt tgttcttcct ggggctagaa gtatttgggt tgatgttggt gctgggtgat
  1514641 ccggaaggaa acttggtgct ggcgacctat ctctatcaat tgaccaataa actgggtacg
  1514701 ccgtcttatc atttgatggc tgcggttgct gtggtgctca tctgcatcac tattccgctc
  1514761 gtgatgttac aacgcatgct gatgcgaacg gctcaccgtt ttgttacggt caaaggcaaa
  1514821 gcctcacagg cacgggcctt gccactgggc aaatggcgtt gggttgccgg tgcggtggtg
  1514881 gcattttggt tgacggtgac gattggcgta ccgttggtgg gggtcgtgct gcgcgccttt
  1514941 gtgtctaact ggggggttgg ggtgtccctt tgggatgaac tgtccctcag tacgttctac
  1515001 accatttggc aacagccgaa tctactgcgg gctatcgtta actcgatggc tatcggggtg
  1515061 ttcggtgggg cgttggctgt tatttgttat ctgtttattg gtatcgcgat gcaccgcaag
  1515121 cccgatgggg tgactcgctt cctcgactac agtgtattgg tgccgcgtgc cgtaccgggt
  1515181 ttattggctg ggttggcatt cctttgggtc tttctgttct tgcctatgtg gctggataac
  1515241 tcgctgaaag agggttggct ggccgcatta cccatgaccg agtggttaca ggaccatctg
  1515301 gtggtgtggc tacgttcctt gcgcagcacc atcttcagtg tctggctggc gtataccgtg
  1515361 gtatggatgg catatggcct gcggttgatc tcctcgaccc tgttgcaggt cggaccagag
  1515421 ctggaagaag ccgcgcgcag tactggtgcc cgccgtggtc aggttacccg ccatgtcact
  1515481 attccgttat cccgctatgg cctgattggt tcatggttgc tgatgttctt gatttttgag
  1515541 cgtgaatatt ccaccggtgt ttatctcctt tcaccgggca cggaaaccat aggttcgatg
  1515601 ctggtctcgc tgtgggcggc gggtgccatt gatatcgtcg ccgcactctc ctttatcaat
  1515661 atccttctgg tggtgttagg cctcggtatt gcactacgtt ttggagtcaa attacatgat
  1515721 tgaattatcg gtagataacc tgcatttaac ctatggtgac aatcccgtgt tgaaaggggt
  1515781 gtccatggaa ttaaaacggg gcgaagttgt ctcgctgctc gggccatcgg ggagcggtaa
  1515841 aaccacctta ctgcgtgcgg ttgctgggct ggagaaaccg agtcagggcc acattatcat
  1515901 tggtgaaaag acggtttatg acggctcatc ccatagtgaa atacccgccg aagagcgcaa
  1515961 tctaggctta gtattccagt cttatgctct gtggccacat aaaacggtat ctgagaacgt
  1516021 tgcctatcca ctgaaattac gcaaaatctc aacgtcggaa atcagccagc gcgtacaagc
  1516081 ggtgcttgaa cagcttggac tgggggcgct tggcaatcgc cacccccatc aactttcggg
  1516141 agggcaacaa caacgggtcg ctattggccg tgcgctggtc tacaacccgc ccgttatcct
  1516201 gttggatgaa cctttatcga atctggacgc caaattacgc gaagaagcac gagtatttct
  1516261 gcgtgaactg atcatgaatc tcggtttgtc cgcgctgatg gtaacccacg atcaaaacga
  1516321 agctatggca atctccgacc gtatcttatt gcttaataac ggtaaaattg aacagcaggg
  1516381 gacgccgcag gaaatgtacg gctcgccatc aacgttgttc accgccgagt ttatgggcag
  1516441 taacaaccgc ttacatggca agattatcga cgtccgtgat ggtaaggcgc gtatcgaagg
  1516501 taaagattgg gggttgtggg gatgggcggg ggagggggtt accgcaggtc aagaaggaac
  1516561 ggcggttatc cgtgtggagc gggttcgttt aggggataac ctggatggca atcagcttga
  1516621 attaccgttg ctgaccagta tgtatctggg agaccgctgg gagtatctgt tccgcaccgt
  1516681 cgctgacgat tttgtgatcc gtgcttatgg ccctgaagtt cgtggtaaag agtcctgtca
  1516741 tctctcctta ccgactgaac atctgtggat ttttcctaag ctataaaaac ctgaggttat
  1516801 tggccgatct gttttatcgt acgggggaag gatttatcgc acctggatac cgtttgccaa
  1516861 cgctctggca agcggtatac ccgttacaaa tgggttattc gttacaaatg actgactcaa
  1516921 tttctataca ccataagcta gctgccaccg ttttttcatt gttgtccctt tctggcgcac
  1516981 tcctcttgct tattctcacc gtttaatatc gcatcattgt gttttttcag tggctttaat
  1517041 aattctttaa gagaattatc ttcctgattt ggtttttttt ggttccggta attgtagcga
  1517101 tttaatttat atctatattt agttccttaa atctatattt aacgatattt aaagttgtat
  1517161 tgtttgcgat attcatatct ttttaatcca ccagaccgat cacattaatt cttattttta
  1517221 gacgtaaaat atcaattgga cgataaccag tagagaacta aaaatgatga atttaaaggt
  1517281 taacaggagc attattagtg cttcgatatc ggtcatctta gctgcgggcg tcatgggtgg
  1517341 ccctgcatat gctgatgatg tcaaactcaa agcaacaaac accaatgttg ctttcgctga
  1517401 ttttacgcca aaagaataca gcacgaagaa taagccaaat atcattgtct taaccatgga
  1517461 tgacttaggt tatgggcagc tcccttttga taagacctcc tttgacccta agtcgatgga
  1517521 agatcgggac gttgttgata cctacaaaat aggcattgat aaagccattg aagccgccaa
  1517581 aaagtccacg ccaacactac tctcgttgat ggatgaaggg gttcgtctga cgaatggcta
  1517641 cgttgctcat ggcgtatcag ggccttcgcg ggcggccatt atgacgggcc ggtcccctgc
  1517701 aaggtttggt gtttactcca ataccgatgc tcagaatggg atttcattag aagagacatt
  1517761 cctgcctgag ttattgcaaa acaatggcta ttacacggcg gccatcggaa aatggcatct
  1517821 ttcaaaaatc agtaatgttc ctgttcctga agcggagcaa acgcgcgatt accacgataa
  1517881 ctttacaact tactcagccg atgaatggca gcctcaaaac cgaggcttcc agtattttat
  1517941 gggttaccat gccgcgggaa cggcttatta taattccccg tctcttttcc ataataaaga
  1518001 gcgggtgaaa gccaaaggtt atatcagtga tcaacttacc gatgaggcta tcggtgttgc
  1518061 caatagagct aaatccttag atgagccatt catgatgtat ttggcttaca gtgctcccca
  1518121 tttacctaat gataatccag cgccggatga atatcagaaa cactttaata caggtagcca
  1518181 aactgctgat aacttctatg cctctgtcta ttctgttgac cagggcgtaa aacggcttct
  1518241 tgagcagctt aaaaagaatg gtcaatatga caatacgata attatgttta cctctgataa
  1518301 cggtgccgtt atcgatgggc cattaccgtt gaacggtaat cagaaagggt ataaaagcca
  1518361 aacatttcct ggcggaaccc atactccaat gtttatttgg tggaagggga aattgcaaac
  1518421 aggaaattat gacaagttga tctctgcaat ggatttcatg cctacagcgc ttgaagccgc
  1518481 tgagattgat gctccaaata atttagatgg tgtctcactg cttccttatt tgacggggaa
  1518541 aagcaaagct gaaccgcata aatatcttac ctgggtgaca tcctataccc actggttcga
  1518601 tgaagagaat attccattct gggatggtta ccataaattt gtgcgtaatg aatccaatga
  1518661 atatcctaaa aacccaaata ccgaagatct tagtcaattc tcttatacca tccgcagtaa
  1518721 tgactactct ttaacctata cctatgaagg taataagtta aatctgtata aactgagtga
  1518781 tttaaatcaa aaacaagacc ttgcaagtac ccatcctgat gttgttaagg taatgcaagc
  1518841 cgagatgagg aacttcatta atcagagtca atctcctgtt agtgaagtta atcaggataa
  1518901 atttaataaa attaagcaat cgcttggtat gaattaagcc gccaaaggcg gcaagtattt
  1518961 ttcttgccgt ctgtctatct ccatgaggaa aactatgcat atcacggcta aaccaaccag
  1519021 ctaccagtgt aatttaaagt gtgattactg cttttatctc agtaaagaaa acatttttca
  1519081 gcacaaaggt tggatgactg aagaaaccct tgaaacattt atcgagcgat atatcagtgc
  1519141 atcggggcat gatgtgtatt tcacttggca agggggtgag cctaccatgg ctgggctgga
  1519201 tttctttgag aaagcgatac agtatcagaa ccgctataaa gggactaaaa aaatacacaa
  1519261 cgctttacaa actaacggta ttttattaga tgatgcatgg tgtctctttc taagagaaaa
  1519321 tcatttttta gtcggtgtgt ctattgatgg ccctaaagag ttacacgatc gctaccgtgt
  1519381 gactcgctca ggcaaaggat cgtttgataa agtgatggca ggtattgagc aactcaaaaa
  1519441 acatcaggta gagtttaata cattaaccgt gataaatcgt atcaatgtaa aataccccct
  1519501 tgaagtttat cgaacgttaa aatctatcgg tgctaaacat atccaattta ttgaactgtt
  1519561 ggaaacaacc gagcctaata ttgatttttc aaatcaaaaa agcacgtttg aacttattga
  1519621 gttcactgtc cctgcggttg attatggcca tttcatggcg gaggtcttca aagaatgggt
  1519681 tcgccatgat gtaggaactc tctttattcg ccagtttgag tcttttgtca gccgatttat
  1519741 tggcaatggg cacacgagct gtgttttcca aaaatcgtgc aaaaataatt ttgtgatgga
  1519801 gtccaatggt gacatttatg aatgtgatca ctttgtctac cctgagtata aaataggcaa
  1519861 tatttaccac gataaattgg attcgttggc gagcgataaa ttatccgcgc aaaaagaggt
  1519921 gctatctgag tcatgccgta agtgtatgta taaagccatt tgctatggcg gttgcccaaa
  1519981 acataggatt gatcaggaca gcgatgggat gaaatcctat ttttgcgcag ggtataaaat
  1520041 actcttctcg gttatggtgc cttatatgaa tgcgctggct gaattagaaa aaaatggtat
  1520101 tccattggat aagatcatgg gtatcgtcga tgacattgaa tgtggaataa aatcacaaca
  1520161 gcagcattaa ttatggtcat tgacctacaa gatagaggct cactaatata aaagatggcg
  1520221 tattagtgag cgaacacggg gtccaagcta attggtattg ttacaaacag cacccacccc
  1520281 agaaatccag taaatttagg catacttctc gttggtgagt tttgtactgg aacacggtct
  1520341 aaggctgacc tcttcagcat gggataatat tcgctggtgt tactgaagtc atcagcgcta
  1520401 acggtttctg atgaatcagt ttttcagtct cagggccatt tttgaagagc aaaactcaga
  1520461 ttatggctct ctaggcaaca atatcagtaa aatcatccct cttctaatta gcttgctcat
  1520521 tatttttact attcaaaaaa acaggcgtat aattaaccgc gattattaga gaggatgtta
  1520581 tggttatggt tgaggttgag ttaaatattt ggaaagcgtt tatcgatgcg atgctgcgta
  1520641 aggcatagcc agataaacct attgtgagcg ttaagtatca ttctggtttt aatgagtgat
  1520701 ttgttttatc cccaggggag gaatcctcgc aaaaaggcag aaccgtagag gcactgcctt
  1520761 ttttattacc cgcgttaaat cactaccatc ttgtgcaaaa aattacacgt aatcatcacc
  1520821 agtaatgaat tgttaataat gaagaataaa tattatcgcc ctggtagccc atggcatgac
  1520881 gaaatagtga ctttctgcgt tcctgagctg tatatcaggc attttaattc ctcatactgg
  1520941 tttttgcgcc aaaggacttt cttaatagga ttaacaacaa catcaacagt gtcgcgggta
  1521001 accagaccca gagcagttca gaaattatca ccgcatgtcc tgcaggtgtt gcgtatttcg
  1521061 cgagctgaaa cggcgcgact ttaatgactt gccacggtaa aaagaatcgc tcgctactcc
  1521121 atggccatag ccatccaacg cctttacccc cggtggtcag cgaatccagc acgctgtgcg
  1521181 agagcagtga tacaaataaa aatagccaga tacgggtaag cgaagtattg aagaatcgat
  1521241 agaacgccag tagtagcgtg ggtaaggcga aggcaaatag cagggagtgc gtaaatccac
  1521301 gatggccgaa agcatggcca taggcgacgc caaatttaaa ggccaataca tcggcatcag
  1521361 gtagcatcga aatcgctatt cctgccagta ataggcgggg tggaataatt tttgtcccta
  1521421 atccaagacc gagggttaaa ggaatagccg catgtgtaat gatggttggc attataaatt
  1521481 aatcgctcct aaagcattaa cgtgtttcga taagtaaatt cggaataaaa atttaattct
  1521541 ctcaactccc actcacgttt atcattggaa ttaaccttat ttattataag ttgattttga
  1521601 ggggaagata atcagactca cctgcatttt ttgtaggata tttctttata ttatgatgct
  1521661 gagatgaaag aacaataaaa tagccagaaa gtagggcggg gacgccctag ggtgagtatt
  1521721 gcgcgattgt tatatttatt ggtttatttt gtggcgagtt ttatttttgg ttctctgagt
  1521781 caacaccctt taaggctttg ttaacccata aattaaattc atcaagaaat gctaatcttg
  1521841 cttgagtaat aatagcattt ccttcgtcgg ctgtttttag tggcgtaata ttgagtgttt
  1521901 tttcaaggaa ggtgagaaat tcgaagaatt caggttcttg cgtacttcca tcaaaattac
  1521961 aacatgatgc ctcatcgcca tgaagatata actcttcacc tagagacatc aggcttaata
  1522021 gctcatcaaa attgcgggcc actatcggga aatccccttc atttccggcg acgacaacag
  1522081 gcatttcatc taacgatttc ccttgcccat catcccaaaa acaaaaatga ctgcccccca
  1522141 tatcggcctc gcagaactga atgaggtctc ttttggctat atgatgatct gcaccatttt
  1522201 catcatatga atctatccaa taagttaacc cttcatcatc ggatgacgtc acgatgaata
  1522261 ttgtggagaa gtccgggttc ttttctgcaa attggataaa tgtagctata cgttcaggga
  1522321 tatttctctc ataaatatta gccattcttt gtccttaata tacccccagt atttgacgtt
  1522381 gcagccagca aatgaacccc aataaatcag tgattcaggt gaatatgcgt agctaatccc
  1522441 agagggactt caagtaaaaa gggtatgaag agtgaatctg atgcaataaa gcggcatggt
  1522501 tttttcgtca tgccgcaggg gagaaccgac tttacttcaa gttgcctatt attggctacc
  1522561 ttcctgtaac ttgaactatt tagggtttat ctctttgttc ggtattattc tgccgggaaa
  1522621 acggcgacgt accaagacaa agaacagagg cacaaagaaa atagccagta cagtggctga
  1522681 gatcatcccg cccattacgc cggtgcccac cgcatgttgg ctaccggaac ccgcgccctg
  1522741 gctgattgcc atcggcaata caccaaaaat aaaggccagc gaggtcatca aaataggccg
  1522801 taatcgctgg cgagaggcct ccagtgttgc ctcgaccagg tccttacctc ggttattcag
  1522861 ttcattggca aactcaacaa tcaaaatggc attcttggcc gagagcccaa tgatggttaa
  1522921 tagaccgact tggaagtaaa catcattttc cagcccacgc atccaagtgg ctgcaacagc
  1522981 acctatcacc cctaacggga ccaccagcat cacggagaat gggattgacc agctctcata
  1523041 caatgcagcc aggcagagga agaccaccag tagcgagata gcatagaggg cgggtgcctg
  1523101 agagccggac aatcgctctt gataagacat gccggtccac tctaaaccaa agccattggg
  1523161 caattggctg accagttttt ccatcacatc catcgcggta ccggtactga ctccagaagc
  1523221 cgcttcaccg acaatttcca gtgctgaata gccgttgtag cgctccaggc ggggagagcc
  1523281 atattcccat cgggtagtag agaaggcgga gaaaggcacc atgccgccat ttttattgcg
  1523341 cacataccat ttgttgacgt cttccggcag catacgggcc gtggcttctg attgaacata
  1523401 caccttcttc acccgtccac ggtcaacaaa atcattgaca taggttgagc cccaggcggt
  1523461 tttcagcgtg ctgttaatgt cattcagaga gacgcccagt gcttgcgctt tgcgttgatc
  1523521 aatatcaatc tgcaactgtg ggctatcatc cagcccgtta tgccgcactc gggttaacgc
  1523581 gggttcctgc gacgccatct gcaacaattg gttgcgggcg accatcaatt tatcatggcc
  1523641 atggccgcca tggtcctgta attccatatc gaaacctgac gacccaccta aacctgaaat
  1523701 tgctggcgga ctactgaccg acaccttcgc ttcaacaatt ttactgagtt ctttagtcgc
  1523761 tcgttcaata atagcgaatg aggaatcggt gctggcggtg cgttgatccc agtcggcaag
  1523821 gcgaataaac aggcgtgcta cattttgccc atttccgcca gggccagagc cgacggtagc
  1523881 gaatacggat aatacgttgt ttttctcttc tgtcaggaag taattctcaa ctttctcaac
  1523941 cactttcagt gtctgttgct gagttgatcc aaccggaagt tgcacctgag ccataaagac
  1524001 accacggtct tccaatggca ggaaagaggt gggtaattta aggaatagca aggccagccc
  1524061 gccgagcaac agtaaataca gcagcatgta gcgcaagctg tgatgcaata cgcgcgcgac
  1524121 acctctttcg taacggtgag aattacggtc aaacatgcgg ttaaaccaac cgaaaaaccc
  1524181 ccgtttagcg tgatgatgcc ccggtgcaat gggtttaagt agggtggcac acatggccgg
  1524241 tgtcaggatc aacgcgacca ataccgacag caccatggcc gaaacgatag taatggagaa
  1524301 ctgacgatag atagccccgg tggtgccgcc aaagaaggcc attggaataa atacggcaga
  1524361 cagtaccagc gctatcccga tcagtgcgcc ttgaatttgc cccatcgatt ttcgtgtggc
  1524421 ctcgcgcgga tccagccctt cttcgctcat cacccgttcg acgttttcca ccaccacaat
  1524481 ggcgtcatcc accaacagcc cgatagccag aacaatggca aacatggtta acgtattaat
  1524541 actaaagcca aatgccgata gcacggcaaa ggtgcccaat agcaccaccg gtacggcaac
  1524601 cgttgggatc aaggttgcgc ggaagttctg taaaaagaga tacatgacca agaaaaccaa
  1524661 cagaatggct tccagcagtg ttttcaccac gtccttaatg gacgcttgta caaacggtgt
  1524721 ggtttcgtag gcgattttgg cttctaaacc gtgagggaag aacggtgcca attcggcaag
  1524781 ccgggctttg acccgtttat cggtttgtaa ttcattggcc ccggaagcca gtttaatccc
  1524841 catacctgag gcggcttggc cgttgaagcg gctgagataa tcgtacttct cggaacccag
  1524901 ctctattttt gcgacatcgc ccagggtgac cagtgaaccg tcctgattga cccgtagcgt
  1524961 aatttcccga aactcttcgg gtgtttgtag ctgggattgg gcgttgatgg tcgcgttcaa
  1525021 tgcctgatta tcaacggcgg gggttccgcc caattgacct acggcgacct gagtattctg
  1525081 ggattgaatc gcactgacaa tatcactcgt tgtcagctga tagttagtaa gcttattcgg
  1525141 atcgagccaa atacgcatcg catattgtga accaaaggca tcgacgctgc cgaccccttc
  1525201 aattctgctg agtgggtctt gcagattact ggcgacataa tcggagatat cttgtttatc
  1525261 catactgccg tcagtggaga caaacgccac catcatcaag gtgttatcac ccgattttga
  1525321 aacggaaacc ccttgttgtt gtacgtcttg gggcagcctc ttgatggctg attgcagttg
  1525381 attctgtacc tgctgcatcg cttcgttagg gttagtaccc gcctgaaacg tgagcgtgac
  1525441 actggcgcta cctgaattgc tgctttgtga tgacatatac aacaggttat ccaggccggt
  1525501 catgctttgt tcaatcactt gggtaacggt attttccagt gtttgagcag aggctccggg
  1525561 gtagctggcg ctgatacgta cattcggggg ggccaaattc gggtattgtt cgacagggag
  1525621 tgtcgagatt gccaatgcgc cggtgagaca caaaattatc gccaataccc aggcaaaaat
  1525681 cgggcggtcg atgaaaaaat ttgccatgta gtgccaacct ttattcagaa aatgagtacc
  1525741 cttcgtcctt gacgtcgcag cggctctcgc ccacttgcag ccttgttgtg acgccaaggg
  1525801 cgttaggtag atgcagcaga atctaccctg cactctacgc gggaatgtag gataaaacgt
  1525861 ggagaaaaaa aggagatcac gtaaaaagct cgataaaacc gagtttattc agactgagaa
  1525921 gagaatgaaa tgataaacga gttatttttc tggcatcgag taaactgatt agactcaacg
  1525981 tcattggtat ggcggcggta ttcgcgacgt cagctcacca agatcactga cctgagccag
  1526041 ctcgtcaaaa tgcgttcgct tgccacttgg ccgcaacatc atgtatgaag gcgatagtcg
  1526101 ctacttaacc aggagcttgt tatggaactc aacccagtat tcgcccgccg tctctatctt
  1526161 tgttggctaa tcagcagtgc tgaagcgctc aatgtaccac gtttgatgac gctaaccggc
  1526221 tggccacggc gaacgttaca agatgtctta aaggcactgc ccggtctggg ggttacgctg
  1526281 acttttgtgc agcatggtgt gcgtaataat gcgggttact accagttgga gagttggggg
  1526341 ccactgaata aaagatggat acaagaaaac catgatttta ttttagcggc cattaaatag
  1526401 tgacaacgga tgtcagtatt ttttattttc caaatacata atcgtcgcgg caacccgtga
  1526461 gcgcacattt aatttacgca ataaattacg gatatgtact ttcacggttt cttctgaaat
  1526521 gtgcagttcg aaagcaactt gtttattgga catcccacga gccacctctt gcaagacatc
  1526581 taattcacgt tcagtcaatt cagagaaagg gttcacttgt tcatgacgag atgataaata
  1526641 ctggatcacc tcgtcgctga agacattttc cccacgcgct gcctggcgaa tattctccag
  1526701 taatatttct ggctcgcaat ctttgagtaa ataaccatca gcaccggcat caatcatcgc
  1526761 gtacacatca ctacgcgcat cggagaccgt caaaataatg atccgtgcat cactgccgtt
  1526821 atggcgcagg gcttttaacg tatccagccc ggacatgcct ttcatattca gatcgagcaa
  1526881 aataacatct ggttgaaatt tggccgcttc agtaatggcg tcgctgccat tgttcgcttc
  1526941 agcaaccaca tcaaagcggc tatctagccc cagcaattgt ttaatccccc ggcgcatgag
  1527001 cggatggtcg tcaacgatca gaatagtgtg acttttcgtc ataatgaata attctccctg
  1527061 taactcaaaa agcacacagt aacgtactta atatgccgtt actgatggca agatttatac
  1527121 ctttctacgt gatgtcgcag tgctacgcgc ggtttttact cacctgaccg ccaaggttcg
  1527181 tcgcttacct gactataccc gtcatacttc aagttgcagg gggctgtctt cctgccactc
  1527241 gaattattta gcgtatgtca catcaatata ttgggtataa aataacctaa aaagagtgtc
  1527301 tacactttca gtcatactga acactgatga tttccatagt gatagcttat ttcgctgact
  1527361 atgacatcca ttatagtgag ttgaactgca ttctcagtgt atcgcagtct cactgatttg
  1527421 ccgctgtaat ttttttgcgt taaaaagact tttatcggtt ggcgattttc aaccaaccgc
  1527481 agagaaacgc cattcgatag cccagatacc aatatattta gtagcataga ttatctaaaa
  1527541 aataattatc aaagcatcgt cttgttttgg taattattcc cgttaaatga atcgttatat
  1527601 atattaagtg ataacgcaaa ttgatttaac tgggcaaaac cctttaaata atcactaaat
  1527661 taattgatct tgcgcaatgt ctaccatcaa ataactctaa agagtaatta ttttattact
  1527721 cattattcgg tattaaacag agtgaaccaa gaaaattgat ttcaataata taaataagaa
  1527781 ttattatcat tagctgcctg tttgggcttt aaatgaacga tttatatacg catacgcatg
  1527841 cgcgggcacg ccagaagata ttaaggatat cggcatgact gatttatcgc ggcgtaaatt
  1527901 gctgacgggt ttttggcaaa ccggtaaaca agcgaacatt attatccggc ctccctggtc
  1527961 ggtatctgag gttgacttta ttgcgggttg cacccgttgc catgcctgtg tcagcgcctg
  1528021 tgaaactggc gtattgattg cgggcagtgg tggattcccc gaaatagatt ttcaacgtgc
  1528081 tgagtgcagc ttttgtcagg cctgtgtcca ggcgtgcgag gcggccattt ttacctcggt
  1528141 agagcagacg gcttggcaga ttaaagccag tatctctgac cgttgtttgc cttatcacca
  1528201 ggttgaatgt cgcagttgcc aggatagctg tgaaacccgt gcaattaaat ttcgcccacg
  1528261 cttgagcggc attgctcaac ctgaattaga ccttcctgcc tgtaccggct gcggcgcttg
  1528321 tgtgccgggg tgtccagtgc aggcggtaac ccttacccgg agtgaagatg gacgataacg
  1528381 aatggcatgt ttgtggattg gtgctgcaag ccaaaccggc acgttttgtg cagctgatgg
  1528441 accacctgct cgctatcccg ggaacagaaa tacccaccag tgaccctgct ttgggcaagt
  1528501 tggtggtggt tatgcaggca gcgcgctcag acacgctcct gaatcatatt gagtcagcac
  1528561 gtaatctgga tggtgtgttg gctgtatcgc tggtttatca ccagcaggat ttgcaaggtg
  1528621 aggaaatgcc atgaaactca gtcgccggga ctttatgaaa gcgaatgcgg ccgttgctgc
  1528681 ggctgccgcc gccggaatga ccatacctac tgtcgctaaa gcggtgggtg agacaaccaa
  1528741 tgcgatcaag tgggataaag caccttgccg attctgcggc accggctgcg gtgtactggt
  1528801 aggaacgcaa aatggccgta tcgtggcctc acaaggtgac ccggactcac cggttaaccg
  1528861 tgggctgaac tgcatcaaag gctatttcct gccaaaaatc atgtacggca aagaccggct
  1528921 gacacagcca ctgctgcgta tgaaagacgg tcaatacgat aaagaaggcg atttcacccc
  1528981 aataagctgg gagaaagcct ttgatatcat ggaactgaaa ttcaaaaatg cgctaaaaga
  1529041 gaaaggcccg accgcggtcg gtatgttcgg ctccgggcaa tggaccgtgt gggaaggcta
  1529101 cgcggcgttg aagttgctga aaggggggtt ccgctcaaat aaccttgatc ctaatgcccg
  1529161 ccattgtatg gcgtcctcgg ttgttggatt catgcgtacc ttcggtatgg atgagccgat
  1529221 ggggtgctac gatgatattg aagaagccga tgccttcgtg ctctggggct ccaatatggc
  1529281 ggaaatgcac ccggtattat ggtcgcgtat gaccagccgc cgcctgacca atgcgcatgt
  1529341 cagaattgcc gtcctctcca cttacgaaca ccgcagtttt gaattggccg acaacccgat
  1529401 cgtctttacc ccacaaaccg atctggtcat catgaattac atcgccaatt acatcattca
  1529461 aaataatgcc gttgataaag acttcctggc tcaacacgtg aatttccgcc gcggcgcgac
  1529521 cgatatcggc tatggcttac ggccaaccca tccgttggaa aaagcggcga agaatcccgg
  1529581 cagcgatgct tctgaaccga tgagttttga ggatttcaaa acctttgtcg ctgaatacac
  1529641 gttagaaaaa accgccaaaa tgagcggtgt accagaagat cagcttgagt cgttggccca
  1529701 gttgtatgct gatccaaagg tgaaattggt ctcttactgg accatgggct ttaaccagca
  1529761 tacccgcggc gtgtgggcca acaacatgtg ctacaacctg cacctgttaa ccggcaagat
  1529821 ctccacgccg ggatcggggc ctttctccct gacggggcag ccttccgcgt gtggcaccgc
  1529881 ccgcgaagtg gggacattct cccatcgtct gcctgcagat atggtggtca cgaatgaaaa
  1529941 acatcggcag attgctgaaa ccacatggca gttaccggcg gggactatcc cggaaaaagt
  1530001 gggtttacat gcggtagcac aagatcgggc gctgaaagac ggcaccctca acgcctactg
  1530061 ggtgatgtgc aacaacatgc aggccggacc gaatattaat gaagagcgta tgccgggctg
  1530121 gcgtgatccg cgcaacttta ttgtggtctc cgatccctat cccaccatca gtgcgctgtc
  1530181 tgctgacttg attttaccga cctcaatgtg ggtcgagaaa gagggcgcat acggcaatgc
  1530241 tgaacgccgt actcaattct ggcgtcagca agtcccctca ccgggggagg ctaaatcgga
  1530301 tttatggcaa atcgtcgagt tcgccaaacg ctttaacgtc gaagaagtct ggcccgctga
  1530361 gttggtgaat caaaaacctg agtatcgcgg taaaaattta tatgaggtgc tgtttgccaa
  1530421 cgatgtagtc agtaaatacc cactgagcga gatccctgac gatcaattga acgacgaagc
  1530481 gcgcgatttt ggtttctaca tacagaaagg attatttgaa gagtacgcca gctttgggcg
  1530541 tgggcacgct catgatctgg ctcctttcga tgtatatcat caggtacgcg gcctgcgctg
  1530601 gccggtggtt gacggtaagg aaacactctg gcgctaccgt gaaggttttg atcccttcgt
  1530661 accgaaaggc gaagaggtgc gcttctatgg caaaccagac ggtaaggcgg tcatttttgc
  1530721 cctgccttat gaaccagcag cagaaagccc ggaccaagaa tatgacctct ggctctctac
  1530781 cggccgggtg ctggaacatt ggcacacggg ttcaatgacc cgccgggtac ctgaattgca
  1530841 ccgtgctttc ccagaggccg tgttattcat tcatccattg gatgccaaag cgcgtggttt
  1530901 acaccgtggt gacaaagtga aagtgatttc acgccgaggt gaggttattt ctctggttga
  1530961 aacccgtggc cgtaaccgcc caccgcgagg gctggtgtac atgccgttct tcgatgccgc
  1531021 acagttggtc aataacctga ccttagacgc gaccgatccg ctctcgaaag aaactgactt
  1531081 taagaaatgc gcagtgaaac tggaacgggt agtggcctga tgattcacag ataaccattg
  1531141 attacagata accatcatcc gggaatgcca aggaaaaaaa cggtgtcttt tgggagcaaa
  1531201 taatgaataa cacaatgctt aagttagtaa agcgcagagt ttcaggggtg atatcgctac
  1531261 tggcaatatt gatggtcatg ggcggggtca atgcggccag caatgttgag atggacttaa
  1531321 cgcaatcacc tgaagtctct ggcaccgccg aagggaaggt gaaaatgcct aaacaacaaa
  1531381 aacggatggc gctgaactat gttaaccagc caccgatgat cccacatagc gtggatggct
  1531441 atcaggtcag taaaaatact aaccgctgct tgcaatgcca cggggttgaa cactatatca
  1531501 ccacgggtgc accccgggtc agctcaagtc acttttatga ccgtgatggc aaagtctcca
  1531561 gcgaagtatc gccgcgccgc tacttctgcc tacagtgtca tgtgccacaa accgacgcgg
  1531621 caccgattgt tggtaatagc ttccagccag cacctggctt tggtcagtaa ccgagatgag
  1531681 tgataagcga gggcatgatg agcgagacta aaaaacccgg ttttatccgt cggttatggc
  1531741 agtggtggcg tagaccaagt cgtctggcac tcggtacctt actgctgatt ggttttgtca
  1531801 gtggcattat cttctggggc ggttttaata ccgggatgga aatggcgaat accgaaaaat
  1531861 tctgtatcag ttgccatgag atgaaagata acgtctatga ggaatacatg agtaccattc
  1531921 actacagcaa ccgcagtggc gtgaaagcaa cctgccccga ttgccacgta ccccatgagt
  1531981 gggggcctaa aatggtacgt aagattaaag ccagtaaaga gctgtatgcc aaagcctttg
  1532041 gtttgattga tacaccgcag aaatttgacg ctcatcgcct gacgatggca gaaagtgagt
  1532101 gggcgcggat gaaagccaat gattcgcaag aatgtcgcaa ctgtcataat ttcgataata
  1532161 tggatttcag cgcacaaaaa acggtggcgg cgaaaatgca cagccaagcc attactgaag
  1532221 gtaaaacctg tattgattgc cataaaggga ttgcccataa gttgccggat atgaaagatg
  1532281 tacctattgg tttttaggac gcccttctcc ttgatgccga gggggggtta gccgcacgat
  1532341 tttgggtata cgtcggagag tgatgattaa cgccctgtgg actttgcgtc ggcagggcgt
  1532401 ttttactgca gcaggaaaaa gtatcgcagt gaggtgtatg ctagattacg ttaatgatta
  1532461 tcagggccaa agaagagtct atgtctgtca aaattgaaaa tatacagtgt gaattgttat
  1532521 caaagaactg gtttaaatta cacaaataca cctttgattt aaaaacagat gagggaacct
  1532581 cggtacaaca aatccgtgaa gtctatgacc gggggaacgg tgcgactatc ttgttgtata
  1532641 accgccaaca gggcacggtg gtgttgatcg aacaattccg gatgccaacc tatgttaacg
  1532701 gcaatgccag cggtatgttg ctggaggcgt gtgccggttt actggataac gattcgccag
  1532761 aggcgtgtat ccgccgtgaa gcgatggaag aaacgggtta tcaggttgat aaagtacaaa
  1532821 agctgttcga ggcttatatg tcgccggggg gggtgactga gctggtctat ttctttgcgg
  1532881 ctgaatatca cccagatcaa aagataaccg atgaggttgg ggtagaggac gaggtcattg
  1532941 aagtcgtcga attgccgttc cacgatgctc tcgcgatggt cgcagatggg cgaattaaag
  1533001 atggtaagac gattatgttg ttgcagtatg cgcagattca ttttttccct tcgtccttga
  1533061 cgccacagcg gtgttagctg cgctcattta cccgaatcgc ctttcccctg cttttatatc
  1533121 ttattgatca ataaaacgtc agttaataaa aatgttacgc agagtatggg ctggttcata
  1533181 gattgtgata aatcactcac tatactggtt ctgttattgg tcatacctct tcacttcaat
  1533241 gcataagaac ataaaaacaa agggaaccta cgatggacga acaattgaaa cagagtgcgc
  1533301 ttgattttca tcaatttcct gttccaggga aaatccaggt ttcgccaacc aaaccgttgg
  1533361 cgacccaacg ggatttggca ctggcgtatt ctcccggcgt tgctgcaccc tgtctggaaa
  1533421 ttgctgcaga tcctttagct gcctacaaat acactgcccg tggcaattta gtggccgtta
  1533481 tctctaacgg taccgccgtg ctggggctgg gtaatatcgg cgcattggcc ggtaaacccg
  1533541 tgatggaagg taaaggcgtt ctgtttaaga aattctcagg cattgatgtt ttcgatattg
  1533601 aggtggatga actcgatcca gataaactga tcgatattat tgcgtctttg gaacccacct
  1533661 ttggcggtat caatctggaa gatatcaaag cgccagagtg tttttatatt gagaaaaaac
  1533721 tccgtgaacg catgaaaatc ccagtattcc atgacgatca gcatggtacg gcgatcatct
  1533781 gcaccgccgc agtactgaac ggtttacggg ttgtgaagaa agatatcagc gatgtgaaat
  1533841 tggtggtctc cggcgcaggt gcggcctcta tcgcctgctt aaacttgctg gtggcgctgg
  1533901 ggttaaaaca gcacaatatc attgcatgtg attctaaagg tgtcatctat aaaggccgtg
  1533961 aagcgaatat ggccgaaacc aaagcggcct atgctatcga tgataacggc cagcgcacat
  1534021 tgggggatgt catgccgggt agcgatattt tcctcggctg ctctggctcc ggtgttttaa
  1534081 cgccagagat ggtgaaaacc atggcaccga atccgttgat tctggccctg gcaaacccgg
  1534141 aaccggaaat cctaccgccg ttagccaaag cggtgcgtcc cgatgcaatt atttgtactg
  1534201 gccgctcgga ttaccctaat caggttaata acgtgctgtg cttcccgttt atcttccgtg
  1534261 gcgcgctgga tgtcggtgcc accaccatta atgaagagat gaagctggct tgtgtccatg
  1534321 ctattgctga tctggcgctg gctgagcaga gtgatgtggt ggcttccgct tacggggagc
  1534381 aagacctctc cttcggcccg gaatacatta ttcctaaacc cttcgatccg cgcttaatcg
  1534441 taaaaattgc ccccgcagtg gccaaagcgg cgatggcgtc aggagtggca actcgcccaa
  1534501 tcactgactt caatgcttac gtcgaaaaac tgtctgagtt tgtctacaaa accaacctgt
  1534561 ttatgaagcc aatcttctcg caagcgaaga aagagatgaa acgggttgtg ctggcggaag
  1534621 gggaagagga gcgggtgctt catgccacgc aagagctgat ttcacaaggg ctggcttatc
  1534681 ctatcttgat tggccgccca agcgtaattg agactcggtt gaaaaaattg ggcttgcaaa
  1534741 tcagtgccgg gaaagatttt gaagtggtca ataatgagtc cgatccgcgc tttaatgaat
  1534801 actggcacga atattatcaa atcatgaaac gtcgtggtgt ttcgcaggaa caggcccgcc
  1534861 gtgcggtgat tggtaatccg acgctgattg gctcaatcat ggttcatcgc ggcgaggctg
  1534921 atgcgatgat ttgtggcacc atcggtacct atcacgaaca ctacgatgtg gtcgagaaag
  1534981 tgtttggctt ccgtgaaggg gcgcatgtgg ctggggcgat gaatgccttg ttgctgccga
  1535041 gcggcaatac ctttatcgct gatacctacg ttaataacga tccgacagcg gaacaactgg
  1535101 cagaaattac tctgatggca gctgaaaccg tgcgccgttt tggtattgag cccaaagtgg
  1535161 cgttgttgtc ccattccagt ttcggcacat cagattgccc ggcggcccgt aaaatgcgtc
  1535221 agacgctggc gctggtgaat cagatggcac cggaattgga aattgacggt gaaatgcacg
  1535281 gtgacgcggc actggtggag agtattcgcc ataacctgat gccagatagc ccactgaaag
  1535341 gttcagcgaa tatcttgatt atgccgaaca tggaggctgc acgtatcagc tacaacctgt
  1535401 tgcgtgtcac gtcgtcagaa ggggtgaccg taggcccggt cctgatggga ataacgaaac
  1535461 cggtccatat tctgacaccg attgcgtcgg tgcggcggat tgtgaatatg gtggcgttgg
  1535521 cggtagtgga ggcgattact cttcgtcctt gatgccgcag ctgtgttagc ggcgcttact
  1535581 tacccgaatc acttacctga gtaagctcat cgggatgcgc tcgcttgctg ccttgctgca
  1535641 acgccaatga cgttgagtaa tcctcttctt cttggtgttg cagtctccat cactcttcgt
  1535701 gcttattttg cttggttacg ggcttgctgc aaccacttat ccagctcatt ggcaaattgc
  1535761 tggcggtcac gctgattcaa ggtatttggg ccaccggtct gaataccgct ggcgcgcata
  1535821 gtatccataa aatcacgcat gttcagccgc tcacgaatag tatctggggt ataacgctcg
  1535881 ccacgagggt tcagggcaat cccccctttt tcaatcactt ctgctgccag tgggatatct
  1535941 gcggtgatca ccagatcatt tttttccacc cgctgcacaa tctcgttatc agccacatca
  1536001 aaaccggaag ccacctgcac tgtgcggata aatttcgacg gcggggtttt cagtggctga
  1536061 ttagcgacca atgtcaccat catgccggta cgatcagcgg cgcgaaataa gacctcttta
  1536121 atcacattgg gacaggcgtc cgcatcgacc caaatctgca ttagtgtgtt tctcctttaa
  1536181 ttgctaacca gtcttttacc ggcagaaaat cgcggtacaa cgcggcttct gcactatctg
  1536241 cctctggctg atagttatat tcccagcgca ccaacggcgg cagggacatc aaaatagatt
  1536301 cagtgcgccc acccgtttgc aggccgaaca acgtaccgcg atcccagacc agattgaact
  1536361 cgacatagcg gccccggcga taaagctgga attgacgctc tcgatcaccc cagcccagcg
  1536421 ctttacgccg cgcgacgatt ggcatataag ccgccaggaa gccatcgcca acggcttggg
  1536481 tgaaattaaa gcaggtcata aaatcaggac tattcagatc gtcaaaaaac aggccgccaa
  1536541 taccacgggc ttcctggcga tgtttaatat aaaaatagtc atcacaccat tttttatagc
  1536601 gcggatagat ttgctcgccg aatggctggc aaaggctatg cgctacctga tgccaatgaa
  1536661 tggcatcttc ttcaaagccg tagtacgggg ttaaatcaaa accaccgcca aaccaccaca
  1536721 cggcgtcttc accgggtttc tcagcaataa agaaccgcac attggcgtgg ctggtaggca
  1536781 gataaggatt tagcggatga ataaccagcg atacgcccag cgcctgaaaa ctgcggcccg
  1536841 ccaactctgg ccggtgagca gtggcagagg cgggtaacat cgccccggac acatgggaga
  1536901 agttaacccc agcttgttcg aatacagcgc cattaaccaa gacccggctg cggccaccgc
  1536961 caccttcttc gcggacccag cactcttccg tgaattcggc gtggccatcg gcctgagcca
  1537021 gggccgcaca gatgttatcc tgcaaagtga gcaggtaggt tttgattagg gctatatcgg
  1537081 gtgagttcat cagaggggtt cactggtgga aattttcagg cgctaagtat accccaattt
  1537141 ccctctattt ttgtactgtc agtatggatc cgcgcggcag cttactttta ttgaacgggt
  1537201 gagcgtcgtt tttatctacc caatgtgagt gatgtgggta agctaacagc taacctttgg
  1537261 cgctattcaa gtacaaaggg gtatcgctgc gggaaatatc attttattat tgcgtgatat
  1537321 cctattcccg cgataatcag cctatccatt ttactcgacg gtgtgaacag ccatggaaat
  1537381 ccgcatattt cagcaagacg attttgaaga agtgattctg ctgtgggagc attgtgactt
  1537441 actgcgtcct tggaacgatc cggaaatgga tattgaacgt aagttaaatc acgatcctga
  1537501 attatttttg gtggcggaag tgaatggcac gattgtcggc tcagtgatgg gcgggtatga
  1537561 cggtcaccga ggctctgcct attatttggg ggttcaccca gattaccgtg gccgtggttt
  1537621 tgccaatgcg ctgatcagcc gtctggaaaa gaaactcatc gcccgtggct gtccgaaact
  1537681 caatattatg gtgcgtgaag acaatgacgc ggtaattggc atgtatgaaa agctcgatta
  1537741 cgagacccaa gacacgatta tgctgggcaa aaggctgatt gtggatcagg agtattgagg
  1537801 gtttagttgt ttgaatgtaa agagtgttaa ttttaaatcc acttttaatt caatagcgcc
  1537861 actggctgaa atgaccgaga aatagaaaag gtgattttgg ccttatctca agaattttaa
  1537921 ccgccaattt ttctgtttgc ggctattttt ctcttttaaa aggccttatt tgccataact
  1537981 tatccatgcg catagataag taaaatcttt tttgccacac tcttgccaca gttagatata
  1538041 aaagagtgca gagtaaggat taagtatcgg tagttagtgc attttaagac aatatcgacc
  1538101 ccgatttttt gtatcagacc ctttggataa atcaaccgat acaggaaatt atcagcccca
  1538161 gacatcggag tatgggcctg gtcattgggt agttattgat gagggcgatg ccttttggcc
  1538221 ggtttcaggg aaatcatggc acgggatgcc agtaacattg gataatattt atgaacttaa
  1538281 aaagtaaaat ctttattttc tgggggatga tggatctcta ttatatcgtt agatatatat
  1538341 gggttagcct ctctgtcgga aaaatcccct ttgtcagtga tattaataat tttctgccca
  1538401 tggacttttc tgttctactt atatatagag ttattgttat aggttcgatg ctaaccacca
  1538461 tttcagtgtt gtttactgct ttcttctttt taaaaaataa aaagatagcg ataatggctg
  1538521 cttttataca agagcctttt agacttattt ttggcgtgta ctctatttca ttgataccta
  1538581 cagttatcaa tgcactcggt atgactatat tagtgactaa tctattcttc ctttttattt
  1538641 ctgagggttt aaaaatttac actttgctta ttgccaggaa gatgtagctc gaagtaacgt
  1538701 gggtagacat gtttaatcta ttgagcaaaa aaatggtctc ccgcattatc gcgggaaacc
  1538761 actcatctgg tatgttcttt agaaattaat ccggaaaccg atattagcca tgataggtga
  1538821 ctccacatga gtcccgttgc ggtaattggc ttcggcataa acggaagtct gtttcatcag
  1538881 gttgatatcc atgcctaaac catacttcgc ggtatgtcct gataaatcat tattaaagtc
  1538941 gttaacctga ttgatcgtca cggtatttga tttgatgaac tctcgttcaa tagcgacttt
  1539001 ggcataaggg cggatgatag ccccattatt caggtcaatc ttcgttccca gatgtgtacc
  1539061 tatttcacct ttagctgagc ggttattatc aatattcgct gtcatgccat tattcagcgc
  1539121 aatatcttta tcctgtgccg tgtaatagct ggtacgaaca taaggctcta cgaaccaatt
  1539181 attcgacagg ctgtagtgat aaccggcttc cagtgagcca ccgattgcat tctggttata
  1539241 atcactttgt accgaaccgc cgttggtcat atgggcattc agtgagtttt taaaacggtt
  1539301 ggctttaacg acggcatcga cataataacc actgttatcg aaataagtgc cgtaggcacc
  1539361 caagctataa ctatcaaccg tactgtttcc accacgagca tgtttcactc ggttattgct
  1539421 ataagaggta aaaccaccca agactaattg acctgaagac atttccagca ctttatcagc
  1539481 accaatttca aagccatctt gctgcaaacg gtaagcggca tcatgagcag cattgacccg
  1539541 agtattgttg gttaaataac gcccccaaac actggcgcca tcacctttat tattatttaa
  1539601 atccccttta cgaaaacgca gattttgcat ttcaccatcg aaaataaact ggttggatga
  1539661 ggccatactc aacaccgcat ccgttgacgg ggttgttttc tcttcaggtt cgggttcaag
  1539721 ctcagtgcct gtattcaaac ctgagcctaa ataccacaga tttccgccag ctcgtgcgga
  1539781 attatcccag gtattcaagc tatatacgta agtgccgcca tcgacttcaa tgatgttagc
  1539841 tccagaaata gaggccagtg tgaatgttgc atcaccactg agatcgtgaa tcaagtccaa
  1539901 tgtggtcata tcaggtgagg tgatctcatg gccagagtcg ttaactatca ccttatgttc
  1539961 cccactggca ttggcgatag tcacgaagtt tcctttcccc tcagcaatag aggtattgaa
  1540021 taggaaggag cccgagccgg aaagtgtgcc gatgtttaat gaagcatatt ggtcgccaga
  1540081 gctctgctgg aaaaccactt caccgccatt caatattagg ttatccaccg tggcataggc
  1540141 attgttatcc agactcgcgc gcaccatcaa tgttgtatct tcgccgttga gaacgacatt
  1540201 ctcagcgtaa gcaccttgag ttgctgcggc attcagatag acagtggcag cgtcattaac
  1540261 ctccgtcaga ccggttaatt tagcctcggc atatacccag gaataactgt gatcaaataa
  1540321 gtgggtatcc tgtgactcac cgccagcttt gaccacctga gtggccctac cataaaatgt
  1540381 ggcaccaatg ctgtgaccat tggcttcgat agactgcttg ctggcatcaa caaatacgga
  1540441 gtcatgcgat gtggctttgg tatcccaccc ttttgcctcg tttttcatac cccataacat
  1540501 ttcatatgac gtatcttcat agcggctatt ggtaatgacg ggatcaaatg gaaggctacc
  1540561 atcattcaac gtcgtaacaa aaatttgatc aaccatggcc atttgggtgg aaacaacgac
  1540621 cattgaatta cctttagcca gtgtctgatc agccgatgtt gccacccaca tcaggctatc
  1540681 attcaatgtg gtattttctg cacggccggc atagatggta tcatccggaa aatggtgagc
  1540741 gtttacagta aagtaactgt tgttcacttc ggtatagcga atggtacctg aggcaatttg
  1540801 agcagagaaa ttcgcgttag aattgtataa ttcatatcct tcaccattaa agacaaaatg
  1540861 gtgatcttcg ctaccagcag tgacaccatc acccagctta atattatgaa attcacccgc
  1540921 agcatattta ctctgctcac aaatatcagt gacagtataa tcaatacatg aatcggcgtt
  1540981 tgcgttcatt gctgttgagg cgtaaagaat gaatgaaata gcaatgttaa ggtaggtttt
  1541041 tttactattg gtgttcaatg taacaatact ccaatttatt ttttaatttc attaaattta
  1541101 cgtattccat attgatacgc tgtgatttta cattgctcat taatgatgat taattaattg
  1541161 tcttaatgga gagtaaacca ttaaattttt atttctattt tcttcttata aggattttaa
  1541221 caaaatcaag tagggtgaaa tatgggaacg catgcggatt gttgtaggaa aaatcgtgta
  1541281 ttaacctaaa atttatcctg gttggatttt taaattatgt atttataaga ttattacgat
  1541341 aaaaactgat caaaatcatg gtgatgaggg atattttgtt tttttcaagt gtggtgttga
  1541401 tgcagatatt atgttgatgc aggcagggta tttgataata gtactacatc aagaataaaa
  1541461 gaggttatag gggcgatgag atagggttaa tcctactctc agcaccgata aacggtcaat
  1541521 gagagtaggg agtggggaaa ttaattattt aatcttggtg atatttttca catcgatttc
  1541581 tactgagttc cagtctttat ctacttttcc ttcaatttgc actttatctt gtggcgtaat
  1541641 ggtttggcct ctccaacgtt tgtcgtcaat ttcaacagta atcgtaccgg tgctatcacg
  1541701 gaaggtgtaa gtatcgtggc ccaaacgtgc ttcgatgtac ccttgcaggg tgacacgggc
  1541761 gtcatcacgc atggttttga ctttatctac tgtggtgctg gaggcgctcg ggccagtgaa
  1541821 tcccccctgg gtagcgggtt gagtttgcgt ggttgccggg ccgtcaaagc cgccttgtgt
  1541881 ggtgttgcta gcgctttggg ccagcactgg ggtgccacat agcataatga gcgttgctgc
  1541941 cagggttaat tttttcatct tattgctcct tcaatgaata attcgtctga ggccagaaac
  1542001 ccgtataggc ctctttggta ctcaataata gactaaaatc gtaataagcg tttctggaac
  1542061 atcactattt gactggttaa tagggattga cgtagatttt atcaatagtg acacagtgga
  1542121 ttttttagga aaaaagtcga ttaatgatgg tgttttactt gttatggtta ttaaggcaac
  1542181 aagataatgg cacttttcta ctggctcgca ctcaaaccac tggttatcac tttttagcga
  1542241 ttcatattag gcttctgtgt gctttgagtt gcagaaacgc tgatgggatg tcggggttat
  1542301 ttttaaggag catgagatga atattcgccc aaggttgtct ggggtgcgtt tgctattact
  1542361 gagtgccccc ttgttgttgg ccgggtgttc aacggtgtct ggtttctctt ggtcaagttt
  1542421 atcgccactt aactggttta gtggtagtcg cagtatgcag gtgactgagc agggggtcgg
  1542481 gggcatcact gccagtacac tgttgacgga gagtgatatc aacgctgggt tgcaaggcga
  1542541 ttaccgttta cgtagcggca tggccaccaa cgatggaaaa cttgtttctt tctatcaggc
  1542601 gctgaaagag gatcagataa aactggttat ctccggccag cctaaagggc aggtagaacg
  1542661 tattgatgtc atggataaag ggatccccag ccaatggggg gttaccatcg gaacgccatt
  1542721 cagtgatttg tacaaaaaag catttggtgc ctgccataaa ggccgtggtg atgatgtcaa
  1542781 ccaagtagag tgcgtagcac cggagagtaa acacgtcagc tatttattta atggcaactg
  1542841 gcatggccct gaagagttaa tgccatcaga cgatgctttg caaagttgga cggtgagtaa
  1542901 gattatttgg cgtgcaaaaa gcgaataaga attaattgca ttttgctatt atcacttggg
  1542961 cgctacctca gcgccttaat attattccta tccttgcatt actctctctt cccgctttat
  1543021 tttgcgttgt cgcaaggtaa ttttaatcgt ttcagctatg atattcagcg taaccaatac
  1543081 tgaggtttta gtgaggaaga aaagcatgac tcaagttcag agtggcattc tgttggagca
  1543141 ctgtcgtttt gccattttta tggaagcaaa agtacagggg gagttagatg ctattcgcct
  1543201 aggatgcaaa aaattctgtc aatcattgca agagttacag caacaatttc cagatgagca
  1543261 tttaggtgca gtgatcgcct ttggctccaa tgtctggcac gacttatcca atggacaggg
  1543321 cgcaaaagag ctaaaacctt ttgttccatt gggtaaaggc ttggctcccg ccactcagcg
  1543381 tgacctgctg attcatattc agtcactgcg tcaggatatt aactttacgt tggcacaagc
  1543441 tgcggtagcg gcttttggta gcgcgattgc ggttgaagaa gagacacatg gtttccgttg
  1543501 ggttgaggag cgtgatttta ccggcttcat cgacggtacc gagaacccac aaggcgataa
  1543561 gcgcccggaa gtggccgtga ttgccgatgg cgaagaggat gcgggtggca gttatgtgct
  1543621 ggttcagcgc tatgagcata acctgaacaa atggcagcgc attcctgaaa atgagcaaga
  1543681 gaaaattatt ggccgcacca aactcgacag ccaagagttg ccatcagatc agcgcccgga
  1543741 tacctctcat gtcagccgtg ttgatctgaa agaaaatggc aagggcctga aaattctgcg
  1543801 ccaaagcctg ccttatggtc tcgccagtgg taaacatggg ctgtatttta tcgcctattg
  1543861 cgcgcgctta cataatatcg aacagcaatt gttgagcatg tttggtgata tagatggtaa
  1543921 gcatgatcag ttgctgcgtt ttagcaaacc ggttaccggc agctattatt ttgcaccctc
  1543981 actgacggcc ttattatctc tgtaaatcgg ggatggggta tcgagcaaaa tatatcaccg
  1544041 ttggccggat tgatgaaatc cggcctttca ttatttatca cttagggaag agagagaaat
  1544101 aattactgca acgtaatagc gtcacgcatt ctgttaacca cggtttgctt ctgttctttg
  1544161 gtcaaggcac gcagtggcag acgtgggtta ccggcatcaa taccatgtaa ttgcatcgcg
  1544221 gccttaccgg cggcaacacc accgaattcg accagcacac ggatcagggc gataacgtga
  1544281 tccattccac gctgtaccgc aacctgatca cccgcattaa agtcagcgat aattttatgg
  1544341 aacagcggag cggcatagtt ataagtgctg ccaacagcgc caatagcccc tacagctaat
  1544401 ccacctggca gatgttcatc aacgccaaac ggaatatcaa atttaccgcc actcacacgt
  1544461 aaacagcgtt gaaactcata caaatcagcg ttattgaatt taattcctga caagttaggg
  1544521 atcttggatt ccgctttgat cagaaactgt tccatgtcca aatttacacc ggacataccg
  1544581 gagtggtagt aatagaagcc cttcgacggt gctgccgcgg ctattgcctg acaataagcg
  1544641 attaggtcat ccagattacc cggtttaaag aaacaggggc cgatggctga ggttgcgaag
  1544701 atatccagtg tttccgcatg acgagagaga tcaaccgcat ctttaatact gagagcaccg
  1544761 gtgtgtaagg taatgctcag tttgccttga gcggcattta cccagcgttc agcaattttc
  1544821 ttgcgctcat caactgagca atgaatgcct tcgccagtgg taccacagac ataaacgcct
  1544881 ttcacaccat cattgatcag atgctcggca atttggtcaa tgaccggata attgacctcg
  1544941 ccctgttcat caaagggagt gtgcggagct gcgatcaggc cggttaactt tttcatacgc
  1545001 atccttataa actgggagag tggagggccc tgtgggccat aatcaataat gacgataatc
  1545061 agtattcggt cagtttttct gtttcacact gcttaattgc atcgcaaaac caaccgcaaa
  1545121 tatgttctat acgggtaatg gcggaaccga ccgtaacggc atatgccccc gctgatattg
  1545181 ctgctgccgc cagggccggt gaatggtaac ggccttcggc aatgaccctg cacccggctt
  1545241 gcgctaactg tgtcactaag gccagatcgg gctcggttgg cacggtggct tgagtgtagc
  1545301 cggaaagggt ggtgccgata aaatcaatcc ccagatgatg agccaacagg ccgtcgtcaa
  1545361 tattggaggc atcggccatg gtcaggcagc cggttgcccg cgctcgctga tataaatcgg
  1545421 ccacggagac tgggcgctca cggcaggtaa catcaaaagc aataatatct gctccggcgg
  1545481 cactgagtgc atcgatatct tccagccaag gggtaattct gacctcggag tcaggcaagt
  1545541 cgcgtttaat aatgccaata atgggggcat ctgtagcccg acgtactgcc tggatgttgc
  1545601 tgatgccttc aattcgtaga ccgacagcac cacccgccag tgcggcacag gccattgccg
  1545661 cgacgatctc aggcgtatcc atggcactgc cgggaaccgg ttgacatgag gcgataaggc
  1545721 cattttggag cttgtggcgg agattgctta gattgctcac ggtctttaac tccgatgtga
  1545781 aattataaat gaagtttaac tccattatgt tagatcgttt atccgtcagg tgcaacgata
  1545841 agaagggcga tgtatgacga aacggccaaa atttttgctg tagcagatgg aaaggaaaag
  1545901 gtctcgggta taggttaccc agcccccacc acagggttat cgctgatggg ggacagggtg
  1545961 ttaacttacc aattaggatt attttttaaa aagatcgcct gacgcaggga atttgagtct
  1546021 actatgttga ataataattt tgtcatctgc tgtttagaaa aatcactaag atctcgaaca
  1546081 tatagttggg ggtttggtct tggtttttgt attgattttg gtatgttaat gagttggttg
  1546141 agatattttg tcaatccttc tgagcttgga tctttttcta tttctaacca ttttttttct
  1546201 aaaagttgtt gttgctctgg tgtcagccag tgctttacga tctcactgag tggttcatag
  1546261 gatgaatatt taaattttgt taggcatgag ggtgacatta atatatttgg cacattggaa
  1546321 ccatatggaa aataatacgt cttttcagtt aatggattat tatttagtac gatctcactg
  1546381 tcattaaata aattaaaaat agcttcaggt aactgggtga tttggttgtt acttgcagtg
  1546441 attaaacgca gagatgttgg cagtatatct ggcaaatatt ttaactgatt attatctgca
  1546501 tttagtgact ctaaggtatt agggagttca gggggggcta ccaattgatt attggctaag
  1546561 ttgaggtgtg tcaaattacc aggcagtgga aaatagcggg agagctcagt caattgatta
  1546621 ttggctaagt cgaggtgtgt caaattatcg ggcagtggaa aatggccgga gagctcagtc
  1546681 aattgattat tggctaaatt gaggtgggtc aaattatcgg gcagtggaaa atggctggag
  1546741 agcttagtta attgattatt ggctaaattg agatgtgtca gattagctgg caacggcggc
  1546801 agttcagtta gataattatt tgagacgttc agtgtggtac aagggggtaa aatatcgggc
  1546861 aatgaacgta aaccaagatt gttgaggttg agctcggtta agtttttttt caggcaatat
  1546921 ttcattcttt ctacggcaat accacgctgt tccccttctc cgggaactgc attttctttc
  1546981 cactctttcc atatagcgtg atagccagat tttgacaatt tctggtgagt agggtcacta
  1547041 tctaaagtaa tattcggtga tgaaaaactg ataccaaaac aatttaaacc cataacagta
  1547101 agctccttat tttaacaggg gcatactgct tgataaatac ggcttcctgt ataagggaaa
  1547161 aaactgatat taaattattt tttaagtttt tcttatctga tgacccagtg agtgtttagg
  1547221 gtatattcgt tagcccaacc aaatccctcg aaaggagttt aactccaaac taaaaataac
  1547281 aatggagttt gcgctaaaag attggcatag ttatccattc agcgtgagta gactcgttaa
  1547341 gatacaagag ggttacgcca gatgggaaaa gggttagcac tggatatcgg tggaacaaaa
  1547401 attgccgccg cggtggtcac tgagagtggc atgttgattg gccgccagca aatagcaaca
  1547461 ccacgaggcg gtgccggaca actggctgcc gcactggaaa cactgatagc gccttaccgc
  1547521 catcaggttg attttattgc tgttgcgtca acgggcatta tcagcggggg ccgtctgacg
  1547581 gcgctcaatc cggccaattt gggcggtctg gctgacttcc cattgtacga ctgtattcgc
  1547641 tctatcagtg atctgccttg tgtcctgctg aacgacggtc aggctgcggc atgggctgaa
  1547701 taccaggcgc tgggtgataa aaatgacaat atgatgtttg tgaccgtttc cactggtgtg
  1547761 ggcggcggca tcattttgaa taaaaaactg ttggtcgggc aacgtgggct ggcagggcat
  1547821 atcggccata cgctgtctga tcctcatggt gttttgtgtg gttgcggtcg ccggggatgt
  1547881 gtcgagagcg tggcatcagg cacggctatt ggggcagaaa ccttggggtg gaagcaaccg
  1547941 gtatcggctg ccacggtgtt tgacatggcg cagcaagggg atgcgcaggc gggaaaagtc
  1548001 attaaccgtt ctgccgcagc cattgctcag atgttggccg acatgaagat ggcgctggat
  1548061 ctggaggtgg ttattctggg gggcagtgtc gggttggcgg ttggctacct ggagagggtg
  1548121 gttgccgccc agaagacatt accgggtatt taccgcgtcc ccgtacaaga ggcacatcac
  1548181 cgtcaggata gtggattact cggggcggca ctgtgggcca gaacgtcgtt gtgatcacga
  1548241 tcagtgatat accgttattg agtcacttac cgttatcagt aaatataccg tcatcagtca
  1548301 atatcgaggc ataacatgat cagtggatcc ttggcacaac cggcgttttt tagtggctta
  1548361 cctgaacgtc ttcaatgggt attagcttat ctggcggata tgcctttagc gcagttaagc
  1548421 tgcgggcggc atgagataga cggtgagttg atgtttatga atgtcatggc gtttgacact
  1548481 caacccgcag agagtaagaa agcagagctg catcgtacct acgccgatgt gcaattgctg
  1548541 atcagcggca ttgaggggat tgagtattcg accctgacac cgacagaaca tctggagcct
  1548601 tatcaccctg atgatgatta tcagctcatc gccgatattc cagataaaag ccagttacgt
  1548661 atgttgcccg gcatgtttgc ggtattttta ccgggagagc cacataaacc aggctgccag
  1548721 atagccggtt ctggtgctat caaaaaggtg gtcgtgaagg ttcattatag tcttttgaat
  1548781 agctagctat ctttctgatt ttatatcata agaaaaacag cgtttttgac ctttttaccc
  1548841 ggttttccgg gtttttttat tgatcttatc ccgtacacct ccaccattga tcttcacgaa
  1548901 acaggtcaac tatgtaatga tgcgcctcaa atatatcatc ctgtctgtca ttttatttcc
  1548961 cttgaggtgt ccgcgtgaaa actggtgctc cccgttttaa gccaggtaaa attcttgatg
  1549021 ccttgggtgc gatgcaaaat agcctgactc gttctgctca gcgtattgct gcgtatattt
  1549081 tggcgcaacc ggctcaggtt acccaattat ctattgctga tctttcggca ctcacacagg
  1549141 ccggtgaagc gaccattatt cgtttctgtc ggacactggg ttataaaggg tttcaggatt
  1549201 tcaaaatgga cctggccatt gaagtggcca cccgccataa cagtgaaaac agcctgttag
  1549261 atgccgatgt ccaagagggt gacgatacgc tggcgatcgg cagcaaatta caatccgcta
  1549321 tcaataatgt cttatctgaa acacttaatt tgctttctat tgagagtgtt gaacaggtgg
  1549381 tcaaagtgct gcgccctgcg gatcgcatct gtatttttgg tgttggctcc tcggggatca
  1549441 ctgcggaaga tgccaaaggc aaactaatgc gcatcggcct gcgggttgat gctgcgacaa
  1549501 ataatcactt catgtatatg caagcctctc ttatgaaccc gggtgatgtt gccattggta
  1549561 tcagtcattc ggggacctcg gctgaaactg tgcaagcgct caaattggca aaagaggcag
  1549621 gggcgacgac agtagcgttg acgcataata tggggtcacg gatcactgaa ttagccgatt
  1549681 atgtcctgat caatggtaac cggcaggggc agttgcaggg ggattccatc ggcacaaaaa
  1549741 tcgcacaact gtttgtgttg gatctgattt acgccttatt ggtcaaagct gatccggcgc
  1549801 aggcggagag tattaaacgt aaaacgacgc aagcggttag ccaaaatggg tgaccggtaa
  1549861 tctacccgcc atacgtcaag ctgcatgtgc atagatggcc ttcgtgattc ggcccgtcca
  1549921 tgggcctcgc ctctccgctg caagccgcgt tccaatctgc tcccggcaga tttgtcacct
  1549981 cagtcattga ctggtgtaag cgcgagagtc tcactctgtg ggctagcata aatgcagttc
  1550041 caatcggttg ccgatcaatt tgttgctcac ttgccgcctt cccgcaactc gaattgttta
  1550101 aggtatagac tttctgctgt gcttttttta ttttctgcgg tgatatcctg tcagtggcag
  1550161 taaacgcctg gtaatcccat tgcttctctt tctcttatca gcatttcgct gtctttgtca
  1550221 cgttttagac atattgctat tgaaatggcg ggctgatctt atacactcaa atggagtttt
  1550281 actcctttat tgaatgtcat ttggagtgaa aggcgcataa agaccaacat ggcaataaac
  1550341 atcgattagc aatcaataaa gtgattataa acaatcacat gctatggttg tacatgcctc
  1550401 ggggaaaacc gttactgctg gtgccatcat tgccagtggg gaagagagag cgatgatatg
  1550461 agtatttcag taggtccatc tcgtgaagat aaaccattat cgggtggcgc taaaccaccc
  1550521 cgttggtaca aacaacttac cccggcgcaa tggaaggcct ttgttgccgc ttggatcggt
  1550581 tatgccctgg atggctttga ctttgttctg attactctgg ttctgaccga tattaaacaa
  1550641 gaatttggcc tgacactgat tcaggcgacc agcctgattt ctgctgcctt catctcacgc
  1550701 tggtttggtg ggttggtact gggcgcgatg ggggatcgct atggccgtaa actggccatg
  1550761 atcaccagta ttgtgttgtt ctccttcggt acgttggcct gtggcttagc acctggctac
  1550821 accacgctgt ttattgctcg cttgattatc ggtattggca tggcgggtga gtatggttcc
  1550881 agctcgacct atgtgatgga aagctggcct aaaaacatgc gtaataaagc cagtggcttc
  1550941 ctgatttctg gcttctctat cggtgcggta ctcgcggcgc aagcctacag ctacgtggtg
  1551001 cccgcatttg gttggcgtat gttgttctac attggattat tgccaattat ctttgcactg
  1551061 tggttgcgta aaaacctacc ggaagcagag gactgggaaa aggcacaaag taagcagaaa
  1551121 aaaggtaaac aggtcactga ccggaatatg gtggatattc tgtatcgcag tcacctcagt
  1551181 tatctgaata ttggcctgac gatatttgcc gctgtctcac tttacctctg ttttactggc
  1551241 atggtctcga cgttgctggt agtggttctc ggtattcttt gcgctgcaat atttatctat
  1551301 tttatggttc aaaccagtgg cgatcgctgg cctacgggcg tcatgctgat ggtcgtggtg
  1551361 ttctgtgcgt tcctctattc ttggccgatc caggcgttgt taccgaccta cctgaaaatg
  1551421 gatctcggct atgacccaca caccgtaggc aatatattgt tcttcagtgg ttttggtgcg
  1551481 gccgtgggtt gttgtgttgg cggtttcctt ggcgattggt tgggtacccg caaagcctat
  1551541 gtgaccagtt tgctgatatc acagctcttg atcatcccgc tgtttgccat ccaaggcagc
  1551601 agtattttgt tcctgggggg attactgttc ttacaacaga tgctggggca ggggattgcg
  1551661 ggcctgttgc cgaaactgct gggcggttat tttgataccg aacagcgagc cgcaggactg
  1551721 ggctttacct acaacgtcgg cgcattggga ggggcattgg cacccatact gggggcatcg
  1551781 attgctcaac atctcagttt aggcaccgcg ttgggatcgc tctctttcag tctgacattc
  1551841 gtggtgatcc tactgattgg ttttgatatg ccatcccgtg tacagcgttg ggtccgccca
  1551901 tcaggtttac ggatggtgga tgccatcgat ggcaaaccat tcagtggtgc cattacggcc
  1551961 cagcatgcgc gagtagtgac acagaaataa cgttttttca gccagaattt acttttcatc
  1552021 cataaactgt ttttcttgcc cggtgcgcga cgaccgggct tttttttatt tgttttttta
  1552081 gtgtcgataa ccccgcctaa atagcgcaga ggaccattaa ccagagtcgc tggtgagcag
  1552141 cggggttgct ggcttagagc atttcatgct tgaccatcac taaacggtat ataaaagcgt
  1552201 tataggtata cgcctagtta taaatacact gaacataatt taaaggcaca ccgttcataa
  1552261 tgaatgacat gcctattggt tgaactcagt ggacaaggtg cggaatgaaa cagaactcag
  1552321 tcaaaaaaaa tgcgcgtaac ggattgaccc acattgcatt atttagtgcg ctgatactca
  1552381 gtggtgtcac tgcctcagcc actgagttgc tcaatagctc ttatgatgtt tcccgtgaat
  1552441 tattcacggc gctgaatccg ggttttcagg cacagtggga acagcagaac cccggtgaca
  1552501 aactgactat caaacaatcc catgcgggtt cttccaagca ggcattggct atcttacaag
  1552561 gcctgaaagc cgatgtggtc acctacaacc agattactga tgtgcaaatc cttcatgacc
  1552621 gtggcaattt gatcccagcc gattggcaag cccgtttgcc gaataacagc tcaccgtttt
  1552681 actccaccat ggcgttcctg gtccgcaaag gcaatccaaa aaatatccgc aattgggatg
  1552741 atttggtccg cgaagacgtc aagctggttt tccctaatcc taaaacctcc ggtaatggcc
  1552801 gctataccta tctggctgct tggggagcga cccaactggc cgatggcggc gatgaggcga
  1552861 aaacccgcga ctggatgaaa cgctttttga aaaatgttga agtgtttgat accggtggcc
  1552921 gtggggcaac cacgacattc gttgaacgtg gcttgggtga tgtactgatc agtttcgaat
  1552981 cggaagttaa caatattcgc aaagagtacg gcagcgacca atacgaagtt attgtcccgc
  1553041 cagtggatat tttggctgag ttcccggttg cctgggtgga taaaaatgta gaaaagaatg
  1553101 gcactgaaaa agccgccaaa gcttatctca attatctcta tagcccgcca gcacagcagg
  1553161 tgatcactcg cttcaattac cgtgtttacg ataaagcggc aatggaggcg gcgaaatctc
  1553221 aattcccaga caccaaatta ttccgagttg aagatcaatt cggtagctgg ccacaggtga
  1553281 tgagtaccca ttttacgact ggcggcgtac tggataaatt gttagcagaa gggcatcagt
  1553341 aatgttgtcg gcatccagta aacgggtctt gcccggattt accctcagtc ttgggagtag
  1553401 cctgctttat acctgcttga ttttgctatt accgcttagc gcgttagtga tgcaagttgc
  1553461 gcagatgagt tgggcgcagt actgggaggt gattaccaac cctcaagtgg ttgccgcgta
  1553521 taaagtgacg ttattggccg ccggtgtggc cagtgtgttc aatgcggtgt ttgggatgtt
  1553581 gatggcttgg attttgaccc gctatcaatt ccccggccgc agcattctgg atgggttaat
  1553641 ggatttaccc ttcgcgttac caaccgcagt ggctggcctg acgctggcca cactgttctc
  1553701 caccacgggt tggtacggtg cttggttaaa tgaattcggt atcaaagtct cctttacttg
  1553761 gttggggatt gcggtcgcca tggctttcac cagtattccg ttcgtggtcc gcacggtgca
  1553821 accggtattg gaagagttgg ggccagagta cgaagaagcc gcagaaactc tgggagcgag
  1553881 ccgctggcaa agcttccgtc tggtggtgat gccggaattg gcacccgcgc tattggccgg
  1553941 gaccgcatta tcctttaccc gcagcttggg ggagtttggt gcggttatct ttatcgccgg
  1554001 taatattgcc tggaaaacgg aagtgacctc gctgatgatt ttcatccgtt tgcaggaatt
  1554061 tgattacccg gcagccagcg ccattgcctc ggtgattctg gccgtgtcac tggcgctgtt
  1554121 gtttagcatt aacacgttac aaagccgctt tggtcggcgg ataggtgggc actaatggtg
  1554181 gatgtttctg aatttaacgg tgttgcccgc ccaccgatca attggggcaa atggacgctg
  1554241 attgtcattg gtgcggcgtt ctcgtttttg ctgctggtga tcccgatggt gtggatcttt
  1554301 atcaccgcgt tttctaaagg cattgcggtg gtcgggcaga atttattaaa cccagatatg
  1554361 ttgcacgcca tctggctgac ggtattagtg gcattgataa ccgtgccagt gaacctggtt
  1554421 tttggggtgg tgctggcttg gctggtgacg cgctttgttt tccccggtcg ccaattgttg
  1554481 atgacgttaa ttgatatccc gtttgcggtt tcgcccgtcg tggcggggct gatgtatttg
  1554541 ttgttctacg gctcaaatgg ggtggtcggt ggttggcttg atgcccacga tatccagttg
  1554601 atgttctcct ggcccggtat ggtgctggtc accattttcg tcacctgccc ttttgtggtg
  1554661 cgtgaactgg taccggtgat gatgagccaa ggcagtcagg aagatgaggc tgccgtatta
  1554721 ctcggcgctt caggttggca gatgttccgt cgggtcacct tacccaatat tcgctgggcg
  1554781 ttgttgtatg gcgtggtgtt aaccaatgcc cgcgcgattg atgaatttgg tgcggtctcg
  1554841 gtggtatccg gttctatccg tggcgagacg tataccttgc cactgcaagt tgaattgctg
  1554901 catcaggatt acaacaccgc cggggcattt actgccgccg cgttactgac tctgatggca
  1554961 atagtgaccc tttttctgaa gagcggcctg caatggcgct tggcgcgtca ggttgttcgt
  1555021 ctcgaacagg agcaaaagca tgagcattga aattaataat atcagtaagt attttggccg
  1555081 gaccaaggta ctgaatgaca ttacgcttga tattccttca ggccaaatgg tggctctgct
  1555141 cggcccttct ggttcgggta aaaccacctt attgcggatt attgccgggt tggaaaacca
  1555201 aaatgccggg cgcttgagtt tccatggcac ggatgtcagc cggttacatg ctcgtgatcg
  1555261 tcgggtcggg tttgttttcc aacactatgc gttattccgc cacatgacgg tgttcgataa
  1555321 tattgctttt ggtttgacgg tgttaccgcg ccgcgagcgc ccgaatgcgg cggccattaa
  1555381 gcagaaagtg gggcaattac tggaaatggt gcaattaggg catctggccg agcgttttcc
  1555441 atcacagttg tctggtggtc aaaaacagcg ggttgcttta gcgcgtgcat tggcggtcga
  1555501 accacagatt ttgttactgg atgaaccttt tggcgcgctg gatgcacagg tgcgtaaaga
  1555561 gttgcgccgt tggttacgtc agttgcatga agaactgaaa ttcaccagtg tctttgtcac
  1555621 ccacgatcag gaagaagcga tggaggtcgc agatcgggtg gtggtggtga gtcagggcaa
  1555681 tattgagcag gtggggacac cggatgaagt ctggcgtgaa ccggcaaccc gttttgtttt
  1555741 ggaatttctg ggtgaagtta accgcctgag cggggagatc cgcggttcgc agctgtttat
  1555801 tggcgcacat cactggccgc tggatcttgc accgatgcat cagggcagtg tcgatctatt
  1555861 cctgcgccct tgggagatgg aagtgagtac gcaatcaagt gatcgctgcc cactgccggt
  1555921 tcaggtgctt gaagttagcc cccgtggtca cttctggcaa ttaaccgtgc aacccatcgg
  1555981 ctggcatcag gacccgatca gtgtggtgct cccagagggg aatattgatg ccccggtgcg
  1556041 cggcaaccgt tattatgttg gcgggttaaa tgcacgctta tattctggca atcaattatt
  1556101 gcaacccatt gctttagccc aaagcgcctg ataagttttc ttcttttttg caaataaaga
  1556161 accgacccaa gtcattgttg ttgcagcaag gccgctaacg cgcaaacccc gatgagctga
  1556221 caggcgtcag tcattcgggt tcatgagagc ggtgaacacc gttgcaacgt caagggccaa
  1556281 gggtattcaa aggtaatcaa tgtgacaacc ctggaacact gcatcggcca tacaccattg
  1556341 gtgaaactac aacgcttaag ccaagggcta aatgcggaga tttgggtcaa actggaaggg
  1556401 aacaatccgg ccggttcggt taaagataga gccgcgctgg cgatgatcca gcaggcagag
  1556461 ttacgtggtg atattgcccc cggtgatgtc ctgattgaag cgaccagtgg aaataccggg
  1556521 attgccttgg cgatgattgc cgccatgaaa ggctatcact tgaagttact gatgccagaa
  1556581 aacatgagtc aggagcgtca ggcggcgatg cgggcttacg gcgcggaact gattctggtt
  1556641 agccgtgaac agggcatgga aggggcgcgt gatctggcgt taaccatgca ggagaacggc
  1556701 gaaggtaacg tgctggatca atttaataat gcggataatc cctatgcgca ttttacgggg
  1556761 accgggccgg aaatttggca gcaaacggcg ggtaaagtga gccactttgt ctccagtatg
  1556821 gggaccaccg gtacgatcac cggtgtcagc cagtatctaa aaagccaaaa tccgcaggtg
  1556881 aaggttatcg gcctgcaacc agcagaaggc agcagtattc cggggatccg ccggtggtca
  1556941 gcggaatata taccgggtat tttccgcccc gagctggtgg atcaggtgtt ggatatcacg
  1557001 cagagtgttg cagagcaaac catgcggcgg ctggcgaaag aagaggggat attctgtggc
  1557061 gtcagttctg gtggtgcggt ggctggggcg ctgcggatcg cggcagataa ccctgatgcg
  1557121 gtgattgtgg cgattatctg tgaccgtggt gaccgctatt tatcaactgg ggttttttaa
  1557181 gtaaggggga taaatttttc ctccacttaa gtctggtgag ggctgtttat gacagcccga
  1557241 atattcaatc aagatatagc atttttattg aaaacctatt tttaattagc agtaaatgca
  1557301 ttactaataa tgttattata ataataaatc atattttatg aaagccataa tgatattaac
  1557361 taagtaaaat aaacgtaatg gaagtaaaaa taaatcatcg taatttgtta aggattattt
  1557421 ttctatggaa atagttaatt ttattagtgc tcaggatata gttgagattg aatttctctc
  1557481 aacagagaat gaaaaaaata aagaggcatt gaattcagta aataaatggg agaatgatgc
  1557541 tccatttggg gaaaacagaa ccaatgctgc taatgaaatt cgtgatgtta tagagagaaa
  1557601 tgcgcctata cttaggctat cgcgtctgaa tatcagttct ttacctgatg ttttaccgca
  1557661 tagtctcatc gagattgaaa tttattattg cgatgaatta tctactctcc ctgacagttt
  1557721 tccttccgag cttactaagc taaaaattag ccattgccct gaaatttcat ctttatataa
  1557781 gaatgcacca aagcgtttga ctaaattaga aataatatct tgtccgaaaa tttcaaatgc
  1557841 tataattcca ctgcctgaat cattacaata tattaaatta gatatagact cgaaagagcg
  1557901 cctttctctc tcgtttgata aatttcctaa aaatttaaga ggtattaatt taagtgatag
  1557961 ttttttaatt gaaaaaagca aattcaagga tagagagatc cgattgaatg gtctagtgcc
  1558021 atccgtagct ctagagttta aattagggga cattctatat ggaattgctc agtgtcaaca
  1558081 tgaggtgatg cagcaactaa ttaattttaa tgacttttct aacaaagata tttgttcgca
  1558141 aacaacaatt actgatgctg tttgggaaca tcgtaattat ttttcccgtg ataaatatag
  1558201 agacgatgcg acaatcaaag aaatgttaaa tgatgctgat cgcggaatta aattcaaaga
  1558261 tttcctagaa aaacatgaaa agtataatat tttaagtcgt tcgggaataa aatcataccg
  1558321 tcctcataaa aatgaggagg atatatgttt atcaaggacc agtaaggctg gtcttgaatt
  1558381 tcagatcatg gaaaggcaag agcgtgtatt tttttgtata gataatttga ataattgtat
  1558441 tcctgaaatt gcacaaaaaa aacctgatta tggtacctat atcacagcct ctgagttgag
  1558501 atggctttac cgtcgtaaag atcaccctaa tgtaaaaaat aatgttcaat tctgcttgga
  1558561 gggagcattt atttcacaag aagaggtatt ttcactgcct ggttgggaaa cttattttcc
  1558621 taaaagaaaa agtaacttca taccttccta tgtttgacta ttaaatcgat acgtttctac
  1558681 tagaatggaa aaatttctat tctgagtatt ataaatttga ggctatgtca cttgatatcc
  1558741 ggtgcatata acacggattt gctagcggca tcctcttctt taatgattac ccttgctcta
  1558801 atgcccgcat agaatccatt tttgctgttc ttttggcagg gcagaaactg aaaattatgg
  1558861 taataaggtt gtattttcac cgaagttcag ttgcaggcac tagagtaagc caaatcccaa
  1558921 tgaaaagcac agggtgaaat caagacacaa tatcccggtt atctgggggg gcaggaaact
  1558981 tattatgttg aaaatatcaa agggattgtc aggatctatc cgcaaacttt cattgatcta
  1559041 tttttccagg ctctgcgccg tgccttgata acggtaaccc gccccgtgca ctgtgcggat
  1559101 caataccgga tgaaccggat ccagttcaat ggtcttgcga agcttggaaa tatgctggtc
  1559161 gagcgtacgg ctctgtggca aatggtcata tccccaaacc gcatcaaata acatatctct
  1559221 ggtgaccacc cggcccttat gctgatacag atagcgtagg atattaacct cgcgcagtga
  1559281 cagctcaagg cgcgtctctc cacgaatcgc acacaactca ttgggaaaca ccatcagatc
  1559341 gccaaacggg aagcctgcgt cttcggcgga ttcaggtact tttcgtagac aacggcggac
  1559401 aatagtcttg attcgggcgc gcatttcatg gataccgaag ggcttactga tgtagtcgtc
  1559461 agcacccaac tctaacccga tcacccggtc aatctcctca tccttcgcgg acagaaaaat
  1559521 aatgggcgtt tgccagtcgt gtttgcggat ctccctgcac accttgtagc catcaagctc
  1559581 cggcatcatg atatcaagaa tgataaaatc cggctgttgt tggcggtata gcgccagtgc
  1559641 ctgcacacca ttttctgccg cgatggggcg gtacccttca tgggccaata cttccataag
  1559701 gccattacga atatgggcat tgtcttcggc aattaatatt ttcatgtgaa ctgctccttg
  1559761 tctgtggccg catcttgctt aatcgtcata ggcagtttta gggtaaaaca gctacccgcc
  1559821 ggattactgg tgacggaaat ttcgccctgc aaactggcgg ctaattggct ggcgatggtt
  1559881 aaaccaatac cggtaccgga aacaccttca gtgatatggc tcttcactcg ataaaagggc
  1559941 tggaagatcg cctttaactc ttttgcggcg atgccgttac catagtccct tacgtggatc
  1560001 aacacccggt catcagcctg ttcaccaatc aactccaccc gttttccttg tgaggcgtat
  1560061 ttttcggcat tactgagaaa attactgata atctgcgtca agcgatcgac atcggtcgtg
  1560121 aggtgaatat cggtattaat gatcagcacc aactccatat ttttggcgga aaacgcggga
  1560181 ataaaagtgt gataaatttt gttcagcaat gggcgcagcg ccaccgtttg tagatggagt
  1560241 ttcggcgctt tggtaaaact gaggatgttc tgaatcaggc gcgagagccg ctggctttca
  1560301 ttgaggatca cctccagata gcgctgctct gcggtgggag gaacgctctg ctctggttgc
  1560361 aactcctgca acatctctgc atataaggtg atattggtta gtggcgtctt cagttcgtgg
  1560421 gatacctggc cgacgaagct cacctgctgt tgagcaagcc gtaactggcg gttgtattct
  1560481 cgatacagat atagcatgac cagcccaact gtcaccatca gcagtaataa cagcagccca
  1560541 ccccagagat aaaggggcgc gccgtttacc gccttggcgt aataatctat ctgccaggca
  1560601 cctagcggat aaggcaggcg ttgggaattc aagggcacct gttgggttaa cagctcttca
  1560661 ctgccgcttt ggtagagcaa gcgcccatca tccaggactt gcagtgtgtt cggtgcagag
  1560721 tcaaatgtca tggtgttaat cacatcagac agcagcttga cgtaggggac tttaaaaccg
  1560781 atcagttgat tatcccgcgc ctgccaatat atcaacagtg ggtcgctgag ttcgcgactg
  1560841 aggtaccagc ctgaggttgg ccgggtctgt tcatcggtat agtggtggct gtagagcagg
  1560901 ctcgggtcct gaatgatagg ggtgatcgct tgtatccagg ctttctcttt ctcagtcaag
  1560961 gctgcttgag tattggggta caagagttgg tttttcttca atacaaatag ggcgtcaata
  1561021 ctactctctt gcgcgatcag ggcgtttagc gacgcattat ctaactgaat ataagaaaca
  1561081 agcgaaccca gacgcacggc attctggttt agcagatcca gaataaatgt actgacctgt
  1561141 gtggtatgac tctgtgccag acgttggttc tgataatggc gcagcagtgt ttcatgggtg
  1561201 aggctgcgat agccgaagta ggcgatagcc gcgcagatta agaacgtgat agaggtaaaa
  1561261 agaaacaggc tttttgacgg cttcatgcca tattccatgt aaacgctgag ccagcgtact
  1561321 gactcagcat aaatgaactt ttattcagac tgctgacaaa ccccgatgac gcgatcttga
  1561381 acggtgagga taggcagagg agtaaagcgt ccgcgccaag gatggcgcgg ctcgagccta
  1561441 catggatgta tttacggcgt ctttacgatc tgcctgttct ctccgtcgcg ggcactttgt
  1561501 caataacctc ttttattttt acttctgctg ctgtttgacg ttgtagttct gttctttcag
  1561561 ctctttacgg taagtggcgg catctttact gtcaatgtca tccgctaatt tacgctgttt
  1561621 attcgtactc tctcgcactt ttttctctgc aaccgggctg gagaacgaca tgctgtccag
  1561681 ttttgaggca ttggactcta gcactttctt cgcttcatcc ttgcgccccg cgtcgatcaa
  1561741 tttaatggct tcatcattgg ccagcgctgt tttttgaatc tctgactccg ctaatacttc
  1561801 ttcttgtaca gcatcgttga ccttttctac ggattggctg tagctgacgg tcactcgttc
  1561861 attaatctga tcttgttttt tactgctgag attcaggtag ctgatactga catcggccag
  1561921 atctttttgc tgcttgtcag tgcctttttc cggaatcacc tccagtagaa tgtatttttc
  1561981 ctgattagag taaagctgat tcagtttcac attcactgta ttgccgagga tatcgccatc
  1562041 gcgccccagt agtcgtaccg gtttcacctt atcgccagtc ttaatctgaa caacgatatc
  1562101 ctgtgcgacg acggacatca catcttggaa ttctttggtg aacgcctttt ccagatctgc
  1562161 cgagttagcg acaaaggtgt ggttaccgtc gctataaccc gcaatggcag tcatcagatc
  1562221 ctcgttataa tcctggccca gcccgatagt ggtgatggca atcccttttt tagccgccat
  1562281 gcgggccaga tcggaaagtt cgctgattga ggtggggcca gtattcgcct gaccatcaga
  1562341 gataaggatg atgcgattga cctgctcacg gttcaggtgt ttatccactt gaccaatacc
  1562401 catactgaca ccagcaaaca aggcggtcat tccccttggg tgaatgtgct gttgaatgct
  1562461 ggcaatcagc gctggcttat cagtgacttt cgtggccgga atgatcacct cggcgtggtt
  1562521 atcgtaggcc accaccgata gcgtatcggt gatgttaagc atattaaccg ctaaaatcgc
  1562581 cgcttctctg gctttctcga tgcgctcacc gctcattgac gtagaacgat caatgaccag
  1562641 cgccagattg attgggctac gacgggtgct gtcgagatta aaaccggtaa gagaaatttt
  1562701 caggtaattt ttatcttcgc tattagccag cataacgggc gcagcaagtt ctgatttgac
  1562761 attgaccact tgtgtcgccg ccttggctac cccaaacagc gaaaaaagga ataatagcaa
  1562821 caatagggtc atctgcttta ttcgagcggc ctgttttatt agcgtggccg gttttatcag
  1562881 gatgtctggt tttattagca tgtcagtttt tattaaaatg gctggtttta gtaacacgat
  1562941 agtacctctg tgcaagactc gaagagtagt gccacgatta ttcatcttat catgcgctaa
  1563001 gttgtctgtt tgctgtataa agttgtcaaa aatttgtaaa acggccaatt agcgtcatga
  1563061 acaccgtgct gaatagccgg taatgtagtc agaggaatga ataaccatat aggaattctg
  1563121 gggggaataa gagaaaaata aattcccaag cagggagaaa aaaaggaaaa ggatggtgag
  1563181 gttgtttatc ctataaaatc aattcattac tgttttttca cgcatcactg aatatatttt
  1563241 ggttttttat tcctaaatta atcccttctt tagtttatta ctcctaaata aaaattaata
  1563301 aagcattagt tgctattttt tgcggttagt cacatttgat atttggatgt ttatcacaaa
  1563361 taaaagtaat aaatagatta attacatttt tatgttgaga tatatcacat ttaatttatt
  1563421 actataatta ttcagcatta aaataattat agtaatatca atacgttaat gtggcgcgca
  1563481 tggagagata cttgtcgaaa tcattaatac tagtacgatg cacttttaag ggtaaatttt
  1563541 tctaaaaaaa ccaccaatta ggagtattaa tagtaagaaa ttatcaagat aatggtatta
  1563601 aatttcctta caagtcgaac cagtgaggaa agggacatgg actacaattt tgatgaagtc
  1563661 atcgatagaa gtaatacagc atgtgaaaag tgggatgctc attatttaaa tgctcgattt
  1563721 ggtatgactg atttaacgcc tatgtgggtt gcggatatgg actttagatc tccggactca
  1563781 gtgattagtg cactttccga aagagttaac cacggtattt atggctatac tttcagacct
  1563841 gatagttttt tagatgccat tacacagtgg gttaaaaaaa gacatcaatg gttaattaag
  1563901 cctgagtgga tctctcatag ccccggcgtt gttcctggat tagccatggc tattcgtggg
  1563961 ttaacaaaac cgggagataa aatactcatt caatcccctg tttatcatca cttcgccaat
  1564021 gttattgcac gaaatgatcg tgaagttgtc gcgagtgaat tgctctatga taacgaaaaa
  1564081 tatgatatag actttgcaca ttttgaagcg tgtatcgcca ctggcgtgaa attgtttatc
  1564141 ctttgcaatc ctcataaccc agtgggaaga gtatggacac gggatgaact gacgaccatg
  1564201 ggtaatatat gcttacggca taacgtgatt gtcatcgcag atgaaataca ttgtgatatt
  1564261 gtttttaaag gcagtaaatt cactcctttt gcctctatct cacctgattt cgaaaataat
  1564321 tcaattacct gcatggcacc cagtaaaacc ttcaatcttt tagggacaca aacttcagcg
  1564381 atcattatcc ctaatcaaga attacgtaat aaatatgaaa ccgaattaaa tagcctggca
  1564441 ttagggaatc ctaatccctt tggcgtgata gcattggaaa cagcatataa agaaggtgag
  1564501 gagtggttag agagtttgct gggttactta caacataatc tagactttgc tgtggacttc
  1564561 tttaaaaaat atataccgaa gatcacattg gttaagcctg agggaacgta tctactctgg
  1564621 ttagattgcc gtgggctagg gttgactccg tatgaactgg agcaattcat actaacaaaa
  1564681 gcaaaattag ccttaaacga aggccacatc tttggcgaaa gtggtgaaaa cttcatgagg
  1564741 atgaatattg gttgtccaaa atcagtcctc accagtgcat taatacaact aaaatacgcg
  1564801 gtagatgatt taaactagaa tagcgtatag gttattttgc aggggataaa aatgaacagt
  1564861 gaaaaaaaag aacatcttaa tacagtatca agaaagttaa gaacgatcat ggagcgtgat
  1564921 aatattgatg ctgtcattgt gacaacgtgt gataattttt atcatgttac cggtattctc
  1564981 agttttttta tgtatacctt tcgaatacgg gcacggctat cgccgttgtc ttccgtgatg
  1565041 tgaaaattcc atcgctaatc attatgaatg aatttgaagc agccagctta acgttggata
  1565101 tgccaaatgc tgaattaaag acctttcctg tttgggtaga tgtagatgat ccgtttaaca
  1565161 tgcgcgattc tgcaaataat aataaagaga ggccgatagg tcctcctatt gagagtgtat
  1565221 gtaatatact caaagacgca ttgaacgatg ccagggtact taataaaaaa atagcaatag
  1565281 acctcaatat aatgtcaaac ggtggtaaaa gagttattga tgccgttatg cctaatgttg
  1565341 attttgtcga ctcaagctct atattcaacg agctaagagt gataaaaagc ccttgggaaa
  1565401 ttaaaagact cagaaaaagt gcagaaatta cggaatatgg gatcactgaa gcatcaaagc
  1565461 tcatccgggt aggatgcaca tcagctgaac tcactgccgc atataaggca gcagtaatga
  1565521 gtaaatctga aactcacttt tcaagattcc atcttatctc tgttggcgct gatttttcac
  1565581 ccaaactcat accaagcaat actaaagcct gttcaggcga cttaattaaa tttgattgcg
  1565641 gcgtcgatgt tgatggttat ggtgccgata ttgccaggac ttttgttgtt ggggaacctc
  1565701 ccgagatcac ccggaagata taccaaacaa taagaactgg gcatgaacat atgctgagta
  1565761 tggttgcgcc tggcgtcaaa atgaaagatg tatttgattc aacgatggag gtcattaaaa
  1565821 agtccgggtt acctaattat aacagagggc atcttgggca tggtaatggc gtctttttgg
  1565881 gattagaaga gagtcccttc gttagcactc atgctacaga atcgttcact tcaggtatgg
  1565941 tgctaagttt agaaacacct tactacggct ataatttggg ttcgattatg attgaagata
  1566001 tgattttaat aaataaagag ggtattgagt ttttgagtaa attacccagg gatttagttt
  1566061 cttttaatta aaaactgtat tctatacctt aaatcgttcg agttgcattg gcctcgcgga
  1566121 ggcgaggccg ctggatgggc tgagtaataa acgcagccaa cgcacatgca gcttgaagta
  1566181 tgacgggtat atgctacgca gtaggagtta actatgaaat ggtatcattc tctcgtgttg
  1566241 ctacctgtat tatcattaac tgtcggtatt ttctttgtta acaaagtgga acctttcata
  1566301 ttaggtatgc cattccttat gttctggatc gtgatttggt tgattctgac cgcattgatt
  1566361 atggccataa tctcgaaatt ggattcaaat ataagtaagg aggaagtatg aatgcgccat
  1566421 taattataat atgtacattc ttcctgttta gtatttatct tgccattcgc tctaaaaaag
  1566481 gcaagaagat ggaccatgaa gggtggacca ccggtggccg tagctacggc gctttattag
  1566541 tatttctact gagtgctggg gagatataca caacatttac attcttgggg ggcagtggct
  1566601 gggcttatgg aaaaggccca gccatattat atacgctcac cgttaatgcc tttatgggga
  1566661 tatcacttta ttggcttcat cctattattt ggaagtatgc taaagataat aatgttaggt
  1566721 ctatttcaga cttcttcgca ctgaaatata aaagttcatc attaggtatg ctgattagca
  1566781 tattctctat cgctgcaatg gttccgattt tcattttaca attaaaagga cttgggatca
  1566841 ttgtctcaca agcatcttat ggctctatat cgtccaatat ggcaatatgg attggcgtga
  1566901 tttcagtctc tgtttttgtg atgatttctg gaattcattg ttctgcctgg acatctgtat
  1566961 taaaagattt catgatattg tttgtggttg tctttatcgg tatttatatt ccaattcact
  1567021 actacggtag tattggcaac atgtttcaat ctattgaaac agttaatcct gggtatcttg
  1567081 tcttcccgaa agaaggactc aacatacctt ggtatatctc taccgtattc ttatccgtag
  1567141 ccgcttattt ctgttggcca cactatatga cggctgtatt tacagccaaa aatgaaacct
  1567201 cattaaagcg taatagcata ctgattccgg cttacagtct ggtcatgctg tttgcctttt
  1567261 ttgtcggttt tgcggcaatc ttaaatgtcc ctgacttaac cgggccagat gttgacctgg
  1567321 ctttatttga aatatcaaaa tcaaccttct caagttatat tgttgggttt attggtgcgg
  1567381 caggtatgct gacagcactg gtaccgggtt ctatgttatt actggcgacg gcaaatatgc
  1567441 tggccggtgt cgtccaaaag attttccgcc tggatgtgga gaaaaataaa tcgggaaatc
  1567501 tttctcgcta tatggtgcct gttgttgcct tggtctcttt gtattttatc tttaatggca
  1567561 atgatacgct ggtcgctata atgctacttg gtgtcaatat aattgctcag ttcttcccag
  1567621 cgcttatatt cagtttttgc aaaaagaatc caatcacgac tgcgggcgct ttttcgggga
  1567681 ttatggtcgg tgtcattatt ttggcggtca cctatgtcta tcatatttca atagcagata
  1567741 ttttcccgtt cattactaat ggctttgagt atatgaatat tggggttgtc gcctttgcta
  1567801 tgaactttat cgttactttc ttcatctcat atttaacaag aagctattat aaagaagtca
  1567861 ctgtttaata accaataggc cattttcaaa ctggaagtgg ccgtcctaat ctgagtgata
  1567921 aagagttatg gggaaaacaa ttgttatcgt cggtggtgtt gccggtggtg ccagtgctgc
  1567981 tgctcgcctg cgccgtttaa atgaatatga caatattatt attctagaaa gaggcgagta
  1568041 tatctctttt gccaactgtg gcttgcctta ttatatcggt ggtgttatta ccgaaagaga
  1568101 taaactttta atccaaacgc cagagaaaat gaaggataga tttaatattg atgtcagaac
  1568161 tgaaaatgaa gtcgttgata tagacagtgc gagtaaaacc attactgtga ttaatcataa
  1568221 agtgggtaag gaagagttta tacaatatga cacattaatt ctatcgccgg gtgcccgtcc
  1568281 ttttattcca gacattgccg gtctgtcagt gaatggtcct gtatttacct tgcgtaatat
  1568341 gtcagataca gacaatatta aagcgtatct aatttccgct acacctgaag ctgtcaccgt
  1568401 tattggtggt ggttttatcg gattggaaat ggcggaaaat ctggtgagta gtgggctgaa
  1568461 agtcacaatt attgaattat caaatcaaat tctttcgcca cttgattatg aaatggcagc
  1568521 gattgtcgaa aagcatttaa aagacaacgg cattgatgtg ataaaaaatg acgcagtggt
  1568581 acagttcgat gaatctgcac atcaaataca tttgaaatca gggaaaatta ttaccaccga
  1568641 catggtcatt ctggcgatag gtgtcgaacc tgaaaatgac ttggcaaaga aagctcatct
  1568701 ggatttgggg atcagaggga gcatcttggt taatgagaaa ttacagacga gtgtagcgga
  1568761 tatttatgct atcggtgatg ctatccaggt tgtcgattat atcaatggtc aggcaacgta
  1568821 tattccactg gcctggccgg ctaaccggca aggcagatta ttggctgata ttattaatgg
  1568881 ccgtgatgtg cgctatcacg gaacattagg cactgcgatt gccaaagtac ttgatcttag
  1568941 cgccgcctgt acgggtaaca acgaacgtct gttaaagcgt ttggcgatcc cttatcaagt
  1569001 tgttcatatt catgggatgt cacatgcgag ttattatcct ggcgctcatc agatttcatt
  1569061 gaaattatta ttctcgccag agaacgggcg tattcttggt gcacaggctg ttggtcaggg
  1569121 ggggacagat aaacgcattg atgtgttggc gaccgcgatc aaaggcaggc tgactatcta
  1569181 tgatcttccc gacttagaat tggcttatgc cccaccttat tcgtcagcaa aagatccggt
  1569241 caatatgttg ggttatgttg cagaaaatat ctcgaatggc gatgtgatga cgaagcaatg
  1569301 gcatgaagtg gatgccttta tggctgatgg ggggattatt attgatgtac gagatgaggc
  1569361 ggagtttatc tccggcagta taaaaactgc ggtgaatatc cctctgtctg aattgcgtca
  1569421 aaaattggca ttaatacccc aagataaaaa gatactggtg acttgccagg ttgggctaag
  1569481 agggtacatt gctgcaagaa ttctgtctca atatggctat accgtggcta atttagatgg
  1569541 gggatatttg acctttaatt atgctaatgc ttgatgttta ttttgtataa aaagggcatc
  1569601 tatacccaaa ataattcgcg ttgcagtaag gcagtcaggg cagctaactc ccctgcagcg
  1569661 tgaaggacga tgggtataaa atacctcatg atgaaacaaa aaataaatga ggaaagccag
  1569721 tggcggtaag ttttttagtt ttattgcaat agagtcatga taacaataaa aggtcacgga
  1569781 tgacctatca cgatgaaagc catcgacctc atcgtgatga ccaagccact actcccgttc
  1569841 taacgcccta atggggtcca tctccgcagc tcttttcgcg gggaagaaac caaaaatgac
  1569901 cccaatcaag ctggaacaaa caaaagcggt aataatcgag gccgcggagt aaaccattga
  1569961 aaagttgctg ctaaacaggc tgaataatag cccgatccct aacgataagg cgacaccgag
  1570021 gctaccccct agcaaacaga ccaagacagc ttcaattaaa aactgctgca taatatcgct
  1570081 ggcccgtgca ccgacagcca tgcgtacacc aatctctttg gtgcgttcgg tcactgagac
  1570141 caacatgata ttcatcacgc caataccacc gacgatcaat gaaataaccg caatcatgga
  1570201 taccagcaac gtcatcgttg atgtggttgc ttgaatggtc tggcgaatac tgtccgtatt
  1570261 cattacgaaa aaatcttggg tgccgtggcg ttggctcagt agcttgatca cgccttgctc
  1570321 cgcattcgcc agatcaatat catcgttaac tcgcaccgtg atacttttca gataggattg
  1570381 cccgagcatc cgtttcatcg ccgtagtata agggatccaa acattcagat tttcatcact
  1570441 gccaaacccg ctctgtttct tggccgccac accaattacc cggcagggca gggaaccaag
  1570501 caggatcact ttccctaatg gcgtttcccc gttggggaag agtttatcgc gggtgttttc
  1570561 gtcaataacg gcatcttgca tcaagtcgtt aacactggtg cgggtaaatg ccatcccctg
  1570621 agctatcgtg taaccgcgaa ccagaaaata ttgctcaccc acaccattca ctgtgccact
  1570681 gaccgattta ttgccatagc gcagtgtcac gctggtcgaa acggtagggg tgacgctatg
  1570741 aatataccct tgctgggcca gcacatcggc atcggtatcc cgcaaagtat ggatcgccgc
  1570801 ggagcgcata tcgccaaaat ctttaccggg aaaaatttcc agtgtactgg tccccatcgc
  1570861 attgatatta gccagaacct gttgttgcga tccttttccc agagcgacga ccgagaccac
  1570921 cgatgcaata ccaataataa tacctagcat ggttagggcg gtgcgtaggc gctgtgccgc
  1570981 catcgccagt attgccattt tgaacgcctc gtgtaggcgg tcatactgta ctttccaacg
  1571041 tgtcaggagc ggtttgcggg caatttcggt ctcttgttgt gctcccgtag atattttctc
  1571101 gtccatagaa gggatatcga ttacagaagg gatatcgacc atttttggct tttcttgtgc
  1571161 gtgatccctt ggccgatcag cgataatttc gccgtctttg agttcaataa tgcgttgagc
  1571221 atgttctgca atcgacatat cgtgggtgac aatcaccacg gtatgaccct gttggtgcaa
  1571281 gtccttaagg atatttaaga cttcgttgcc gctgtgggtg tcaagcgccc cagtaggttc
  1571341 atctgccaga ataacgtcac cgccattcat caaggccctg gcgatactga cccgctgctg
  1571401 ttgccccccg gagagctggc tgggccgata gtccagccgt tcagccaatc caatacgtga
  1571461 gagcagattg accgcccgtt tacgacgttc ttcacgatca atgcctgcgt aaatcgctgg
  1571521 gatttcgaca ttttcgcgcg cacttaaatc gttcagtaag tggtaacgct gaaaaataaa
  1571581 gccaaagtgt tcgcgacgca gttcagcgag agcatcactg cccaaatact gagggatacg
  1571641 tcccgctacc caatattcac cagcactggg tttatccaga cagccgagaa tattcattag
  1571701 tgttgatttg cctgaaccgg atgtgccgac aatcgccacc atttctccgc tgtggagggt
  1571761 taaattgata ttattcagca cgcggacggt ctgttcgccc gttataaatt cacgactgac
  1571821 attttcgagc cggagcaaaa ttttaccttg ttgtggtcct gtcatcagtt acatccccat
  1571881 cggtggaccc atacgtgggg ccttactgtt ggtggaggtg gtgctgccct gactaacaat
  1571941 cacgtgctct ccggcttgca ggccggtgag gatctgtgca tccacattat tattgaggcc
  1572001 cacagtcacc gtgcgttggc tgactttacc gctgttgtcc accacctgta cccgatattg
  1572061 gccttggtca ttttctaatg ccgttgctgg aataaccacc gcatttttgg cttgattcaa
  1572121 caagatatat acctgagcgg tcatcgagat acgcaatgca ccggtcggat tggcgacatc
  1572181 aaacaagccg ttgtaataaa tagccgtact gctggaactg ctacttgaag ttgatgacga
  1572241 tgtggttgtg gtttcatcat taatcgagtc aggggccggt tctatcgccc gcagcgtggc
  1572301 actaaaacgt ttttctggtt cgcctaaaat agtgaaatag acgggcatcc cggttttgac
  1572361 tttgaccaca tcggcttcgg aaatctgcgc ttcgacagtc atggtgtcga gttgggcgac
  1572421 tttgataatg gtgggcgcac tttgtacggc gttcacggtt tgcccctctt caaccggaat
  1572481 ggcaaccacg gtgcccgcaa tgggggaact gattttggta tagccgagat taagttttgc
  1572541 cgtactgacg gcgatttcgg cctgagctat ctgcgcatcc aacgcactga tttccgcttg
  1572601 cgttgcttct aaggtggcct tgatgctatc gaaatcggca cgtacgccaa ccccttttgc
  1572661 cagaatttgt tgctgacgct ggtaggtgag ttggttattt ttttgtgttg cgattttagc
  1572721 cgcccgttga gcctgcacgt tcttcagggc ctcttccgca tctttcagcg cattttgttg
  1572781 agcaagatca tcaatttcag ccactaattg gtttttttca acttgttgcc ccaatgtgac
  1572841 atgaagggct tttatttgcc ctgaaacctg agcaccgaca gtcacctgct tctgtgcttt
  1572901 aatcgtgcca tccgctaaga ctgtttgttc cagatcgcgg atttcagcaa cggcggtgat
  1572961 atagcttggt ttatctggtg gtgaaatcca tctgaagaat agcaggccac cgatgatcag
  1573021 tagcaaaact acccacccga taaggcgtcg ttttgaacca gtaacatgtt gcataattaa
  1573081 tcaaaaatcc ttgaacgaca atgaaggctg cgaggtaata aaacacagag gcgtaattta
  1573141 ccgctaaggt tggatcatgt gggttaagtg agattcaaga ttatgtaagg attgagtaaa
  1573201 actggctgca tggtattgga ataggcacga aaatagctgg aatcaggtag gggagttaaa
  1573261 aatgaaaatt ttgttagtcg atgatgatct tgaactgggc acgatgttga aggaatattt
  1573321 gggcggagag gggtttactg ccaaacatgt attgaccggc aaagcgggca ttgatggagc
  1573381 cttgtccggc gattacaccg cgcttatcct cgacattatg ttgcctgata tgagtggtat
  1573441 tgatgtatta cggcaagtgc gtaaaaaaag ccgtttgccg atcattatgt taacggctaa
  1573501 aggcgacaat attgatcggg tgatcggtct tgaaatgggc gcggatgact acatgcctaa
  1573561 accgtgctat ccacgtgaat tggtggctcg attacgcgct gttttacgcc gttttgaaga
  1573621 gcagccaact ttgtcctcca ttgatagcgg tattatcacg caaggcggat tgacacttaa
  1573681 cccctctacc cgcagtagcg aatggcaggg taaaccgttt gatctgaccg catcggaatt
  1573741 caatctatta gagctgctgc tacgttcacc tgaacgcgtg gtgactaaag acgaactatc
  1573801 tgataaaggg ttagggcggc ctcgcgaagc ctatgaccgt agtgtcgatg tgcatatcag
  1573861 taatattcgc cagaaactcg ccgccctacc gggtaatcat ttaaatattg aaacggtacg
  1573921 tagcattggc tatcgcatcc gataaccgtc actgcggagt gagataacct atgcgcggaa
  1573981 gattattctg gaaaatcctg ttgggttttt ggctgacgtt tattttgatg actcagatgt
  1574041 tgtgggtgat tttttccttt tatggtcatc gccatgagcc accagagaat gacctcgttc
  1574101 ggcagattgc ccggttgcag gttgtttcag ccgcatcagt attacatacc ggcggtcagc
  1574161 cagccttaaa cgctatgatg gctgattggc cagaagcgga caaaaaatat ttttctgtct
  1574221 tacctgccga gatggcagat acggcagaaa aagatatatc ggctctctct ggggaagaac
  1574281 ctaagttata cagtagcgaa atcgtcactt gggtcaccgc acctgacaag gaaaactacc
  1574341 gtgtcagcta cgacattgaa ggtttacgcg cagcaaactt ggcaaatgcc cctgataaac
  1574401 atcgccgtga aatactgaat gttcctatcc cgatgatctg gatgggggta ttagggggct
  1574461 tatttttcag tacgttatta gcctggaact tgacacggcc catgcgccaa ttacgtgtcg
  1574521 gttttgaacg ggtagcacag ggggatttat ctgtgcggtt gcttccagtg atgcgccgtc
  1574581 ggcatgatga actcacggaa gtcgcgcggg actttgactc gatggccgaa cgcctacagg
  1574641 cactggtcag tgcacgtgag caattattgc atgacgtttc tcatgaatta cgttctccac
  1574701 tagcccgttt acaattggct atcggtttag cgcatcagaa ccctgacaac gtagacaacg
  1574761 cattacagcg catcgagcat gagtccgaac ggttggataa gatgattggt gaattattgg
  1574821 cgctatcgcg tgctgaaaat cacagcctgg ccgatgatga tgagtatttt gacttacagg
  1574881 aattagttaa agtcgtggtg aatgatgccc gctacgaagc acaactgccg ggagttgaaa
  1574941 tccagttaga ggtcgcggca cagagtgagt ataccgtaaa aggtaatgct gaactgatgc
  1575001 ggcgtgctat cgaaaatatt gtccgcaatg cgctacggtt ttcagcaagt ggccaacagg
  1575061 ttaaggtgac gctctctgcg ctggataagc gctatcaaat tcaggttgca gaccaaggcc
  1575121 caggggttga ggaaaacaaa ctatccagta tttttgaccc ttttgttcgt gttaaatcag
  1575181 cgatgtccgg caaaggatac ggcttggggc tggcgattac gcataaggtg attctggctc
  1575241 atggcggtca ggttgaggcg cgaaatggag agcagggtgg tctggtgata acattacgtg
  1575301 tgccacggtg gcaggcctga gcggtaagct gagtgaataa ggtgtagtga atggatacga
  1575361 gagaaggcca ctacgataag agataggaaa ggctaaaaga ccatcatggc cggcagcaaa
  1575421 acggcgccct tgagcgccgt ttttttgtgc ccagaaaacc cccagctagg ctgggggttc
  1575481 agtaaagctt tcagctttgg gtcagttata aaaacccctt ttgatttgtt aaaacagttt
  1575541 gcggtctggc aactgcaaat gttcaacaag aaatcaaaag ggggtcccaa tgagggatga
  1575601 aaagagctta gcgcacaccc gatggaactg taaatatcat atagtttttg cgccgaagta
  1575661 ccgaaggcag gtgttctaca gggaaaaacg cagagcgatt ggcagtattt taagaaaact
  1575721 gtgcgaatgg aaaaacgtga atatcctgga agcagaatac tgtgtggatc acatccatat
  1575781 gcttctggag atcccgccca agatgagtgt ctcgggattt atggggtacc tgaagggaaa
  1575841 gagcagtctg atgctttatg agcagtttgg cgatttgaag ttcaaatacc gtaacaggga
  1575901 gttttggtgt cgagggtatt acgttgatac ggtagggaaa aacacggcca ggatacaaga
  1575961 atacatgaag caccaattgg aagaggataa aatgggtgag caactctcga tcccgtatcc
  1576021 cggtagcccg tttacgggcc gtaagtaatc catagatgca aatgtcagat cgcgatgcgc
  1576081 ctgttagggc gcggctggta acagagcctt ataggcgcat atgaaaaacc tccggctatg
  1576141 ccggaggata tttattatcg gtatcgatat gaactgtttg ttgatacggc ctatttcttg
  1576201 atgcggataa taggtgtctc gcccacagtc acgctaccag aaagtttaat cagttcttta
  1576261 atctcatcca tgttagagat aacaactggt gtcaatgtag acttggcttt ttcttccagc
  1576321 agggccaaat tgaactcgat caccacgtca cctttcttga cgcgttgccc ttcttcagcg
  1576381 atacgtgtaa aaccttcgcc tttcagttca acagtatcaa taccgaagtg gacgaacagc
  1576441 tcaatgccgc tgtctgactc gatagaaaaa gcatggttgg tctcgaaaat tttaccgatg
  1576501 gtgccgtcaa caggagcaac cattttattg ccagagggct tgatagcaat accatcgccc
  1576561 acgatcttct ctgcaaaaac aacatcagga acatcttcaa tgttgacgat ttcaccagac
  1576621 agcggtgcaa ctatctcaat aacactgctg tcttttttat catctgaaac caatgatttc
  1576681 agtttatcga acaaacccat gatcttctcc taagtattta tattgggcag cgtcccagta
  1576741 tcgtggaatt agcagagcgt tttctcttcg atgaatgtgg taaccaaatc catcaattcc
  1576801 ttcgctgttg gctgagccag tgcctgctct gccaacacct tcacatcttc gaaattcgta
  1576861 ttacggataa ttttcttgat gcgtgggatc gaaattgcac tcatgctgaa ttcatccagc
  1576921 cccatgccca atagcaacag tgtagcacgt tcatcgccag caagttcacc gcacataccg
  1576981 gtccacttac cttcagcgtg agatgcatca ataacctgtt tgatcaggcc caataccgat
  1577041 ggcgacatcg gattatagag atgagaaatc agctcattgc cacgatctac tgccagagta
  1577101 tactgagtta gatcgtttgt cccaatacta aagaagtcaa cttctttagc taaatggcga
  1577161 gcgataaccg ccgccgcagg tgtttcaacc attacaccga cctcgatagt ttcatcaaag
  1577221 gccttatttt cttcacgtag ctggcttttc agcagttcaa gttctgcttt cagttcacgt
  1577281 acttcttcga ccgaaataat catcgggaac atgatacgca acttaccaaa cgccgacgct
  1577341 cgcaagattg cccgcagctg tgcgtgcaga atttctttgc gatccatagc gatacgaata
  1577401 gcacgccagc ccaggaatgg gttttcttct ttcggcaagt tcatatacgg cagatctttg
  1577461 tcaccaccga tgtccattgt acggacgata actgcctgag aacccatggc ctctgctacc
  1577521 gctttataag cctggaactg ctcttcttct gtaggcagag agtcgcggtc catgaacagg
  1577581 aattcggtac gatacagacc aacaccttca gcgccattac gctcagcacc ggcgatatca
  1577641 cgcactgtac caatgttggc aaccacttca acctgatgac catcaagggt gatagctggc
  1577701 aggtctttca atttagccag ttcatttttt tcggtgatgt actggttttt caccgctttt
  1577761 aactgctcga tcacatcggc agttggattc aaataaactt tgttgttaac tgcatcgagg
  1577821 atcaagtaat catcattctt gacctgcttg gtcacattac tggtaccaac gatggcaggt
  1577881 aattcaagag agcgagccat aattgaggtg tgagaggtac ggccaccaat atcggtgatg
  1577941 aaccctaaca ctttatccaa attaagctgt gcggtttctg acggcgtcaa atcggtagca
  1578001 accagaataa cttcatcctg aatcgcactc agatcaacaa tgttcagacc gagaatattt
  1578061 ttcagcaggc gtttaccgat gtcacgtacg tcagcagcgc gttcttttag gtattcgtca
  1578121 tctaattctt ccagggcttt tgcctggcct tcaatgacag aataagcggc tgcatcagca
  1578181 gaggcatgct catctttgat gagggctatg atttcctgct caagctcttc gtcttccaac
  1578241 agcatgatat gcccttcgaa gatggcagct ttctcttcgc ctaggcttac gccagctttg
  1578301 gtcttaatcg cttctaactg ttcagccgct ttggcgcgcc cagctttgaa acgctcgact
  1578361 tcctgctcca cttggtcagc agagatcttt ttccggttga tgacaatctc atcttctttc
  1578421 agtagaagtg ctttaccaaa agcgataccc ggtgatacta aaatgcctga aatcataacc
  1578481 ctaccttact cttgactggt gttaactaaa aaagagcgcg ttgattactc aagctctgcc
  1578541 atcagtttta ccagatgctc aaccgctttt ttctcatctt caccttcagc agagatcgag
  1578601 actacagtac cttgggtcag gcccaaagtt tgcagtttaa acaggctctt ggcactggca
  1578661 cttttaccgt ttgaggtcac agtaatttca gaggtaaagc ctttcgcttc tttaacgaac
  1578721 tgagcagcag gacgggtgtg tagaccgttt ggagcagtaa tagtaacttc ttgctggaac
  1578781 attgtgtttc cccaacttat tggatttatg ttgtgaggct aaagtttagt gtaaattcca
  1578841 aactttagcc tgtattggtg tgcgcattac taacaattag ttttgctaac aattagcatt
  1578901 actaacgata cgcataacga aacaatatag ggcctgcgca tgactatgcc ttaaccgttg
  1578961 gcaactcaca aagacagttt tagattctga cttggggaca gatctaaacg accctatcgc
  1579021 atctaaggat aatgctctct ttgcattatg tcttcaatct gcgtttagtc atgccatctt
  1579081 ttgttgtact gcaaaatagg taaatcgatt cagccttagg tgtgactgaa acgcgattaa
  1579141 tttcgcgcat caaaataatt acccgttaaa tactaaaccc ggagggtaaa atcaatcttt
  1579201 atgtagtaaa aactttgatg tactctacaa aaaaagcacc ccaaagggtg ctttttttgc
  1579261 atttagtgcg gtagcccaga ctactgttgc agctcttgct ctgtgaacaa atctgcgaac
  1579321 aatgctgtac ttaaataccg ttcacccgag gagggaagga taaccacaat tgttttgtca
  1579381 gtaaagcctt cctcttctga aagcttaacg gcggcagcaa cggctgcacc tgaagaaata
  1579441 cccgccagaa tgccttcttc atccatcaaa cggcgggcca tcgaaatagc ttcttcattg
  1579501 gtgaccagcg ctacacgatc aaccagactc aagtcgaggt taccggggat aaaacccgca
  1579561 ccaatacctt gaattttatg cggaccaggt ttgatctctt gaccggccag cgcttgggta
  1579621 atcacggggg agtcagtggg ttcgacggcc acagtcgtga tggctttgcc ttgggtgttt
  1579681 ttaatatagc ggctgacacc ggttagggta ccaccggtac ctaccccgga gacaaagaca
  1579741 tctacatcac catcggtatc ttcccaaatt tcagggccgg tggttttttc atgaatttca
  1579801 gggttagccg ggttactgaa ttgttgcaag ataaggtagc gttctggatc ggttgcttga
  1579861 atttcttccg ctttggcaat cgcgcctttc atccctttgg caccttcggt aagcaccaaa
  1579921 tttgccccca gtgctttcag caacttgcgg cgctcaatgc tcatagtttc aggcatggta
  1579981 agggttaatt tatagccacg tgcagcggcg acaaatgcca gggcaacacc tgtattcccg
  1580041 ctggttggtt caaccagctc tttgcctgcg gtcagaatac cccgtttttc agcatcccaa
  1580101 atcatgttgg cgccgatacg gcacttcaca ctgaaacttg ggttacgcga ttcaactttc
  1580161 gccaaaatac gtccgttgcc gatacggttc agacgaacca gcggcgtatg gccgattgtt
  1580221 aaagagttgt cttcatatat cttgctcata gcccgtcctt taactctatg aaaatgtagg
  1580281 gaacgttcaa atcatacgcg aacagtatgg ctatggaagt aagtaattgg tatatcgata
  1580341 tgtcattaag aaataagttt taatcccaat aacaagggcg tgttagacac gcccaccgaa
  1580401 aatgatcatg gcagctgaat aaactggctg cgatagcgat caacccacat ggcggtagcg
  1580461 ccacaaacgg ccactggcat aatcaccagg ttgaggaacg gtatcatggt gaataagctc
  1580521 accagagcac cgaattgcaa gttatcgact ttattctgac gcagcgcagt gcgcatctgt
  1580581 tggaaactga ctttatggtt atcaaaagga tagtcacagt attggattga tagcatccaa
  1580641 gcactgaaca ggaaccataa tactggtgcc actgtttggc caacgccagg gacaaaatag
  1580701 agcagtaaca acacgagcgc tcgtggcaag tagtaagcca atttgcgcca ttctcgcgcc
  1580761 atgatacggg gtaaatcttt gacgatcccc cagatccctg tatcgggtag gggctttccg
  1580821 gtcaaactgg cttccaactg ttcagccagc aagccattaa acggtgccgc aataatattg
  1580881 gcgagagtac tgaacagata actgaatacc agcagtagtg aaatcaccat caatggccac
  1580941 agcaagtagc ttagccattg cagccaactg ggaatatagc tcattagctg tggaacccaa
  1581001 tcacctatcc gattgaataa ccaccaaaaa gccccgccca tcagtagaat attcaccaat
  1581061 aaaggtaaaa taacgaatcg ccggatgcca gggcgagaga ttagtcgcca tccttgagca
  1581121 aaataagaga aaccactcac tttattaccg ccttttttac gtaggtcata ccattccgtt
  1581181 cactataatc ttattgaccg gtgtatcata tcggtatgat ttcccactgc atagtcgcat
  1581241 tttgtgcaaa aattaagcga aacacctagc ataatcatct ttcttcgaag aaaattgagc
  1581301 acggacttgc acttgtgttc gttgggaaat agagttaaag ggtgaatgtt tgccgcggtg
  1581361 gcaatgtatt ggaacaacag agatagtaat gatgcaggat ttgcgtctga tattaatcgt
  1581421 tgttggcgcg atcgccataa tagcgttgtt attgcatggt ttgtggacca gccgtaaaga
  1581481 gcgctcttca ctttttcgcg atcgcccagt taaacgtaca aaacaagaac gtgttgaaac
  1581541 cccgatcgag agtctcgatg aaggggtagg agaagtgcgc gtccgcacgt ctcacccaca
  1581601 agagaagcct tcatttaatc atcttgacga tgatgacgat gaagtgccgg ttattcagca
  1581661 tgctgaaaca aaatcggctc aggttaagac agcatctcgt caggcgcctt ttgcttcagt
  1581721 acaaacagat tatgacgacc cgcttttggg tgggctatct gctgaacaac caccgcatga
  1581781 cttatcgcgt gatcctttgc ttggcaaggc tgatgaatct tattcacagc cgcaacacgc
  1581841 agagccaccg catgtggaaa aacctgcaca tcaggtggct ccacaacagc atgtggaatc
  1581901 tcagcaagag cccgtcgctc cagcacccga agcgaaacca caaaagctaa aagaaactgt
  1581961 tttggtgctg cacgtcgcag cgcatcacgg tggtgtgatc ggtggtgagg tactactgca
  1582021 aagtgttctt caatctggtt tccagttcgg cgagatgggt attttccatc gtcatcttag
  1582081 ccctgcaggc agcggaccgg tcttattcag tctggcgaat atggtaaaac caggttcgtt
  1582141 tgaccctgac accatgtctg atttttcaac gcccggtgtt tcaatgttta tgatggtacc
  1582201 gtcatacggc gatgcgaatc agaactttaa gttaatgctg caatcagccc aacgtattgc
  1582261 cgacgatgtc ggtggtgtgg tgttagatga tgaacgccgc atgatgaccc cgcagaaatt
  1582321 ggaatcatat aaggcgcgta tccgtgaagt gctggatgcg aatacaattg cttgataatc
  1582381 ttttttataa agcgattgcc tcgtaataaa tcgaattaac ccgaaccccc gcatgccggg
  1582441 ggttttttat ctttggtgat gagctatgga atcgataatc caacaaatta atcaactaag
  1582501 aacttcattg cgccatcatg aacatcaata ccatgtgctg gatgcccccg aaatccctga
  1582561 tgctgaatac gaccgtatga tgcaacaact gcgtgattta gaagcacaac atcctgaact
  1582621 ggtgactaat gactcaccga cgcaacgggt tggtgccgcg cctcttgatg cctttgaaca
  1582681 ggtgaagcac gaagtaccga tgctgtctct tgataatgtg tttgatgaag aaagttatct
  1582741 ggccttcgat aaacgggtac atgaccggct taaaacggca gaaccactga cattttgttg
  1582801 tgaactgaag ctagatggtc tggcggtcag tttattgtat gaaaatggtg aattggtgag
  1582861 agccgcgaca cgtggtgatg gcactacggg agaaaatatt accgctaatg tgcgtactat
  1582921 tcgtgccatt ccactgcgcc tacatgggga taatgtcccg cggcgcgtag aagtccgtgg
  1582981 cgaggttttt atgccacaag ccggttttga acagcttaac gaagaggctc gtcgcaaagg
  1583041 agggaaggtc tttgccaacc cacggaatgc ggcggcggga tcgttacgcc aacttgatcc
  1583101 ccgtattaca gccaaacggc cactcacctt cttctgctat ggtgtcggtc tgctggatgg
  1583161 cggcgagcta ccccgtagcc atattcagtg tctgatgcaa tttaaggcat gggggttacc
  1583221 cgtgagtgag cgggtgaaac tctgcactgg cagtgatcag gttattgctt tttatcgtca
  1583281 aatagagcaa gaccgcgcag gcttgggctt tgatattgat ggtgtggtga tcaaagttga
  1583341 tgatcttgct ttgcaggagc aattggggtt tgttgcgcgt gcccctcgct gggcgacggc
  1583401 atttaaattc ccggcgcagg aacagatcac acaggtccgt gaagtggaat ttcaagtggg
  1583461 tcgtaccggt gccattactc ccgtagcccg tctggagccg gttcaggtgg ctggcgtgat
  1583521 tgtcagtaat gcgacattgc acaatgccga tgaaatcgaa cgccttggtt tgcgtattgg
  1583581 cgatacggtc attgtgcgcc gtgcgggtga tgtgatccca caagttgttg gtgtggtcat
  1583641 ggaacaacgc cctgatgata cgaaggagat cactttccca agccaatgcc cagtgtgtgg
  1583701 ctccgatatt gaacgggtgg aaggggaggc tgttgcccgc tgcactggcg gcttgttctg
  1583761 tgctgcacag cgtaaagagg cacttaaaca ttttgtctcc cggcgagcac tggatgtaga
  1583821 cggtatgggc gataaaatta tcgaacaact ggtcgagaaa cagtatgttg aaaatccagc
  1583881 tgatttattc caactgaccg caggtaagtt gacggggtta gatcggatgg ggccaaagtc
  1583941 tgcgcaaaat ctgattgcgg cgctggagaa ggccaaacag accacctttg cacgcttctt
  1584001 gtatgccttg gggatccgcg aagtgggcga agcgacggcc gcaaatttag ccgctcactt
  1584061 ccgcactctg gataatctgc gtgcagcaga tattgagacg ttaaaaagtg tgccggatgt
  1584121 cggcgaggtg gtggctaaac atgtgatgaa cttcctcagt gaggaacata atcagaaagt
  1584181 catcgaagaa ctggagaaag tggtcagttg gcctgagccg cagcaaattg tagtcgagga
  1584241 gagcgatagc cccttcgctg gaaaaacggt ggtcctgacg gggtcattga cgatcctttc
  1584301 acgggatgaa gcgaaagacc gcctgacagc attaggcgca aaagtgagtg gcagtgtctc
  1584361 taaaaaaacg catctggtga tcgctggcga ggcggctggt tctaaactgg cgaaagcgca
  1584421 ggaactcgga attaaagtta ttgatgaagc tgaaatgatc cgtttgctgg gtgaataatc
  1584481 ctaacgccgg gggcgatatg gaaaaagaga atttgattga gattgctaat acccgaatgc
  1584541 cttttggtaa ataccaaggg cgggtgttga tcgacttgcc agaagagtac ctattatggt
  1584601 ttgcgcgcaa aggtgaattt ccgcagggca aactggggat gctgatggag atgacattag
  1584661 cgatcaagat agaaggatta gacggcttag tgaagccgct gaagaccggc taaatctggc
  1584721 taacaaatgg cgatggaaag acccactcgg aaaatatgat ctctagtcgg ccaaccatcg
  1584781 ccattccacc acgtagtaag gcacaaaacg ccatcagata taaacgttaa tctgattctg
  1584841 cgcggagggg cgatttaccc catcccccgt cggtgcactt accgcattgt tgtcactttc
  1584901 tttggtttta tctgcatcat cggcttgaat tttggcaatt tcagcgcgta gcaccgcaat
  1584961 ttgggtctca atcagttgct gctgtttttg taattcttca gcgctcaaat cagtatcttt
  1585021 taaggcactt aattgttctg tcagtttttg gatctgctga ttaagggact tgatttttgc
  1585081 cgctgtactg ctctcagaag cgctgtcact cgtgctactg ctggtgactg aaactgatga
  1585141 ggtagaaatt gtattcgaca ttattattcc tcagaaatac aggagtggaa taatgcttat
  1585201 cgacggacag atattaacct ttagcatttg aagtgacttt tacactatct tatcacttac
  1585261 acaatcttat catttggctg ttttgaggat ggctaagcga ctacatgtaa atttggccaa
  1585321 tgctgtagcc aacttttgct gttgacccgt tgatcaaagg tcgctagttc gccgtttttt
  1585381 ggatttagtg tgaccgttag ggcaaaaagc gcggctaaac caagaggggc aattagttcg
  1585441 atttcgccct catctgtgag tctggcacca atagcggttt cgatttcaac ccaatagctg
  1585501 atggcatctt cagtgctggt atacggcagg cggccgctat gtagatgcat cctcgcctgg
  1585561 tttttcacag accaagggaa tctgtttttt tgagccgttt gtttatgaac catttgttta
  1585621 tgaacagttt gtttatgagg catgtgctta ttaagcaata gcgcctctag ctgtaagtca
  1585681 tgctgctcac tgatatcttt cttatcgaaa tagactaaat caatatcatt cagcggtgtt
  1585741 ggggaaagat atccatgcaa ttgatcccat accagattac ggacaaaacc tgccgccagg
  1585801 caccactggt ttaatcctag ctcacgagcc gtatacagtg cctgcatacg ataaggatca
  1585861 gttcgtaacc actgaataat ttgttgatgt ggaaccatca tcaatcctca tggtaattaa
  1585921 gatcatcagt atgaagacag gatagcagta atcgataatg gcatagagga ccgattaatt
  1585981 ttcacggtct attttagctg ttcggtttta cgtttatcga tgaggtaacg aggaacaggc
  1586041 ctcgtcggaa ctgaaaagca aaaaaccggc caaaggccgg tcttttaaag ggtggtggag
  1586101 ctagacggga tcgaaccgtc gacctcttgc atgccatgca agcgctctcc cagctgagct
  1586161 atagccccaa tgcgcacata ataaatcgtg tgaacggggc gcatgatatg agacccccga
  1586221 aactgtgtca acggctaaat cgatttctcg tgttaagcgc tgaaaaagcg gccaaatcag
  1586281 cctgcaaata acataataag tggaatgatg ttcacaaatt tgttgtcaca ccgctgctgt
  1586341 tatcaaatat aaaaaaggcg accagagtgg ccgcctgata acacggaaaa tgataaattt
  1586401 tactgttgag cttcgcgttc gctgataaag gccagagctt tatcaatacg tgccagcgtg
  1586461 cgcgcttgac cgatagcatg aacagtcaca tccatgccgg gtgattgacc aacgcctgtc
  1586521 acggcaacac gcagtggcat acccacttta cccataccga cacctaactc atccgcggtg
  1586581 ccctgaatgg cgttgtggac gttctctgtg gtccattcgg tgatggcggc gagtttaact
  1586641 ttaacggctt ccaaaggctg gcgggcaatg gggcgcaggt gcttcttagc ggcatctaca
  1586701 tcaaatgcgt caaactcttc atagaagtaa cggcaggact ccgccatttc tttcagtgtt
  1586761 ttacaacgtt cgcccagcag ttttactatc tcaacgagtt cagggccatt acgtgtatca
  1586821 atacccagtt gttcaacatg ccatgaaagg tgtacggcaa cctgttcagg tggcaggcta
  1586881 ttgatatagt gatgattcag ccactgaagt ttttcggtat taaaggcact ggctgattta
  1586941 ctgacggcat ccagggtaaa taactgggtc atctcttcaa tagagaaaat ctcttggtcg
  1587001 ccatgggacc accctaaacg gactaaatag ttcaacaacg cttctggtaa gtacccgtca
  1587061 tcacggtatt gcatgacgcc aacagccccg tggcgtttag acagcttttt gccatcatcg
  1587121 cccaaaatca ttgagacgtg agcatactca ggtactggtg cacctaatgc ttttagaata
  1587181 ttaatctggc gaggtgtgtt gttaatatgg tcttcaccac ggataacatg ggtgatctcc
  1587241 atatcccagt catcaatcac cacgcagaaa ttataggttg gggaaccatc ggttctgcgg
  1587301 atgatcaagt catccagttc ctgattgctg aattcgattg gcccgcgaat tttatcatca
  1587361 aaaataacag agccttcctg cgggttacgg aaacgcacca ctgacggctc atcagcgcca
  1587421 tgagtacatt ggctgtcacg gcagtgacca tcgtagcggg gcttttctcc gttagccatt
  1587481 tgagcttcac gcaatgcttc caggcgttct ttagagcaat agcagcgata agctgtaccg
  1587541 gcatcaagca tttggtcaat aacggcgtta tagcgatcaa aacgcttggt ttggaaatac
  1587601 gggccttcat cccaatccag attcagccag ttcataccgt ccataatggc atcgatagct
  1587661 tcctgtgtag agcgtccaag atcggtgtct tcaatacgca gcacaaattc gccacctaaa
  1587721 tggcggctga atagccagga gtagagcgca gtacgcgcgc cacccacgtg gagatagccg
  1587781 gtaggactag gtgcaaaacg ggttttgatt ttcattggga ttgatgcctt attacgctac
  1587841 gcctgcccgc agaggctgac agttgttcga aattctaaaa agtaggcgac attctaccac
  1587901 tgtgtggtaa ttcctcaacg acgttaccaa cctgcaattg atgattactg acatatatgg
  1587961 ctaaagagac gtcagtgacg gtgataaatc tcgcatcctg tttaaatttg cggcgaacgg
  1588021 ttgttttcgt tttaaaaacc gttgactcac ttcgaactat ccctataatg cgactccatc
  1588081 aacacggcgg ggcgattagc tcagttggta gagcatctcc tttacacgga gggggtcatc
  1588141 agttcgaatc tggtatcgcc caccaaactc gatgtgttgt gcagtagaat gagatagatg
  1588201 agggcgatta gctcagttgg tagagcatct cctttacacg gagggggtca tcagttcgaa
  1588261 tctggtatcg cccaccactc atctctcatt gatagaatta gtagaaataa gtagtagaag
  1588321 tgggcgatta gctcagttgg tagagcatct cctttacacg gagggggtca tcagttcgaa
  1588381 tctggtatcg cccaccactt cttttaccta tcagcttata tttatataat gggtcgttag
  1588441 ctcagttagt aaaacagttt acttttaatc aattggttaa aggttcgagc cgagcaaagc
  1588501 gagacagcaa cgcgctagcg ttgacccgaa gggcgagtcc gtaggatgag taatcccgca
  1588561 tgattagcac ttaaatgttg aataaatcta tataatgggt cgttagctca gttggtagag
  1588621 cagttgactt ttaatcaatt ggtcgcaggt tcgaatcccg cacgacccac cattatatct
  1588681 agtacctcga aaactcccca caaactcaaa aatcgcatac tacacatgtc gtgtgggtga
  1588741 gatcctgcgt tcaggttcga gccgagcgaa gcgagacagc aacgcgtcag cgttgacccg
  1588801 aagggcgagg ccagaggccg agtcatcccg cacggcccac cattattaat cccatcaatc
  1588861 tcatttattc cgcttctact tattccctat tcactgcctc atgactccaa tcctgacttt
  1588921 caggttaccg acccaaatat cctaaccttt cgcccccgag gataatcact cggaaaaata
  1588981 atttgatgct gaattataga tacaaaaaag gtgccgtagc gcctcgttaa gcgatcgtta
  1589041 atggggactt agagcaccaa gcccgcgata gaagcagaca gcacactgac caacgtggag
  1589101 ccatacaaca gcttcagacc aaaacgggaa accacattac cttgatgctc attcaggcct
  1589161 ttaatcgcac cggcgacgat accgatagaa gagaagttag cgaatgaaac caagaacacg
  1589221 gacaggatac ccacactgcg tggtgaaagt tgagaagcga ctttctgcaa atccatcatt
  1589281 gccacgaatt cgttagaaac cagtttggtt gccatgatac tcccgacctg taaggcctca
  1589341 tgggcaggga tacccatcac ccaagcaaac gggaagaaca cataacccaa aattccttgg
  1589401 aagctaatac cgaacagtaa ggtgaataga gcattcaccg cagcaatcaa cgcgatgaaa
  1589461 ccaatcaaca ttgcagcaac gataatggct actttgaaac cagccagaat atattctccc
  1589521 agcatttcaa agaagctttg gccttcatgc agattactca gttgcaaatc ttgttcttcg
  1589581 cccactttgt acgggttgat caatgacaac acgataaagg tactgaacat gttgagtacc
  1589641 aaggcggcga ccacaaattt cgcatccagc atggacatat aagcgccaac aatcgacatg
  1589701 gaaacggtcg acattgctgt tgccgccatg gtgtacatgc gtttttcaga catcttgccc
  1589761 aaaatatctt tataggcaat aaagttttca gattgtccga gaatcagtga actgacggcg
  1589821 ttgaatgatt ccagtttgcc cataccgtta actttggaca gtaatgtacc gatcagacga
  1589881 atgacgatcg gcaaaacttt gatgtattgc aaaataccga ttaatgcaga aataaagaca
  1589941 ataggacaca acactcttag gaagaagaac gcgagacctt tatcacccat atcattaaag
  1590001 acaaaatcgg taccggcggc tgcaaatcct agcaatgtgt cgaaaaaccc tgcgaatcct
  1590061 ttcacaaaac ccagtccagc ttccgaatgg aggaagaagt atgccagcaa cacttctata
  1590121 accaacaatt gaataacaaa tcgaatacgg atgcttttac gatctttaca gattgccaaa
  1590181 gccagtatag ctaccacaac gagggctaac gcaaactgta gaatatggga catatgtgct
  1590241 ccaaatttga ggcaggcgag attttggtgg tcattttatg taacggctac attaaaaaag
  1590301 agatgtgaac cacaaatata aaaattcact ttcataaatg caaacaaatt agtgggcttg
  1590361 atcacataaa aaattatgtt aataatctgt atggtaagta gtatacccat gtaatttata
  1590421 aatgattgta gttataaatg atggtagtta taaatgattc taatcatccg ttctgaaaat
  1590481 agcgatgtgg caattaacat aattcttcat aaaatcagtc agtaacgatc acgagcggca
  1590541 agttattcag tcccgccatt cattcggcat ctactaacaa aaaagataat tccattatca
  1590601 caaatgcgct tgataattat tctcatttaa aagatagtag gggtaaataa taaccgtgca
  1590661 ctttccaagg gggtaagtct gacatgctta atggccgtgc tgtcgataca tctcgtcgcc
  1590721 cattaaggaa gattaaactc tccttgatgg ggcctgcttt tattgctgcc attgcttata
  1590781 ttgatcccgg caatttcgca actaatattc aggcgggggc cacgtttggc tataccttgc
  1590841 tatgggttgt cgtgtgggcc aacgtcatgg cgatgttagt ccagttgctg tccgccaagc
  1590901 tgggtatcgc taccggtaaa aatttggctg agcatatccg ggaccgtttc cctcgtccag
  1590961 tggtatgggc ctactgggtg caagccgaaa ttatcgtgat ggcgaccgat ttggctgagt
  1591021 ttatcggggc ggctattggc tttaaattgc tgtttggtgt gacgctactg caaggggcgg
  1591081 tgctgaccgg tattgccacc tttcttattc ttatgttgca aaataggggg caaaagcctc
  1591141 ccgaattggt gattggtggg ctgctattgt ttgtcgccgc ggcttatatt gttgaactga
  1591201 tcttctctca gccagatatt gcggctcttg gccgtgggat gctgatccca aatttacctg
  1591261 atggtaacgc cgtattttta gctgcggggg tgttgggggc gactattatg ccgcatgtga
  1591321 tttacctgca ttcagcatta acacaaaccg ggggggaaga gtctaaaact gagcgctatg
  1591381 cctcgaccaa gtttgatgta gcgattgcca tgacgattgc gggctttgtt aatttggcga
  1591441 tgatggcaac cgccgctgcg gcttttcatt tcaatggtta tgagaacatt gctgaaatcg
  1591501 aagaggctta tataaccttg cagccgctgt tgggtaatgc tgcggccact gtttttggtt
  1591561 tgagcttaat cgccgccggg ctttcatcaa cggtcgtggg tacgctggcg gggcaagtgg
  1591621 tcatgcaggg ttttgtgcgg ttttatattc caatgtgggt gcgccgtata gtcactatgt
  1591681 tgccttcttt tattgttatt ttagctggga tggatgcgac acagatattg gtgatgagtc
  1591741 aggttttact gagttttggt attgcactgg cactggtgcc attattggtt ttcaccggta
  1591801 ataaagagtt gatgggggag ctggttgata caaaaaccac ccagatttta ggtaaattgg
  1591861 tggttctgat cgtggttggg ttaaatgcct atttactgat tagcctgctt tagacttaat
  1591921 aatgaacgtt gtcaggcgtg tcgatccgat aataattcca tgaaaacccg cctgacaggc
  1591981 tttattgagc gatgacaatg tctatttagt catcatgacg atgacctcgc cctttcttgt
  1592041 tgtgatgttt ttgaccatgc ttattgccat gcttgtcgta tttccagtaa cggccttcac
  1592101 ggtagtaata atttttcttc caccatcccc tgtcttgcca gcggcggcca tcccagtaat
  1592161 gcccattgcg gttacgttca cctaaatttc gtccttgatg gttcagccac cattggcgat
  1592221 cgcgccaatc atagccatcc caataattac cacgacgatc ttgttcacca atttgcaaag
  1592281 aaatactggg taacaattca atgctttccg cattcgccat cggggttaac ggtaaccagg
  1592341 cgagtatcgt gaccaataat aacggtttta acatcattgg ttttaatatt gttggtttaa
  1592401 aaacacccgt atttaacatc tcttatcctt gctcggcctt attggcatga ggtcatctta
  1592461 aacagtgcat tgaagattga cgttcggata aagctgtaaa ataaagtttt aagatttatc
  1592521 tgtatgggcg atagccagca gtcagagggc acctgaagtg ccctagcgat aagcttgata
  1592581 ggaaagtgtc taggctaaaa tatgttcgat agcgttgatt tctttatcac tgaagtttgt
  1592641 attggctaac atgccgatag catcatcaat ctggctgact ttgctggcac caatcagtgc
  1592701 cgatgtgact ctcccgccac gcaacaccca ggctaaagac atctgtgata atttttgtcc
  1592761 acgatcgagg gccaactcat tcaattggcg tattttgacc agtttttcag gggtgagttg
  1592821 ttcagggcta aggaatttac tgtcactggc tgcacgtgag tcttctggga tacccgccag
  1592881 atagcgatca gttaataaac cgccagccaa cggagaaaag gcaatagagc cgacaccata
  1592941 ttcatccagc gtatcttgta agcctgcttc aatcccgcgt tcaaacatcg aatattttgg
  1593001 ctgatgaatc aggcaggggg taccgagtgc acgcaaaatt tcacaggcaa gctgtgcttg
  1593061 atctgcagga taattggaca aaccgatata cagcgctttg ccctgacgca ccagtaggtc
  1593121 caatgctgcc atggtttctt ccagcggcgt attgggatca ggacggtggt gatagaagat
  1593181 atcgacataa tccaacccca tgcgttgcag gctttgattg atactggcaa ccagatattt
  1593241 cttcgacccc cagtcaccgt aagggccggg ccacatggta tagccggctt tggaggcgat
  1593301 aatcagttca tcacgataag ggcgcaggtc ttgctgtagg atgcggccaa aattcagctc
  1593361 tgcggagccg gggggaggcc cataattatt agctaaatca aagtgggtga tgccatgatc
  1593421 aaacgctcgg tgaatcaggc tacggctatt ttcataccat gtgctgtcac caaagttatg
  1593481 ccaaagaccg agagaaatgg ccgggagctt taacccactg tgaccacaac gatgatactc
  1593541 catctcctga tagcgagagg aacttgcttg ataaaccatg atggcctcta ttagtgatag
  1593601 cgaacggcat tagcgatagc agcaataata aaaataagcg ctattgtagt gtatgcgttt
  1593661 tcatcggttg tgtaagttgt ggcgatcaca atgctaatca gcgcgttatc gtcatcagtg
  1593721 tggtgagtta gtgccttccg ttaattgatc taatagccaa tagccagcag gccccggtgg
  1593781 gctttttttc gaccaaaccg catcaatgga gatcattttt ggccagcctt gcaccggcaa
  1593841 agtcaccagt ttttcacgcc cgaattgttc taccagccaa cggggtaaga tcgcccagcc
  1593901 aaagccttgc tcagccatct ctagcaacat caaatagctg ggggcggacc atgtcaaacc
  1593961 ttgagattga ttatgatcag tgcggttata ggtgttcaga cacagctgac gtgtggtggc
  1594021 cagttgctca ttttgcaggt gaggaagtct ggtcagagga tgaccgcgta gcacaaacac
  1594081 cgccatttca gtctgtgcgg ccagccgagt ggccgcaata tccgggggat agcgttcttg
  1594141 catttccact acaccgatat gggcgcgttt gagttgcaag aggtcaatga catcttcatc
  1594201 ttcggcaacc agacattcga attcgacatc agggtagcgc tgctcaaagc ggcgtagcag
  1594261 attttcatga tgtgctggct gataataggt atcagataga acgaatgtta atcgcgtctc
  1594321 aacttgaccc gccagacgaa tagataaatc agtcaggcgc tcactggcgg ccaaaatctc
  1594381 ttgtacgtga gccaacacac ggcgaccgtg atcggttaac actggctgac gggcttgtcg
  1594441 gtcaaatagg gttaagccaa ggtccgcttc cagattggcg atagcagtgc tgatggttga
  1594501 ttggctttta cgcagcttac gggcggcggc tgagaaagat ccaagggccg cggcttcaac
  1594561 aaaagcaatc aatgcctcag gggaataatg catgatgtat ctactttatc gatggattct
  1594621 atttttaatc tatcttaaaa agcgatgata atcacctgca acaatgtgct attaacttat
  1594681 ttaagtaggt gttttatgca agtccatcac agatctttgg ttgaacgggt catccatgca
  1594741 attggttttg aggtgattgc cgtcgctatt tgtgcgccgg tcggggcatg gctattagat
  1594801 cgttcaatat tacaaatggg gacactggcg gtgcttctct cgtcaatcgc aatgttgtgg
  1594861 aacattgttt acaacagcct gtttgactat ttttggcccg tcagtcgggt gataagaacg
  1594921 ctcaagatac gggtattcca cgcgctggga tttgaaggtg gctttattct gatgggctta
  1594981 cccgttgctg cctttgcgtt agggatctca atatggcagg cgttagtgct cgagatcggt
  1595041 ttcttcctgt tcttcctgcc ctatacgatg ttttataact ggctgtatga cagtttgcgg
  1595101 atgcggatta ttcgctcccg ccaggcaact gaattgaaac ccgcctcaga aaatcggcgt
  1595161 ggttcacgct aaatttttta tttacgccta tttttactct gctcaatcgt gttgattgat
  1595221 tacggctgaa acgtttttat gagatgtcag tcacaaaaca aagtggttta ctgtattgag
  1595281 attgttgttt ttctggcgtg attttacagt gggcataatt gacgttaagc atcttgcaat
  1595341 ggagagattt tgatgacgac ttatgccctg gtgggtgacg ttggcggtac gaatgcccgg
  1595401 ttggcgcttt gcgctgttgc aacgggcgag atattgcaag caaagacata ttcagggttg
  1595461 gaatatgaaa gtttagagga tgtaatcaaa caatatctat cagagcatca agccaaggtc
  1595521 accgatgctt gtatcgcgat tgcctgcccg attaccgggg attgggtcgc aatgaccaat
  1595581 catacttggg cattttctat tgccgccatg caacagaatc tgggtctgga ccatttggaa
  1595641 gtgatcaatg acttcaccgc agtctccatg gctatccccg tgttacctgc ccaagatgtt
  1595701 ctgcaatttg gtggcacaca gccacagcct ggcaaaccgg tggcagtgta tggcgcaggt
  1595761 actgggctgg gggtagcaca tttagtgaat gttgatcgcc gttggattag tttagcggga
  1595821 gagggcgggc atgttgattt cgcgcctaat agtgaagaag aagaccagat tctggccgta
  1595881 ttgcgccagg agttggggca tgtttccgct gagcgggtgc tatctgggcc gggcttagtc
  1595941 aatttatatc gggcaattgt gatttctgat gcgcgcctac cagagaaact ggcaccgaaa
  1596001 gatattaccg cacgggcgct ggcggatagc tgtaccgatt gtcgccgggc attatcacta
  1596061 ttttgcgtaa ttatgggccg ctttgggggc aatttagccc ttaacctcag tacgtttggt
  1596121 ggcgtttata ttgcgggggg catcgtgccg cgctttatgg agttctttaa agcctctggt
  1596181 tttcgcgctg cgtttgaaga taaaggccgt tttaaagatt tcttacaaga tattccggtg
  1596241 tatatgatta ctcatccaca acccggttta ctgggggctg gtgcctattt acgccaaaaa
  1596301 ttggggtatg agttgtcaag ctaaccgaat tgtctttatc gtgggcgcag aagaatatct
  1596361 gccgggagga taagttccgg cagatatgat gcggaagaag gctagtctgt tatgcccaac
  1596421 tgctgtttac ctatctcagt gaggtttttg atggtggctc tgccaataaa gtccacctcg
  1596481 aaatcatccg cggcaaagtc tggtggtgaa cggccatcaa taaagctggc taactggcgg
  1596541 ggcaaatagg ccgcattttt ttcacaccac ggcgctgcag cgatatacat cacgttacta
  1596601 tcaaactcac cattatgttc attctctact gaatggatca catcacagtg ccaaaagacc
  1596661 gtatcacccg cctctaaatc tggaataggg gaaatagctt ccattaaaag aggatgccac
  1596721 tgttcagaag ctgataacgc acggccgggt gcagcgccac acaaatcgtc gtcagcgaca
  1596781 tcgtcctgta aggcccgcag taatatgtaa gccattgcat tagcaatcgg aataacattt
  1596841 aaggttccgg catgggtccg ctgtggggtc agtgcggtcc atccctggaa ggtgcggaac
  1596901 atcgaacaca ccgccggtga ggggaattca cggacttccg ggcggccctc agcggcgaaa
  1596961 ggatcatatt tttgccattg accggagaac acatggcggt aaacatggcg gaaattctca
  1597021 tccagccagc gttcaatcga accgccatcc acatgaggag agaggccgag tgaagaggat
  1597081 tttggtgggc ggcggcgtgt gcggtcagca taggtgacga cacggttagc atcaaaatgt
  1597141 tgcttaccgt tgctttcggt ttgccacagg ttatttaaga atatttgcac tgcctgcatg
  1597201 cgcttatcct gacgggcttc gacctgtggc gttgaccagt aaatgccata aatctgaggt
  1597261 ttactggccg ccagcgtgcc aaaataattg tcttcggccg catttttcaa gcgttcgaca
  1597321 aagttgttac gatccagata gtcgccaatt tcacggttcc atgcggtggc tttttcctgc
  1597381 ggaaataccc cgagaatggc acaacagccg cgttgtttta tttgcgcttt ttgttcttca
  1597441 gtcaccttac cgttgataat atcatcggca tggagttgtg ggaccgggtt tttaccttcg
  1597501 gccagattac gacggatctc catgacttgc tggcggatat tctcttcaac ggcttgaaag
  1597561 acttgttgat agtcagggag cgcctggcgt aattgttgtt tgaccgcttt aatggccgca
  1597621 gggatatcgt ctatgtgtaa tgaagccata atattgattc tccgagagct gtaggggttg
  1597681 ggacttaaca ggttatttgt atattttttg ttatgttaac gtgaatatta ttcagtcaaa
  1597741 atagagaaga ataaagggat gaggttaggc tgaaatttcc tcttttttaa gacgtaaaaa
  1597801 atttgttatc aatcactcga cacttattca gcgctaggat atgttcataa acagaccatc
  1597861 tgatggtcag cgtcgctcgg acggtccggg cgctaacgta tcctcgagga atttatggct
  1597921 gaattacctg ctaaacgtcg ttttacccgt attgatcgtc tccccccgta tgtttttaat
  1597981 attacttctg agctaaagat ggctgcccgg cgtcggggcg aagatattat tgacttcagt
  1598041 atgggcaatc ctgacggccc gacaccgccg catatcgttg agaaaatgtg cagtgtcgcg
  1598101 caacgtgaag atactcacgg ttattcaact tcgcggggaa taccgcgcct gcgtagagcg
  1598161 atttcccgtt ggtatgccga tcgctatcag gtggatatcg atcccgaaaa tgaagctatc
  1598221 gtcactatcg gctctaaaga agggctggct cacctgatgc tggcaacgct ggatcacggg
  1598281 gatacggtac tggtgccaaa ccccagctac ccgattcaca tttatggtgc cgtgatcgcc
  1598341 ggtgcgcaag tgcgttcagt gccgttgacc gaaggcattg atttttttgg cgagctggaa
  1598401 cgcgctatcc gtgaaaccat tcctaaaccc aaaatgatga tcctcggttt tccatccaac
  1598461 ccaacagcgc aatgtgttga gttggatttt tttgagcgag tcgtcgcgct ggcgaagcaa
  1598521 tacgatgtgc tggtggtgca tgatctggct tatgcagaca tcgtttatga tggctggaaa
  1598581 gcgccgtcaa ttatgcaggt gccgggcgcg aaggatattg cggtagaatt cttcacgcta
  1598641 tccaaaagtt acaatatggc tggttggcgg attggtttta tggtcggcaa tcctgaattg
  1598701 gtcagtgccc tggcccgaat taagagttat cacgattacg gcacgttcac gccattacag
  1598761 gtagccgcga ttgcagcatt ggaaggcgat cagcaatgtg tccgtgatat tgctgagcaa
  1598821 taccgccagc gacgtaatgc cttagtgcgt gggctacatg aggccggctg gatggttgat
  1598881 aatcccaaag cctcaatgta tgtctgggca aaaatcccag agccttatgc acatttaggt
  1598941 tcactggagt tcgctaaacg cttgctggca gaggcgaagg tgtgtgtctc gccggggatt
  1599001 ggctttggtg actacggtga cacgcatgtg cgttttgcct taattgaaaa tcaggaccgt
  1599061 attcgtcagg cggtacgtgg gattaagagc atgtttcgtg ctgatggttt actgaaaccg
  1599121 ggcaaatctt cccccaatga aatggcctaa tcaaacaaag tcgattagcc agtaacttac
  1599181 attttggtaa ggcgcttagg tgttttgcca aaatgcagct ctatcaccaa aatgcagctc
  1599241 tatcactaaa atgcaactct atcaccaaaa tgcaactcta tcgccataat agcaaatcgc
  1599301 tctgtgcgct attattgcca tgttcttcat gttgttttca tcgatttgcg tcatattgat
  1599361 taaattattc ttatgccgtc aacggagcat ggttatgaaa aatcgctact ctttacccca
  1599421 aatagttctg cattggttaa ctttattgat gatcatcttg acctatttgg ccatgttgct
  1599481 cagcgatacg gtgcccgatg aagagcgaac attcgtgaga aacctgcatt ttaattttgg
  1599541 tatttctgtc tggctattaa tgttagtgcg gctttggctg cggcagagaa acccgacgcc
  1599601 agccatttcg ccaccgttgc ctcattggca gttattgggt gtccgtattt cgcattgggg
  1599661 gttgtatctg atgttcctat cactgccgat tctcgggttt ttgactcagg cttatggtgg
  1599721 aagaacttgg ttactgctgg gctggcaagt accgcagtgg ctcacgccta acactgacgt
  1599781 gcgggattat cttaagcaaa cccatgtgtt cattgccaat ttaggctatt tcgtgattgg
  1599841 gatacacggt gttgcggcac tgtatcatca ctatattcgc cgcgatgata ctttgcgcag
  1599901 aatgatgcct ggaaaatgat cccaggatcg gagatgacaa agggcgttga tgcgctccga
  1599961 ggttgaggtt gatgactggg ggccagcggc ggagagcatc gtcagtaagt caatcagacg
  1600021 attttccgca cggtaacgtc agcctcaaaa cccaataaat aaagggcctg ttccagtgct
  1600081 tctactttag aagcgtaata aacatccagt aggcgatcca tttgggcggc attcaaactg
  1600141 agcttgcggg ccatatcagc tttgcgggta tcactggcga gcatagcatt gtgtaattca
  1600201 gcttttaggc gcacaagaat agggacatga accgcgatat cacccggctg cagcgctgag
  1600261 ggggcaggga tcagacggcg ctcttccatc tcggcggcaa caccgttttt aatcccctcc
  1600321 tgtgcttcca actcgacatc ttcaagggag taggtcactg aattcaattc agggaagtca
  1600381 cgataatgaa tatggtattc gccactggct tcatcaacgg tataactggc ggggtaactg
  1600441 aacacggtgt tcactcctgt gagtgcaatg aggacggaag gtatccgtat tgtactggta
  1600501 tctgccaggg aatccccttc tttcttgacc ttatgatgta gtgagccaac agggcaatgg
  1600561 cattagcgta tacccgattt attttcagcc gtattctttt gtagtaatcg ctattatctt
  1600621 cataacaacc aagaggattc ttataaccat caataaccat gattagtcgt tttgtttaca
  1600681 cgaaaaatta acaaatttat aaataaataa acttaattta tatgaagtat attttcatat
  1600741 gagtgataag cagagaagtt taaatcgcaa cccataagat aatttattgt tattaagcta
  1600801 agtatcgaaa accattttat gaaatatttt aaaatagaat taacatctgt tactatacct
  1600861 ttggtatggc ctgtgcaact aatagatatc tataatttca ctttcaatga gttatgggcg
  1600921 tcatcttttt ttgctttttt aagtcggagc attattccaa cttaagtaaa attgttatta
  1600981 ttcatcattt atcccgggaa taattttaaa aattttattg agaatatcct ttttatgaag
  1601041 agaaaaatat ttttaagcac gatgtttata accgcttttt tattaagtgg gtgtgctacc
  1601101 gaatcatcac gttcccttga agtggcaaag gtcgcctctt atggcaccca atataatggc
  1601161 ccacgtagcc ctatttctgt cggtaagttt gataatcgct ccagctatat gagtgggttg
  1601221 ttctccgatg gggtagaccg cttggggaat caatccaaaa ccattctggt gacacatttg
  1601281 caacaaacgg ggcgctttaa cgtgttagag cgtaccaata tggaagaact taaaaacgaa
  1601341 gccgctattt cagggaaaag ccagcgacta aaaggtgcca cctacgtggt gacgggtgac
  1601401 gtgactgagt ttggccgcaa agaaaccggg gatcgtcaac tgtggggcat tttgggtcgt
  1601461 ggtaaatctc aggtggctta tgccaaggtc aatctgaata tcgttaatgt taatacctcc
  1601521 gaagtggtgt tctcttcaca gggggcgggt gagtacgaac tgtctaaccg tgaagtgatc
  1601581 ggttttggtg gtactgccag ttacgattcg acgctgaatg gcaaagtgct ggatttagca
  1601641 attcgtgaag ccgtgaacaa cttggtcgca ggtattgaat ctggtgcatg gcaacccgcg
  1601701 caataaacct taatgagtat ggatactgca agatgaaatt attgaagaaa atatcgttgt
  1601761 tgctggccgt cgccgtttta gcgggctgcg tgactgcacc taagcctatt tataattggg
  1601821 ataattatca gtcaacgatt tatgaatatt acaaatcgaa tgaaacgcct gagcagcaaa
  1601881 ttgcggcact gaaagaaaac attgagaagt cacaagctaa aggtttgcca gtcccccctg
  1601941 gcttgcacgc gcatctgggg atgctgtatg ccaacaccgg tcatccggaa ttagccatgg
  1602001 ctgaatttaa cacggagaaa gccactttcc ctgagtctgc tccgtttatg gatttcttaa
  1602061 tgagcaagga taaaggggca tttaaatgaa atctattttc gccgtatgtg ctgtcatgat
  1602121 ggcgttgcta ctgactgggt gtgccacgcc agtcgcgacg gattacactg actttaagca
  1602181 aagtaaaccc aaaagcattt tggtgctgtt gccacaaaat cagtcgccag aagtggacgc
  1602241 cagccatggc gtactgtctc aagtcactta tccgttggct gaagcgggct actatgtgtt
  1602301 accggtggcc gtggttgaag aaacatttaa acaaaatggc atgaccaacg cgggtgatat
  1602361 tagtgcggcc agccccgcca agttgcgcca aatctttggt gcagatgcgg tgctgtacat
  1602421 cactatcgtg caatacggta cctcttatca ggtcatcacc agcgataccc gcgtaaccgc
  1602481 taatgcgaaa ttggttgatt tgaaaaccgg taagctgctg tggagtggca gtgcaaccgc
  1602541 atccagcaat gaggggaata actcttctgg cggtgttatc ggtctattag tgcaggctgc
  1602601 ggtcagtcag attgccaata ccatcacaga taaaagccat gatgttgccg gtataaccag
  1602661 cgccagaatg ctttctgcag ggacgcctaa tgggcttctg tatggccctc gttcaccgca
  1602721 atacggtaaa gatgggaaat aagtattatt gatagatgct ccttcaggct gctgacaaag
  1602781 tcaactgaag gggaaacgta ccgttggggg cgtcgcggcg taagctaact gaacgccctt
  1602841 atatcttgat ctaggtgcgt tcaaccctcc actcaccgcg ttataaatcg ctttgtcatc
  1602901 aatctcatac ctcaatcact gggctgcacc ccaaaagttg gatacccaac tgaataaggt
  1602961 gcagtttttt attgatgtaa ttacccgcta tatctgcatc tctaatatcc ttgctgggca
  1603021 cctgaaaacg cattcaccac agccatcaca tagctcagta accagtgtgg gcggttggtt
  1603081 ggcttgccag atcagggcct gcttctcaca ataatcggcg cagctatcac agtaaatata
  1603141 ggtattttga cagatgtttt ttactgatgg tcgggcggca atatggaact cggctgatga
  1603201 taatgcgcct gtttggcagg cggtgctgca agcctgacag cggctacaat agggtgtcga
  1603261 gaaatagggc gtcgagaaat ttaacgcagg cctttgattg accatcacaa tcagattttc
  1603321 ctcgcaggcc gccacacaga caccgcaccc ggtacagctc tgttgaaaat gtggctcgtc
  1603381 aatagcatat ggcggccgga ggggaggagg ggcggtgatg tcagagggcg cggttgtggt
  1603441 gctgggctgc acgcctttca gcaagccacg aaatagcccc cggcggctga tcgtccggct
  1603501 ttccagataa gctttatagt aacgttcgtc tctggccact gatttatttt ttgtcaccga
  1603561 tatagctcac ggggcagagg agataatacc aactctgttt gcaaggtttt caggtagcaa
  1603621 gccgctattt tggccagtaa gggataaacc gggtattcga cttgggctgc gttgacctgt
  1603681 tcaagataac ggtacgccca cggcagtaaa tgcgcggtta gcagcacgct agctgcgtcc
  1603741 ttattatgtt gttcgatcaa atttacccat gctaataaca ttaagccaaa ctgatcttcc
  1603801 ggttcacgca gagggctttg gctaacccac ccctgttcgg ctaaaaattc acggtattgc
  1603861 aaggtgctgg cacccatcaa aatattttct ttatccagat aaacggaacc ccaaggcggg
  1603921 gcaggcatca caccttgccc ttcaaacaga atcgaaaaat cgtactccag tcgttcgggg
  1603981 gagatatccg gtatttgctg gcaatattgc accatgctcg cgtgatcggg ccaagggaaa
  1604041 agctcagcaa tgtgtggcaa taacggaaag aggcgctgta ccgtatctga ttgcggtgga
  1604101 taataaaaac acgcgcctaa aattcgcggc aaggtggtat tgagtagcat cggggttatc
  1604161 gctcttatgt aatacccgtc atatttcaag ctgcagatgc gttggccgcc ttcactcacc
  1604221 ccagtcactt accggtgtaa gctcctgggg attcgctcaa ttgccgcctt cctgccactt
  1604281 gaactattta gggtgatatc cgtcatattt caagctgcag atgcgttggc cgccttcatt
  1604341 caccccagtc acttaccggt gtaagctcct ggggattcac tcaattgccg ccttcctgcc
  1604401 acgtaaatta tttaggatat aacgttattc gggggctgat tagccgcaaa aatagccgct
  1604461 aatcagcggg taaatcacca catggaatga taaatcaacg cattaaatca cattggtatt
  1604521 tgccagagat tataaaaggc aatccgcccg gctaattcac cgatgataag cgctgatgca
  1604581 cacactgcca gtgttgcccg tgggattttg tctttcagta acgccgcagc ggccacaaaa
  1604641 acgcctaata ccaacagcag gatctgaatt ccccagaaga gggtctgctg gctactcaat
  1604701 tccgccgagc cttgcccgag gaaagttaaa taacccggtt tattcaccaa ggtcacaatg
  1604761 gcaccggcta gcaatgctat ggcaccaagt tgacgcgccc cggttaacat agcgaaagcc
  1604821 ccaccgccaa ccaataccgt catccaaagt tgcaatgagg tatatgacgt atcccaatta
  1604881 gggaccgtgg tcagttgata gacttgagtt attgaccaag caaaagtcag accaaccaga
  1604941 acagtggcaa aattacacag cgccgccagt agcgaatttt tcaccagagt cgaaaagaat
  1605001 accgtgccgc aagccatagc aacaaacagg ccactgagca gaatttcatt actcattggc
  1605061 gaacggccaa cacccagtaa catatttatc gcccgcagag gttgcccaac atgcagggtg
  1605121 ccaattaaca ggccggccat caccagaatc agcccaacaa tattggcctg cttcagttgc
  1605181 agcggcgtgg tcatccctag cttgttactg agccacgcca gtgtaaacag cccgacggcg
  1605241 gtctgcccga gcacggtaaa aaatactaaa ggtaattcat gcattttata cctccgccgg
  1605301 gttttggatg cggcctgatg tatcaccgga tggttttgca tcgcggtggc cacgaatcac
  1605361 gagattaggc tgtgtcagat gcgcatgggg taacggtgca attgcatttt cgtcaccgta
  1605421 tttatcacgt aacaccgaga tttcatcgaa atccaacgcg cgttgtgggc aagaatcgac
  1605481 gcagacgggc ttatcccctt gagccacgcg ttcgtagcag ccatcacact tggtcattag
  1605541 ctgttttttg gcatcaaatt gtggcgcacc gtaagggcag cgcatttcgc aatagcggca
  1605601 cccgacacac agatcctgat taaccaccac caaaccgtct tcttcacgtt tgtgcatggc
  1605661 acccgttggg cagcctgtca cacaggtggg tgacgaacag tggttacagg caatggacag
  1605721 ataataactg aagacatttt gtacccagat attgtcctgt tgggtccaac tgcctcctcc
  1605781 gtattcatag acccgacgca gtttcggccc aaggtccaga ttcttttcgt ccttacaact
  1605841 gacttggcag gttttacacc ccgtgcactt ggtggagtca acaaaaaaac catattgctt
  1605901 cattattcag ctccttatgc acgttttact tcaacgaggt tggtgtgttg aggattacct
  1605961 ttcgctaatg gcgaagggcg ttgtgtcgtc aacgtattga tacagccacc cacgtcgata
  1606021 ccgtccttgt tgagattacg ccatgcccct tgtggcacag caataacccc cggtaatacc
  1606081 cgctcagtaa ttttgaccgc aatatggata cggccacggc tattaaatat ttcgacccgc
  1606141 tcgccttgct gtatgccacg cgcctgtgca tcaatcgggt tcatccagaa ttgatgaggt
  1606201 accgcttcgc gcagcatcgc gacattgtaa taggttgagt gggtatggcc tttaacatgg
  1606261 aaaccggtca tttgtagagg gtagctcttt agggtttctt gatcactgac accctcaggg
  1606321 gtcggacaat attcagctac cgcggtaatg cggtcacccg gtgtcaactg ccactcgtgt
  1606381 gcgagtgttg ccagtgcttc tgaatagatc tcaatcttgc ctgatggggt ttttaacggg
  1606441 ttatttaatg ggtcatcgcg gaaatctttt aacgcgatat attggctact gtcagcaaaa
  1606501 atacggtcaa taatgccttt gttatgggta tcactgaaag gcggcagcgc cggattatta
  1606561 tcacgcattt tgttatagct gatttcaatc cattcttgct gggtatgtcc ttcagtaaag
  1606621 gcatccccca cgcctaattt agtggcgatc tcggctaata catcgtatga ggggcggcat
  1606681 tcccacagcg gctcaatggt attttgcatc cgggtgacat agtgataagc accactggca
  1606741 taggagttat caatcaggtc atttgattca accgacgtga cgtctggtaa taataaatct
  1606801 gcgtacttcg ccgaattggt catatggttt tcccagacca aaataaattc gcacaatgac
  1606861 tcatcttgca aaatagtatt ggttttattc agatcagagt gctgatttgc tataacgtta
  1606921 ctggcgtagt tccagagaaa cttaatattg gtatccagtt tttctttatt tttcacatgg
  1606981 gcatttttag cggtcatttc agtgccgcgg aaaatagcat cggtccacat aaagcaagga
  1607041 atggccgttt tgactggatt gggaatgctg aacccaggaa ccgggtattt tacgttgcca
  1607101 ccccaggcac cggtattggt tccggcgcgg ccaatgttac cggtcattaa tgggagcatc
  1607161 ataatcgagc gggacgcttg ctccccgttc gctgtgcgtt gaattcccca accctgtgaa
  1607221 atccaggctg cgcgggcatt acccagttct ctggctaatt gaataatacg tgttggtgaa
  1607281 ataccggtga tctcactggc ccattctggt gttttttcgg tttcgtcagc acccagacct
  1607341 aaaatataat ctttatacga tccgttagct ggggccgatg agggcaatgt ggtggcatcc
  1607401 caaccgacac aatattgttg caggaaacgt tcgtcagtca gattctcttt aattaaaaca
  1607461 tgccccagcg cggcgaccag tgccgcatcg gtccctggga atatcgggat ccattcggcg
  1607521 ttaagggtgg tcacactgtc ggtcatgcgt gggtcaataa taatgacttt ggctcggctt
  1607581 tgacccaacg cctgaaccgt ttcaatatat tgcccaccgc ctgacatccg tgtttctgcc
  1607641 agattgtgac caaacatcac caccagatca gaatttttaa tttcgtccag cagcgtttca
  1607701 tctaagttgc cgtagacata aggcatgaca gtattgattt gggcggtaga ataagtaccg
  1607761 tgctgatcaa gataaccgcc gatcaaactc aacatacgtt tacaggcatt gcggccttgt
  1607821 aaattagccc ctgttgaacc agtgccatat tgataataaa ttgcttcgtt gccgtattga
  1607881 acaatcgttt ttttcagatt atccgcaacg atagttgtgg cttcatccca actgatacgc
  1607941 ttgaatttac cttcaccgcg tttacccact cgtaacattg gatatttaac ccgatccgga
  1608001 ttataggttt tccatcgtac tgaacggcca cgtaagcagg ggcgaatttg gtgtaagcca
  1608061 aaggtggaat catcataaat ggcttcatta gcaattttaa ttatttcacc gtttttaaca
  1608121 tgaactttta gcgggcagcg gctgccacag ttaaccaggc aagcactgta tttaatgctc
  1608181 tcttcagccg ccgtgggggc atgttctgaa gccgcagcat ggacggagaa tgggagggcg
  1608241 attgaaccgg caattgccgc agccccggtc actacggcgg atgtttgaat aaattcacga
  1608301 cgactcagtg agccggtgag cggtgtttta ttgttattca tcaacattat ccttgcggaa
  1608361 ataaaagagc aggacatccc ttttttactt gacgttgtcg tggtgttagc aacaatgcca
  1608421 atgacttggg tatagaactg gaatgctcca ccttaggaaa taagttgtta cttttatatg
  1608481 atgtaaatca attaagaccg tataacaaaa atataatggt gatttatgcg aaagtggcga
  1608541 ggtttatacg ttgtccgcta cgataaacta actattcctt atacatttaa ttgatctgta
  1608601 ttcgtggggt aaataggtaa taaagaatca atctcaaata aaattgggtg ttttttattg
  1608661 gtgtgacttt gtctttttat ttaattcact tcactttctc gagaaaagtc tcaatttttt
  1608721 gattaaataa tatttatctc agattatttt ttctgtttca ttaggttgta gcccctttct
  1608781 attgagtcat atcacacagc agagccatga tgaagaaagc acatgcattg aaactcagac
  1608841 ctcactggtt tgcccgagtt tgaaggtggc cgataggtga aggctgtttg tcgtaagaat
  1608901 ggcatgtcag atttttgcgg ctatcactgg caaccgaata ttgcgctatg gcactctgac
  1608961 acatcaagta catgaaaggg cacggaggag agagcccacg accacctaat ggcgttagtg
  1609021 ctatatgtgg taatgaaaaa atgtagtaat aacaaagtat cgtggtaata aagaaatatc
  1609081 tgaaaaaatc agttggtggt agtattcccc cccaaattca tttaaaaaag agataatgga
  1609141 aaataatttt ttggccggaa ccgaataaat aatgggacac tcattgcaag aagtgttaga
  1609201 tgctgtagaa agaaatccat acagcaatag cgaagataaa acgcgtcaac gaaataatgt
  1609261 tatgcgttct attatgtaca ataaacagaa tgaactggat caagtaaaaa atagtattgc
  1609321 aagtaaattt atcaaatgga gccttataaa ggatcaattt atcagtgagg tgacacgtta
  1609381 ttcatcggat ataacggcca aagtaaatac tggtgaaata acgactgaga cagcgataaa
  1609441 actattggat aaagagttgt ccgatttgag aaatcaagat gaagaaatga caagggaaag
  1609501 agtaaagcag gctgtcatta ttaaagcctc agtgaaggaa aataataatg tagaaagaaa
  1609561 cgaagttata aatttagtat ttgctggcgt tggatttgtt accgcaggtt tacaaattgt
  1609621 tgctggtgtt gggatggttg gaagtgttgt aggttcgatc cctggtacac tattgattct
  1609681 tcatggtgcg aataacatag ttgaaagtgg gtattatatt ttatatagag aatcatatac
  1609741 tggcccagtt aaatttgttt atgaaggtgt gggcgctcaa tttgggttga gcaagagtga
  1609801 ttcagctatt atgtatactg ctgtcgatgt tgcgttatca ataaatggaa taatgagtta
  1609861 taaattagcg gaagatgcca cgaggttata tcgttatgta aatgcagatc ttctctgggg
  1609921 actaaaatcg atggacatta aaaatatgag ttcaatgggt ctgttggctg agttttttgg
  1609981 tggttatact gctataaatg ttcaagcgag aagttattaa tggttattcg tcacactcta
  1610041 tttttaatgt ggctgaattt ctttttctta tgataaatat tattgtttaa aaattaaatg
  1610101 tttatattca ccccctgagg atatagatgt cagaaactaa tcatctatat gtcattgata
  1610161 ttaggttatt taagtgccat tccttatatt gccgcaaggc gtatgtacac gtaaataata
  1610221 agggatggtg taggccatcc ccgaataaat taatacacgc gatcatccca tatgctataa
  1610281 ccactggttc ctgctacatt gtgattccat gtaatgcttt tgtatttaag agagatggtt
  1610341 tcttgtggtt gggagccatt gtgtgtgatt gaatggctgt gtgaagttga tatgtctgaa
  1610401 attgtcgcac cggtaatgga tattgtatag taaagttcta aagcaccagc gctgtttgtt
  1610461 ctataaaagt caaaaacggc atcaagcaat tcattttctg atatggccac ccctaataag
  1610521 ggggatgatt tatcgatggg ttttataaaa gaaatggggt ggtggctgac gttttgttct
  1610581 cgggtcatgg cgtgattaag gctgagtaca aatatctgat ctatgtgact gccttggctt
  1610641 ttattgccta ttgagtcaat tgatgagcac ccagacgaaa ttaacccctg ttttttgccc
  1610701 ttgagtgtta aataaatcat gttagccatt ctcatatgtc cttatatacc cgtcgccttc
  1610761 aagatgcagg gggttagttg cccttgctca tcccagtcat ttagtgccgt tgaccttaaa
  1610821 ataaatacga tcctggggat ttgctcagtt gtcgcctgcc tgcaactcga atgacttagg
  1610881 gtaaaatatt aaaattataa tggtgagtgt tttgtttttt ttaaaacaaa acataattta
  1610941 atgtggttca tttcttataa tatactaaaa aataaggagg agtaaattag attatccgct
  1611001 actattatct gacgggagcg ttatcgctgg cgggagaaaa atatcgctgg cagtagcaaa
  1611061 ataccaagaa cgacaaccct gtttcgtata aagtggcgct ttaatcggca ccaggcgagc
  1611121 ggttattcta tcctctgttg aagctatcct ctattgaagc tgtcctcagt atgaccacgt
  1611181 aggaaaccag gtgcgatgtt gaagatgaaa aatcgattta gtagcaaaaa tctttttggt
  1611241 gaaaaaaacg ttcatgctgt ttttgaactg agcctgctgt tgaaagcctc gttagccatg
  1611301 atggagatta tcgcaggggt cttaacctac tttgtgacac cccagttttt actgaatacg
  1611361 ctgcatcgca tcacacaagt gagttttatt gaaagccgtg gtgacattat tgccaattat
  1611421 ctgttgcatg cggcccaaca tctctccatt agtagcttac atttcgctgc gtcatatttg
  1611481 tttatccacg gtgccattaa gttatggatt attattgggt tgtggcgcaa aaaactcggt
  1611541 tattaccctg ttgctgtggc ggtttttagt ctgtttattg tttatcaact ctatcgctat
  1611601 acctttactc attctctgct tttgatcttg ataaccatcc tggatgtgtt tgttattgcc
  1611661 ctgacactgc ttgaatatcg gcggttacgc catggggaaa aaacctgttc tgagagctaa
  1611721 acgggttcca agaactgagg ctccgctctg gttatggcga cgcgccgttt gtcagggcaa
  1611781 tattaagtgc ggctactcgg caaaaatatg tgcctggccc atgatatcca ggccaacagt
  1611841 taagccgaca tggagatctt ctcggctaat cgttttgatt tctatggttt ccccactgct
  1611901 aatgatttgc aaggtgagtg tcgaaataaa accagcaaaa tcaatggcta taacctttgc
  1611961 taggcaggat gcggcgttat attgttcagg ccgtagcggg gtgagggtga tctgttctgg
  1612021 ccgcaacata atacgagcct caccacggcg atgtgggtta tccactttta cctgaccaag
  1612081 tgcacagtgt gccagcccgg tacctagctg agcggtgagc atcagcgtct ctcccagaaa
  1612141 tgtggcggtg ggctcatcca ctggccgtaa gtaaagctct tgtggcgggc cgacatgggc
  1612201 taatttccct gctcgcatca cggcaacctg gtcggcaaaa gacaatgctt cggtttgatc
  1612261 atgggtaacc agaattgagg caatattggc ttctgacaag agctcagcca cggctttgcg
  1612321 ggttgaggct cttaacgcgg tatccaatgc tgaaaacggt tcgtccagta gcatcagcac
  1612381 agggcgctgg gccagtgctc tggcaagggc cacccgctgc tgctgcccac ctgaaatctc
  1612441 atgtggccac agtgcagata accgccgatc cagcgcaacc atatccatca actcattaat
  1612501 tcggcgctct ttatcccgct gactgccttt caatccgtaa ccaatatttc cagcaaccgt
  1612561 gaaatgcgga aagagcgccc catcttgcgg tacaaaacca atgcctcgtt tgtgggcagg
  1612621 gacgtaggtt gtgccatcga acatcgcctt cccttgcaag atcactttgc ccgcatccgg
  1612681 tgtttcaaaa ccggcaatga tccgcaacag cgtcgttttg cctgaccccg atggcccgac
  1612741 aatggcggtg cggctacctg gcgggacatg taaatcaatt cggtccagta ccatgacaga
  1612801 ttgataagac ttaccgatat gatgaagttc aagcgtgctc atagtcctgc tgtccgttga
  1612861 gattgagagt agagaagcca ggttaacggc agggaaagtg ccaccatcag aaaagcataa
  1612921 ggtgcagcgg cgacataatc aatttcactg gtcaatgccc aaaacccagt tgccagtgtt
  1612981 cgggtgccgt tcggggccag taatagcgtt gcggtcaatt cgttggagat agccagaaag
  1613041 actaatgcgg cacccgcagc ggcgccggga gcagccaacc gcagggtggt acttaacata
  1613101 gcttgggtcg gtgttcgccc aaggctacgg gcgacgttct ctaactcgac cggcgcttgt
  1613161 gcaataccag cccgtaaact gattaatgca cgtggcgtaa acatcaataa atacgccagt
  1613221 agcacggtaa attcagtttg atacaaaggg cgtgcaatac ggatagtgat ggtcactaat
  1613281 gccagtgcca cgacgatccc gggtagcgaa ctggtgacgt aataacaccc ttccatcgcg
  1613341 cggtgtaacc gccccggata gcgcaccgat agccaggcca ttggtatagc acacagcgta
  1613401 atgatcaccg ccccgctcag ggctaatccc agcgtttgtt ttaacgcggg cagcagttcc
  1613461 gggttcaacc agatatcaat gccaccaata gagagccagc gcataagggt aatgaacgga
  1613521 acgcccaagg agagggtggt gatcaataag ggcaatagca gacacaggag ggtgagtgag
  1613581 gtccccatcg aatagacggt ttgacgccgt ggcgtaccgg aaccgacccg cgcgtaacga
  1613641 tggtagcccc ggctggtggc ttcgaccaac agtaacccca aacaacataa ggcgagtact
  1613701 cccgccagca tgttagcggc ggggccatta aatgtggatt ggaactggtc aaaaatcgcg
  1613761 gtcgtaaagg tatcaaaacg gatcatggca tacaggccat attcagccag caaatgcagg
  1613821 gcgataagta atgatccccc ccataacgct aattttaact gtggcaatgt cacgcggaaa
  1613881 aataccgtga tgggtttatt gcccaatgat gcggcggcat cttcaagccc agggtcaaga
  1613941 cggcgtaata ccgccgctac aggcaaatag atgaacggaa aatacgctat caccgagata
  1614001 aaaacgccgg cggccagccc attcattgag gggatcagac tgatccaggc ataactttgt
  1614061 acaaaagcag gtactgccag tggtgctatt gccagaagtg accaaagtcg cctgccgggc
  1614121 agggcagtgc gttctgtcag ccaggctaat gcaacgccaa tcgtggcgca aaggggtaag
  1614181 gtgaaaacca ccagtaaaac ggtattgatc agtaattcgc ccacgcgagg gcgaaaaacg
  1614241 agtgccttaa ccgttgacca acctgtatca attgcaatac cgataacaaa gcccagtggt
  1614301 agcagggata acagcgacag tatgatcgca acaacaacaa cccctgtacc cggacggtga
  1614361 ctatattgtc gtgctgttgt cttactcagt gcagcctgtg caacatcggt acttatattg
  1614421 gacataatcg gtaaagacac tcggtttgtt aaacgcccgc agggggcgga gtaaaacgga
  1614481 ttacagcaga cccgcttcgg tcatcaactc aaccactttt ttgctgttca gtttagacac
  1614541 ctctactttc ggcggatcca aatctttcag tggcaccaat ttaggattgg aagcggcatt
  1614601 cacgccaacc gcatattcaa aggcgctatt gctctcgcgc aagaaatcct gccccgcttt
  1614661 gccggtgacc cattgcacga atttctgggc ttgctgcgga tgtttgctgg aagccaatac
  1614721 tcccgcgcca gagatactga cgaaggcgcc gggatcctta tttttgaagt aatgcagttt
  1614781 aatattgccg ctgttctcac cggttttagc ttgatcaaca aagggatagt aatgataaat
  1614841 aacgccacca tcaatttggc cggcgttcac ggctttcatc actgtgctat tacctttata
  1614901 cgctgtcgca ttggttttca tggcttttaa ccactctaag gtggcttgtt caccttttag
  1614961 cgcaagcatc gcactgacaa tcgcctggaa gtcagcaccg gagggggaag ctgcccagcg
  1615021 gcctttccac tctggtttcg ccaggtccat taaggattta ggcagttctg cctcgctgat
  1615081 ttttgccgga ttataaacaa ataccgtgct gcgagcggca atgccggtcc agcgcccatc
  1615141 ttcaggccgg tattctttag ccacttgcgc ttgcgttgcg gcatccagcg gagcaaacaa
  1615201 tttggcatta tcaactaaca ccatggccgg ggagttctcg gttaggaaaa catcggcagg
  1615261 cgatgaactg ccctcttgga ttaattgatt gcccaattca ctgtctttac cattacgtag
  1615321 cgtgactttg atacccgtat ctttggtgaa accttcagcc caagattttg caaaactttc
  1615381 atgctgcgca ttgtagatga taatgccatc ttcatctgag gcagcattgg cagagcttgc
  1615441 aaacaggatt gcagacgcca gtaaagcaac atggccaata gagggtatag gtattttcat
  1615501 atagcgatcc ttttaaaagg tcagggaaga aaacgacgtt gccaggcaag tgcaaaatga
  1615561 ttgtatagaa agaaacgaat tatggtaata aaaatgatta tcattgttat ctgaatattt
  1615621 cattattgaa tctaatatgt ttattttgat gaatattgtg agggtctata tggcggtaaa
  1615681 cactccctgt attgcgtcag ccattggaaa gtcatattta gctttcatta tatgaagagt
  1615741 accggcttta acggcatttt cctgtttgtt cacaacagac aatggcttac catagctatc
  1615801 acttatttgt atggtttata ggtattcgat gcgttatttg gctgttattc tccctttgtt
  1615861 gacgttgctc tcagcttgta gtagccagcc gacacctcct gttgctgcaa ccccgtcaga
  1615921 tagccctgtt cagggcggtt ttttgcttga gccggaacat acgggccagt tgcaaaacgg
  1615981 tgattttgcc tttaacccag ataccacgcg ttttgttgac aaaatggtgc gtgagcacgg
  1616041 ttttgatcgc cagcaactgc acgatgtatt ggctcagacc cagcggctgg actgggttat
  1616101 tcgtttgatg gataagcaag cgccgacgtc ccgaccacct tctgagccaa acggtgcctg
  1616161 gaatcgctat cgcaataaat ttattactcc tgataatgtg cagaacggtg tggttttctg
  1616221 gaaccaatat gaaggtgcgc tgcaacgtgc ctgggaggtg tacggtgtgc cgccggaaat
  1616281 tatcgtcggt atcatcgggg ttgaaacgcg ttggggccgg gtgatgggga aaacccgaat
  1616341 catcgacgcc ttggcgacgc tatcctttgc ttacccacgg cgtgcaacat tctttacggg
  1616401 tgagttggaa accttcttat taatggcgcg tgctgagggg aaagacccac tcagtctacg
  1616461 gggctcctat gcgggggcaa tgggctatgg tcaatttatg ccatcgtcat ttaagcgcta
  1616521 tgcagtggat tttgatggca acggccacat caacttatgg gatcccgttg atgctatcgg
  1616581 cagtgttgcc aattacttca aatcccacgg ttggacgaaa ggtgcgccgg tagctgtacc
  1616641 tgccaacgga caggctccaa atctcgaaaa tggatttaag acccgttatc caatctcaac
  1616701 tttagcggca gcagggctta gccccaaagg gtcgttaggc gattatcagg aggccagttt
  1616761 gctgcgcttt gatgtgggta ccggttatca atattggtac ggtttgccca acttctacac
  1616821 gattacccgc tataaccaca gtacctatta tgcgatggca gtatggcagt taggggaagc
  1616881 cgtgggcagg gcgcgcaaag gggagtcaat gattacccaa tagcatgaaa aagagggctg
  1616941 cattagggtt atgccgccct cttttcttaa cgatatttac tcatctatta gatgtgaaat
  1617001 atcatcagga tgcactgagg gtgggcgcgc cgccaaccgc gagttagcca cagtcatttg
  1617061 aacgtgctct catttaataa gcctgcttgg tttgatgatc gcagcggtaa gggagcaggg
  1617121 gtaaacggag attgctactg aaggttatta cttatgatgt gattattttg tttgtaaatt
  1617181 ttaaacaagc ttatattatt catattgaat taaattttat attatctcga ttgccttttt
  1617241 tgaacgatat ttttattaat atatttaatt gagaattata actattatct tttaaaaaat
  1617301 tatggctata cttaagttga gttgaatttt tataattaat ttgtgtcgta cactatttta
  1617361 cctatttatt gccattttaa tcagaaaatt catacggcga tatttattta tcctattttt
  1617421 acgtaggatt caacccttat tatagcgaga aatatcgctt atttatcatg gaacgaccta
  1617481 attgatggcc atttttcatt atgttgaaat agacagaaaa aaggaaatgc tgttttgatt
  1617541 atctggtttt tgaccttaaa ataaataaat ttatcaggct tcatcagcct catccccaat
  1617601 gttcactttg cgggttagca taaatactgt tcaaattgtt tttcgatcaa tttatttatc
  1617661 cttagcgccc tttctgaacc ccgaattatt ttgggtatat gtgatccttg tgaaagctcg
  1617721 tacactctgt gtaagaataa tcccacaaaa tattcgcctg cattctcata tacatctatc
  1617781 tcttgttact gtttaatcaa gccacttaaa cattgactaa actagattga tatcgcggag
  1617841 gttaagtgag gttttttatt ttgtattgat agtgaattga ggtgttgatg aatgagatgt
  1617901 gaacgttgag aggggtcacc ttgtcctcaa ccatatccat tagctttatg tgccattatt
  1617961 tgaatggaaa tgactttttt ttcagttttc agttttcagt tttcagtttt cactttttat
  1618021 ttattacact tctgccgatt tttcttactc agcagccgag tgataattaa aaagataaaa
  1618081 tgctattaat tattctagtg tcatttttaa ctacagcgtt catctctggt gagcttcgct
  1618141 caaggataag tgaccggaaa atagtgaata aaaaataagg aacgtaaaga tatgttcagt
  1618201 gtggcgatta aaacccgtaa tgctttctat gagttcgggt tactctctct gctcaagaaa
  1618261 gttcttataa aagaggatga tatggattat tccattgtcc cctctcatga aaaaagagat
  1618321 tcaaacaacg cgaatgtgat attcaaagat ctcatggtga ttgttaacat ataccaagaa
  1618381 aatagtttta tacagaaaaa caatagcaat aataataaac ctatgatgac ggttaatatt
  1618441 ccatttaaca gcagtcagtt agggctttat gatgtcatct ctaaaatcaa gaaaattctg
  1618501 aatattgcgc gtctgaatta taatatgatg atgaaaagtg acctgcagag aaggattggt
  1618561 ttgaaaaact atatacaact ttcgatgacg gaaagtaaag ttgtgcaact caccgggaaa
  1618621 gggcatagca cgaccgatat atcgaaaata cttgaccgct ctgaaaaaac gatattgacc
  1618681 catcgtagaa atgccatcag aaagttgggc atgttcaatc ggttagagtt ttataagtat
  1618741 gcatcactaa tgcgaaatta cagtaataaa gacgctgttt ttatttgcct ttaataaatg
  1618801 tcacttcctc ggccaggata aaaactggct gttatcgtat atagccaaaa tggaatgagc
  1618861 tgtagatagg cccgttactg ccgcctctcc ctgctgaaat tattgtcacg tttctgttgt
  1618921 atcgcgcgct atcagtcaaa tacacccagt caaatattct cctatatgaa ccccatacct
  1618981 tgtgattttt atctcctgtg atacagacaa aatgtatcag tagcgccagt cactttttga
  1619041 atacaggaaa ccagagtcat ttgcgaagag ggcgatgttt aacatattct tccaatacga
  1619101 ccacgtcatg ctaagtcggg ttatttagca tgacgtgata tcgctcaaaa attaatttgc
  1619161 aacggcaaca tggggattga aactgttgat aatttgtacg taatgcttgc gttgatattc
  1619221 agtaaactca ccatcggtat tcagggtgaa aatcagcaca ctacgcccat cggtattcgt
  1619281 cagcgagtga tagggtaact gcatgattga ttggacttga cggaattttt taccatcttg
  1619341 caaatagtga ttagcgacct gtaccacggg cagtttagcc ggacctattt catgtttgag
  1619401 gagtttacct tcaacctgaa aacccggcag tttattgcgt aatgcgtcca tctctttttc
  1619461 acaaaaagtt tcagaagtat cctcttcctc caataaagtg cggttgataa taatattata
  1619521 ttcgtgatta tcgggatctc tgaacattaa aatattcacc gatcgatcca acactggggc
  1619581 gggtgttaga aatgtgccct caaaaattga gtaggttgaa ggtatagcat tcataaaggt
  1619641 ttaggctccg tcattcttgt tctatcttgt gtgggtaata tcagtacttc gacgcgtctg
  1619701 ttttgttctc gacccgcttc cgtgtgattg gtcgcaaccg gttctgaagc ccccattccc
  1619761 ttggtaataa aattatcgac agtgatatca ctgcgtttaa ttaaccaatc gcgaagggcc
  1619821 agcgcacgct gttcggaaag tgccatgttc atggaggaac tgcctgtgtt atcagaatgg
  1619881 ccaacaatta agattttttt ctctttattc cgttcgacca gtgataacaa ctccatcatc
  1619941 atttcattag tttgtgagtt cagtttcagc ttggtactgt ttgagtcaaa cagagggagc
  1620001 ttttgggcaa aactgaaaac aggaatattt tcataggatt caatccggcg gttgatttgg
  1620061 cttaataacg tcttgcattg agacagcccc caacgtgtga catcaaatgt attaacgcat
  1620121 gtggttaata ttttaccttc atcagttaac tgggtgatgc tgcgtgccag gtactgagca
  1620181 gaaaaatcgc tgatattgtc caacggcacc atctgttggt taaattgctc atgccggttt
  1620241 ttttcttgcc acagggtgtt tagcatatgt gaggctaata gcaccgcggc gaagcataca
  1620301 ctccataacc acccgcggga tgcgggggta ggttttatca ccggtgtttt cacccgtggt
  1620361 ttcattgcgg gcttctggtc attgatcccc gctgggaaag gtggcagtga caaggttgag
  1620421 gctaagcttg gtatgatgcc aaactttttt tccagccagg ctgaccaggc accatgcctg
  1620481 atgaaccctt tgccattatc cgacaaaatg acatctgtta gccgtaaggg ggtgcgagag
  1620541 aaaatagatt gcagaaggtt tgtcaccccc gattcattca accaagtaaa taaattatgc
  1620601 gccataacat tacgctgagt tgcaaatctt gagtgattga tgtcttgtaa ctcaagtcgt
  1620661 tggctcagtg actgtagggc ttgcgtaatc tcgataggct gctggttcgc aagattaata
  1620721 tttccagtcc aatatgcgtt atcagaatta tggctaaggc gttcattact caactgcgcg
  1620781 taaatagcaa atacgcaggg gaggggggat cgcagtgata acgttgaaaa agtgttctgc
  1620841 cacacagtga gttttgacat catcactgct gcattctcat agacatccgg caagaaaggg
  1620901 aaaaaggtca atacccgagc ggatggatga tgttcagcaa tatatgtgag gcgtttttgc
  1620961 agcgcggcgg gattcgtgat taatatccaa accgcatggc tggaaaaacg tgtactgtct
  1621021 ggcgattctg ggttactaaa ccatttctca gcatagggac cgagaattaa aataaccgta
  1621081 ctctcctgtt ctacaggttc cgctgtctcc tgcggaatgg gagtcgacac ttgggggtgt
  1621141 ttgggtttga gggcgtaatg tttccagatg gcaagaacca tcagcgccag gaaagtaatg
  1621201 aaaataacgt tattccataa cgcatttccc ttaaaattca cactcaccaa tagggcgccg
  1621261 accgcagcca gccataatag agagagcgtt ttattcaatt taaccttaaa catttaagac
  1621321 agatcaccta aatagcgaga gcaccaaaac cagagcgtag agagcaatag cgtcagcgcg
  1621381 acaagttgca gataaaaagg gcgcgaagag cggcgttgct cagatactat attggcctca
  1621441 agtactatat tggcctcaga tactatattg gcctcaggca cttgttctgc ctcaatggtt
  1621501 tcttccctct ttagcgctga acccagccac tcctctgggt cgatatcatc gtcagtggcg
  1621561 attatatttt ggcgcaagga tctatggcta tagcgcgcca gtagctgcaa tgatttttca
  1621621 tcgtggatcg gtaaattctg cgagagggca agtatcttga gtgcgaattg actgactgtg
  1621681 gcatcgtcac tgtttaatag cgcttctaaa ttttcgcttt cgctagggac cggcgcgatg
  1621741 tagccgtaga agtaatgcac taatgaatag ccttcccaac tcaacccgtt ctctttaatt
  1621801 gcacttcccg cacgtttatc aagcgagtga caaatctgat gacataaacg atcaacttca
  1621861 gtttcgttat gtccctcgga ttgcagcgcg tggccaaact gttcaatcag ggtgaccagc
  1621921 tttagctgaa actcggataa agaagggatg acaccatcga atgataataa ggtgtcaata
  1621981 cttaaaatct ttttaaaaat atctgcgctg ctcaccaggg tttctccacg acatctcccc
  1622041 acccctgcgt tcgcatgtaa ggacatattc taattgtttg tgcattcgga tgggtttgag
  1622101 tattaaaggc caacttcaac tcaaaggtag cttcgtcaac gggggtaacc gttttgctca
  1622161 tgttctgcgg gtcaactttt tccaccataa cggcgacatt ttgcgggtta taaacgccaa
  1622221 tgtgccacca ctccacatct tctcgtgtga agtccacctc tttcttttcc acttttagtg
  1622281 tttttttatt cacactaatc agggaggaaa gccagtcttc atgggatgtg ggaagatcag
  1622341 tgaagaaact cacttttttt tcacccgcag catcaggatg caccgcccgg tttttaatat
  1622401 tgatgcccag acggtattcg aattccgaca atgaacgctg ggtacccaag gtatagggga
  1622461 cgagtacgcg gtgatcttta tcgccatcta acaggataca aatccggtct ttcgcaattt
  1622521 tatcgcgctc ccaccaggcc atatctactg cacccgtttc tttggcttca ttattgtgat
  1622581 ctgaccaaac cttactgtgc tccgagcggg tatagaaatg ccagagcaga attttgtgtg
  1622641 gggcgtaaat gtcatagcca tgggtaaagg cacgcgctgc catggcaatt tcttcgccaa
  1622701 taaagaaaat attgggatcg ttgggcacct ctctggcaaa actaccgtca ctaaaaataa
  1622761 acccccccgc cagataacca caacgcacgg gggccgtttc ggtgatggtg gttgatagca
  1622821 tttgcacgat accttcctgc gtaaagagat taaatatcat gcggctgaca taatctttcc
  1622881 gaatctcatt ctcaccgggt tcatacgcag gcgggtagct ggagaggata ggcttagggc
  1622941 tttcggcgcg cagactatcc aacatcgcga tcatttcgtg atcccagtgt ggaatgaaac
  1623001 gacagtgaga atcgatctgc aaaaagaatg cttcatcctg gaacaaggtt tcggccatgt
  1623061 gcctggccca gcatgcccct ctactttcat agtaatgcac actgagtacc gacacccgcg
  1623121 cccggttgta ttccaactgg tacagtggat agccctgatg agttgtacgc tcaatcaact
  1623181 gcattccctg atttaagaag gtattaatgt cattatcatt ttgccaaaaa atcgcaatat
  1623241 taagattttc ggggcgctct gcggtattta tcatgtcatg aaaggtgggg atcaactcag
  1623301 gatcccggta acttgcaata ctcacaaaaa tagagggtac agactgcata tataatccgt
  1623361 gtaaaattta acgtgctgcc gaatggggtt attttatctg cagaataatt tctgccatcg
  1623421 cggaaaaatt accaatagcc ggtttattcg ctgccggagc ggcttccagt tttgctttcc
  1623481 acttgaactc tgcaggtaca ccgctggcaa tattgacttg ttgttctgtc gtgctgccat
  1623541 tcactttcat ctgttgaccg ttggtgtcgc tgattttgat aagcaaccgg tcttcttggt
  1623601 tctggctgtc ttttaccttg atgtaattat tatcggcaga tgatgtttgc gtgaaaatgg
  1623661 ccgccgttgc tgagtagtgg ccataatccg ttttacaggt aatattaaaa tcgagatcgc
  1623721 gttcgatacc cccattattc aagttgcttg acgtgacaat accaaagtca accttttggg
  1623781 ggccatcaaa ggtacaactc ggggtgctga tgacttttat ttcaccgatt tccagtcttt
  1623841 gtgcgtagtt tgccaaacta ttattcgtcg cccaggtata agctattgtg ccacccggca
  1623901 gaacacgttc gccgttggta tcagttaaat tcaacgtatc tttaatttta tagagttcga
  1623961 atctgaagtg tgaagttgca ggatacgtcc aaaaaccttc ttcggtcgga acgccctcac
  1624021 gctcaaaggc aggcatgatg cccgatgagt tgaaataacc ataggctgcg ccgttattcc
  1624081 atgcaggttt gatggcaatg ccatcgatat tcgttgcaaa aagcccatta cctaaatcct
  1624141 ggcctaatac cggccccaca ttcttgccgt aacgatcgac cgaggtgcag taataaatta
  1624201 ctgccaaacc ttgtggttgt gccacttttt ctaggatagg cactgtagag tcattcggtg
  1624261 catcggcatc gatagtgaaa gtaaaagagc taatcgggaa tgttagtggc atcacgccag
  1624321 cgacgctttc tgaattgctc accaagtgga gtgtacaact ggcgtttact tgtccactta
  1624381 tggccgcacc gaataccaat ataaaaagct tccttgtcat ggcaaattac tcctgtcctt
  1624441 cattgagttt cgaaatcagt tcctgaggaa tgaactgcag caattcgccg aagcttttgc
  1624501 cgatagtttt ttctgaaaaa gccagtaagg caatgaccgg gctactcggt tccatggcgg
  1624561 taaaccactc tcgcacctct ataagccggg ctaatgcatc agccctgttt tggatccctt
  1624621 gctgctggac aggcaccggc tgtgactgta tcggtacagg ttgcaactgt gccgattgca
  1624681 actgtaacgg ctgcaactgt ggggatgggg ttaccaccgc ttgacgctgt tggggagctt
  1624741 caatgggtat ggccatttgt gtctctgcaa ccgtctgtac ctcggcggtc actggcattt
  1624801 ctgtgcttgc tagcatcgct gtggcgactg gatagagctc gacaacttct gggatcggca
  1624861 ccacgatagg cgctatcggg gttatcgcgg catcaaagtg gcgtaacact gaggtcattc
  1624921 tgacaaaatc aggtgtgtct tcaccgaggg agttgttgag gcgcgtggct aatccttgca
  1624981 acaaggcata agcgtgctgg agtgagagaa tggtgtgatc tgatcggttc tgccactctt
  1625041 gcttaacggc ttccagagtc ccttcgtcca atgccccttc ttctcgagga acggagtgtg
  1625101 ctttttcaaa ctctttgatg gaaagttgca cgccagcggc tttgggtaac tgctgattac
  1625161 ggaagtcggc gataaaacca tcaatatctt ccagttcagc aaaagcatta ccgcgcatta
  1625221 aaggttcaaa ttccccttca tcaaacaact gaggatgtag ctgatcaggc caagtgtcga
  1625281 ggcaccaaag tatggcttcc agcccttctt gcaacgcgcc cacaccgacc tgacgcatcc
  1625341 ggcagcgcat cagaataata aacagccgaa tatcccgaga attattcagg agttcaaggc
  1625401 atttacgctc gatatctgtc cagttattgg gttcagcgac ctcaacaaaa ttgccgtatt
  1625461 cagcggcctg cttaggttgc aattttgtct gtagcataat aaatgccggg tcatattcca
  1625521 gatttttgcc acaaggaaag tcacctggaa tgggctgcat catgctttga taataaccgg
  1625581 cacgttcagc gatactctgt tcactcatgt ttgttccttt taacgccatg ggtggacgtc
  1625641 gttgtctatt ttttctgctg ccagcatatt ggccatgaag attattgatt aagagcgatg
  1625701 cattaattaa tcgtgatgca tttcaggctc aaaactcatc ccaccgacat caagggtggt
  1625761 atcactgcgg gctaaccaag aggtgtatcc caattgatgt ccgccatcga gtgttgccat
  1625821 gggaacctca tcggcgctta acaacaactg gacttcccag gcgtattcga acccaacaaa
  1625881 gttacgtacc cactctcgca ataccggtaa gtcttgtccc cagaggctaa agcgcaggta
  1625941 ctgttgcagg ctgagggggc cgaggatcag ttgaaattta tgctgccgat ccaaaacggt
  1626001 attgcccaaa atagcaccgt cgcccaagag catcgcgcct gcaccatcac ccaattgtgt
  1626061 ctggtcgctt tcttccagaa agatccactg ctcggcgtac tccaccatcc gcacggggac
  1626121 gtcaaagtag tactgcaatg cgcccacgag cccttcgggg ttgcgcgctt cacgaatcaa
  1626181 atgggcagag gaggctaacc gggcatgaac cgggagttcg gtatcattaa gttcttgagg
  1626241 atccagcccg gcgagactac cgacatagaa ggagaatttt tcatcactct gccgatctag
  1626301 cgaggcggta tcctgagaga caaaccacgc ccgataaagc tgtgataatg cgcggtgatg
  1626361 aaaaaggtcg acgaaatccg tcatcgtatg atcatgcaac tcggcacggg tataggccag
  1626421 ttcggtcatc tgaagcggca tcgcaccatt tggcccccaa atccctaagc caaaaagttg
  1626481 cagatccatt ttcccgtctc tcatgaccgc gtgagatatc tcacgcggag agaacgtcat
  1626541 gtgcgcactt tgcccgatgc ggaaggcttc ctgttcaggc aagggcgctt ttcctggcgc
  1626601 tggcagggta gggttgcggg cggcattcgc ccgcatcatg ctgataaaac cggcgttcca
  1626661 tggctgagac tcctgatacc aggcgtccag attggcatgt ttttcctggt gaacggattc
  1626721 atcgggtaac attacaggac tcctcgtctg ccagggcggg ctttccaatg accgacacgt
  1626781 cctctttgca tggagtttag ctcggtctcg gtaaacacat ttattgcggc atggcgggcc
  1626841 acataatttt ccatgatcat gccaaataga taagggctga taccggagaa tccttcttca
  1626901 tccacggtca aagtgcagca gatgccccgg ccataaacca gtaggccatt gccgggtaac
  1626961 cggcggatca ccggctcgct tttacagccc accagcgcgt caatttgtgt attcgattca
  1627021 tggtctgaag cgttaacaaa cagacgtagc atattgcgca gtgactcccc cccattcgag
  1627081 tgggacatat ctgacagtgg cagatagttg aagctcaatt ggcgaatcaa acgccaggcg
  1627141 gattcatcca tggcaaaggg ggcgcgtggg gcgctgggtt ggaagacaaa ccgggcaccg
  1627201 tgaacgggcg ctgaatccga catggtcaat tcaaaattac cactggcgga aatcaggcgc
  1627261 ggaagatccc gattagtcac ctgagcttca atagagaggt agcgcaagct atcgccataa
  1627321 ggagcctctt gttgatcgac caacgagaca aagacctcgg tactggcgta aggcgtgcgg
  1627381 gtgtcatatt ttcttttgtt gctatcgccc gttctggcct tgcgggtgat ggagaaataa
  1627441 cgcccaaagt tgccattatc acagtgacgg gtttgataaa gtgggttaaa taccacctcg
  1627501 ttgctggttt ccgcctgttg accaaacact ttattaatgg cgaaaacctc ataatccagt
  1627561 gggcggctac ggtctggtac tacgtgaaaa tcgttcagtg cacggttaat ttcgatctta
  1627621 tccatgcgtt taggaaagag attaatcact ggcgtgcagg ctaacaggaa gcgagagggg
  1627681 gcaacatggc tcaccaaatc ctgcggtaat ctgtccagta ggatgatgat ttccgcttca
  1627741 ccggtatgat tatcgcgcaa actttgcgac agctgtgtca gcgtaaaaaa gtagaaacgc
  1627801 tggcggcagg taaagtattc ctgcaccaga ttatgtccgt gaaagatatt ccatgatagc
  1627861 ggcagtaggc tttggtcggg gcttagccct tcaaaggaca gtggctgatc actgatcacg
  1627921 gtgtcttttg ctgtctctcc gtggcctgcc cgtatgatgg tagcaacatg gctggcgtgg
  1627981 agtagctcga agatatgtga aacgattcgt tcatcaccat caatataaat aggcagccga
  1628041 tcaaggcctt ctaattgtga gaaagtgaga tcgcccacta attttaattt aatgcgtaag
  1628101 gcacctttaa gccgatgata ggcaatgcgg tgcttttcca gattaggcat atccggggga
  1628161 acagagctta gacgcgcttc tgctatttcc agtggccaca actccacatc ctgaccactg
  1628221 cggaactcgc agcgggttgt ctcgccaggt gcgatatggg tgaagaacga gctgcccctg
  1628281 ggaacacaat acccttgagt caaatctcct tccttcagat ttggcttaag ttggatcacg
  1628341 cccattgagg gggttggcga attgtaattg ggatagacaa tgtccaaaag acgctgagta
  1628401 aatttaggaa actcagcatc caacttaatc tgcgttctgg cagataaaaa acagaaggac
  1628461 tctatcagcc gctcaacgta agggtcggcg acttcaatcc catgcatgcc caggcggcct
  1628521 gctattttgg gatgtttttc agcaaactct tgcgccatct cgcgcataaa agtgagttct
  1628581 ttattgtaat agtcaagaaa tttgtgatcc acttactgcc ccggttatta tgtcagcttt
  1628641 ctttcgccct actgtcgaat gtgtttctat gtcaacttca ggaaaatagg cgttggtttc
  1628701 ccggatgatc actatttgca gttgaaaatt tgtcagtcgc ttgtatttgt taactattta
  1628761 ataagttaat atttttgcgt aacaaaatac ctttagtgca aacatgaaaa ataaaaacgt
  1628821 taatattctt ctgatgtgcg tcggtcactg aaaatatttt tcattcaatg gacaaaacgc
  1628881 tgttggagaa gatgttgaaa taatactttt ttaaagcttt attcaatggc gtaaattatg
  1628941 gcatgctaaa gacatagact caatagaatt tgaaattacc attatagatg cggcaatttt
  1629001 atacaaatat tgactactct aatcaaaggg ttatcttctg ttattgttgt gactttagga
  1629061 ctttgatacg ggcaaaattc ctattattaa gaatagggga aaatttttga agaaaattcc
  1629121 taatggttaa ttaataacgg gtattaattc aaaaaaacgc ctattattta ggaatgcgag
  1629181 aaggtgattt gaagaaaatt cctaacggtt aattaataac atgacattaa gtcgagcaaa
  1629241 attcttaaat tgattgaaat tgagtgaatg ttcttttcat ttttattttt tcgattagtc
  1629301 ttagccgcag aaatagttca tggtgcatca agcattattt catgaacaat ttaaactaca
  1629361 catgaacgcc gttaaaaaga ccaggataaa aaacgtggct attacaagga aacatctctt
  1629421 cggcaagctg gacgccactc ttttcaaagg tattgaaagc gcaacaacga tttgtaaatt
  1629481 acgcggcaat ccttacgtag agttagttca ctggttgaat cagctttggc atcaggaaga
  1629541 taacgacctt aagcagatta ttcggtattt tgcggtggat gtggatgcct ttgagcgtga
  1629601 actggctcag gcacttgcga agttacctgt tggggcaact agcatttcag atttttcgta
  1629661 tcatattgag ttggccacgg aacgggcttg gatctatgcc agcctggagt gtttagatac
  1629721 ccgtatccgc agcggacatc tgctgcttgc gctattaacc acaatggaac tgcggagagc
  1629781 tttctttgcg attgcgccaa gcatggaaaa aattccatta gagcatttaa gcaaagattt
  1629841 gaacttcatt acgcaggcat caccagaagc gaatgaagcc gccagtgatg gcagcccgtt
  1629901 gtacgatggt gctttacctg gcgaagccag taatgccatt ggtgcagcca aaagtggtgg
  1629961 cgcactggct caatacacca cagacctcac ggcattagca cgtgaaggca agatagatcc
  1630021 ggtattggga cgtaatcacg aaatcaacac aatggttgat attctcttgc gccgtcggca
  1630081 gaacaaccca ttacttaccg gtgacgcagg ggtgggtaaa accgccattg ttgaagggct
  1630141 agcattggct attgctgctg gctcaatgcc accagcatta agccaggtaa gcctgttgtc
  1630201 attagatatt gtggcgctct cagcgggtgc cagcatgaaa ggtgaatttg aagcgcgcct
  1630261 gaagagtgtc ttggatgaag cgatagcggc agaaaagccc gttattttgt ttatcgatga
  1630321 agtacacaca cttattggcg cgggtggcaa tgccgggacc ggcgatgcgg cgaacttatt
  1630381 gaaacctgca ttggcgcgtg gccagttacg taccattggt gcgacaacgt ggagcgagtt
  1630441 caagcgtcac attgagaagg atccggcact cacccgtcgt ttccaagtac ttcaagttga
  1630501 tgagcccgat gagaacacgg cgatctccat gttacggggc ctgatacctg cgctagaaaa
  1630561 gcaccacggc gtgtggatta tggacgaagc tttacaggcg gcagtacggt tgtctcatcg
  1630621 ttatatccct gcgcgtcagt tgccggataa agcgataagt ctgcttgata cggcttgtgc
  1630681 acggatcgct gtcgcgcagt tttcacaacc aatagagcta cagcacttaa ccttccagag
  1630741 tgagacggcg caaactgagc tggtttcctt agagaaagcg cggcactttg gtaaagcgca
  1630801 ggatgcgcgt actgagcagt tgaaaacatc cattgctgaa catggcgagg ctgcggataa
  1630861 gcttgatcag cgttggcagg cagaacgcga attggtatca gcgattacga ccataagaac
  1630921 cgcactgtat gacttggttt ctcagccaga gcctgatgag gaaaaacgtc gggcttatca
  1630981 agcgcaatta gttcagttgg aagcgcagct ttctcaggtt cgcacttcac tgccgttagt
  1631041 gcagacagaa gtcaacgctg aagtgattgc cagtatcgtt gcggattgga ccggcattcc
  1631101 ggttgggcaa atgctcaaag acgatattcg ggcggtaatg gagttgccac agcgccttga
  1631161 agcacgtgtt attggtcagc cccatgcatt gatgcaactg ggtgaaaata ttatgaccgc
  1631221 acgcgctggc ctgtcagacc caaggaaacc attgggggtc tttatgttag tggggccttc
  1631281 aggtgtgggt aaaacagaga cggccttagc gatcgccgag agcatgtatg gtggtgaaca
  1631341 gaatatgatc actatcaata tgagcgaata tcaggaatcg cataccgttt cctctttaaa
  1631401 aggttctcca ccgggatatg ttggatacgg tgaaggcggt gtgttaacgg aagctgtgcg
  1631461 ccgtaagcca tatagtgttg tgttgttaga tgaaatcgaa aaagcgcact ctgatgtaca
  1631521 tgagttattc ttccaagtgt ttgataaagg ccaaatggaa gatggtgaag ggcgttttat
  1631581 cgattttaaa aatactatct tgttgttaac cagtaatgtg ggcagcgagt tactgagtaa
  1631641 cttattagct gatccagata ctgcaccgga tcaggatgga atattaagtg cgttgcaacc
  1631701 tgaattgctg aaagttttcc ccgcagcatt tttagggcga gttacggtta ttccttatct
  1631761 tccgttacag caagatgcat tgcagcatat tgtacggttg catttagatc ggattggcgc
  1631821 tcgtttatac tcgcagcatc aattgacact gaaatacagt gatgaagtgg ttgaagatgt
  1631881 tgttagccgc tgtgcggtct cagagaccgg tgcgcgtatg ctgatccgtt acattgaaca
  1631941 aaatattacg ccaaaaatag gtaaatatat tttaggtgat agtgatgtga agcctgagca
  1632001 aattattttc gttcataaaa atgaaaatgg attcgtgatc gctttacagt gtaaagatga
  1632061 cgaaaactaa agatatcacg tttaagcggg tatcgatcct atagactttt atctcagtaa
  1632121 tacttattgc agatggacat gctaaaggat gaaaaggaat ttgctatttc ttgagaaaag
  1632181 aaaggcaata aaaaatagct agtattggca tgagcgaata ttaactatat atttaataaa
  1632241 tctggatttt taaattaaag gatgaacgca atgcgtaaat taaatcttgc tgtatgtgca
  1632301 gtggctctgt ctgttatctc ttcaacttct tatgctgctg ctggcggtac tgttacgttc
  1632361 aacggtaaat tgattgctga tacttgtcag gttgataccg caagcgagaa tatcacggta
  1632421 acactgccta ctctttctat ccagtctttg gctgtagctg aagctcaaga tggttctaag
  1632481 gactttgaaa tcaaagttct ggattgcccg gcaacactga ctcaagtcgg tgcccatttt
  1632541 aatgcgattg atagctctgg tgttaatccg gcaaccggta acttggtgaa caaagcacca
  1632601 actgatgctg cgggtaatgt tgaagtgcgt ttgtacaacg ttgatgacag cagccagatc
  1632661 cgtgtaggtt caacgggtaa catggtcaac atcgtcaaag taggtgctac accaggtaca
  1632721 gctaatctga cctatgctgg tggttattat gcaacagatg caactacccc aggtgaagtg
  1632781 aatgctaaag ttgaatacgt tttagcttat aactaatcac cgattagggt gataggcgtg
  1632841 tggtccactt tatgtgggtc accgcagcag taaagcataa cagcttgctg ccgaggcgga
  1632901 taaaacgctg cggtagcaag tctgttataa agataagtct gctgatttaa agcattgtta
  1632961 tttggtagcg tgatgttttc aaaaataatt attttagtgt tgtcgctgac gataagcagc
  1633021 atccccgcgt ttgcagctat gacgatcagt ggcacacgtg tgatatttcc ggcagccgaa
  1633081 aaagaagtga gcatacgcac caataataaa ggcgtacagc cggctttagt ccaagtttgg
  1633141 gtcgatgacg gaaaaacgaa tgctaacatc aatagcatga agcttccttt tatggttacc
  1633201 ccccctgttt ttcgcgtcga gccaggtaaa gggcagaccg tgcgaatgat ttataacggc
  1633261 atggcattac cacagaataa agagtcagtg ttctggttta atatgctgga aattccggca
  1633321 gtaaagaaag agggtaatac ccaaaataag ctagaattgg cttttcgtac ccgaattaaa
  1633381 gttttttatc gtcctacctc attagagagt aatagtgccg cacaaagcgc ccagttgaaa
  1633441 tggacgttgg ttgacgataa tcaaaaaggg cgcggtgtga aagtggtgaa ccctacacct
  1633501 tattatattt cctttgacag cgggagcatt actgttggcg ctaaaagtgt cgaaataata
  1633561 acggatatgg tccctccgtt ttctgaaaaa atgtttttcc caaaacttaa gttattgggt
  1633621 tcgacaagta tttcaaagat gaattataaa atactaaatg attatggcgc agccattgat
  1633681 gaggaattat ctttctctca agggcaaggt gtcttagtga gtaagaaaaa ataattatat
  1633741 cttgctgaaa acaatataat aactctatgg cgtcaacgca ttagtttcgg acaggaaaac
  1633801 gtaaacatct tttgtaagcg atgtgataag tcgtctgata ttaaaaaagg gagctttgct
  1633861 agtgaaccgt acagatatag cgtgctacat agaaaataat atcggcaaat taaattattt
  1633921 accctacaaa gcttcattga gtgttgcggt tatttttata ggctctgttt tactcgtaac
  1633981 taagagtatc tctgccgtac caatgtctca ggatacaaat gagagcgcag cagtgatacc
  1634041 cgttgagttt aacgccgact ttattcacgg tggtggggtc gatgtcatgc gatttatgca
  1634101 tgaaaaccct gttgcaccag gagtatacga tgtcaccgtc atcattaatg gcaaaaatcg
  1634161 cggtaaacac cgtatccgct ttgaattaag cgaaggggaa tctaccgcag aaccttgttt
  1634221 taccttggaa cagcttgatt ctattggcct gaaaattgaa acaagcgata cagatttatt
  1634281 agtaaacgga aaagcagcac ccaaagatca gtgttacaac ttaagggcat tgattaaaga
  1634341 cagccatgtt aactataact ccggtgatct tgaactttca ctcaccgtac cgcagtttaa
  1634401 tttggtgcat catccgcgtg ggtatattga ttccagtttg tgggatgcgg gtgggacagt
  1634461 tggttttctg gattacaaca gtaatgttta tagcatcttt aatggccgct ctaacagcga
  1634521 tgtaggttca gataactcaa atagctacaa cagtaatatt gggctatcag ccggtattaa
  1634581 tcttggtgag tggcggttca ggaagcgtct taatacgacc tggtcgaata gcagtggtat
  1634641 gcacactcag aatctgtatg ggtatgccgc gacagatatt accgcgttaa aaagtcaatt
  1634701 aacgattggg gataccaata cccaagggag tttattcgac agttatgcat tacgtggtgt
  1634761 gctattggca tcagatactc ggatgttgcc ggagggaata cgtaattact ctcctatcgt
  1634821 cagagggata gctgagacaa atgccagagt gacggtgacg cagcgcgggc aaattattta
  1634881 tgaaacggtg gtcacaccgg gagcctttga actgaccgat atcggcacga tgtcgtacgg
  1634941 cggtgattta caaatgacga tcacggagtc tgatggacga acgcgtatcc aaaggatccc
  1635001 gttttcagct cccccgatgt tgctttacca aggggtgtcc cggttcgatt tttcggcagg
  1635061 tcaactgaat gacagttcga taaaccataa tccggcgatt gtccaagggg cataccatta
  1635121 tggtttggga aatacgtata ccctctatgg tggggcgcag gttgctgaga attatcgttc
  1635181 ggttgcgata ggtaacgcgt tcaatacccc gttgggaggg gtatcgatgg atatcacaca
  1635241 tgctaaaagt gaattagcgg gtgatcgtcg ctccagcggt aatagctata aaattgatta
  1635301 ctccaaatac gtaggagaaa ccgataccaa cctgacattg gccgcctata gatactcttc
  1635361 cggtgggtat tacagtttta gggaagccag tctggatcga gcctgtccat aattctgtgt
  1635421 aactgccacc gtattaaagg tgatcgctca ggcggtcacc gaactcgata ataaaacggc
  1635481 tcatcgctaa ccgccagttc tggatcggca tactccattt ttttgatgca tccttgatcg
  1635541 ccaaataaac aaccttccgc actgagtcgt ctgtcgggaa cactttgcgc tttttaatgg
  1635601 ctgcacggat cacgctgttc accgattcga tggcattcgt ggtgtagata gccttgcgga
  1635661 tatcgggcgg atagccgaag aatgtattga gattttccca gtgcgtacgc caacttttgc
  1635721 taatttgcgg gtatttgtcg tcccaggcct ccgcaaactt atccagcgcc atcagcgccg
  1635781 cctcttctgt cggagcctga tacaccattt tcaaaccgct ggtgacggct ttatagtcct
  1635841 tccatgacac atatttcagg ctgttgcgta ccatatggat gatgcacagc tggatgtgag
  1635901 tctgcggata aacactgttt atcgcatccg ggaacccctt caggccatcc acgcaggcaa
  1635961 tcagaatgtc ctgaagaccg cgatttttta gctctgtcag cacacttagc cagaacttcg
  1636021 caccttcatt ttctgccagc cacatgccca gcagctcttt ctgaccttca gtgttgatgc
  1636081 ccagcgctag gaacactgct ttgtttatca cgctaccgtt ctggcggact tttacgacaa
  1636141 tgcagtccat ataaacaatg ggatacagag catccagttg gcggttttgc cattcagcaa
  1636201 cctgctcttt tacggcatcg gtgactttag atatcagcgt gggagacaca tcggcgtcat
  1636261 acatctcttt gaaggtggcg acgatttcgc gggtggtcat gcctttggcg tacagggaca
  1636321 aaatctggct gtccatctgt gtgatacgcg tctgattttt ctttatcagc tgcggttcaa
  1636381 aggtgttttc gcggtcgcgt ggcgtattca gctcgatttc gccgttgtcg catagcagtg
  1636441 ttttggacga atagccgttg cgggtattcg agcctgattt aggggtattt ttctcgtgcc
  1636501 cgaggtgttc ggtaagctct gcatttaacg ctgtttcgac ggtaagcttt gttagcatac
  1636561 gagaaaatgc attaaggtcg gcttcggttt taagaccttt agccagttca gccgcaagtg
  1636621 ctttaagttt cttttcgtcc ataatttgcc tgtctccgtt gttggagtga agatatcaaa
  1636681 aacaggcaat tacacaatat tgtttacagt ctcaaataaa acaaagcggc gtcggtatgc
  1636741 tctgctgcca gaatagggga gatctgtgcg cggatcaggg tatttcgcca cagctccaca
  1636801 ttttcatccg aagggttttt gataaaagta tgataaataa aaactaaata agctgccttt
  1636861 ctaacctctt ctgccgagcc attgctggtg gagcgaataa acatttgcgt ttggcgtggc
  1636921 cccatctctt gcaacatcga ttcaatataa atcggtttta ttttcagtag gttagagatt
  1636981 gtatcgatag ctttgcgggt atctgatgtc aatacacgat agcccacaat aaaaaccacg
  1637041 atcaaaacag caataattat ccacgtcatt taaggtttct ttacgccata gaagatgaat
  1637101 ttagcaatgt aaatctatcg gcttattaaa tttccataag ttgttaaatt gcgataagtt
  1637161 attaaattgc tataagttat taaattgtca taaaatatta gattgccata aatagacaac
  1637221 atcaacaaag tactcacgta ttatcgccac tgaagttatc agtatttttg tgctgactat
  1637281 tcaggtgaag attaaacgcg gcagcatctt ttgccagagc atcaaggtgt gcccccagca
  1637341 ttttcatttg cctgaccagt gaatgctgtt ccggtagtgt attcgccgta ttgagttttc
  1637401 ttagcagcat ctcattcttc acccgcaatg cgctttcccg ggcttttgat tgttccagct
  1637461 catattgcaa cgcattatag cttgattgcc atgtcttatg ctgtttctca aaagttgact
  1637521 gcaactcact cattgctttg agaaattgta cttcaagctc acgcattgtc attgcttttc
  1637581 ctttatggcg tcttccgatt tccagcggca gtataacgaa atctgagcat aacctcatcc
  1637641 atcaactctg tcttgtcttc ctgattgtgg gctaaccgat gatattgtag ggtaaccgat
  1637701 gatattatag gtgagccaat attgtggttc gaccaatatt ggttcatcaa cagacggtga
  1637761 aacgactgat cgtggggccc gtcagctgat gcattattgt ccgcttgcca ccacggagac
  1637821 acaatttatt tctttgttac ctattcgcaa gtgtaataat taagtcttgc tattagtgtc
  1637881 tcatcatgcg ttaatagcat catcggtttg tagcacagac ctatttatgt aagccattta
  1637941 aagtaaagag ttcctagtta aagcgatatt ttttagacat cacttctccg acgaattacc
  1638001 ttcttttgtg cccccataag taactcaagc agacctcaat tgccatgtag tggcacaaaa
  1638061 taatgaagga aatatattta tgtctaataa aatgactggt ttggtaaaat ggtttgatgc
  1638121 tggtaaaggt tttggtttta tttctcctgc agatggcagc aaagatgtat ttgtacattt
  1638181 ctctgcaatc cagggtaatg actacaaaac tcttgatgaa ggccagaacg ttgagttcag
  1638241 catcgagcaa ggccaaaaag gcccttcagc tgtaaacgtt gtagcactgt aattcacatt
  1638301 actgttgtta acgtttagct gtaaatagat ttagaagcct cgtcttttga cggggttttt
  1638361 tttattattt tttggggcga caaaaattgt aactcttgtt atcacctgtc acctgtcacc
  1638421 tgtcacctac cacctaccac ctacaaccta caacctacaa cctacaacct atcccccttc
  1638481 ctcttgcttg atgttttcgc catgttagct attctcaaac tcgtttcgtt aaatatgaac
  1638541 acctgaatca actcatttat atcggctcat tttttgggtt gtaatacgca tgagcctttg
  1638601 cctgatgcct ttggtgtgtt caaaaaatag gctaatttag gtgaaaataa taacccgatt
  1638661 accgtagata attcactcaa taagttagcg tgagaataat aatcaagcca atcaatagcc
  1638721 tggggctttt ggttcttttc tactactttg ggttctttgc tactaatagg tcagtggctt
  1638781 gatcagatgt catattgaac agaatgagaa aaatttattt gtcttttttg ggttctagat
  1638841 caatttcatg ttttatctat tttatttttg tctgatttta ttttgatttt tatcatataa
  1638901 ttctgaaatt tatgggttaa cttctttaat gttccttttt aaagggtgag aatcagacgc
  1638961 taatgctgtt atgagcatgc attacccata tttatgttta gtgctacgct taataattcg
  1639021 ttgaatctgt gcctgacagg caatcactta tatattcgct gattgattta tcaaaggaag
  1639081 attaatgtct agacgtctat ggcttcgaaa caccttggtg gcaactgcgt tattgagcgt
  1639141 tttttctgtc ccagtgagtg ccgcaactca cacattgcaa ttagctatcg gtgatgagcc
  1639201 gaccgaaggt tttgacccca tgttaggctg gagtcacggt agctatctat tacttcacag
  1639261 cccgctactg aaacaaaatg aagattttag ttgggatagt ctgttgctca gccagtacca
  1639321 gcctagtgat gatggaaaaa cgtggttgct gacacttaag cctgacctta agttctcaga
  1639381 tggctctcct ctcaccgcaa aagatgtggc ttttacctac aacaacgccg cggccagtgg
  1639441 cgggaaagtg gatatgggga atttcctcag cgctgaagtt atcgatcccc tcaatgtccg
  1639501 catccacttg aaagcaccac aaagtacatt tgtgaatgtg ctgggttcac tgggcattgt
  1639561 ttcagccgat aaatacaatg caaaaaccta tgcacaaaaa cctattggcg cgggtcccta
  1639621 tcgtttagtg agtttccagc cgggtcagca aatgatcgtg gaagctaacc cttattacgc
  1639681 gggcaataag aacgattttg ataaattgat ttttgttttc cttgatgaag atagtgcctt
  1639741 cgctgccgcg caaagtgggc aattaggtgt cgtgcgtatc cctccctcca tggcagtagg
  1639801 ctcggttaat aacatgaagt tgtgggtccg gccaagcgtc gaaaatcgtg gcattgtgtt
  1639861 cccaaccact cctgcaggca aaaaagacgc acatggttac cccattggca atgatgtgac
  1639921 cgccgatgtt gctatccgtc gtgccattaa ctacgccatt aatcgccaat tattggccga
  1639981 tcaaatcatg gaaggtcatg ctattccggc ctataccgga gtgcagggct tgccatggaa
  1640041 taaccctgat tcagcgatta aagatggtga tattgataaa gctaaacaga tattggagca
  1640101 agcgggctgg cagcttaata gccaaggcac cagagagaaa aatggcctac cggccaagat
  1640161 aacgctttgg tataccagcg gtgataccac ccgccgggat ttggcacagg cgttacgctc
  1640221 gatgttgaaa cctatcggta tcgatgtgga tttaaaatcc ggcagttggg aaacggttga
  1640281 gcgcaatatg catgccaacc caaccttatt tggctggggg agtcttgatc ctatggagtt
  1640341 gtatcatcat tacagcagca atgcggctgg tgttgaatat tataaccccg gttactacaa
  1640401 gaatccgatg gtcgataaac atctgcaaca ggcgttggat gcaccgacct ggcagcaagc
  1640461 ggtacccttc tggcaacagg tggattggga tggtacgacc ggtgccggta tccgtggcga
  1640521 tgctgcgtgg gcatggttgt tgaacatcca gcatacttat ctggccaata actgcgttga
  1640581 tttaggtaaa ggaacaccgg aaattcacgg ctcctggtca ttgctcaata gtattgatag
  1640641 ctggaaatgg acctgtcagt gatgaagggg atctcgctgt ttactctgcg cttaatttgc
  1640701 ctgctgctgg tcaccgcagc cggtactttt acattgctga gtttttcccc tgttgaccct
  1640761 atacgtgcct atattggtag cgatttactg catgtgccgc cagagcaata cccactgatt
  1640821 gcggctcgtt gggggctgga tttacctttg tggcaacgtt ttttgcattg gtttactcaa
  1640881 gtgctccaag gggattttgg ttactcgatg ctgtataacg cgccggtttc tcaggtgata
  1640941 ggtgagcgtt ttgctacctc gtttgcgtta ttggtatcgg cctggctatt ttcgggaatt
  1641001 gtcgggttgc tattggggtt gaccgctggg cgctatctca accgttggcc tgatcgtctg
  1641061 atttcaacgt tgtcctattt attggcatcg ttgcccacct tttggatcgg tctattgttg
  1641121 ttgtcgttat ttgcggtgaa gctcaattgg gcccccattt gctgtgcatg gacgccaggg
  1641181 agtcaggccg agaccgccag ttggggggat aagcttcacc acctgatttt accgatgcta
  1641241 gcgctggggt tactgggggt tgggaacatt gcactgcata cccgtgccag agttgctgaa
  1641301 gtgatgaata gcgaatttat tcgctatgca caggcgcagg gggataaagg ctggcctttg
  1641361 gtgaacttcc atattttacg ccatgccatt acacccgcgc tttgcctgca attcgcttca
  1641421 gttggcgaat tactgggggg gtctttattg gccgaaaaag tgttcgccta tcccggtttg
  1641481 gggcaggcga cgattgatgc cgggttgcat ggtgacattc cactcttgat gggaatagtg
  1641541 atgttctgcg ccatattggt cttttgcggt aatagcattg cgaatgcctt gttacaccgt
  1641601 ttgaaccggg gggctgcgcg gcaattatga cttataaccc aaaccgggcc ttgttccggc
  1641661 tgttcgtctc actggtctta ttatctattt taatcgttta tggttggcta atttatggcg
  1641721 ctgaagttcc aatggattta atggcccgcc ggcaaccacc ttcaacgacc tattggtttg
  1641781 gtactgatag cttggggcgc gatttatggc tgcgctgttt tcagggaatg actaccagct
  1641841 tgcaaattgg cctgattgcc gcgtttgcca gtggtctgct cgccatgctg acggccagtt
  1641901 tatgtgccgt taataaaacc ctcgattatc tgatccgtgg gttgattgac agtatgttgg
  1641961 cattgcctca tttattgctg ttagtcctga tttgcttcac gttaggaggc gggaaacaag
  1642021 gggttatcct ggcggtagca ttaacccact ggccaaagct ggccttgatt ttacgtgccg
  1642081 agattttacg tattcgtgag acagattatg tgatgctgtc tcatcggctg ggcaacagta
  1642141 atttctactg ttggcgtcat catctgctac cgttattact accacagtgg attgttggca
  1642201 cactgttgat gtttccccat gcggtgttgc acagtgccgc actcagcttt ttgggcttcg
  1642261 ggcttgcgcc tcatgaaccg tcattgggga tattactggc cgatgcttta cgttatctga
  1642321 gcagtgggtc atggtggctg gcattttttc ctggcttgat tttggtggga ttggtgctga
  1642381 tatttgatca gttcgcgcga tcactacaac aactctgggt gaggttagcc tgatgctgag
  1642441 atttgaccaa tttgctattg atgtcgctca ttatcgttgg ttgggccgga aaacctggca
  1642501 cccgttgttg agccatattt ctctggatgt gaatccgggg gaattggtgg cattggtcgg
  1642561 cgggagtgga gagggtaaga gcttgttact ccaaagtgtc ttgggtttat tgccggagaa
  1642621 tatgcggtgc catggcgaga ttatcctcga tggtgaggta ctgtgcgccc gcgataaaat
  1642681 tgagcagcgg ggtaaaacct tatgttatgt cccccaaggc gtcagtgctc tgaacccact
  1642741 gattaaagtt ggctcacaaa tcacccgagc agcgcaactc agtggtgtaa aactgcgttt
  1642801 ggaagatgtc gccatgcagt tgaaaactta taatcttgcg ccggggctgg taaatgattt
  1642861 cccgcgtcag ctctcaggcg gcatggcgaa acgggtactg accagctgcg cgaccttgac
  1642921 ccatgcccgc tatattctgg ccgatgaagt gacctcatgg ctagatgaag accatgcttg
  1642981 ccagttactg acgcatctgc gtgctttttg tcagcagggg cgcggtattc tgtgggtaac
  1643041 ccatgattta gcgttggccg cacgttttgc cgataaaatt gcggtgttac ataaaggtga
  1643101 gttgcacgaa acattgagcg ctgacgaact gaaaaatagc ggtggtagcc catggttgca
  1643161 gtcactctgg gccgcattac cggaacagca atttgtcagc aagccaatcc cactggctga
  1643221 ggtggccgac tatgcttagt gtcgagaatc tgaccatcgt tcaaagcgga aagcggctat
  1643281 gggagtcggt atccttcact ttggcaccag gggaacgatt aggtatctca gcacccagtg
  1643341 gctttggtaa aacgacgctg ggccgggtat tagcacaatg gcagtcggca actgcgggtc
  1643401 atatcctgtt agaggggaaa ccattagcta aaaaaggata ttgtccggtc caactggttc
  1643461 ctcagcaccc agagcaaagt tttaatcctt atcgcaccac cggtgagagc ctacatgatg
  1643521 cctggcggcc cgatgctgat tggttggcgc ggatggcggt taatcctgat tggctgcaac
  1643581 gcaggccgga tgaattatcg ggtggtgaat tggcccgcat tgctttgtta cgcgcgctgg
  1643641 atccacggac gcgttatttg attgcggatg aggttaccgc acaattagac gcccgtattc
  1643701 aggctcaaat ttggcaagtt ttattggaag aagctgaaca ccgtcgatta gggctcattg
  1643761 tttttagcca taataaggca ttattagaaa aagtgtgttc acgtatttgg atccctgaaa
  1643821 gagaaagtaa aactacaatt tatccaacgc cattggttaa accccatttg gggttagcaa
  1643881 tggtaaaaac gggttaatgg taaaaacagg ttgatgctaa aaataggtta atactaaaaa
  1643941 gaaccgtgga atgcgattaa attaaatatc acagctagaa taataactaa tagtgattgt
  1644001 tgtagaggtg ttttaatgac acttgttttt ataaaaatat tgattgagat catgtttgtt
  1644061 attaatgatt ggagttacaa gcttgatcgg gggcgttatt gtggcgagat aaatttacac
  1644121 attagaatgt gtgggtttta atttctgcct gtaatttatt ggcgtcttat agacttggcg
  1644181 ttcattataa ctctagcatg gaatgcgaat ttattgattg ctgattacgg gggtgattcc
  1644241 ctcaggcgct ctcttgccgt tagccatctt atccataaga ttttacgttt ttttgaatgt
  1644301 aaaacaggtt tttcatggtg ttgatggtaa atgctgcgtc agattgggtg ctttttaatt
  1644361 tattgatttt aaagtttttt tgttttaatt ttaactgatt ttatactttt gactataaag
  1644421 ttataaaata atggtgaaat ttccaagttt tagcctatat tctttatagg tgaagcatct
  1644481 atagcaatga attgattttt agcgtctttt tttacaaaaa taatgatgta aaatctaact
  1644541 catgataatt atttattgac tatgtaaagt aaatccgtaa tggattttat tatcaattat
  1644601 ccagtgtaga caaatacagt aaacgtattg ccctttggta aaaaaatatt tctgaacact
  1644661 gtttttatgt tgaattcgct cactgagcgc ggtaaaaata ctgagcgata aaattatcat
  1644721 acaaataggg tggtggataa tttgtcttga ttttagcttg ctggcaggca gcaggttaat
  1644781 ggaagtttaa atgtagggtt agcgttaaag ataaggattt aacctaatgt acaggaggat
  1644841 gtgcttaatt ctgaaatatt ctaacgagtg ggtataaata acctattctt tatcttctat
  1644901 ataccttctt cattgacgtt gcagcggtct cagcggcgct cattcatccg aatcactggc
  1644961 gggagtcagc gcatcgtgat gcgctcgttt gtctggctgt aacacgagag accttggata
  1645021 taggctggga agatcatagg tttagtcagt tgctttttct cactttcact ttcttaacat
  1645081 gatacaggag ggcttatgca gctcacccca agagaagttg aaaagctcat gatctacacg
  1645141 ctgtctgatg tggcgtttaa gcgcaaagcg cgtggcttga aactcaatta tccggaagct
  1645201 gtttctatca ttactgtgac tgcaatggaa ggagccagag atggcaaatc cgtagaagat
  1645261 gtgatgaagg aagccagtaa agtgctgacc aaagatgatg tgatggatgg ggtggcagat
  1645321 ttgatcccga atgttcaggt tgaggcgatt tttaccgatg gcagccgtct ggtcacggta
  1645381 cacgacccta ttaagtagtg acggcaacat gcgagtaaaa cctgaactga ttattgcaga
  1645441 ggattcaagc atgagcgcga agaaaagtac gaaagacagt aaagaacaga atacgccact
  1645501 gggtggcctc gttttagcgg aaacaccaat tacgtttaac gaaaataaac ccgtgaccaa
  1645561 agttaaagtc cgcaataccg gtgaccggcc aattcaggtt gggtcccatt tccatttctt
  1645621 cgaggttaac cgcgcactgg aatttgatcg tgcagcagct tatggcaagc gcctcaatat
  1645681 ctcctcgacg acggctatcc gttttgaacc tggtgatgaa actgaagttc cgcttatccc
  1645741 ctttggcggc aagcagacac tgtatggttt taacaatctt gtcgatgggt ggaccggtga
  1645801 gggtgtggta cccaacagtg agcgcccgga taaactcgcg gctatccgcc ttgccgccga
  1645861 gcgtggtttt aaatcatcta aataacgcct tgtttacaga gcaaatcatc gaaattcgca
  1645921 tacgtgtaat ggggtaaagc agttacacgc accggaaaaa gaaaggagcg acagatgcct
  1645981 caaatttctc ggcaagaata cgcgggtcta tttggcccaa caactggcga taaaatccgt
  1646041 ttgggtgata ccaatctgtt tatcgaaatc gaaaaagact tgcgtggata tggtgaagag
  1646101 tcggtttacg gtggtgggaa atcgctgcgt gacgggatgg gggccaacaa taatctgacc
  1646161 cgcgataatg gtgtgcttga cctggtgatt accaacgtca cgattgtcga tgctcgctta
  1646221 ggggtgatta aagctgacgt cggtatccgc gatggcaaaa tcgccggtat cggtaagagc
  1646281 ggtaaccccg gtgttatgga tggggttacg cagggtatgg tggtcggtgt gagcaccgat
  1646341 gctatctctg gtgagcattt gattcttact gccgccggta tcgatagcca tattcatctc
  1646401 atctccccgc aacaggccta tcatgcgctg tccaacggtg ttgcaacatt ctttggtggg
  1646461 gggattggtc caacggatgg cactaacggg acaaccgtaa caccagggcc gtggaatatc
  1646521 cgtcaaatgc tgcgttcgat agaggggtta cctgtcaacg ttggtatttt ggggaaaggt
  1646581 aattcatacg ggcgcggccc gttgctggaa caggctattg ccggtgttgt gggctataaa
  1646641 gttcatgaag actggggcgc gacggcgaat gctttgcgtc atgcgctgcg gatggcggat
  1646701 gaggtggata ttcaggtttc ggttcatacc gatagcctga atgaatgtgg ttatgtagaa
  1646761 gatactatcg atgcgttcga aggccgcacg atccacacgt tccacaccga aggggcgggt
  1646821 gggggccatg cgccggatat tattcgggtg gccagccaaa ctaacgtact gccaagttca
  1646881 accaacccca ccctgccgta tggtgttaac agccaggctg agctgtttga catgattatg
  1646941 gtgtgtcaca accttaaccc gaacgtacct gctgacgtct cctttgccga aagccgtgtg
  1647001 cgcccagaaa cgattgctgc tgaaaacgtt ctgcacgata tgggcgttat ctccatgttc
  1647061 tccagtgact cacaagccat ggggcgagtg ggggagaact ggttgcgtat tttgcaaacc
  1647121 gcggatgcga tgaaagcggc tcggggcaaa ttgccggaag atgcggcggg taacgataat
  1647181 ttccgcgtgc tgcgctatgt ggcaaaaatc accattaacc ccgcgattac acagggggtt
  1647241 agccatgtta tcggatcggt tgaagtgggc aaaatggccg atctggtgct atgggatcct
  1647301 cgcttctttg gtgcgaaacc gaagatggtt atcaaggggg gcatgattaa ctgggccgcg
  1647361 atgggcgatc caaatgcgtc actgccaaca ccacagccag tgttctaccg cccaatgttt
  1647421 ggcgcgatgg gcaaaacgct acaagacact tgtgtcactt tcgtttctca ggctgcactt
  1647481 gatgatggtg tgaaagagaa agcggggctg gatcgccaag tgatagcggt taaaaactgc
  1647541 cgcacgatct ccaaacgtga tctggtgcgt aatgaccaaa caccaaacat tgaagtggat
  1647601 cctgaaacct ttgcagtaaa agtggatggg gtacatgcca cctgtgagcc aattgcaact
  1647661 gcgtcgatga atcagcgcta tttctttggc taacctctct ttggctaatc tgaggtagca
  1647721 gcgttaatcc cgttaccggg gcgttgtaat actcaaagta agtagggtac tacccggttt
  1647781 cagcattcag tttgtccaca gtaaaggcgg tatccaacgt tattggtgtt gcgggcaggc
  1647841 ggcaaatgaa cgtcgttaat agccagtgct tcagatacga agggtgaatt cagttcctga
  1647901 tatggggtgt aggaaagtcc ttgggctgaa tatcgttgaa caggatgtca ttactgtggg
  1647961 caactgatct acacaaggag tgaacaacat gattttgata gagcacattc tgggtaatgt
  1648021 gaaaaaagat ccggtttggc gggaaaaact gaaagatgcc actttcgatc ttttgatcct
  1648081 ggaccaacgg gaagcacaaa aaagccgttg ccgaaaatcc agtactcaag gtctggatct
  1648141 gggtatttct ctcgaccgca acgtggtcct tgctgatggt gatgtactgg catgggatga
  1648201 agaaaccaat gtggccgtgg tggtacagat caatctacgt gatgtgatgg tgattgactt
  1648261 gagtgaactg aaaagtcgtt cacctgatga attaattaaa acctgctttg aactgggaca
  1648321 cgcgctgggt aatcagcatt ggaaagcggt gaccaagcat aacgaggtgt atgtgcctct
  1648381 gaccgtcgcg acaaccatga tggactccgt catgaggacg cacggcttcc aacatctccc
  1648441 ttttcgtttc gtgaaaggtg ccgagatttt acctctgctg acgaactccg aagcccggct
  1648501 actgtttggt ggtgctgagg ataccgacac gcacgttcat gttgccagcc cccttgatga
  1648561 acctcatggc tctggtctgc acattcacgg tattcactcc cacgaagaag gccatagtca
  1648621 tggtgatcac gatcatgacc acagccatag ccatggtgat catgaccacg accataaaca
  1648681 ctgattcagg cagcgaggca ccgcgatgaa cgcatcagat ctcattcgta tcatgcaatt
  1648741 tggtgattcc gtactgccgg tcggggcctt tacgttttcc aatggcgtgg aatctgccat
  1648801 tcaaaccggc atcgttcatg atgtagcaac attgaaaggc ttcgttttga cagcgttgaa
  1648861 gcaggcggcc agttgtgacg gcatgggcgt tgttgtggct catcgtgctg ttgtggcaga
  1648921 tgaccgtgac ggtattatcc gtgctgattg ggcggttaat aatcgtaagt taaatgaaga
  1648981 aagccgcctg atggcaaccc gcatgggtaa aaagctggca gaaatgtcga tccatgtggt
  1649041 ggagcaccca ttgatcagct ggtggttgga acaaatcaaa aatggcaaca cggcgggcac
  1649101 ctatccggtg actcaagcgg tggttatggc agcacaaggg atcgggcaac gggaagtggt
  1649161 tgtgatgcat caatacggtg tggcgatgac cattttaagt gcggctatgc gcttgatgcg
  1649221 cgttacgcat ttcgatacac agcatatctt atttgaactg aaccatgaca ttgagaaatt
  1649281 ctgcgatatt gccgaaatcg gcgatatcaa ccagatgtct tcttatgtcc cgattgtgga
  1649341 tgttttggcc gccgtacatg tgaaagccca tgttcgcctc tttagtaact gagtgaccgc
  1649401 ggtgtgaacg atcgagacat gaataatgta tcgataaaaa tgaattcagg gtgctgcggt
  1649461 gaggtgttag ccgagtacct accccaaatc agataaaaag aatgaagagg attatcccgt
  1649521 gaccgataaa agcacagcac gtaaaaaaat aacccgtatt ggtattggtg gtccggtagg
  1649581 ttcggggaaa acggccatta tcgaagtcat aaccccgatc ctgattaaac gaggcattaa
  1649641 gccactgatt atcaccaatg acatcgtgac gaccgaggat gccaaacagg taaaacggac
  1649701 gctgaaaggt attctggacg aagagaagat ccttggggta gaaactggcg cttgcccgca
  1649761 taccgcagtg cgcgaagacc cgagcatgaa cattgctgcg gtagaagaga tggaagagcg
  1649821 cttccctgaa agcgacctga ttatgattga aagcggcggg gataacctga cactgacatt
  1649881 cagtcctgca ctggcagact tctacatcta tgttattgat gtggctgaag gtgaaaaaat
  1649941 tcctcgtaaa aatggccccg gcttggttca ggcagacatt ttagtgatca ataaaattga
  1650001 cctggcacct tatgtcggtg ccagcctgga tgtcatggag agtgatacca aagtcgtgcg
  1650061 cggcaatcgc ccttatattc tgaccaattg caaaactggc cagggcattg aagaactggt
  1650121 cgatatgatt atgcgagatt tcctgtttac ccatgtacag ccggaaggag aacaggcatg
  1650181 acagcacaga gccagaatat cgtggagacg ccttcacggg ttcgcgctca cgcattaggt
  1650241 gttaacgcgc cggaattagc gaaatatcag gatgaaccgg cgcaaatgcg tagcggggcg
  1650301 gttgggaaaa gtggctatct gaaactgaga tttgccaaac gtgaacattg cagtattttg
  1650361 gccgaaatgg aaaggcgggt accctcattg gtacaaaaag cactgtactg ggatgaagaa
  1650421 atacctgagt taccttgtgt caccatgatt tcgacatcag gttgtatttt gcagggtgat
  1650481 cggttagcta ctgatgtgca tgtggaagcg ggcgcttgtg ctcacgtcac cacgcagtca
  1650541 gccacaaaag ttcacatgat gaatgcgaac tacgcctcgc agatccagaa tttcattgtg
  1650601 gaggaaggcg gttatctgga atttatgcca gacccgctaa ttcctcatcg aaattcccgt
  1650661 tttattactg ataccacgat cagcattcat ccaactgcga ccgcgattta ttctgaagtg
  1650721 ctgatgtccg ggcgtaaata tcaccatgct gacgaacgat tcggttttga tgtttattcc
  1650781 tctcgggtgg cagcacaaaa tctagcgggc aaagagttgt ttgttgagaa gtacgtatta
  1650841 gaaccaaaag tagaaagcct tgacgcagtg ggtgttatgc aaacctttga tgcgtttggt
  1650901 aacgtgattt tattaacgcc caaagaacat catgaccgca ttctggcacg ggttccggct
  1650961 cattttgaca tcaaaggggg ggattgccag cggcgcgacg cgtctaccta atgattgtgg
  1651021 gttagtcttc aaggcgttgg gtatcgatag cgccggtgta aaggcagaga ttcgccaatt
  1651081 ttggaagata gcccgcgaag agattttagg cgtcacattg cctgaacaat ttttgtggcg
  1651141 ctgattttgc tgttttgatg cgccatttta aggggagaaa agggggaata agtcagtcta
  1651201 ttgaatagag gctgggtacc cagcctcgtt tatcagccag tgatccaagc aagtgaaagc
  1651261 agccacatca atcagtgatt ccgggtgagt gagagcagcg aataccgctg cagcttcaag
  1651321 tagaagggta aaataatgaa tgctaaaaca gtcaacaaat caggttgggg gcagcttgcc
  1651381 aattcaaatg ttttcattga atttatcgat acggctttgc gcggttgtgc tcaggtaatg
  1651441 tttcagaata acccattgac cgggctattc tttttcatcg caatattcat aggtgcttat
  1651501 ggtgaaggta acccggcggt cgcttatggc tgtgttctgg gaacgctggt tgccacactt
  1651561 accgggttga gcatccgtga ccggaaatca tggcgctcag ggttatacgg ttataacggc
  1651621 tgtctggtgg gggccgcact acccaccttt ctgatcgcca caccggtgct atgggcctgc
  1651681 attgtcttgg gcagtatcgt ttcggtgatt gttactgcct gtatcgctga tattttaaaa
  1651741 acctggaaag tggctgcact gacggcacct tttgtcttaa ccacttgggt ggtcttattg
  1651801 gccagttacg cctttgctgg cctacatagc agcggattac cggcaccggc tttaccacag
  1651861 caactggttt tagaggctgg taatacgttt gctggcacca acatttttgt cagcatgttc
  1651921 catggtgttt cacaggtgtt cttattcagt agcctgatcg cgggcatcct gtttgttatc
  1651981 gggttggcca ttgaatcact ttgggcagct gtttttgctc tgtgcggagc catattggcg
  1652041 atcctcaccg ccaccctcct cgaggcggac catcacagca ttaatgctgg gctttatgcc
  1652101 ttcagtgcgg tacttaccgc gatagcactg gggtcgacgt tcaataaacc cagttggcgg
  1652161 gttttagctt ataccgttat cggggttatt tttacggtat tcgttcaagg cgcactgaac
  1652221 accctgttat tacctatcgg tattcctact ttaacaatgc cttttgtatt ggcttcgtgg
  1652281 ctattcctgg taccgaataa agatgtcatg ccagagcacc gacagtagcg attaaattta
  1652341 agacattctt ggttctgaac atgttaccgg tcatatttta tcgatcatat agacctcaaa
  1652401 ttattggcgt tatcgtgttg tcagcgataa cgccaggtca gaacgggtag ggttgaaaat
  1652461 aatctggagt gcgaatatga cgacaataat cgccagcagc agcgcctttg gtaatcagca
  1652521 aacaaagcgc agagccatct acctgctaat cggcctgttg gtggtgaatg ggttagcttg
  1652581 ggtctgggct tttgctgaat ttaatgataa tgccgtgctg atgggaatgg ctttcctggc
  1652641 ctacagtttt ggtttgcgcc atgcggttga tgcggatcat attgcggcta ttgataacgt
  1652701 cacgcgtaaa ctcatgcaac aaggtaaaac accgattgct gttgggactt ttttctcact
  1652761 cggccattca actattgtga tcttagcttc actggcaatt gctgcgaccg ccatggcatt
  1652821 taagaataat atggcgtggt ttcacgaaac cggtggttta atcgggacgt tggtgtcatc
  1652881 cgttttttta ttgttatttg cttttctcaa tttaacgatc ctgatttcag tgtataaaaa
  1652941 attcaaacaa gttaaagctg ggtatattta taaagatgaa gagcttgacc ttctggtcgt
  1653001 gaataacggt ggtctgttat ccagaatgtt taaacgtgta tttaatatgg tcaataaaag
  1653061 ctggcatatg tatccagttg gttttttgtt tggcttaggt tttgataccg caactgaaat
  1653121 tggtgttttg gggatatcag cggccagcgc cactcacggt atgaatttgt ggtcgataat
  1653181 ggtgtttccg attttatttg cggccggaat ggcattgatc gattcactgg ataattttgt
  1653241 gatgattggt gcttatggct gggcattttc taaacctgtt cgtaaacttt attacaatat
  1653301 cactatcacc gctgcgtcgg tgattattgc tttctttatc ggtggcattg aagccttggg
  1653361 tttgattgcc gataagttaa atttaactgg tggtatctgg acgccaatta ataatatcag
  1653421 cgagaactta ggtcagatcg gttactggat tatagggatg tttatatgtt gctggttagt
  1653481 ttctattatt aattactatg tccgtggtta tgacaagcta aatataagcc gataagtcat
  1653541 atttattgcg agtgaattat tagacccgct gacacaataa gttgtatgtg cgttggttag
  1653601 ggaaggctaa caaatagaga cactcattaa ccgataacgc ttaatgagtg tctttttttt
  1653661 acaggttaca tattgaactt gttattacat attgaacttg ttattacata ttgtgttttt
  1653721 tggcgaaatt taaaatgtcc tgtttaattt cagacagttt actttctggg gccttcttac
  1653781 atacctcgac cactttaggt gtcacgagag tatcggtctc atgcagatca acataatcac
  1653841 cttgtttata ttgggtatca tcgttcaata cccaataaac taccggagta aatgacttag
  1653901 gatttagatc caagaactct ttgcaagtca tatcacttgg tgtggtccct gtcggcgttg
  1653961 ctgcaaaggt agttgccgcg gtggaaagaa gcaaaccagt cagtgcaata ttacgcagtg
  1654021 atttgtagga catgtttatt ttccttattt acttgttaaa taaaaatgcg gtaataacct
  1654081 ttatacccat catacttcaa gctgcatgtg cgttagctac tctcaatgat tttaattact
  1654141 tactggtttt tgaccttaaa ataaatagac ccatcaaggt tttttcactt gccgcctttc
  1654201 tgaagctcga atttttagag tatatacatg gcgtgtgcat actcaaaata ttgaatgagt
  1654261 gagaatgatg attaacatca ctctgatata aagatccaac gattgcgata tgttggattg
  1654321 catctattat tgttcataag tggcactatt gctaatatct acatctgttt tttttactca
  1654381 caatagagtg tggtgaggtt tacacggtgt aaagctatga aaaataagtt actacagtaa
  1654441 ataataccgt tttatgataa taactaagtg tgttttttat gtggattaaa ttcactcccg
  1654501 taaatatgag aatgctgcgt atacgtgtgg tgtgcgtatt aagataaaac tatcatttga
  1654561 tttctatcaa aaataattta atcatgattt ttctcatttc ttatctatac taaaattacc
  1654621 tataacaatt ctagttactc tatcgatgaa aacattacgg gaatttagag ctaaggtatc
  1654681 ggtacccatt tttcttgcca ttttggtggc aattaacggg tatctgattt taagcccgct
  1654741 actctatcgg gcgattgcac attcaagcga tgcaataaat aacttcaata cttggaagga
  1654801 ggcgttaagt tttctggaat tattcgaaat cccgcaattt atgatcggtc tggtcttgat
  1654861 gttgatggca tatgcactat caatgaaaac ccgtacagca tggtttttat cggtattgct
  1654921 gctatttact cttgttgcca tcaatatttt tatcgcgaaa aaatatgata gcctgacgat
  1654981 ttactccatc gtgattatct tagcactgct cttttattgg cggcggtttg attattacag
  1655041 tcttggcagc ggtacattct ttgctgttgt gagtatcgct tcattaatcg tctatagcat
  1655101 gttgggtacg ctctatatgg gtgatgaatt tgcccccgta gtgactgatt tatctacagc
  1655161 attctatttc gcgatagtgt gtatgtcgac ggtggggttc ggggatatta tcccgcatac
  1655221 cactgtggcg agaatgttta ctcttacggt gattattgct ggtataactg tttttgctac
  1655281 ctcagtggct tcgattgccg gcccgatgat cagtaataat atcaaacgca tagttaaagg
  1655341 taggatttct cacgtggaac gtaaaaatca ttttattatt gtcggtacca actctttggc
  1655401 actgaatgta tataaaggtc tgcgtgaccg gggtgatgat gtcactgtgg tttgtgcggt
  1655461 aggtagccaa catgatttcc cttccgatgc tgatattatc gagggtgacc cttcttctgt
  1655521 tgccacgcta aaattagccg gtgcggcgaa ggcaaaatat attatcgtgt tgtgtaacaa
  1655581 tgatgctgat aacaccttta ccattttagc ggctaaagaa atttcgggtg aggggacgaa
  1655641 aatactggca ttagtcaatg aaactcagaa tatagaaaaa gttaaaagag tcaatccaga
  1655701 catggtcttc tctttgccat tgttaggcag tgagttactg gtcaggactc tgaatggcga
  1655761 taccatcaat aataccctta ttacggaaat gttctttggt cattgccaga aactggattg
  1655821 atatcattaa tagcccacta tcactgtgtt tatatcaaaa caccctcggt taagtgaggg
  1655881 tgtttttttt gtcacgagcc ttggttttta tgggctattt attcagaggc aacttgtgga
  1655941 tctttaggtt tctcttttgg cccgatcatc aaacccaact cgacagcaat aaaaccaaca
  1656001 atcaaactgg cgactaaata acagattgaa accaaaactt cggtaggatt tttcatcatt
  1656061 tctactgcgc caaatacgaa gctggagaag gttgaaagac cgcccataat cccagtacct
  1656121 accatcagat gtacatactg gttaatttta tctttcttaa agaaagaggt tgtcagccct
  1656181 aatagaaacg ctgcaataat attagcaaca aagatatcca tcgggaaacc atcagccaga
  1656241 cgtggtaccg acagcataat aaattcacgg cacatggcac caaaagcacc accgacaaag
  1656301 actaagataa taagattcgg cataatcact cctcccaatt agtaagccag ccaggcaccg
  1656361 aaggcagcgg cagctaaacc gaccaataca gaaataatca gatatccggc ggcaattgct
  1656421 ctgcctcggg ctgtggccag tttggccgca tctaattgca tactgctgaa ggtggtataa
  1656481 ccgcctagaa tcccagtcaa tacggcggta ttcattaagt cgccatagcg gtcgcgccag
  1656541 tcaacactga acaaaatact caagtagcca atgacaaatg cacctgaaat attaattaaa
  1656601 aatgtaccga gtggaaaatt acctttatag actttgccaa tacttaatcc tatccaccat
  1656661 cgtaaaagtg agccgatacc gccgcccaat cccacccaca ttacatcgat tgcagtcata
  1656721 ataaagcctc aataacgatt agtttgagtc aagtaattgt agtctaaagt agacaataaa
  1656781 atgataaata tcgcgtacct atttatttta atctgataat ggattcgttt tttgtccgcc
  1656841 atcaataaag taaaagaata acaacaacgc cggcttggtg gttttattga ttaaactctg
  1656901 aaataatatc tgaatgtcac tattgcgctt cttttttaat ttgttgtcaa aacatttggc
  1656961 tgaaataacg attaaagaat attccactca ttacgtatga cagtttatat cggtagggcg
  1657021 tttccttgga ttatggctct gcgttagttc tgataatatt tgcagggtta tttatcccac
  1657081 cgcagcctga caacttcttt cggttcacat attttcaaat atcttctttc tagacagata
  1657141 atggatggtt gtccatttaa taattcttat tacggaaatt ggtatcaggc tgtaatgcta
  1657201 gaatcagcta ttttctgtct cctgttagta tgaatagcct ataacttgct atttttcggc
  1657261 tagcctgaga acgtcatttt gctgttttaa cacacaaaat aatctgcata ttgatcacta
  1657321 cgcctgttgg gtctaaatgg cgtttctttc ctcaatacaa aacattcggc agccagcaaa
  1657381 aataataaga tttgctaatt tatattctga ctattttcta ttgccttaag ttagggtatc
  1657441 ttctgtaaac aaaataataa aaatttattt aatatcaatg gattaaactt atttcgtcaa
  1657501 gaaaaaaatt agccattttg cgataaccat cacattgaga tagttgaaaa atgtgaaggt
  1657561 tgtcaatctg taaagtcaat atgagacgat tattgtaagc cttggattac tgctttatct
  1657621 accaattccg tatactgccg acaaccagag acaatggaag tgagctaagg cgcacaatga
  1657681 ggtacagata aagggacgtt taccattgca actggcatat caataacttg tgtcttttga
  1657741 acatcaaaag gtgttgggta tggaaaagaa aaaaatttat ctgttttgct ctgctgggat
  1657801 gtctacctcg ctattggttt ccaaaatgaa agtgcaagca gaaaagtatg atgtgccggt
  1657861 tattatcaat gcttacccag aagcgctggc atcggcgcag ggtgctcatg ctgatgtgat
  1657921 cctactgggg ccgcagatcg cctatatgtt gcctgaaata gccaaaatgt tcccgaataa
  1657981 acccgtcgaa gtgattgata cgcttcttta cggcaaagtc gatgggttag gggtattaaa
  1658041 agctgcggtg gccgcaataa aaaaagcaaa acaataaggg gatcactgtg agcacattta
  1658101 ttacgtcgtt ggagaaggtc atattaccct tcgccattag aattggcagg cagcaacacg
  1658161 ttaatgccat caagaacggg tttatccggc tgatgccatt aaccctgact ggggccatgt
  1658221 ttgttctaat taataatgtt ttcttaagtt tcggtgaagg gtcgttcttc ttttcaatgg
  1658281 gtgtgcgatt agacggcgat accattacca tgctaaatgg ttggaaagcc atcggtggta
  1658341 acgtttataa cggaacgctc gggataatgt cgttaatgac gccattcttt atcagtatgg
  1658401 cactggccga agagaagaag gtggatccac tctctgccgc cttactggcc atcgcagcct
  1658461 ttatgaccgt gaccccgttc agtgttggcg aggcctatgc ggttggtgcc aattggctcg
  1658521 ggggggccaa tatcatctcg ggtatcatca tcggtctggt ggtggctgaa gtattcactt
  1658581 tcattgtccg acgtaattgg attatccgtc tgccagatag tgtacccact tcggtttccc
  1658641 gttctttctc ggcattgatt cctggcttta tcattctttc catcatgggc ctgatttcat
  1658701 acactctggc gctatatggt actaatttcc atcagatcat tatcgattcc atctccgccc
  1658761 cgctgtcgaa aatgggcagt gtcgtggggt gggtgtatgt gatgttctcc tctctgctgt
  1658821 ggttcttcgg tgtacatggt gccatggcct tgtctgcgct ggaaagtggc atcatgatgc
  1658881 cgttcgcgtt ggaaaacgtg gcaacctata cccaatatgg ttcggttgag gccgcactgg
  1658941 ctgcgggtaa agagttccat atgtgggcga aaccgtttgt cgattcctac atcttcttgg
  1659001 gcggaaccgg tgcaacgttg gggcttatta ttgccatctt tattgcttct cgccgtgaag
  1659061 attatcggca ggttgcgaag ctggctgctc cggcgagtat tttccagatc aacgaaccaa
  1659121 tcctgtttgg cttaccggtc attatgaacc cactcatgtt tattccgttt atcatggttc
  1659181 agccgatatt agccattatc acgtcagtag cttattacag tggccttatt cctccgatca
  1659241 ccaatattgc tccgtggact atgcccgccg ggctaggtgc attctttaac accaatggta
  1659301 gcattgctgc attattatta agtttgttca acttgggcgt ggcaacactg gtttatctcc
  1659361 cgttcgtgat tattgccaat aaagcacagg gcgagatcga ccgtactgtc gaaagcgaag
  1659421 acgatattgc taacagcctg aaattctaag cgttacaacc tgtttgagtg ttatggtttt
  1659481 ggctcaaggc cgataaaaat cgttatggat tggtccggct caatatgcgg accagacact
  1659541 caagtacgaa agaacagtgg ctattgattg gcggatgttg ccaggcgaaa tggctttcat
  1659601 tgacggagta attgtatgtt tgatttaagt agcatcgttg ataacgaaca aaccagtgat
  1659661 gcgctggaag atgtggtcat ggggcttatc atcaacgcgg gccaagcccg tagcctggcc
  1659721 tataacgcac tgaaacaggc caaagccggt gattttgcac aagcagatga actgatggcg
  1659781 cagtcccgga gcgccttgaa tgacgcccac ttggtgcaga cacaattgat tgaagccgat
  1659841 cagggcgaag ggaaaaccaa agttaccctg gtgctggtac atgctcagga tcatttgatg
  1659901 aatgccatgt tagcgcgaga attgattact gagcttatcg agctgcatca aaaaattcag
  1659961 tgatacgccg acggggcgat aattctcaat ggtagagcga tggtgactaa gatggacgtc
  1660021 agattagtac gtgaaagaga cttttttaac ggtaaagaat tccatctgtt tatttacaac
  1660081 aaaacggaga gtgcgaccgg tttacatcag catgattatt atgaatatac gctgatatta
  1660141 accgggatgt gctaccagga aattaacgga aagcgtgttt ttttggagcg tggggacttt
  1660201 atctttattc ctcttggttc tcatcatcaa agtttctatg agtttggtgc cacccggatc
  1660261 ctgaatgtcg ggatcagtaa agctttcttt gaagaacatt atttccattt actgtctcgg
  1660321 cctattgtgg cctctcaggc gtatcgctta agaggtgatt ttctttccta tatcgaatcg
  1660381 gcgatctctg ctccacacta cagagaaaat gagcaaacag aacttttaga gctactgacc
  1660441 ttttatgtga ctaaccgcat cagtcattac aaagagagtg aagttaacga cgatatacct
  1660501 tcgtggctga aggccacaat cgacaaaatg catgataacg cgatgtttag tgagaaggcg
  1660561 ttggtgaata tggtcgagct ttctggcaaa acccaagaat atctcaccag agcgacacgg
  1660621 cgctattatc agaaaacgcc catgcagatt atcaatgaaa ttagaataaa ttttgccaaa
  1660681 acccaacttg aagtgacgaa ctatttagtt tcggatattg catttgaagc aggctacagc
  1660741 gacaccacgt tattcatcaa aaacttcaaa aaattaacct cttttacgcc aggaaactat
  1660801 cgcaagaact tctacagcgc cagagagagt ttatcccatt agttttccaa ccggttattc
  1660861 ccatagtggg agagggttgg caaggaacct ttaatggaaa aattacttat tgttaatgcc
  1660921 gatgattttg gtctgtgtaa agggcaaaac tacgggatca ttgacgcctt ccgcaacggc
  1660981 gtagtctcct cgacgaccgc aatgatgaac agtgtggata ttaaccatgc ggcggaactc
  1661041 agtgcgcaat atccggcact gccggtgggg atgcattttg tattgacctt cggacgtcca
  1661101 ttgaccgcaa tgccttcttt aaccgacgcg aatggtgaac tgggtaaatg gctatggcag
  1661161 cgtgctggag cagggacatt ggatctgaat gagatagcgc aagagctgga atgccagttc
  1661221 gagcggttta gtgcggtctt tggccgccct ccgacccaca ttgacagcca tcatcacgtg
  1661281 catatgttgc cgcagattta tcccttagtc gccgccttcg cccgtgaaaa atcactcccg
  1661341 ctgcgtattg atcgacatga agtgcagcaa catgggctca ctctcgataa cccacgtagt
  1661401 agcgagtggt ttaacgctgg cttctatggt gagaacttat cagagccgtc gttcttgcag
  1661461 ctactggaac acgctgatca acaaggcgtt aactcgctgg aaattatgtg tcatccggcc
  1661521 tttatcgatc agacgttgat gaccagtggt tattgttatc cgcgattgac cgagttggcg
  1661581 attttgacct ctccgacatt aaagcccgct atcgcgcaac gtggttatcg gctggggtcg
  1661641 tttttagatt gttaattttg tttactcagg tgcatgggtc gtgactatat agaagacgac
  1661701 aaataggaaa gataataaaa tggcgagctt gcctttatct gtttcgattt taactacgcc
  1661761 ataaatgaaa agcagaatga ccaaaatgcc ggtcgagata agaaaaagta aaaacctaat
  1661821 atcactggct gatagcatag aaactcattg ggagtggtta tcatagacat cacagataat
  1661881 gcccccattt ttaggggcat tatcctacaa gaggcgactc attgagagaa atcgacagat
  1661941 tgagaggatt cagtctggcg ttgataccgg ggtttcagat gcagccgatg ctggaatcga
  1662001 aacattcgct ttcgaaagct gagcaatccg ggcctcgtac gacaaaatca aggcatcttc
  1662061 actcgtgaga gtattacgtg agttctttag ccattcacgc tgttcattgc gaatattgat
  1662121 ttcttggtca ggtgctgcag cctgcgcctt agcataaacg ctgagaagtg tatcatccag
  1662181 tttagaaaga acagggttgg tacagattga tgtctctacg tagccttttg cgttgtcgca
  1662241 gtcaaaactg gctgcatagc ctggcactgc caggaaaaat gttgaaatta tgagtcctga
  1662301 tgtaaactgt ttcaccacgt tttatccctt cattctcatt tagttatcat attgagccat
  1662361 tgagtattat tgatcgaaag acaaaaagta atcaccttca gcgtttttct tgaaaaaaac
  1662421 agatcccgct taactaacgg tgctacatct tcctttctct aaataatagt gattatcaat
  1662481 caatgtgttg gtgtcacgtt gcgtgattgt gacgttctcg ttcctcctcg cgtttatttg
  1662541 tctgccactc agcgatatcg gctcgctcat agagaagccc aaggcggtca ttgagatgat
  1662601 atggaggccg gggattggcg ggcatcattg tggtgacaat acaaagtcat ggcggggaaa
  1662661 gttggatgac cctctagagt ctgttaatct aaccgaaagt aatgaaatac cgtaaaacca
  1662721 gatggttgaa aaaatgtagg tcaaaattaa acttttcttt gattgctata aaaacactat
  1662781 aaaaatcaac tgcattattg ttttggataa agatgaaaac tattgaactc gacgaagaac
  1662841 tttatcgcta tatcgccagc catacgcaac acataggtga gagcgcgtca gatatcttac
  1662901 ggcgtatgct gaagtttact gccggtcagc cggtaactga cctgtctgtc agcggtgctg
  1662961 ctgtgaaagt gactgcccag ccagccccac gggatcgggt tcgtgccgtc cgtgagttgc
  1663021 tgctgtccga tgaatatgca gaacagagta gggcggttaa ccgctttatg ttggtattat
  1663081 cgaccttata taccttagat gcgcaggcgt ttactgaggc aactgaatct ttgcatggtc
  1663141 gtacccgagt ctactttgcc ggtgatcaac agacattgct gcaacacggg acgcatacta
  1663201 aacccaagca tgtgccaggt acgccattct gggttatcac caataccaat actgagcgta
  1663261 agcgcagtat ggtacagcac atcatgctgg caatgcagtt cccgccggag ttgactgaca
  1663321 aagtgtgcgg aactatctga tttcattgaa accatcctct ttctcagcca atggcaacgc
  1663381 ccttgctgag gacgtgtata ggagtagtga ctgtggcgaa tcaccctcgg gctgggcaac
  1663441 ctgctcagca aagcgattta attaacgtag ctcagttgac atcgcaatat tatgtattgc
  1663501 agccagacgc tgaagacccc gctcatgccg ttaaatttgg tacttccggc caccgtggta
  1663561 gttcagtgcg ccacagtttt aatgaagctc atattcttgc tatcgcgcag gcgatagctg
  1663621 aagttcgtca tcaacacggt atcagcggcc catgctatgt gggtaaagat acccatgcgc
  1663681 tatccgagcc cgcctttatt tcggtgctgg aagtgttgac ggcgaatggt gtcgatgttg
  1663741 tcgtacagca agataatggt tttacgccaa caccggccat ttcccatgtc attctttgtc
  1663801 ataacgccca gggtaaagcg ttggcggatg gtattgtcat tacgccatcc cacaacccac
  1663861 cggaagacgg tggcattaag tacaacccgc cgaatggtgg cccagcggat actaatctga
  1663921 cgtccgtgat tgaaaagcgg gctaatcagt tactcagcca gaatttaaag ggtgttaagc
  1663981 gccaaacatt ggataaagcc tggcagagca atcatctgcg tgagcaggat ttgctccaac
  1664041 cttatgttga aggtttggtg gatgtcgttg atattcccgc cattcaacaa gcagggctga
  1664101 agctcggtgt ggatccgctt ggcggctccg gtattgccta ctggcagcgc attgctgagt
  1664161 actacaagct ggatttgacg ttggtcaata atgccatcga tcagacattc cgatttatgc
  1664221 atcttgatca cgatggtgtg atccgcatgg attgctcttc agagtcggcg atggctggtt
  1664281 tgttggcact gcgcgataaa tttgatttag cttttgctaa tgatccagat tacgaccgtc
  1664341 atggcattgt gaccccagcc gggttgatga atccgaatca ttatctcgcg gtatctatta
  1664401 attatctgtt ccagcatcgc ccacaatggg gggcgggggt ggcagtcggt aaaacattgg
  1664461 tttccagtgc gatgattgat cgggttgtgg ctgatttggg ccgcaagctg gtggaagtcc
  1664521 ccgttggctt taagtggttt gttgatggtt tacacgacgg cagttttggt tttggtggcg
  1664581 aagagagtgc cggggcttct ttcctgcgct ttaatggcac gccgtggtcg accgataaag
  1664641 acggcattat catgtgtctg ttggcggcag aaattacggc cgtgaccggt aaggacccac
  1664701 aacgtcacta tgatgattta gcacaacgct ttggtgcgcc aagttataac cgtattcagg
  1664761 cgccggcaac gcaggcgcag aaaaatgcct tgtccagatt gtcacctgaa atggtgaaag
  1664821 ccaatacact ggcgggtgat ccgatcactg cccgtttaac caatgcccca gggaatggtg
  1664881 catcaattgg tggcttgaaa gtgatgactg agaacggctg gtttgccgct cgcccatcag
  1664941 gcactgaaga agcgtacaaa atttactgtg aaagtttcct tggcgcggag catcgcgaaa
  1665001 aaatagaaca agaagccgta aagattgtca gcgaagtgct ggctgaggcg aaataagcgg
  1665061 gtatattcct gtccttaaag accaacgctg taatcttggc actcgatcaa tccggcacag
  1665121 gctctgttgc cggatttttt atgtgttttt cttaatccgt tatctttgac tcaatattgt
  1665181 cactgcactc ctgtctaggg ttattttatt ggatgccaat tccatattta atgtatggtt
  1665241 gtattttgaa tgttaacgcc ataaggattt ggaatgagtt taagtctgcc tggaaacgac
  1665301 ctgtactggc tctcaaaaga taatctggca cccgaagagt acgaacgtat catcagtgct
  1665361 aatgcggctt ggtcgcggat tacgtgatga tgctagtgat aaacttatcg gttttttgga
  1665421 gcctccaaga tgataaatac aaaattaacg gctcaaatag caagtgtgca ggatagagag
  1665481 aatgttgttt atgaaatcta ctgtgggact gatcaagttg ctgagatatc aaatgaacca
  1665541 ggcattggcc ctcgcataga aattttctct tgtcctaatg gtggaatatg ggattttgaa
  1665601 ctacaagaat ttttatctct tgttgagcaa tccaagaaaa atatcatcaa ggaattatct
  1665661 gaagaggctt aatgctaaaa atataaacta tcttgcatga tttggcgcaa ttaaaaatga
  1665721 ccgctcaggc ggtcatctaa gattaattta ataatatcaa tgggcggtgg tttaattaat
  1665781 tatgtttttg gggagggtat taccccagag ccaccatcaa tgcgccggca gtaatcagtg
  1665841 ctacgcctag cccggcaact aatgagattt tttcgccaaa cagaataaac gccaagagca
  1665901 cggcaaacac cacactgagt ttatcaatgg gagccacttg cgaaaccgtg ccatttttaa
  1665961 tggccataaa gtagaacagc caggataaag cccccgcaac gccactcagt acgataaaca
  1666021 acagggcttt tttatcggcc agcacggtac ccaccagatt aaatttcccc tgaaccacga
  1666081 ccacgccgac taaaaatagc gccatcacca ccgcccgtac agcggtggcg gtattagcat
  1666141 ctaaatgctg cagaccgatt ttaccgaaga ttgccaccag cgaggcactc aaggcagaca
  1666201 gcagggcgta aattaaccaa gtgctcataa caaataagac ctattagcat tcaaaaatag
  1666261 gatgctacgc cgctgagttt cattttccta gccctaatca gcagtctggc attgaaaaaa
  1666321 ccttagggaa taaaacgata gccaacaccg gtttccgtta acaggtgttt aggacgggtg
  1666381 ggatcggctt ctaatttctg gcgtaaatgc cccatgtaaa tgcgcaggta atgactgtgc
  1666441 tcgacataat tcggccccca aacctgattc aatagctggc gctgagtaat gaccttaccg
  1666501 gcattagcca gcagtgccgt aagcagacga aattcgatgg gcgtcaggtg aagattttca
  1666561 cccgcacggg tgacttggcg gttgatcaaa tcgacgctga tatcagcaaa attcactaac
  1666621 gggctttcct gactggctcc gctgtggcga cgtaaggcca cacgtacccg agccagtaat
  1666681 tcgctgatac caaaaggctt actcaaatag tcatcagctc ccgcatccag tgcggcaact
  1666741 ttatcttctt cattgttacg ggcagatagc acaatgattg ggatagcgct ccactggcgc
  1666801 agatcttgaa tatagttcag gccatcacca tccggcagcc ccaaatccag aatgatcaaa
  1666861 tcaggcttac gggtaccggc ttcaataaga ccccgttgta acgtctcact ctcaaatact
  1666921 cgccagccct cactctccag tgcaatacgc acaaagcgcc ggatctcttt ttcgtcttct
  1666981 acaatgagga tgtgtgtcgg ggatataatt tgctctcctt ttgctcgtca tacttactcg
  1667041 tcatacttca agctgctgat gcgttggctg ccttcgctgc cttcgctcat ctcggtcact
  1667101 tactgatgtc agctcccggg gattctctcc attgccgcct tcccgcaact cgaattattt
  1667161 agagtaatgt ttgtcatgct tcaagcggct ggtgcgttgg ctgccttcgt tattctgtct
  1667221 gccgcgggca ttttgttatc aacctcagga tatatcatta ttttcagtat caatattgtt
  1667281 ggtatcaata ttgtcggcat caatttccgg cactttttcc agtggcaaaa caaaacggaa
  1667341 gctggctccg ccctcttgac gcttctccac ccagatacgc ccgccgtgga catcaataat
  1667401 ggcacgacaa atggctaaac ccaagccaac acccggaatg gcagactctt tattcccgcg
  1667461 ggaaaactta tcaaaaataa gattttcctg accgatggtg actccggggc cattatccca
  1667521 cacgtccaca tttaaccact cgccttgcac ttccgcccgg atacccaaca aggcggcgtg
  1667581 acctgcatat ttatgggcat tttccaggag gttgataaag acccgctcca gcaagcttgc
  1667641 gtcgcaattg atcaacacca tttcatccgg caattcaacg cgtatctgat gctgacttaa
  1667701 ggtggtttcc agcatataca gggcgctgcc aataatctct tccagcgatt gccactcttt
  1667761 acgtagatta aaaccaccag actgaatacg cgccatatcc agcagattgt tcaccaaccg
  1667821 ggtggtgctc aagacctgct ggcggatttg gttagcctgc ggggcatggc gcgaaccttc
  1667881 ggcggccaga tccagcgtca gaatttctgc ctgaccgaat aacacggtga gcggggtacg
  1667941 caaatcatgg gacaatgccg ccagcagcga attacgcaat tgctcccgtt cagcatccag
  1668001 ttttgccagt tcagcactgc gggccagatg tagcctttcc aatgcattgg caatcaggct
  1668061 ggtaaatgtt tgcaacagcc gttgctgctc cggcaccatc agttggcgta agttagcggg
  1668121 ttcaatcgcc aacacgccgt aggtctgttg agccgctgtc aacggcagca gttggtaggg
  1668181 cacgcccggc agggtatcgg tgcccgctcc tgcaggggca ccctgattaa aactccaatg
  1668241 ggcaatggca tcatcaacgg acaggatgcc cccgtcatcg ggcattattg gctgtaaatg
  1668301 gccctcttcc tgtggcagta gcaggctggt tttggcctga aaactgctgg aaagaaaatg
  1668361 gcggctggtt ttggcaatat cctccggtgt cagagcgcgg cttaaactgc gagacatttc
  1668421 atacagatgt ctggcccgtt gttcccgata acgggcaatt ttagcctgat agcgcacccc
  1668481 agcggtcaga ttccccacca cgataccgac aatcagcatc acaccgaaag tcagcaaata
  1668541 ttgcacatcg gtaacggcta atgaccagtg cggttggaca aaaaacagat cgaagctggc
  1668601 gacattaatc accgccgcca gcactgaagg ccagcggcca taaaacaggg caataatcac
  1668661 cacgcccaac aagtaaacca tcaccagatt ggcttgatcg aaacggggga tcaaccacaa
  1668721 cgatagcacg gtgatcagcg cacatagggc gatagcggcg acacatcccc gtagctgcat
  1668781 acgccatttt tcggtgaagg ggcgcgagtc tggttcttta gcgacattgg ttggcggatc
  1668841 ggcatccagt gcaataatca ccaaatccag atctggcccc agcttaccta agcgatcggc
  1668901 aaaactgcct cgcagtttcc aatgttgctc ggtgcggcgg ccaataatga ttttccccag
  1668961 attgtgttca cgggcgtagc gcaataccgc ctgttcttca ctggggtccg ataaggtagc
  1669021 ggtttccgcg cctaactctt gtgccagttt aagggtgcgc aggatagcgc gccgtttagc
  1669081 ctctggcagg ccgtgcaacc ggggggtttc aacatagact gcatgccaga tgcagcctaa
  1669141 gcgggcggcc aaccgggcgg cggtacgcac taacttttca ttacccgcgt ggtggccgat
  1669201 acacagcaaa atggcatcgc gagtatgcca aacccgttca cgtccttggg tatcgcggaa
  1669261 ggcgcgcatt tgatcatcaa cccgatcggc cgtacggcgt agcgccaact cacgtagggc
  1669321 gattaaattc cctttacgga aaaaatgttc gatggcgcgc tcagcttggc cggggatata
  1669381 cactttgcct tcattgaggc gttggcgcag atcatcgggg ggtaaatcga ctaaaaccac
  1669441 ttcgctggct tcgtcgaaca tatggtcggg cacggtttca cgcacccgaa taccggtcac
  1669501 accgccgacc acgtcattca ggctttctaa atgctgcaca ttaacggtgg tcagcacatc
  1669561 aatgcctgca tccaatagct cttcgacatc ttgccagcgt ttgggatggc gggagccatt
  1669621 ggcattactg tgcgccagtt catccatgag gatcagcgcg ggacggcggg ccagcgcagc
  1669681 atctaaatca aattcacgta tctggcggtt acggtggtgg atgcgtttca gggggagggc
  1669741 ggttagccct tcaagtaagg cggcggtttc actgcgcccg tgcgtttcca ccaccccgac
  1669801 cagcacatct aacccttgag cgcgcaagcg ttgcgcctct tgcagcatgg cgtaggtttt
  1669861 acctaccccg gcgcaggccc caaaaaagac ttttaaccgg ccacgaggtt tttcattcgc
  1669921 cacggctaac aggctatcgg ggttcggacg ggttggttct gcatccacca tgatcgttcc
  1669981 ttacggtttt gccgggttgg cggggacttt tacgtggctg tggctatcca gcgccatatt
  1670041 taaattcagc acattgacga cgggctcgcc aaagaaactg ggtatcgctt tttgcatact
  1670101 gttatcaatc aattgctgga catcagacag cggcatctga cggatactgg caatacgcgg
  1670161 tgcctgataa taagccgctg ccagtgaaat atggggatcc agaccactgc cggaggcggt
  1670221 gactaaatcc accggtactg gacccaattg ggtgggatta gcctgacgct gcaatttaac
  1670281 tcgttcgccg atagcctggc ccagtgccgg gttgctgctt gccaaattac tgccacctga
  1670341 agccattgga ttataaggcc tatctgcggt ggctgatggg cggccagtaa aataacccgg
  1670401 ttgagtaaag ttttgaccaa ttaaagtgga gccaacaacg ttatcgccca gtcgcgccag
  1670461 tgaaccactg gcttgctgtg aaaacatcaa gtgcgctaac ccggtggtga gcagaggata
  1670521 agctatcccg gtgatcagtg tcagtaatat cagtaaaacc agcgctggcc gtaggtagga
  1670581 catgcccgat gtcggcgatg cagatgataa tggagatgtt gtcgatgaca taaatattgc
  1670641 ctcaatttgt gtcttaaaac cggccaccgc atcagggtgc gatggctgtg gttaaacggt
  1670701 ttattgtcgc cttggtcatg gctgtcgtaa taaatgccgt tatgataatt attgcgctaa
  1670761 cccttctgtg ctcatgatta cagcggctga gtcgctagcc catattcagg gcggttaaca
  1670821 gcaggtcgat caacttgata ccgacaaacg gcaccagtaa gccacccaaa ccgtaaatcc
  1670881 acagattacg gcgtaagagg gcggccgcac tcatcgcttt ataactgaca ccttttaggg
  1670941 ccagcgggat cagaaacacg atgaccaatg cattaaaaat gaccgccgac aaaatagcgg
  1671001 aagacggtga atgcaactgc atgatgttca acgcattgag ttgcggatac gtggcggcaa
  1671061 aggcagccgg aatgatggcg aaatattttg ccacgtcgtt ggcgatactg aaggtggtca
  1671121 gggaaccacg ggtcatcagc atttgcttac cgatatgcac cacttcgatc aacttggttg
  1671181 ggttcgagtc tagatccacc atgttaccgg cctctttggc cgcctgtgtg ccggagttca
  1671241 tcgctaccgc gacatcagcc tgtgccagtg cgggggcatc gttggtgcca tcgccggtca
  1671301 tcgccaccag ccgcccttcg gcttgatatt ggcgaatcag tgccagcttg gcctcgggtg
  1671361 tcgcttcggc cagaaaatca tctacgccag cttcagcggc aattgccgct gcggttaggc
  1671421 gattgtcacc ggtgatcatc acagttttaa tgcccatttt gcgcagttcg gcaaaccgtt
  1671481 ctttaatgcc ccctttcacg atatctttta acgccaccac gcccagtacg cgtgatccct
  1671541 cggcaaccac caatggggta ccgccggtcc gggcgacact ggcgaccaaa tcatccacgg
  1671601 cgggtgggaa gtggccctga ttggattcca catggcggcg gatagcgtct accgcgcctt
  1671661 tgcggatcat ccgctcctgt acattgacac cgctcatccg cgtttgtgct gagaagggaa
  1671721 taaaggtggc attcaggcta tgcagatcac gttcacgtaa attaaaacgt tgtttagcca
  1671781 gcacgacgat actgcgccct tctggcgttt catctgccag cgaggaaagc tgagcggcat
  1671841 ccgccagttg ttgctcggtg acaccgggag cgggtaaaaa ctcggaggcc tggcggttac
  1671901 cgagggtaat ggtgccggtt ttatccagca gcagcacatc gacatcaccg gcagcttcca
  1671961 ccgcccggcc actcgtggcg atcacgttag cccccaacat gcggctcatc ccggccaccc
  1672021 cgatggctga caacaacccg ccgatcgtgg ttgggatcag gcaaaccaat aaagcgacta
  1672081 gcacggtgat ggtcaccggg ctaccggctt ggctggcctc cacgctgaaa acagagaacg
  1672141 gatacagggt tgctgttgcc agtaaaaaga cgatagtcag tgccaccaac aatatggtca
  1672201 gcgccacttc gttgggagtt ttgcgccgtt ttgcgccctc gaccatggca atcatccgat
  1672261 caaggaaggt ctcgccgggg ttaacgcgac attcaaccac cagccaatcg gacaatactc
  1672321 tggtaccgcc ggtaactgac gagaagtcgc caccggattc acggataacg ggcgcagatt
  1672381 cgccagtaat ggcactttca tcgaccgacg caccgccttc cagcacttcg ccgtcacacg
  1672441 gcaccgtgtc accggcttcg atcaacacca ggtcgccttt gcgcaaactg tcggcagaga
  1672501 ctttttcttg tggtgcatca acacgggcct cggacagttt tttagcccaa ctggtttttt
  1672561 tcaccccgcg tagactggcg gcctgcgctt tgctacgccc ctcggccaag gcttcggcca
  1672621 tgttggcaaa cagcacggta aaccatagcc ataaagcgat actgccggta aacatggcgc
  1672681 tgcccgtggt gtgcccactt aatatgtcca gccagatcag ggtggtcagc caactgccca
  1672741 aatacaccac gaacatgacg ggattgcgcc actggacgcg cggatccaac tttttcactg
  1672801 catcgagaag cgcagtgcga accagtgcag gctcaaaaat cgcgcgttgt ttgtgagtca
  1672861 tcgttattct ctctttgcga caaatggata ttcagtcggt attgacgagt catctcttga
  1672921 tgatcccttt tttgctcacc tataaaccgg ataatcaatg tgctaaccag acttgtagat
  1672981 gttcagcgac cggccccagg gccaatgctg ggataaaggt caatgcgccc actaataaga
  1673041 cggttccgat cagtaaaccg ataaacaaca gcccacccgt tggcagggtg ccgttacccg
  1673101 caggttgccg tttcttcgcc accagtgaac tggcaatggc cagcaccggc agaatgacgc
  1673161 caaagcgccc gataaacatg gcggcggcca gcagcaggtt ataaaacggg gtgttgacac
  1673221 tcagacccgc aaaagcgctg ccgttgttat tggccgccga ggagagggcg tacagcacct
  1673281 cactaaaacc gtgcgcaccg gggttgagga tccccgcccg tccagcctct gtgcagagtg
  1673341 ctaacgccgt ccctaacagc acgatagtgg gggtcaccaa aatggccagt gcggtcattt
  1673401 tcatatcaaa tacgtcgatt ttcttaccca gatattcagg tgtgcggcca atcatcagac
  1673461 cagcaataaa gacagtcagc agcacgaaca gcagcatgcc gtataaaccg gaaccaacgc
  1673521 cgccaaacac cacctcacca atctgcatca accacagggg gatcatgcca cccaatgcag
  1673581 tgaaggagtc atgcatcgcg ttaaccgcac cacaggaggc ggcggtggtt actacggcat
  1673641 acaggctggt ggcgagaata ccgaagcgcg actctttacc ttccatattg ctattgctgt
  1673701 cagcccctaa cggggataaa tgcgggtttc ccgccagttc ggcgtacatc accaccacca
  1673761 cagcaacgat aaaaatcagt gacatggccc agataagagc gtgcccctga cggttatcgc
  1673821 cgacgacctg accgaaggca aaacagagtg cgcaagggat cagaaaaatg gccagcattt
  1673881 ggacaaaatt actgaatgca gtcgggtttt caaacggatg ggctgagttt gcaccaaaga
  1673941 aaccgccgcc attggttccc agcactttta tggcttcctg cgacgctacg gggcccatgg
  1674001 gtaaggtctg ttgcacgcct tccagtgtgg tgatatgcag gtagtcatcc agattttgca
  1674061 atacgccctg actgacaaaa ataagggcga tgatcaaggc gatagggagt aagacataca
  1674121 gcgtgatgcg gaccagatcg acccaagcat tgcccagtgt ggtggctgaa tggcgtgcaa
  1674181 aggcacggat cagtgcaaag gcgacggcaa taccagtggc agcggagagg aaattctgta
  1674241 cggttagccc cgccatttgg ctcagataac tgagggtgtt ctcaccgctg tacgcttgcc
  1674301 aattggtgtt agtcacaaaa ctgaccgcgg tattgagtgc cagatgccat gacatccccg
  1674361 gcagatgttc ggggttcagc ggtaatgacc cttgggtcat gagcagcaca aacagcaaga
  1674421 cgatccccag tagattaaag cagagaatag cgagagcata ttgccagccg ttcatctctg
  1674481 catttttcac cccactgcaa cgccataaac cggcctcgac tttttgcagc gcagagaagg
  1674541 gctcaccttc aatcaaacgt gctaaaaacc cacccaacgg acgggacaac acgaacaaca
  1674601 ccagcatgaa gctggcaata agcagaaatc ctgacgctac catttaaaag tcctccgcgt
  1674661 taaataaggc ataaaccaaa tagcccaaca gcagcaggac cagcaacgca ccacaaacga
  1674721 tgctgaaatt cacgatatac ctcctgaggt agtatttttt aataacaaca gcttaggaag
  1674781 tcgtaagaaa agttcttgat aaaaaaacag ggtatagcgt aaaaaaaata taaaaacggt
  1674841 caaaaaatgc tcattaattg agtgtaattt gatcagttga agtattgatg tcaagcttgg
  1674901 tttgtgaaac ttactttcac cgggtgaatg tatttggttt gctaattggc aaataatacg
  1674961 caaccaaagc ataacaatga ttcatttaaa tcaactttta cgtaacaaaa ttacgaaact
  1675021 ggcagtttat ttctactttt caggtaaaat ggtggtcgga tgagtggtaa aatttcagcc
  1675081 aatacggtaa aattttgtcc agtttccaca ttcacgcatt ttatcgggag gatcgttatg
  1675141 tccatgtaca acgcataccc attgcatctg gttctcctgc gtcgtatcgc agtcgtttta
  1675201 gtcggtgtat tggcgctgcc cgtcatgttt ttccgccgtg accgtgcccg tctttacagc
  1675261 tatttgcacc gtatctggat aaaaaccagt gataaaccgg tttggctgac ccaatcagaa
  1675321 aaggcaggtc gtgactttta ctgagtcata tatcggctga attcacattg gtaagaaatt
  1675381 tacaaaaaat agctggcccg tgagtatcat gcccacgggc ttttttaatg cgctttaaac
  1675441 agcggtattt tttggctgtg gctgtggtag ataatatcga cagtgggttt tcagccgatt
  1675501 ccgggctggc gctgtttttt tatgctgtat aacctcccca tcagtaaacc cgtcaaccaa
  1675561 taccgcagat tcttggcaac tactgttatg atgaaaacga ttctgatgac caaagtatct
  1675621 gatgaccaag tacctgatga tcaagtatct gatgatcaaa gtaaccgcag agggaggatg
  1675681 tcatgccggg aaccgatcgg gcagttcaca gtaaagaata tcgctatgcg tgtgaggaac
  1675741 ttgatgtttt gtgtcgcgct ggggtgaccc gtggcgggtt gatggatttt catcgtcgct
  1675801 ataagttggt cttactggcg cattctcagc ctgaataccg tgaaatcggt ccttttattg
  1675861 cggcaatcag caactggtca tccttgagcg aatttacggc tgaatatcgt cggcgcttac
  1675921 tgcatttact ttctcacttg cccacggtag ccaatcacac caatgtgtta atgcacgtac
  1675981 agggctattt tcgcccttat ctcagttcag ctcagcgtca ggcattggca cagcttattg
  1676041 agcaataccg tttaggcaat cagcctctgc aggctcccat tgcacaaatc accgagtatc
  1676101 tggctgagtt ccccaatgat tatctggctc agcagcgcta tttttctttt tatttacaag
  1676161 attaagtacc cagttatgta caggattaag taccaagcag gccgttgtct ggtggttgaa
  1676221 tgaaatttaa ccctgaagac gttgagccca tgagtaaata aggataaggc atgtctacgc
  1676281 atctggtctg gttccgcaat gatttacggg tcaccgataa tttggcgctt catgcggcct
  1676341 gtcaggaccc acaagcgagc gtaattgccg tgtttattgc cacacccgtg caatgggctg
  1676401 cacatggtat ggcacccagg caggcggctt tcctgcgaca aaatttacaa catttgcagg
  1676461 cagctctcgc ggctcgaggg ataccgctgc attatcacca atgtgatgat tttcaggcgt
  1676521 caaatacttg gctagtcgat ttttgtcagc aacagcaggt cgatagcctg ttttattctc
  1676581 aacagtatga actgaacgag cggttacgtg acgatgcgct ggcggtgcaa ctcagtgagc
  1676641 gagctatcac ctgccagtct tttcatgaca gtgtattgct cgcgccgggg acggttctga
  1676701 ccggtaataa tgaaatgtat aaagtgttta cgccttttcg ccgtgcgttt attcagcgtt
  1676761 tattgatgag tgataaccac tgtgttccgg ccccgaaagc ccgccatgct cctcccgttc
  1676821 tgctctcacc gttgcctttt gattacccac agcagtccgt tgatagccag ttatttcctg
  1676881 caggggaaga cgctgcctta cagcgtttac gccgtttttg tcgtgaacag gtacaggatt
  1676941 accggcaata ccgcgatttg ccggcggtgc ccggtaccag ttgcttatcc ccttatttgg
  1677001 tgttgggggt cctttcaccg cgtcaatgtt ttaatcgcct gtgggctgaa tccccagaaa
  1677061 tgttagagaa cgcagacagt ggtgcattca cttggcttaa tgagctaatc tggcgtgagt
  1677121 tttatcgcca tttattagtg gcctatcccc gtttatgcca acatcatccc tttattggct
  1677181 ggactgatgg gttagtatgg aaccgatctg aatcgcaatt gaaagcctgg cagcaggggc
  1677241 aaaccggtta tcccatcgtt gatgccgcga tgcgtcaaat gaatgaaact ggctggatgc
  1677301 ataatcgcct tcgcatgatc agcgccagtt ttttggttaa agacctgttg atcgactggc
  1677361 ggcaaggtga gcgttatttt atgtcacaat tggtggatgg ggacttagcc gcgaataatg
  1677421 gcggctggca atgggccgca tcaaccggta ccgatgccgc accgtatttt cgtattttta
  1677481 atcccaccac gcagggcgag cggtttgata aggacggggt atttattcgt cgttggttac
  1677541 cggagctggc tgcggtacca gacagtgata ttcatcagcc atggcgctgg gcagaacggc
  1677601 aacagcagca tctggattat cctgtcccgt tggttgatca caagcaagcc agattggcta
  1677661 cactcgcggc atttgaagcc gctaagcggg atagcacaag gatccctaat cgcaaggagc
  1677721 cttcatgtta ttgaaatatc tctcgattaa atctgcatca gataagataa agagtggtct
  1677781 gctaaagacg ggcgtgattt tatctttcag tctcttcagt tcactgtcca ctgcggcttt
  1677841 tgaggtcgtg gcgcttggcg ttgatggggg tgtcagtgat ggtaatctga cctcttatct
  1677901 gattcgcaat gatagccagc cgctgtattt ggggctggat gccggttccg tgttgccagg
  1677961 gatcgctcgt gccttggaga aaggccattt tgcagcgatc accgatgcca tggccgctcc
  1678021 gctaacccgg cagggctata tttttcgcca gagcattaac agttatttta ttagccatgc
  1678081 gcatttagat catgtctctg gcctgattat cggttcaccg gatgacagca agaaaaccat
  1678141 ttatgcttcg gctgatacca ttgatgtgct gagaaactac tattttaact ggcgcgtttg
  1678201 gcccaatttt accgacagcg gcagtggggc tcgtttaggg acttaccgta tgcaagtggt
  1678261 gcgcccggct cagtctttga gcttggggtt gacccgctta acgggggaaa tgtatccact
  1678321 gagtcatgat aaatcgccct catccatgct gcttatcagt agtaataatg agttctttgc
  1678381 ctatttcggt gataccggcc cggatgatgt cgaaaaatcc aaaaatctgg atacggtctg
  1678441 gcgcaaactg gcggagaagg ttacacaaca acaactgaaa gggatgatta ttgaggtctc
  1678501 gtatcctaat gatgtggcag acaataagtt gtttggccac atgacaccaa cgtggttgtt
  1678561 gaaagaattg aaaaaactgg agcaatacag tggggaaggc cagccactaa aaggattacc
  1678621 ggtggtgatt agccacataa aaccctcatt ccagcagggg caggatgtgc gtaaattaat
  1678681 tctctctgag ttgcaacaag gcaatgatat gggaatcgaa tttatcctga tggaacaagg
  1678741 tgatagccag aaattccagt gacttgcggt tggcttttct tttataggat gaaaatagct
  1678801 atatgacgaa aatagctagg tgacaaaaat agctaggtga caaaaatagt ccccgcgctg
  1678861 tatttatact gattaattga cactgacctg atgagattga aatgatgcgt aacgttgaac
  1678921 tggaaactgt actcaataac caactgaata tcggggcttt tcaagattat gcccccaatg
  1678981 gtttgcaagt tgaggggcgg cgggatatcc agcgggttgt tactggtgtg accgccagtc
  1679041 aggcgttgct ggatgcggca gttgcgcatc aggccgatgc tattttagtc catcatggct
  1679101 atttctggaa aaatgaaccg gtagtggtgc gggggatgaa acgcaaccgc ttaaaaacac
  1679161 tgttgaccca cgatattaat ctgtacggtt accacttacc gctggatgca catcccgaac
  1679221 ttggcaataa cgcccaactg gctaaattgc tggagataca ggtcttgggt gaaatcgaat
  1679281 ctttgttgcc ctacggtgag ttcaccacac cgctgaatgc cgtcgcttta cgtgagcgtc
  1679341 tggaaaaaca gttggggcgc agtgtattac attgtggtga tcgggcgccc gcagaggtac
  1679401 gccgtattgc ctggtgtacg ggcggcgggc aggggtatat ccaacaagcg gctgagttcg
  1679461 gtgtcgatgc atttataacg ggtgaagttt ctgagcaaac aattcatata gcccgtgaga
  1679521 tgaaagtgaa tttttatgcg gcagggcatc atgcgactga acgttatggt attaaagcgc
  1679581 tgggtgaatg gctggctgaa caacatcaat tagatgttac ctttattgat attcctaacc
  1679641 ctgcctgagt taggggatag ggctattttc gccgatgttt agcatcggcg tgtctccgtc
  1679701 ttacatggcg ctgccgggcg attaagcggc gtttatgttc ctggctgatc tgtcattcgt
  1679761 tggcgagtta ccccaagttt tttgccactc ctcgctttat acccataaaa taaacaggcc
  1679821 tttgtcctat taatgctgct taaaacagtc atttgattgt ttttggatga taaatagaca
  1679881 tttttcatac atacctcctc tccagtcgtt gattttaaac aagaaaagta ttgctgactt
  1679941 cccgccatct tgatgaaaaa aacctcaaaa cgtgccattc atggtgatta atttcacgct
  1680001 tgccccccta tttagtgatt gatagtattt attggttagt ttagttctat tgacagcagc
  1680061 caagggctaa agcataaata tgtgcttatt gacgataatt attgagttat accctgcttg
  1680121 ctgggcatga cggcgtggct agcggcggtg aatgtctgaa tccttgttga gataagttta
  1680181 ccgggattcg agtattttat tttgctgtcg cgccaatgac gttgggtatc taaaaacaag
  1680241 aaccataaat taatcagggg gacggggtgc aacgagcacg atgctattta ctgggagaga
  1680301 gtgcggtggt gttggagtta gaaccaccgg taacattagc cagccagcaa cggatttggg
  1680361 gcttagctga tcgcctaatt catcatgccg atatccttga ggtgatccct ggcatgaata
  1680421 atttaactct actgttggcc gatccacaca atactgcctt agatgcgatt gagcggttac
  1680481 aacgttggtg ggaagagagc gagtcattga tacccgaatc gcgggatatc accatcccgg
  1680541 taatgtatgg cggtgaagtc ggtcccgatc tggctgacgt tgcccgtcat acggggatga
  1680601 gtgaacgtca ggtggttgag tgccacgcgg gcgcccgtta tatcgtctat tttttaggct
  1680661 ttcagccggg gttctcttat ctgggaggga tgccagagca actggctaca ccacggcgtg
  1680721 cagatccacg tttagtcgtt gcaccgggtt cggtcgggat tggtggcagc caaacgggaa
  1680781 tttatccctt ggcaacaccg ggagggtggt agttaattgg tcgcacctca ctggcattgt
  1680841 ttaatccagt ggcgatgcca ccgaccttat tgcgacctgg ggataatgtg cgctttctgc
  1680901 cgctaaagga gggcgtatgt tgaatatcat ccgcgcaggt atttatacca cggttcaaga
  1680961 tgctggccgt ggcggttttc gccgcttggg gatcagccaa gggggagcgt tagatttacc
  1681021 cgcgctgagt atggcgaata tgctggtggg taacgctagc gatgccgctg ggttagaaat
  1681081 cacccttggg cagtttacag cagaatttac ccaatcgggt tggattgcct taaccggtgc
  1681141 cggttgtgat gccagacttg atgaacagcg gctctggacc ggctggtgct atccggttaa
  1681201 ggccggacaa cagttaaaac tcagtgtgcc gcaccgcggt atgcgcagtt atctggctct
  1681261 ttctggcggt attatcgtgc cagaaatact gggttcacgc agcaccgatt tgaaagccgg
  1681321 gtttggtggt catcaggggc ggttgattaa agaaggcgac cgcctgccat tgggtaaacc
  1681381 cacccgtttg cccagtgaat ctgttggcgt taaacagcta ttattcggta accgtgtccg
  1681441 tgccgtgccg ggaccggaat accacgaatt cgatgaggtt gcgcggaatg ctttttggcg
  1681501 agaagcctgg cagctcagtc cgcaaagtaa ccgcatggga taccgcctga gtggccgcga
  1681561 attaacgcgt aacaccacgc gtgaaatgct atctcatggt ctattgcccg gtgtggtgca
  1681621 ggttccccat aacggccagc cgattgtatt gatggctgat gcacaaacga ccggcggcta
  1681681 cccacggatt gcttgcgtga ttgaggcgga tctctaccac ttggcgcaaa ttcggctggg
  1681741 tgagccgata cattttgtac catgtactgt ggaagaagca ctacgcgcca aaagagagca
  1681801 acagcatttc ctacagcaaa ttgaatgggg tttagagaag ggttttgtta ccccggaggc
  1681861 ccagtgaaaa ttgatttaaa tgctgatttg ggtgagggct gcgccaatga tcaggcgctg
  1681921 ctgcaattgg tcagttcggc caacatagcc tgcggttttc atgcaggtga tgcgcaaact
  1681981 atgcgtcaat cggtacgctg ggcgttggag tatggtgtgg ctattggtgc acatccgagc
  1682041 ttcccggatc gggaaaactt tggtcgcact gctatgcagc taccacctga gaccgtctat
  1682101 gctcaagtgg tttatcaatt gggcgcgctt gccgccatcg tgcaggttga agggggggtt
  1682161 atgcagcacg taaaacccca tggcatgttg tataaccaag cggcggtcga tccgttattg
  1682221 gcggatgcca ttgctcaggc ggttaaggct gtggatccgt cattacgtct ggtcgggtta
  1682281 gccgggagtg agttgatccg cgccggtacc cgtgtggggt tagtcacccg gcaggaagtg
  1682341 tttgctgatc gccactatca acccgatggc acgttagttc ctcgcagtca gccagatgct
  1682401 ctaatagaaa gtgacgagtt agcgctgtca caaactctgg ctatggtgca acagcatcag
  1682461 gttcaggcct gcgatggcag ctgggtacag gtacaagctg atacggtatg tgttcatggc
  1682521 gatggcgtac aggcattagc gtttgcgcgt tgtttacgag accgttttca gcaggaaggc
  1682581 atcagcgtga tagcgcaata accagcgcct acctcgggca gaatatattt atcacttaaa
  1682641 tacgttttac attattgaaa tagacttcag ggcgggagaa ttctcttgga acaaacggta
  1682701 aatctttggc cgctgatcgg tattgcggcg attgtaattg gatttttatt gcggataaac
  1682761 gcggtattag tggtgatcac cgccgggatt attactgggt ctggccgcgt tgatgccaat
  1682821 agccactatt ttagaaaatc tgggtcaggg gtttcttaac acccgtaatc tgcccttgat
  1682881 tctgttactg cccttggcgg tcattggttt gcttgaacgt catggtttga aagagcgggc
  1682941 gcaggcatgg attatgcaaa ttaaaagtgc gacatcaggc cgcttattaa ttgtttacct
  1683001 ctttgtgcgt gaagtgacgg ctgctatggg gttaaccagc cttggtggtc acccccagat
  1683061 ggttcggccc ttattggcac caatggctga gggggcggca gagaaccgct atggcgaatt
  1683121 gccggagaaa gttcgctacc gcctgcgtgc catgtcagcg gcaaccgata acgtggggtt
  1683181 gttctttggc gaggatatct ttgtcgcttt cggggcgatt atctttatgc acaactttat
  1683241 gttggagtcg ggtggcattc agacggaacc attgcatatc gcgctgtggg ggatcccaac
  1683301 cgcgatttgt gctttcctga tccatgccta ccgtttacag cggttagata aacaacttgc
  1683361 tgcggaatta acggcgctga atcagtctgc cctggcagct cagggagagg ctaaatgatt
  1683421 ttccaacaac aatacttata ttggctggcc ggagtggtgc tattgattgt cgcggtgatg
  1683481 tcatttcgtg ataaagccaa tccaaggcgc ttaaccaccg gtttgttttg ggggttgtat
  1683541 ggcttgattt ttctggttgg cgattggact tatcggctgg cgaatgcgct ggcgggcgaa
  1683601 ggcccagatg agaaacgcgt cctgaatatt attgtgggtc tggtcgtggt ggtcatggca
  1683661 ttgattgccg ggtttggtgg tgtcaagctg ggcagttacc atcaacggac gccgcaagag
  1683721 cgtgaagtta gcgcaaaacg tttaggtaat cggctattta ttccggcatt agctatccca
  1683781 ttggttacgg ttatcggtgt gctgttgttc aataacatcc cggctctgca acaagggatg
  1683841 tttggtccgg gtaaccactc cacgctagtg acgctatttt caatgacggt cggttgtgtt
  1683901 cttggcttgg tccttgccgt ggcgatgacc cgtgagacgg cggcgcaacc ggtacaggaa
  1683961 gcgcgccgct tgctggattc tatcggctgg gcatttattc tgccgcaaat tctggcgaca
  1684021 ctggggttac tatttactgg cgcgggtgtc gggacggcca ttgctcatct tacgcaagaa
  1684081 tatctggccg tcgaccagcg ctttattgct gttgcggtct atgctattgg catggcgctg
  1684141 ttaaccatga tcatgggtaa tgcgttcgcc gctttcccga tagtgactgc cggtattggt
  1684201 attcctattt tagtgttaca acacggggga aacccggcag tgatggcggc catcggcatg
  1684261 ttctctggct attgtgggac attgatgaca ccgatggcgg ccaactataa tattgttccg
  1684321 gccgcattat tggaattgcc ggacaaaaat gcggtcatca aagcgcaaat cccaaccggg
  1684381 gtagctctgt tgattgttaa cgtattttta ctgtatttcc tgatgtttct ctaaggagag
  1684441 gcgatgagac gtgtattaat taccgggttc gaaccttttg gtggggagcg gatcaatcct
  1684501 tcctgggaag tggtcaaaca aatgaatgat ttaatgatgg gtggcgtcag aattgtggcg
  1684561 cgccagctac cctgcgcatt cggtgaggca ctgaccgccc tgaacaccgc gatagatgat
  1684621 gtccagcccg tattggtact tgctatcggt caggcgggag gccgtgcgga tattaccatt
  1684681 gaacgggtgg cgattaacgt tgatgacgcg cgtatcccag acaatttggg taatcagccc
  1684741 gttgatcagc ctattattca agagggacct gcggcatatt tcacccgcct accgatcaaa
  1684801 gccatggttc aggggatacg agaagcgggg ataccggcat cagtttctca aactgcgggt
  1684861 acctatgtgt gtaaccatgt tatgtatggt ttattgcatc ggttaaatca gtttaataat
  1684921 gaggtcaagg gcggttttat tcatatccct tatttgccag aacaggcagt tgatcacccc
  1684981 ggtgcgccca gtatgtcggc acaatcagtg ttggtcgcgt tagaattggc tatctctatc
  1685041 gcattgcaga ttgagcatga tttgcatatc acggggggag cagttcactg atcttccaat
  1685101 aacctcacgg cagccgaagg tggcgtgagg ttacagacaa cgtcctggct taagaggtgg
  1685161 ggttgtgatc tgaacggtga tttactccac cgctggcagc ttaggttgcc aatcaatagg
  1685221 ctgctgattt tgttgttgca gtaattgatt agcttgcgaa aagtgcttac agcccagaaa
  1685281 accacggtgt gctgacaagg gtgatggatg aggtgctttc aaaatataat ggcgctcagt
  1685341 attaataatg cggccttttt tctgagcatg tgatccccac aacataaaaa tcacaccttc
  1685401 tcggtgttca ttcaacgcag caatcacttt atccgtaaag gtttcccaac caaggttagc
  1685461 atgagagtgg gctttgcccg cttctaccgt caggaccgta ttaagtaata aaacgccttg
  1685521 ctcggcccag ctttgtaaaa aaccgtggtt agggcgctgg aatcctggaa tatcagtgac
  1685581 cagttccttg tatatattcc ccaatgaagg gggggcagga acaccaggta gaaccgaaaa
  1685641 tgataatcca tgagcctggt tggggccgtg atacggatct tgccccagaa tgacgacttt
  1685701 tacttgatcc agttcggtca ggcgaaaagc gttaaatata tctttttgtg gtggatagat
  1685761 ggtcttaccc gcacggcgtt ctgctgccac ataggccagc gtatctttaa aatacggttg
  1685821 ttctttttct tggccgatta catcgtgcca agtaagggag ggggacataa acactctcct
  1685881 tggtttctgc aaagtattga tgtgcgctag cttaccggtt caaaccgatg agtgaaactg
  1685941 ttaaaccgat gtctgtgaca tgatgttgtt tttttgacct ttatatataa aaaatgttga
  1686001 aaatttacaa aaataattgc tggtcgcgtt tctgacaaaa ttgatataaa acataaattt
  1686061 gccagtgtcg atattgatga tgtggtgaaa aaattgattt gaatcaaaga atggtagggg
  1686121 ctggactggt atatagaaca ataagacaac attggtttta ccaaataacc aagataatta
  1686181 tcttcccttg gaatttatag ccgtactacg gaggcaccaa atgattactg gtattcaaat
  1686241 tactaaagct aacaatgaag ccttgctgaa ctctttttgg ctgttggatg atgaaaaagc
  1686301 ggaactgcgc tgtgtttgcg cgaaatctgg ctatgctgaa gatcagatag ttccaaccag
  1686361 tgagttgggc gagatcgaat atcgcgaagt gccactggaa gtgcaaccaa ctgtacgtgt
  1686421 tgaaggtggt cagcatctga acgttaacgt tctgagccgt gatacgctgg aagatgcagt
  1686481 aaaaaatcca gaaaagtatc ctcaactgac gatccgtgtt tccggttatg cagtgcgttt
  1686541 caactcactg acaccagaac agcaacgcga tgtgattacc cggactttca ctgaaagttt
  1686601 gtaattctta gacgagcaat taagtcataa gaaattaaat cataaagtga taggggactt
  1686661 cggtcccctt ttttcatgcc tgaaatttag taagttaact taagagcatc atctgatgtg
  1686721 tcgatagata ccctcattga gccgggataa cgatttagat tatcccccaa caaggagttg
  1686781 gcatgagtgc atctgtcagt ttgactacgc ctgtttcagt ctcttgctta ataaatgatg
  1686841 ttaatccatc ggttaaggca aagaaagaag acgccacggc ggtgaccacc acacaggccc
  1686901 ccaaaatagc agaggcaatt caccgatcaa ctcccacgtt ggcggacaat gttctctatg
  1686961 acagtacgtc atacactcac ggggtgacca caggcagtac caatgtacca atatcaagtg
  1687021 ggcagagacc acagcaagcg gattattcat tagcactgct cgctaaagat gtttatgccc
  1687081 ccacctctgg caatctcaac gggtttgtcc gtttaagtga cgagaggcta ctggcagcag
  1687141 gtattgaccc aacggctttg tctgatagcg cttcaggctt tctcgcgggg atttacagtg
  1687201 ataatcaaca gtatgtctta tcttttgcag gcactaatga tcggcacgat tggttgagta
  1687261 atatccgaca ggcggtgggc tatgaggatg tgcaatacaa tgaagcggtg gctctgggaa
  1687321 aaacagcaaa aatggctttt ggtgatgcgc tggtgatcac cgggcattca ttgggcggtg
  1687381 ggttggcggc tactgccgca ttagccactg ggacttttgc cgttaccttc aatgccgcgg
  1687441 gggttgccaa gaatacactc aaacgccttg gtatggactc ggctaaagcg cggcgttcgg
  1687501 cagagaatgg cgggatacgg agctatagtg agaagtatga tttactgacc ggtattcagg
  1687561 agctaacttc acttattcct aatgcggtgg gccataaaat agtcttggcc aatagcgaca
  1687621 aactgactgg cgtggatgat tggttaccac acaaacatct cgaacgccgt atatcggcgc
  1687681 atagcattga gaaagtactt agctcaatga gtgagcaaca gccttgggag cggcggtatg
  1687741 tttgaacata aaggtgagat gtccacggcg ttatgccagt tgccctattt tgatgttgct
  1687801 attgggtttc gggggatgag caatgacaaa aattagtact gcttttactg atccattggt
  1687861 tatgcctatc gccgatgcga ttgcgcacgg agagagacaa cagatccatc atttagccaa
  1687921 taaagcgttg ctgcagcagc gaggtgatcg gctaataaca ctgatgcaat gggcgatctt
  1687981 taaccaacag ccaaccagcc tggtggcatt aatacaagaa cacgccgatc cttctcaatc
  1688041 agggatacaa ggcgacacgg catggcatac cgccgccagt gtgcaagatg catgttacat
  1688101 gcgcatttta cttgagggtc accagccgcc gaatacccga aacagtgtga ctttagcggt
  1688161 tccattggcc ttagcggtta tggcagggcg cgagattcag gtgggtttgc tattggccgc
  1688221 gggcgttgat cccaatcttg ctgatcgtat gggtgacacc ccattacata tagcgggtaa
  1688281 gaccaatgca ccgggtttgg ccttacagtt actaacagca ggcgctgatc cgaaattacg
  1688341 taacaagcag ggtgcaacgt tccagcagta tttagcgatg acaccattgg atattcaaca
  1688401 cattgacata caacaagaat atcaggaatt gaatgattgg ttgcgcggta acgattttgc
  1688461 agaagttgat gagcaataga gtaaaaaagt cagttttagg taacgcaata ttcgcaatgt
  1688521 catttcagtc tgaaaatggt attggtaatg agcagatatc tgacaacaaa accgctatgt
  1688581 gagcagcggc tttgttgtcg tgcatatcac taaccagcac tcttggtatc aggttttgct
  1688641 tttggtgtac gccgcttacc aacgtttttg gcatcacgat gacgaacctt aacctttact
  1688701 ttctctttgc tggattcttt ttgttcttta cgcttcgcta aaaccttttt agagggttta
  1688761 cccgtcgctt tttcacttgg tgccttgctc gttgggcgca actcatcaat aacgcgtggt
  1688821 ttcagtggtt cgttaagata acggccaatt ttgcctaaca agatatgatc atgagcttca
  1688881 accaaggaaa tggcgacgcc tttgcggcca gcacggccag tacggccaat acgatgtaaa
  1688941 taaacatcgg cggtgcgtgg catatcaaag ttgaatacat ggctgatatc atcaatatcc
  1689001 aacccgcgtg aggcaatatc ggtggcaacc agcacattta cccggccatc acccaagcga
  1689061 atgaccgctt cggtacgttt agcttgtacc atttcgcctt caaggaacca ggcattaatg
  1689121 cccgcctcac gtagccaact gactaactca tggacacgct cgcgggtacg aacaaaaatg
  1689181 atggacttcg agacatcggg ctgtttcagc agatgacaaa gtaacgctgt cttatgcttg
  1689241 atgtcgtcag cccggtagta ccattgctga atttttttgc gttcgcggcg cgatggatcg
  1689301 gcctcaagtt ctactggctc attgagaatg cgctccgcaa attcgcggat ggcttcacct
  1689361 tcaagagtgg cagagaacag cagtgtttgc ttacgccagc gggtttaggc tgagatggtt
  1689421 tcaatatctt gggcaaaacc catgtccagc atacggtcag cttcatccag gatcagggtc
  1689481 tctaccgcac gacaatcaaa gttttcttct ttgatgtatt gcagcaggcg gcctgtcgtg
  1689541 gcaacgacaa catcctgatt ctcactgaag acttcggcat ggttcatata tgccacgccg
  1689601 ccggttattg tggcgatatc caactgagta tactttgcca gttcacgggc ttggtctgcc
  1689661 acttgcatgg ctaactcacg ggttggcgtc aggatcagga tccgcggtgg cccggatttt
  1689721 ttgcggggga aatccagcaa atgctgcaag gctggcagca aaaaggcggc agttttgccg
  1689781 gtacctgttg gagccgaacc taatacgtca cgcccatcca tagccggcgg gatcgccgaa
  1689841 gcctggatag ccgtaggacg ctcatagcct ttgtcgcgca gtgcgtcaat cagacgttca
  1689901 tcgagatcga gttcggaaaa attggttaca gtcatggtct tcctctactt ggggcgccga
  1689961 ttatagacgg gttagccgaa ttcttcacct gtttaagtcg gaatgatgtc ttttcccttt
  1690021 aataatattg tcctaaataa tattgtcctc tgctacgccg gttatatact cgtcatactt
  1690081 caagctgcat gtgcgttgct acgatcaatc acccgaaccg atttgtctct cgctggctgc
  1690141 cttactgcaa ttcgaattat ttagagtata aattttggtg actaatgtgg gcgaacaatt
  1690201 aaaaaaacaa ccggtattac gtggtggcgg tttcaccttt aaacaattct ttgtggcaca
  1690261 tgatcgctgt gcaatgaaag tgggcactga cggcgttctg ctgggggctt gggtgccggt
  1690321 gttacacgcc cgtagagttt tggatattgg ctgtggcagt gggcttatcg ccttaatgat
  1690381 tgcccaacgt tcattgccac aggtgcagat tgacggggtt gaactggaac ccgccgctgc
  1690441 gcaacaggcg agcagtaatg ttgagttatc tccttgggct gaacgcattc atatccatca
  1690501 gcaagatatt catcagtttg ctgagaatca tcctcatcag tatgacctga ttgtcagtaa
  1690561 cccgccttac tttgctccgg ccattgcttg tcgagatgaa gcccgtgata ccgcgcgcta
  1690621 taccgggtca ctcacgcatg atgctctact gaactgtgcg gagaagctta tcacagagga
  1690681 cgggatgttt tgtgtggttt taccccatga gttaggaatt gaatttgccc gccttgctgg
  1690741 gcaacagggc tggtttgtcc ggtgccaggt tgatatcagg gatcgccccg gtaaaccgtt
  1690801 acatcgaatg ctactgacac tttcaagaca agcgggtgag acggtgtatc aacatttagc
  1690861 tctgcgtcag tctgaaggtg tttactcacc tgagttttgc cagctcatca gtgatttcta
  1690921 tctaaactat taattttaaa taaagtaatt aattttaaat aaaataatta gcgtgaaata
  1690981 agaatcgggc gtcgtagaga cgccctgagg ttattgacaa agtgcccgcg acggagagaa
  1691041 caggcagatc gtaaagacgc cgtaaataca tctatgtagg ctcgagccgc gccatccttg
  1691101 gcgcggacgc tttactcctc tgcctatcct caccgttcaa gatcgcgtca tcggggtttg
  1691161 tcagcagtct gcgggcgtcg tagagacgcc ctcaatctta tggattcaga atgtgttatg
  1691221 gatgcagaat ggttggctgt gggttttcta tttgatcagg gtaatcaagc gtatagtgca
  1691281 acccacggct ctctttacgt tccatcgcac agcgcacgat taactccgcg acttgtacca
  1691341 gattccgtaa ctccagcagg ttattggaga tacggaaatt ggcataatat tcatcaatct
  1691401 cttgctgcaa cgtgttaatg cgccgtaaag cccgctctaa gcgttttgtg gtacggacaa
  1691461 tgccgacgta atcccacata aataaacgca actcatgcca gttatgctga atgacaaccc
  1691521 gttcgtcaga attatcaacg cggctttcat cccaatctgg cagatgcttg gccagtttgg
  1691581 ccgtcggcag ccgtgtcaga atgtcttctg ctgctgacca gccatagacc aggcattcga
  1691641 gcagggaatt ggaggccatg cggttggcac cgtgtaagcc ggtgtagctc acttcaccaa
  1691701 tcgcatataa cccatctaaa tcggtacgcc catgttgatc aaccattacg ccaccacagg
  1691761 tgtaatgagc tgcggggaca atcggaatag cttctttagt tagatcgata cccaatgaca
  1691821 gcagtttttc atagatcatt gggaaatgtt gcatcacgaa atcagtaggt ttatggctga
  1691881 tatccagata catgcaatca gcaccgaggc gcttcatttc atggtcgatg gctcgggcaa
  1691941 cgatatcacg tggcgcaagt tcaccgcgtg gatcaaaatc aagcatgaaa cggctgccat
  1692001 cagggcgttt aaggtaggca ccttcaccac gtaaggcttc tgtcagtaaa aaattacgtg
  1692061 cttgcgggtg gaagagacag gttggatgaa attggttaaa ttccaaatta gcgacccggc
  1692121 acccggcacg ccacgccatg gcaataccat caccagacga aatatctggg ttagtggtgt
  1692181 attgataaac tttagccgcg ccgcctgtcg ccaaaaccac ggctttggcg cggaaagtct
  1692241 caactttctc taactcacgg ttccagacat aagcacccac tacgcgtttg gtacccgcca
  1692301 aaccaatttt gtttgatgtg ataagatcga cagcattgca gcgttctttc actgaaatat
  1692361 tagggtgatt gcttgcttta cccactaagg tagtttctac ttctttaccg gtagcatccg
  1692421 ctgtatgcag aatacggcgg tggctatgac caccttcacg ggtaaggtga tagcgctctt
  1692481 caccgttagc actggtctct gtatcaaaaa gaacgccttg atcaatgagc cactgcacac
  1692541 aagagcgggc attgctggca ataaattcaa cggcttcttt gtcacaaagc ccggcaccgg
  1692601 cgattaaggt gtcatctaca tgtgaactga tactgtcagt ttcgtcgaaa acagcggcaa
  1692661 tacctccctg agcataaaaa gtggctccct cattaagagg ccctttgctc agaacggtaa
  1692721 ctttacaatg tggcgcgagg cggagagcta aagacaagcc agcagcgcca ctcccgatga
  1692781 tcaatacatc gctaatgtgt tcagatgatg attgcatatc gtatgatgtg tgcagaagaa
  1692841 gagttggttt catgttagcc tatctgctca agaaaaagct atgggtataa gatgtctgaa
  1692901 taatatttgg acaaaaaatc gggcaacatg gaactttaca atttttataa actccaagcg
  1692961 tgtgcttgct caggaaacaa tgatatggct ggcagtactg tttttagcat ggggatagat
  1693021 ttcgggagag ttcacctcgg atgagcgagc agttaacgga tcagatgctg gttgaacggg
  1693081 tccagaaagg cgatcaacaa tcgttcaatt tactggtcat tcgctaccag cataaagttg
  1693141 cgagcctcgt atcccggtat gtgcctcagg gcgatgtccc tgatgttgtt caggaatctt
  1693201 ttattaaagc gtatcgcgca ctggagtcat ttcgtggtga tagcgctttt tatacgtggc
  1693261 tatatcggat tgctgtaaat acagcgaaaa attacttagt cgctcagggg cggcgcccgc
  1693321 catccagtga tgtggatgcg aatgatgctg aaaattatga aaatgcgggt gcattgaaag
  1693381 aaatatcgaa ccctgagaac ttaatgttgt ctgaagaatt aaggcagata gtttttaaaa
  1693441 ccatagagtc acttcctgaa gatcttcgaa tggcgatcac attaagggag ctagatggtc
  1693501 taagctatga agagatagca gccattatgg actgtccggt gggtactgtt cgttcacgta
  1693561 tcttccgtgc cagagaagct attgataaca aagttcagcc gctaattcag cgataggcgg
  1693621 acacacaaag ggtatttagg catgcagaaa gaaaagcttt ccgctttgat ggatggagaa
  1693681 actctcgata gcgagctgct ggggatttta tcgaaagata aggcgttaca gcaaagctgg
  1693741 cagagctacc atttaatccg tgacactcta cgcggagacg ttggcaatgt tttacatctg
  1693801 gatattgcta gtcgtgtagc agaagcgctc aagaacgagc cagcgcgctt gattcctatt
  1693861 gctatacctg aatctcagcc acagccacat ctttggcaga aaatgccttt ctggcaaaaa
  1693921 gtccgtccat gggccagtca gattactcag gtgggaatgg ccgcttgtgt ttctctcgct
  1693981 gtcattgttg gtgttcaaca atataaccaa ccggcacaaa attatttaca acctgaatca
  1694041 ccggcgttta ataccttgcc aatgatgggt aaagcatcac cagtcagttt tggtgtccct
  1694101 gctgatggtt cttttggtac taatcaacag aatcaggttc aagagcagcg tcggcgcgtc
  1694161 aacatgatga ctcaattgca agattttgaa ttgcaacgtc gtttgccaca aactgatgta
  1694221 ttgcagcagc cttcagattc aacgcaagcc gcaattcaag tccctggaac tcaatcctta
  1694281 ggaatgcagc agcagtaatg aagcaacttt ggttttccgt ctgtttaatg acgggcagcc
  1694341 tgttcatggc aaacattgct tcggcggaat ctacgccgat agcaatgttg caggaaatgg
  1694401 gcagtgccag caagtcgctc aattatgagc tatcttatat taacgttaac aagcaaggga
  1694461 ttgattccct tcgttatcgg catgccattt tagataaaaa atcgttagcg caattgttgc
  1694521 gtatggacgg tccgcgtacg gaaattttac agcgtggcaa tgagataagc tatttcgagc
  1694581 ccggttttga atctttcacg ttgtccggtg agcacattgt tgatgctctg ccgtctattg
  1694641 ttttctccaa ttttgaaaaa ctatccaaga cgtataacta tattgcgtta ggccgggcac
  1694701 gtgtggctga taggccatgc caggtgattc gagtggtcgc taatgacagt actcggtaca
  1694761 gctatattat ttggctggat gaggcaacga aactgccaat gcggatagat ttgttggatc
  1694821 gtgatggcga aacactggag caattccgtg ttatctcttt tgtggtgggt gagcctattc
  1694881 agcaagtctt acaaggtatg ctgaaattag ccttgccacc attactgtcg ttgccagcga
  1694941 agactaaagt tgattttacc tgggctccgc gttggttacc gcagggggtc gcagaggttt
  1695001 cacgtagtcg ccgtacactg ccgaatatgg atgcacccac agagtctcgc ttgtataccg
  1695061 atggtttgtt tagtttttca gtcaatgtga atcccgcagg caaggagggg acttcggaac
  1695121 aatccctgcg tcaggggcgg cgtactgtcc agactgaagt ccgtaataac gtcgagataa
  1695181 cggtagtggg tgagttgcca ccttcaacgg ccaaacgtat tgccgacagt gtggttctgg
  1695241 agtcgacaaa atgatgaagg aatgggcgac ggtgatatca tggcaaaatg gtattgccct
  1695301 attacgttgt gaaccacact ctggttgtgg gaattgccat tctcgccgag gatgtggtag
  1695361 ccatttatta aatgagttag ggcctgagac cgaccatcaa ttacaggttg aaatttcaca
  1695421 accgctcgag ccagggcaga aagttgaagt tggcatcagt gaagggagtt tattacgttc
  1695481 tgcatcattg gtttatttaa ccccgttagt tgggttaatt gctggtgggg cactgttcca
  1695541 gtctttattt ttaaccgatg catttaccgc tcttggggct attttaggcg cagggttagg
  1695601 ttttttactg gcacgaaaac tggcaaccag aattgagggg ctcagtgctt atcagcctgt
  1695661 tattttgcaa atcggtttgc caccaacggc tatgcgtatt cagtaataat aagacgttat
  1695721 tattgattag gcatgataag caggaatgcg gttctgtatc atatgttcga tcaaaacaat
  1695781 aaaaagatct gcattgatta aatcagacga gtctattgaa aaaataatgt ccccttgagt
  1695841 atccaataag cgtattttgt catgaaaatc tttttgtaat gtttctatcc gaaaaatatt
  1695901 ctcaatatta ataatgccgt taattgtgat cagtgtgtgt gcgctgagtg atagtgagta
  1695961 tgtatccatc tgatgagtgt ttattctccc gatacccatt ttaatctctc catgatatat
  1696021 cagtcttttc aaccaacact cctctttctt aataatatca aatgtcagcg tttcaccgtg
  1696081 tgataaactg tttaagcttt ttacgcctat cctcatgatt tgttgatgaa tgatggtatt
  1696141 aatcaacaga tatgcattat tgatgttatt aatgataacg ttccatggct gagatttaga
  1696201 tgtgcgaaat gccatagcat taatcttccc gttggggttt attcctgtgt gatatttata
  1696261 aatatattga attttatcaa atgggatgaa ataaatttcc agattgttat ggttgaaaac
  1696321 tctaacgcca ttttcataga gaaaataagt aaatagtggg ttgtcataca aacgtaaata
  1696381 aagtagtgca ctcagtgata ctgcagcgat agcaacgcat aagatagaaa gaattgacgg
  1696441 tgttaagaat attgaagtcg tgagcgcaag ggtgataatt acagtgctaa atactaatat
  1696501 agctattatt gtagcaaggg taacccatgc attttcattt ctcatttcgt ggcgactcag
  1696561 tatttttcct tcgtcaatca taatactctc ctcgttaccg ccaagagaat atttcacttg
  1696621 gttattataa aatcacacta atgctgtaac tgtatgtctt ttccttggtg ggtatatgag
  1696681 cattttccta aagtggcaga gtatttttta ggttgtaaca gaatatctcg aatatcatca
  1696741 agatgatcag actgcgttta ttcattagat gattatcaga aaataaattt tacagttata
  1696801 gcggctaatc gacattctat ataaataggg tgattagcca gcgctttatc ggataacggc
  1696861 tgaaacgata ctgtgcgggt ttcttccctg gcttcaaacg aaggggaata cagcctttgt
  1696921 agaggataaa tcaggtaaca agctaagtgt gatgcctttc acgaggctga cttacagtgt
  1696981 aagatgcgtg aatatttatg tgggtagttt tgggtttgaa tccatcgctg tgtccaccaa
  1697041 taattaatta aagacaacga ctagagaaaa attcatataa atgaagcaca taagaaactt
  1697101 ttctattatt gcccatattg accacggtaa gtcgacgctg tctgatcgga ttattcagat
  1697161 ctgtggcggt ttatctgagc gtgaaatggc cgcacaggta ctggattcca tggatctaga
  1697221 acgtgagcgt ggtattacca tcaaggcaca gagtgtgacg cttgattacc attcgaagga
  1697281 tggtcaaacc tatcaactta actttatcga tacccccggc catgttgact tctcttatga
  1697341 agtttcacgc tctttagccg cgtgtgaagg ggctctattg gttgtggatg cagggcaagg
  1697401 cgttgaggct cagacgctag caaactgcta caccgcgatg gagatggacc tggaagttgt
  1697461 tccggttctg aacaaaattg atttgcctgc tgccgatcct gagcgggttg ctgaagaaat
  1697521 cgaagacatt gtggggattg atgccactga tgcgattcgt tgctcggcaa aaaccggtgt
  1697581 gggcgtgcct gatgttcttg agcggttggt ccgcgatatt ccagcccctg agggggatcc
  1697641 aaatgggcca ttgcaggcat tgattatcga ttcctggttt gataactacc tgggtgttgt
  1697701 gtcattaata cgtatcaaga atggttcgtt gcgtaaaggc gataaagtta aggttatgag
  1697761 taccggccag agctataacg cggatcgttt agggatattt acaccaaaac gtgttgatcg
  1697821 tgatgttctg aactgcggcg aagtaggctg gttggtttgt gcaataaaag acattcttgg
  1697881 cgcacctgtt ggcgatacat tgacattaac gcgtaacccg gcagaaaaat cattgcctgg
  1697941 ctttaagaaa gtaaaaccac aagtttatgc gggcctgttc ccgataagct ctgatgatta
  1698001 tgaatctttc cgggatgcgt taggtaagtt aagtcttaac gatgcctctt tgttctatga
  1698061 accagaaagc tctacagcat taggctttgg tttccgatgc ggcttccttg gcttgttaca
  1698121 tatggagatc atccaggagc gtctggagcg tgaatatgat ctggaactga ttactacggc
  1698181 accaacagtg gtgtacgagg tgattacgac taatcaggaa acggtctatg tcgatagccc
  1698241 ttctaaactg cctgcgttga acaatattga agaactgcgc gaaccgatcg ctgaatgcca
  1698301 tatgttgttg ccacaggaat acctcggtaa cgtcattaca ttgtgtatcg aaaaacgtgg
  1698361 tacacagacc aatatggttt atcacggtaa gcaagtcgcg ctgacatatg aaattccaat
  1698421 ggcggaagtc gtgcttgatt tctttgatcg tttgaaatca acgtcacggg gttatgcttc
  1698481 actggattat aatttcaaac gcttccagac gtctgacatg gtacgtgttg atgtattaat
  1698541 caataacgaa cgtgtggatg cgctggcact gatcacgcat cgtgataatg cacaatatcg
  1698601 tggccgtgat ttggttgaga aaatgaaaga actgatccca cgtcaacaat ttgatattgc
  1698661 gatccaggct gcgattggta accacatcat tgctcgctca acggtaaaac agctacgtaa
  1698721 aaacgtattg gcgaagtgtt atggtgggga tgttagccgt aagaaaaaac ttctgcagaa
  1698781 acaaaaagac ggtaagaaac gtatgaagca agtcggtaac gttgaattac cacaagaggc
  1698841 cttcctggct attctgcatg ttggaaaaga cagtaaataa ggagttttca tggctaacat
  1698901 gtttgctttg attctggcaa tagcaacgct gttgacgggg attatctggt gcttcgagcg
  1698961 gtttaaatgg gggccagccc gtcaggcaaa aattgcggca gttaatgcac aaactgcgga
  1699021 aatcaaggcc caaaccgggt gtgccgtaga taataaaacc ttagcccaag ctgcaaagca
  1699081 accgggttgg atcgagacat gtgcctctat cttcccggtg ctggccttgg tctttatcgt
  1699141 gcgttcgttt atttacgagc ctttccagat cccttctggt tcgatgatgc caacgctgct
  1699201 tatcggtgat tttattttgg ttgagaaatt tgcttatggg attaaagatc ccattactca
  1699261 gaccacatta attccaacag gtaagccaaa ccgcggtgac attgcggtgt ttaaatatcc
  1699321 gttggatcca cgtttggatt atatcaagcg tgtggtgggg ctgccggggg atcgggtaat
  1699381 ttataacccg ataagtaaag aagtcacggt acaaccgtca tgtaataccg gtacttcttg
  1699441 tgatagtgcg ttggccatca cttacagcac gtctgagcca agtgagtttg tgcagacatt
  1699501 ccgttatagc ggtaatggcg aaagctccgc agggttcttc ccaatcccgc taaatcaggc
  1699561 agtacctgat ggcggtgtcc ggttacgtga gcgtactgaa agcctcggcc cggtagcgca
  1699621 tcacattctg accgtcccag ggcggcagga tccgttaggc tcttattatc agcaacccga
  1699681 tcaaccgtta ggggtttggg tggtaccgga aggccattac tttatgatgg gtgataaccg
  1699741 ggataacagt gcagatagcc gcttctgggg ttttgtacca gaacgtaatc tggtaggtaa
  1699801 ggctacggct atttggatga gttttgaaaa gcaagaaggt gaatggccaa cgggtgtgcg
  1699861 tttaagccga attggtggaa ttcactaaag cagtggatat tccccaagcc gttgatgttg
  1699921 cagttaggca gtaaggccgt tattgagtga accccgatga gctctctcag tgagtgactc
  1699981 ggggcaagtg agtgattcgg gatccagatt agtgattcag gtgaatgaga gccacttgcg
  1700041 gcgctgtaac ttcaaatgag gagggcatat aaacgcagca ttatatatcc actcgttgta
  1700101 gaataacctt tcgagcgata aagttggctc tcttatggga gccactgcaa acgaaacagt
  1700161 tttgtcttgg ttacttttgt cggtcagacc tgttccgtat gctgtagttt ttgacgcatt
  1700221 cttgatctat tggtaactca tgaatcccat cgtaataaac aggctgcagc ggaagctggg
  1700281 ctacactttc caacagcagg agctcttgct gcaagcactg actcatcgta gcgccagcag
  1700341 caaacacaat gagcgtttgg agttcctggg tgactctata ttaagttttg ttatcgccaa
  1700401 tgagctatat cgccgtttcc ctcgcgttga tgaaggggat atgagtcgta tgcgggccac
  1700461 attggttaga gggaatacac ttgccgaaat ggcccgtgaa tttgaccttg gcgaatgttt
  1700521 acgccttggg ccgggtgaat tgaagagtgg tggttttcgc cgcgaatcaa ttttagccga
  1700581 tacggtagaa gccttaattg gcggtgtatt cttagatagc gatatccata cgattgaacg
  1700641 gctgatcctc gagtggtatc acagtcggtt agaggaaatc agccctggtg ataagcagaa
  1700701 agacccaaaa acgcgcttgc aagagtattt gcagggccgt catctgccat taccttcata
  1700761 tctggtcgtg caggttcgcg gcgaagcaca tgaccaggaa tttactatcc actgccaggt
  1700821 gagtggcttg aatgaaccag taataggtac tggctcaagc cgtcgtaaag ctgagcaggc
  1700881 ggcagcggaa caagcgctga aacagttgga gcttgaatga gcgaagtaga aaaaacgtat
  1700941 tgtggtttta ttgccattgt agggcgcccg aatgtaggca aatcgacctt actaaatgag
  1701001 ctgttggggc aaaaaatctc catcacctca cgtaaaccgc aaaccacacg tcaccgtatt
  1701061 atggggatcc acactgaagg gccttatcag gctatttatg ttgatacccc tgggctgcat
  1701121 attgaagaaa agcgtgccat taaccgctta atgaatcggg cggcaagtag ctctcttggt
  1701181 gatgtggaat tagtcatttt tgtggttgaa ggtactcatt ggactgctga tgacgagatg
  1701241 gtggttaata agctgcgcag tttgcaatgc ccggtattat tggccatcaa caaagtggat
  1701301 aacgtaacgg ataaaaccaa gttattaccg catatgcagt tccttagcca gcagatgaac
  1701361 ttcctggacg ttgtgccaat ctcagctgag aagggaatga atgttgatac catcgccagc
  1701421 attgtgcgca agcatatgcc ggaagctgaa catcacttcc cagaggatta catcactgac
  1701481 cgttcccagc gttttatggc gtcggaaatt attcgtgaaa agttgatgcg tttcctgggc
  1701541 gaagaactgc cttattcggt gacggttgag attgagcagt tcgtgccgaa tgaacgtggt
  1701601 ggctataata tccatggtct gattttggtt gagcgcgaag gccaaaagaa aatggttatc
  1701661 ggcaacaaag gcagcaaaat caaagtaatc ggtaccgaag cccgtcagga catggagcgg
  1701721 atgtttgaag ctaaagtgca tcttgaactg tgggtgaaag tgaaatcagg ctgggcagat
  1701781 gacgaacgtg cattgcgcag cttaggctat accgacgatt tgaaataagg cttgccgatg
  1701841 gacggttggc aacgcgcatt tgttctgcat gggcggcctt acagtgaaac cagcttaatg
  1701901 ctggatttat ttactgaagg ggaagggcgc atgcgggttc tggcaaaagg tgcgcgtggg
  1701961 cgtcgttcca atttaaaagg ctgcttgcag ccttttacgc cgttattggt tcgctggtca
  1702021 gggcgtggtg aagttaaaac attacgcagt gcggagccag tatcgctggc tcttcccctg
  1702081 agcggttcta tgttatacag cggcttatat gttaatgagc tgctttcccg cgtgttagag
  1702141 caccaaacca gctactcagc cctattcttc gattatctgc actgcttaca agcgttggcg
  1702201 gggagcgatg gttcacctga acatgcttta cgtcagtttg aattggcgat gctggcgaat
  1702261 ctgggatatg gcgtcgattt tctgcattgt gccggtagcg ggcagccggt atccgatacc
  1702321 atgacctatc gttatcggga agagaaaggc tttattgcca gtctggtggt cgatcactac
  1702381 agctttaccg gccgtcaatt gttagcttta gccaatcgag agtttcctga cgccgatact
  1702441 ttgcgcgcgg ctaaacgttt cacccgtatc gccctcaaac cttatctggg cggtaaacct
  1702501 ttaaagagtc gcgagctatt tcgtcagttt gtgattaagc ctccagccga tccttcaccc
  1702561 tagcgctgct ttaaactgcc tattattaac tttcccgtag tgtagcctat ccgctgctgg
  1702621 tctagtcggt gtaaactgaa aatcactgac gtggttattg gtatgcttta tttatatgct
  1702681 tattaaccga ttaaagatgc atccatattt ggagggctgt catggctgat ttgttgctgg
  1702741 gcgttaatat tgatcacatc gcgacactac gaaatgcacg tgggaccatt tatcccgatc
  1702801 cggttcaggc tgcttttatt gctgagcaag cgggcgctga cggcattact gtacatttac
  1702861 gtgaagatcg ccgtcatatt acggatcgcg atgtgcgtat tctgcgtcag accatccaga
  1702921 ctcgcatgaa tctggaaatg gcggtaacgg atgaaatggt tgatattgct tgtgatatca
  1702981 aaccgcattt ttgttgtctg gtacctgaaa aacgtcagga agtcacgact gaaggcgggc
  1703041 tagatgttgc cggtcaggtt gataaaatga ccctggcggt agggcggtta gcggatgttg
  1703101 gcatactggt ttcactcttt attgatgcag attttcgcca aatcgatgcg gctgttgccg
  1703161 ctggcgcacc ttatattgaa attcacaccg gtgcttatgc tgatgcctcg accgttctgg
  1703221 aacgtcaggc tgaattaatg cgtatcgcca aagcagcgac ctatgctgca ggcaaagggt
  1703281 tgaaagtgaa tgcgggtcat ggtctgacat accataatgt gcagccaata gctgcattgc
  1703341 cagaaatgca tgagctgaat attggtcatg cgatcattgg ccaggctgtg atgacaggcc
  1703401 ttgctgccgc agtgacagac atgaaggtat tgatgcggga agcgcgccgt taatggctat
  1703461 tcttgggcta ggaacggata tcgttgaaat ctcacgtatt caagcggttg ttgagcgtac
  1703521 tggtgagagg ctggcgcggc gtattctcag cccgtctgaa tggcaacatt atcaacagca
  1703581 tcagcaaccg gtccgctttt tggccaaacg tttcgccgtt aaagaagctg ccgctaaggc
  1703641 atttggaacg ggcatccgca atgggttggc gtttaatcaa ttcgaagtgg ttaacgacgc
  1703701 attggggaaa ccgacactgc gtttgcattc gcgggccgcg gagttggctg tagaattagg
  1703761 ggtgaaatcg ctgcatgtca ctctggctga tgagcgacgt tatgcctgcg cgacagtgat
  1703821 tattgaaagt taaccactga gcgtgatagc cgaaaattta agggatgggt atggaaatgc
  1703881 catccctttt tgtgcccaga aaacccccag ctaggctggg ggttcagtaa agctttcagc
  1703941 tttgggtcag ttataaaaac cccttttgat ttgttaaaac agtttgcggt ctggcaactg
  1704001 caaatgttca acaagaaatc aaaagggggt cccaatgagg gatgaaaaga gcttagcgca
  1704061 cacccgatgg aactgtaaat atcatatagt ttttgcgccg aagtaccgaa ggcaggtgtt
  1704121 ctacagggaa aaacgcagag cgattggcag tattttaaga aaactgtgcg aatggaaaaa
  1704181 cgtgaatatc ctggaagcag aatactgtgt ggatcacatc catatgcttc tggagatccc
  1704241 gcccaagatg agtgtctcgg gatttatggg gtacctgaag ggaaagagca gtctgatgct
  1704301 ttatgagcag tttggcgatt tgaagttcaa ataccgtaac agggagtttt ggtgtcgagg
  1704361 gtattacgtt gatacggtag ggaaaaacac ggccaggata caagaataca taaagcacca
  1704421 attggaagag gataaaatgg gtgagcaact ctcgatcccg tatcccggta gcccgtttac
  1704481 gggccgtaag taatccatag atgcaaatgt cagatcgcga tgcgcctgtt agggcgcggc
  1704541 tggtaacaga gccttatagg cgcatatgaa aaacctccgg ctatgccgga ggatatttat
  1704601 tgcatactgg ggcttgttga tatgagcgag gaggtatgac gagcggtatt acagacgatc
  1704661 ggcatggtgt agctgaacaa acttatccca caactgctcg ttagtctcaa cccaagctgg
  1704721 gtcggcagaa atcgtattat caatagggca gaccagttga caggttggcg tttcgtaatg
  1704781 acctacacac tcagtacagc gcatcggatc aatttgatag atttctgcac ccatggagat
  1704841 tgcctcattc gggcattccg gttcgcacat atcgcaatta atacaacgtt tagtaatcaa
  1704901 taaagccatt tcagtaactt acctttttaa tctttttaaa tcatgcagtt aatgacatat
  1704961 ctcatcgctt gccactttac ataacctact ttttatatcg cgtattatgc attaaacaac
  1705021 ttaagtgagt cacaccaaaa tgcgcaagta agctattttg ttgcctacca ttagatcagc
  1705081 tttttgatca gtgctgcact gtgcttaata tgatcttgcg cattttcaat gtcttgctgg
  1705141 atcatggcca taaacaaaag atcggtcagt gcgtattgtg cggtactgga agagatcgcc
  1705201 gcgctacgga taaccggttc ttctgaaatg gtatacaagc agtgatctgc ccgctgctgc
  1705261 aagctgttag gggaaaagct gtaacgaacg gtgcaatagt gatccacacc caacgcctga
  1705321 aatcagatcc agggggtaat ctgctctcct gattcaggag agtttatggt cacttttgag
  1705381 acagttatgg aaattaaaat cctgcacaag cagggaatga gtagccgggc gattgccaga
  1705441 gaactgggga tctcccgcaa taccgttaaa cgttatttgc aggcaaaatc tgagccgcca
  1705501 aaatatacgc cgcgacctgc tgttgcttca ctcctggatg aataccggga ttatattcgt
  1705561 caacgcatcg ccgatgctca tccttacaaa atcccggcaa cggtaatcgc tcgcgagatc
  1705621 agagaccagg gatatcgtgg cggaatgacc attctcaggg cattcattcg ttctctctcg
  1705681 gtcctcagga gcaggagcct gcccgttcgg ttcgaaactg aacccggacg acagatgcag
  1705741 gttgactggg gcactatgcg taatggtcgc tcaccgcttc acgtgttcgt tgctgttctc
  1705801 ggatacagcc gaatgctgta catcgaattc actgacaata tgcgttatga cacgctggag
  1705861 acctgccatc gtaatgcgtt ccgcttcttt ggtggtgtgc cgcgcgaagt gttgtatgac
  1705921 aatatgaaaa ctgtggttct gcaacgtgac catatcagac cggtcagcac ggttccatcc
  1705981 ttcgctgtgg cagttcggca aggagatggg cttctctccc cgacctgtgt cgccccttca
  1706041 gggcacagac taaaggtaag gtggaacgga tggtgcagtc acccgtaaca gtttttacat
  1706101 cccactaatg actcgcctgc gcccgatggg gatcactgtc gatgttgaaa cagccaaccg
  1706161 ccacggtctg cgctggctgc acgatgtcgc taaccaacga aagcatgaaa caatccaggc
  1706221 ccgtccctgc gatcgctggc tcgaagagca gcagtccatg ctggcactgc ctccggagaa
  1706281 aaaagagtat gacgtgcatc ttgatgaaaa tctggtgaac ttcgacaaac accccctgca
  1706341 tcatccactc tccatctacg actcattctg cagaggagtg gcgtgatgat ggaactgcaa
  1706401 catcaacgac tgatggcgct cgccgggcag ttgcaactgg aaagccttat aagcgcagcg
  1706461 cctgcgctgt cacaacaggc agtagaccag gaatggagtt atatggactt cctggagcat
  1706521 ctgcttcatg aagaaaaact ggcacgtcgt caacgtaaac aggcgatgta tacccgaatg
  1706581 gcagccttcc cggcggtgaa aacgttcgaa gagtatgact tcacattcgc caccggagca
  1706641 ccggcagaag caactccagt cgttacgctc actcagcttc atagaacgta atgaaaatat
  1706701 cgtattactg gggccatcag gtgtggggaa aacccatctg gcaatagcga tgggctatga
  1706761 agcagtccgt gcaggtatca aagttcgctt cacaacagca gcagatctgt tacttcagtt
  1706821 atctacggca caacgtcagg gccgttataa aacgacgctt cagcgtggag taatggcccc
  1706881 ccgcctgctc atcattgatg aaataggcta tctgccgttc agtcaggaag aagcaaagct
  1706941 gttcttccag gtcatcgcta aacgttacga aaagagagca atgatcctga catccaatct
  1707001 gccgttcggg cagtgggatc aaacgttcgc cggtgatgca gcactgacct cagcgatgct
  1707061 ggaccgtatc ttacaccact cacatgtcgt tcaaatcaaa ggagaaagct atcgactcag
  1707121 acagaaacga aaggccgggg ttatagcaga agctaatcct gagtaaaacg gtggatcaat
  1707181 attgggccgt tggtggagat ataagtggat cacttttcat ccgtcgttga caaaaagcgg
  1707241 gttaacgcca acactttggt accgcaatat tgtgcctctt ccgccgccag attgatctca
  1707301 cgacgttcgc cactgaaaga gatcgccaag agtaaaccct gctctcccag cgcttgtgct
  1707361 gccgccaatt gcacgtgcat atctgtctct gagatggcga cgatgcctat ctttagtaac
  1707421 ttataggcaa gatctttggc aaccaaacca gaggcaccaa tgccgattaa aagcaccttt
  1707481 tgtgctgcgc gtaacatccc taatccctgg atgagacgtt gttcgctatt aatgtctagg
  1707541 gttgctcgca gtgctgcggt tttctcgttc agcaacttct ccccaattgt ttttaaactg
  1707601 tcggtgctca agatctgatt atgcagcgtt accgccttcg gcatagcgac cacttcgctc
  1707661 agggccagtt tcaacgcggg gaaaccttta tagcctaatt tttgggcaaa tttgaccaca
  1707721 gcagattggc tgacaccggt ctgttgcgcc agcttttgtg aactgagatg gcgagcctgc
  1707781 tcgggattaa tcagcaaaaa atccgccagc ttacggtcat tttgtgccag cgtggaataa
  1707841 atttggcgga tgcgtaggag gctactcata aatcagttcc tgtgtttggg gaggtattct
  1707901 gacatgttta tgagtgatac ctataaatac ttatggcaaa aggttgagtt atgagcgttg
  1707961 actacacttt tttgtgagtt gcgagcgaaa gggggagtaa agtgtttgtt ttaatgaata
  1708021 ttacattcaa tcataactag ataacgatga attaaaaatt caataaggag tgggctatga
  1708081 gtctgggagc attaatttct gaaagccgta atccggcaac catggaatta gataaactct
  1708141 ctacgttggc gatgctgacc tgtatcaatg acgaggaccg taaagtacca gatgcgattc
  1708201 gtttggtctt accggcggtt gctcaagcgg tggatttagc tgctgatgca ttaaagcagg
  1708261 gcgggcggtt gatctactta ggcgctggaa ccagtggtcg actcggtgtg ttggatgctt
  1708321 ctgaatgccc gccgaccttc ggggttcccc atggtatggt tattggcctg attgctggtg
  1708381 gcccaggggc tttgctcaaa gcggtggaag gcgctgaaga tgatatagct ctggggatgc
  1708441 gggacctgca agatttgcaa ctcactgcca ccgatatggt ggtcgggctg gccgcatctg
  1708501 gccgcacgcc ttatgtgatt ggtgcgttac gttatgcccg tgagttgggg tgcccaacgg
  1708561 ccgccatttc ttgcaatcca gattccccta tcgcgcagga agcgcaggtt gcgatttcac
  1708621 cggtggtagg gcctgaggca ttgaccggtt cgacccggat gaaatcaggg actgcacaga
  1708681 aactggtgct gaatatgtta tccaccgggg ctatggttaa actgggtaag gtctatcaaa
  1708741 atttgatggt tgatgtgaag gcaaccaatg tgaagttagt tgaccgtgcc tgccgtattg
  1708801 ttgtcgaggc cacgggcgtc agccgggcag aggctgaaca cgcgttgaga caaacagatt
  1708861 ttgaggtcaa acccgccatt ctgatgctct tgaaaggggt gagtgctgag caggcgcgtc
  1708921 aggatttacg gcaacatcat ggctatttac gcgcagctct ataaaggctc acattcaaga
  1708981 cattggcaat ggataaatta gccgtattca aaatgcgtaa cacccattat tgaatcatga
  1709041 agctagtgat cagtatattc attcttatta tggctgcgtt cattgtctct ggtttgattc
  1709101 tgaggataat tagcttgcta aagtgacctg aagcgaaaat agctatcact gcattattgg
  1709161 gttttatctt gatgatttta aggaggcttt ttgagcgtaa agcaagcaga tgttagcgat
  1709221 agaaataggg ctgatggggt ggttgaaccg caatcagccg gggcgaaacg cattatcttc
  1709281 tttgatttag atggcacgtt acatcaacag gatatgttcg gcagtttttt gcgttttcta
  1709341 ttacgccact tgccgcttaa tctgttactg gttatcccgt tgctaccact gattggcgta
  1709401 gggctcctgg tgggggggcg ttgtgcacgt tggccgatga gcctcttgtt gtgggcgatg
  1709461 acttttgggc gacgggaagc acatctgcgc gacctggagt ggcgctttgt ggccgcattt
  1709521 cgccaaaaag tgactgaatt ccccgtggtt gctatgcgct tacgccagta tctggaaagc
  1709581 agcgatgcag aggtgtggtt aatcaccggc tccccacagc ggctggtcga acaggtttac
  1709641 catgattcaa actttataca ccgcttacgg ttgataggta gccgtatgga acggcgcaat
  1709701 gggggatggg tgttgccact gcgctgttta gggcctgaaa aagtggtgca attagaacag
  1709761 cgtctggggt ctccactgaa gttatatagt gggtacagcg acagtaagca ggataatccg
  1709821 ctgttagctt tttgcgaaca ccgctggcgg gtaagtaaaa ccggcgaatt acagcaattg
  1709881 gagtagcgag ccattttagc cactagccaa agcaaccccc tgttttgcga caaactaacc
  1709941 gactcgccag caagctgtgt ataatgcccg ccgcaaaagt gccagagagg ttaatgtgtc
  1710001 tgctgataat agtttgcctg ctgataatgg cttgtcttct gaatgtgatt ctcctgctga
  1710061 atacagcgat gagtactgga tgcgccatgc cttaacgctg gcgctgcgag cgcaggaaga
  1710121 gggtgaagtt ccggtggggg cagtgctggt cttggggaat aaggtgattg gtgaagggtg
  1710181 gaaccggcca attcgcgata atgacccaac tgctcatgcg gaaattatgg cgctacgcca
  1710241 aggtgggcag gcggtacaga attatcgcct gttggatgcc accttatatg tgacgctgga
  1710301 accttgcgtg atgtgcgccg gagccatggt acacagccgg atccgccggt tggtttatgg
  1710361 cgcaaatgat gtaaaaactg gcgccgcggg gtcgctggta gatattttgc gccaccctgg
  1710421 gatgaaccac caaatagagg tcagtgctgg catactggcg attgcgtgtt cccatcaatt
  1710481 gagtgcgttc tttcgccaac gccgtgagca gcagaaagca ttgaaacaag cacagcgggc
  1710541 agcagaaggt aaattctgac ggtggccagg tgatgcgccg cccagcatgt tatgacgggc
  1710601 ggcggttggt gactaaatca cggtgtaatt aaggttgaac gactgccgac gagtgactga
  1710661 cgagcaatta gtcaccgatt gaccaaccgg ggccgacaac cgggttgctt ttgcccagct
  1710721 ccgcctcaat ggcggcatgt tgagccgctt ttttctcttt ttcctgtaaa tatcccacca
  1710781 gactgacctg ataacggcga atattctcga catagttata ggcttcatga ccacgggcat
  1710841 aaccgtaagt ggtgcttggg tagtagcgtt tttggcttag catcggtaaa cgcattttca
  1710901 catcaaccca actgtctggg ttaccgttct gatttttagt caaacggcgg gcatccagca
  1710961 tatgaccata gcctaaatta tacgcagcca gtgcaaacca gatgcgttca tcttctggga
  1711021 tggtttcagg gagttttttc atcagccgtt gcaaatagat agccccgcct ctgatgcttt
  1711081 cttcagggtc aaccctatcc ttgaccccta acccgtccgc ggtcgcacgg gttagcatca
  1711141 tcaagccacg aacaccagta ggggaggtgg cttgcgggtt ccaatgtgat tcttgatagg
  1711201 caatcacggc cagcaatttc cagtcaatgt cccctgcatg tttttcaaat aggtgctggt
  1711261 aagagggcag gacattatcg atagcggaca ggaaagtttt ggtatcaaca tagtcaaaac
  1711321 tccccacatg acccagatat ttctcctcca gacgtgcgag gctaccgtct tccaccatct
  1711381 cactgtagaa atcgagcatg gccgcataca ggctatcgtc atcactctgt ttaaaatacc
  1711441 aggtgacggg ctcttcatcg gtgacatcaa atgcgactgc caattgcgga tgaatgcgtt
  1711501 gtaacagggc aatggtggct gaatcgccaa gggtatagtc gagcttacct tccgcgactt
  1711561 gctccagtaa ttctttaccg gacttatcga cggatgaact ccaattgagt tcaggatatt
  1711621 ttgtctgctt aagccgtttt agtgtggtca tatgggccga accggaggcc acaaccacct
  1711681 gacctttcag atcgctgaac gatttaggcc gtggcgaacc cagccggtag accaattgct
  1711741 gagaaacaga atagtaggca gggccagtcc gcgcccgatt gaggcgttca cggttataaa
  1711801 tcagcccagc ggctagcaga tcggtgtcat cgttatctaa tgcgtcaaac agatcgtcaa
  1711861 tattatgatg ggggatgata accagtttaa cccccagata gtcagcaaaa cgttttgcta
  1711921 gctcatagtc aaaaccggaa ggggtatcct tttcggtaga gtagatcaaa ggagaactga
  1711981 tggtactgac gcgcagttct ccacgggctt ttatttggtc aagttggccc tcttgcccat
  1712041 tacgccaagg aatattgggc cacagcgcaa gcgccagaag cagagcaacc agaccgatgg
  1712101 taaagtaact taattttatg cgtgtcaaat agttatctct cggaaacgct ctcttcgtgt
  1712161 gtgcggtaaa gctaaattca acatggttaa atccccagtg gagtggcatt ttgcgcaaca
  1712221 aaacgccagt gtgcaacttt attgcgagct atttgctgag tctgcgttac acacacatag
  1712281 cggctgtttc tgactgaatt attaataata gatacgcaaa cggtttcgtc ggcggctcag
  1712341 attcactata atggcgcgcg ttttgccctg ttgttgcgcc aatgaatgtt gcgcccaatg
  1712401 aagtgctgtt ccagccgctt cgaagacgag agaaacttag attatggaaa tactgcgtgg
  1712461 ttcacccgct ttgtcggctt ttcgtatcac caaactgttg tcccgttgcc aggatgctca
  1712521 cctgccggtg agtgatatct acgccgaata tgttcacttt gctgatgtca gcgccccact
  1712581 gagtgctgat gaacacgcca gactccagcg gctgcttcaa tatggcccat ctcttcccga
  1712641 gcatcccccc gcagggcgtt tactgctggt caccccaagg ccgggtacta tttctccatg
  1712701 gtcttctaaa gccaccgata tcgcacataa ctgtggatta tcacaaattt tacgtttaga
  1712761 acgtggtttg gctttctcta tccaaggccc ggatttaaac gagagtcagt ggaaacaatt
  1712821 agcggcgtta ttacatgacc gcatgatgga agctgtcttc accgatttac agcaagcaga
  1712881 gcagctattc tctcatcacc aaccagcacc agtacaacgg gtcgatattc tggggcaggg
  1712941 ccgcagtgca ttggagcagg ccaatattaa attgggtctg gcactggcgc aggatgagat
  1713001 tgactactta ctgaccgctt ttaccggttt ggggcgcaac ccaacggata ttgagctgta
  1713061 tatgtttgcg caggcaaact cagagcattg ccgccataaa atctttaatg cggattgggt
  1713121 cattgatggt gttgttcagc cgaagaccct gttcaagatg atcaaaaaca ccttcgaaca
  1713181 cacccctgat tatgtgctgt ctgcatataa agacaacgct gcggtgatgg aaggctctca
  1713241 ggtcgggcgt ttctatgcca cggcggagaa agggatttat gactaccatc aggaagaagc
  1713301 ccatatcctg atgaaggttg aaactcataa ccacccgaca gcgatttcac cgtggcctgg
  1713361 ggcagcaacc ggttcagggg gtgaaatccg cgatgaaggt gcaaccgggc gtggtgccaa
  1713421 gcctaaagcg gggctggtag ggttctccgt ttcgaacctg cgcattccag gttttgagca
  1713481 gccgtgggaa gagaacttcg gtaagcctga tcgtatcgtg actgcgctag atatcatgac
  1713541 tgaaggccca ttaggcggtg ccgcgtttaa caatgagttt ggtcgcccgg cgttgttggg
  1713601 ttacttccgc acctatgaag agcgggttaa cagccataac ggtattgaat tacggggtta
  1713661 ccataagcct attatgttgg cgggtgggtt gggtaatatt cgtgccgatc atgtgcaaaa
  1713721 aggtgaaatc accgtggggg ccaaattggt cgtactcggt ggcccatcga tgaatatcgg
  1713781 tttagggggg ggcgcggctt cctctatggc atccgggcag tcggatgcgg atctggattt
  1713841 tgcatcggta caacgggata acccagaaat ggagcgccgt tgtcaggaag ttatcgatcg
  1713901 ctgctggcag ttgggcgagt ataaccccat tctgtttatc catgatgttg gcgccggtgg
  1713961 cctctctaat gccatgcctg aactggtcaa cgatggtggc cgtggtggcc gctttgaatt
  1714021 gcgggatatc ctcaacgacg aaccgggtat gagcccgctg gaagtgtggt gtaacgagtc
  1714081 tcaggagcgt tatgtactgg cagtcgcacc cgcacagatg gccctgtttg acgaaatttg
  1714141 ccgccgtgaa cgcgcgccgt atgctgttat tggtgaagcg acagaagaaa aacatctgct
  1714201 cctgaatgat cgccatttcg gcaatcaacc cattgatatg ccgctggatg tgctattagg
  1714261 caaaacgccg aagatgctgc gtgatgttac ccgcctacag gctaagggtg acgcgctgca
  1714321 acgggctgat attagccttg ccgaggcggt aaaacgcatt atgcatttac cggcggtagc
  1714381 ggaaaaaacc ttcctgatca ccatcggcga ccgcacggta accggtatgg tcacccgtga
  1714441 tcagatggtt ggcccttggc agatccccgt ggctgattgc gcggtaacca gtgccagcct
  1714501 tgatagctat tatggcgaag ccatgtcgct gggcgagcgc gctccggtgg cattgctgga
  1714561 ctttgccgcc tctgcccgtc tggcggttgg tgaagccttg acgaacatcg cagcaaccca
  1714621 aattggtgaa ttaaagcgta tcaagttatc tgctaactgg atgtctgctg ctggtcaccc
  1714681 aggggaagat gctggtttgt atgacgcggt acgtgcggta ggtgaagagc tgtgcccagc
  1714741 cctggaaatc acgattcctg tgggcaaaga ttcgatgtcg atgaaaaccc gctggcagga
  1714801 aggtcacgag cagcgcgaaa tgacctcacc gctgtcactg gtgatcaccg cttttgctcg
  1714861 catagaagat gttcgccgca ccgtgacacc acaattgcgt acagataaag gtgataacgc
  1714921 gctgttgttg atcgatttgg gcgcaggtca caatgcgctc ggtgcgactg cgctgacgca
  1714981 agtttaccgc cagttaggtg ataaaccagc ggatgtccgt aacgtgcagc aactggctgg
  1715041 cttcttcaac gccatgcagc gtttagtagc cgatcaacat ttgttggcgt accacgaccg
  1715101 ctccgatggc ggcttgttgg tcacgctggc cgaaatggcc tttgcagggc attgtggcgt
  1715161 aacggttgat attcagtctt tgggtaacga tgctctggct gcactgttca acgaggaact
  1715221 gggtgcagtg attcaagtcc gtgctgagca gcgtgccgac gtggagaaat tgctggctga
  1715281 ccacggtctg gcaaattgtg ttcactatct ggggcgtgcg gttgcgggcg atacctttga
  1715341 tattcgcagt ggtactgacg tggtgtacag cgagaaacgc agcactctgc gcttgtggtg
  1715401 ggcagaaacg agctggcaaa tgcagcgtct gcgtgataat ccggattgtg ctgatcaaga
  1715461 acatcaggct aaacaggatg aaagtgatcc cggcctgaat gtgaaactga cgttcgaccc
  1715521 cgctgaagat atcgcggcac cattcatcct caaacaggcg cggccaaaag ttgctgtgct
  1715581 gcgggagcag ggcgttaact ctcacgttga gatggccgcg gctttccacc gtgccgggtt
  1715641 tgatgcggtc gacgttcata tgagtgacct gttggcgggc cgcactgatt tacaatcctt
  1715701 ccaaacctta gttgcttgtg gcgggttctc ttacggtgac gtcttggggg ccggtgaagg
  1715761 ttgggcaaaa tccattctgt tcaatgatcg tgttcgtgat gaattcgagg ctttcttcca
  1715821 tcgcccaacg acattggcgc ttggggtttg taacggctgt cagatgatgt ctaatctgcg
  1715881 tgaattaatc ccaggtgcgg agcattggcc acggtttgta cgcaacttat cagatagctt
  1715941 tgaagcacgt ttcagcctgg ttgaagtggc aagcagccca tcactgttta tgcaggacat
  1716001 ggtcggctca cgtatgccaa ttgctgtttc acatggtgaa gggcaggtgg aagtccgtga
  1716061 tgcggcacat ttggctgctc tggaacagag tcatctggtg gcgttacgct ttgtgaataa
  1716121 ccacggggtt gtcactgagc aatatccggc taacccaaat ggttccgcga atggtattac
  1716181 ggcggtgacc agtgttagtg ggcgggccac ggtaatgatg ccacaccctg agcgggtgtt
  1716241 ccgtacggtc agtaattcgt ggcacccaga agagtggggc gaggatagcc catggatgcg
  1716301 tatgttccgt aatgcgcgta agcaattagg ttaataagtt aaagtgagaa gggtattgaa
  1716361 gatacccttg aggttattga caaagtgccc gcgacggaga gaacaggcag atcgtaaaga
  1716421 cgccgtaaat acatccatgt aggctcgagc cgcgccatcc ttggcgcgga cgctttactc
  1716481 ctctgcctat cctcaccgtt caagatcgcg tcatcggggt ttgtcagcag tctgaagggt
  1716541 attgaagata cccttctctt tatcaattta tacccgttat atttcaagct acatgtgcat
  1716601 tgactacgct taataacttc agttactcac ttgtgtaaac tccttggaac ttactccctt
  1716661 gttgcctttc tgtaactcaa attattttgg gtatatagtt tattttattt aatcatcgac
  1716721 ttgatgaagt tatttttatt acctgctatt ttatatcgat ctgatatctc tttatcattg
  1716781 agttctgatc attattatag gcgttgatga ctaggttata attccccaaa gggatgtctt
  1716841 caatttccag attgatgttt ttttgtgagt tattaataaa tccagaggtt tcataataat
  1716901 taacccctgt gctattggtt atgtaaatat aataatttat taattgttcc gagctcatgg
  1716961 taaactctat ttttactttg ttgccatatc gattataact atttgctaaa tgttgaactt
  1717021 caaatgaagg gagaacccca ttttcagcgg ccaagagaac tagggggcta ataggttgca
  1717081 ggttacccga gttttgattc aatgtgatca ttccatgttc tgcagcgcga gtattgaaag
  1717141 agataatggc agcactgaga gtaacaagga ggaatacgct attatattta ttcattatag
  1717201 tacctttgtt gagggttaat aatatatacc cgacagactt caagctgcat gtatgtcggc
  1717261 tgctttcgtt actcggccca tctatgggtc tcacctcttt gatgtcgctg caagcagcgt
  1717321 tcaaatctgc ttctggcgct aggtgtcaat aaccgttgtc atccaagtca ctgacttgtt
  1717381 gttgacctta aaataaattc tgaggactta ctcaattgcc gccttcctac aactcgaatt
  1717441 atttttggca taacagcatt aataattttt ttatgaatgc tgctatttga cttttaatac
  1717501 tttctcaaag attggttctc tccgtaaata ttattgtttg attgtggata atggatatat
  1717561 ttagcacata cccattgagt aggaagaact cttcctgttg ggtgttaatt tttatatagg
  1717621 cagtacgcta tcttttttgt tagtgactag cgtgtctggg gaacgatatc ggctaaggtt
  1717681 atgtggaagg ttttaatggc ggtttgatgg tcagtggcta acgctttaat aaccagccga
  1717741 taatttcctg ccacgatatt atctaagagt aatatcaggt tttttgttcg attattaatt
  1717801 aatgtcgcgg tttgtgcttt ttcctgacca ttcacatcaa agagataagc ggttatcaac
  1717861 aaatgttcat gggttgtagc tgttatctcg atttgtccct gcccgcgatc aagccaataa
  1717921 ttcgtttgga ctccctctat tgaaaaattg ccagatacag caccattact ggttattaat
  1717981 gccagatttg tcaattgttg ggctgaattg ccatgctgcg taaaccaaaa ggagcttgtc
  1718041 atcaaataga gtggattaaa ttgattttca agcttaagcc aagtggtcgc tgtgggggaa
  1718101 ttatataccc aataaatggg aggaaatgat gagaaaaggg ggttatatgc tagcgatggt
  1718161 gagttgaaca acaccgcaga ggcaaaagtg atatagatta ttttcatgtg aatatcttcc
  1718221 tttatggggg gcgaaaattt gcagcagtca ctcaccgcta tcttgcatca atgaacgttt
  1718281 gcatcaatga acgcttgcct cgatgaacgg atgccacttt ttcgcaatct gctctttggc
  1718341 tgtgttttaa atcagcacct gagtcaggtc tacagagtga ctcattcctt gtcgtgatga
  1718401 aatctcataa tttataacgt aatagtgatt ttagtagtca cacaagaggt cgcgttgcga
  1718461 gaagggggat agctgacact gatattaaaa aacaggagat gatgttttta actgactgat
  1718521 ttaaagttat tttttatatt ctgtcggcaa gttgcgacag gaggttaaat taatgtctca
  1718581 aataggagac atttaattaa ttgatttata tgagttttaa tttaaaggtg attaagtgtc
  1718641 gtgaagcagc gacaaaacat cagttaataa tatttttttc taaggattat taaaaaattt
  1718701 attaaaaaaa atactaataa ctattttaaa tcaatatatt aataatattt atttaaactt
  1718761 ggcacgctaa ctgcattatc aataacagtt gctcattcac ctttttatga tagccccgca
  1718821 attaagcgga tgatgcgctt cataagcctc cgaatgatgc ctaagactgg tgcctatcgt
  1718881 ccacctaaac cgacattgtg tgaaagcaca ttatcaaaca tcggacgaca cgttgagtga
  1718941 ggcaccgcct atgtcctgct gtgatgaatt attcatcaat tttggacata tatggatgct
  1719001 attcgtctca tccttccgat gattgcttcg gcttcatcaa actggagacg atgcttaagg
  1719061 gcatccacat attcttgcaa cggggcaatt tattgccccg ttgatcaatg tttagttgtc
  1719121 tatccccgtc gaaacacact gtaacaagca aatctgatat tataacgagc aaatttaata
  1719181 ctataacaag caagtttaag acaataataa gcaggtctga tgatgatgct gacggtttgg
  1719241 gatcaacaac ctttaaaaaa agcactttgc tcgcagcaag tgcttttttt gtgcccagaa
  1719301 aacccccagc taggctgggg gttcagtaaa gctttcagct ttgggtcagt tataaaaacc
  1719361 ccttttgatt tgttaaaaca gtttgcggtc tggcaactgc aaatgttcaa caagaaatca
  1719421 aaagggggtc ccaatgaggg atgaaaagag cttagcgcac acccgatgga actgtaaata
  1719481 tcatatagtt tttgcgccga agtaccgaag gcaggtgttc tacagggaaa aacgcagagc
  1719541 gattggcagt attttaagaa aactgtgcga atggaaaaac gtgaatatcc tggaagcaga
  1719601 atactgtgtg gatcacatcc atatgcttct ggagatcccg cccaagatga gtgtctcggg
  1719661 atttatgggg tacctgaagg gaaagagcag tctgatgctt tatgagcagt ttggcgattt
  1719721 gaagttcaaa taccgtaaca gggagttttg gtgtcgaggg tattacgttg atacggtagg
  1719781 gaaaaacacg gccaggatac aagaatacat aaagcaccaa ttggaagagg ataaaatggg
  1719841 tgagcaactc tcgatcccgt atcccggtag cccgtttacg ggccgtaagt aatccataga
  1719901 tgcaaatgtc agatcgcgat gcgcctgtta gggcgcggct ggtaacagag ccttataggc
  1719961 gcatatgaaa aacctccggc tatgccggag gatatttatt ttgttatttc aaccaaagga
  1720021 tgcggtggtg gatagggcag cataaattgg ggagcaggca ttgtaatctt ggctgagtca
  1720081 gttagcatca catcaaagtg ataggtaatg agatgatttc gttgaaaaga tggcgtttat
  1720141 tcccccgttc tttacgtcaa ttagtcctta tggcatttct attggtgctg ctacctttat
  1720201 tggtgctggc atatcaggcc tatcaaagtc tggaccatct gagtactcaa gccgccgata
  1720261 ttaaccgtac aacgcttgca gatgctcgcc gtagcgaggc catgaccagt gtcgcgcttg
  1720321 agatggagcg tagctatcgt caatattgtg tgttggatga tgcaacactg gcgacgttat
  1720381 atcagcatca gcgtaagcaa tatactcaaa tgctcgtggc ccacgcccct atactcccgg
  1720441 atgcccgcta ttaccagacg ctgcaaggat tgttgaatca gcttactgat attaaatgta
  1720501 aaaacagcgg ccctgacaaa gaagcatcca ttttattaga gcagttctct cgctcaaatg
  1720561 ccgaaatggt acaagcgact cgcgatgtta ttttttctcg tggtcaacag ttacagaaag
  1720621 atatcgccga acgtgggcaa tttttcggct ggcagtccct tttactgttt ctggtcagtg
  1720681 tgctgctggt ggttcttttt acccgcatga tcatcggccc cgtcaaaggc attgagagaa
  1720741 tgattaaccg ccttggcgaa gggcgttctc tgggcaatac ggcgctgttt aaagggcctc
  1720801 gagaattacg ctcattggca cagcgtatca tttggcttag tgaacgttta gcctggctag
  1720861 agtcacagcg ccatgaattt ttacgccata tctcccatga attaaaaacg cccctcgcca
  1720921 gtatgcgtga agggacggag ctcttggccg atgaggttgc cgggccatta acacaagatc
  1720981 aacaagaggt ggtggcgatc cttgatcaca gtagccgcca tttgcagcaa ttgattgagc
  1721041 aattactgga ctataaccgt aagttagctg atggccccgg cgaacctgaa catgttgatc
  1721101 tggccgaaat ggtcgggaat gtgatttctg cccacagttt acctgcgcgc gcgaagatga
  1721161 ttcgtaccga gactgagctc gatgcgcgca tttgttgggc agagcctaca ttattaatgc
  1721221 gggtattgga taatctctac tccaatgcgg tgcactatgg tgaggaatcc ggtaccattt
  1721281 ggatttgtag ccgtcaggtg aatgatcggg tacaaattga tgttgcgaat accggggcac
  1721341 caatcccaac ttcagaagaa ataatgatat ttgagccttt tttccaagga agtcatcagc
  1721401 gaaaaggggc tgtcaaaggt agcgggcttg ggctgagcat tgctcaggat tgtatccggc
  1721461 gtatgcaagg tgatttgcaa ctggtaaccg ttgactacgc cgccgtctgc ttccgtattg
  1721521 aattgccatt aaccgccgag aatgaatgaa taatgtacaa gtggtctata cgctgtgtga
  1721581 ttaaaaagac cgtctctttg tcatatccga tatctagtgg agtcgtgaaa cagaccggtc
  1721641 tctctggcag agggattttt tggggagcgt tattactgac tccgctattg ctcaccgggt
  1721701 gtactgataa ccgggctgcg aaccgctttt cccaagcggt tcagttagtg ataccagaaa
  1721761 caaaaatcgt tgattatcgg acattatcct gcgacgtatt gtgggggctg gatgacaaag
  1721821 agacactaga aaactccctt tactggctaa ggtcgatgga ttgtgctgaa cgccttggct
  1721881 cgccacaggc acgggcgatg gctaagacat tgcccgtaac aacctggtcc tcagctttta
  1721941 aacaaggtat tttgatcggc agtgctgagc cgtcaatggc agagcggcgg caggtggttg
  1722001 aacgtctgaa tagttatagc caaaccttcc cggttgcagt gcggccactc attcaattgt
  1722061 ggcgtgagca gcaggtcttg cggattgcct tagcggaaga gcgtattcgt tatcaacggc
  1722121 tacaggatga atcagatgct caaattgatc gtctgcggga aaatcaggtc cggttgcaat
  1722181 acaacttatt ggacaccacc cgcaagctgg aaaacctgac cgatatcgaa cggcaacttt
  1722241 catcgcgtaa gcagctacaa aatgaaattc cggaaacgga tgcagaggcg aagtcagcgg
  1722301 cagaggctaa atccgctgaa aatcagcctg cagcggctaa gccagctgaa agtaaacccg
  1722361 ctgaaaccaa accagcagaa accaaaccaa cagacaccaa accaacagaa gctcagccgg
  1722421 ttgcccctaa gtcaaccggt gtgaagccgg cagagaccaa acctgaggca gttcagccgg
  1722481 gcagtaaatc agcaccacct gtggtagaaa aaccggctga accgcataca ccgccagtgg
  1722541 tttggcctgc agatgtacca cctgcgtcta ataaggaatc tcatgacacc acgcaaaccg
  1722601 gccaatctac tgctggttga cgacgatccc agcttattga aattgctggg gatgcgttta
  1722661 accagtgaag ggtttaatgt cacgacagct gaaagcggtc acgaagcatt gcgtttgtta
  1722721 atgcgtgaga aaattgacat tgttatcagt gatctgcgaa tggatgagat ggacggcatg
  1722781 gcgctgttcg ctgaaattca aaaatatcaa ccggggatgc ctgtgattat cctcacagcg
  1722841 cacggttcga tccctgatgc cgttgccgcg acccagcaag gggtattcag ttttctgacc
  1722901 aagcctgttg atcgcgatgc gctatataag gctattgatg cggcattaga actttcgatt
  1722961 ccagcgggtg atgatacttg gcgtgaagag atagtgactc gcagcccggt catgctacgt
  1723021 ctgttagaac aagcgaaaat ggtcgcacaa tctgacgtca gtgtgctgat taacgggcaa
  1723081 agcggcaccg gtaaagaggt attggcacag gctatccatg ccgccagccc acgggccaaa
  1723141 aaagccttta ttgccatcaa ctgtggtgcc ttaccagagc agttgctgga gtctgaatta
  1723201 ttcggccatg ctaagggtgc gtttaccggt gcagtcagca gccgtgaagg gttgtttcag
  1723261 gccgctgaag ggggcacatt gttcctggat gagatcggcg atatgccgct ctcattacaa
  1723321 gtaaaattac tgcgggtatt gcaagagcgc aaagttcgtc cattgggcag caatcgtgat
  1723381 ttaagtatta atgtccgggt gatttcagcg actcaccgtg acttgcccaa agcgatggca
  1723441 aagaatgaat tccgtgaaga tctctactac cgtttaaatg tggttaacct aaaaatcccg
  1723501 gcgctacacg agcgggcgga agatattcca ttgctggcaa accatctatt acgggagtcg
  1723561 gctaagcggc ataagccgtt tgttcgcagt ttctcaaacg atgcgatgaa gcggttgatg
  1723621 acagccagtt ggcccggtaa cgtgcgccaa ctggtcaacg tgattgagca atgcgtggcg
  1723681 ttgacctcgg caccggttat cagcgaagcg ctggttgagc aggcgctgga gggtgaaaat
  1723741 accgtattac cgacgtttgt ggaggcccgt aatcaattcg aactaaacta tttgcgtaag
  1723801 ctattacaaa ttgccaaagg taacgttacc caagccgctc gtatggcggg gcgtaaccgt
  1723861 actgagttct ataaattgtt gtctcgccac gagttggatg ccaacgattt taaagagtaa
  1723921 tcatcgttag ctactgacaa tgatacccaa tagatttcaa gatgcagaca ggcggcctgg
  1723981 taaaggcggg gcccgtgatg ggccagccaa tgcccctgtg gttttgaaag atgagggtat
  1724041 attattccct gacaatgctg aaacagagtt taaacaccaa tgagcagatc actttccatt
  1724101 gcgttagccc agttgaattg gctggtcggc gatattgaag gcaacactga acgtatgttg
  1724161 caaaccctaa atgagcagca gaaggcgggt gccgatctgg tcatgttctc cgagctggct
  1724221 ttgtccggtt atccaccgga agatcttctg taccgtgatg acttttatca acgttgtgaa
  1724281 gtgcaacttg agcgtttgca agcggcaacc ccgcatattg ccgtgctggt gggccaccca
  1724341 tggcgggaag gggataagct gtataatgca ctgtcgctgt ttgcacaagg taaactgctg
  1724401 gggcgctatt ttaaacaaca actgcctaat tacggcgtat ttgatgaaaa acgctatttc
  1724461 tccgcaggtc atcaaagctg tgtcgttgag ctgaaaggct accgcctggg tctactgatt
  1724521 tgtgaagact tatggcttga tggtccgata gatgcagtga aagccgcggg cgcagaagtg
  1724581 gtattgtcga tcaatgcctc tccttataat cgtgaaaaac cctatattcg taaaacgctg
  1724641 atggccgctc attgccagcg tacgggctta ccactggtgt atctcaacca gattggtggg
  1724701 caggatgagc tgatttttga tggctgctcc aaagtcttcg atgcggcggg taacatgacc
  1724761 catcgtttgg ctgcatttgc agagcaaacc acgctgttgc agttaaatga gtgtaacgtg
  1724821 atcccgatga cggcacctgt ggcggaactg cctcctctgg ctcaagtcta tgaagccttg
  1724881 gtattggcgg tacgtgacta cgtcaccaag aatggcttta atggggcagt gctgggttta
  1724941 tctggcggca ttgactcagc attgacattg gccattgcgg ttgatgcgtt gggcaaagac
  1725001 aaggttcagg cattgatgat gccattccgc tataccgcag atatcagtat tgctgatgcc
  1725061 aaagaagaag ctgaaatact gggtgtcaaa tttgatgtga tgtctatcga acccatgttt
  1725121 gatgctttta tgggccagtt ggcaccgatg tttgccgata ccgggcgcga taccacggag
  1725181 gagaaccttc aggctcgttg ccgtggcgtg gttctgatgg ctttatcgaa taaacgccgc
  1725241 agtattgtat taactacggg taacaaaagt gaaatggccg tgggctacgc gacgctgtac
  1725301 ggtgatatgg cggggggctt tgatgtcctg aaagatgtac cgaagacgtt agtattcaaa
  1725361 ttagcggaat accgtaatac ggtctcttat gtgatcccgc agcgcgtgat cacgcgtccg
  1725421 ccttcagccg aattggcacc tgatcagaaa gatgaagata gcctgcctcc ttatgatatt
  1725481 ttggacgcta tccttgaagg atatgttgaa caggataagt cagtggctga gctggtggct
  1725541 gacggttttg atgaagctat cgtgcgtaaa gtcatccgcc tggtcgacat taatgaatat
  1725601 aaacgccgcc agtcagctgt agggccacgt attaccgccc gcagttttgg taaagataga
  1725661 cgctatccga tcacatcagg ctttggccgc aagaattggt aaaacaggga ttcaccatga
  1725721 aaaaaattga cgcgattatt aaaccattca aactggatga cgtacgtgaa gcgctggctg
  1725781 aagtcggtat taccgggatg acagtgacag aagtaaaagg ttttggccgc cagaaggggc
  1725841 atactgaact ctaccgtggc gctgagtata tggtggattt tctgccaaag gtaaaaattg
  1725901 agattgttgt tgcggatgac atcgtcgata cctgcgtaga agccattatg caaaccgccc
  1725961 agacgggtaa aattggcgat ggtaaaatct ttgtttttga tgtctcccgt gttgtgcgta
  1726021 ttcgtaccgg tgagcaggat gaagaagcga tttaattaag ctgttggctt tatctcacgc
  1726081 tgaataacaa aagcccgttc gttgccaaaa cgatgcgggt ttttttacat ataatccaaa
  1726141 ataatataat tcaatatata caatccaacc tatatagccc agcgttctct ggctaatgtc
  1726201 tctattcact atttattaat ctattaatat cgaggttcga ctatcccact ctgtaccgcc
  1726261 cgttgatggc gcagtaactg tgtttgatta atgcctcttt ccaacagtag cttgatcgga
  1726321 tagttatctg ggcggataag gataaccgcc tgtgacgctt gaatatagcg ttcatcgccc
  1726381 tgtaacttta ttgactgtaa atattctgac gggacaatct gttcctgatt ccaaatgaca
  1726441 gcatcaatat cgccacggat aaggtgcggg atgcagttac tgtaagataa ttcgacccgt
  1726501 tcgattggtt gcccggcaaa cttaatttca gttaataaac attgatcagg tgaacgtgag
  1726561 tcaaacccaa cccggcggat tttttttttg ctcaccacgg cgaaaaataa gttgatgacc
  1726621 atcgacataa gaaccacggc ctaaatttag cgctagcgtg accttctctt gcttaaggta
  1726681 gtttttagcg gccaaatgcg acacgacggc catatcgtag actccgtcta tcaggcattc
  1726741 gatacggact tcagcgcctc gcatatgggc aaaatacagg gggagtaagg tgaattgttc
  1726801 ttttaaacca ctggctaagc cttcataaag tttggtgtaa ggtagcggca tagcacacac
  1726861 catattgcct aaatcggctt gttgtagcag aagcgtcatg ttcaggtcga gaagccgcgt
  1726921 gccattgcgg cctcggcgtt caaccacgat agccccgtca gcttccagta ctttcaaggc
  1726981 gtgttgaatc acaccgactg aaataccaaa atcacctgat agatcatcaa tagttttaag
  1727041 tcgatttcct gagcgttcgc caattaaata gcgcgccata gagactaatg ctaacccttc
  1727101 tttttttatg aatcttttac tcatgatgta acgatctagc cttatgttac cgggcaatat
  1727161 acccgtcgtc cttcaagatg caggggttag ctgcccttgc tcacccccag tcactgagtt
  1727221 atttaagtga ccggggatta atgagcttca tccctgagac tcaccctgtg ggcagcataa
  1727281 atgctgtgca aatgggttcc tgaccatttg ttactcggtt gccgccaacc tgcgcctcga
  1727341 agtcgcgtgg gtataaataa taataaagat cattttagct gttatttaaa tcttcaatta
  1727401 tataaaaatt taaatagcct tttatcgaat ttatcgtggc aataaatggt gaggacatac
  1727461 gagatctatg tcacgttcca cgaaatgtaa atgtaataaa tgggagaatt gaaatagccg
  1727521 aaatgctgat caggtacctt cctgatcagc ggcattaagt gcgtagagat aggataaaaa
  1727581 tgaacagtta aatgacttta tgtggaccga agcattcgta gtgaatctgc tcaggtgcta
  1727641 tcccttgggc cagtaattga cgacctataa attgcataaa tggcagcggg ccacagaagt
  1727701 aataatgtcg tttaggatca tcagctagcc actggtacga actcagatcc atcaaccctt
  1727761 ggctatggta atcctcgccg tgtttatcct gtaggtctgg ctcgcggtac cacacatggc
  1727821 ggcttagatt aggcatcttg gctgcgatag cgctaacttc atcagcgaat gcgtgtacac
  1727881 gaccattttc agctgcgtgt aaccaatgta cgggggcagc atgttgttgg ctatagaggg
  1727941 tattgagcat actgagcatc ggggtttggc ccaccccagc agaaatcagt gctactgggg
  1728001 tatctggtga tacatccaaa aagaaatcgc cacggggtgg tgcgatgcgc acgatatccc
  1728061 cttcatttaa ctcccgatgc agtaagtttg aaaccgtgcc ttgttcttca cgttttactg
  1728121 caatacggta agttttgcca ttgggcgcgg tggtcagcga atattgacga atctcttgga
  1728181 attcaaggct ttcatgctcg atataaatgc ctaaatattg ccccggttta tagtgaagca
  1728241 cttggccgcc gtcttccggt gccaagacaa aactgcaaat tacctcgctt tgttgctctt
  1728301 tttttataat gcggaagcgg cgtaaggttc tccaaccacc ggtttccgtc tcactttgct
  1728361 gataaatctg gctttcacgc tgaataaaca catcagccaa gacaccatag gctttagccc
  1728421 aggcatctaa aacggcctga ccgggtgaaa atagttcatc aagggtagcg attaaatgct
  1728481 caccaacaat agggtaatgc tctggctgaa tatttaaact ggtatgtttt tgggcaatac
  1728541 gttcaaccgt ggggagtagt gccgcaagat tttcgatatt ggtcgcataa gcacaaatag
  1728601 cattaaataa ggcttcgcgt tgatcaccac tcgattggtt actcatatta aaaatgtttt
  1728661 tgagttcagg gtgatgctta aacatgcgct catagaaatg ggctgtcagt ttggggccgg
  1728721 tggcagccag caaggggatg gtagatttaa cgatagcgat ggtttgggta tccagcatag
  1728781 tggctcctta agtgttttaa taatatacaa attaatacat gtattttaaa tgcatcttat
  1728841 ggttttctct tctctttgta aatgtaattt tcacctgtag ggggatcgta tcaacgcact
  1728901 tactcgctga agatgaaaaa ttcacatagt gaatatgagg ataattctgt tgcattgaat
  1728961 gaagtctgaa cagctaaaag ccttatgcta tctggagcca atcgtttgcg taaaaacctc
  1729021 tgctaaggcc tatcttcagg agggggaaac agtttacact gtgtgacaga acccaaacgg
  1729081 gtgttccatt atacccttcg tacttgaagc tgcagcgatg ttcgcggtct cgttacttgg
  1729141 cccatccatg ggcctcacag aggttgctgc aagccgcgtt caaatctgct cccggcagat
  1729201 ttgtcacccg aatcactgac accagtcagc tcatcgggac tcgctcattg gctgcctggc
  1729261 tgcaactcca atgacgtagg gtataggtat atttagttag ctaagtcagg agagccggat
  1729321 gttaaagcgt gaaatgaaca ttgccgatta cgatgcagat ctgtggcgtg caatggagca
  1729381 agaagtcgtg cgtcaggaag aacacatcga actgattgcg tctgagaact acaccagccc
  1729441 gcgtgttatg caagcgcagg gatctcagtt aacgaacaaa tatgctgaag gctatccagg
  1729501 caagcgttat tacggtggct gtgaatatgt tgatgttgtt gaacaattgg caatcgatcg
  1729561 cgctaaagca ttatttggtg ctgattacgc aaacgttcaa cctcattctg gttcgcaagc
  1729621 taacgttgct gtttactccg cgctgctgaa acccggtgac accgtattgg ggatgaatct
  1729681 ggcacacggc ggtcacttga cgcatggttc accagtgaac ttctccggca aactctacaa
  1729741 catcgtccct tatggtattg atgagtcggg tcaaattgat tatgaagatc tggcacgtca
  1729801 ggcagaaata cataaaccca aaatgattat cggtggcttc tccgcctatt ctggtatcgt
  1729861 tgattgggca aaaatgcgtg aaattgccga cagcattgac gcatggttct ttgttgatat
  1729921 ggctcatgtt gctggtctgg ttgctgcggg ggtttatcct aacccggttc cacatgccca
  1729981 catcgttacc accacgacgc acaagactct ggctggccca cgtggcggtt tgattctggc
  1730041 gaaagggggc gatgaagact tgtacaaaaa actgaactct tctgttttcc ctggtaacca
  1730101 gggtggccca ttgatgcatg ttatcgcagg taaagcggtc gcgctgaaag aagcaatgga
  1730161 acctgagttt aaaatttacc aacagcaagt ggctaaaaat gcgaaagcca tggtggcggt
  1730221 gttcttggag cgcggttaca aagtggtttc tggtggtacg gataaccacc tgttcttgct
  1730281 agatttggtg gataaagaca tcaccggtaa agacgctgat gcggctttag gccgtgcgaa
  1730341 tatcaccgtg aacaaaaaca gcgtacctaa cgatccgaag agcccgtttg tgacatctgg
  1730401 tgtgcgtatt ggtagcccag cgatcacccg ccgtggcttc aaagaagcgg aatcccgtga
  1730461 attggctggc tggatgtgtg atgtgttaga taacatcaac gatgaagcga ccattgagcg
  1730521 tgtgaaacag aaagttctgg ctatctgcgc tcgtttaccg gtttacgcat aaggcggctg
  1730581 tcaccgtcct ggcctcctgg ccggggcttt gatctcatcg ggataggcta aaaacgcgcc
  1730641 tatcccgcga ctaaaataat tcccttcaac cgtatcaact cgacatgcct ccccccgcga
  1730701 agagccggca ctgcaacatt attttgacat ttaccggtca tctggcgctg caacattatc
  1730761 tggtccgcaa ggtcaatggg gctattgatt tcgaatttat tccgcgaggc agtcgtccat
  1730821 gcttatttgt cacggcaatg gtcgcccggc tagcccctat tcttctgttc aacatcggcc
  1730881 tgtataaacc gagaaaatgt gtgtaatgga atactgtacg aatatccata tttttcatgt
  1730941 gtcagatatt tgttaatatt tggctggcca ctttagtctg tggttactgt attaggtatt
  1731001 gttataacaa tctggatggt ttttatgaat aagacattac tggtctcttc tttaattgca
  1731061 tgtttatcaa ttgcgtctgt taatgtgtat gccgaaggcg aaagcagtat ttctattgga
  1731121 tatgctcaaa gtcgtgtcaa ggaagatggg tacaagttgg ataaaaatcc aagaggtttc
  1731181 aacctgaagt atcgttatga attcaataat gactggggag tgataggttc atttgctcag
  1731241 actcgccggg gggtcgagga atctgttgac ggattcaaac ttattgatgg tgattttaag
  1731301 tactactcag tgactgcggg gcctgttttc cgcattaacg agtatgttag cttgtatgga
  1731361 ttattggggg caggtcatgg aaaggctaaa gtttcctcaa tatttggtca atcagagagt
  1731421 agaagtaaaa catctctggc atacggtgcc ggattacaat ttaatccaca tccaaatttt
  1731481 gtcattgatg cttcatatga atactccaaa ctcgatgatg tgaaagtggg tacttggatg
  1731541 cttggcgcgg gttaccggtt ctaacgtcct cctaaccatg aaaacccacc ataatggtgg
  1731601 tttcaaattg ctgacaaagt cctggcctta tagctggggc tttaaattaa taggggtagg
  1731661 ctaaaaaacg agcttattcc aatgctaaaa gaatccgtcc ttcaccgcgt ttcaaacaat
  1731721 caccgcgttt caaacaatca ccgtgtttca aacaatcaca atatttcgaa caacaacatt
  1731781 atttcgagca agtcaccaat gaataccggg ctgcttctgg ctcatagacg attttttaac
  1731841 gtgaagtttg tcacaaaaaa tccagtgttg agacggtaaa gttgctagcg gaggaggcct
  1731901 ctgtcacagt gacgggctga ccccggagga atcatggtat tgcaatcaac acgttggcta
  1731961 tcgctcagct atttcaccta ttttttttct tatggcattt ttttgccttt ttgggggctc
  1732021 tggttagaag gtgaaggtat ccccccggaa accatcggta ttttgctcgg tgctggttta
  1732081 ctctcccgct tccttggcag cctcattatt gctccgagag taaaagatcc ttctcatctg
  1732141 gttactgcaa tccgtatttt ggcacttctg acgttagcgt ttgcggtcgg tttttggttt
  1732201 ggtaacggct gggcttggtt gatggtggtt atcgcaggtt ttaacctgtt ctttggccca
  1732261 ctggtaccat tgacggatgc tttggctgcg acgtggcaaa aacagatcac catggattac
  1732321 ggcaaggtcc ggttatgggg gtcgctggcg tttgttatcg gctctgcgct gacgggaaaa
  1732381 ttggtatccg tttggggcca tcccgctatt ctctacagcc tgctgtttgg tgtgacagcg
  1732441 atgttgctgg gggcattgtt acggcctggt gtgatgccac ggggtgaggt taaacatcgc
  1732501 aatgttgctg caacgccatg gaaggttcta ttatccgagc cgcaagtttg gcgctttttg
  1732561 ctctgtgtga cgttattaca gggtgcccac gcggcttact acagtttcag ttctatttac
  1732621 tggaaagatg ccggttattc ccccgcaacc atcggctatt tgtggtcgct gggggttgtg
  1732681 gccgaaattc tggtatttgc gttcagtcac atccttttcc gtcgatggac agcccgtagc
  1732741 ttattactgc tctcagcggt aagtgggata atccgctgga gcttaatggc ttcaacgact
  1732801 gaattgcctt ggttgatttt tatccaaatt ttacattgtg gttcgtttac tgtctgccat
  1732861 ctggccgcga tgcgtttcat ttcggcccgc agtggggcgg atgtgatccg tttgcaatca
  1732921 gtctactcgg cgctagcgat gggcggcggt attgcggtga tgacagtgat ttccggcttc
  1732981 ttatttgaga attatcagag tggggtcttt tgggttatgg cgctcattgt tattccggcg
  1733041 ctgtttatcc ggccacgagt ggccgcgaac ccaaatgaat tagccagcta aggcagttcc
  1733101 aatatgcggc ataactgaat actttgcggc tcagttaacg gaaatgatat ctgaatcagc
  1733161 ggcggcgctg attcagttga ttgcaaaaca tagggggtaa gtaccaccgc agtgcccgcg
  1733221 ggggcccctg attgcagata aacatcatga gataaatatt taatatgtag cggtagtaag
  1733281 gtcagttcac gaatttgctg ctcgacttgg gcttccaata ttgggttatc gtgcgtcaat
  1733341 aataaaatct gcttctcctg taatgcattc ccctgtatta accaggcacc gaagctgatg
  1733401 gcgatcaaaa tcacttcttc aatagaaaag cgaatctggt actcctgctc aaacttgatc
  1733461 agcgcctgct gtgtggtacg gagcaaacgg ggatacatct tactgatatc tttggggagt
  1733521 gaatggtcga tcccaatatt aaaatagcaa cgctcaatgg cgggggcgag atgcgcgaat
  1733581 agctggctga ccagcgagtc atcacaacta aaatgcatgc cggacagtcg cttaaaacgg
  1733641 tgaattaatt gcttgatagc cgctatcagg cgggcatctt ccggtgattg ggtgctgtgg
  1733701 tagtggtgtg ctttgatcat tgtcaacatc aggatcagca tatcgcgctc aattaaaccc
  1733761 agcggaggga tcaataaccg gttgagtgca ttgaataaat gatcagcggc aacccgcgca
  1733821 ggtttttgtt ctaaccattg ctgttgggtc atggataatt gtggcacggt gtgctgttgg
  1733881 ttttcccaga cacaatacgc caaatacagt tgcaaaaact gacgatcttt ttcactgagt
  1733941 tggcggttta ggtggggctc acactggtaa acgatttgtc gcaaagttga ttgccgtaga
  1734001 attgattgcc gcaaagttga ttgtcgcaaa gttgattgtc gtagagttga tcgtcgcaga
  1734061 gccgacgaca gcaggccatt attccacgcc agtgcttgat ataagtcggg ggaaaaatag
  1734121 tgttcaataa aatgtggaca ataacgcagc ccacgacgta gccaatggat caaacagagt
  1734181 cgtttatcga gtcggctccc attaatctga taataatcgt cggcactggc attaagttcc
  1734241 aaatggtaga aacgctggat ttcgctagca acctcggcta tatcttgccg ggtagtcgca
  1734301 agatcgaccc cgttaaattg gctaatggtg tctaactgta ccttgcgtgc tggcataaat
  1734361 aacatcagca acatatggca gcggcgttgt tgaccagata gcggttgatc atcagataac
  1734421 cgaggcttaa agggcgtgtt taggcgcata taaatatctt tgatgaatca tcgttattta
  1734481 tcggatttaa gcatagcaaa agagattcat tcggtttacc gggccagtag ttttttacat
  1734541 cgacttacaa cttacatcac agtaattgca gaatatccaa gggttgaata atgcgctatg
  1734601 tgttacatta taacggtttt attacagtca gccggctgat aaccttgtta ttaaccgggg
  1734661 ccgcaatgat ttatagccaa ttggctcaag cgcaccccca cagttttatt gatatgaaaa
  1734721 ccactttcat caatgaaaaa cagatgctgg tgggaatgaa aatggtatgg accatggatg
  1734781 aaataacctc ttctgacctg ttgtatgacg cagagaatgc caaaagtgac tctgaaatct
  1734841 ggaagaaact ggccgcagaa gtgatggcta atgtgctggg gcagcactat ttcaccgata
  1734901 tataccgtga tggccaaccg gtgaaatata aaaatttgcc aacagaatat catttatccc
  1734961 gtcaggggca tcaggcggta ctctcattcg ttttaccgtt ggctgagccg cagccattag
  1735021 tcggtaagcc ttttattatc tcaacctatg acccgactta ttttgtcgat atggcctatg
  1735081 cggatcaaaa agcgctcagt ctatcggctg aaatggaaaa aaactgcaaa ctcactttga
  1735141 tgactcccaa cccagacgca tcgctacagg cttatgcgct gtcattggat aaaagtgatt
  1735201 caccaggaga cgatatggaa cttggaaaac aatttgccca acaagtgacg cttcaatgtc
  1735261 agtagttatt gctccgattc cacggcccaa acagcgacat tggctgatca atttatggcc
  1735321 tctattgttg ttcttactca tattggctag cgctgggtat gtctcctggc tttattggcc
  1735381 agaattgctg tttaaaacag tagcctggca aaaaagtgtg catcagcaaa tggcccaact
  1735441 gttgcagcaa gttaaagccg aaccgcatca ggcggggtgg gtgctgatgt tgtttagcct
  1735501 gatttatggc gtgttacatg ctgtagggcc gggccacggt aaagtggtga ttgtgacgta
  1735561 tctggcaacc cacccggcgc ggttaaaaag cagcctgaaa ctgacttttg ccgcttcaat
  1735621 attgcaaggt agcgtagcga ttctactggt aactttgtta cttggggtat ggcagctctc
  1735681 ttcacggtat ctgcatcaaa gcagtttttg gctagaaaaa ggcagttttc tattggttat
  1735741 tgggttgggg atgttgctct gtttccgggc ggtaaagcgg atctatcgac aaattaacgc
  1735801 cttaaaacca cagaaaatga cttttcagca gattcagcca ttaccggcta accatgtgca
  1735861 cagcgacaac tgcggctgtg ggcaccgtca tctgcccagt gataaagagc tacaagccgg
  1735921 tggcgattgg cgcacccgtt tgacgattgt attggcgatg gggatgcgcc cttgctccgg
  1735981 tgcgattatg gtgttgctgt tttccaaggt gattggcgtt tactggtggg ggattttgtc
  1736041 ggcgatggcg atggctttag ggacgtcgct gactatctcg ctgttggcac tgttcgtcca
  1736101 ttatgcacgg cgcttggcgg tatatttaag ccgtaaacgc gcccctgccg cttggggaga
  1736161 gattgcctgg gccacgctgg cattaaccgg gggaattatt ctgctgttcg cgggggttct
  1736221 gttttatttg tccagtcagc cggagatggt tggggctgtt cgtccatttg gtcgctgata
  1736281 cccttcgacc ttgacgctgc agaggggttc ccaataaaaa aagccagtcg gctaaccctg
  1736341 actggctttt tatctgaaac ggctatttgc gtggaattaa cgctttaacg catcactgat
  1736401 ttcgttgctc atggcttgaa cgatagattt aacaatacgt ggattaccgg ccacgatatt
  1736461 gccagagctg aaatggttat ggccgccggc aaagtcagtc acgataccac cagactcacg
  1736521 aaccaatagc tcgccacctg cgaaatccca cggtttcaac ccaatctcaa agaagccatc
  1736581 aacacggcct gctgcgacat aagccagatc caatgcggct gaaccggtgc gacggaaatc
  1736641 tgcacactgc tcaaatagct taccgacgac gcgaatataa gcaggggcgt gttgcttcac
  1736701 tttgaatggg aaaccggtag ccagaatagt gccatctaaa tctttagcgt tggtaccacg
  1736761 cagacgataa ccatttaact gggcgccttg accacggctg gcggtgaaca gttcgttacg
  1736821 cattggatcg taaaccacgg cgacttctgt ccggccttta atgcgcacgg caatagagac
  1736881 tgcaaagtga gggaggcgtt tgatgaagtt ggtagtgcca tccagtggat caataaccca
  1736941 ttgtacatca tcatcttcgc cgaccaactc accgcattct tcactaataa tagtgtgttt
  1737001 tgggtaagat ttacggataa cgtcaatgat cagatgctct gcatcgcggt caacgttagt
  1737061 aacaaagtca ttactgcctt tctggctcgc ttcgacagcg tccggggttt cataattttt
  1737121 ggcaatcagg ttaccggcct tacgcgcagc gcgtatggcg atagtcagca tcggatgcat
  1737181 gggtatcttc cactaggatg ttaaagaacg agaaacggcg cacagtatag caggggatct
  1737241 gataaatgcc tatgtctgtg ttaagatatg gcgattatcc gttatcctca gagtttgtat
  1737301 gctacacaac attcgtattg tcttggttga aacttcacac accggcaaca tgggctcgac
  1737361 cgccagagcc atgaaaacaa tgggattaac caatctatat ttggttaatc cattggtaaa
  1737421 accagattct caggccattg ctttgtcagc cggtgccagt gatgttattg gtaaggcgac
  1737481 tatcgttgat acgttagatg aagcccttgc cggatgtagt ttggtggtcg gcaccagcgc
  1737541 ccgttccaga acgttacctt ggccaatgct ggaaccgcgt gaatgcggtg tacgcagtgc
  1737601 gcgcgaagct gaacatgctc cggttgcctt ggtgtttggt cgcgagcgtg ttggcctgac
  1737661 taacgacgag ctgcaaaaat gccattatca tgtggctatc cccgccaatc ctgaatatag
  1737721 ctccttaaat ttagccatgg ccgtgcaaat tttggcttat gaagtgcggg tggcatacct
  1737781 tgatcgtcag caggcaaatg cccctgtaga agaagaggaa gaggcacctt atcctttggt
  1737841 ggatgatctg gagcgtttct atcagcattt ggagcaggtt ttgtctcata gtggctttat
  1737901 ccgccaggcc catccgggcc agattatgag caaattaagg cgcctcttta cccgcgctcg
  1737961 gcccgaggct caagagctga atattctacg tgggatgctg acatccatcg aaaagcagga
  1738021 taaatatcca caacgcggta ccggtgatac ggcgggtaag agtaaggatt aatgtcttat
  1738081 atcaattggt tataattaat tctaattgat actatcgagc gtaagtatgg tgataatagt
  1738141 tgagtgaatt actaggttaa atagttgact aaaacactca agaatgtcaa aattctgttt
  1738201 cgtgttcacc aacaggtaac tttagctatg agactgacat ccaaaggccg ctatgccgta
  1738261 accgccatgc ttgatgtggc attacattcc caggacgggc ccgttcctct ggcagatatt
  1738321 tcggaacgtc aggggatctc gttatcctat ctggaacaac ttttttcacg cctacgtaaa
  1738381 aatggcttag tcgccagcgt acgcggccca ggcggtggtt atctgctggg caaagatgca
  1738441 tcagcaatcg cggttggcgc ggttatcact gccgttgacg aatccgttga tgcaacccgt
  1738501 tgtcagggta aagaaggctg tcagggcgga aatcgctgcc tgacacatac cctgtggcgt
  1738561 gatttgagcg agcgtatcag cagcttcctc aacaatatta cattggcaga actggttaat
  1738621 aaccaagata tcctagaggt agcggatcgt cagaataacg atacgcgccg cacggctaat
  1738681 ggccgaccgc aagagacgat taacgtcaat ctgcgcgcat aagcagaatt tgcggaattt
  1738741 tacgttttgg aagtgatgta cggagcataa gagcaatgac cgaatcaaaa gtaaagacac
  1738801 cgatctatct ggattatgca gcaacgacgc cagtagatcc gcgtgtcgct gaaaaaatga
  1738861 tgcagtatct cactctggac ggtatcttcg gtaacccagc ctcacgttcg cataagtttg
  1738921 gttggcaggc agaagaagct gttgatattg cacgtaatga cgtcgccgca ttggtgggtg
  1738981 cagaccctcg tgagatcgtc ttcacctccg gtgcgaccga gtctgataac ctcgccatta
  1739041 aaggtgctgc taatttctat cagaagaaag gcaagcacat catcacttgt aaaaccgaac
  1739101 ataaagcagt gttggatagc tgtcgccaat tggagcgtga aggcttcgaa gtgacttatc
  1739161 tggcaccgca gcctaacggt attatcgatc tgaaacagct tgaagcgaca atgcgtgaag
  1739221 acaccatttt ggtttctatc atgcatgtga ataatgagat cggcgtggta caggatatcg
  1739281 ctgaaatcgg cgaaatgtgc cgtagccgcg ggatcatttt ccacgttgat gctacacaaa
  1739341 gcgtcggtaa attacctatt gatctgagca aactgaaagt cgatttgatg tccttctctg
  1739401 cccataaagt ttatggcccg atgggcattg gcgcactgtt tgttcgccgt aaaccccgta
  1739461 ttcgtattga agcacagcag cacggcggtg gtcatgagcg cggtatgcgt tcaggcacct
  1739521 tgcctgtgca ccaaatcgtt gggatgggtg aagcttaccg cattgccaaa gaagagatgg
  1739581 aaagcgaagc tgcacgtctg cgttcactgc gtttgcgttt gtggaacggc atcaaagata
  1739641 tcgaagaagt ttacctgaac ggctcattag agaatggcgc tcctggcatt ctgaacgtca
  1739701 gcttcaacta tgttgaaggt gagtcgttga tcatggcact gaaagatttg gctgtctcat
  1739761 caggttcagc ctgtacctct gcgagtttgg agccttctta cgtgttgcgt gcgttgggga
  1739821 tgaacgacga actggctcac agttcaattc gtttctctct ggggcgtttc accacagaag
  1739881 aagagatcga ctacgccatt gcgctggtac ataaatccat tggtcgtctg cgtgatttat
  1739941 ccccattgtg ggatatgttc aagcagggcg tggatatcag cagcattgaa tggtcccatc
  1740001 attaattcca cactttaaga ctcaggagaa atcacatggc ttacagcgaa aaagtaatcg
  1740061 atcattacga aaatccacgc aacgtggggt cgttcgacag tcaagaccct actattggta
  1740121 gtggcatggt tggcgcaccc gcttgtggtg atgtcatgaa gttgcagatc aaagtgaatg
  1740181 aagccggtat tattgaagac gcccgcttta agacttatgg ttgcggttct gccatcgcct
  1740241 ccagctcttt agtcactgaa tggatgaaag gcaagtctct cgatcaggct gaagccatca
  1740301 aaaatactca gattgctgaa gaactggagt taccgccagt caagattcac tgctcaattt
  1740361 tggcagaaga tgctattaaa gccgcaatcg ccgactacaa aagcaagcat actgccaagt
  1740421 aattgtgata tgtgattttt atatccaagt gacttcgaga tgcagctaac actcgtgcat
  1740481 cttgaaggac gacaggtata tataggttat taataattag ctcatttttc acttagtcta
  1740541 tccaaaagat ttcaagttgc aggaaggcgg caaacaagag gatcccgatg agcttacaca
  1740601 ggtaagtcat ttgggtgaac gagcgcaacc aacacctgta gtttgaaaga tgacggggat
  1740661 atgagctggt tctcagagtt gaggttgttg tatgtcgata tcaatcagcg acagtgctgc
  1740721 acagcgggtc agtgcctttt taaatcaccg cggtaaaggc ttgggtctac gcttgggcgt
  1740781 aaggacttcg ggttgttccg gcatggcata tgtactcgaa tttgttgacg aaataaacga
  1740841 tgacgatatc gtttttgaag acaaaggtgt gaaagtgatc atcgacggta aaagcatggt
  1740901 ctatcttgac ggtaccgagc tggatttcgt caaagaaggg ctgaacgaag gctttaagtt
  1740961 caacaatcca aacgtctcaa atgagtgcgg atgcggcgaa agctttaacg tttgatcgct
  1741021 gctttttcct gccccagatg tttgttgctc tgttccgctc tcttttgcca aaagggagcg
  1741081 aaacagatct cagcttagcc attacaacaa cttccagagc atgctatgga ttattttacg
  1741141 ttattcgggt tgccggctcg ctatttgatt gacggcaacc aactcaccac gcgttaccag
  1741201 gagttgcaac gtcaattcca ccccgatcgc tttgccaccc agcccgagcg tgagcgtttg
  1741261 gcctcaatgc agcaggctgc aaccatcaat gatgcttacc aaacgctcaa gcacccgtta
  1741321 aaacgtgccg agtatatgct atctttgcag ggttttgatt taggcaacga acaacacact
  1741381 atgcgtgata ccgcgtttct gatggaacag ttggaattac gtgaggagct tgatgccatt
  1741441 gagcgcaaac ccgatgctga aactttactg gctgaattta gccgccgtgt ggcgcagatg
  1741501 acaacaacgc gcacgcagca aatggttgag caactggatg cgcagctatg ggtgcaggca
  1741561 gcggatacgg tacgcaaatt gcgctttctg gataagttgc agcagcaagt tgaacagttg
  1741621 gaagagcgct tgtttgacga ttttgcctga ttcaaatatc tcatttgatt aataaaaaac
  1741681 aaataaaatt caagtgatta attattatat tcccttagta attgacgttg tagctaggta
  1741741 gcaagcaaat gacaaatcgg tcgagaactg atttgaatgt ggcttgcagc agcctcgtag
  1741801 aggccactgg atgggccgag tcatgtgcgc agctaagcct cctgcagctt caaatacgaa
  1741861 gggtatagac tcatgattga tggaagctca acatggcctt attacaaatt agtgagccgg
  1741921 gtttaaccgc ggcaccacac caacgtcggc tggctgcggg gatcgattta ggtaccacca
  1741981 attcattggt ggcgaccgtg cgcagcggta aagcgcagac gctggccgat gaacagttag
  1742041 ccgatgaaca gttaatagcc gatgaacagt taatagcagg tgaacagcta atagcaggtc
  1742101 aacagttaat agcaggtcaa cagctaataa atgaaaaaca gcgggattta ctgccgtcag
  1742161 tggttcatta tcacccacag ggtattgatg ttggttggaa ggcgcgcaat ctggcggcct
  1742221 tggacccggt taataccatc agttcagtga aacgcatgat gggccgctct ctggctgata
  1742281 tcgtacagcg ttatcccaat ttaccttacc aattccacgc gagtgaaaac ggtttaccga
  1742341 tgatccagac ggcgcgtggg ttggtgaatc cggttcaggt gtcggcagag atcctcaaaa
  1742401 cactggctca gcgggcgcaa gcggcattgg ccggcgagct cgatggcgtt gtcattaccg
  1742461 tccctgcgta tttcgatgat gctcagcgtc aggggacaaa agacgctgcg cgtttggcgg
  1742521 ggctacatgt cttacgttta ctgaatgaac ccactgcggc agccatcgcc tatggcctgg
  1742581 attccggtca ggaaggggtg attgcggttt atgatctggg gggcgggacg tttgatatct
  1742641 ccattctgcg tttaagccgt ggcgtatttg aagtgctggc aaccggtggt gactcggcgc
  1742701 tgggtggcga tgattttgat cacctcttgg ctgactggtt acgtgagcaa gccggggttg
  1742761 cgacccgcga tgaccacggc attcaacggc agttacttga tacggcaatt gccgccaaaa
  1742821 ttgccttgag tgaggccgag actgcggtag tttccgtggc tggctggcaa ggggaggtta
  1742881 ctcgtgagca gcttgagtcg ctcattgctc cgcaggtaaa acgcacactg atggcttgcc
  1742941 gccgcgcctt gaaagatgcg ggcgtcacgg ctgatgaaat tttggaagtg gtgatggtcg
  1743001 gtggttcgac ccgagtcccg ttggtgcgag agcaggtggg gcaattcttt ggccgcacgc
  1743061 cgttgacctc tatcgatccc gataaagtgg tcgccattgg tgccgctatt caggctgata
  1743121 ttctggtggg caataaaccg gacagcgaca tgctgctgct tgatgtgatc ccgctctcct
  1743181 tagggctgga aacgatgggc ggtttggtgg agaaagtgat cccccgcaat accaccattc
  1743241 cggcggctcg agcgcaggag ttcaccacct tcaaagacgg tcagagtgcg atgatgatcc
  1743301 acgtgctgca aggcgagcgt gaattggtga aggattgccg ttcattagcc cgttttacgt
  1743361 tgcgtggctt gcctcctttg cctgcgggag gggcacatat tcgtgtcact ttccaggtgg
  1743421 atgctgacgg cttattaagt gtgacagcga tggagaaatc gacgggcgtt gaggcatcga
  1743481 ttcaggtgaa gccatcttat gggctatctg atgatgaaat tgccaatatg attaaagatt
  1743541 ccatggcgaa tgcgcaaagt gatatcaccg cccgtaagct ggcggaacaa cgggttgatg
  1743601 ccgccagagt gctagagagc ctgcaaggcg cactggcaga agacgccgcg ttactcagtg
  1743661 agcaagaaag tgccgcgatc gcccaagcgg tcgcgttatt acagcagcag atgcagggca
  1743721 gcgacccaca agccatcgaa gctgcgatca aagcgttaga tgcacaaacg caagattttg
  1743781 ccgcacgccg gatggacgct tccattcgcc gtgctttagc gggtcattca gtggatgagg
  1743841 tttaatcatg cccaaaatag tatttctgcc ccataaagac ctttgcccgg atggtgcagt
  1743901 actggaagca atacaaggtg agaccatatt agacgttgct ctacgtcatg ggatcgatat
  1743961 tgagcacgcc tgcgaaaaat cctgcgcttg tactacctgt cactgcgtgg tgcgcgaagg
  1744021 gttcgattca ctgccagaaa gcagcgagtt ggaagatgat atgctggata aagcctgggg
  1744081 tctggagcca gagagccgcc tgagttgcca ggcgagagtg accgatgaag acctggtggt
  1744141 tgagatccca cgctatacca ttaaccatgc ccgagaacac taacgttatc gcaataggta
  1744201 gaaaggattg atatgagttt aacgtggcaa gatacccgcg aaatcgccga agccctttac
  1744261 gaaaggttcc cggataccga tcccaaaacg gtccgtttta ccgatatgca ccaatggatt
  1744321 tgtgagctgg acggttttga cgacgatccg caaagatcga atgaaaaagt actggaagcg
  1744381 atcttactgg tctggttaga tgagtttgag tgaatactga ctgggtcgcg caagcggcct
  1744441 tttttattgc gtatctaata ttttatgccc aaattattga cgtcgccgct cacgcccctg
  1744501 tggcttgaag catgacgggt atacagcaaa aataataatg acgaggtagg ccatgacaac
  1744561 agaaataatg caaatatccc tgtctcacaa cccggcagat gcccgctggg gtgagaaagc
  1744621 cctgatcagc actaatgatc aaggggtgac tatccacttg acgagtcacg atcaactggg
  1744681 ggggatccaa cgtgcagccc gcaaaattga cggtcagggc attaaacaag tcaaactggc
  1744741 tggtgaaggc tggggcctgg aacaaagctg ggccttttgg caaggcttcc gtgggccaaa
  1744801 aggtcagcgc agcgtggtgt gggcagagct gccagcgaat gaaaaaacag agctggaaca
  1744861 gcgtttaaaa atcatcgatt gggtacgcga taccatcaac gcacctgcgg aagatttagg
  1744921 gccagaacaa ctggcgaaaa atgcgattga tttgctgtgt gcggtctcct gtgatgcggt
  1744981 cagctaccgt attaccaaag gcgaagatct ccgtgaacag aactatgccg ggatttacac
  1745041 cgtgggccgt ggttctgatc gtgcgccggt attgttggcg ttggactaca acccaaccgg
  1745101 caacccagat gcgccagtca tggcctgtct ggtggggaaa ggcattacct ttgattccgg
  1745161 cggctatagc ttaaagcaga gcgcctttat ggattcgatg aagtccgata tgggcggtgc
  1745221 ggcaaccttg accggtgcat tggcgttggc agccgcacgt gggctgaaag agcgcgtgaa
  1745281 gttgtatctg tgttgtgccg ataacatggt cagtggcaat gcctttaagc tgggcgatat
  1745341 tattcgctat cgtaatggca aaacggtcga aatcatgaat accgatgctg aagggcgctt
  1745401 ggtcttggcg gatggtctga tcgatgcctc cgagcaaaat gcgccgttga ttatcgacgc
  1745461 agccacctta accggcgcgg ccaaaactgc cttgggtaac gattaccatg ccctgttcag
  1745521 ctttgatgat gaactggcac aagcgctact caacagtgcg cacagtgagc acgagctttt
  1745581 ctggcgtctg ccactggccg aattccatcg cagccagttg ccatctaact ttgctgagtt
  1745641 aaataacgtg gccggtgggg cctacagcgc aggggccagc accgccgccg ctttcctgtc
  1745701 gcattttgtg aaaaattatc agcagggctg gttacacatt gattgctcgg cgacatatcg
  1745761 caaaagcgcc gttgatcaat ggtctgccgg agcgactggc ttgggtgtcc gcaccgttgc
  1745821 caacttattg ttagcgcaag caaaacagta atcttattga attgagaaga ctcaaagggg
  1745881 cgcatttggc gtcccttcgt tcatcttctc gatgttttgg gagtaaaaaa tgagttttcc
  1745941 gcccccatct attgatgata aacatgctat tgatgatagc ccggctgctg atgataacca
  1746001 taccgccgat gacaactctg ccgctgacga gcgtcacgaa caccaccatc atgacgaaca
  1746061 tggcgaggat ctggaatctt tgctgaaact ggccgccacc gcgtctattc atcgcacggc
  1746121 gtttttccgc gtgttgttgg atgccacggt cttggtactg gtaggggatt cagagcaggg
  1746181 cagtgatgat ggcgaaatga gtttcaccac cgctaacggg gtgaatattt tgcattggga
  1746241 aaagcaagat ggtgagtctg tcattccttt tttcacctcg gtagaggtct tgcagcaggc
  1746301 cttggaacaa actgatggcg agaccatcgg cagtgaaaag cagcctttcg tcgcgatgcc
  1746361 ggtgcgggtg ttatttgaaa tgacacaagg cgcacatctg tttttgaacc caaaatctga
  1746421 atatggcaaa gagttctggc cggaagaagt ggcgatgctg ttgaagaacg gcgggttggt
  1746481 gcaacccgct gaaatggtgg tagacaaaga gagccaaatt ttactgggcc aacccgagga
  1746541 gtatccctcc gcgatggtgg atgcactgat ccaattattt agtcagcgta aaccagtgcg
  1746601 gcgggctttt ctggcgctga tgcatgataa aagtgttgat gaaaaaccca acctgttgat
  1746661 tggtttggaa gtggatggca ccgctaatga agtagatcag ttgatccaag aggccggtaa
  1746721 tgtggccagt gatcacgccc cagacggcgg cccggtagat ttttgcctgg tcagtgaaaa
  1746781 agagcgaggg gtcagccact atctcaccac ccatacgcag gcgttttatc aacgcaaatg
  1746841 gggcagttgg ttgagaaatg ttattccttc gacgaaccac tgattagtat ctaaaaggat
  1746901 agggagccaa tagaggctcc cagactgctg acaaaccccg atgacgcgat cttgaacggt
  1746961 gaggataggc agaggagtaa agcgtccgcg ccaaggatgg cgcggctcga gcctacatgg
  1747021 atgtatttac ggcgtcttta cgatctgcct gttctctccg tcgcgggcac tttgtcaata
  1747081 acctcaggga gccaatagag gctcccttcc atttctgcca caccgtcatc tctaaaaaat
  1747141 gattttattc acttagaagc gataacccac gttcagatta acggtcactg gcgttttgat
  1747201 gttttttccg ctggacaact tcacttcaga accgacaggt taggggtgat gttgacgttc
  1747261 aggcctgcac cggtgttcac tcgcgtgccg ttcaggttgt tatcgaacat ctcctggttc
  1747321 actctgaatt tattattggc agcaaattcg tgatcaaccg aggcgctgac ataaggtttc
  1747381 atttctacgc catttttcag cacgaagcgg taacccgcat tcaccccaag ggtgcctatc
  1747441 atcgagcggg tgctgctgct ttgcgccacc atgccgttag acagtttgac cgcgctttta
  1747501 cccgagctaa aggcgctcaa ttgccacgta tggcgaaaca tacagatgat tatggttgat
  1747561 atgcttaccg gctttcactg ccacccccat acccgagaaa ttagtgttgc cgctggcgct
  1747621 gttatcggcg ctggtgacat gaatatcctg attgaattta ttggctttca ccacgccatt
  1747681 cacatagcca ccgttgttgg caagatattg cgcgtaggca ccaaatgagt ggctatcgac
  1747741 attccccttg ctttgatagt cggtcttaat acttgatgta ctcgcgctgg cgaacccccc
  1747801 cacactcaat acgccgtctg ccagggcagt ggctttatcg ccccccaacg ttatgccgtt
  1747861 taacgtttgg tcgaagttag cggcgcggcc ttttactgca aagttattgt gcaggtaggt
  1747921 accccagatg ccgctttcat tggcttcggt gctttgctta tccaaacgct gttgaacaga
  1747981 gcttaattcc gcattaaaga taaccggtgt ggtgttagcc acggctaaaa tactggctgt
  1748041 acccggtgtc acggttgatt cattagctac caacgtgacc ttgccactcg catctttaac
  1748101 caggttatac acgcggttgc caaggcctat cgggccatcg gttagggtaa aacgtgcgtc
  1748161 accgccgccg gtactaacga cattaaggtt ggtcgggtcg ataccgctac cgtctatctg
  1748221 gaggataaaa tcgccatccg cgttacccgt gacattcacc ggtgccgagg cgtcttgttg
  1748281 caacatcgag cccagtttga aggtgccgtt gcctgccagc gagtccatca ctaactgtgc
  1748341 ctttttcaca ttgcgtaaat ccagtgtgcc gccgctcata ttgactcttc taaaggtaaa
  1748401 tggcgcggat aaacggttat cggcagcacg taccgcccgt gagggcagtg ctgccgctgg
  1748461 ggcaacgtcg tcggcgaata acaccactcg ccccgccaga ttgagatccg cttgtgcggt
  1748521 atgtgcgcct tgataaacct taagcgcact ccctgatatt gagtgaatgg tgcccgccac
  1748581 gtcggcagtg ctagccaggg tggtattacc gccgcgcagt gtcacatcgg tcagcgtgcc
  1748641 ggcgatctgt gcttcaccga actcaatggt taatttcatc gcctgagcgc gcgctcgcag
  1748701 gttgaattca ccgcctttta ccgtcacacc ctcggcggtc gcgccttcat taacgttaaa
  1748761 ttgcccacca ttgaccttgg tgttttgagc gattgcgccg ttgttgaggc taaattgccc
  1748821 gtcattaagg gtggtttcag taaacagagc gccgtcgtta cctgttaccg caccggcgct
  1748881 gacctcggta tctttagcgg tcgcgccttc attaacgtta aattgcccac cattgacctt
  1748941 ggtattttta gcgattgcgc cgttgttgag gctaaattgc ccgtcattaa gggtcgtttc
  1749001 agtaaacaga gcgccgtcgt tacctgttac tgtaccggcg ctgaccatct tggtgaccag
  1749061 agtattcgtg ccagcagtga cgctgccgcc tgcggccacc gttgcccctt ccgaggtggc
  1749121 agccgcttcc tgggtgccgt tgatcaataa tttgccttgt gcgccgacct gagtattcac
  1749181 atcatgggcg cgggtattat tcagcgtacc gttgatcagt tggctatcgt gcgccagtgc
  1749241 actgtcgctc aggttaacca cgccgtcctc ggtgaccacg ctggctaaca ccacaccgcc
  1749301 ggtggtgata ttctgctcac cgcccgccac cttggttgcc acggccagtt cgccatcagc
  1749361 aacaggttgc gcttcgcctt tggcgagggt ctgttggctg atcaccttag gatcgaggtt
  1749421 attcagtgcc gtaaggtcta ggttaatgtt tgccagttgt tccattttat cggctaactg
  1749481 taactcagca tccgctttag cccgttgggc ggcagtcaat ttagcctcag cttcttgtgc
  1749541 gataacggca atagcggcga gtttttgctc tgcttcctga agtgatttct ccgccgcggc
  1749601 ggcctttgcc attgcttgtt gtgctaatgt cgcgtctttc gcttgttgtg cgtcttgttc
  1749661 cgcttgcagt tgggcttgtt gagcccggtt aatctcgcct tgtaggttat ctgttattgc
  1749721 atcgctggct attttttttg tagaaataag cgccttttct tgtgttaaga cttcaacttt
  1749781 ttcttgagag acttttaatt cttctgttgc tgtggttatg ggggtttgaa gatttttaag
  1749841 ttctctttca tagtcttttt gatttcttag ggcttcgctc ttagcttgtt ttttagggtt
  1749901 cttaaggttt ttgctggttc ttttatgttt ggcttcagcg agggatagtt tagatttagg
  1749961 gttgttttta gccgtttcta gctttgtttc agcctgagtc agtttttctt gcagtacgat
  1750021 ggtgcctgtt gttttattat tgattgcatc atcaagttca gattggtttt tctgaatttc
  1750081 tgtatccagt tgttgcgctt ttattacttg ttcttgttga ttgatgttag cggtttcagt
  1750141 cagttttatt ttttctgcta aaatggcctg tgtcttgctc tcgccattaa ctattacaga
  1750201 aagctttgta ctgatatttt catccgctag gctccaattt ttattgactg ctttaatcgc
  1750261 ctcgttttgc ttactgttag cgttaatgaa tacagtttca gccgccaatt tagccttttg
  1750321 tttgttgtta agcgctttat taaactgatc tttttcaata ctggtggtga taatttctgt
  1750381 atttgcttct ttttgttttt tttctaccgc tgccagttct tgtttcaccc gtgcttcttc
  1750441 ttctttgagt ttttcgggag taacggttaa gcgcttaatc agtgtttccg cttgctctgg
  1750501 gctgatcaca tgcgcattgg cataagattg tacttggttg atgaggtctt gaaccggcgg
  1750561 tggtattgcg acagaaggtg ctgccagtac ggcagcaggt atcaatgcgg agattaaaat
  1750621 agataacggc aataaacgcg tgtttaaatg atgacgagat ttcattgtag gtattcctga
  1750681 atacagatga tcagatgagt aaactaagag tgaaaaaggt cgctaacgac aatttatggc
  1750741 cgctaatata atggataaaa aagtattggc tatagactga aaatgtaatc aactcggatt
  1750801 gatattattt tcaataaggc attaatttat ttcattgtga cgggtgtttt tggagggtga
  1750861 gtttattttc atattggtct gttttatttg ccttttattt aagaaagtga agtgcggtga
  1750921 caaccaacgg ctaaagcaat aagccactat taataaaata ttaaaaatgt tttaaatgag
  1750981 gtttatcttt acggtattct gttttttttg atttttttgg gctcaataga gagtatttcc
  1751041 tagataaata ttgctttttt atttgccttt gggctggcaa ataaaatgac aattaatcag
  1751101 gtaaaaagca gggagccaat tgcagccccc tgcggttttt atcagtcaat agccctttat
  1751161 cagctaataa ccctttatca gtcaattatc atcgtgacga taaattcgta tcaacaactg
  1751221 acttagaagc tgtaacccac gttcagatta atggttactg gtgtcttgat atctttaccg
  1751281 ctggacaact tcacttcaga accgacagac agattagggg tgatgttgac gttcatgccg
  1751341 gcgccggtgt tcacacgggt cccgctcaag ttattgtcaa acacttcctg attcaccgtc
  1751401 acttggttgt ttttcgcgaa ctcatgatcc accgcgaaga tagcgtatgg cttgagttct
  1751461 gcgccgttgt tcatcacgaa gcggtaacct gcattcaccc caagggtacc catcgcagag
  1751521 cgggtgctgc tgctctgtgc ttccatgccg ttagacaagg agatgttgct cttacccgag
  1751581 ctaaaggcgc tcattgcaac gtatggcgag acgtaagcct cattgaagtt gaagtgctta
  1751641 ccggctttca gtgcgatacc catacccgag aagttagaca caccgctggc gctgccgtta
  1751701 attgaggtga tgttaacgtc ttggctaaac tggttattct tcactaccgc gttcatgtag
  1751761 taaccgctgt tagccaggta ttgtgcgtag gcaccgaatg aatggctatc cactttacct
  1751821 ttgctttgat aatccgtttt gatatcagag ctgctgtagc tggcgaaacc accaacgctc
  1751881 aacacgccgt ctgccagtgc agtggcttta tcgccaccca atgtcatccc gttcaacttc
  1751941 tgatcgaagt tagcggcgcg gcctttcact gcaaagttgt tgttcaggta gctgccccac
  1752001 atgccgcttt ggttggtttc ggtgctttgc ttatccaaac gctgttgaat agaacttaac
  1752061 tcagcgttaa agataaccgg tgtggtgtta gccacggcca gaataccggc agtgcctggt
  1752121 gtcatagccg atttatctgc ggtcaggaca aagttaccgt tggcatcttt agccaggtta
  1752181 gtcatgtagt tacctaaagc aaccggacca ttggctaagg caaagcgtgc atcaccaccg
  1752241 ttggtattta ccacattcag gttagttggt gcttgaccgc tgctattcat tgcaatgatg
  1752301 aagtcaccgt tcgcgtcacc ggatacattt aatggcgcga ccgaatcgct ttgcatgaca
  1752361 gaaccgaggt taaagttccc tgtaccattc agtgaagcca tggtcagttg agcatttttc
  1752421 gcgttgctca tatcgacagt gcccccggtc ataaccacat cgttgagggc gaagtgtgca
  1752481 accggtgcgg cggcagggac tggcattgca ggggctggca ttaccgcacg cgcatttgat
  1752541 aactccatgg ccgcacgggc aactggctga gccactgctt gagcaacatc actggcgagc
  1752601 aattcaaggc ggccagccag gttcaggttc gcttgtgcgg tatctgcacc gcggttcatt
  1752661 atgatctggc tatcagcgct gatatcaagc aggccagagg ctttggcgct gttggcaaag
  1752721 tctgcgcggc caccggtaag gctcaagctt tccagtgaac cggctacctg tgcctgaccg
  1752781 ccagttaatt tggtgatacc ggaggcttta gcaccgcttg cgagtgtgaa ggcgctgtct
  1752841 accagttgga tgccgttggc cgtagattga tcggccatga cgaaggtgcc gctattgact
  1752901 gtggtgctgt ccgcgtgagc gccatctttc agcgtaaaca ggccgttatt aatggtggtg
  1752961 ttagtcgctg tagcctcgtt cgaaacgtca aatttaccgc cattcagtgt ggtgtcattc
  1753021 gctgtggcat tttcagccag agtgaaatta cctgcactga gttgggtgtc tttgatcttg
  1753081 gctttgcctt taaccgcaaa tttaccgcca ctcatgttcg tcgcggtgac cgcggcatca
  1753141 cctgcaacgg tgaaagtacc gtcagtcagg gtggtgttgt tcgcggtggc tttgtcagcc
  1753201 agcgagaagt cacttgcgtt gagtacggtg tcttcaatct tggcattgcc tgtaacagca
  1753261 aattcaccac cagtcatctt agtcttggtg gcagcggtat cacctgcaac ggtaaaggta
  1753321 ccgccagtca gggtggtgtt gtttgcggtg actttgtcag ccagcgagaa gtcactggcg
  1753381 ctgagcacgg tgtctttaat tgtggcattg cctgtaacag caaatttacc gccagtcatg
  1753441 ttagttgcgc tcaccgcggt atcgcctgca gcggcaaaag taccgccagt cagggtggtg
  1753501 ttgttcgcgg tggctttgtc agccagcgag acgtcacccg cgctgactac cgtctcttcg
  1753561 atcttggcat tgcctgtaac cgcaaattta ccgccagtca tgttagtctt ggtggcagcg
  1753621 gtatcacctt caacgctgaa aataccgccg ttgaacgtgg tgttattggc ggttgcggtg
  1753681 cctgccaggc ttaatttacc gtcattaatg gtcgtatcac gcacgatggt attattgccg
  1753741 ctggcggtca cgttaccgct actgatcatt ttttcgataa cggaatggtc acctgcggtc
  1753801 actacaccac cttcagcaac cttggcaccg gttgaggttg cgatggccgt ttcgctacca
  1753861 cccgtcagaa ccaatttacc ttcagtactg acaacagtat cggtatcaac cccgccgttg
  1753921 ttgttcaggg tacctttagt aacctcggtc cctttggcat tggcaccagc agcaaggttt
  1753981 acaataccgt ctttggtaat aacgctatca atcgctttac cgcccttggc aacattttgt
  1754041 gtgccaccgg ccacttgggt ggcaatggcg ctggtgccct caatcacatc ttgtgtcttg
  1754101 gcaggcgcaa tggtcacatc aatggctggc agatcaagtg taggttgggc gttattttgg
  1754161 gcggtcacta actgctcaag tgcttggtca gcgtcattca ataggccagt gttagtgact
  1754221 acgagtttat cagcgtcttc tttagctttt tcagccgctt caagggctgt tttagtttgt
  1754281 tccgctttgt ctgcggcttc tttataagct gctgttgcat cctcaactgc cttatcggtg
  1754341 atttttgctg cttcgatagc ctttgctgct gtttcagcta attcagctgc gttttttgcc
  1754401 gtgtcgaatt caccctgtgc tgcgtcttta gcgtcgttag caccgctgag cgcaatatct
  1754461 aaaccacctg ttttgccctt ttcggtactt tgttcttgtt cgatatcacc tttatctttt
  1754521 tttaatttta ctatctgtgc atcaatagcc tcaactgctt tttgggcctt ggcgatagcg
  1754581 tcaagttctt ttttagctgc tttgttatag gcatctcgat tcttttttgc ttcggctaat
  1754641 ttttcttgct gtcccgagcc gttgtcattt tccgcaatgc caaagtaacc gctagttttc
  1754701 ttatcctcct cgaagagttc tttatacccg ccggacgcca gttcttttcc gtcttgttcg
  1754761 gttttagctt gttgagcttc tttaagtttc tgatccaacg gacccttatc ggtacctgtc
  1754821 gcttgtatta aagcgtttga gacagaaatg agccgcccgt cgatttctgc aagcgcctct
  1754881 gtattcgcgt ctttcttttc ttgggcgact ttggcatcag ttatttttgt agccagagta
  1754941 actgcttttt ctccctgtac ttttgttgta tcggtcacgg ctttggtgac tttctcagca
  1755001 atatccttat caccaggaac taatggagtg ttattaacct tgacggcctt aatggcatct
  1755061 tctttagtct tatcttgctt tttttttgct tcatcagctt cttttttaat cttttcttca
  1755121 gtttgagcga atgcctgata tgaaacattt tcggttttta gatataaagc atcttctgct
  1755181 gctttttggg cctctgcttg ggctgattca agtgccaact tcgccgcagt ctgtgcgtcc
  1755241 actttctcaa ctttagtctt aacgtttttt tctaatgcat cggcttgttc ttgagtaatt
  1755301 tcacccaacc ccagcagatc tttgatctta tcaagcaggc ccggttgttc aggttctgtg
  1755361 atttcctgct ctgatggtgt tgtagtaggg gggataacgg ctgttgcgtt accgccttct
  1755421 tgcccagtcg cttcaccaat tgtgctctcg gcttccggcg tagtttcagc aatcacgcgg
  1755481 gttgccgtag atgtattatc aattacatct acatctacat ttgatccaaa acttgtacca
  1755541 gccgaattcc gctcaaatgg acctgttagt gttgatttta ttggtgttac tgcgggtgta
  1755601 tcagtggttg ctatttgtga cacagccata gccccgccag aaaccaacga tgaaattaaa
  1755661 atagacagtg gtagcagacg cgtattaaga gtattactgt ttttcatatt ctgtgtttcc
  1755721 tatttactgt tattcaaaag aaaggaggcg catttaaaat aatggtgaca aggtaattcc
  1755781 gttgaaaaat ataccggcac aaaaaaacaa aacctaatta ttaaaatata aaaaattaat
  1755841 acatatatta ttagagtggt ttaatttatt tttaatatct ttttgttgtt ttattttatt
  1755901 gatttttaac gattatttaa tattattcgg tgttttattt aaaaaattat taaaatgata
  1755961 atatgatatt tttttgttat ttttttattg tcaaaatttc cctggcaggt ttttgatgat
  1756021 atttagtttt ttttgatttt ttgagtaatg gattttttgt gtgagtttta tagcgtttat
  1756081 accaaaaata attcgggtcg ttggctttct tcgtgactcg gccgatccat ggatctcgcc
  1756141 ttgtctctgt gagcagagta aatgctgttc aaatgtgctt tcgaccactt gtctctcgct
  1756201 tgccgccttg ctgtaacttg aattattcag gctataaaaa ataagcaact caatgtattc
  1756261 gtgtttgtat tttaaatgtg tttctcataa taaatttatt tgtaataaaa aaagttatca
  1756321 ataaattatt tattctaata taaagttttt aggtcaggaa ataacaatct cttattttta
  1756381 aaataatgga ttattaataa tagtttaaaa ggtatatata ttatgagata taatcgtaac
  1756441 catatgctaa cgttaatgtt ctctttatta atttttgatg cctatgcaaa tgaacccaaa
  1756501 gtctgttttt atatggatga tgactataat ggtgagtctc tctgcgcggc tcaagggaac
  1756561 tcagttgcca gtattccgga taaatggaat gatcgcatat cctcaatttc cattccccac
  1756621 ggtttagttg tcaccgtcta tgaagatgtc gattttttgg gcgcttctcg gtcttttgaa
  1756681 gccgatgtgg atttggtttc agataaggat ttgatatatt taaatgataa tataagtgca
  1756741 tttaaaataa aaaaggcagt ttgtttttat ggcgaaagta actttacagg tgactcgttg
  1756801 tgcttatcta gtggtgagca atttgacttg tatcgtggta actatcctga aaggaagcaa
  1756861 tctcatttgg taaatccctt aaatgatgag gtatattcaa taaaaatccc tccaggaatg
  1756921 caaactacag tctatgagga cgatgattat aatggtaaat actttgtttt gacagaggat
  1756981 tacacacctg atgatttgtt gataataaga atgaacaata aaatcagtag catgcgagtt
  1757041 tctcaagatg aagatttcat ttgtgatcgt ttctgttcta taaaaaaatc aattaaattt
  1757101 aaaatacaaa aaagttttgg ttcctattgg attgacccac gaataaaata cagagatata
  1757161 ttgctcgatt ttcagttatc tgacactgat gattattcaa taaaattttt tgatgagggt
  1757221 cttataaaag ttaaaaatta taaattattt ttctttgatg gtaatgaaaa acatggtgag
  1757281 ggttttttgt ttaatttaag tgacaaaagt agtaatttgt catttttatt gcgttttaac
  1757341 ggtggttttt tttcaaattc aatttgttga atcattaaat aatgaaattg tttattcttc
  1757401 tcctttgatt ggaacgttat ttgatgatgc taactcagat gttatttttg atatcaataa
  1757461 tgtagatgca aatagcccaa tcgttattga taaaatggta ttaaccgttg gtaaggagca
  1757521 taaccgggct gaacgtagta ctctggggct agcgacttgt tgggcaatac ccatactgag
  1757581 tatttataac tatattgttc aggggcattg caatcaggca gataagtttg tccataatgc
  1757641 tgccgatttt tttggtagcc cggcagataa gatattacaa atatttggtt cctctttacc
  1757701 cttaccccca aaaaatagca atgaaacatt agatgacgaa tctgcattaa ttaattttat
  1757761 gtctgatgtt aaagggacgt taacctatat tacgaccaat atgggcgaac acgcattaac
  1757821 cgtaccggca acggcactcg cgtgcaaagc ctcaatgcga gagaaaatcc tgcctcatct
  1757881 gcgtaaccga cgtgatcttg ctccagggtg tatcgattgg actttgagta ttttaaccga
  1757941 ttttaccttg ttgtttggtg ccagcattga gtattggaat agcaaaaatt ttgggcgagt
  1758001 aatagaaaat attgttcgcg aaggggagat cggttctgct gtggcagatg tggacacagc
  1758061 atcacgttta atcgagtcag ttcaggccca tgtggctgaa gcgacagagg ttgcagatat
  1758121 cattcatctc aaaacggcat tcgacttttc tcaactcagt tatgtcagtt atgtacgtca
  1758181 taccgaagaa gaagtggtat cgccacaaag cgcgcaggcg ctacccttag ggcgttatga
  1758241 actggcactg gtagattacc attttatcga gacggtaccc agaattcgtc aggatggccg
  1758301 ttgggtagaa cgtccagatc tgcattttga tattgaagtg attagcgggg ttcccgaaga
  1758361 aactgatgcg agccggcaag tgcttttgcc gattatcgaa gcgtggcagc atagctatag
  1758421 ccaacaagaa ttactttttc acgcctcgga tattcttcca gaaagtagcc tggctcgata
  1758481 tgaaattgag ccgttgttag aggcttcacg gctgaccagc gaagttgcaa tcagttggtt
  1758541 aaggactagc cgtgatgatt ttgtttacgt cgtagtccgt ttggagggcg aggttattag
  1758601 cctcaccatg gcagtcgata tcaatattaa tgatgtgggg gttgccgggt cattaaccaa
  1758661 tccagattat gtaataacac ctaatgcaga aggggccgtc agaggcgcgg gtacggcggc
  1758721 gatccgagca ttagctgacc actttaaacg taaagggaaa atatccttgg tctcttctgt
  1758781 tattagtcag ccatccgcta ttgtgaagaa aaaagtgggt tttagattta ttgaagaact
  1758841 ttaaggatat tgggtactca ctgattggaa aaaaagataa attaaacatt attatgtgca
  1758901 ttttctcagt gacattaggc gcggttaggt ttttacaaaa atgtgagatg tgtataaaaa
  1758961 tgaacgttta agatgctttt tttttaatga aatgttgcga tccccgtatg caattgctac
  1759021 aagcgcactt ataatctgcg gccactgatt attcggcata cgtaaagcgg catcatttta
  1759081 gtgtaaagga acgggctgcc agccaagtaa atacgcttat cagagcaggt tccgagtccg
  1759141 gttaatatta gaaatccaat agaggttatt atggctttag aacgtacttt ctcgattatc
  1759201 aaaccaaatg ctgttgccaa taacgacatc ggtgccattt atgcgcgttt tgaacgtgca
  1759261 ggtttcaaaa tcatcgccgc aaagatgttg cacctgacca aagaacaggc cgaaggtttt
  1759321 tacgctgagc ataaaggccg cccgttcttt gatggtttgg ttgaatttat gacctctggc
  1759381 cccattatgg ttcaggttct ggaaggcgaa aatgcggtac agcgccatcg cgatattatg
  1759441 ggggcgacta acccagataa cgcactagcc ggtacgctac gtgctgattt ttctgacagt
  1759501 ttcaccgcga atgcggtaca tggctctgat gctgttgaat ctgctcaacg cgaaatcgcg
  1759561 tatttctttg cggcagatga aatttttccc cgtagctaat gtattagttt aagcggctag
  1759621 tgggttgatt caatgcagga aggtgggggg atttaatcaa ctgaaacaat aaagttgccc
  1759681 agacccgttt ccattcatgg aatccgtgct ttaaaatttg tacaatgcca cgccccagta
  1759741 gagacagctc tgctggggcg ttctattatt tatacattct attatttatc gccgtttcgg
  1759801 aagccgtacc cggtttaaag cgcagcgccg taaagtgtaa caacgaggcc acgacaactc
  1759861 atgtctgaac aattattaac tgcatcaacg ccaattgatg ccgcacctct gtctgacaat
  1759921 accgttcaga ccaccgcacc tgctaccagc aaaatcaatc tgctcgattt aaatcgtcag
  1759981 caaatgcgcg agttttttgc cgaaatggga gaaaaacctt tccgggcaga tcaggtcatg
  1760041 aagtggatgt atcactattg ctacgacgat tttgagcaaa tgaccgacat taataaaggg
  1760101 ctgcgggcga aattgcagcg cgtggcagag atccgtgcgc cggaagttgc agaagagcaa
  1760161 cgctctgtcg atggcaccat taaatgggca attaaagtcg gcgatcaaca agttgaaacg
  1760221 gtatatatcc ctgaagcaga ccgcgcaacg ctgtgtgtgt catcccaagt cggttgtgca
  1760281 ttggagtgta aattctgttc gaccgcacag cagggcttta accgtaatct tcgcgtatct
  1760341 gaaattatcg gtcaggtatg gcgtgcggca aaaattattg gttcattgaa atcaaccggt
  1760401 acccggccca ttaccaacgt ggtcatgatg gggatggggg aaccactact gaatctgaat
  1760461 aatgtggtgc cagcgatgga tatcatgatg gacgacttcg gttttggttt atccaaacgc
  1760521 cgtgtgacgc tgtccacctc tggggtggtt ccggcgttgg ataaactggg cgatatgatt
  1760581 gacgttgcgt tggctatctc gttacatgcg cctaccgatg atattcgcga tgaaatcgtc
  1760641 cctatcaacc gtaaatataa tattgaaacg ttcctggctg cagtgcgccg ttatttggat
  1760701 aaatccaaag ccaacggcgg gcgggttacc gttgagtacg ttatgctgga tcatatcaat
  1760761 gacagcactg agcaagccca tcagttagct gagtgtttga aagatacgcc ctgcaagatc
  1760821 aatttgatcc catggaaccc gttccctggt gcaccttatg gccgtagctc aaacagccgg
  1760881 gtagatcgct tttctaaggt gttgatggaa tacggcttta ccactatcgt gcgtaagacc
  1760941 cgtggcgatg acattgatgc cgcatgtggc caattggccg gtgaggttat cgaccgtact
  1761001 aaacgcacct tgaaaaagaa aatggcgggt gaacctattg cgattaagac agtctgattc
  1761061 ataagattga ttcaccagat aactaattgt tatttaactt ataatttgtt gaagtctcat
  1761121 cgcgtaaagg tggctaaaaa cccgtgatga gaataccatg agcgccagaa tttggtactt
  1761181 atctgcatat ataaggacaa ttgagaaagc atgaagctga caaaactgtg gagagtttgc
  1761241 ctggtcgtaa gtgtattgac agggtgctcc ggtaccccac cggagaacac gagtcaggca
  1761301 gttgctgggc agacacgctt acaactgggt ttagcgtatt tggcacaagg cgatcttact
  1761361 gccgcgcgga agaaccttga aaaagcggta gaggcggatc cacaggatta tcgcactcaa
  1761421 ttagggatgg cattttatgc gcaacgtatc ggtgaaaaca gtgccgcaga gcagcgttat
  1761481 caacaagcaa tgaaactggc tccgggaaat ggcactgtac tgaataatta cggtgcgttt
  1761541 ctgtgtagtt tagggcagta tgtatcggcg caacaacagt ttagtgctgc ggcattgcta
  1761601 cctgattacg gtcaggttgc tgatagtctg gaaaacgcag gttattgctt tttacgggct
  1761661 aatcaggata aacaagctcg ggtcttgttg agccgggcgt tgaagtatga tccggataaa
  1761721 ggcgagcctt tgcttgcgga agcccaaagg cattttgggg aaggtaatcg cgcacaagcg
  1761781 caactattac tggatgttta ccaacatacg cttccagcca gtgctgagag tttatggtta
  1761841 caaattcgtt tcgccgcgct ggcaggccgt caagatagtg tacaacgcta tggcaagcag
  1761901 cttgcgcgaa gttttccaca atccaaacag taccagcatt ttctagctaa tgaatactga
  1761961 agcctcccaa gatcaaactg ttacagagac gccaggtgtg cgcctgcgtc aagcccgcga
  1762021 atcattaggg ctaacccagc agacagttgc agaacgtctg tgtctgaaag tatccacaat
  1762081 ccgtgatatt gaggaggata acgcgcaagc taatctcgcc tcgacattcc accgtggcta
  1762141 cattcgttct tacgccaagc tggttcatct tcctgaagat gagttattgc ctattttgga
  1762201 gaaacaagcg ccagtcagag cggcgaaagt tgccccaatg caaagttttt cattgggtaa
  1762261 aaaacacaaa aaacgtgatg gctggttgat gagtttcacc tggcttattg tgttggttgt
  1762321 gttaggtctg accggagcat ggtggtggca aaatcatcag gcacagcaag cagagattgc
  1762381 caatatggtt gatcaatctt ctgcccaact gtcacaaaat ggcgggcaac cagtgccgct
  1762441 aactgatgat aacagcgatg ctattgcgcc aacggatgcc ccggcaccgg tagccaatgg
  1762501 tcagccggta ccactgacaa atcattcagg ctcggcaata actaattcag ctacaaccag
  1762561 ttcagttcca aaaacaacta gtaccgaacc tgtcgatacg gcgaatacaa ataccacaat
  1762621 gcatcaggag ggggctgcgt cagcggccgt ttccccaagt caggtcccgc aacctggtat
  1762681 gcccacaggc caaccgccat tacctacagc agacgcaggg gtaagtggta gcgcgtcatc
  1762741 tgtgggggcg ttagtgatga attttacagc agattgttgg ttgcaggttg ttgatgcaac
  1762801 gggcaagacg ctgtttagtg gcattcaaaa agggggcgct gtccttaacc tggcgggtaa
  1762861 agcgccctat aagctgacta tcggtgcacc aggtgctctg acgatttcgt atcagggtaa
  1762921 cccggtagat ttaagtaagt ttattaaggc taatcgcgta gcccgcctga ctgtctgtgt
  1762981 agagtagaat gatggttttg acaaatatca tgttgtaaga actacacgac cgtaaaggag
  1763041 agtatgtaat gcataacgga tcccctatta ttcggcgtaa atcgacccgg atttacgtcg
  1763101 gtaaagtgcc tattggtgat ggcgcaccga ttgctgtgca atcaatgacc aataccaaaa
  1763161 ccacggatgt ggatgccact gttgcccaaa ttaaagcatt ggaacgtgtt ggtgtggata
  1763221 tcgtgcgggt ctcgataccg acaatggatg cagctgaagc ctttaagtta atcaaacagc
  1763281 agtctactgt tccgctagtc gcagacattc attttgatta ccgaatcgcc ttgaaagtgg
  1763341 ctgagtatgg tgtcgattgt ttgcggatca accccggtaa tattggtaat gaatcacgta
  1763401 ttcgtgaagt tgttgcctgt gcacgtgatt acaatatccc tattcgtatt ggtatcaatg
  1763461 gcggctcgct ggaaaaagat attcaggaga aatatggtga acctacacca gaagccctgc
  1763521 ttgaatccgc gatgcgtcat gtcgatatcc ttgatcgtct caatttcgat cagtttaaag
  1763581 tcagtgttaa agcctccgat gtcttcctgg ccgtcaattc ctatcgtttg ctagcgaaac
  1763641 aaattaataa tcctctgcat ttggggatca ctgaagcggg tggtgcgcgc agtggttcgg
  1763701 ttaaatctgc gattggatta ggtttgctgt tatcggaagg gattggcgat actttgcgga
  1763761 tctctttggc cgcagatcca gtagaagaag tgaaagtagg cttcgatatc cttaaatcac
  1763821 tgcgtattcg tgcgcgtggg attaatttca tcgcttgccc aacctgttct cgtcaagagt
  1763881 ttgatgttat tgggacggtg aatgccttgg aacaacggct ggaagacctg attacaccta
  1763941 tggatgtttc tatcatcggt tgtgtggtta atggtccggg agaagcgttg gtgtcgacaa
  1764001 ttggtgtcac tggtgcgcgt aaccacagtg gtttttacga agacggggtg cgtcaaaaag
  1764061 agcgctttga taacaaagcc atgattgacc aattggaagc aaaaattcgt gccaaagcat
  1764121 caattcttga tgcgaataac cggattgtta tcaaccaatt ggatgataat aaataggctc
  1764181 tatcggcaat ccttgttgtc ggccagaatc aaacagacag ttatgctgtg accgtgtttt
  1764241 atattgtgcc gatagtgttt tatattgtgc taatagagtt ttatattgcg ccaatagagt
  1764301 taacgagccg tccccattga atatgcgggc ggcaagcctc tataatcggc tttatttctt
  1764361 gcactaaaac tatagagaac tgacgtggca aagaacattc aagccatccg tggtatgaac
  1764421 gattacctgc cagccgatac ggcaatatgg cagcgtatcg aaagcatctt gaagcaagtg
  1764481 ctaagcggtt acggttacag tgaaatccgt atgccgattg tagagcagac cccgttattc
  1764541 aaacgcgcta tcggtgaagt gaccgatgtg gttgaaaaag agatgtacac ctttgatgat
  1764601 cgcaatggcg aaagtctgac actgcgcccg gaagggactg caggctgtgt gcgcgcgggt
  1764661 attgaacatg gtctgctgta caatcaggaa cagcgtctgt ggtacatcgg tccgatgttc
  1764721 cgctatgaac gtccgcaaaa aggtcgttat cgtcagttcc atcagttggg ggccgaagtc
  1764781 tttggtctgc cagggccaga tattgatgcc gagctgattt tactgacagc ccgctggtgg
  1764841 cgtgcattag gtatctttga acatgtgaag ttggagctga actctattgg ttcgttggct
  1764901 gcccgtgctg actatcgaga agcgctggtg gcgttcctgg agcaacatgt tgaggtattg
  1764961 gacgaagatt gtaagcgccg tatgtacagc aatccgttgc gggtgttaga ttccaaaaac
  1765021 cctgatgttc agcagttgct tgatgatgcg ccaaaactgt ctgattatct ggatgaagag
  1765081 tcaaaacaac attttgccgg gttgtgtgaa cttttagata aggccagcat cccatatacc
  1765141 gttaatgagc gtttagttcg tggtttagat tattacaacc gtacggtatt tgagtgggta
  1765201 acgcacagcc tgggcgcaca aggcacagtc tgtgcgggtg ggcgttatga tgggttggtc
  1765261 gagcaactcg gtggtcgtgc aacaccggcc gtgggttttg cgatgggcct tgagcgcttg
  1765321 gttctgctgg tgcaggctgt taatgctgat ttccaggtgc ctgcgacagt tgatgcttat
  1765381 gttatctcct ccggtgaggg ggcgcaaagt gctgcgatgc tacttgctga gagcctacgt
  1765441 gatgccttac caacgctaaa aataatgacc aattacggtg gcggtaatgt taagaaacaa
  1765501 tttacacgcg ctgataagtg gggcgctcgt gtcgctttaa tgctgggtga aagcgaagtg
  1765561 gccgcgcagc aagtcgttgt aaaagatctg cgaaatggtg aacaagaaac gctggcgcaa
  1765621 gcggatgttg ctgcgcgtct ggctttgatg ttgggttaag gagagagaca ccgtggaagt
  1765681 ctataccact gaaaatgacc aggttgatgc agtgcgccgt ttctttagtg aaaatggtaa
  1765741 agcactggcc gtgggtgtgg tgctcgggat tggtgcatta gtgggttggc gttattggca
  1765801 gggtaatcag aatactgcca tgacggaagc ctcctctgcc tatcagaaag tcagtactgc
  1765861 tctgtcaact aacagtgcgg gtaatgttag tgctgatagc attgctctcg ctgaaaagtt
  1765921 tgttcagagc aataaaaata actacggcgt actcgtcggg ttagaactgg ctcatgattt
  1765981 tgttgaacaa aatgcattcg ataaagcggc acagcaactc agtcaagcct tgggccagac
  1766041 gaaagatgaa aatctgttgt cgctgattaa tctgcgcctt gcgcgtgtgc aactgcaact
  1766101 gaaaaaaccc gatgaagcat tgaaaacgct ggatgcagta caaggtgatg gctggacagc
  1766161 gatggctcaa gatgttcgtg gcgatgcatt attaagcaaa ggtgataccg caggtgcgcg
  1766221 cgctgcttat agtaaagcta tcgaatctaa tgcttctcag gcgctgcaag cattgttgcg
  1766281 tatgaaactg aataacttgt ccagctaagg ggtattccca tgcaattgcg taaaacactc
  1766341 ttagtaggac tggtatctgt tgccctattg agtggttgct cactgtttaa cagtgaagaa
  1766401 gatgtggtta ccatgtcgcc actgccaaag gttgaaaatc aattctcacc aactaaggtg
  1766461 tggagcacct ctgttgggag cggtgttggt gattattact cccatttgcg cccagcatgg
  1766521 caggggactt ccgtatttgc tgccgatcgc aaaggtttag tgaaagccat ggatgcagac
  1766581 accggtaagc aaatctggca aaccgacctg tctgaaaaaa cgaactttct ctccagcaac
  1766641 cattctgcga tgttatctgg tggcgtaaca gcttcaggtt cgcatgttta tgttggcagt
  1766701 gaaaaagcgg tggtttacgc gcttaatgcc tatgatggtc aggttgcatg gcagacggtc
  1766761 gttgcgggtg aggcgttgtc ccgtcctgtg gtgagcgatg gcgtagtact gatccacaca
  1766821 tcaaatggta tgctgcaagc gctgaatgag tctgacggtg ctatcaagtg gacactaaat
  1766881 ctggatacgc ctgcattgtc tctgcgtggt gagtcagccc ctgcggttgc atttggtgca
  1766941 gcgattgtcg gtggtgacaa tggccgggtc agtgcagtga tgatggaaca gggtcagttg
  1767001 atctggcaac aacgtatctc acaagtgacc ggtgctactg aaattgaccg cttgaatgat
  1767061 atcgatatca cgcctgtcgt ggttgacggt gtggtttatg cgttggctta taacggtaat
  1767121 ctaaccgcct tggatttgcg ttccggccag atcctgtgga agcgcgagat aggctccgtg
  1767181 aatgacttta ttgttgacgc tgggcgcatt tatctcgttg atcaaaatga ccgtataatc
  1767241 gcgctgaagt ctgatggcgg cgtaacgctt tggagtcaaa gcgatttatt gcatcgtaac
  1767301 ttgaccgctc cagtgatgta taatggctat ctggtcgtag gtgatgccga aggttatctg
  1767361 cactgggtga ataccgatga tggccgtttt gttgctcaac agagcgtgga cagctcaggt
  1767421 ttcctgagtg cgccagtggt tgccagcgat aagctgttga ttcaggcaag aagcggtacg
  1767481 gtatacgcgt tcacccgtta attctgattt agcgcctgtt gtttgacagg ccagtacctc
  1767541 aaaaacggct cctgggactc aggggccgtt tgtattctaa aaactgcgct gttgaaggtt
  1767601 cgatgcagcg ctgtaacgct ttgaaaatta agtaatgagg cttcaacaat gatacctgtc
  1767661 atcgcgctgg tcgggcgccc gaatgtgggt aaatccactt tatttaaccg cttaacgcat
  1767721 acccgtgatg cattagttgc ggattttccc gggctaacgc gtgatcgtaa atatggtcgt
  1767781 gccgaggtcg aagggcatga gtttattgtt gtcgataccg gaggtattga tggcacagaa
  1767841 gatggtgtag aaaccaagat ggcaggtcaa tcgttattgg cgattgaaga ggcggatatt
  1767901 gtcctgttta tggtcgatgc acgcgctggc ttgatgccag cagatcaggg gattgctcaa
  1767961 catctgcgca gccgtgaaaa agccactttc ctggtcgcta acaaaaccga tggtattgat
  1768021 cctgatactg ctacagcaga tttctactct ttaggtttag gcgaagttca cgctattgct
  1768081 gcctcccatg ggcgtggcgt tactcaactg attgaagatg tcatggcacc ttatatggat
  1768141 gccgaggaac ctgaagttga gttgaccgaa gaagaggaaa atgcggccta ttgggctgag
  1768201 caggaagctc aaggtgaaga tgttccgcct gaagatccgg aagatgattt tgatccacgg
  1768261 actttgccaa ttaaattggc gatcgtgggg cgtcctaacg taggcaagtc cacactaact
  1768321 aaccgtattc tcggtgaaga tcgtgtggtg gtttacgaca tgccgggtac gacgcgcgat
  1768381 agcatttata tcccgatgac gcgtgatgac cgtgaatata ttctgattga tacggcgggt
  1768441 gtacgtaagc gcggtaaaat cactgaaacg gttgaaaaat tctccgtcat taagacgtta
  1768501 caggcaattg aagactctaa cgttgtcctg ttggttattg atgcccgtga tggaatttca
  1768561 gatcaggatc tatcgctatt aggctttatt ctcaatagtg ggcgctcact tgttattgca
  1768621 gttaacaaat gggatggcat gactgaagaa gcccgtgcgc aagtaaaaga tatgctggac
  1768681 ctgcgtcttg gctttgttga ttttgctcgc attcacttta tttcagcctt gcatggcagc
  1768741 ggcgtcggca acctgtttga atcggtacag gaagcttatg attgctctac caagcgagtg
  1768801 ggtacttcct tactgacccg tattatgcaa atggcagagg aagaccatca acctccgttg
  1768861 gtccgtggtc gtcgcgtgaa gctgaaatat gcccatgccg gtggctataa cccgccaatt
  1768921 gtagtgattc acggtaatca ggtgactgac ctgtcagatt cttacaaacg ctacctgatg
  1768981 aactatttcc gtcgttcact gaaagttatg gggacgccaa tccgcattca gtttaaagag
  1769041 ggtgagaacc cgtttgccgg taagcgcaac ccgctgacac ctaatcagat gcgtaaacgt
  1769101 aaacgtttga tgtctcatct gaaaaaaggt aagtaattca agatagagcg gataccccgc
  1769161 gctgaggtta ttggtaaagt gcccgcgacg gagagaacgg gcagcaagta aagacgccgg
  1769221 tttccctgta taaaaatagc ttccttggga gcttgagccg cgccatctct ggcgcggaca
  1769281 ctttactctt ctgcctatcc tcaccgttca agatcgcgtc atcggggttt gtcagtagcc
  1769341 tggttttttt ctctatataa cctggttttt atatataaat agttatatac ctaaatataa
  1769401 atggttatat acccaagtga catccaagtt gcagatgtgt tggccgctgg ccgtttaaag
  1769461 aaaagagagt tgagagccag ccatgtcttg ggaaacctgg agtttcgcat tcagtgtcac
  1769521 ggtacctaac ttactgatga tgttactcgg cgtgctatta cggcgctgtc gcttaatcga
  1769581 tgataatttc tgcgatggtg cgacccggct agtcttcaat ttagcgctgc cgtgtctgct
  1769641 gtttttcagt gtcgctacca atcacgtaag tttactggat aacctgccgt tagctatcta
  1769701 cggagcgggg gggaccttgc taaccttttt actgctcgaa gtagccgcca aatggttggt
  1769761 aaaagacccg agagagcgtg gtgtgttcgt tcagggcggt tttagggcca atactgccat
  1769821 tgttggttta gcttttgcca tgacagccta tggtgccgaa ggggttgcga tcggttctat
  1769881 gtatctgacg gtgacagtga ttttatttaa tacgctgtcg gtgataaccc tgacccgtag
  1769941 cctgcaagcg gggcagggtg gcaaaatcag caaattatcg ctcttacgcg gtatcgttac
  1770001 gaatccactg attatcggct tagtctgtgg cctactcttt gcccaaaccg ccttatcgct
  1770061 tccgcaggtc attgtgcaaa cggggagcta tatttctgct ctggcattgc ccttggcgtt
  1770121 actctgtact ggggccagcc tcgattggca tgcgatgttt cgttcttcca atgtggcagc
  1770181 gctatcctcg gtggcaaaat tatttttagt cccaatattg atgacattgg gtggcttact
  1770241 gatggggttt cgtggtgcta cgctgggggt gatctttctg ttttctgcca ccccaaccgc
  1770301 tgccggtagc tatgttatga cgcgagcaat gggaggcaat gcaaccttgg cggccaatat
  1770361 tatcgccatt acgacggtcg gctcattttt caccacggcg ttagggatct actttttacg
  1770421 ttcgctgggt gtgatgtagg tttcaacgga gatatgtggg tttcaactga gatataggag
  1770481 agaaaaagtg gatgcattat gtccggtttg ccagaaggcg atgactgagg tgagtggcca
  1770541 ctttcattgc gagacctgcc atggtaacta tcaacaacaa gcagagtgcc ctgattgtgc
  1770601 gcaacctctg caagtcctga aagcctgtgg tgccgttgat tatttttgcc aacacggaca
  1770661 tggattaatc tcaaaacggc gtgtccactt caattactta ccggtaagct gacggcttat
  1770721 caggtggggg aaatgatcaa cgaaagagtg ttagaggctg atgattttac tggcagcccc
  1770781 atccttgccg ctataatcac tgcgtcactg cgtcactgcg tcactacttt tttctgacgg
  1770841 cttttcttcg ctacggtgac ttgggtaatc tcactttcca cccaaccgtc ttgcaaccgg
  1770901 gtggtcagtt tatcaccggc ctgtacttgc ttggtggtct tcaataacgc ccctgctggc
  1770961 gtctgtgtca cgctgtagcc acgggccagt gttgccagtg ggctcacggc ctctagctgg
  1771021 gagcaggcga taccaaagcg ttggcgatag ccattgagct ggcgctctac agcttgacgt
  1771081 aaacggtatt cttgctgctg tacccgctgg ttataccggt gaatttgccc ctgaggctgc
  1771141 acttgctgca aacgctgttg cagccgctcg gtacgtttac ttaataagcg gatctgtgtt
  1771201 tgtgcactct cttccagcct acgttgtaat ttcagcaaca atgtttgctg acgggctaaa
  1771261 cgtaaatgcg gatgctgttg ctgcaaacgg tgttcaaggc gggtgaattg ctggttgcgt
  1771321 tgcgccagat agtaatccat cgccatttcc attcgttgct gttgcccttg aatctgacga
  1771381 acgagctcaa tctgattgcg actgactagc tcggcggcag ccgaaggggt tggggcgcgt
  1771441 aaatcagcaa caaaatcggc aatagtgaca tcggtttcat ggccgacagc gctgacgata
  1771501 gggatatggc tgttaaagat agcgcgggca acccgttcgt cgttgaaact ccacaaatct
  1771561 tctagcgatc cgccaccgcg gccaacaatc aatacatcgc attcagcacg taagttcgcc
  1771621 aactggatcg cacggactat ctgcaatggc gcatcaacgc cctgtactga tgtgggataa
  1771681 ataattactg gaagcgatgg atcacggcgc tgtaacacat gcagcacatc atgcagcgca
  1771741 gccccactgg cagacgttat tacgcccact tgtttggcgg ggtgagggag tggctgtttg
  1771801 tggctttgat caaacagccc ttcggccgct aattgttgct taagctgttc aaattgttgt
  1771861 tgcagcaacc catcaccggc aggctgcata ctttccgcaa ttaactgata atcaccacgg
  1771921 ggttcataca gggtaattga tgccctgacc aaaacttgtt ggccattctg cggacggaaa
  1771981 gtggtgcggc ggttgctgtt acgaaacatg gcacagcgca cttgcgcccg atcatctttc
  1772041 agcgtgaaat accagtgccc agaagcgggc tgagagaaat tagaaatctc ggcagtgagc
  1772101 caaatctggc ccatttccct ttccaatagt tctcgtaccg tctgattcag gcggctgaca
  1772161 gtaaaaattg aggaggcgga agattgcgac atgtgacctg gatcaaattt taaaacaagg
  1772221 acttaattaa ccgatattac ctgcctcaaa ctggttggca agaaatatta tgagaaagtg
  1772281 ctggaggcaa tcgattacgc tctgtataat gccacggcaa tattttatct ttttcacatt
  1772341 caccttggtg agatattgcc catgctacgt atcgcgaaag aagcactaac atttgatgac
  1772401 gttctcctgg ttccagccca ctccacagtc ttgcctaaca cggcagaact tggcactcaa
  1772461 ctgaccgcaa ctatccgcct gaatattcct atgctgtccg cagccatgga taccgtaacc
  1772521 gaatctcgtc tggccattgc gctggcacaa gaaggcggtt tgggtttcat tcacaaaaat
  1772581 atgtccattg agcgccaggc tgaagaagtc agccgcgtga aaaaacatga aagtggcgtt
  1772641 gttactgagc cacagactgt taccccaaca acgaccctcc gtcaggttaa agaattgact
  1772701 gcccgtaacg gttttgccgg gtatccggtg gtgaccgaag attacgaatt ggttgggatc
  1772761 atcactggcc gtgatgttcg ctttgtgact gatttggatc aaccggtgac cgcggtgatg
  1772821 acaccgaaag aacgcttggt gacggtcaag gaaggcgaaa cccgcgaagt tgtgctgcaa
  1772881 aaaatgcacg aaaaacgtgt agagaaagtg ttggtcgttg atgacagctt tcatttgcgc
  1772941 ggcatgataa ccgtaaaaga tttccaaaaa gcagaacgta agccaaatgc ctgtaaagac
  1773001 gagcatggcc gtttgcgtgt tggtgccgct gttggtgccg gtgctggcaa tgaagagcgt
  1773061 atcgacgcgc tggtcgccgc tggtgttgat gtattactga tagactcctc tcatggtcat
  1773121 tctgaaggtg ttctgcaacg tatccgtgaa actcgcgcta aatatcctaa cttgcaaatt
  1773181 gtgggcggta acgtcgcaac cggtgctggg gcgaaagcgt tggcagatgc cggtgtgagt
  1773241 gcggttaagg tgggtatcgg cccaggttca atctgtacga cgcgcattgt taccggtgtt
  1773301 ggtgttccac agattaccgc gattgccgat gctgttgaag cactggaagg taccggtatt
  1773361 ccggttatcg ctgatggtgg tatccgtttc tccggcgata ttgccaaagc gattgctgca
  1773421 ggggcgtctt gcgtcatggt cggttctatg ttggctggta ctgaagagtc tccgggcgaa
  1773481 atcgaactgt atcaaggtcg ctccttcaaa tcttaccgtg gcatggggtc gctgggcgcg
  1773541 atgtccaaag gctcttccga ccgttacttc caaaccgata atgcggccga taaattggtt
  1773601 ccagaaggta tcgaagggcg cgtagcctac aaaggcctgc tgaaagagat cgtgcaccaa
  1773661 caaatgggcg gcctgcgttc ttgcatgggg ctgaccggtt gcggcactat caatgaattg
  1773721 cgcactaaag cggagttcgt ccgcatcagt ggtgccggca ttcaagaaag ccatgtgcat
  1773781 gatgtgacga ttactaaaga gtcacctaat tatcgtatga tgtaacaatt agttaaataa
  1773841 tcatctggtg ctggccatca gatggttatt ttttatttta aaatcaatac ccaaagtcat
  1773901 tggcgttgca gtaaggcagc aaataaacgg gtctcgaagt cagtgattcg tgctcgcacc
  1773961 acggtaatgt caagtaagaa gggtattttt ggaatacgcc acacatgaca aaaaatatcc
  1774021 ataagcatcg catccttatt cttgatttcg gctcgcagta cacccaatta ttggcgcgtc
  1774081 gtgtgcgtga gattggtgtc tattgtgaac tatgggcatg ggatgtcacc gaagcccaaa
  1774141 tccgtgaatt taatccaagt ggtatcatcc tctctggtag ccctgaaagt acgatagaaa
  1774201 acggtagccc gcgcgcacca gactatgtgt ttacggctgg tgtaccggtg ttgggtgtgt
  1774261 gctatggcat gcagaccatg gcgatacaat tgggcggtaa agttgagagt tcaaatcagc
  1774321 gtgaatttgg ttatgcgcaa gttgaaatta aagctgacag cgcgctgatc cgtgatatca
  1774381 aagatgccat caatccggca ggcgaagccg tattggatgt ttggatgagt cacggtgaca
  1774441 aagttgcgga gatccctgct gattttgtca cggttgccag cacggatacc tgtccgtttg
  1774501 ccattatggc taacgaagaa aaacgttttt atggtgtcca gttccatcct gaagtgacac
  1774561 acaccaagca aggcctgcgt ttgttggagc gtttcgtgct gggtatctgt ggctgcgaag
  1774621 cgctatggac atctgccacc attatcgaag atgcaattgt ccgtttgcgt gagcaaatcg
  1774681 gcgacgatca tgtgatcttg gggttaagtg gcggtgtcga ctcttcagtg acggccatgt
  1774741 tgttgcaccg cgctatcggt aaacgcctga cctgtgtatt cgtggataac ggcctattac
  1774801 gcttaaacga agcagatcag gtcttggaaa tgtttggcga taaatttggc ctgaatattg
  1774861 tccatgtggc ggcagaggat cgcttccttt cggcactgac gggagtggac gaaccagaag
  1774921 cgaaacgtaa aatcattggc cgtgtctttg tcgaactctt cgacgaagaa gcctgtaaac
  1774981 aagagcaggt gaaatggttg gcacagggta cgatttaccc tgatgtgatc gaatcggctg
  1775041 catcagctac cggtaaagcg catgtgatta aatctcacca caatgtgggc ggtttgccaa
  1775101 aagagatgaa gctgggcctg gttgagccgc tgaaagagct gtttaaagat gaagtgcgca
  1775161 agattggtct ggagcttggc ttgccatacg acatgctgta ccgccatcct ttcccagggc
  1775221 cgggcttagg tgtgcgcgta ttgggcgaag tgaagaaaga gtattgcgat ttgctgcgcc
  1775281 gtgctgacgc tatctttatt gaagagctgc acaaagctga tttgtacaat aaagttagcc
  1775341 aggctttcac tgtcttcctg ccagtacgtt cagtcggtgt gatgggtgat ggccgtaaat
  1775401 atgattgggt tgtctctctg cgtgcggtag agacggttga tttcatgact gcacattggg
  1775461 cacatctgcc atacgacttc cttggccgcg tttcaaaccg catcattaat gaagtcaatg
  1775521 gtatctcgcg cgtagtttat gatatcagcg gcaagccacc tgcaacgatt gagtgggaat
  1775581 gattttatcg tttttaacca tggttgataa cgattgaaaa tagcaaaaac cgccttgaat
  1775641 attaggcggt ttgaggttat tgacaacgct attttagctt ggtgaatgaa gggttgaccg
  1775701 cacctagggg cactccggtg gcttacgcca ctacgacccc aacggcacgt ttccccttca
  1775761 attgactttg ccagcagtct gaaaccgcct taaatattag gcggtttttt gttgtgccca
  1775821 gaaaaccccc agctaggctg ggggttcagt aaagctttca gctttgggtc agttataaaa
  1775881 accccttttg atttgttaaa acagtttgcg gtctggcaac tgcaaatgtt caacaagaaa
  1775941 tcaaaagggg gtcccaatga gggatgaaaa gagcttagcg cacacccgat ggaactgtaa
  1776001 atatcatata gtttttgcgc cgaagtaccg aaggcaggtg ttctacaggg aaaaacgcag
  1776061 agcgattggc agtattttaa gaaaactgtg cgaatggaaa aacgtgaata tcctggaagc
  1776121 agaatgctgt gtggatcaca tccatatgct tctggagatc ccgcccaaga tgagtgtctc
  1776181 gggatttatg gggtacctga agggaaagag cagtctgatg ctttatgagc agtttggcga
  1776241 tttgaagttc aaataccgta acagggagtt ttggtgtcga gggtattacg ttgatacggt
  1776301 agggaaaaac acggccagga tacaagaata cataaagcac caattggaag aggataaaat
  1776361 gggtgagcaa ctctcgatcc cgtatcccgg tagcccgttt acgggccgta agtaatccat
  1776421 agatgcaaat gtcagatcgc gatgcgcctg ttagggcgcg gctggtaaca gagccttata
  1776481 ggcgcatatg aaaaacctcc ggctatgccg gaggatattt atttttatgg tttttaacga
  1776541 tatagggtat atgcctatag ccgtcactta aaaatcaata aactctttca tcccatatgc
  1776601 tatagccaga tgtcccagaa atattgtgct cccaatcaat gcttttgtac gaaattgata
  1776661 tgatttcata gggctgaata tcattatgtg tcagcgcatt tgggcaatgt tgagaaatat
  1776721 ttgagatata ggcatctttc agttttattg tataaaacac ctctaaggaa cccgatgaat
  1776781 ttatcctgta catatataat actatttgta gtttttcatt atttgatata gacatcccta
  1776841 gtaaaggcga tgatttgtca atgggtttgg ttattatgat tggctgatgc gcgacatttt
  1776901 gtgctctggc tatattatga tcaaacccat agacatatat ttgatcctca tgccccaact
  1776961 gacatcgatt accaatagag tcaagcgttg agcagccaga cgatatcaac ccttgttttt
  1777021 cgccatcaat acttgcataa attaagttag ccatacaatt ccttatattt aaagttgtta
  1777081 tttacacagt gataagtctc ttacataagt attcggcgac atccatgaaa ttctgtcaca
  1777141 taccacataa ccattatttt ttaatttgta gtcaatataa aaaggaatgg ggaaactaac
  1777201 gataaatgat gcaattgtta gcatggttaa gtattttaca atcagtttgt taaatttagg
  1777261 tactttattg aaaataaaaa aataaaccga agctgtcata acataagaca ttaaaggaaa
  1777321 tgaaataagg catattgcta tggagctaga gaatattatt ctatcttcta tttttattag
  1777381 tggaattata gagttaataa ttaagtattt catcagaaat agaaatgaaa gtaaaaaaac
  1777441 taacccgcct aatgttttaa ataatctatt tttcatctca attacccaga gccactttac
  1777501 tatatttata attatctttt tctgttaaat attttatatt tatctacaaa gtgataagtc
  1777561 ttttacataa gtattcggcg acatccatga aattctgtca cataccacat aactattact
  1777621 ttttaatttg taatcaacat aaaaagacac ggggagacta atgataaatg atgcgatggc
  1777681 tagcattgtt aagtatttta taactatttt tctagatttt ggtaatttat taaatataaa
  1777741 ttcacaagta gaacccgcga gagcataaaa aacgagagga gatgaaagta aagatatgaa
  1777801 aatagaacta gagaatgtta tttcgtcttc cattcgcatt agtgaaataa cgtaacttcc
  1777861 tactaataac atcatgggag tgataattaa taataacata accccaagta gtgcattgaa
  1777921 aagtctattt gtcatctcaa ttaccctgat ccacttcact gtatttaaaa ttattttctt
  1777981 gttaaatatt ttatttttat ctacaaagtg ataaatctct tacataaaaa ttcggcgaca
  1778041 tccatgagat tttgtcacat actacatagc cattactttt taatttgtaa tcaacataaa
  1778101 aagaaatagg aaaactcatg atgaatgatg ctattgctag catagttaag tattttacaa
  1778161 tcattttgtt aaatttaggt tctttattaa atacaaaaat ataaacagac cctgcggtag
  1778221 cataaaataa tagaggagac gaaatcaaac atataacaat agaacttgag aatgttattt
  1778281 tatcttccat tctaattaat gaaatgagac ataaaaaaac caaatacatc ataaataaaa
  1778341 ccactgaaaa tattatcatt ccaaatagaa tgttgaaagg tctatttttc atcttaatta
  1778401 ctcggttcca gtttactgta tttataatta tctttttctg ttgaatattt tatatttatc
  1778461 tacaaagtga taagtctttt acataagtat tcggcgacat ccatgaaatt ctgtcacata
  1778521 ccacataacc attacttttt aatttgtaat caacatataa agaaataggg aagctgacga
  1778581 taaatgataa aaacattggt atggataaat acttaataat aaatttatta aatttaggta
  1778641 acttattaaa gataaaaaac caaacagatc ctacgagaga gtaaagtagt ataggggatg
  1778701 ataggaaagc tatgaaaata ggtccggaga attttattat gtcttccatt tttattaatg
  1778761 aaatgatgta agtgctcact aaatatatca ttggcgtaaa tattaataat gctatgattg
  1778821 cacctaatgt tttaaataat ctattattca tttaagtcgc cctaatccat taagaataga
  1778881 ctgaaagttt gcttcttgtg ttcttggttt ttttctcatt tctttggtta ataatgcgat
  1778941 taatttttca cttataccat acttttcatc gaaatgatct aggatagcgg tagctacaaa
  1779001 gccaacggca aaagctaccc cagcaacgac aataatactg ccacctgcaa gaactgtcgc
  1779061 agtgaagagt acacctacaa taaaagaagt cgccgcgaca atggctattt tagccatatc
  1779121 catcgttata ttgccgataa attccgctaa ggtatattca tctttaaaga taccttcaat
  1779181 cgttcgatag ccaatagaaa agagaataca gaattttaga cctttaacaa tattggaact
  1779241 gagaccttgc tggccgattc ccattgatag catttgtggg tggctggcac cataacgggt
  1779301 tccagtgata atacgcctaa ggccggcata accagaaatg tgaatatact tacgcccatt
  1779361 ctcgcccaca tactctgtcg cggtgatgct gaatcgctta aattctcgga taacatcata
  1779421 gactccccgt gagtcgtaga tatttccggc ataagcagaa ataggatcgg taacggaaaa
  1779481 cacgagactg taaacaatat tgtgtaattg cctgtttttg atatcttcac tccaacaacg
  1779541 gagacaggca aattatggac gaaaagaaac ttaaagcact tgcggctgaa ctggctaaag
  1779601 gtcttaaaac cgaagccgac cttaatgcat tttctcgtat gctaacaaag cttaccgtcg
  1779661 aaacagcgtt aaatgcagag cttaccgaac acctcgggca cgagaaaaat acccctaaat
  1779721 caggctcgaa tacccgcaac ggctattcgt ccaaaacact gctatgcgac gacggcgaaa
  1779781 ttgagctgaa tacgccacgc gaccgcgaaa acacctttga accgcagctg ataaagaaaa
  1779841 atcagacgcg tatcacacag atggacagcc agattttgtc cctgtacgcc aaaggcatga
  1779901 ccacccgcga aatcgtcgcc accttcaaag agatgtatga cgccgatgtg tctcccacgc
  1779961 tgatatctaa agtcaccgat gccgtaaaag agcaggttgc tgaatggcaa aaccgccaac
  1780021 tggatgctct gtatcccatt gtttatatgg actgcattgt cgtaaaagtc cgccagaacg
  1780081 gtagcgtgat aaacaaagca gtgttcctag cgctgggcat caacactgaa ggtcagaaag
  1780141 agctgctggg catgtggctg gcagaaaatg aaggtgcgaa gttctggcta agtgtgctga
  1780201 cagagctaaa aaatcgcggt cttcaggaca ttctgattgc ctgcgtggat ggcctgaagg
  1780261 ggttcccgga tgcgataaac agtgtttatc cgcagactca catccagctg tgcatcatcc
  1780321 atatggtacg caacagcctg aaatatgtgt catggaagga ctataaagcc gtcaccagcg
  1780381 gtttgaaaat ggtgtatcag gctccgacag aagaggcggc gctgatggcg ctggataagt
  1780441 ttgcggaggc ctgggacgac aaatacccgc aaattagcaa aagttggcgt acgcactggg
  1780501 aaaatctcaa tacattcttc ggctatccgc ccgatatccg caaggctatc tacaccacga
  1780561 atgccatcga atcggtgaac agcgtgatcc gtgcagccat taaaaagcgc aaagtgttcc
  1780621 cgacagacga ctcagtgcgg aaggttgttt atttggcgat caaggatgca tcaaaaaaat
  1780681 ggagtatgcc gatccagaac tggcggttag cgatgagccg ttttattatc gagttcggtg
  1780741 accgcctgag cgatcacctt taatacggtg gcagttacac agaattatgg acaggctcat
  1780801 gattttctct aaaatatatt cggcggctga gtcactgact ctggccgccc tttattaccg
  1780861 ctgacgacag caatatcctt tccactccgt atcgctatag cgactttttt actaaaaagc
  1780921 cgcatttgcc gctatttacc tttgtcacta tttacctttg tcactatcta catttgtcac
  1780981 taaaaacgct tatttccata tcatatacat acactacgag atgtcgtcct tgcgcaattg
  1781041 atctaatgat tccaattgaa tatcggccaa tgcccagcgt ggatctgcgc ggtactcaac
  1781101 tgatgggatg acaatagagc gcatacgtgc cgctttggtc gctatcatac cgtttactga
  1781161 atcttccagc gtgacacatt gtaatggatc aacatcaagc tgagcggcgg cattcagata
  1781221 aacttctgga tgcggcttgc tgtaggggag gtattcagcg gaaaccaagc aatcgaagta
  1781281 cttttcaacg cctagcattg cgagcacccg ctcctgcatg tgtagcgggg aggctgacgc
  1781341 cagaccaatt ttcagccctt gttggcggca aagcgctaat gcatattcaa cgccaggtaa
  1781401 aacaggccgt gtatcttcaa ctaaatcaat tgctctggca atgatacgat tgcaaacctc
  1781461 ttcttggctc ggcccctgcc aaggcattgt ttgataccaa agcttaacca ctaaatcgat
  1781521 acgcaggcca agagtatctg gcagggaatc tcgagaggat gtatccaagc ccagggcggt
  1781581 gaaaatatcc agttcggcct gcagccataa aggctcagag tcaatcaaca agccgtccat
  1781641 atcaaaaatt gcggctttaa ttggatgagc ggtcgccatt tatcatcact cctgtcagtg
  1781701 tttagttatg agttgatcac tttatcattg attcataacg gttgttcggg ttgaacatga
  1781761 ctctttatca tggcttaaga taccgtttat atttagcacg gcatgcacag tgcccaataa
  1781821 gatacataca agtaattact agtacgaatt taattcatta atataataga actatgctga
  1781881 tgagctaggc ttgatgttaa gtgattggct tgatgataag gcatagcctt gacgacaaat
  1781941 aatagacttt gcagtaacta atagattttg cagtaactaa tagactttac agtaaataaa
  1782001 tagcaaacat agcggtaaag taccgcacaa cgtgtggatg tagcagatag accaggccac
  1782061 ataagttata acctttacaa ggagaaatca tgacctatca acaggctggg cgcgtcgccg
  1782121 tcatcaaacg gattgcagga tggctcgttt ttattccagc gctgctgtca acactgatct
  1782181 caattatcaa ttttgtctat ttgtatagcc aaaaagggac aggggttaat gcggttatgt
  1782241 tggattttat ccatgttatg accgacatgg cgcgctttaa tacgcctttt ttgaatattt
  1782301 tttggtataa ctcgccagtc cctaatttag aacaggggtt gtccgcggga aatatcatgt
  1782361 ttttcattat ttatatgttg atttttgtcg gcctatcatt acaagcctcc ggtgctcgga
  1782421 tgtcacggca agtacgacat attcgggagg gcattgaaga tcagatgatt ttagagcgag
  1782481 ccaaaggtaa tgaaggccat agtcgtgagc aactagaaga aaagatagta ttgccgcatc
  1782541 acaccatctt tttgcagttt ttcacgttat atatcctgcc atcggttatc ggcgtgctcg
  1782601 gctattttgt gattaagtta cttggcatta tgattcaggg ataagcggtt tatttgacat
  1782661 caaagccaac accactgcga tgcgctggct tttttcattt attgttggaa aaaatagcgt
  1782721 ggtgcaaagc gtatttggcg ccaacttttt ggcagcaacc cccagtttac cgttaaagcg
  1782781 aaaactgttc gggatgcaac aagttatcga cggctttttg cgcattgatc aggtgcttgc
  1782841 caccaaacag attgctacgg ttcaataagt aatagagctg ataaatagat tggcgctcaa
  1782901 taaaaccgat aggtagtggc cagacgcttt gataaccatc ataaatttgt gccggtaatg
  1782961 tggggtagag tggcaacata gagagatcac attcccgatc tccccagtaa cacgcaggat
  1783021 caaaaataac aggcccattg ctgctggcag cacagtttgc tggccataaa tcaccatgta
  1783081 gcaatgatgg ctgtggctgg tggctttgca agcgctcctg aacagcgttg gttatgtcat
  1783141 caatatcacc aaatgacatc cctttctcgg cggcgagttg cagttgccaa ccgatacgtt
  1783201 tttccgcaaa aaattgcgcc cagcgacgtt gccagctatt aggttgtggg gtggtggcta
  1783261 aatcattatc aaaatccagc ccgaactgga gttgctcgct ccattggtgc aaatgggcta
  1783321 attgctgccc tagacaataa gcattgtggg catccaacgg ttttagtggg atatattcaa
  1783381 gcaagaggaa actgtaatca cgatcactgc caaccccata cacttcgggg acttgcactg
  1783441 ttttactgcg ggctaataac gagagctgat cagactccgc agtaaatatt ggcagcatct
  1783501 cgcgggtatt gcacttaacg aaaacctctt tttccccgta gctgagacgc caggcttcat
  1783561 gaatatcccc accgggtaat tcagttcttt cccgaatctc ggcggggccg aggcattcac
  1783621 ttaacagacg attcactgct tgccacatga ttcacccctt atccgctatc agtcacatcg
  1783681 ttaggttaac gtctttatga tgcgaaaaat aggagctggc gcacagggat aaccgcgcca
  1783741 gataaaactg cacgagtata aaaccgacat aagcatgaaa tggcatcaaa taaaaaagag
  1783801 gcgaataacg ttgttgatac gttatatcgg tatcacgaca aaatatcact gtagaaaaca
  1783861 cgcaggcatt aatgctgaca gccattcgtt gatggtaata ggcgggctat ataatagaca
  1783921 tacagcaccg catataaata gaaacgtcac tgctatggca ggttacttgg ggctgtattt
  1783981 tctggattta ctgccttggt gagtggtgcc atttttcggt ctttaatcgg ttttatatgg
  1784041 ttgtaaatga gggcgacaac aaagaataaa gcttgaataa tcacgatgca tgggcctgtt
  1784101 gcaccatcaa tatgaaaact gattaatgta cctaaaacac aggcgaccac tgaaaccagt
  1784161 gtcgcgacaa ccagcatttg atcaaaacta cgacaaatca taaaggcgat aatacccggc
  1784221 gctatcaaca tggcgatgac gagaataacg ccaactgcct gcaatgacgc gacgatagtc
  1784281 aatgccagta agcaaagtaa accgtaatgc agaaacttaa cgggtagccc gataacccgc
  1784341 gcatggtttg gatcgaaaca gtacaacata aagtctttgc gctttagtaa caccaccaat
  1784401 agcgtgaaac ctgcgatcca cagggtctgt ttcagttctg tcagcgaaat ccccagcatg
  1784461 ttaccgaaca aaatgtggct gaggtgctgg tcagtatcta tacgggagaa cagcactaag
  1784521 ccgaacgcga acatgccaga aaaaacaatc cccatgacgg tatcttcttt aacccggctg
  1784581 ttttctttta aatagccagt tgccacggca caaaatatcc ctgagacaaa agcgccgatg
  1784641 accagaggga taccgagcca aaaagccaga acaatccctg gcagcacagc atgagaaata
  1784701 gcatctccca ttagcgacca ccctttgagt accaggtagc aagagagtat cgcgcagacc
  1784761 acaccagtga cgattgccgc gacaattgcc cgctgcataa aggggtaggc gaatggctca
  1784821 ctgatcaaac tgaacagcat attcataggt tatcctccgg aagatgaacc ggcggatgac
  1784881 gacgtttcaa ccgtgtgcgg tatcgggttg ccagtaatcc gtgtttgggg gcaaagaaga
  1784941 aagccggcag gaataccagt gtttgtaagg tgacaataac gccaccggtt gccccatcca
  1785001 gataaaaact gagatacgcg ccgaaagcac tggtaatggc cccaatagca atggcaataa
  1785061 tgagcaagcg gccgaaacga tcggtcagta aataggctgt tgcccctgga gtgacgacca
  1785121 tagctatcac taaaatggcc cccacggttt gtaaagcggc gacagtacag gcgctcagga
  1785181 gcgtaaagaa taagattttt aagcgcagtg gggataaacc aattgacatg gcgtggcttt
  1785241 catcgaaaaa caccgctaat aaatctttcc agatcaaaca taaaatcaca aaagaaacca
  1785301 aaataatgat ttctacctgc aagacatctt catcagcaat acccagaata ttgccgaaga
  1785361 tgatcgactg aacattcact gatgtgggat tgagtgaaac gattaaaagc ccaacagcaa
  1785421 aaaaggtaga aaagataaaa ccgataatgg catcttcacg taggcgggta atgtggcgta
  1785481 ctagcgtcat tgccaaggcg gcaagcatac ccgtaaagaa agcgccagcg gcatagggaa
  1785541 aaccaagagc ataagcccct gcaaccccag gcacgactga gtgtgataac gcatcaccca
  1785601 tcagcgacca gccttttagc atcagataag cggatagaaa agcacaaacg gcccccacaa
  1785661 tcgcactaac ccaaatggcc ttgaccatat aattataatt aaacggttgc agtaaaagtt
  1785721 ccagcatcag gaattttgct cctttgactg gctttgtgca ggcggatcat ttttagtatg
  1785781 accataaaat actgcggggc gttcatcatc agttattacg gtgacggtgc gcggatcatt
  1785841 atcatcatgc agtgccgtcc ccgacagatt gatatggcgc aataccccgc caaaggtcat
  1785901 ctcgaggttt ttctgggtaa atgtcgtttc aattgggccc gcggccagca ccgtctgatt
  1785961 aattaggatg acgtgatcac aaaattccgg cacgctgcct aggttatgag ttgaaaccag
  1786021 aatcagatgg ccttcgtcac gtagagattg cagtaactca ataatggcat tttcagtttt
  1786081 gacgtcaacg ccggtaaatg gctcatccag tagtaagagt gtgccttgtt gggcaagggc
  1786141 tcgggccaag aaaacacgtt ttttctggcc accagacagt tcaccaattt gccgtgaacg
  1786201 caatgccgtt aacccaactc gttcaatgga tttattcaca atggctttgt cttcacgact
  1786261 gggaattcgt agaaaattca ttttaccgta acggcccatc atcacgacat cttccacaag
  1786321 cacagggaag ttccaatcga catcttctgt ctgtggtaca taagcaatcg tattttgttt
  1786381 tagtgcatga ctgataggtt tgtgactcag ttccactttg cccacactgg gcttgactaa
  1786441 ccccataatg cttttaaata aggtcgattt accgctgcca ttaacaccta ccagtgcaca
  1786501 gatcgtccca cccgttagtg aaaagctggc gtcataaatg gcagtatgac cattgttata
  1786561 agtgacagtg acgttatcca ctaccagctc agggcggaca aaaacagggt ggctcattga
  1786621 ccgaatcctt tagcgatagt atctacagtc atgttaatta aactgatgta agtggggacc
  1786681 gggccttttt cgcccgacag agaatcaaca tatagcacgc cgccatattg tgcaccggtt
  1786741 tctttactca cttgtttggc gggtttgtcg gaaatagtac tctcactaaa caccaccgga
  1786801 attttatttt cgcgaataat atcaatcacg tgtctaactt gttgcggaat accttgttgc
  1786861 tctgcattga ttggccataa gtaaacctct ttaaaaccat agtctttggc aagataacta
  1786921 aatgcccctt cactggttac taaccaacgc tgttccgcag gaatacgaga taaacgctca
  1786981 cgcagtggag catctagcgc cttaattttt tcagcatagg cttgcgcgtt acggttatag
  1787041 gtttctgcat gagcgggatc gtgttcaact aacgctttgc ggatattctc aatatatatt
  1787101 agcgcatttg atggcgacat ccaggcatgt gggttggcaa tgccgctata ggggccttca
  1787161 cggataggca ggggtgtaat acctgcggtc acgacggcag acgggacatc tttaatactt
  1787221 tcgaagaact tctcaaacca acgctccaga ttcatgccat tccataagat aaggtctgct
  1787281 gactgtgctt ttacaatatc tcgtggggta ggttgatagt catgaatctc tgcgcctggc
  1787341 ttggttattg actccaccac ggcaacatca ccggcgatat tttgtgcaat atcctgaatg
  1787401 attgtgaatg tagtcacaac tttgaatttt ttggctgtat cgctgggatt attttctgct
  1787461 aaagcagcgg tactgatcag cgatgagaat gcgacaattg taaacaaggc tgcagcccgt
  1787521 agaaaagggg agtttagtcg ttctatcatt ttgagataag gacttttttt cttaattaac
  1787581 atcacgatgt tctcttttta caaatgaaaa tgattatcaa taccattagc gatgaagtca
  1787641 agcctcctta tacaataaac taaaacttac caatagttac ttaatatagc ctgatcatta
  1787701 tgttgaatat ggacaaacta ggccaaaaaa tctatttggg cggagtgaca acttgtatat
  1787761 gctacaaaac ggcttatcag cacggggaat actgtgaatt caaaagtcgg ttgcctaatg
  1787821 gcaattttat tgttggcggg gtgtgctaaa caaaccccac caccacaagc gaataacggg
  1787881 tggctgaaaa aaacgccaca gggcaattct cttaacgtag cgaaaagcag tgccggttca
  1787941 actaccgttg cttatagcga cgtcattaaa caagccgcga gccattacgg cgttgatgaa
  1788001 acactgatta aagcgattat ccaggtggaa tctggttaca acccggatgt tgtgagtaga
  1788061 tccaatgccg taggcttgat gcagattaaa gcctctaccg ccgggcgtga tgcgtaccgg
  1788121 atgaaagggc gaaatggtca accgagctct cgtgagctaa aagatccagt gaagaatatt
  1788181 gatattggtg ctgcttatat caacattcta caaaatcagc agttagcggg gatcaacgac
  1788241 ccgcagacat tacgttatgc caccatcgtt tcttatgcga atggcgcggg ggctatgttg
  1788301 cggacttttt catcagataa acgtctggca gtcaataaaa ttaatagtct tagcccaaac
  1788361 gaattttatc agcatataca aaagaagcac ccggctgcac aggctccacg ttacttgtgg
  1788421 aaggtggata ccgcttaccg ggcgatgtca gagtaatgct aaaacgctaa ccgatgtagc
  1788481 ctatggatgg tgtagcatcg gctagcgttt actttaaatt ttacggcaag ttactttttt
  1788541 attttacttt gaaattatat ttactgagtc ttgatattta agccatgaca ggttgataag
  1788601 ttgagatcaa ctctaagacg ccattaataa taaattgcac acccatacat accagcaaga
  1788661 atcccatcaa acgtgaaatt gcttcaatac cgcttttacc aacccagcgc ataatcgctc
  1788721 ctgagctgag taaagatccc cacaaaatca acgaaacgca taagaatgtg attacggggg
  1788781 cgatggccaa tacccatggt gcaaacattg tctggtcttt cattgttgca gcggaactga
  1788841 tgatcattgc aatcgtacct ggccccgcag tactcggcat tgccagcggt acaaaggcaa
  1788901 tattgatgga tttacgtttt tttaaatcct gggattttgc ctccagttga gtatcttcag
  1788961 ccgattgttg cggaaagagc atacgaaaac caataaacgc gacaattaag ccaccagcta
  1789021 tacgcagacc gggaatagag ataccaaatg tactcatgac gatctgaccg gcataaaacg
  1789081 cgatagtcat gataaagaag acataaattg ccgccattaa cgactgatta ttacgctcct
  1789141 cgcgggtcat attaccggat aaccctagca ataaggccac cgtcgtcagt ggatttgcca
  1789201 atggcagcag caatactaat cctaagccaa cggctttaaa taattcgaaa atacttagca
  1789261 tggatcctac tccgcaaata acatcaatca aacccgaaaa aaaacgatat caggcaataa
  1789321 ttcatacacc agcttaactt acttgtgtga agagtattat tacgaacctc gccactgtac
  1789381 gcgatacttt gggtaaaagg ctattttgtc cttattcacg gtaggttagg ttgtggaaag
  1789441 tgttggtgat cgtagccgac attatcatac aagcacatag ttatgtgatg cagatcaaat
  1789501 gtccggtggg cagtggttgg ttcagcgccc tctatccaga ataattatgt cagcatcagt
  1789561 tttttcgagg agtaggattt tgtgcatttg tgatattagc gttgaagatg aatatgttcg
  1789621 ccaaccatta tcagcttctg tagcttgggt gttggatatg caagccgctc gcgttcgcgg
  1789681 tcgtctacgt tttttaaaac cgaaacggga agctcgccct cgttggcgtt taaccccact
  1789741 caaagatagt tatgagattc gcttctatcc taagcggctc cctgaattat ggtttttcag
  1789801 cgcggagaat gcagccagaa aaagactctg atgctgtgca aggttaatat cctcagaata
  1789861 aaaaactcaa atctgtttgg cgttcgatct gataaaacgt attcatttag ccagaaaata
  1789921 aaacgccccg attgaataaa caatcagggc gacgttccag taaccattgc tacacggaaa
  1789981 cggaaattta ttatgggcac atcctgtaga aatagcaata cacccagcgc tacttaaaag
  1790041 caataggcgg taatgtaaat catttttggc tgaattatgt acatttacga aacttatata
  1790101 aacacggtgt gctgggtcag gcgtacgagg tagacatgat tttttatcaa tggcttgacc
  1790161 tgagtgactc atcaccacac ggataaattt tgctaactga tagcccttaa ttagggcgat
  1790221 gttatagcgt ctttgggttg taatgccatg gggtttacgc caaccaacat gcttattcaa
  1790281 ttgactattg gaagagaatt gaaaatacag gtaaagctga ccatgccata tacggttgat
  1790341 gctgcattta tcgcggctct acctacggtg ggattattct gattgcagag gcatgatcta
  1790401 tcgcaaaaat taacgtattt acgacaataa gttttccgtc agcattattg tgtatgacac
  1790461 ctatacttat tttgcgctat tcagagggag aatcctctcc caatacctga aacggtaggc
  1790521 ttctctgcaa tctttatcat tgaagcgacc gtttcagttt gagttactta tggaatacct
  1790581 ggttgtgtac tacccaattt tgcggcacaa aaacttgcct tttatcacac catcaaaaaa
  1790641 acggcctttc gaaacggcag acataaagtt ttgatgagca cgttcaggga caccaagata
  1790701 ctgataagtc ccttgttcac gaaattgtat ctccagcatg cgattatcag gatcataacc
  1790761 aatcgacaga attctggagg atgaaacagg ttgtcgctgc aattgttgcc cctcggttgt
  1790821 acggtgttga tattatggcg attatagagc tattggagaa tgataacttt gtcgctgatc
  1790881 attatcattg attgatgcat catgaggcac gttgattgct tactgtatct taattttatg
  1790941 ctagcgtcag gttagcgata aaccggtatg caggataaaa agggataatg ttcctcattg
  1791001 tattaagtag tgataatata gctaccactt tttgtgatgc gatctgggtc acaaattcaa
  1791061 attgtgtaca cagttgagta cctattcgac aaatgtgggt tgagttgagt acttaacctt
  1791121 ttgaaatcaa acaataatta tgtcttgcat gtgatctgtc gtgagggtca ccactgcaga
  1791181 taaggaatta gaatgcctgt tattaccctt cctgatggca gtcagcgtca ttatgaccat
  1791241 gctgtttctg tccttgatgt tgctcttgat atcggccctg gcttagcaaa agcctgcatt
  1791301 gccggtcggg tgaatggtga gctggtggat gccagtgatc tgattgagtc cgatgctcag
  1791361 ttggcgatta tcaccgccaa agatgctgaa ggtttggaga ttcttcgcca ttcctgcgcg
  1791421 catttgttgg gacacgctat caagcaactc tggccagata ccaaaatggc tattggtcca
  1791481 gttattgaca acggttttta ttacgatgtt gatatcgaac atactctgac gcaggaagac
  1791541 ttggcactgc tggaaaagcg gatgcacgag cttgccgata aagattatga cgtgatcaag
  1791601 aaaaaagtca gttggcaaga agcccgtgat acttttgctg ctcggggcga agattataaa
  1791661 gtggctattc ttgatgagaa tatcagtcgc gatgatcgtc cgggcttgta tcaccatgaa
  1791721 gaatacgttg atatgtgccg tggtccgcac gtaccgaata tgcgtttctg ccatcacttt
  1791781 aaattgcaga aaacttccgg tgcttattgg cgtggcgaca gcaaaaataa aatgctgcaa
  1791841 cgtatctatg gcacagcttg gggtgataag aagcaactga atgcttatct gcaacgcttg
  1791901 gaagaggcgg cgaaacgcga ccatcgtaag attggtaagc aactcgatct ctaccacatg
  1791961 caggaagaag caccaggcat ggtgttctgg cacaacgatg gttggacaat tttccgcgaa
  1792021 ttggaaacct ttgtgcgtat gaagctcaaa gagtaccagt atcaggaagt gaaaggtcca
  1792081 tttatgatgg atcgcgtact gtgggaaaaa acggggcatt gggaaaacta cgccgagcat
  1792141 atgttcacga cctcttcgga gaatcgtgag tactgcatta agccaatgaa ctgccccgga
  1792201 cacgtacaaa ttttcaatca aggattgaaa tcttaccgtg acctgccgct gcgtatggct
  1792261 gaatttggta gttgccaccg taatgaacct tcgggcgccc tacatggctt aatgcgtgtt
  1792321 cgtggcttta ctcaagatga tgcccatgtc ttctgtaccg aagagcaagt ccgtgatgaa
  1792381 gtaaacagtt gcatcaagat ggtgtacgac atgtacagca cctttggctt cgagaagatt
  1792441 gtcgtcaaac tctctacccg ccctgaaaag cgtattggca gtgatgagtt atggacacgt
  1792501 gccgaagacg atttggctgc tgcgctgact gaaaatggta ttccgtttga ttatcagcca
  1792561 ggcgaagggg cgttctatgg cccgaaaatt gaatttacct tgcatgattg tttggatcgt
  1792621 gcgtggcagt gtggtaccgt acagctcgat ttctcattac cgggccgctt aagtgcgtct
  1792681 tacatcggcg aaaacaatga tcgtcaggtg ccggtaatga ttcaccgggc aattttgggt
  1792741 tcaatggagc gcttcatcgg tatcttaacc gaagaatatg cgggcttttt cccaacttgg
  1792801 ttagctccgg tacaagtcgt ggtgatgaat atcaccgata gccagtctga ttatgttcag
  1792861 caagtaacca aaaaactgca agatgcgggt attagagcaa aagcagactt gagaaatgag
  1792921 aagattggct ttaaaattcg tgaacatacg ttgcgtcggg ttccatatat gttggtctgt
  1792981 ggcgataaag aagtcgaatc aggcaaaatt gccgttcgta ctcgccgcgg taaagactta
  1793041 ggaagtttag acgtcaacgt ggtcgtagac cagctgctag cagaaattcg cagccgtagt
  1793101 cttcatcaac tggaggaata aagtattaaa ggcggaaaac gagttcaacc ggcgcgtcct
  1793161 aatcgcatca acaaagagat tcgcgccaca gaagttcgct taacaggcgt cgatggtgaa
  1793221 cagattggta ttgtcagtct gaatgaagct cttgaaaaag ccgaggaagc tggtgttgat
  1793281 ttagtagaaa tcagtccgaa tgccgagccg ccagtttgtc gtatcatgga ttacggcaaa
  1793341 ttcctctacg agaagagcaa gtcgacaaaa gaacagaaga agaagcaaaa agtcattcag
  1793401 gttaaggaaa ttaaattccg tcctggtacc gatgatggcg actatcaggt caaactacgc
  1793461 aacctgattc gctttctgga agatggcgat aaagccaaaa tcaccctgcg gttccgtggg
  1793521 cgtgaaatgg cgcaccaaca gatcggtatg gaagtgctta accgcgtccg taaagatctg
  1793581 tgtgaagatt ctgatttggc cgttgtcgag tccttcccga ctcgtatcga aggccgtcag
  1793641 atgatcatgg tgctcgcacc taagaagaga cagtaaggca ttcaagtagc aggtttctct
  1793701 acgcttgcgt agtaagaaac ctgttcgcct agctagctcg ttgtaattaa caatgcgaag
  1793761 tggatatatt caatgccaaa aattaagaca gtacgcggcg ccgctaagcg cttcaaaaag
  1793821 accgctaatg gtggttttaa gcgtaagcat gctaacctgc gtcatattct gaccaaaaaa
  1793881 gctactaagc gtaaacgtca tttacgtcca aaaggcctgg tatctaagaa cgatctgggt
  1793941 ctggtcgtag catgtctgcc gtacgcataa gtaattttgg tttgaattaa gacgatagga
  1794001 gaagtaaatg gctcgcgtaa aacgtggtgt gattgcacgt gcacgtcaca aaaaaatctt
  1794061 aaagcaggcg aaaggctact atggtgcccg ttcgcgcgta tatcgtgttg ctttccaggc
  1794121 agtaatcaag gcaggccaat acgcctaccg tgaccgccgt caacggaagc gtcaattccg
  1794181 ccaactgtgg attgcacgta tcaacgcagc tgctcgtcaa aatggtctgt cttacagccg
  1794241 tttcatcaat ggtctgaaaa aggcttctgt tgaaatcgac cgtaagatct tggctgacat
  1794301 cgcagtattc gataaagtgg cgttctctgc actggtcgaa aaagcgaaag cagctctggc
  1794361 gtaagtcaga attgaagagg gagcttgtct ccctctttta atctttgcac ttagctataa
  1794421 actgaattgc gatatacaga ttccataagg tcattgttat gatgcataca gttatttttc
  1794481 gcttcttttt ttactttagc gcctgattac aggaggcttg cgcgtaagaa tagaaacgaa
  1794541 aaatagcgcc gaagcctccc atcgtggagg cttttttgtt ttttacttta cggcacagat
  1794601 ggtgactaaa gtggggaggg cgcgaatggg atatcttgct aattttgcgt aagaaattta
  1794661 tttcggtcat cagtttttaa cttattcatt atatatatcc aaagttattg gcgttgtagg
  1794721 cagcaagcga gtcaatcccg atgagcttac ttatttttta aggctatgat cagtaagtga
  1794781 ttcgagggct agcatccccg cagcgtcaag aaaaaaggat ataactacaa gcgggccata
  1794841 ccggccagag gaagagaaaa caatgccaca tctcgcagag ctggttgcca aagctaaagc
  1794901 agccgtagaa ggtgcccaag atattgccgc gttggattta gtacgcgtcg aatatctagg
  1794961 taaaaaaggc cacttgaccc ttcaaatgac atcgttgcgt gagttgccgg cagaagaacg
  1795021 tccagcagcc ggtgctgtca ttaatcaggc caaacaagaa gtacaggaag cgctcaatgc
  1795081 gcgtaaagag aagttagagt cagcagttct gaatgcacga ttagccgccg aaacgataga
  1795141 tgtctcgcta ccggggcgtc ggatggagaa tgggggacta catcctgtta ctcgcacaat
  1795201 tgaacgtatc gaaactttct ttggtgagtt aggtttttct gtagagtctg gcccagaaat
  1795261 tgaagatgac tatcataatt tcgatgcctt gaatattccg gctcatcatc cagcccgcgc
  1795321 tgaccatgat actttctggt ttgatgcaac ccggttgctc cggacgcaaa cgtctggcgt
  1795381 gcagatccgt actatgcaag agcaacagcc gccaatccgt attatcgtgc caggccgggt
  1795441 ttatcgtaac gattatgacc aaacacacac accgatgttc catcaaatgg aaggattaat
  1795501 cgttgaccgc gatatcagct tcactaattt gaaaggcaca ctgcacgatt tcttgcgtaa
  1795561 cttcttcgaa gaagatctgc aaattcgttt ccgcccatct tatttcccgt ttactgagcc
  1795621 ttccgctgaa gttgatgtaa tgggtaaaaa tggtaagtgg cttgaggtgc tgggctgcgg
  1795681 catggtgcac ccgaatgtat tacgtaatgt cggtatcgat cctgagattt actcaggttt
  1795741 tgcattcggt atgggtatgg aacgtttaac gatgttacgt tacggcgtca ccgatttgcg
  1795801 tgcattcttc gaaaacgatc tgcgtttcct caaacagttt aagtaaggca ggatatctca
  1795861 tgaaattcag tgaactttgg ttacgcgaat gggtaaatcc agccattagc agcgatgatt
  1795921 tagctcatca gattaccatg gccgggctag aggttgatgg tgtagacgcg gttgccggtg
  1795981 agtttaacgg cgttgttgtg ggtcatgtcg tggagtgtgg gcaacatcca aatgcagata
  1796041 agctgcgagt gaccaaaatt gatgtcggcg gtgatcgcct cctggacatc gtttgtggtg
  1796101 cacctaattg ccgtcaaggc ctcaaagttg cagttgcaac ggtaggggcg gtattaccgg
  1796161 gtgactttaa aattaaagcc gccaaactgc gtggtgagtc ttcagaaggg atgctgtgct
  1796221 ctttttctga gctggctatt tcagacgatc atgatggtat tattgaattg cccgcagatg
  1796281 ctcccattgg tgtcgatgtg cgtgagtatt tgcacttgga cgacaagacg attgaaatca
  1796341 gcgtaacgcc aaaccgtgct gattgtttag ggattattgg tgtcgctcgt gatgtagctg
  1796401 tcgttaatca attgccatta actgaaccgg atatggctga agttgtggca tcaattaatg
  1796461 acacacttcc tattcgtgtc gatgcaccac aagcttgccc acgttatctg ggccgtgtgg
  1796521 tgaagggaat taatgttaag gctgcgacac ccctatggat gcgtgaaaaa ttgcgccgtt
  1796581 gtggcattcg ttcaattgat cctgttgtcg atgtgaccaa ctttgtgttg ctggagctag
  1796641 ggcagccaat gcatgccttt gatctggatc gtatcagtgg cggggtcatc gttcgtctgg
  1796701 caactgacgg cgaagaactc acgctattag atggtacaaa agccaagttg aacgcagaca
  1796761 cactggttat tgccgatcat cagaaaccat tggcgatggc gggtatcttt ggtggcgaac
  1796821 attctggtgt caatgaagaa accagaaatg tattgctgga gtccgcgttc ttcaatccac
  1796881 tgtctattac tggccgagca cgccgccatg gcttacatac tgatgcctct catcgttatg
  1796941 agcgtggtgt cgacccagcg ttacagcata aagctatcga acgtgcgaca catctactga
  1797001 ttgatatttg tggtggggaa gccgggccgg ttgtggatgt gacgacagca tcagaactac
  1797061 ccaaacaagc cactatcaca ttgcgccgtg agaagctgga tcgcctaatt ggtcatcata
  1797121 ttccatctga acaggtgagt gatattttgc gtcgcttagg atgcaaagtg actgaatgtg
  1797181 gttctgattg gcaggctgta gcaccgagct ggcgtttcga tatggctatc gaagaagacc
  1797241 tggtggaaga agtcgcccgt atttatggct ataacaatat tccagatgtc cccgttagag
  1797301 ctgatttggt aatgactaaa caccgtgaag caagcttgtc gctgaagcgg gtaaagacag
  1797361 ctttggtgga tcgtggttat caggaagcaa ttacttacag ttttgttgat cctaaagtac
  1797421 aggcgttact gcatccacaa caggaagccc tcattttacc aaaccctatt tcagttgata
  1797481 tgtccgcaat gcgtttatca ctgctaacgg gtttgctgtc ggcagtcgtt tataatcaga
  1797541 accgtcagca atctcggctg cgattattcg aaagcggttt acgctttgtt cctgataata
  1797601 cggcagattt aggcattagg caggatgtaa tgctggcagg tgttattgct ggtcatcgtt
  1797661 acgatgagca ttgggatctg gcgcgtcagc cgatcgactt ctatgatttg aaaggtgatt
  1797721 tggaagcaat tctggagctt accggcaaat tatctgatgt tcagttccgg gcagaagcgc
  1797781 attctgctct gcaccctggg cagagtgctg caatttattt agcgggtgaa cacattggtt
  1797841 tcattggtgt agttcaccca gaattggaac gtaagctgga tctgaatggt cgaactgtcg
  1797901 tgtttgaagt gcagtggaat aagcttgcag accgcgctgt gcctcaggcc agagagattt
  1797961 ctcgcttccc ggcgaaccgt cgtgatatcg ctgttgtggt ggctgaaaac gttcccgcag
  1798021 aagatatttt ggccgagtgt aagaaagttg gcgcaaatca ggtagttggc gtaaacttgt
  1798081 ttgatgtgta cagtggcaag ggcgtagcag agggctataa gagtctggct attagtctgg
  1798141 tgttgcagga taccgcccgt acactggaag aagaggagat cgccgctacc gttgcaaaat
  1798201 gcgtagaggc attaaaacag cgattccaag catccttgag ggattgaacc tatggcgctt
  1798261 actaaagctg aaatgtcaga acatctgttt gaaaagctag ggcttagcaa acgagatgct
  1798321 aaagatctgg ttgagttatt cttcgaagaa gtacgtcgtg ctctggagaa tggcgaacag
  1798381 gtcaaactgt ctggctttgg caattttgat ctgcgagaca agaaccaacg tccagggcgt
  1798441 aaccctaaaa cgggtgagga tattcctata acggcgcgcc gtgtggtgac tttccgtcct
  1798501 gggcagaaac tgaaaagccg ggtagagagt gccactccaa aagagtgagt agtttccgac
  1798561 ataaaaggcc gcgcaagcgg cctttttctt ttcaagaatt tgttgaaata taattatttt
  1798621 atgagtgttc acactataac cgcaggttgg ggctatcctt cctaattttg ttaaaaaaaa
  1798681 gcgggaatta taaattactc agcgttgttg aatgtaaaga taagtgaagt tcagtagtca
  1798741 ataaaatcat cacaatgaaa caactgtaag gattgtgtga tttgaatgac atgtaattga
  1798801 aaataacaaa ttaaccactg gctgagtatt tttttcgttg atataagttt atcaacgatt
  1798861 caataatata ttcggaataa tatgaaaaaa tatttgttat tatttggggt tctgtcattt
  1798921 atgccattga ttgcgcagtc tgatgtttca cttgatatca acatgcccgg catcaatctg
  1798981 catttgggtg atcaagataa acgtggctat tactgggatg gatacgactg gcaaccacca
  1799041 cagtggtgga aagatcatcg cggcgctcac attggtgagc gtaatgaacg tggttactct
  1799101 tgggatggag gccgttggca gaaaccgcaa atacaacaag ggcgtaatcc gtttcgtgag
  1799161 caagaccgtg gtaatggcat gaataataat cctcaaccac cacgcggaga ggggccccag
  1799221 aagcattccg acaataataa taagggaggt aatgggcagg gccaaaggac tataagcaat
  1799281 aatgcaggcc ctggcactca acaggtctac cctcaacagg ataatcatgg ccatcgttaa
  1799341 tcgagcataa caaacagttg ctaactttac ttgtttgcta tgaccaagca gagttagcga
  1799401 cttattagca ataaagagcg ttttagcaat aaagagcgtt attcgccacg cacaacttcc
  1799461 ccttcacgct ctaaccccct aatatcagtg cctgagaatg ggcagtaggc ccttgtatgt
  1799521 ttacccgacc tattcgggta agtcttgggt aatggccgag ggtgtaatgc agacaagtca
  1799581 gttatttacc gcacttcaac aacggcagcg gcagcgcgac tatcgttatc ttactgggct
  1799641 ggttgtcatg cttttgttcg cgctactcat cagtttatgt gcgggtgatg tctggatttg
  1799701 gccagagcat tggttcagtg aaagtggcaa attatttgtt tggcaactac gtttgccccg
  1799761 atctatggct gtaattatgg ttggtgccag tctggccgtg tcgggtgccg tgatgcaggc
  1799821 actgtttgaa aatccgttag ctgaaccagg tctacttggc gtggcaaatg gcgcaggtgt
  1799881 tgcattggtg acggccgtat tattaggtca tggattattg ccaatttggg ttctgagcac
  1799941 gtgtgctatt attggcgcat tgttgatgac atctattctg ttaagtttca cccgtcgccg
  1800001 tttattaact aatgcccagc tattattggt cggtgtagcc ttaggtatta tttgcagtgc
  1800061 aatgatgact tgggccgtct atttcagcac cagtttggat ttacgtcagc tcatgtattg
  1800121 gatgatgggt gggttcagcg gtgttgactg gcgtcagcaa agtttggtgc tggctctctt
  1800181 gcctaccgtc atatggcttt gctgccaagg ccgtgtcctg aacttcatgt cactcggtga
  1800241 gcagcaggcc aggcaattgg gggtgtcgct tcatttatgg cggaatttat tagtactggc
  1800301 gatcggatta ctggtcggca ttagtgttgc actcgcgggt gtcatcagtt ttattggctt
  1800361 ggttattcct catattttac ggttaaccgg tttaactgat cagcgccggc tattagcggg
  1800421 ctgtgcattc gccggcgggg gggtattatt attagctgat gttgtcgctc gcacggtatt
  1800481 atcttcggca gagctaccga ttggtgtggt taccgcaaca ttaggatcgc cattatttat
  1800541 ctggttactg atacgggtga aaggagtaaa gtgatttgtc ttcttataaa tgccgcggtg
  1800601 attttaccgg tttattatca ttactgaata aggatccaac ctgatgagtc acccaattta
  1800661 cgccatttca gtgcaaacga ttgatcacca gctggttaag ttggcgaagt ataaaggttc
  1800721 cgttttatta gtggtgaatg tggcttcgca atgtggtttg actcagcaat atgaaggatt
  1800781 agaaagcctc tataaaacct atcagaagca aggttttgag gttttaggtt tcccgagtaa
  1800841 tgagtttgca ggacaagagc ctggcagtga tgaggaaatt catgctttct gccgtggtac
  1800901 ttttggtgtc gacttcccca tgttcagtaa aattgaagtc aatggtccac atcggcatcc
  1800961 tctatatcag cacttggtta ctgctaagcc tgttgcagtg aaaccggaag gaagtgaatt
  1801021 ttatcaacgc ctggcgagta aaggccgtga gccaaaacag ccgggtgata tcctatggaa
  1801081 ttttgagaaa ttcttgatta gccgtgatgg cactgtcttg gcgcgttttg ctccagatat
  1801141 ggcaccagaa gcacctattt taatcaatgc catcaatcag gcactggcta gccactaaat
  1801201 tacgggtaac gagtttattt tgatgctatt gcaactcaac aatgtcagcg taggaacccg
  1801261 ccttgcttct ttttcttcgc aggtgaccac ggggttgcaa attcatttga ttggcccgaa
  1801321 tggggcaggg aaaagcactt tgctggcctc gttggcgggg ttattgcctg ctagcggcga
  1801381 aattgtgtta gcgggtaaat cattgcaaca ctatgaaggg catgaattag cccgtcaacg
  1801441 ggcctattta tctcagcagc agtccgcatt gtccctgatg ccggttttcc aatatctttc
  1801501 tctttatcaa cccgccggtg ctaattcaca ggctgtggca acagcgatta gctatatctg
  1801561 taataagctg cgtttaaccg acaaattacc gcgaatgctg tcacatcttt caggtggtga
  1801621 atggcaacgc gtgcggttag ctgcggtatt tttgcaggtt tggccggata tcaaccctga
  1801681 cagtaaatta ttgttgctgg atgaacccta tagtggcctg gatgttgccc agaaagtggc
  1801741 tttagatgct ttattagtgg aattttgtcg gtcagggcgc agtgttatca tcagtggcca
  1801801 tgacctcaac catacgttac agcaagctga cgaagtatgg ttgctggctc aagggcaagt
  1801861 attagtgcaa ggagaaaccc agcaagtcat gcgagcggat gtgctctccc aagtatttga
  1801921 agttgatttt caaatacaca attttaataa acagcagtgg attaccacaa gaagcgtata
  1801981 acgcttagat atatttattg gcaataaaat attatttact tctcctattc tcatcagatc
  1802041 attgtgctta cgatgttatt ttatcgtgga cattatcagt ataaataatg aacgcaatta
  1802101 tagcgttaaa tccaactcat tgattaaaat gaataacata tcattactat tactgggcta
  1802161 ataattgttt tccccctcaa taaaatagtg tcttcctaag gttcatttaa ggttagtaaa
  1802221 ctaaagttaa ccatagcagg tgacgctctt atctgattgg cgtttagttt tcgttaactt
  1802281 atctgggcat atagttaata gtccatgaag gtgtcctaag ggatttatta atgcagagtt
  1802341 ttttgccttt ttctaggcca gcaataggta gtgaagaaat taatgctgtt gctaatgtat
  1802401 taggctctgg ttggattact accggtcccc agaatcatca attggaaact gatttctgtc
  1802461 aaatttttgg ttgcaaacat gcgatcgctg tatgttctgc aacagcagga atgcacatta
  1802521 cattgctggc gttgggcatt ggccctggtg atgaggttat tacgccatca cagacgtggg
  1802581 tttctacgat taacatgatc gtgttgctgg gtgcagaacc cgtaatggtc gatgttgatc
  1802641 gcgatacatt gatggtaaat gcggctgcta ttgaagcggc gattacaccc aacaccaaag
  1802701 ccattattcc cgtccactat gctggcgcgc cctgcgacct tgacgcattg cgtcagatct
  1802761 cccaacggca tggtatccca ctgattgaag atgctgcaca tgccgttggc actcgttatc
  1802821 gagatcaatg gattggtgag caggggaccg ctattttctc tttccatgcc atcaagaata
  1802881 tcacttgtgc tgaggggggg ttagttgcca ccgatgatga tgaattggcg gccagagtcc
  1802941 gtcggcttaa gttccatggc ctgggtgtgg atgcctttga ccgacaaata caggggcgta
  1803001 gcccacaggc tgaagttgtg gaaccggggt ataaatataa cttatctgat atccacgccg
  1803061 ctattgcggt ggtgcagctt agacgtttgc ccgaaattaa cgcccgtcgg caggcgctgg
  1803121 ttgcttccta tcataaggca ttagcgcatt tgcctttgca gccgttggcc ttgcctcact
  1803181 attctcatca acatgcctgg caccttttca tggtgcgtgt tgatgaagaa cgctgtggta
  1803241 ttagccggga tcaactgatg gcgtgtttga aagatatggg tattggcagt gggctacatt
  1803301 ttcgtgcggt acatagccaa aaatattatc gcgaacgtta tccgcatttg tgtttgccca
  1803361 acacggaatg gaactcagcc agattgtgca cgttaccgct tttccccgat atgctagaca
  1803421 gtgatattga acgagtggct aatgcattaa caacaattat agggtcacac cgtgtcacta
  1803481 aatgaaccaa ttaagaaggt ctccattgtt attcctgtct ataacgagca agagagcttg
  1803541 ccagcattaa tagacagaac gacggctgcc tgtaaattac ttacacaagc ttatgaaata
  1803601 attttggttg atgacggtag cagcgacaat tctactgagc ttttgactgc tgcggcaaat
  1803661 gatcctgata gccatataat tgcgattttg ctaaaccgta attatggtca acattccgcc
  1803721 attatggcgg gatttaatca ggttagcggt gatttaatta ttacacttga tgctgactta
  1803781 caaaatccgc ctgaagaaac tccacgttta gttcatgtag cagaagaggg ctatgacgtg
  1803841 gttggtaccg tgcgtgctaa tcgccaagac tccctgttcc gtaaaaccgc atcgcgtatg
  1803901 atcaatatga tgatccaacg tgctacaggg aaatcaatgg gtgactacgg ctgcatgcta
  1803961 cgagcttatc gacgtcacat tgttgaagca atgttacact gtcacgagcg cagtacgttt
  1804021 atcccaatcc tcgcgaatac cttcgcccgg cggacgacag agattacggt ccatcacgcc
  1804081 gagcgtgaat ttggcaactc caaatatagc ctgatgaggc ttatcaatct gatgtatgac
  1804141 ctgatcacct gcctgacaac gacgccgtta cgtttgttaa gtctggtggg gagtgccatt
  1804201 gctcttttgg gcttcacttt ctcagtgctg ctggtggcct tacgcttgat ctttggtcct
  1804261 gagtgggctg gcggcggcgt ttttacactc ttcgccgtat tgttcatgtt catcggtgct
  1804321 cagtttgttg gtatggggtt acttggtgaa tatatcggtc gtatttataa cgatgtgcgc
  1804381 gctcgcccac gttactttgt tcagaaagtg gtcggcgcgg agcagaccga aaataatcag
  1804441 gatgtagaaa aatgaaagcg attgtatttg cctatcatga tattggttgc gtgggtctaa
  1804501 acgcattagc agaggcgggt tacgatattc aggcggtatt tacccatact gataatcctg
  1804561 gcgagaatcg ctttttctct tcggtcgcta gagtggcagc cgatctggca ctgccagtat
  1804621 ttgcaccgga agatgtcaac caccctttgt gggttgagcg tattcgtgag ttacagccgg
  1804681 atatcatttt ctccttctat taccgcaaca tgcttagtga tgaaatattg tcattggccc
  1804741 cacaaggcgg atttaactta cacggttcgt tattgcccca gtatcgtggt cgagccccaa
  1804801 ttaactgggt attggtcaat ggggaaacag agacgggtgt gacgcttcat cagatggtaa
  1804861 aaaaagcgga tgcaggtccg attgccggtc agtataaagt tgccatcagt gatgttgata
  1804921 cggcattgac gttgcatgcc aaaatgcgtg atgccgctca agaattgttg cgtaacttat
  1804981 tacctagaat gaaagagggc ccactgccgc tgactccgca aaaagaggca gatgccagtt
  1805041 attttggtcg gcgcacggcg gctgatggtg aaattcattg gcagaaatct gcatttacca
  1805101 tcaacaattt agttcgtgca gtgactgagc cttaccctgg cgcattcagt tatctggggc
  1805161 agcgcaaact tacgatttgg cgctcacgtc cattagattt agtacataac aaattgccag
  1805221 gcaccgtgtt atcgacggcc ccactcactg tggcatgtgg cgagggggcg ctggagatta
  1805281 ttacggggca aggtgaggcc ggtctgtatg tccaagggga tcgtttagca caagagatgg
  1805341 gcattgtaac ggatgtgcgt ttgggtaata agccaagcaa tacgttgaaa agacgtaccc
  1805401 gtgtgttaat tctgggggta aatggtttta ttggtaatca tttgactgaa cgcttattac
  1805461 aagatgatcg ctacgaagta tatggtttgg atattggctc tgacgcgata agtcgcttct
  1805521 taggtaaccc tgctttccac tttgtggaag gggatatcag tattcattcg gaatggattg
  1805581 aataccatat taaaaaatgc gacgtcatct tgccattagt ggctattgcg acacccattg
  1805641 aatacacccg taatccgctg cgtgtctttg agctagattt tgaagaaaac ctgaaaattg
  1805701 tgcgagattg cgttaagtac aataagcgta ttgtcttccc atcgacctct gaagtgtatg
  1805761 gtatgtgcga tgacaaagag tttgatgagg atacttcacg gctgattgtt ggcccaatta
  1805821 ataagcaacg ctggatttac tctgtatcaa aacagttatt agaccgggtt atctgggctt
  1805881 acggcgtgaa agaaggtttg aagtttacgc tgttccgtcc atttaactgg atggggccac
  1805941 gtttagataa ccttgatgct gcgcgtatcg gtagttcacg tgcgattaca cagcttattc
  1806001 tgaatttggt cgaaggctca ccaatcaagc tggtcgatgg tggtgcccaa aaacgttgtt
  1806061 ttactgatat ccacgatggc attgaagcgt tattccgtat tattgaaaac cgggatggtt
  1806121 gctgtgatgg tcggatcatt aatattggta atccaactaa cgaagccagt attcgtgaat
  1806181 tagccgaaat gctgttaacg agcttcgaaa atcatgaatt acgtgatcac tttccgccat
  1806241 ttgcaggttt taaagatatt gagagcagtg catattatgg gaaaggttat caggatgttg
  1806301 agtaccgcac gccaagtatt aagaatgcgc gccgaatatt gcactggcag ccagaaattg
  1806361 ctatgcaaca aacggtcact gagacgctgg actttttctt gcgcgctgcc gtaattgaga
  1806421 aaactgcagc ccctaaagat gagttgaacg catgaagcaa gttggcctga ggattgatgt
  1806481 cgatacctac cgaggaacgc agtacggggt gccatcatta ctgactgttt tagaaaaaca
  1806541 tgacattcgt gccagttttt tcttcagtgt tgggccggat aatatgggac gccatttatg
  1806601 gcgccttttt cgtccgcgct ttttatggaa gatgctacgt tctaatgctg cctcgcttta
  1806661 cggttgggat attttactgg cgggcacggc ttggccaggt aagaagatcg ctaaagactt
  1806721 tggtccgtta atgaaagcag cggccatggc ggggcatgaa gtggggttgc atgcttggga
  1806781 ccatcaaggc tggcaggcca acgtcgcttc atggtcacag caacaactga ctgagcaagt
  1806841 acagagagga gttgatactt tacagcagag tattggtcaa cccattagct gttctgctgc
  1806901 tgcggggtgg cgcgccgatg aacgggttct tgcggtaaaa cagcaattcg attttagtta
  1806961 taacagcgat tgccggggga cccatccttt ccggcctttg ttgcctaatg gcagcttagg
  1807021 gagtgtacaa attcccgtga cgctgccaac ttacgatgaa gttgtcggcg gtgaggtgca
  1807081 agctgaaaac ttcaatgact ttattattga cgccatccta cgtgatagcg gggtatcggt
  1807141 atacaccatt catgctgaag ttgaggggat gtctcaggca gcaatgtttg agcagctctt
  1807201 gatgagagca aagcaacaag atattgagtt ttgtccgctc agtaagctgc taccgtcaga
  1807261 tttacaatta ctgcctgtgg gcaaagtaat acgcgctgca tttcctggcc gggaaggttg
  1807321 gttgggttgt caatcagaca taaaggatgc tgaatgaaat tattaaaaga cagtggcgca
  1807381 gcattattgg cgctattttt tgtattggtt tatttgttac cggtgaatag ccgtttgtta
  1807441 tggcaacccg atgaaactcg ctatgctgaa attagtcgtg aaatgctgca gcgtggcgac
  1807501 tgggtcgtgc cgtatttcat ggatatacgt tattttgaaa aaccggtcgc cgggtattgg
  1807561 tttaataaca ttagccaatg gatctttggt gacagtaatt ttgcagtgag atttggctct
  1807621 atttttagca cggcattgag tgccgtatta gtttattggc tggcaacctt attatggcgt
  1807681 aatcggtcaa cctcggtact ggctacatta atttatcttt cctttttatt ggtgtttggc
  1807741 attggtacct atgcagtgct ggaccccatg atttctctgt ggttgacagc ggcgatggtg
  1807801 agtttttatc tcacgctaaa agccgaaaat tggcaacaga aagtcggcgc atatgcatta
  1807861 cttggggttg cttgcggtat ggggtttatg accaaaggct ttctggcatt agcggtcccg
  1807921 gtgattgcgg tattacccat tgtcatccag caaaaaagga taaaagacct tgttgttttt
  1807981 ggtccgatag caattgtgtg cgcggtatta ttaagtttac cgtgggcttt ggcgatcgcc
  1808041 caacgagaac ctgatttctg gaactatttc ttttgggttg aacatattca gcgctttgcg
  1808101 gaagcgagtg ctcaacataa atctcccatt tggtattacc tacccatttt atgtattggt
  1808161 gtcctgcctt ggctagggct attacctgga gccttattta aaggttggcg tgagcgggca
  1808221 acaaaaccag aattattctt tttactcagt tgggtggtta tgccactcct attttttagc
  1808281 gtagcaaaag ggaagctacc gacttatatt ttgccctgta tggcacctct atccttgcta
  1808341 atggcggcat atgcgacgga ttgcgctaat aatatacgta tgcgggcatt gaaaataaac
  1808401 ggtgtaataa atctactctt cggggttgcc tgtgcgttag tcatcgtcgt tattggcttg
  1808461 gggttagtga aggatatcgt ggcttatggg ccgcaagaga atcagaaagt ttggttaggt
  1808521 gtgttggcat ttgctggttg gggagtcact gggtttatta ccttacgcaa taacgcccga
  1808581 aactggcgct gggcagcagc ttgcccactg ttattcattt tgttagtggg ttacctaatt
  1808641 ccacaacaag tggtggactc aaagcaaccg caaaacttta tcaaaaataa ttttagtgaa
  1808701 ctcagctcca gccgctatgt gctgaccgac agcgttggtg ttgccgctgg gctggcatgg
  1808761 gagctaaaac gcagtgatat actgatgttc agtgaaaaag gtgagctaac ctatggtttg
  1808821 gcctacccag acagtcagga taattatatc agtaatgacg atttccccac atggcttgcg
  1808881 caggcgagaa aagaaggcga cgtctcattg gtcgtgcaat tagccaaaaa tgaagcactc
  1808941 ccggcccatc tgccgccagc ggataaggtg aatttaatga atcgactcgc cctgttgtgg
  1809001 taccagaaaa caccatgaac agctacctac tcttgctgat ggtcagtcta ttaacctgta
  1809061 ttgggcaatt atgtcaaaaa caggctgcgc agtgttggga gcaaccgcag gcccggcggt
  1809121 tgaatctgac attgcgttgg ttggcgatag ctgtagtgtc acttggcttg gggatgctgt
  1809181 tgtggctgcg gttattgcag caactcccgc tgagcgtggc ctatcctatg ctcagcttta
  1809241 attttgtgtt ggttaccttg gcggcacaac tattttacgg tgaaaaggcc actcttcggc
  1809301 attggttggg ggttgccgct attatgttcg gtatcttgct aatgagttgg cacctatgaa
  1809361 agggtatctg tggggggggg caagcgtcgt attggtcacg gtggcacagt tggtgttgaa
  1809421 gtggggtatg atgaatattc cattattatc actagccgat attaatgttc aattcttgac
  1809481 gatgtacttc gtgcaattag catcagtaat gtgtggtttg atggggtatg ctttatccat
  1809541 gttatgttgg ttttttgccc ttagatactt gccgctaaat cgcgcttacc cactgctgag
  1809601 cctcagttac gctttggttt atctgggcgc tgttttatta ccttggttta acgaacccgc
  1809661 gaccttacta aaaacactgg gggcgggttt tattttatta ggaatatggc tgattaatat
  1809721 aaaacctata aaagctagct aatcttattt actaacccta ttagtctatt catataactt
  1809781 gtttttttcg aatccgatag ctaaattagc cgtaacgatg taccacgcca gctaaatata
  1809841 tacctaaagt cgttaggtgt gcagtaaggc agtaaacatg cgagtccggc agagctgttc
  1809901 aaaacgccgt gattcgggtg agtaaacgct gcgaatacgg ctgcaacttc aggtcagaag
  1809961 tgaggcttga ataactgact ttttggcgaa ttagctgagc cttatctctg gtgaaatagc
  1810021 gatgcggacg cgcttttgga tttttctgat cagtatggtc cttgctggtt gtagcagcca
  1810081 tacaccaaca cccagtggat acttatctga ctccattgtg gtggtcgcta aattgaatga
  1810141 gcagttacgg caatgggagg gaacgccata ccgtaacgga gggttagatc aacgtggtgt
  1810201 tgattgctct ggttttgttt accgcacatt ccgtgatcgt tttgatatgc aactcccccg
  1810261 aacgaccctt gcgcaaacca ccttaggcac taaagtctct cgtgatgaac tgatgcctgg
  1810321 cgatttagtc ttcttcaaaa cgggcagtgg tcagaatgga ttacatgttg gtatctatga
  1810381 taccaatgat gaattcattc atgcttcaac cagtaaaggc gtcattcgct cgtcattgga
  1810441 gaatgtgtac tggaaacgag tttactggca ggcacggcgt atttgatttt ctctcgacag
  1810501 gataataggc aattttagtt gacgacgaca gtccctctct tctcggccta aggatatcat
  1810561 cagcgaatat gctatcttag tggctgttta tttttgggtc ggagccttct atgtcatccc
  1810621 ttcgtttact catttctgat tcttatgatc cttggtttaa tctggccgta gaagagtgta
  1810681 tttttcgcca aatgtcaccg aatcaacggg tattattctt gtggcgcaat gcggataccg
  1810741 tggttattgg ccgcgcacag aacccgtgga aagagtgtaa tacacgacgt atggaacaag
  1810801 atggcgtaaa gttagcgcgc cgtagcagtg gtggcggggc ggtatttcat gatttaggta
  1810861 atacctgttt tacctttatg gccggcaaac cgggatatga taaaactatt tcaacccaaa
  1810921 ttattttgaa tgcgttggca tcattaggga tccaggcaac ggcctcaggt cgcaatgatt
  1810981 tagtggttat taatggtgaa gatgaacgta aagtttcagg ttctgcttat aaagaaacca
  1811041 aagatcgtgg ttttcatcat ggaacactat tattgaatgc agatctcagt cgcctggctg
  1811101 attatctcaa tccagaccct aaaaagttac aggctaaagg aattacctcg gtacgctcta
  1811161 gagtcactaa tctggtcgaa ctgttaccgg gtattgatca cggaaaaata cgtaccgcta
  1811221 tcgaacaggc tttttttgct tattacgatg agcaggtatc cgcagaagtc atctctccgc
  1811281 agtcgttacc aaacctccct ggctttaccg agcaattcgc caaacaaagt agttgggaat
  1811341 ggaattttgg ccaagcccct gcatttagcc acgtggttga tacccgcttt atctgggggg
  1811401 gtattgagtt acattttgat gttttgcatg gcgcaataga tcgctgccaa atatttactg
  1811461 acagcttgaa ccccacacca ttggaggcgt tagcgcaacg gctacagggg gcagcttatc
  1811521 gccctgatgc tatcgataaa atctgtcagc actggattga tgatttccct gaattacaaa
  1811581 ccgagttaca gcaagcctgc cattggctgg tagaagtatt acgctaatct ttcaattacc
  1811641 gtggttattg gccgcgcaca gcactcgtgg acatagagat gaaacccaga atggaatacg
  1811701 cccctgaatt cgataacagc tatgcgcggc agttgagtgg tttttacacc cgcttgcaac
  1811761 ctacgccatt aaaaggtgcc cgcttgttgt atcacagcaa acctctggcg caagagttag
  1811821 ggctggatgc tcattggttc actgaaccaa agactgctgt gtgggcgggg gaagcactgt
  1811881 tacccggaat ggagccgcta gcgcaggtgt atagcggcca tcaatttggc atgtgggcag
  1811941 ggcagcttgg ggatggccgt gggatcttgt taggagaaca gcggcttaat gatggccgct
  1812001 atatggattg gcatttaaaa ggcgctggat taacacctta ttcccgtatg ggggatggcc
  1812061 gggctgtctt gcgttctgtg atacgtgagt ttttggcctc cgaagcatta caccatttag
  1812121 gtattccaac cagccgtgct ctgacaattg tgactagcga tcatccaatc taccgtgagc
  1812181 aaactgaacg aggcgcgatg ctactaaggg tggcggaaag ccatattcgc ttcggtcatt
  1812241 tcgagcattt ctactatcgg cagcaaccta agcaagttca acaattagcg gattatgtta
  1812301 ttgcccgcca ctggccgcag tgggtggggc accaagaatg ctaccgactg tggtttacgg
  1812361 atgtggtaga gcgaaccgcg cgtttaatgg cccactggta aaccgtcggg tttgctcatg
  1812421 gtgtgatgaa taccgataat atgtcaattc ttggcattac tatggattat ggcccatttg
  1812481 gttttctcga tgactatgtg cctggatata tctgtaacca ctccgaccat caagggcgtt
  1812541 atgcttatga taatcagcct gccgtagcgt tatggaattt gcatcgattg gggcacgcgt
  1812601 tgtcaggttt aatgtctgct gaccaattgc agttggcgct agaggcttat gaaccggcac
  1812661 ttatggttgc ttatggtgaa cagatgcgag ccaagttagg ttttcttgag cgtgacagcc
  1812721 aagataacga tttgctgaca ggtttgttga gtttgatgat caaagaaggc cgggattata
  1812781 cccggacttt ccgcttattg agcgaagttg aagtacactc tgcacaatcg ccattgcggg
  1812841 atgactttat cgatagagcc gcttttgacg actggtaccg ccgttatcgt tcacggttgc
  1812901 agcaagaatc cattgatgat gatcagcgcc agcaatcgat gaaagcggct aatcctaaat
  1812961 acatattacg taattatttg gctcagcagg cgattactca ggcagaaaaa gatgatattc
  1813021 agccacttca gcggttgcac caggcattac agcaaccgtt tactgatcaa cctgaatttg
  1813081 atgatttagc ggcgttaccc ccagattggg gaaaacacct cgagatctct tgttccagct
  1813141 gactttttat tccatttggc acttgtaatg tgcgccatta cagagaatag atcgctgttt
  1813201 tttcggaaaa aatagggata gaaaaagtta acccgacaac gttaactttt ccctatcccg
  1813261 aaggtattca tttaatgtac ggtttactca ttaaagcccg tgcgaatgaa ttaaaaccgg
  1813321 ctgtctactg catctgccaa taggcttaac agttgttcag tatcatccca attcaggcaa
  1813381 gggtcagtga tggattgccc ataagttaag ggctgtccgg caacaatctt ctgtgtgccc
  1813441 tcaatcagga aactctcagc cataacaccg acaatcgctg ttgaacccgc acggatctgt
  1813501 agcccgatat tttcggcaac atccaactgg cggcgatgca tcttctggca attgccgtgg
  1813561 ctaaaatcta ccaccagatg ttctggcaaa tcaaattccc gcaagctgtc acaggcggct
  1813621 gcgatatcag aggcatcata gttaggttgc tttccacccc gcataataat atgcccatag
  1813681 gggttaccac tggtttggta aatcgtcatt tggccggttt tatccggaga aaggaacata
  1813741 tggctggctt gtgcggcgcg aatggcatca atagcaatac gcacattgcc atctgtacca
  1813801 tttttgaaac ccacggggca ggagagtgcc gaggccatct ctcggtggat ctggctttcg
  1813861 gtggtacgtg cgcctattgc cccccaactg atgaggtcgg caatatattg gcctgttacc
  1813921 atattgagga actcggtagc ggtcggcagc ccgagttcat tcacggctaa cagtagctta
  1813981 cgtgccagtt caatacccaa gttcacctgg catgagccgt caagtgccgg atcagaaatc
  1814041 agccccttcc aacccactac agtccgtggt ttctcgaaat aggtgcgcat cacgatttcc
  1814101 agccggtctt gatagcgttc tcgtagcacc ttgagccggg tggcataatc aacggctgca
  1814161 tcaaggtcgt gaatagagca ggggccaatc accacgagta gacgtgggtc ttcaccaata
  1814221 agtattttct ctattcgttt acgtgacgcc gtcacgttat ctgcaataac ctcagaaatc
  1814281 ggtaactttt cagccagttg ctgcggtgta atcaagctat cgatgcgagc ggtccgcagt
  1814341 tcatctatct tgtacatgaa aactctctaa atctgttctt ctctgcggca gaaataccgg
  1814401 gaagtgatgg cgatcacaat aaaccaaaat cacatgaatt caaccgtcat cactgtaatt
  1814461 tatacaaatt tagaggaaat aaaccgcaaa taatcactca tgaaaatatt tagttaaaac
  1814521 atccgacgac tcatccctaa gatatccagg atttttgttg aaatctcttc gactgagtag
  1814581 ttggtcgagt ttaggtagcg aatctgattt ttgcggaata aggcttccac ttcccccact
  1814641 tccatcctgc attggcgcag tgaggcgtaa cggctgtttt cgcgccgctc ctcacggata
  1814701 gccgcaagcc gctcagggtt gattgtcaaa ccaaagagtt tgtgctgaaa aggcttcagt
  1814761 gcggcgggaa gttgcaaatt gtccatatca tcggcgataa acgggtagtt cgccgcccgg
  1814821 ataccaaatt gcatggcgag atagaggctg gtgggggttt taccacaacg agaaacgcct
  1814881 agcaggataa cctgagcctg atccagatta cgtagagaaa taccgtcatc atgggcaagg
  1814941 gcataatcaa tggctgcaat gcgagcatcg tacttatcca gattactttc ggttaagccg
  1815001 tgggtacggt ttagcactgg ttgaggtggt acgcccaact caccttgtaa tggtgcgacc
  1815061 agtgcttgca cgatatcctg acaaaatcct tcacttcgtt gaataatttc ccgtacttcg
  1815121 aggcttatta tcgaatagaa aacaagcggc ctgacacctg tatcctgata tatttcattg
  1815181 atttgtttac atactgactg tgcgcgggcg gcattctcga caaaaggtaa cgtaaaggtt
  1815241 gtcacgttga tcgggaattg agatagaacg gcatggccga gtacttctgc ggtgatagcg
  1815301 gtaccatccg aaatataaaa tacacatctt tccacgctga ctcctgacta tttgctgcca
  1815361 agccacaacg ccaatgacgt tgatataggc tataagttga gtggaatcag tgtgcctcat
  1815421 tcgctctgcg ggtaaagcct ttgtcgcaag aatagccaac aaaaaatttt tcttgttggg
  1815481 ttgatcgatt cacctgtcca taggttatgg atcattgtgc tagtctgaaa tggctgattt
  1815541 ttcagcgacg ataacggttg tccgtaccct acagactgtt cgtcactcgt cggcgatgta
  1815601 ataactaatc gacggtgtaa taactaatcg gcgatgtaat aactaatcga caatgtaaaa
  1815661 ggattgtttc gatgtctaac aatggccaca cccgctgtaa tgtgctttgg tacaaccagc
  1815721 ttggcatgca cgatgttgac cgcgtagggg gtaaaaatgc ctccctgggt gaaatgataa
  1815781 ctcatctttc tgaactgggc gtttctgtgc ccaatggctt tgctaccaca gctcaggcgt
  1815841 ttaacgactt tctggagcaa agtggtgtca accaacggat ttatcaatta ttggataata
  1815901 ccaatattga cgatatcgca gaattatcca aagcgggcgc tcagatccgt caatgggtta
  1815961 ttgagacgcc gttccatcca gagttcgaac aatcaattta tgacgcttat aagcaattag
  1816021 ctgacggcga acctgaggca tcatttgctg ttcgctcttc tgcgacagca gaagatatgc
  1816081 cggatgcttc ctttgctggg caacaagaga catttcttaa tgtacagggc attgatgcga
  1816141 taatggtcgc aattaagcac gtgttcgctt cactgtttaa tgaccgggct atttcttatc
  1816201 gtgtgcatca ggggtacgac caccgcggcg tagcattgtc tgccggcgta caacggatgg
  1816261 tgcgttctga tctggcgtct tcgggcgtga tgttcacgat tgataccgag tctggttttg
  1816321 atcaagtggt ctttatcacc gcagcgcatg gtctgggaga aatggtggta cagggggcag
  1816381 ttaaccctga tgagttctat gtacacaaac ccacattgcg taacggtaaa ccggccatcg
  1816441 tgcggcgcaa tatggggtcc aaaaaaattc ggatgatata cgccgagaac caagagcatg
  1816501 gcaagcaggt gtgtattgaa gatgtgccag aaatacaacg caatcgtttc gctctcagtg
  1816561 atgatgaagt agaagcattg gcccatcagg cgctgttgat tgaagaacat tatggccgcc
  1816621 caatggatat cgagtgggcc aaagatggtc atacggggca gttgtttatc gtgcaggccc
  1816681 gcccggaaac cgtgcgttcc aatgagcagg tgatggaacg ctaccagttg aataatcaaa
  1816741 gtaatgtgct ggtggaaggc cgtgctatcg gtcatcgtat tggcgcgggt ccggtcaagg
  1816801 ttattcatga catcagtgag atggatcgaa ttcaggcggg tgatgtcctg gtgacggata
  1816861 tgactgaccc cgattgggag ccgatcatga aaaaggcctc agccattgtt accaaccgtg
  1816921 gtgggcgtac ctgccatgcc gcgattattg cccgtgaatt ggggatacct gcggtggtcg
  1816981 gttgtggtaa tgcaaccgag ctattgaaag agggccaaaa tgttaccgtc tcctgtgctg
  1817041 agggggatac gggttacgtt tatcacgagc tactggactt ctcggttcaa agttcgcaag
  1817101 tcactgaact gcctgattta ccgttaaaaa tcatgatgaa tgttggcaac ccggaccggg
  1817161 cttttgattt cgcccgttta cctaatgaag gggtcggtct ggcgcggctg gagtttatta
  1817221 tcaatcggat gattggtgtg catcccaaag ctcttctgga gtttgatcag caggagcctg
  1817281 cgctacaggc tgaaatcaaa gcgttgatgc atggctatga cgacccggtc gagttctata
  1817341 ttggtcgcct gaccgagggg atcgctacat tgggggcggc attttggcca aaaccggtga
  1817401 ttgttcggtt gtctgacttt aagtctaatg agtatgccaa tctggtgggg ggcgcgggtt
  1817461 atgaaccgca cgaagagaac ccaatgctag gtttccgtgg cgcggggcgc tatgtctctg
  1817521 atcacttccg tgattgcttc gctctggaat gtgaggcgat gaagcgagtg cgcaatgtga
  1817581 tggggttgac taacgtcgaa gtgatggtgc cttttgtgcg gacggtggcg caagcggagg
  1817641 ccgtagtggc cgaactggca aggcaaggat tgaagcgcgg tgagaatggt ctgaagatca
  1817701 tcatgatgtg tgaaattcct tctaatgcat tgctggcaga acagttcctt gagcattttg
  1817761 atggtttctc cattggttcc aatgatatga ctcaattgac actggggctg gatcgtgatt
  1817821 ctggcgtggt atcggcgttg tttgatgagc gcaatgaggc agtaaaagcg ttgttatcaa
  1817881 tggcaatcca agcggctaaa cgtcacggta aatatgtcgg gatttgtggt caaggtccgt
  1817941 cagaccatga agatttcgct ctgtggttaa tggaacaggg gatcgacagc ttgtctctta
  1818001 atccagatac cgtagtgaaa acttggctga gcttggcgca acacaccaaa cattgatcac
  1818061 tcagggttag ggatgagtgt ttgtttgtga gagtgaatgt gagtgttcat tgagacgagt
  1818121 atttataggt attcatcatc cgcagcttag gttgcggatt tttttgcaat taattggccc
  1818181 ataacaatta attggctcat aacacttaat tggtttataa caaggaaatc gaaattaagg
  1818241 aaaagtagcc aatagacaaa agtgacgaat gagcagtaat agcaaaaaaa aagcctgtct
  1818301 taggtgacag gcaaagacta cacacagcaa tacatgtact agatcacaga cgtttaaata
  1818361 agctatcatt aaatggttta tttaagcgcc ttaagagaga tgcaatctaa ctaataataa
  1818421 tcttaagtaa attccgtggc ttagtcatta agaatcctct gaataaaaaa attattaaat
  1818481 aagaagtaga atgagatagt ttcaggttgt tattactaat gagatggcgc aatggctaat
  1818541 tagatgagtg gtttataata aattaatggg gtataaaaaa tcgaggatta ttagtaatcg
  1818601 agaatatatg ctgaatataa tgggttcggc agaataacca ccaaacccct tagggttaaa
  1818661 gctcttctaa atgcttagcg gcatcggtaa cactctcttc gggttctggc gtttcgtgaa
  1818721 cccaggctga aatcagacga tatgagatag ccaacaccac tggcccgata aatagaccaa
  1818781 tcataccaaa ggataacaac cccccgatca ccccggagag gatcagaatc attggcatat
  1818841 ctgcttccat acggatcaga tatgggcgca agaagttatc taatgttcca acgatacagc
  1818901 tccagaccaa gagtattgtt ccccacgtcg tatcacccgt ccaatacacc catatgaccg
  1818961 caggtaccag caccagtaat ggaccgagtt gcgcaacaca acagatgaac attaataccg
  1819021 tcaatagggt ggcatattga atacccgcga tagcaagacc tatccctccg agtatggctt
  1819081 gtactaatgc ggtgaccaca acacccaacg caacagcacg aatcgctttc gccgccatca
  1819141 cgactacggc atcgccacgc ttatcggcag cacgcatggc aaaatgacgg atacctaagg
  1819201 cgacttgctc accatggata tagagcaaaa cgctaaagag caccatcaag gccagatgaa
  1819261 tcagaaaata gccaacatgt gctgcttgtg ccacaaacca ggtggcggtg gcaccaatgt
  1819321 agggctgtac tttagccatt aaagcgttag cgccaccaga aattaaggta ttccaactgc
  1819381 tataaagttt atcgcctatc aatggaatcg atttcatcca atccacattg ggcatacgca
  1819441 gatttgatgg gctggatgcc cattggatca gtggggcgct gttttcaacc aaactactga
  1819501 ccaacagcgc gataggaata acaaacagta aaatgagcaa tatcgtcatg acaacaacgg
  1819561 ccagtgaacg cctgccccaa agaagtttct ccaatcggat taacagcggc caggtcgcaa
  1819621 tgaccaccat accagcccag gcaaagccca tgacaaaagg ctgtattacc caaaaactgg
  1819681 cgataatcat tcccataatg aatatcaccc caaacatcag tttaggtaaa tcgagaagac
  1819741 gttgttgcgg gtcattcatt agtgaactct catttcgata atcatggcaa agtggccatt
  1819801 gcactattat tgcgttatat ccgttattgc gttagaaccg ttcgcgttat acccatattg
  1819861 ttcacaccga cactattttt tatcggcact attttatacc ggtactgctt ttcatccccg
  1819921 gcacttctca cgttgcaggt gtgggctaca ggttacttgg cctcgccgtc ttcctgcaac
  1819981 ttgaattatt ttgggtctat gtccagattt tactgtgctg ttctaatgat aaaagtctgt
  1820041 aacgtcatcg cgtagtaaaa agtagactta atcacgtaag catggccgaa tagcgccatt
  1820101 ttaatttatt acgcctgcaa tttgcacaat ataatatttt gatatttaat ggatttttac
  1820161 cctatctgcc ctccgtcgat acccatcact ttcccatcgt tctgaattga cataaattat
  1820221 tcgacaaagg ttattgctaa cggataatct cttagcggta acggtatgtg cgataacatt
  1820281 taaagacaga agcgcaaaga cggtttgata ctcataaatc acgtaacatg accgcgcata
  1820341 cattaaaaat aaactcatat atagaatagg gtcacactaa tgatcccaca aatttctcag
  1820401 gcaccgggtg tcattcagtc ggtactggat tttttggacg ctttgaagca aaacggtttt
  1820461 accggcgata ctgctactaa ctacgccgat cgcctgacga tggctacgga caacagtatt
  1820521 tatcaactgc tccctgatgc ggtggttttc cctcgctcaa cggcggatgt ggcgctcgtc
  1820581 ggccgcctgg cagggctgga gagttttaaa tcattggtat tcacgccacg cggcggggga
  1820641 acgggaacca atggtcaggc gttgaatcgc gggattgtgg tggatatgtc gcgccatatg
  1820701 aaccgcattc tggagattaa cccagaacaa ggctgggtgc gggtcgaggc tggagtgata
  1820761 aaagaccagc ttaatcagta cttgcagcca tttggctttt tcttctcacc ggaactttct
  1820821 accagtaacc gcgccacatt agggggaatg attaacactg atgcctccgg tcaggggtca
  1820881 ttggtgtatg gcaaaacgtc agaccacgtc ttgggtttac gcgctattgt gctgggtggc
  1820941 gagatgttag acacccaggc aatgccgacg tcattggcgg aaacgattgc gcaggaagac
  1821001 tcggtggtgg ggcgtattta ccacaccgtc cttaaccgtt gccgtgaaca gcgcgcattg
  1821061 attttagaga aattccctaa attaaaccgt tttttgaccg gttatgattt acgtcacgtg
  1821121 ttcagtgatg acctgcaaac ttttgattta acgcggatct taaccggatc tgaagggaca
  1821181 ttagctttta ttaccgaagc tacgttggat attaccccgt tgccaaaagt tcgccgtttg
  1821241 gtgaatgtga agtatgactc ctttgattca gccttgcgta atgcgccttt catggtggaa
  1821301 gcgaaagcat tatcggtgga aacggttgat tctaaagttc ttaatttagc caaagaagat
  1821361 attgtttggc actcggtcaa agaactgatc actgacgttc ccgataaaga gatgctgggg
  1821421 ctgaatattg ttgagtttgc cggtgatgat gccgcgttaa tcgacaccca gatggccgcg
  1821481 ctgtgccaac gtttagatga gctaatgtcc accagacaag gtggggtaat tggttatcag
  1821541 atttgcagcg agttagccgg tattgagcgt atctatggta tgcgcaagaa agcggtgggc
  1821601 ttgctcggta acagcaaagg gcgggcgaag cctattccat ttgctgaaga tacttgcgta
  1821661 cctcctcacc acttggctga ctatattgtt gaattccgtc aattgttaga tagccacaat
  1821721 ctctcgtatg gcatgtttgg ccatgttgat gcgggggtat tgcatgtccg tcccgcattg
  1821781 gacatgtgcg atccacagca agaaagacta atgaaacaac tctccgatca gatcgtagca
  1821841 ctcactgccc gctatggtgg cttgttatgg ggagagcatg gcaaaggctt tcgggcagaa
  1821901 tacagccccg atttcttcgg cgacgtgtta taccgcgaac tgcgccgcat taaatcggca
  1821961 ttcgatcctg acaaccgatt gaatccaggg aagatctgct caccgttagg cagtgatgcc
  1822021 ccgatgatga agatcgatag cgcagacaaa cgcggtacgc tggatcggcg tattccactc
  1822081 gaggtgagaa cctcgttccg tggtgcgatg gagtgtaacg gcaacggttt atgctttaac
  1822141 tttgatgcgc atagcccaat gtgcccatca atgaaaatca ccggtgaccg cattcactcc
  1822201 ccgaaagggc gagccacgct ggtgcgcgag tggttacgat tactgtcaga gcaaggtgtt
  1822261 gaccccgtgg ctctggagaa aggattggcg agcaagcggc caagtttgcg cggcctgatt
  1822321 gaaaagaccc gcaacagttg gcaggccagt caaggggtct atgatttctc acatgaagtc
  1822381 aaagaatcca tgtctggctg tctggcgtgt aaagcctgtt cgacacagtg cccgataaaa
  1822441 attgatgtgc cggggttccg ctcccgtttc cttcaactgt atcacacccg ctatcaccgc
  1822501 ccattacgtg actacgtagt ggcaggggtg gagagttatg ccccattgat ggccaaggca
  1822561 cctaaggtct ttaatttctt tttgaagcaa ttgtgggtgc ggtcgttaag ccagaaaagc
  1822621 attggtatgg ttgatttgcc tatgctctcc agcccaacgc tgaagcaggc actctccggc
  1822681 cattacgcca gtaccatgac gctggaacaa ttggaaaaac tgagcgagca agaacgccgc
  1822741 cagcatgtgt tgatcgtaca ggatccattt accagctatt acgatgccca agtggtggcg
  1822801 gactttgtcc ggctggtgga aaagctgggt tttaatcccg tcctattgcc tttttcaccc
  1822861 aatggcaaag cgcaacatat caaaggattc ctacagcggt ttgcgaaaac agcacgtaaa
  1822921 acagcggatt tcctcaatcg tattgcgtta ttagctatgc cgatggtggg ggttgatccc
  1822981 gcgttggtgc tctgttatcg cgacgaatat aaagaaattt tgggcgatgc acggggtgat
  1823041 ttcacggtgc aactggttca cgagtggtta caaacggctt tggctgatca gccagagcag
  1823101 caaatcagtg gtgagccttg gtatctgttt gggcattgca ctgaaacaac ggcactaccc
  1823161 ggcagcagtc agcattgggc caccattttt tcacgctatg gtgcaaggct tgaaaatgtc
  1823221 agcgttggat gctgcggtat ggccggaaca tacggccatg aggcgaagaa cgttgaaaat
  1823281 tccttgggta tctatgcgct atcatggcaa caggcattgc aaacattgcc aggtaaacgc
  1823341 tgcttagcga ccggctattc ctgccgtagc caagttaaac gtattgaagg caatggcctg
  1823401 cggcatccgt tgcaagcttt actcgagctg gtgtgatacg gggctgggta gttataaagt
  1823461 tgggtagtta taaagttgag tggttataag gttaaatact tataagactg agtaatgata
  1823521 aggcccttac tggtgaactg ataacaggag agaacaaatg ctttggaagc gtgcagcgac
  1823581 attggaacag ctaaatcagc aaagccaggg atgcatggtt gggcatctgg ggattgagtt
  1823641 tacccgcttg tctgacgatg aactggaggc caccatgccc gtggatagcc gcacgactca
  1823701 gccttttggt ctactccatg gaggagcctc ggttgtattg gcggaatctc ttggctcaat
  1823761 ggccggctat ctgtgtaccg tggaggggca acaagtggtg gggttggaga tcaatgccaa
  1823821 ccacctcaaa tcagtacgct caggcaacgt cagaggctgc tgccgtgcta ttcatgtggg
  1823881 gcgtagtcat caggtctggc agattgagat ttttgatgag cagggacatc tgtgttgtac
  1823941 ttcccgctta acgatcgccg tattgacgcg ctaacgtcgt cattttttgc caatagcctc
  1824001 tgttctcctg tcagggttcc ccattgacct tggcaggctc aatcctcgtt ttgcgctcct
  1824061 ctctctatca ctggcactta tttctctatc actggcactt atctctgaaa cttaattcct
  1824121 gatttagcct cattccccag ctcaatattg agaatgcctg cgtgaggttt cctccatggc
  1824181 ggttttcagc taaagttaat acagaaatag gtattttcta tgaatgtttt aaaaccacag
  1824241 atgctgagga tgattggcct ctgacttagc aagggttttt agtattacca cgaaatttat
  1824301 cgatttattt catggtgata aaagagtgtt ttttctttta gacctccttg ggtatcgcag
  1824361 cctgcttctc ttgttgccac ctcattcgag gtcaaaacgg cacttttcct aatatccctg
  1824421 caaaacaaac ggttgaagtg ataattatta tcactaccat tgtgaataat ctgtgttgat
  1824481 ccatcaataa tcagccagca aattttcaac ctgaaaacgt ttaacctaat aacttttagc
  1824541 cggaaaagta acaactcatc gggtgataga gaaacataag gtagagcata tgcaacaaga
  1824601 atcagttggg acattttctc tcgacgataa tgactggcaa ggcgtgacga ttacggacag
  1824661 tgccgctgcg caaattacgc ggcttatgca acaagaccca caaataaaag ggttacagct
  1824721 cggcgtcaaa cagtccggtt gtgccggttt tgcctatgtt atggatatgg ctaaagagcc
  1824781 tgccagcgat gatctggttt ttgaacaggg tagcgccagg ctttacgtgc cattaaaagc
  1824841 gatgccgttt atcgacggga ccgaggtgga ttatgtccgc gaagggctaa accagatttt
  1824901 taaatttaat aatcctaaag ctcagcattc ctgcgggtgt ggcgagagtt ttggcgtttg
  1824961 agtgatgcaa actaaatgac acgaagcaat gtagaaattc cagatgatgt gcaggcttgg
  1825021 gtcagtgatg gtcggtataa agagggcttt tttacacact tggccaccga tgagctggca
  1825081 aagggcatca acgaagaggt cgtccgtgct atctcagcga aacgtaatga acctgagtgg
  1825141 atgcttgagt ttcgccttgg cgcttaccga agttggctcg agatggaaga acctcactgg
  1825201 ttgaaggccc attaccaagg tttggattac caagattaca gctattattc tgcgccatct
  1825261 tgtggcagct gtgatgataa ctgtgattcg cagcccggag ccgtgcagca atcctctgct
  1825321 gacgggagtg cgccaagcaa tgctaacgaa tacctgaccg cggaggtaga gtctgccttt
  1825381 gcccaattgg ggatcccggt acgagaaggg gctgaagtcg ccgttgatgc tatttttgac
  1825441 tcggtctcgg tagcaaccac ttatcgggaa aagctggcgg gccaggggat tcttttctgc
  1825501 tcattcggcg aggctattca ggaataccct gatttagtgc agaaatatct ggggtcggtg
  1825561 gttccggcta aagataactt ttttgccgcg ctaaatgctg cggttgcctc tgatggcacc
  1825621 tttgtgtatg taccaaaagg tgttcgctgc ccaatggagt tatccactta ttttcgtatc
  1825681 aatgcggcta aaaccgggca atttgagcga actatcctta tcgccgacga aggcagttat
  1825741 gtcagctata tcgaagggtg ctcggcaccc gtgcgcgaca gctatcagtt acatgcggca
  1825801 gtggttgaag tcattctgca caaaaatgca gaggtgaagt actccaccgt gcaaaactgg
  1825861 tttgcaggct ctgacagtac gggcggtatt ctgaacttcg tgaccaagcg tgcgttgtgt
  1825921 gaaggcgaag ggtcgaagat gtcatggacg caatcagaaa ccggctcagc gattacgtgg
  1825981 aaatacccca gtgtgatcct gcaaggggat aactctgtgg gggaattctt ctcggtggcg
  1826041 ctaaccaacg gttatcagca agcagatact ggcactaaaa tgattcatat tggcaaaaac
  1826101 accaaatcaa caattattgc caaaggtatc tctgctgggc acagccagaa tacctaccgt
  1826161 ggtttagtga agatcctgcc cggtgctgac aatgcccgca atttcacaca atgtgactct
  1826221 atgttgattg gcccagattc tggcgcccat acgttcccgt atgtggaagt cagaaataac
  1826281 acggcacagt tggaacatga agccacaaca tcaaaaattg gtgatgacca actgttctat
  1826341 tgcttgcagc gcggtatcag cgaagatgat gctatttcaa tgatcgtcaa cggtttttgt
  1826401 aaggatgtct tttccgagct accgctggaa tttgctgtcg aagcacaaaa attgttagcc
  1826461 attagtttgg agcacagtgt cggctgattg ttagctgagt aagtattcgc tgcatatacc
  1826521 taatagattt caacatgcag gaacgctgct tgcagcggcc tcgtcgagct gaggcccgcg
  1826581 gatgggatga gtaacgagag cgccaacccc cctgccgtct gaaagatgaa ggtataaata
  1826641 aagttttgcg tcacggcgca ccaaggaact ctatgttaag tattaagaat ttaaaagtta
  1826701 gcgttgaagg taatgaaatc ctcaaaggtt tagatctgga gatcaaaccg ggtgaagtac
  1826761 acgctatcat ggggccgaac ggctcaggga aaagtacttt atcagcggca ttggcagggc
  1826821 gtgaagagta tgaagtcacc gaaggtgaag tcacttttaa aggaaaagac ttactcgaac
  1826881 tcgcgccaga agatcgtgca ggggaaggtg tctttttggc tttccagtat ccggtagaaa
  1826941 tccccggtgt cagtaaccat ttcctcctgc aaacctcggt taatgccgtg cgtaaatatc
  1827001 gtcagcaggc gccattggac cgctttgatt tctctgattt tattgaagaa aaaattgcct
  1827061 tgctgaaaat gccagctgat ttgctgaccc gctcggtcaa tgtgggtttc tccggtggtg
  1827121 agaagaaacg taatgatatt ctgcagatgg ccgcattaga gccttcgttg tgtattctgg
  1827181 atgagacaga ttctgggttg gatattgatg cactgaaaat cgtggccaat ggcgttaact
  1827241 cactgcgcaa tgagaaccgc tcatttatta tcgttaccca ctaccaacgt attctggatt
  1827301 acgttaaacc tgatttcgtc catgtgttgt atcaggggcg gatcattaaa tcgggtgatt
  1827361 tcacgttagt gaaacagttg gaggagcaag gctatggctg gcttaccgac caacagtaac
  1827421 gttctggaaa gacagcggct agaacagcag cgacaagaac agcagcggat tgatgcatta
  1827481 aagcatttcg gtcagttgtt taagcagcgt cagatcgaac cctctgcgga tgcccgcgcc
  1827541 cattggcagc aggtgctgca actggggttc cccggcagta aacatgaaga ctggaaatac
  1827601 acgccgctgg agcgtttatt cgcgcatgaa ttcagttttc cccatgcgcc agatgtgaca
  1827661 acagcgcagt gcgatgcatt gtctctggta cccaatgcac accgtttggt tttcattaat
  1827721 ggccagtttt cgccgacgtt aagtgaccgt gagtgtggtc cttatcaatt aacgcatgcg
  1827781 gctgaaaatg tgccgttccc tacggccata caatcagagg tgtttttgca cctgacagaa
  1827841 agtttggcgc aggaacgttt gcatattcgg ttacctgtag gtcaacacag tgacaagtcc
  1827901 ttataccttc tgcatatcag ctcaggtaac gactcggata tggtgaatac cagccactct
  1827961 cgccatcatc tggtggttga ggcgaacgca caggctgaag ttatagagca ttttgtcagc
  1828021 ctcaatgaac aaccccattt taccggggcg cggctgacaa tcgcggtggg tgataacgct
  1828081 gaattgaatc attataagtt ggcgtttgaa acgccgaaga gttatcactt tgcccataac
  1828141 gatctggtct tggggcgtga tgcacgggcg cggagtcaca gtttcttgct gggggcgggg
  1828201 ctaacgcgcc ataacaccag cagccagtta aatggtgaag gttcgtcatt atcgatgaat
  1828261 agcctgctgc tgccggttgg gcgcgagatt tgtgataccc gaacttattt ggaacataac
  1828321 aaaggccact gcgaaagccg ccagttgcat aaagtcatgg tccgtgagcg gggcaaagct
  1828381 atttttaacg gcatgattaa agtcgctaaa catgcgctaa aaactgacgg gcagatgacc
  1828441 aacaacaatc tgctgttgag ccatttggct gaagtcgata ccaaacctca gttggaaatt
  1828501 tatgccgatg atgtgaaatg cagccacggt gccaccgttg ggcgtattga tgcggagcaa
  1828561 ctattttatc tgcaatcgcg cggtatcaat caggctgatg cacaacagat gattattttt
  1828621 gcatttgctg ctgaagtgac tgaagctatc cacaatgaag ccatccgtaa acaggtgtta
  1828681 gcacgtattg ctgagcgttt ggcgtgggag tctgtatgaa ttttcctatt gaacgtgtaa
  1828741 gagctgattt tccactgttg agccgccagg ttaatgggca gccgttggtt tatctggaca
  1828801 gcgcagccag tgcgcaaaaa cctcaggcgg tcattgacaa ggagcttcat ttttaccgtg
  1828861 atggttatgc ggccgttcat aggggcattc acagtttaag tgctgaagcg actcagcaga
  1828921 tggaagccgt acgcactcag gtggctgatt ttattcacgc cgcctccgca gaagaaatta
  1828981 tttttgtcag aggcaccact gaagcaatca atttggttgc taacagttat ggccgccatt
  1829041 tccttgccgc gggtgatagc attatcatta ccgaaatgga acaccatgcc aatattgtgc
  1829101 cttggcagat gttggcgcaa gatcttggtg ttgaaatccg tgtttggcca ctgacggcta
  1829161 ccggtgagtt ggagataacc gccctggcag cgttgattga tgacaccacg cgcttactgg
  1829221 cggtgactca ggtctccaac gtgttgggaa cggtaaaccc gattaaggat attgtggccc
  1829281 aggcaaaagc cgccggttta gtggtgttgg tggatggtgc gcaagcggtt atgcatcagc
  1829341 cagttgatgt tcaggcgttg ggctgcgatt tttatgtttt ctcagggcac aaactgtacg
  1829401 gcccatcggg tattgggatt ctgtacggca aaagtgcgtt gttacaacag atgccgccat
  1829461 gggaaggggg cggggcgatg atcaaaacag tcagtttgac gcaaggcact acgtttgctg
  1829521 acgccccttg gcgctttgag gctgggtcac ctaatactgc gggtatcatg gggcttggcg
  1829581 cggccattga ctatgtcact gaattggggc tcttgccgat ccaacagtat gagcaatcgc
  1829641 tgatgcatta cgcattggcg caactgagcc agattaagag cctgacactg tatggcccaa
  1829701 cagagcgtgc cggggttatt gccttcaatc tgggccagca ccatgcctat gatgtgggca
  1829761 gctttcttga ccaatacggt attgctattc gtacgggtca tcactgtgcg atgccgctga
  1829821 tggcattcta tcaggtaccg agtatgtgcc gtgcctcact ggcgctgtat aatacccgcg
  1829881 aggatgttga tcggttggtg gcaggattac agcgtatcga aaaattgctg gggtgagagt
  1829941 ctaagcaccc acaacaggca acaccaaagc cgactattct ttcagcagtc ggcttttatt
  1830001 ttttacgtat tcaggaaata tgctatggct ggtttgccag atagagataa attaattcgt
  1830061 aacttttccc gctgtttaaa ttgggaagaa aaatacctgt acatcattga actcggcggg
  1830121 cagttagccc cgttgaccga acaacagcgc cacccagaga atctgatctc cggttgccag
  1830181 agtcaggtct ggatcgcgat gacattgtct gctgaaggcc atgtgatatt tgccggcgat
  1830241 agcgatgctg ctatcgttaa aggtctggtc gccgtggtat tcatccttta tcacgattta
  1830301 acacctcaac agataatctc tctggatgtg cgtccattct ttgctgattt agcgcttagc
  1830361 cagcatttga caccttcacg ctcacaaggt ctggaggcga tgatccgcgc cattcgcact
  1830421 aaagttgcca atttatcagc gcattgatac aggctaatat tttgctcttt aattattggg
  1830481 ctctgaccat ttttgcgttg tgagtcacag tattaaaatg gtgagatttc agcagcttaa
  1830541 atcggcgctt atgctaaaaa aactacaata cattactttg taacacattg atttttagag
  1830601 aaataaattg cctttataat aagggctgtt actatacatt tgccttatta ttggctgcta
  1830661 aaattaacgt agatagccgt gtaaaccgaa tttgaagaag tgatgtagga actaagcatg
  1830721 aaacgtgcat taactttgat tggtatgtta tttgcaactt gtctggcagg tagtcttact
  1830781 gctgccaatg cgaacgagta cccactgccg cccgctaata gtcgcttaat tggcgaaaat
  1830841 acaaccttta ctgttccaaa tgatggtcgc cctttggagg ccattgcagc cgactacaag
  1830901 attggcctgt tgggtatgct ggaagcaaac ccagggactg atccctattt gccattaccg
  1830961 gggtcagtac tgactattcc gaaccagatg ttgctgcctg acaccccacg ggaaggtatc
  1831021 gttatcaacc tggctgaact gcgcctttat tattacccta aaggtcagaa caaagtgatt
  1831081 gtttatccca tcggcattgg tcagttaggg cgtgatacac ccactatggt tacctctatc
  1831141 agccagaaga tccctaaccc aacttggacg ccaaccgcga acatccgtaa aaactatttg
  1831201 gcagaaggta tcaccttgcc atcagtggtt ccggccggtc ctgacaaccc tatggggcag
  1831261 tttgctctgc gtctgtccgc aggaaggggg gagtacctta tccatggtac taacgccgac
  1831321 ttcggtatcg gtctacgtgt cagctctggc tgtattcgtt tacgtccaga tgacattgaa
  1831381 gcactgttca actcagttcc taaaggcact cgcgtacaaa tcattaacga acccgttaaa
  1831441 tatgccgttg aacctgatgg taaacgttac gttgaagttc atcagccgtt gtcccgtgta
  1831501 gacagtgatg atccacaaac gatgccaatc gcgatcggca gtggcttgca gaagttcatc
  1831561 aacgatagcc agacggatgc taaagcggtt caggatgcga ttgtacgccg ttctggtatg
  1831621 ccaaccatcg ttactgtggg tgaagcttct actcagcaag cgccaacgcc tgtagcgtct
  1831681 caggatgagc aacaggcaca ggctgaagca ctactgtcaa cgacggatga aaagtgatcc
  1831741 acttatatct ccaccaacgg cccaatattg atccaccgtt ttactcagga ttagcttctg
  1831801 ctataacccc ggcctttcgt ttctgtctga gtcgatagct ttctcctttg atttgaacga
  1831861 catgtgagtg gtgtaagata cggtccagca tcgctgaggt cagtgctgca tcaccggcga
  1831921 acgtttgatc ccactgcccg aacggcagat tggatgtcag gatcattgcg ctcttttcgt
  1831981 aacgtttagc gatgacctgg aagaacagct ttgcttcttc ctgactgaac ggcagatagc
  1832041 ctatttcatc aatgatgagc aggcgggggg ccattactcc acgctgaagc gtcgttttat
  1832101 aacggccctg acgttgtgcc gtagataact gaagtaacag atctgctgct gttgtgaagc
  1832161 gaactttgat acctgcacgg actgcttcat agcccatcgc tattgccaga tgggttttcc
  1832221 ccacacctga tggccccagt aatacgatat tttcattacg ttctatgaag ctgagtgagc
  1832281 gtaacgactg gagttgcttc tgcggtgctc cggtggcgaa tgtgaagtca tactcttcga
  1832341 acgttttcac cgccgggaag gctgccattc gggtatacat cgcctgttta cgttgatgac
  1832401 gtgccagttt ttcttcatga agcagatgct ccaggaagtc catataactc cattcctggt
  1832461 ctactgcctg ttgtgacagc gcaggcgctg cgcttataag gctttccagt tgcaactgcc
  1832521 cggcgagcgc catcagtcgt tgatgttgca gttccatcat cacgccactc ctctgcagaa
  1832581 tgagtcgtag atggagagtg gatgatgcag ggggtgtttg tcgaagttca ccagattttc
  1832641 atcaagatgc acgtcatact cttttttctc cggaggcagt gccagcatgg actgctgctc
  1832701 ttcgagccag cgatcgcagg gacgggcctg gattgtttca tgctttcgtt ggttagcgac
  1832761 atcgtgcagc cagcgcagac cgtggcggtt ggctgtttca acatcgacag tgatccccat
  1832821 cgggcgcagg cgagtcatta gtgggatgta aaaacctgtt acgggtgtac tgcaccatcc
  1832881 gttccacctt acctttagtc tgtgcccgaa ggggcgacac agtcggggga gaagcccatc
  1832941 tccttgccga actgccacag cgaaggatgg aaccggtgct gaccggtctg atatgcgtca
  1833001 cgttgcagaa ccacagtttt catattgtca tacaacactt cgcgcggcac accaccaaag
  1833061 aagcggaacg cattacgatg gcaggtctcc agcgtgtcat aacgcatatt gtcagtgaat
  1833121 tcgatgtaca gcattcggct gtatccgaga acagcaacga acacgtgaag cggtgagcga
  1833181 ccattacgca tagtgcccca gtcaacctgc atctgtcgtc cgggttcagt ttcgaaccga
  1833241 acggcaggct cctgctcctg aggaaccgag agagaacgaa tgaatgccct gagaatggtc
  1833301 attccgccac gatatccctg gtctctgatc tcgcgagcga ttaccgttgc cgggattttg
  1833361 taaggatgag catcggcgat gcgttgacga atataatccc ggtattcatc caggagtgaa
  1833421 gcaacagcag gtcgcggcgt atattttggc ggctcagatt ttgcctgcaa ataacgttta
  1833481 acggtattgc gggagatccc cagttctctg gcaatcgccc ggctactcat tccctgcttg
  1833541 tgcaggattt taatttccat aactgtctca aaagtgacca taaactctcc tgaatcagga
  1833601 gagcagatta ccccctggat ctgatttcag gcgttgggtg tggatcacta ttgcaccgtt
  1833661 cgttacaact acaaccgaca gaagagtcag tgatgcctaa gctggttcag cccggcccgg
  1833721 tttattcaga aaataactaa tcacttgtct gtgctttacc gtggtggaga tccatcgtgg
  1833781 taaagccaga attgtattcc gcgctttaga ggcttgtcgt tgtgaaagtc agaatattaa
  1833841 agccagtgcg agaagttatc atcgaaatag acgtgttcat caaaatataa gcaagcatgc
  1833901 ggtaccaggt caacctgggg gtgtttgtca gtgttgagtc gcagttggtc attattgagt
  1833961 agtcgtggtc agcatgagta tggaagaggg agtgacatca aggagagcga ttgtcagacg
  1834021 ttcatttctg tacgacaaac atttccgtag ggcaaataaa tatcctccgg catagccgga
  1834081 ggtttttcat atgcgcctat aaggctctgt taccagccgc gccctaacag gcgcatcgcg
  1834141 atctgacatt tgcatctatg gattacttac ggcccgtaaa cgggctaccg ggatacggga
  1834201 tcgagagttg ctcacccatt ttatcctctt ccaattggtg ctttatgtat tcttgtatcc
  1834261 tggccgtgtt tttccctacc gtatcaacgt aataccctcg acaccaaaac tccctgttac
  1834321 ggtatttgaa cttcaaatcg ccaaactgct cataaagcat cagactgctc tttcccttca
  1834381 ggtaccccat aaatcccgag acactcatct tgggcgggat ctccagaagc atatggatgt
  1834441 gatccacaca gtattctgct tccaggatat tcacgttttt ccattcgcac agttttctta
  1834501 aaatactgcc aatcgctctg cgtttttccc tgtagaacac ctgccttcgg tacttcggcg
  1834561 caaaaactat atgatattta cagttccatc gggtgtgcgc taagctcttt tcatccctca
  1834621 ttgggacccc cttttgattt cttgttgaac atttgcagtt gccagaccgc aaactgtttt
  1834681 aacaaatcaa aaggggtttt tataactgac ccaaagctga aagctttact gaacccccag
  1834741 cctagctggg ggttttctgg gcacaaaaaa atggcgcaca atgtgcgcca tttttcattc
  1834801 aggaagtaat attacttctt gtaagcttga gcttggttgt caagacgttg gttagcacgt
  1834861 gctgcatcgt ctttagctgc ttgaacgtca gcgcgcactg cgttcacgtc gttgctcagt
  1834921 tgatcaactt tagcgttcag agtctgaacg tcagaagaca gttgatcgat tttagcattg
  1834981 cttgaacaac cagccagcat tgtagaagcc agaattaccg cgcccagtac aagtttagta
  1835041 cgattcatta ttaacaccct ctagattaag ttaatctcca tgtagcctta caagtattac
  1835101 acaaagtttt ttcgaaagag aataaaattt tagtattaag agggtttatt ttgctcgtta
  1835161 gctcaaagaa tcatcttgct ttaaaaaaaa gttaaaaaaa cgagacaaaa cagccgggtt
  1835221 ctatgggact agtcttattt gtaaggtgcg ctatagcggg attaggataa agtaaaattt
  1835281 tttcagaaag tttattaggc aagctttaaa aaagaaaacg ccgctataga gagcggcgtt
  1835341 ttaattattg aacaataacg cgttggaatt ataacacgtg tactgaagag gtattggtcg
  1835401 taccgcttgg taccaaggca cctgaaacca tgatgaccac gtcgcctttc tgtgccaggc
  1835461 cgctcgccag agccgcttct ttaccgagac ggtagaaatc atcggttgag gcgatttcgt
  1835521 ctaccaactg agtgattacg cctttagtca gaattaactg atgggctgtc atttcattgg
  1835581 tcgtcagtgc cagaatggtc gcagtaggga agtatttacg gacagatttt gcagatttac
  1835641 cccccccggt tgcgaccaca atcactttgg cttccagttt ttctgcggtt tcaacagcac
  1835701 cacggcaaac ggcttcagtg attcgcattt tacggttgtc gttcagtgac tcaatgcggc
  1835761 taggcataac acggtctgta cgctcacaga tggtcgccat gatggtgaca gactctaatg
  1835821 ggtacttacc cttagcactt tcgccggaca gcatgaccgc gtcggtaccg tcaaggatgg
  1835881 cgtttgcaac gtcaccggct tctgcgcggg taggacgtgg gtttttgatc atggaatcga
  1835941 gcatttgagt tgcagtaata acaactttac gtgcgcggtt acatttctcg atcatcatct
  1836001 tctgcgcgaa gatgacttct tcgacaggga tctcaacacc taagtcacca cgggcaacca
  1836061 tgataccgtc agaggcttcc aggatttcgt cgaagttatt cagaccttcc tgattttcga
  1836121 ttttagagat gatctggata tgttcgccac cgtgtgcttt caggtgttca cgaatttcca
  1836181 gtacatcaga acgtttacgg ataaaggagg cggcaacgaa atcaacgcct tgttcgcaac
  1836241 cgaagatcag gtcgccttta tctttttctg ctaatgcggg cagttggatc gacacgcctg
  1836301 gcaggttaac gcctttgttt tcacccaaat caccactgtt caagacttta cagacaacgg
  1836361 tgtgttcagt gacttcaatg acttccatac cgatcaagcc atcgtcaacc agaacagtgt
  1836421 taccaatttt caggtcagcg gcgaagcctg ggtaggtgac tgcaacaatt ttgtcgttac
  1836481 cgacaacgct ttgatcagtc gtgaacgtga aggtctgacc tgcaaccagc gcagcatctt
  1836541 tgccgccttc cagtttcatg gtccggattt cagggccttt agtatccagc aaaatcgcgg
  1836601 cttttttgcc tgtttttgcc attacagccc ggaggttttt gatacgttga ccgtgctctg
  1836661 catagtcacc gtgagagaag tttaaacgca taacgttcat gccagcattc agcaggtttg
  1836721 tcagcatttc ttcggattcg gtttttggac cgatagtaca aacaatttta gtctttttca
  1836781 tgacggattt tttctacaag ttgtgatgga taaaaagtga aagttccgtt atttacaaca
  1836841 acggagtggt atctgattgg tgttgggtgt agcgaaacgt gaccaagaaa taaaacatta
  1836901 ctaaggatag atgacagtgg tggaagttga gcggaaaatt ttagcgcgag actcagcgca
  1836961 tgatcagagc acgatggcat aaatgagagt tgtatttttt ttagcgtatc ggataatcaa
  1837021 aatgctgaaa ccattcaact gaaacgacgg tccgtattat aagcggtaag tgacgggaaa
  1837081 tgaaatagaa aacaggagct cattgccgtt ttttgtaaaa agtagggatt aatgacgcaa
  1837141 acgcagagat taaatcttaa tttgttgcgc aagttgtttg tttgttgatt tttttgacag
  1837201 taaatagggg gcacttaaac attccagctc acttatggcg cgccactgcg gcaggtgaac
  1837261 attatcaata gacgactcga atcagtaaga aatcaaccaa tagtcaggaa ctgacaaagg
  1837321 aaaaatagag gaggactaca ggagagagaa aagaaatggt gcgttctaat ggactcgaac
  1837381 catcgacccc caccatgtca aggtggtgct ctaaccaact gagctacgga cgcacataat
  1837441 tctttctggt aaaacagcta tcacattaga ctgactaccg tgcaataaaa agtggtgcgt
  1837501 ccgaatggac tcgaaccatc gacccccacc atgtcaaggt ggtgctctaa ccaactgagc
  1837561 tacggacgca tctattattg cctactatca acggtgacag cggggacgaa tactaacggg
  1837621 ctgcccgtct gctggcaaga ggaaaaacgc aatatttatt gtaaactcac gtaatcgctg
  1837681 tgcttttatc cattacgctg ttttttcatc cagatgttgt tggggagact cccttttatt
  1837741 tgagactaac cgcgcgaagc ccctacaggt gttttatggc ggagcggggg gtagccccac
  1837801 tccacgataa gctaatgggc tgcccgttgc agaataaacg cagtaggttg tttttgtagc
  1837861 caacggatac gcagcaccat cagaatagcc gcagccgtca gaccgataat gaaacctatc
  1837921 cagaaaccag caggccccat cgcagggagg atataatcgg tcaagcccag aaggtagccg
  1837981 ctgggtaacc cgagaagcca atacgcggta aacgtaataa agaaaatgga gcgcgtatct
  1838041 ttatagcccc gcaagacacc actcccaata acctgaacgg catcagacaa ctgataaagt
  1838101 gccgccagca acatcagatg ggacgccatg gtaaccactt caggtgtctt gttatacaac
  1838161 aacgcaatat gttcacggaa aacaatggta aacacagcgg taacgctggc cagcaataaa
  1838221 ccaaccgcca tgctggtata ggctgcaacc tgagcctgtt ccaccgcccc ttgtccgaga
  1838281 cgaaacccga cacgaattgt cgctgctaca ctcagtgaca tgggtaacat aaacatcaat
  1838341 gaactgaagt tgagggcaat ctggtgtccg gcaacagcaa caatacccag tggcgatacc
  1838401 aatagggcga cgacggcgaa cagcgtgacc tcgaaaaaaa gggccaaggc gacgggcaag
  1838461 ccaaggccac ttaaacgctt cattacctgc caatcgggcg cggcaaatcc tttttccagt
  1838521 ttgatatcct gttgagaacg ggcgcgcgtt acgtaccatc tcatcatcag gaacatcacc
  1838581 caataaacag aggctgttgc caccccgcag cctacgccac ctaaggccgg cgcgccaaat
  1838641 ttcccataga taaaaatgta gttaatcggg atgttaacca gcaggccaac aaacccgata
  1838701 accattcccg gtttagtctt ggatagccct tcacactgat ttctcagaac ttggaagaac
  1838761 agataaccgg gcacacccca catgatagca tgcagaaaac ccacggcttt ctgcgccagc
  1838821 acggggtcaa tattatccat ttgtttaata acgtggtcac tattatagag caccagcata
  1838881 attaacacgg aaacacagag tgccagccaa aacccttgcc tgacttggtg ggcaatctgg
  1838941 ctacggcgcc ctgaaccatt aagttgggcg acagtcggcg ttagtgcgag taacaagccg
  1839001 tgtccgaata aaatagcggg tagccagata gacgtgccta ccgccaccgc tgccatgtct
  1839061 gttgcactga cagagccggc catgatcgtg tcaacaacac ccatagcggt ttgagacagt
  1839121 tgcgcgatga caacgggaat agcgagagcc aacaagctac gcgcttcaac tatatacttc
  1839181 tgcacgtatg caccttttta attatgtttt aaatcatgac ggtttatcat caggcgatga
  1839241 taaataaaat agtgggaaag caataaaata ttgtacctgc tcaccgaggt taagcaatcc
  1839301 ttgtcattaa atatcaacca aataccctga atagtctttt ttactctaag tggtttggtt
  1839361 ttcctgattt tatgaggcaa aattgacaca gataatattt ctttctacag ataacttata
  1839421 agaggcatgg cgtatgttta ccggtattgt tcaaggcacc gggcttgtgg tggccatcga
  1839481 agaaaaatct aatttccgca cgcatgttgt agagctgcct attgatatgc tgcctgagtt
  1839541 ggcattgggg gcgtcagttg ctcacaatgg atgctgcctc accgtgacac atattgaggg
  1839601 caatcgtgtc agttttgatt tgatgaagga aacattacgc ctcactaact taggggatat
  1839661 aaacgttggt gataaggtta atctagagag ggcggctaaa ttcagcgatg aaattggtgg
  1839721 tcatcttatg tccggtcata ttatctgtac tgcagagatt gctaaaatat acacatcaga
  1839781 aaataaccgt cagatttggt ttcgtatgcc cagcgaagat ctaatgaaat atgtgttaca
  1839841 taaaggtttt attggtattg atggcatcag cctgacaatc ggcgaggtgg tgggtaatcg
  1839901 tttctgtgtt catctcattc cagaaacgtt gtctcgaacc acactgggta aaaagcggtt
  1839961 agggcaccgg gttaatatcg agatagatcc gcagacccaa gcggtggttg atactgttga
  1840021 acgggtattg gcgcagcgca atatagctaa cgcggcgtta gtggacgaaa aattcgtacg
  1840081 ggtgtcataa cctacaaaaa ataagacagg ggtttttatc cccctgtctc ctatctgagg
  1840141 ttagcgaggg acgcgaatcc ccccattcac accatttgga ctgaatagta cttgccacaa
  1840201 ctgaatgtct ctggcgcgaa atgcgcccgc gcaggcatta agataatagc taaacatccg
  1840261 ttcaaaccgt tgtgagtaat tcgcagacag atttggccac gctgcctgga aacgctcata
  1840321 ccatgccatc aatgttcggt cataatccgc gccaaaatta tgccagtctt ccatgacaaa
  1840381 atacggttca ctagcctgag caatatgttg cactgacggc agacaaccat tggggaagat
  1840441 atatttattg atccaggggt cgacgttcat attggtgcgg ttagcgccga tggtgtgcag
  1840501 caagaacaat ccatccggtt ttaaattacg gtttaccacc ttaaaataag tggagtagtt
  1840561 cttgggcccc acatgttcga acatgccgac agaaacaatg cggtcaaatt gctcattcaa
  1840621 gtcacggtaa tcctgcaata aaatgctgac atcaaggcct tcacaccgct gttgtgctag
  1840681 tttttgttgt tcaacagaaa tagtcacacc cgagactgac accccgaaat gtctggcggc
  1840741 ataagcagca agcccccccc agccacaacc gatatccaac agcttcatgc ctggcgctaa
  1840801 ttgcaatttc tcgcaaatca tttgcagttt atgttcttgc gcctgttcaa ggctggtggc
  1840861 ttctttccag taggcgcaag aatattgcat attcgggtca agtatttgag taaagagatc
  1840921 attacctaag tcataatgct ctttgccaac aatcaaggct cttctctttg attgtaaatt
  1840981 gatgacacgg gcggcagcga tacgcaaagt atctttgaaa tggcgtggga gtttatgttc
  1841041 cagacccgcc tgaagaacgc gctggaagaa tatatccaga cgatcgcact cccaccagcc
  1841101 atccatataa ctctcaccta atgccaaaga tcctccttgt agcacccgtt taaaaaagtc
  1841161 tgggttgttg acccgaatat cgaaagggcg tgaaccattg atttcaatat cagcttggtt
  1841221 cagcatgtct tgcacaatgc ggaaccatgg gctttcttga acactctgat cttctataca
  1841281 ggatgaactc atagcttctc catcactttc ttctgactta tgatccgcgg ttcagtgtta
  1841341 gctacgcaga tgcataccaa taaggttttg ttaccctggt gtctgatatc cgttatggat
  1841401 ataccctaca tatttgacgt tgcgggtgag taaattcgct acctacctgc aacacttatg
  1841461 attttgggta atagaggaag attaagaaga aaccctaatt acgctttagt ttagggtgac
  1841521 tcatccttaa gcgtaaatgt gacacaatcc acgcgcacag aagaaacctc aaataatatt
  1841581 tttttaagtg atattatagc tggttaaaat gagtataggc tggcctgggc gctttctcaa
  1841641 taataaattg ttcccggcca gtgtgtatct tagtgactat ttcccaaggg aattatgtgt
  1841701 tgggctatat acccgtcata caccaagctg catatctgct ggctgctttc caaccactcg
  1841761 actcattttg gttatggtgt ccgagtcatc aatctggttt tgtctttacg taacgcgtaa
  1841821 caatggatgc cgtaacccaa agccgccaaa actaccgtca atagcatcac tgtcactgtc
  1841881 gccaagagcg gctggctgat ataggccgat accaacatac tggccacaaa gcacaaaccg
  1841941 agttgcaggg tattctgcaa ggccgccgct ttgccggtat tgtctggaaa cggcattaat
  1842001 gcattcgcta cgataatagg gtagcaggca ccattcacaa gcgccattaa gcagaaaggg
  1842061 ataagcaacg tgagcaatga tggcgttgtt aaggtggcga tcaagtacag ggcaatcatg
  1842121 ctgccagcat agcccactaa cagccagggt agcagggtgt tcccttttat gtgggcaagt
  1842181 gcactgcggc aaccaaatcc accaagcaga aaagccagcg tctgtgggac ataactcaag
  1842241 ccaataacat ttgggctgta ccccatattt tccagaatga aaggtgaacc cgttagccaa
  1842301 gcaaagaagc cagcactaca ggcagcaaag atcatgacgt tgccactgaa tgtgggtgat
  1842361 tggagcagtt gccagaaact caccgtgttt ttaggttgat cgctgttatc ggcgcgtgct
  1842421 tttttccttt cttgcagcac cattgtcggg atcagtaaga gcagtgtaat ggctaataga
  1842481 actacaaaaa ttgaccgcca actgaagtgg ttcagtaacc aggcacctaa taacggcgct
  1842541 aatgcgggtg ataaggcaac cagcggcatt atggtggcaa acacgcggtt ggccttcccg
  1842601 tcgcgatagc ggtctaccac taaagcctgc cagctcaccg ccgctgaaca gacgcccacg
  1842661 gcttgtatga agcgtagaac caacaattga gtggcatttt caacccataa catccctaag
  1842721 caaccgatgg caaataaccc caaacccgct aacaggacag gcttgcggcc caatttgtct
  1842781 gaaaggggcc cccagataag ctgtgctatg gcaaaaccgg ccagaaaaat acttaaactg
  1842841 gcgctgatgg caccggcggt ggtttgcagt tcgcgttgca ttgcaccgaa ggcggggaga
  1842901 tacatgtctg tggccaaata acccagcata ctcaggccgg ccagatagaa catgaaactg
  1842961 gatgacgttt tcattcttta tttctctttt atcataattg tgcaggtaaa ttatttgtgt
  1843021 agtaaaaggg tgctacagaa tacggttatt gtcgttactg attattgttg caaatgttat
  1843081 tgttacaaag gttactgtta aagatggtta ttatcagcag ttttagctat caaaaatgat
  1843141 cgtagggaaa tcgttgcggg gcgcattcta tccaatggca tcttctgttg tgaaacggta
  1843201 atatttgcaa ggtgctgtta aaaattttga tggcaagatg agcaggctaa aaggtaggca
  1843261 gtaatgtggt cagaatattc tctggatgtg gtcgatgcgg tcgcacgcac tggcagcttt
  1843321 agtgcggcag cacaagaatt gcaccgtgtg ccttcagcgg tgagttatac cgttcggcaa
  1843381 ttagaagact ggcttgcggt tcctctgttt gaacgacgtc atcgtgatgt ggaactgacg
  1843441 gaggcgggtg tcgtttttct taaagaagcc cgcgatgtta tcaaaaaaat gaatgacacg
  1843501 cgtcgtcagt gccagcaagt tgcgaatggc tggcgcgggc agttaaacat tgtggtagat
  1843561 aaaatcgtca aacctcagcg cagccgccgt ttagtgttag atttttaccg tcattttcct
  1843621 gatgttgaat tacgtgtgcg ttatgaggtt tttaatgggg tttgggatgc actgagcgat
  1843681 ggccgtgcgg atattgccat aggggcgacc cgtgccatcc cagtgggtgg gcgttttgtc
  1843741 tttcgtgata tgggctttct tagctggcta tgcgttgtga gtgtcgatca cccattagcg
  1843801 ttactatcag ggccgttaag cgatgaacaa ttgcggcctt atccctcact ttgtctggaa
  1843861 gacacggcac tcaatttacc caagcgggat acatggacgc tagataacca gcaacgattg
  1843921 gttgcaccgg attggtcaac aggaatcgat tgtttgtgtg cgggactgtg tatgggcatg
  1843981 gtgcccgccc atatggtatc gcccttgatt gcacagggaa aattagcggc gatcacgttg
  1844041 gcagagccgt tacccgatag cccgtgctgt ctgacatggg agcagaataa tcactctccc
  1844101 gcactggctt ggttacttga ttatctaggt gacagtgtca cgctaaatac tgagtggtta
  1844161 agggatgata gccagcaatt gatagcaaac aattgatagc caaccatcga tagcaaataa
  1844221 ccgcagggaa tgcggttatc cgaatcgggc cggcagtgct gaatacgacc ggccaaggca
  1844281 agcatcaacg gcgataatca cggaaagggc catcagcaac ggaacgacgc tccaccagtt
  1844341 tagggtgtac ctctatggtc tgcggatctt cacgcttact gacaatgcgg tccagcaaca
  1844401 tggcaaaggc ggtttcgcct aatctctctt taggttgatg gatagtggtc agtgctggtg
  1844461 agaagtagcg cgcgttacgc acattatcat acccgatcac cgaaatatct tgtggtaccc
  1844521 gcaggcccag ttcgtcggcg gcacagattg cgcccatcgc catgatatcg ccgccacaga
  1844581 acaccgccgt tgggcgatgt ttttgtgtca gaatttgatg catagcttta taaccggatt
  1844641 ctggctcaaa atcgccctga acaatccact cttcacgaac agggatattg gcttcttcca
  1844701 aggctttaag gaagccttga tgacggccac cgccggtatt acgcgccaac tggccgggta
  1844761 tcgcaccaat atcacgatgc ccgcgttcaa tcagataacg gcccgctaaa tagcctcctt
  1844821 cgaaggcgtt atcaatgata gagtcagtaa aatcgccacg ggcagtcccc cagtccatca
  1844881 cgaccatagg aatattgcga taatcctcta gcatccccag cagttgatct ggatattcgg
  1844941 agcacatcac caataaacca tcgacacgct tttgtgccaa catcgccaga taggcttttt
  1845001 gtttatccag attattatga gaattacata aaatcagcgt gtaacctttg ctatagcagc
  1845061 tattttctac cgcttcgatc acctcagcaa aatagggcgc ttcactggac gttgccagca
  1845121 aaccaatcga cttggtgtga ttcactttca aactgcgggc gacagcactg ggtgaataat
  1845181 gcagctcttt aatggcggcc cacacggcag ccttcgtatt ttcggcgacg aaacgagtct
  1845241 tgttgataac gtgcgaaacg gtggttgtgg acacacctgc gtgtttggcc acatctttaa
  1845301 tcgttgccat aaaaagaatg actcctaaac tgaccggctg aaacaggtca gtatcatgtt
  1845361 aatcgtttgc ctgcgttacc cgcaaaccac tcagacagaa acaagatagt cggttggata
  1845421 gtcgtgtcag cgggttgtcc gagagtattt attggatgtt attagtcggt acgcagtgat
  1845481 gaactgcgaa ttttggctga tttggaggaa aagtgaaagg ggtaatctac gttataaagt
  1845541 gcgtaatgag cacaagattt tttttcttat ctgtgggaaa atcattccac acactaatta
  1845601 tgtgcctttt tcctactaaa aattaaccgg ctaaggagct tttatggata ccaatttgaa
  1845661 aatgtcgttg attacgaccg ttggtgcgct ggcgatgatc attatattta gcttcgtggc
  1845721 ggtgatgaat taagtcaacc gttgctggtg aatggtaata ataagggcgg ttaaaccgcc
  1845781 cttatttatg ttatcgatgt agcttgtata cggttactgc ttactcttca cgactctcag
  1845841 tctaggtttt tctcagcgaa agaccagtta actactgccc agaaattctc cagatatttt
  1845901 ggtcgcgcat tacggtaatc aatatagtaa gcatgttccc acacatcgac ggtcaacagg
  1845961 ggtttatctg ttgttgtcag cggtgttcct gcgttagaag tactgacaat cgccaatgtc
  1846021 ccatccgctt ttttaacgag ccacgtccaa ccagcgccaa agtttttcac ggcagcatca
  1846081 gtaaattgcg ctttaaattc agcaaatgag ccaaaagact tattaatggc ctcggcgatt
  1846141 tttccagtag gttcaccgcc tccatttggc gacaggcaat gccagtagaa ggtatggttc
  1846201 caaacttggg ccgcattatt aaacacaccg ccattggcgg ttttcacgat ctcttccagt
  1846261 gatttgcctg caaactcagt atctttaatc agattattga ggttgatcac ataggtgttg
  1846321 tggtgcttac cataatggta ttccagcgtt tcggcagaga tgtggggttc cagcgcattt
  1846381 tgcgcgtaag gtaatgcagg taattcaaaa gacatagctc tctcctttcg ggggtgctca
  1846441 gggtgtttgc tcttcaaatc ctatccacca ttgttgagag gtgtggggtg aagagcggtt
  1846501 aaaaacggta tttttatatt tttgttgtaa gtactaatct tagcaatttc taccaggggt
  1846561 aactgatata accatacagt taaatggggt attgatcgag ggggagggtg ccactgcctt
  1846621 gatgccattg atgtgttatt gaacaagatc acctggtcgt taaaccggat cgtcagttag
  1846681 ggctagaggt ttttactggc agattttttt actcgcgaat atttttacta acaaatattt
  1846741 ttgataacaa agtttttaat aacaaatagt ttttaataac aaacagtttt tactaacgaa
  1846801 tagttttagg tgtgacgacg cggcgtgcgc cgacatagtg ctcttgccag taatcattat
  1846861 tcaacatact gatacgaatt tcctcaccgg tacgaggaga ctgaataaat ttaccattac
  1846921 ctaaatagac accaacatgg tctgcgacac cgcgattggc gatcttgaag aagactaaat
  1846981 caccactttc caattccgtg cgcttaacgg gagcggcatc acgtaagtga tacatttcat
  1847041 tagcggttcg tggcattttt attttgacga catctttgta agcgtaataa ataagcccgc
  1847101 tgcaatcgaa accggtgtta ggggaactgc caccccagcg gtaaggctta ccaacttgct
  1847161 tcatcagttt gctcatcgcg gtctgtttcg ctttttggta acgcttcttg tgtgctgggc
  1847221 tgagcttaag tttgttgttt gctgccaact cggtactggc cttaccttgc gctttatttc
  1847281 gctgccgccc atacggtgtt ttggctgttc ttatgcttga tgtccttttc ttattagctg
  1847341 cagttttact ttcagttgtc cgactgctgt ttattttatt gcgaacgact ttgttggtac
  1847401 ttgtcttatt gttgcctgtt ttacgaggct cagttgtctt cttactgaca gggcctttcg
  1847461 tggtagcgat tttacttctc tttgtacttt tatctgcttt gcgcttttta cgatcatcag
  1847521 gactggcctg gctaacatgc ccctttttct gttcaacaga cgaatgagct tgcggtgacg
  1847581 catgcgccaa atttaaaaat agctgggtaa acagcagcac aaacagcgta agcattaaac
  1847641 gcataataac gctacccacc ttggccctga aacgaatatg aagagtgaca gtattgccga
  1847701 aactcacgat ataacaaagc agagagctat aggattttag tcgatattgt gagaaaacat
  1847761 taatggcgtt gccattgttg ttttttcact ctgagagtga acttaaatcg accatccgtc
  1847821 aacgggttaa tcgacgagca tggacgcagc cccagagaga agataatagt gaggggatgg
  1847881 gatcaaaaat gttattatta aggtacatat ttgtagctga cgcgatatcc attatctcga
  1847941 cgagtaaaat ccatgcaaaa gatggcgttt tattcctgtc gtgacagtcg ctacaatagg
  1848001 ccggatacga taaataaaat gcgattgctt tgagcaaaag gcaatacacg ttgtagccat
  1848061 aatatggctt gaggaagcaa gaaatgacga cgattgataa aattcagcgc cagataacag
  1848121 aaaacccgat cctgctttat atgaagggtt cacctaagtt gccaaactgc ggtttctctg
  1848181 ctcaggctgt acaggcactg tctgcttgtg gtgagcgctt tgcttatgtt gatattttgc
  1848241 aaaacccaga tatccgtgct gagttgccaa aatatgcgaa ctggccgacg tttccacaac
  1848301 tgtgggttga cggtgagctg gttggcggtt gcgatatttt gatggaaatg tatcagcgtg
  1848361 gcgaactaca aacgttattg aaagaaacgg ctgataaata tcgctcacaa gaagatcagc
  1848421 ctgccgcaga gtaatttgtg tcagtcggcc aatacgatga gctaagtcag tatgaatggt
  1848481 tgatcgatat gacaaaccga aatgtgataa ataagaaggt ggcgtaatgg ccacctcaga
  1848541 ctgctgacaa accccgatga cgcgatcttg aacggtgagg ataggcagag gagtaaagcg
  1848601 tccgcgccaa ggatggcgcg gttcgagcct acatggatgt atttacggcg tctttacgat
  1848661 ctgcctgttc tctccgtcgc gggcactttg tcaataacct caggtggcgt aatggccacc
  1848721 ttttttaatt acaagggctg tgttaccccg attctgccgc tggcaacggc cagccaccca
  1848781 gttttttcca gcgattaacc aactcacaaa atagtttcgc cgtttgcagg gtgtcgtaca
  1848841 atgcagagtg cgcctgacta ctgtcaaacg ggatacctgc ggccaggcaa gcttttgcca
  1848901 gcacggtttg ccccaatacc aacccactga gagcggcggt atcgaaagtg gcaaacgggt
  1848961 ggaacgggtt ccgcttcaag ctggcacgtt cagcggcagc cataacaaag ctgtgatcaa
  1849021 aattggcatt gtgtgccacg attatggccc ggttacagcc tttatctttg attcccttac
  1849081 gcacggcttt aaaaatggca tgcaaggcat catgttcgct gacggcaccg cgtagaggat
  1849141 ttgttggatc gatcccatta aaggccagcg cctctggctg caggttggca ccttcgaaag
  1849201 gttccacatg gaagtgcaac gtttcatcag gtagcagcca gccctcttta ttcatctgca
  1849261 aggttactgc ggcaatctcg agtaatgcat cactttgggc attaaaacct gcggtttcta
  1849321 catcaattac tactgggtaa tacccacgaa aacggccact cagggcgtta aggtcacttt
  1849381 tgtctgccat cagtttctta tctttatcga attcagcgtg cattatgtca aattttcgcg
  1849441 agggatgcag ggggttaatt gtgataagta aaaggcaccg tccgaggtgc ccttaagtta
  1849501 atcagtttcc gaggcagtca cccgcgctct tattctcaat taactcaatt ttgtagccat
  1849561 ctggatcttc aacaaaagca ataatggtat taccgccttt taccgggcca gcttcgcggg
  1849621 tgactttacc gcctgcctgg cgaatttgat cacacgttgc ggcgacatca tcaacaccca
  1849681 gagccagatg gccgaatgcg gtgcccatat cgtactggtc aacgccccag ttatacgtca
  1849741 gttcaatcac cgaaccttta ctttcatcgc tatagcctac gaatgccaac gagtatttat
  1849801 attcagtatt ttcgctggta cgcagtaaac gcatccctaa taccttggtg tagaaatcga
  1849861 tagaacgttg caggtcaccg acgcggagca tggtatggag taagcgcata atttccctct
  1849921 gtttacattt tgcccgacgc tctggcaaga gtgaataaaa ttaggttcaa gtatagcccc
  1849981 ggtaattaaa ttagttcaat gggttacaga gaatgaatag gtcactttac attttgggtt
  1850041 tcctcccagg ctcacaataa cgacaaatga agctcgtcat atcggtagcc ccactctccg
  1850101 cattaggtcc tataattatc ccgaggattg tatgaatttt gtacagattc actggctgtg
  1850161 taacataaac aggagaatcc catgaacaca tcactattca gtaaaacccc ggcggtcacg
  1850221 gtcctcgaca accgtgggct gtccgtgcgc agcatcgcgt accatcgcca tcccgactcg
  1850281 ccggatgaca ctggtgagcg tatcacccat caccagtatg atgcccgtgg tttcctcacg
  1850341 caaagcgccg atccccgcct gcacgacact ggtcgggcga acgtcaagta cctgtcggac
  1850401 ctggtcggaa acgccctgtg taccgtcagc gccgatgttg gtaccactgt agctctgaac
  1850461 gatgccgccg gtcggctatt tatgacagtc agtaatattg acaccgctga cgacgatctg
  1850521 gaggacagaa gccaggtggt gaaccgtacc tggcagtatg agggtgcctc actgccggga
  1850581 cgcctgctga gcattacaga gcaggtcact ggtgaagccg cccgcgtcac cgagcgtttt
  1850641 acgtatgccg ccaacacgga cgagaaaaaa gccctgaacc tggtcggaca gtgcgtcagc
  1850701 cactacgaca cagcaggtct gaggcagatg gacagtattg ccctgaccgg tgtgccactc
  1850761 tccgtcaccc gccgcttgct gaaggatgcg gacaacccgg ataccgtggc aaactggcag
  1850821 ggtgaggaca gctccgcctg gaatgaccag ttggcagcag acaggctaac cactctgacg
  1850881 actgcggacg ctatcggcgc ggtgctaacc accaccgata caaaaggcaa cgtgcagcgg
  1850941 gtggtgtaca acgtggcagg cctgctgtcg ggcagttggc tgagggtgaa aggcggcgcg
  1851001 gagcaggtta tcgttcaatc gttgacgtac tcggcagccg ggcagaagct gcgcgaggag
  1851061 cacggtaacg gcgtggtgac cacgtacaca tacgagccgg agacgcaacg cctgaccggc
  1851121 atccggacgg agcggtcagc cggacatgca tccggaacga aggtgcttca ggacttgcgc
  1851181 tatgagtatg atcccgtggg caacgtgcag agcatcagaa acgacgcaga agaaacccgc
  1851241 ttctggcgca accagaaagt ggtgccggag aatacgtatg tctacgacag cttgtaccag
  1851301 ttggtcagcg ccaccgggcg cgtgatggtg aacgccggac agcagggccg cagcctgcct
  1851361 tccgccaccc ttcctataga gagttccgca tatacaaact acacccacac ctatacctac
  1851421 gataccgcgg gtaacctgac gcagatccga cacaccccgg caaccggcag tggtcacaca
  1851481 acggatatca cggtcagcga ccgcagcaac cagggcgtgc tgagcacact gaccacaaat
  1851541 ccggcagagg ttgacgctct gttcacggca ggcggccagc agaaacagct acagccagga
  1851601 cagcatctta tctggacagc gcgtaacgag ctgctgaagg tgacgccggt ggtacgggac
  1851661 ggagacagcg atgacaggga aagctaccgt tatgacggaa acagccagcg catcctgaag
  1851721 gtcagcgtgc agaaaacggg aggcagcacg cagacgcagc gggttatgta cctgccgagg
  1851781 ctggaactgc gtagcacagc cagcggcgtg acagaaacgg aaagcctgca gattatcact
  1851841 gtcggtgagg cgggccgggc gcaggtgcag gtgcaggtgc tgcattggga aaagggcaag
  1851901 ccggacgcta tcgataatga ccaactgcgc tacagctatg acaacttgat cggcagcagt
  1851961 acgcttgagg tggatgggga tggcaatgtt atcagcatgg aggaatacta cccgtacggc
  1852021 ggcacggcgg tgtggacagc gcacagccag acggaagcag actacaaaac gatcagatac
  1852081 tcagggaagg aacgcgatgc gacggggttg tactactatg gctggcgtta ttaccaacct
  1852141 tgggtggggc gctggctctc cgcagatccg gtgggaacag tggacggact gaacctgtat
  1852201 ttgatggtag gaaataaccc aacatccttc catgacagta atggcttaat acgtgaagga
  1852261 cagagtgcaa ggaaattagt gggggaagcc tttgtgcatc ctttacatat gtcggtgttt
  1852321 gaacgcatat ccattgaaga gaatatggca atgagcgtaa gggaagcggg tatttatact
  1852381 attttagcac tgggtgaagg tgcagcagca aaaggccata atattcttga gaaaacaatt
  1852441 aaacccggat ccctgaaggc tgtctatgag aataaggccg gagctgctct tgaactggca
  1852501 aaaaatagtg gttttattgg ccgggttggc cggtggaatg cgtctggtgt gcagggggtt
  1852561 tatgcgtaca acagaccaag cggggaggat ttggtttatc ctgccagcct gcaggatact
  1852621 tctgataatg aattagtgaa tgcatggata aaacataaga taatcacgcc ttatactggg
  1852681 gattatgaca tgcacgatat tattaaattc aatcgtggaa aagggtatgt gcccaccgcg
  1852741 gaaagcgctg aggaaacagg agtaaaagac ctaattaata aaggcgttgc agaagtcgat
  1852801 cccgcccggc cttttgagta tacagcgatg aatgtcattc gccatgggcc tcaggtaaac
  1852861 tttgttcctt acatgtggga atatgaacac gataaagttg ttagcgataa tggctatctg
  1852921 ggggtagttg cgcgtccagg tccattcccg atagcaatgg tacatcaggg gcaatggact
  1852981 gtttttgacg acagtaaaga gctgtttaac ttttacaaat cgagtaatac tccgctacca
  1853041 gaacactggc aacagaattt tattgcaaga ggccctggta tagttgcaac tccgcggcat
  1853101 gctgacgttc ttgataaacg acgaatcatg cattaatcgt aacggccgcc tgtattatta
  1853161 atgtacacct aaaacatacc atccggtgag acagtgaggt tattgacaac gtgtccgcac
  1853221 cattcgtagc atggacgctt tactcttctg cctacactca ccgttcatga tcgcgtcatc
  1853281 ggggtttgtt agtcgtctga gccagttaga cgactagcct aactggcggt tattgaatat
  1853341 ttaaattaca gacaaatcac aacgttgggt aatcggtgta gcccttcgca ccgccgccat
  1853401 agaaagtatt gctatcaggc tcattcagtg gcgcgtgttg ttgcaggcgc gtcaccagat
  1853461 ctgggttaga aatataactg cgaccaaaag ccaccgcatc aatgaaccct ttttgaatca
  1853521 agcattcagc tttctctgcg ctgtaagcac cagcaccaac aataacgccg ttaaaatgag
  1853581 cacggacagc agcacggaac gtatcagaat aaggcttacc gcctgcccag tctggctcgg
  1853641 aaatatgcaa ataagcaatg ttacgtttat tcaactgatc aatcagatac agtgcggctt
  1853701 cttcttggtc ttcaccatta tcgaggccat taaatgggcc taatggcgaa atacgaatac
  1853761 caattcggtc agccccccat tcggcggcgg tggcatcgac cacttccaac gtcagacggg
  1853821 tacggttttc aatactgccg ccatattggt cagtacgctg attggaagct ggggacatga
  1853881 attgatgcaa cagataacca tgggctgcgt gcagttcaat gtagtcaaat cctgcttcgc
  1853941 gggcattggc ggttgcctga cggaaatcat taatgatgcc cggaatctct tctgtctcca
  1854001 gcgcccgtgg ggtagagcaa gggacacgta cccaagcacc tgtttcatcg cgcacggtgg
  1854061 tacgggtatc tgcggcaatc gccgatggtg ctacaggggc ttgctggcct ggttgtaaac
  1854121 tgttgtggga aatacggcct acgtgccaaa gttgtacggc aatatggcca ccctcattat
  1854181 gtacaccctg agtcactttt ttccatgcgt tcaactgttc ttgagtatgt agccctggag
  1854241 cgccagcata gcctttcgcc tgaaaagaaa tctgagtggc ttccgtgata atcaagcctg
  1854301 cactggcccg ttggcgataa tattcggcca ttaacggcgt tgggatatca ccaggctcaa
  1854361 tgctacgcaa gcgggtgagt ggggccataa agacacggtt tggcaacgtg agcgcgccaa
  1854421 cctttaatgg ggagaataat ttagcagttt tcatggttcg tcctgtatta atagaccagt
  1854481 caactagttg ctgggtaaat cctgaaaaac ataaaaagtc agtgtcagga tcggtagatt
  1854541 attaggctgg ttgtaatatg agttcaatgc ttcccagtgc acaagtcagt ggggcgacag
  1854601 agtgtttcac ttttgcccgc agcgacgcgc ctagccacaa ggcgtaaagc gtttctgcgg
  1854661 ttgccgccgg agagagcacc gttcgcaaag agccttcgtc aattccggct tcaatggcat
  1854721 cctgcaagcg gccaatcact cgagcagtgc cgatatccaa cgcatggcgc ataggttcgg
  1854781 ataaatcact cacctcagcg gagagtttaa ccgccagaca cgcgttgtgg cattcactcc
  1854841 cacaatagtt agcaatagat tgagcaaaat agtgcaatag atgatggcgt ttatcaccct
  1854901 gtgaaccggc taacaggctt tccatctccg catcataacg gtcaaaatag cgttggagca
  1854961 tggcctcgcc aaacacttct tttgaacgaa aatagtgata aaacgagcct tttgggatac
  1855021 ccgcggtagt cagcagcagg ctcaacccca taccattaaa accgaggcgt aaactgagcc
  1855081 tttcacctgt ggcgagtaga tgttctcggg tgtctacatg tgtatgctgt attttgttca
  1855141 tacgaagagc ctaatagacc gattggtcta ggtcaagaaa aaaatgccaa ccaaggcgct
  1855201 ggcatcaagg ctatggtctc cctattcact ccgctacggg cactttgcca atagccctat
  1855261 actgttttat cttgttaatt gactgtttta tctgattaat tttttgattg aggaaaatat
  1855321 cctgtccaag gccacgatgg gcttctcgtt gatacagcca tcgctattgc agactccggc
  1855381 atttttgcag taaatccatg cctgataagt attcgttggt ctgaatgttt accatcccta
  1855441 atagggtatg gaagagatta tcctgagaca cttcatcctg ttgtgcgcta tgtgataagc
  1855501 attgacggtc aataccatag ctttttgtat attctggtga taaccacatc agaaaaggga
  1855561 tatgagtttg ctggcttggg gcaaatacat aaggtgtacc atgtaaatag aggccgtttt
  1855621 caccgagtga ttcaccatgg tctgaaagat agaccaacgc cgtattaaat cggtcactgt
  1855681 gctgtttcaa caaggcaatg gtgtcatcca gcatggcatc agtatagaga atagagttat
  1855741 cgtatgtatt gaccagttct tgggcggtgc agtcctgaat ctggttgcta ttacacgtcg
  1855801 gggtgaattt agtcaactcc gggctggtac ggcgatagta tgcgggcccg tggctgccca
  1855861 tttggtgtaa gacgattaca ccgtcattct gtaatccatt aatatagtta tccagtttat
  1855921 ataaaagcgc attatctaaa cataccccat cctgacaatc tgcgttaagt tgcaattgcg
  1855981 tcacatcctg gtgtggaata cggtcacaag cgcctttaca gccaccatca ttttcacgcc
  1856041 acaatacact caatccagcg cgcgcaataa tatccattaa cccttcctga tgactcgcca
  1856101 gggaggcgtc ataacttttg cgtggcatat tagagaacat acaggggaca gagaccgccg
  1856161 tttcagtgcc acaggatgag gcatgtttga aataaatgat atcttgttgt tgcaggcgag
  1856221 ggttcgtttc ccgagcatat ccgcccaatg aaaagttttc tgaccgggcg gtttcaccca
  1856281 ccaccaaaat caccagcgtt ttattttgtt gtgcattaat cactgggccc ttatgggcgt
  1856341 cttcacctat ttttaccaat ggcatgttac tgataaaata cttgtgtttg gcaaattgaa
  1856401 aactgccgct aacaaaattt gatggtgtca gcattttgac gatattttta ttattgcgga
  1856461 tcagcgacgc ataatcttta tagaacaaga ctgcgataag aaaaattatt accattgaca
  1856521 ttaaaatatt tgctacccgt aaccccagca tataccacca agggcgagtc gctcgaattc
  1856581 gcacaaagca gacaatcatg gcaggcaaaa tacctaatgt tattagccac aatgccatac
  1856641 gaggagtgaa aagggcggtg gcttcctgtg agttagtttc aaaggcattc tgcatcatat
  1856701 tggcatcgat aacagcacca tagctgaaca taaagtagtt agccaccgca cttcccaaca
  1856761 ggaataaaat aataataggc ttacgtaaca gagggagagt taataagcta aaaataatat
  1856821 tcagtgcaca gaaaatcacg actggaatgg ttgctgcaaa aaaatagctg tcgctattgt
  1856881 cgaatcggat caacgaccag gctttataaa taaacagtgc attttggaag aaggtaaaaa
  1856941 acagtgcaca ggccagaata aatgttaatc cgttacactg taatttatat cgagcgttca
  1857001 ttgtgaaaat ttaaccttac agttcattca ttacctaaag aatatcgaat gaaacttaag
  1857061 ataaccttag cggtagcagg gcgagattgc gcttgcatca atattagcga aaatagtgac
  1857121 ttgccagctg cgatgaatca gtcttcaatt aaggtattag tcgtaggagg cagcgtggct
  1857181 cagcaacttg agttttttga tattcccagc ccctgccgcg gtatctgtca aacagatgac
  1857241 cgtggctttt gtcgtggttg ctttcgtagt cgtgatgagc gctttaattg gataaaaatg
  1857301 gatgatgggc aaaaacggga agtactacgc ttatgccacc agcgtttgct gcgcctgaaa
  1857361 cgagcgaaca aacaaccgga tgagccattg ccggaacaac cctctctgtt ttaatcgttt
  1857421 tgtgcttttt aggtgatttt tggctctcaa cttcccgaga gacgctgaat tcattgatac
  1857481 agggggtgat cctggctgct ggttgtgtat gcttgttggc agattaacaa atgaggtagc
  1857541 taataatgga tacacgtagc caactggctt cgcttgggcc tgaattctcg cgcatgattt
  1857601 gtggctattg gcgcctgatg gaatggggca tgacgccaga gcaattgttg gtttttatgg
  1857661 agcagcatat tgagctaggc ataacgaccg tagatcacgc tgatatttat ggtggctatc
  1857721 aatgtgaaca agcatttggt caggcactgc gtcttaaacc ttcgctgcgc gaccaaatgg
  1857781 agttggtgag taaatgtggc attgcgacga cggcgaagcc agagcatgcg ttgggtcatt
  1857841 acatcactga ttgttcacat atcgtgcaca gcgcagagca atcgttgact catctgcata
  1857901 ccgactatct ggatttattg ttgatccacc gtccagaccc cttaatggac gccgacgaag
  1857961 tggcagaagc cttcatccag ttacacaaaa gcggcaaagt gaaatatttc ggtgtatcta
  1858021 attttacgcc gacccaattc agcctgttgc aatcgcgttt gccattctca ctggtcacga
  1858081 atcaggtgga aatttcaccg ttgcaccagc ctgcgattat ggatggcaca ttggatgcct
  1858141 gccaacaact gcggattaag ccgatggcgt ggtcttgctt gggtgggggg cgtttattta
  1858201 gcgatccaac attccaagtg ctacgtgacg aattgcagac cgttgctgac gagatgggtg
  1858261 ctgaaagcat cgaacaagtg gtttacgctt gggtgctgcg cttaccttcg gcaccgttac
  1858321 cgattatcgg ttccggcaag attgaacgtg ttaaagccgc gtgggcatca ctttctctga
  1858381 ccatgacccg ccagcagtgg ttccgcattc gtcgggccgc gctgggctac gatgtccctt
  1858441 aatctttctc tacgccaatc gcgctcagac tggcgtagtt ttactttctt cggttacgtt
  1858501 cgttactctg cccatccatg agtctcgcct cggcgaggcc gctgaaagca gcgttcaact
  1858561 ctgctcccga cgctaagtgt caataacagt ggttacccga ccgatttgtc gctcagttgc
  1858621 cgccttcctg caactcgaat tatttaaggt atatattgtc tatagcaatt atattatttg
  1858681 aattaattta catccattaa ttatattgag tgttaattat attatctgca tgaatatatt
  1858741 atctacatcc atctggctat gtcgagggga acaaattttc tagtgaaaga gaagtatttg
  1858801 aaatattgat gattcatatc aatttaccca agtcttatat ctataaaggc gtgctaacga
  1858861 caatgacaaa aattgacaaa tctattaaca taagacgttg agttcgccaa aggagatccg
  1858921 atttcgcagt agataacggt gcaatacccg tatcacctga cggagtcaaa cgttcttaaa
  1858981 cattggcaaa aaatagattg atgcacccaa aaccaaatct gaaagcgagg cgatgctggg
  1859041 taatgaggat actcgtatta ggttaatcct taagaggtaa tgtatcgttg atacatcatt
  1859101 ttttctaaag aattgctcgt atttattgct attatcctag catcgacggt atatatacat
  1859161 ttgtgttttt aatgttaatt acccaaaata gactggactc tgggagttat gctagcacgc
  1859221 taattaaaag gaggagcaat tggaatcgac attaggatct gatctagcac gattagttcg
  1859281 cgtttggcgc gcattaattg accatcggct gaaaccgttg gaactgactc aaacacattg
  1859341 ggttactttg tataacatta atcgtttacc accagagcaa tcacagattc aactggcgaa
  1859401 agcgattggt attgaacaac catcattggt tagaaccttg gatcaactgg aggaaaaagg
  1859461 tttaatcaca cggcatactt gtgcaaatga tcgtcgtgcg aagagaatta aattaacgga
  1859521 acagtcttca ccgataatcg aacaggttga tggcgtgatt tgttctaccc gcaaagaaat
  1859581 acttgggggg atttaatcgg atgaaattgc agtgttatca ggcctaatcg ataagcttga
  1859641 gaaaaatatt attcaattac aaactaagta ataatttaaa gttcaaagac tttattcaca
  1859701 gcagaacaaa acaagcccca cagtacaaaa aacaaaccgg ggttcgcaat gaaccccggt
  1859761 ttttactgtt ctgatttagc tatcgagttg atataccgat taccgggtaa tctatcaacg
  1859821 cgggctgacg gttattgtgc tgccgctatt ggcgagcatg acacgttgac cgacgctgaa
  1859881 ctgagttggg ccttgcttct gaacgaccag aatggtttgg ccgtcgtctt tacggatctc
  1859941 cagttgcaca ccatcagtac ggttcagtgc tccctgaacg ccttgccctg caataccacc
  1860001 ggcaacagcg cctgctgcgg ttgccaagct acggcctgta ccaccaccaa cagcattacc
  1860061 aaggaaacca cctaatacag caccaccgat ggcaccgact acgttgttat catcaccacc
  1860121 ctgaatagtt accgggcgaa cagaaatcaa tgtgccgtaa ctcaccgtct gtacttgctt
  1860181 agcctgggat gcggtgaaca catcacctga taaggtgttg ttgttagcgc aaccggtcag
  1860241 agtaacaaca gcgatagcaa cggcgacgaa tggcttaatc ataaaaactc ctattaaaat
  1860301 tgcataaccg tattacggtt caatatgctt gggatatcca aatccggcac tgtcaaaagc
  1860361 tcagcacttg cacaaagtat ggcttaccca ggtgtttatt tcactactta cttaattcta
  1860421 gtgcttgctt tatctgttat ctatgattga caggcgcagc ttagcgcttt gtgctttaac
  1860481 caatattaaa cggtggtttg gctttctaac aataagaatt gggggagtac aagggacaaa
  1860541 catccgtaac agtgactttt atgtgaccat gacgacaaat aaaaagcatt ctttcaagat
  1860601 tgttccaatg gcgatataca cttaaaaaag tatatctttt catagtgtta attttatata
  1860661 tctaaaactg taagcgttgc aatcaggccg aagaaaaggg gccatcgatg cgctgatgcc
  1860721 cgccagtgag tcccgctcac atcgctgcaa cggccaacag taaaggtatc attctgatta
  1860781 agttatcgga aaattttgtg gttattttat tcctcaatgg agaataaggt cattgtgatg
  1860841 aaatcaggcc gttttattgg agtgatgtca ggaaccagcc tggacggtgt ggatgttgtt
  1860901 ctggcagcta ttgatgagcg tatggtggcg cagcaagcct catataccca tccaattcca
  1860961 ctacaactga aaaaagacat ccttggtatg tgtcaggggc agtccacgac cttgtcagca
  1861021 gtgggaaaac ttgatgccca actgggtatt ctgtttgcag aagcggtgtt ggctttactc
  1861081 gccaaagaag ggttgtctgc gcaggatatt accgccattg gttgccatgg gcagactgtc
  1861141 tggcatgaac cattaggtga acccgccttt actatgcaac tcggcgacaa taatcgtatt
  1861201 gccgcgatga cccaaattgc cactgtgggg gatttccgcc gtcgtgatat ggcctatggc
  1861261 gggcaggggg cccccttggt gcccgctttc catcatgcgt tattagcgca tgcgacggaa
  1861321 aaacgtatgg tcttgaatat tggtgggatt gctaatttat ccgtcctact acctgattcg
  1861381 cctattcggg gttttgatac tggccccggt aatatgttga tggatgcatg gatctggcgc
  1861441 aattgctcat taccttatga taaagatgcc tgctgggcgt tatcagggca tgttaatcag
  1861501 ccgttgcttg agcaaatgtt caacgatcct tactttcggt tacctgcgcc gaaaagtacc
  1861561 ggtcgtgaat acttcaatgc cgcgtggctg gataagcaac tggccagaat cccaggggta
  1861621 accgctgaag atatacaggc aacattggct gagttaacgg cggtatcgat cacggaacag
  1861681 gttcggttag cgggaggatg tgatcgcttg ctggtgtgtg gcgggggggc tcgtaaccca
  1861741 ttagtcatgg cgcgcatctc agcgttactg tcgggaacgg aagtgtgtac taccgatgac
  1861801 gcgggtatcc gtggtgacga tatggaagca ctggcgtttg cctggctggc gtttcgcacg
  1861861 ttgtctggta aaccgggtaa tttgccttct gtcacggggg ccagccgcga gaccatttta
  1861921 ggagcagtcc atcctgtatc atcatggtga cggtgataag ctaccttaga tcttacggta
  1861981 gcttacctaa tcacacagga cgagatgatg aaatatctat ttgcagcaac agtaccgttg
  1862041 ctgttggcag ggtgcagttt gcttcaatcg atgaatggca cgtcggtgaa tgaaacgcta
  1862101 cattatcagt gtggtaccac aaaactgacg gtgactcaga acaataagca ggataacgtt
  1862161 agtttcatca tggatggcaa acaattaacg ctaccacaag tccgtgctgc atcaggggcc
  1862221 aaatacagtg atggtcatta tactttctgg tcgaagggtg atagcgcatt tattgagcgc
  1862281 gaggagaaag tcatcattaa tgattgtgtt ttgatcaagt aatctcgtcg tcgtaggctc
  1862341 tggatgattg tgattctgtg gcggcgaggg cagaatgata accacagctt tcctgcgcgt
  1862401 tacagagttt atatgactga gaataatgag tttgatgttg cagacttgcg tcgtgagtat
  1862461 attcggggtg gtctgcgccg cagtgattta actgaaaacc ctttagaatt attcgagcgc
  1862521 tggttaaaac aggcatgtga agctcgcttg cccgatccga ccgcaatgtg tgtggctacc
  1862581 gttgatacca atggtcagcc ctaccagcgt atcgtgctct tgaaacatta tgatgatcag
  1862641 ggcttagtgt tttacaccaa tttaggtagc cgcaaagcac aacaattggc tgagaacccg
  1862701 catatcagcc tattgtttcc ctggcatatg ctggatcggc aagtgatttt cctcggcaag
  1862761 gcggagcgcc tctccacatt ggaagtcctg aagtatttcc attcccgtcc gaaagacagt
  1862821 caaattggtg cttgggtttc ccagcaatcc tcacgtattt ctgctcgtgg tgtcctggaa
  1862881 agcaaatttc ttgagctgaa acaaaaattc cagcagggtg acgtaccgct gcccagtttt
  1862941 tggggcgggt ttcgcgtcaa attcgattcc gttgagtttt ggcagggggg ggaacatcgc
  1863001 cttcatgacc gttttatcta tcaacgggaa gccgacgcgt ggaaaattga ccgtttagcc
  1863061 ccttaggacg atgaaatatt gtggttaaac tgtaacgggc gctttattct atatgccgat
  1863121 taaacgccta tgctgattaa aagcctatgc cgattgaaaa tatatgcgcg ccgcttgtgt
  1863181 ggtgtttccg tttagctaac acatactttg taaaagccaa tttttgtaaa agacaatgga
  1863241 gtcattgatg actagcagca acctgattaa acaattgcaa gagcggggcc tcgttgccca
  1863301 ggttacggat gaagacgcgt tagcagagag actggcgcaa gggccaattt cactgtattg
  1863361 cggtttcgat cctaccgcag acagcttgca cttgggtcat ctggttccct tgttatgtct
  1863421 gaagcgtttt cagttagcgg gtcaccgccc ggtggcgttg gtcgggggcg ctaccggtat
  1863481 gattggcgac ccaagcttca aagccagtga gcgtaaattg aataccgaag atacagtgaa
  1863541 tgagtgggtc gagaaaatcc gccaccaggt ctcgccattc ctggattttg attgcggtga
  1863601 aaacagtgct attgcagcca ataactatga ttggtttggt ggcatgaatg tgctcacttt
  1863661 cctgcgtgat attggcaaac acttctcagt taatcagatg attaataaag aagccgtcaa
  1863721 gcagcgcttg aaccgtgatg acagcggtat ctcgtttact gagttctcat acaatttatt
  1863781 gcaggcgtat gatttcgctt gtttaaacaa aaatcacggt gttgcgctgc aaatcggtgg
  1863841 ttctgaccag tgggggaata ttacctccgg tattgacctg acccgtcgcc tccatcaaca
  1863901 gcaggtttat ggcctgacgg taccgctgat caccaaagcc gatggcacta aattcggtaa
  1863961 aaccgaaggg ggtgcagtct ggctggatcc aaagaaaacc agtccttaca aattctacca
  1864021 attctggatt aatactgccg atgctgatgt gtatcgcttc ctgaaattct ttactttcat
  1864081 gagtttggaa gagattaacg cactggaaga agaagataaa aacagtggta aagcaccgcg
  1864141 cgcgcaatat gttttggcgg aaaatgtcac gggtatggtg catggtccag aaggcttggc
  1864201 agcggcgaaa cgtatcactg acagcctgtt ttcgggtgat ttgcatgata tgaccgaagc
  1864261 agactttgcc cagttggcac aagatggtat gccgacggtt gagctgaacc gtgatgctga
  1864321 tttacagcaa gcgctggtta atgctgagct ggttccttcc cgtggtcagg cgcgcacgat
  1864381 gattggttct aatgccgtgg ccatcaatgg tgagaaacag gctgatccag aatacgtctt
  1864441 tacggatgcg gatcgcctgt ttggccgtta tactttgttg cgccgtggca aaaaacacta
  1864501 ttgcctgatt agttggctgt aagcgtaaaa taagagaagg ggcagaaatg tcccttattt
  1864561 ttttgctgag acctgactct tttaagtcag tgattcgtgt gagcgaaaac ggctaacacc
  1864621 gctgcaactt tatataagaa gggtatacca aacgccctta actttaggcc gtaccaatga
  1864681 aaaatatact ttctattcag tcacacgtcg tttttggcca cgcagggaat agcgctgcag
  1864741 aatttcctat gcgtcgtatg ggggtgaatg tctggccgct gaataccgtt cagttttcga
  1864801 atcatactca atatggtcac tggacaggtt gtgtcatgcc cgctagccat ttaactgaca
  1864861 ttgtgcaagg cattgccgat atcgatcgac tgaaagactg tgatgcggtt ctgagtggct
  1864921 atattgggtc gccagaacag ggcagtcata ttctggccgc cgtcgcccag gttaaacaag
  1864981 ccaatccaga tgcttggtat ttttgtgatc cggtcatggg gcaccccgaa aaagggtgta
  1865041 ttgtggcacc gggggtggcc gaatttttct gcaacgaagc tttgcctgcc agtgatatga
  1865101 ttgcgccgaa cctgcttgaa cttgagcaac tcagtggtga gcgagtagag aatgtcgaac
  1865161 aggcggtaca ggttgcccgt tctctttgcg ctagggggcc aaaagtcgtg ttagtcaagc
  1865221 acctgagccg tgcaggctac catgctgact gcttcgaaat gttattggtt accgcagatg
  1865281 atgcctggca tatctgccgc ccgctggtgg attttggcaa acgtcaaccg gttggtgtcg
  1865341 gtgatttaac cagtggttta ttgctggtga atttgttgaa aggtgagcca ttggataaag
  1865401 cactggaaca tgtcaccgcc gccgtgtatg aagtgatgct caaaacacag gaaatggggg
  1865461 agtatgagct acaggttgtc gctgcccaag agactattgt gacgcctatc tgccagttta
  1865521 cagcggttag gctgtaatct aaccattttc aattgccccc tagtgatggg ggcaattgat
  1865581 tgattctcat tatttattac ttgatatctt cggcggctaa agctgctttt accgcagggc
  1865641 gttcagcgac ccgcgccata tattgatcca aatggctgcg ttctttgatt tgaagattta
  1865701 acgcattagc ccaacggcta acggtaaata agtaggcatc tgccacactg aattttttac
  1865761 ctagtagata atcatgctct gctaatacgc tatcaacgta gctgaattgc ttatccagcc
  1865821 gctcgcggac aatcgtctta tactcatccg gtgtatttgg gttaaatagt gggctaaaac
  1865881 ctttatgtag ttcagtcgcg ataaaattca gccactcaat ggcatgatag cgcgagagcg
  1865941 tccctgatgg ggcaatcaag tggcggtctg ggactttatc tgccaaatat tgcacaatag
  1866001 ctaccccttc agtcagtagg ctaccgtcat ccagcactaa agccggtact tgtcctttgg
  1866061 ggttgatgct taaatagtct gcacccgttt cagtcttttt tgtcactaaa tcaacacgtt
  1866121 caatgctgaa atctagtcct gcttcccgca acacaatatg gggggacaga gaacaagcac
  1866181 ccggtttata gaacagtttc atcacaacct cctaaaagag tactgaaagg aaaaaccatt
  1866241 ttaatcctaa tgcaggatag cgaaaaatac agccagtgaa gttatataat tatgaggggg
  1866301 caatacaagt cctacagcgg tgatgatttc ccccgctgta gtgtattgat agttgtattg
  1866361 ataattgtat tgatgttgct ttgatggcag tgattatctg ccagaaacct gtaatttaac
  1866421 tttagcctgt aacgtaaatt gtgtgattac cgtggtggac gcgtgctgat ggatgctgac
  1866481 cagctaaaag tggtagtgct tggtgctgtt ttttttgttt ttctctctac gcgggttaac
  1866541 ttggcgattt gttcccgagc gtgcatgatt ttttcgatag cttcatcttt aactttattt
  1866601 tgttctgagt tcgttaacgc gcgccctaag ttaattctgg ctctgtctag ttgcgttttg
  1866661 acgtcgcgtt gctcactttc ggtcatctct tttaatgtta gctttttcat ttttttcgcc
  1866721 ttgtttgcct cagtcctact cagtgtacaa ccttatcttg tatggggatg taagatattg
  1866781 cgatccaaac gatattaatg acaataaaag cctgttagag gctccaatgc tgatggataa
  1866841 ctgcacgaac agcacattca tcgctagcag gggcatggta tttatcacaa tggtatttat
  1866901 cgcaatagca tttatcacaa tggtattcag cacatcgcag cattcagcgc acatttcaaa
  1866961 ttaatcgcga gccatagccc catagcaaca ccgtcaaccc aagaaggagt tccagtacca
  1867021 gtaccccgat ggccagcgtc gaactggaaa aaataaatcc ttcttgtcga tcaatatcca
  1867081 gaaatgtggg tatccccaga tacatcagat aagcggaata acaaagagcg ataatcccgg
  1867141 caaataagca taaccagact agagggtaaa gggcgacaat cccgctaagg aacattggcg
  1867201 ttgcagcata acccgcgaac agagtacaac gttgccaact ggggcggctg gcatagcggc
  1867261 gagccaaccg gtaaatgacc tgccccataa gggcgactgc cgccagtatc agggtgtaga
  1867321 aaataaccgc agagtagagc gcagtaagtg tatccagctt gatagcctga ccgttgccaa
  1867381 agcgccaacc cacttgagtg gtaccgataa acgcgcaaat aaccggaatg gccgcaagaa
  1867441 gcaggacatg gtgagtatag agatgcggga tactctcacc ttcacgtttg atctgttgca
  1867501 attcctgacg gggatgcgtc agaagtcccc aaacatggtt gaccataaaa cacctccttg
  1867561 cccgctagca gtgcaggtaa cggactgatt ttattgtcca tatcatataa ataccgtttc
  1867621 ctatgggacg gtactgatat tagtatagtt tgttttttga acaaccgatc tctttggata
  1867681 atcgattttc tgaggagtct gtttttttga gcaatctgtt gttgtgtagg ggggcaggtg
  1867741 tgcaggtcgg ggcacctaac tagcactaaa agcgctcccg caggagcgcg tttagtcagc
  1867801 ttattgggtc atgattttga catcgttgtg atcgctaggg gccagcgtca tacgatacag
  1867861 tttcggtgca gtcagcatca tcagtacggc gataatggcg gtcacaatac caatttgcat
  1867921 aaatacgtgg ctataaatcg ccagggatgc atgtgcgtca gtgatggcat cacttgggac
  1867981 cgcagtcaat gcggccactt tacccgcgat cagagccgcg gccgcggtag tcaggaacca
  1868041 tgaccccatg atgaagccca ttaaacgctg aggtaccaat tgagcaacca tggccagacc
  1868101 taagccggag atcatcaact caccgatact ctgcagtgca taacttaaga taagccagtt
  1868161 aacagacaca ataccgtgtt cattagcaaa gcttgctccc catggcagca ccaagaaggc
  1868221 agcggagcag agcatcatac caaaggcaaa cttatgcggc attggtagac ggtcgcccat
  1868281 cttattatag atagccgcca aaatagggct ggcaagcatg atccagaagg gattcagtgc
  1868341 ctgaaattgt tctggttcaa aaccaatgcc aaagattgag tgctccacat tgtggatagc
  1868401 gaagaagttc agtgaggttg gcatttggct gtatagcaca aagaaaatga ccgcttccag
  1868461 catcaacaag aaggcgacaa tcattctgcg gcgcgcaatg ccctgcagga agagcgtttc
  1868521 tttggtaaag atgaagataa tccctaggga gaccagtgcc agcgcccagc gtgcaataat
  1868581 ctggttgtgg agtaaccagt tggaaagggt tatcaacgcg ataataccca ctaagaccat
  1868641 cagtaatttt ttaaattgca gagggagaaa gtctggtttg gagccttggt tttttaccca
  1868701 tttacggcag aaccagaaat tgaccagtgt aatcaacatc cccacaacgc tcagagaaaa
  1868761 cgcaacgctc cagccatatt tagccgccag ccatggggtt gccaacatag agaagaacga
  1868821 accgatattg atggacatat agtacatggt aaatgcaccg tccaaacgcg gatcgtcctt
  1868881 gctgtagcag gttgaaagta gagatgaagg gttggcttta aataagccat taccaacggc
  1868941 aatggttgcc atgcccagat aaacccagaa aatctcgtgg ccggagtagg ctatcatgga
  1869001 ataaccgacc gctagcgtga gtgcaccaag gacaataacc cgcttcgccc caaggacttt
  1869061 atcgcctaac cagccaccaa tggcgacaaa accatacacc aaggcgctga atgaggagaa
  1869121 caaggtgatt gaatcggctt cgctcatccc gagcattttt accaggtaga cagccatgat
  1869181 cccttgcagg ccgtagtaac caaagcgctc ccaaagttct atagagaaaa taagataaaa
  1869241 cgcttttggt tgtttgaaag cgttcatact gatgctttct ggttggttgt tgtttgctgt
  1869301 tgacactggg acctctaatt tttcactacc ggtcataact gacaggaaag acaaaagtga
  1869361 atgtgaaaat cacacccttt tgtgttgtta taagatgatt agcggcggtt aatgttcact
  1869421 atctttgtca gtgagacaag gcttttgtca tattctgtta catatatctc tcgtggagcg
  1869481 atatcgctat gttacaaatg ttatgcagta ttaacgttta tgttttggct atttatcgat
  1869541 tttttatttt gattgagatg gggagtgatt ttgtttaggt atatattctg ctgaagtcta
  1869601 tttttttggt ttatatcgtt acttgcatgt aaatgagtga atcaatattg tgattatgat
  1869661 gagttatgca taattatcca aaatagttta aatattaatc tgtctcaggg gcgaggcaga
  1869721 ataggcaaaa tgcgtgccca caaaaatagt tgtgtaaatt ttttacttgt tctctttgat
  1869781 ctgcttgttt cctcgaattg atcgctttca cctatttgat tttttttacc tatttgagca
  1869841 ctgttaccta tctgatggtt tttacctacc tgatattttt gtccttactg atagcaaacg
  1869901 gcgcacaata atggctgagg gggggctgcc ccctgacgaa ctgacccgct attttcctaa
  1869961 cgtatgtcgt aggcggttgg tccaaccagt aatggcgata ctgaaaataa ttcgcatgac
  1870021 ttgagtatca ctgacgccaa gggtctgtag acgtttaaca tgctgatgat taaagcgttc
  1870081 cggggcgcga gtgagctcgg cggttacact gattagctga tggggtattt gttgttcggg
  1870141 taacaagaat aacgcgtgat caatcccttt taacagctca gtgaccaaca ggggcggctc
  1870201 cgtcagttgc tgtaaatgtt gcctgtgacg ggcttggcag tagaggctgc cattgattcg
  1870261 tgcgctgacc aatgccacca gttccagcca gtcacgttgc aattgaggtg agttgggctg
  1870321 gtgagtggta atggcgtgat aagcgagcaa actttgctgg tgatggccca acagttcagt
  1870381 cagtgtgctg gccgtttcgt caggttcttt atcgggttga tcgtcgtttg ccgcatgaga
  1870441 cggtagccaa ccttgccaat tgggcatgac atctggtaat gggctggggg cggcatcttc
  1870501 catgcggggg aaaccgggga gcatcacggt agggtaacca gccagtgcag agatgccagc
  1870561 gaccactcgg gcttgatatc ccacatatcc aataatttgc gataaaataa tgatatcgct
  1870621 atcagttaaa cccacgtcat gcaattgcgc taaagcatgc ctatcgatca acgtaggttg
  1870681 gctggccaat tggcgggcat attgcgtaat ttgcgttagc ctaatattgc tttcccttga
  1870741 ggcatccggg ctggggagcg gcgcgagacg gagagcatag tggctacata gccgctgaat
  1870801 cccggtaacc tgagcgaccg tcagcgcagt acttaaccga tcataaagtg agaaggtatt
  1870861 ggtgtggttg atctcgataa tcgttgggaa cagggcctga tacatggcgt cggaggcagt
  1870921 aagaataggc tgctcatggt agagggtgtc ttgtaatgta ggagcgatgt tttctgtcac
  1870981 gccaagtaga aagatgccct gttcagttat gatgctctgt tcagttatat tactgccagt
  1871041 gctcatgttg tcactctcgc tgggatcacg tggccgaata tcaacagggg ggttttcatt
  1871101 attcactgtc gtgggaacat tcactgtcgt ggaaatattc actgggctac cgctacaatg
  1871161 ctccaggctg ccgctacact gagtctcatg ataccaatgg gcattatttc tcctacgaaa
  1871221 ttgcaccata atgatgacct ccgtcagggc agcgatttgc tcgtattaag gataagtgca
  1871281 gggtgataac cggtaatcca gtcgcatcgg gtggctcagc tattggacag agacttgtta
  1871341 tggaacaaga agcaagggag agcatcatcg gtaagatatc ctatcatttg atcaaatgag
  1871401 cacggtggaa tcatcattgc cgattaagtt tgtgagataa aataatgtta aaccataatc
  1871461 cataacaaaa agtaataaca tgccattata tgcagcataa aatgctatta cagtggttga
  1871521 ttctttattg aaagattctt ggtgttaaaa gaagataacc gctatcaaaa gatagcgggg
  1871581 aggttaacca ccgtcacact cagcaggtga ggctgacgct aaaaattgct ggtatctcga
  1871641 cgccaggcat ccgcagtcaa tgcttcacca aaatggctgg agatcaaacg cttagtcagg
  1871701 tcgtgcagcg gggctgccaa gacttccgcc gtactcccac gctctacaac ttcgccttca
  1871761 tgcatcacaa ttacctggtc gctgatgtgt ttcatcatcc ccaagtgttg agtcacataa
  1871821 atgtaggata tgccgtgttt ttcctgcaac tccagcatca gattaataat ttgtgagcgc
  1871881 atggacatat ctaatgcggc caatgcttca tccgcgataa tcactttggg ttgcagaatc
  1871941 agagcccgtg ccagtgccac ccgctgtttt tggccggatg ctaacatgtg gggatagtaa
  1872001 ttagcgtgat cgggtaataa ccctacctga cgcagtgttt ggtagatccg ctgttcacgt
  1872061 gccggagcat cgagttctgt attcagtttc agtggggcat ccagcaactg gccaatgcgc
  1872121 tggcgaggat tcagtgaggt gcttgggtct tgaaaaatca tacgaatacg ttggctacgg
  1872181 taagcatagt caccataagc gagatgatga tcatcaatca gtaattcacc cgcggtgggc
  1872241 tcaatcatgc ctgacaacat ttttgccaac gtggatttgc ccgaaccatt ttcaccaatc
  1872301 accgccagtg tttggccttc gcgtaaggta aaactcaccg attttactgc ctcaacatgt
  1872361 tgacggcgaa acagcccggt acgatagcgg aaagttttgc tcagattacg gacttcgagc
  1872421 aacgtctcgg ccattattgc tcctccagat ttaaggggaa atgacaggca aaggcgtggt
  1872481 ttttcaccag ccgcaagcgc ggtgtttcaa tacaggtttt ctgagcgtaa gggcaacgtg
  1872541 ggccaagacg gcaaccgacc ggtaaatgtt ccagcgatgg gatagcaccc ggcaacgtat
  1872601 tcaggcgact tttatggggc agggatcggc caaaatcagg cattgcacga atcagtgctt
  1872661 gggtataagg gtgatgtggg gtagacagta agtcttcaca gacggcgctt tctaccgtct
  1872721 gaccacaata aagtacgtta acccgggttg cccatttact catcatctgt aaatcgtgac
  1872781 tgatcaacaa aatcgtggtg ttgttattct gatttaaccg ggccaacagg cgaaaaatct
  1872841 gtgcttgtgt cgtgggttcc atcgcattgg tgggttcatc ggcgatcagc aaccgtggct
  1872901 gatttgccag cgcgatagca atcatcacct tttgacactc accttcggtt agctcgtagg
  1872961 ggtaactgtg cataatgtct ttgtgatctt tgataccaac ccgatgcaat aactcgattg
  1873021 cccgccgttt acgccaatga aaacgctgcc accagcggcc tttatatgtc cagccaggga
  1873081 tcgcttgtat cagttgcagg ccaatacttt ctgatggatc gaggcaagat tgcggctcct
  1873141 gaaaaatcat agaaatatta tggccgatca ccttacgccg ctgacgggga gtcagttgga
  1873201 gtaaatcaat gtcgttaaag cgaaagcggt cagcagtaat gcgccagtta tccttgctga
  1873261 caccgcagat agctttggct atcaaacttt taccggaccc agactcaccg actaagccac
  1873321 gaacttcgcc ctcagttaag gtcatgctga tgcggtcaac ggcttttact ggcccttctg
  1873381 acgtcataaa ttcgatggta aggttgcgaa tatcaagtaa tggcattatt ccacccccgc
  1873441 attaatggca cggcgcatac catcacccag cagattaacc aacagtacac taaccaaaat
  1873501 tgcgccgcct ggcagcatca cggtccatgg tgcgacataa accaaatcca gcgaatcacc
  1873561 gagcattgct ccccattcgg gagagggtaa ttgtgcgccg aggtcaagga aacctaatgc
  1873621 ggcaatatcc aggatcgcca ttgataacgc tcgggtaaac tcagtgacca ggactgaggc
  1873681 gatattcggc aagatggcat aggccagaat gtgcggtgtt gatgcgccgt ccagacgggc
  1873741 tgcaatcaca tattctttat caagctcatc atgcactgcg ctataaatgg ttcgcaccat
  1873801 tcgtggtaac agcgccagcc aaacggcaaa catcgcatgt tccaaacttg gcccgacaaa
  1873861 ggcgaccacg atgatggcta acagcagtga aggtattgag agcagtgtat ccagcacatg
  1873921 attaaggatc gcggaccgca aaccacgggt gataccggca aatacaccga gaacaatggc
  1873981 acacaacgcc gcagctacgg tgaccaggag cgctgaacca taagtagacg cggtacctgt
  1874041 cagtaagcgg ctcaatacat cacgaccgag gtcatcggtc cctaggaaga aggaaacatt
  1874101 gccataacgt gaccaagaag gtggcaatag ctgatagcct aaaaactgtt gatcgagagt
  1874161 ataaggcgca agcgtgctcc ccaacagaca cagcaataat aaacccaaga cgccgtagaa
  1874221 acccaccatc gccaggccat cagaagagaa aagacgccag gtatacagca atgggctggg
  1874281 cattttcttt tcgcggtaga cattatcgaa gggcatacca ttccttatgc tttaacgggg
  1874341 tcatcatggc acccagaata tccgacagca cattaataac gatcactaac gaacccacga
  1874401 ccatcacccc cgcagagatt gcggcatagt cctgttggcg gatcgcatta atcagccagc
  1874461 gtcctaaccc tggccagtta aagaccacct cggtgatcat ggccagtgtc agcatggtgg
  1874521 agaactgcaa ccccaatttg ggaataattg gcggcaaggc attatgcaaa acatggcggc
  1874581 ggataatagt gaagcgggat agcccacggg ttgcggcggc tttaatgtag ttctgcccga
  1874641 taacgtcgtc ggtgctggta cgcatcaagc ggatgacctc ggttgttggt gccacggcca
  1874701 gtgcggtgat tggtaggatc atatgttgaa gtgcactgag catcatttcg ttgcggtaag
  1874761 gtgagggcga tagccaggca tcgaccaatg ccagccccgt cactggtttt acttgataaa
  1874821 gcaagtcaaa acggccagaa accggtaacc accccagatg cagagaaaag aacaacatca
  1874881 gtaacagggc cagccaaaat acggggatcg agaagccgat taacgccacg gtactgatgg
  1874941 cgatatccgc ccatttaccc cgcattacac cggcaataat gcccagcgga ataccgataa
  1875001 acagcgcgag gccaaaggcc agtacacata attccatggt tgcgggaaag gcttctcgca
  1875061 gttgctcgct gattggttgg ccattaatgc tggaaatgcc aaaatcccat tgcaacaagc
  1875121 tactgaaata gaagcggtag gcatccagca acccggcccc atgtaacggt gcataggggg
  1875181 taaaatagct caggctaaag ctgactaatg acaacataaa cagggttatc acgagcagta
  1875241 ataatcgccg taatgtgaaa ataatcatgg cgtcttgccc tcatcgcttt cgcggtatac
  1875301 accggcgaaa gaagagttac cgaacgggct taataccaag cctttaatgt cataacggta
  1875361 tgcctgaagc cgcagggacg atgccagtgg cagtaacggc aattgttgct ccagaatacg
  1875421 ctgagcctgc tgataatact caatacgctc cgataattgt tgggaacgta atgccttttg
  1875481 cagtaattca tcaaaggccg gatcacacca gtgagcatag tttgtttgcg aacgaattgc
  1875541 tgcacagctt aataatggcc ggaagaaact gtcggggtca ttactgtcag tagaccaacc
  1875601 ggaaagtgtc agatcgtggt tcatctccat cagacgggcc tcttggaaac ggccctcgac
  1875661 gggaacaata gtgacggaaa tccccacttg tgctaaatcc gcttggatca attcagcagt
  1875721 tttcaatggg ctaggattat aagattgcga tgcagtaggg acccataagt taagttgcag
  1875781 ttgggttatc cccaaatctt tgaggatctc tttggctttt tccggattat attcggtcac
  1875841 ctgcgcctga ttatcataag cccatgatgc tctaggtaaa atagaggctg ccgtttcagc
  1875901 tgtgccgtaa tagattgatt gcatcaatcg ttggttattg atcgacaaag cgatcgcttg
  1875961 gcgaacccgt tgatcactta acgggggctt gcgggtattg aaggcgagat aggcgacgtt
  1876021 catcccaggg cgcagtgtca ggcgtaggcg tggtgggtca tcacgtaaaa tagataattg
  1876081 gctggcggcg ggataggcca gcacatcaca ctctccggtc aacagttttg ataaacgccc
  1876141 cgttccaccg acccctaagt cgataaccac ctgtggcata cgtggcacac ctttccaata
  1876201 gtggctgttg cggaacaagc ggatatattg cccagaacga tattcatcca atagaaaagg
  1876261 cccggtcccg actggctcac ggtcaatctg ttcttccttc cctttctggg tcaggacatc
  1876321 ggcgtattct gaagacaata cgggggcgta atgagttgct aaatgccaaa gaaacgacgc
  1876381 atctggggct tttagcttaa attcaacggt gtaatcatcc aattttttta cgctttttac
  1876441 ggcgcttgca aactgcaaac tatcaaagta ggggtactct ccgccgttga ccttgtggta
  1876501 cggatgcttt gagtcaaata ctcgctgaaa actgaagacc acatcatcgg cgttcatcat
  1876561 ccgcgtaggc gtaaaccagt cggtagtctg aaatggcaca tctttacgta aatgaaaacg
  1876621 gtaggttgcg ccgttatcca gaacttgcca actttccgcc agttctggga ttaaccggta
  1876681 ggtatagggg tcaacatcca gtagacggtc atagagttgt gctgcaagtg tatcgacggt
  1876741 taaaccgcta ctggccattt gggggttaaa tgtgttgagt atcccactga cacaatagac
  1876801 aaatccgcgc tgacggatat ccggtagcgg ttgctccgct gcaacaggtt gggccagcac
  1876861 aggggttgca aggcaaatca gcgacaacag caaaatcagt aaaccacgca taaacgcttt
  1876921 cgcagtgagt aagcaatacg cttagtgtac cgtaatctga cgatcccccc aatccattgc
  1876981 acaaaacaac tgtttcatct gaggggattg ccgcaatttc ggccgataaa cggtaacgcg
  1877041 ttgtgtttag tgtgcgggga aaaatttagt gtgtgatgtg tgatgtgtga tgtgtgatgt
  1877101 gtgggaaaaa tttatcgtgt gaggagatac atgatgaagc taatagcaac ctacctgcga
  1877161 gatatggagc catcggaggc accgcctgat tattcatcgg caggaggcgt gtttccccca
  1877221 atagaggtgc taataacact ttataggtgc taataacact ttagggagta tgggaatgag
  1877281 cagaattctc aacaaatcta tttacaattg atattgataa gtattatcat tttgatgcga
  1877341 ttcagaacaa ggcaggcagt ctttggcttt ggtcagaaaa gcacgacatt gctcacattg
  1877401 cttccagtat tttaagccag ctcgggtgct ggcttttttg tgcccagaaa acccccagct
  1877461 aggctggggg ttcagtaaag ctttcagctt tgggtcagtt ataaaaaccc cttttgattt
  1877521 gttaaaacag tttgcggtct ggcaactgca aatgttcaac aagaaatcaa aagggggtcc
  1877581 caatgaggga tgaaaagagc ttagcgcaca cccgatggaa ctgtaaatat catatagttt
  1877641 ttgcgccgaa gtaccgaagg caggtgttct acagggaaaa acgcagagcg attggcagta
  1877701 ttttaagaaa actgtgcgaa tggaaaaacg tgaatatcct ggaagcagaa tactgtgtgg
  1877761 atcacatcca tatgcttctg gagatcccgc ccaagatgag tgtctcggga tttatggggt
  1877821 acctgaaggg aaagagcagt ctgatgcttt atgagcagtt tggcgatttg aagttcaaat
  1877881 accgtaacag ggagttttgg tgtcgagggt attacgttga tacggtaggg aaaaacacgg
  1877941 ccaggataca agaatacata aagcaccaat tggaagagga taaaatgggt gagcaactct
  1878001 cgatcccgta tcccggtagc ccgtttacgg gccgtaagta atccatagat gcaaatgtca
  1878061 gatcgcgatg cgcctgttag ggcgcggctg gtaacagagc cttataggcg catatgaaaa
  1878121 acctccggct atgccggagg atatttattt actctttttt atgtttgatt actggccgtt
  1878181 ttgcgcttta ttcttcttca ttttcatcac tggcgggccg tttactgctt aaaccatact
  1878241 cccgtaattt attggcgatc gcagtatgcg aaacacctag ccgtttagcc agtttacggg
  1878301 tgctgggata attacgataa aggcgagtca gcacagaacg ttcgaaccgc ttactgatgt
  1878361 catcaagtga accatcaagg acttcatcac ccaacgtggc ttcaatttca aactccggca
  1878421 ggatgatatc ctgtggcctt aattcggccc cctccaactg agtgagcgca cgataaatcg
  1878481 catttttaag ctgacgcaca ttacccggcc aaccgtagtg agtcaggaaa ctggccaact
  1878541 ctggtgacaa ttttggccgc ggcacacctt gctcatcaga gaatcgcgct acaaacaact
  1878601 cagtcaatgg cataatatcg gtctgacgct cacgcaatgg cggtaatgtg atggtcagga
  1878661 cattcagccg ataatataag tcttcacgga attccccacg ttgcaccaac tccaccagat
  1878721 ttttttgggt ggcacaaatg acacgcacat caacatgcac ttcatgttct tcgcctacac
  1878781 ggcggaatgt tccgtcatta aggaaacgca acagtttgat ttgcatacga ggtgacattt
  1878841 caccaatttc atccaacagg accgaacccc catttgcctg ttcgaagaag ccctttttgc
  1878901 cttcaatagc gtttgggtac gcgccagccg cataaccgaa taattcactc tcgaccactt
  1878961 catctggcag tgaagcacaa ttcagaccaa gaaatggcat tttcccccga ggactgcgca
  1879021 agtgacaggc acgagccagc agatctttac cggtccctgt atcccccacc agcaataacg
  1879081 gcgcatcaag catggctaat tttcgggctt gagccaaaac ctggcgcatc ttcgtgctgg
  1879141 ccgtcactat ctgtctaaac tcggtatcat cattgaccga taaagtttgc agttgctgcc
  1879201 ccatgcgtgc ggttgatttc aacatcacaa ccgcgccaac ggtttgtttt ttctggtttt
  1879261 cgtcttcgag attaatcggt gtaatctcca tcaggtaatc ctgattattg atcaataccc
  1879321 gttcagtgtg aggggccgta tcgccgcctt caaaccagcg tgaaaaatta tagccaccca
  1879381 gcaggctgcc cgccgtttta tggcgaattt tttcttcact gagggagaat agcgcccggg
  1879441 ctgcggggtt agacagctca aggttccctt ttaaatcaat agagaatacc ggttctggca
  1879501 tagattccag cagcgctcgc aacgaacggt gttcgcgctc tgatggcata aaggaaacgg
  1879561 tacggacatc tgttacccca tcaatatgcc gaatctccat cattagtgca ctgaatatac
  1879621 tgaaatccag actggaaaaa ttcaggtaaa tgcgaccaat aggatcaatt tcgatccccc
  1879681 gtaaatcaat gctgcgtaat accaagagat caagcaactc tctggtgaga ccgagccggt
  1879741 cttcgcaaaa aacttccaag cgcatcagta ttgaccttat atatatgaca ggtgcggaat
  1879801 cactggcgat gataataccc tgtcccctct tactgatgaa gcagtctgtc agcaaaagtt
  1879861 gacaggaatc gtctttttgt tatttttttt ccctgattga atcatatcag gcaatatatt
  1879921 taacgattaa attaactata aatagtgtgt tattagacag atagttaata attcagaata
  1879981 atataatacc agtaagtgtc agcttcgccg tcaagattgg gtgacacttt gcattacttc
  1880041 agccaattgg ctatagtaaa tgtagccaac tgaccgagga agttacctgg aggaggttac
  1880101 atgagagcgt accgcccaaa ccccgcgact aaaatgggaa cgctttggcg tgaaattggc
  1880161 ttacccgcca gccgcggcac gatattggtc gatagtatca aaatggggtt ttctgttgat
  1880221 gttatcgaca gcattcattt atgggcatcc atgcctaaag ctgaaatatt acgtgctacc
  1880281 ggtatcccca gccgtagcct gactcgccgc cgcacacatg atggccgttt tacgcctgaa
  1880341 gaaagcgaga gaatcgcacg ttttgtccgc gtaatggatg ccgctgtcga tttgttcggc
  1880401 ggcgataaag gtaaagccat tacctggatg tccacgccca tcaaaggatt ggggtaccgc
  1880461 agcccagact ccttactgga aaccgaaact ggcgcactgg aagtgtgtga tttgattggt
  1880521 cgtttggaac acggcgtctt tacttaacgg cttaagccgc ccgatggaac gaaacttatg
  1880581 atgctatccc tatgacgcta ttatccctat gacgctatta tccctatgac gctattatcc
  1880641 ctatgacgct ataccgcatt gttatgcgcc gctatcttgc atcggcatgg actggttacg
  1880701 gcgctgaaat ctatggtggt cgttggaatc ataaaggcca tgctgccatc tatttagcca
  1880761 gcagtatttc attggctatg ctcgaaacac tggcacatat tcaggacagt tcaacactca
  1880821 gcgaatttga attattccaa attgaaatca gtgacagcag tattatgttg ctacagccgc
  1880881 aggactggcc cacggattgg cgtagcgatc cggcaccggt ggcaacgatg gatgtcggca
  1880941 ccgagtggct ggaatcagaa tcctcggtag gcttactggt cccgtccacg ttggtgccgt
  1881001 cagaaaacaa cctactggtc aatcctcatc acaaagattt tccagcgtgt ttggccagcg
  1881061 tcaaaccgct ctcttttgtc tttgatccac ggttaaaata gcctttatta ttaatgtgct
  1881121 gttttatctt ttttcggtaa cgtatttttc agttgattca tcaactggcg gcggaaatca
  1881181 cccagtttgg gtttatcgcc ctctaaccac ggtaacgggc ggcatagctc catggctttg
  1881241 atccccaagc gcgcggtcaa taacccagcg ccaattcctt gagccgcacg cgctgacaaa
  1881301 cgagcagcca aatcttgtga tagccaatcc atgcccacct cccgtaccaa ctcagaggcg
  1881361 ccggcaaagg caatattcag caataccaga cggaacagac ggatacggct gaaataccct
  1881421 aattcaatac catacagtgc agcgatacga ttaatgagac gaatgttacg ccaggcaata
  1881481 aaagccatat ccactagcgc gagagggctg acggcgatca tcaacgctga ttcagcagca
  1881541 tagcggctga tttctgcccg agcctgatta tccagcgcgg gttgaaccag tttggcgtac
  1881601 aattcaacca cttcacgatc attatgcgtt tcatgcagtg atgcctgcca gcgctgcaat
  1881661 gccgggtgcc cttggtccag ccctgcctga cgggctaatt tctcacagaa aacacgccct
  1881721 tgaccaacac cgtggctgac caataacgcc cgagcaatat cacgctcttc agcccgttgg
  1881781 cgtaaatgat ataaacgccg ccattccgtc accaccgagc cgacacccgc cagaataatt
  1881841 aacccccctg ccgtagtggc gcccaaagcg atccaatctt gctgctgcca ggcttgatta
  1881901 acccattgca ctgactgggc aatcacactg gcccccaaga taaccatccc ggcagtgacc
  1881961 atcttacgcc acaggctacg cttaggtttc aatgcagcat tcaccaaccc ttctacccgc
  1882021 ccctcttcat cttctgcatc caattccggg gccgctggat agaacttctc cgccgcctgt
  1882081 tcatcaaaag cctgcgccga ttttaatacc ggttcatcca acgattgcag aggctgctca
  1882141 aaatcaatcc gtggctttaa cggttcgctc atcgcaattt atctcccaat aaaaactcca
  1882201 tcaccgcatc taaccggata tgaggtaatg ggctgtcaat atgaaccgct tgcggacgga
  1882261 actggtcaaa atggaaacct tgctgttgcc aaaatgcagg gccaggtaaa cgggctggaa
  1882321 catcaccggg gaacaccgtt aatggggcac catcttctaa gcgatggccg cgcagtgccg
  1882381 gtattttttg cccttggtga tcaaccatgc cactttcggt ggcctgtact gaggccaacc
  1882441 cgacacaatc catgctgatc ccttcaaaag ccgcattctg ccaagcttcc tgcaccagtt
  1882501 gttgtaataa tgagaccaaa ttagcatgct ggtcagcagt cacatggtct gctttggttg
  1882561 ccgcaaacat caacttatca atacatggag agaataaacg gcgaaataac gtgcgtttcc
  1882621 cataatggaa actctgcatt aattgtgtca acgccaaacg catatcgtta aacgcctgag
  1882681 gcccacgatt aagtggctgg aggcaatcta ccagtacgat ttgccgatca aaacgaacaa
  1882741 aatgctcttt ataaaagcct ttaacgatcg tattacagta atagttaaaa cgggtgcgca
  1882801 acatgcccag atttgagtgt ttatcggcct gagccaaacg cgactcccca atgccattga
  1882861 catccagcca agggaagaac tgtaatgcgg gggcaccggc catatcgcca ggcagcacaa
  1882921 aacgccccgg ttgaataaaa tgcaggcctt catttttaca gcggacaaga taatcggtat
  1882981 acgcctgcgc gatagcagcc agttggtttt cattggccgg agctaatgga tcacattgct
  1883041 ggcatagcgc tagccaaggc ttggcccact cagcgcgatc cccttgcaac aacccttcca
  1883101 tctggcggga ccaactcaaa tagtcctgct ccaacatggg taaatccagt aaccactccc
  1883161 cgggataatc aacaatctcc agatacagcg ttgatgtctc tttaaaatgg cgcaacagcg
  1883221 aatcactgga gcgaaaacgt aacgccagac ggatttcgct gacgccacgg gtcggcgttg
  1883281 gccaatttgg tggcgtacca tacaaagaag ccaagccttc atcatacgta aaacgttgaa
  1883341 tacccagatc acgctgtgga acccgcttaa cacccagtag cctttcgtca cgcaccgcag
  1883401 aaaacagcgg cagacgcgca ccactgtgga catgcagtaa ttgattcact aaagaagtga
  1883461 taaaggcggt ttttccactg cggctcaggc cggttaccgc taaacgcaaa tggcgatcca
  1883521 tcccgcggtt aaccaatgat gtaagctcat tttgcagtcg tttcatgctt ctccttggca
  1883581 aattgactcg ctactgccgc cattgcacgt tttagcattg gctccaggat gatcagcaac
  1883641 aaccaacgca gcggtttata gctcacactt ttcattatca cgctggcagc ccctgccggg
  1883701 ccgtacatca atgcggcagt aaacataatc ttaatcagct tcgtcaatat tacacctgcg
  1883761 cgtgtagggg caggattatt gttcatcatt ttgccctccg gcagggatta aacagagaaa
  1883821 acgccagcat tacctgatgg caggcccgcc taacggttga attttctaca aaactacaac
  1883881 tgacggaacc ggcttcggac accgaaagta tctgaggtca catagcgttc cacctgacgt
  1883941 agctgttgct cgccctgcgc caattcgtgt tgcaattgat ccagtaactg gcgcggtgtg
  1884001 acgtcattat cgttagtcac actggctgcc gataccggct ccagcataaa cgccagtatg
  1884061 atgtaggccg caacagtgaa cacgaatagg ccaaaaaaca gtgataacac cattatcacg
  1884121 cgaaccaacc gtactggaat atcaaaataa tgggccagac cggcacatac ccctttgatc
  1884181 atgccctctt ccggtacccg gtacagtttt ttactgccta acacattcgc cattatgact
  1884241 gtctccagtt agggtgttct gtatccagaa tttcttctag tgcctgaata cgctcacgca
  1884301 tccggcgagc atcctcggtt aacaatgata aacgctgcat atcttgatga cttaactgaa
  1884361 cgccattttg ctgacgaccg ttgtaatgta accataacca aatgggtgca acaaaaagca
  1884421 cgaaaatggt taagggtatg gcaagaaaca gaatactcat tgattcccct tatttatttt
  1884481 tgactgcggg tacatcgatt atagccatgg cagcgcccta ctgaggcact gccggttccg
  1884541 tatataccct ttgaactcga agctatcgcg atgctccaat gacattaagt accttgtttg
  1884601 ctaataaata cggaaaatta actattcaac tgatttcatt ttcgctttta atgccgctaa
  1884661 ttggctactg atttcatcat ccgctctcaa ctcggcaaac tgttggtcca aagacttctg
  1884721 tttgccaacc ccaacggttt ccgcttcagc ttccatatgg tcaatacggc gttcaaactg
  1884781 ctcaaagcgc gccatcgctt catcaagctt accgctgtcc aattggcggc gtacatcacg
  1884841 agatgacgat gcagcctgat ggcgcaaggt caatgcctgt tgtctggctc gggtctcggt
  1884901 cagtttattt tccaactctg taatttcatg cttcatgcgg ctcagggttt cgtccacggt
  1884961 tgccacttca cgttttagcg tctcaactaa cgtcatgacc ttctgttttt caatcagtgc
  1885021 agcacgcgcc aagtcttctt tatctttgcg caaggccagc tcagcttttt cctgccactc
  1885081 ctgttgctga ctttcgctgt ggtcaatacg gcgtagcagt tgctttttct ctgccagtgc
  1885141 acgggctgat gttgagcgga tttccaccag cgtatcttcc atttcctgaa tcataagacg
  1885201 cactaatttc tgtggatctt cagctttatc cagtaatgta ttgatgttcg cgttcacgat
  1885261 gtcggcaaag cgagaaaaaa tacccataat ttacgtcccc tttgacttat tggttctctg
  1885321 aaatagtggc gtctgattgc gccgttagct tgatgggcaa gatccgttat tcacgatgct
  1885381 gccattcaat acgcttcaca tagagttaat caagagtcgt gccaactttt catgataatt
  1885441 aatagcatga aaattaaaga gaaaataatt tttattcaaa tgatataaaa tatgaagtga
  1885501 ttattttaac caactattgg cgaatttcat catgaatgag caactggata atctgctcgg
  1885561 cgaagcaaac gcgtttgttg acgtgctgga gcaagtctcg ggactggcaa aattgaacaa
  1885621 acccgtgtta gtcattgggg agcgtggtac cggtaaggaa ttgattgccc atcgcctgca
  1885681 ctacttatca gaacgttggc aagggccatt tatctccctt aactgcgccg cactcaatga
  1885741 gaacttactc gattcagagt tattcggcca tgaagccggg gcctttactg gcgcgcaaaa
  1885801 acgtcatctg ggccggtttg aacgcgcgga tggcggcact ttatttttgg atgaattagc
  1885861 gacagcacct atgctggttc aggaaaaatt attacgcgtg attgagtacg gccacttgga
  1885921 gcgtgttggc ggcagccagc cattgcaggt cgatgtccgt ttagtctgcg ccaccaatga
  1885981 taatctgccc gcgttggcgg ctgccggaaa attccgtgcc gacctgctag accgcctcgc
  1886041 ctttgatgtc gtgcaattgc ccccactgcg tgagcggcag caagatatca tgttactagc
  1886101 cgagcatttc gccatcctaa tgtgccgtga gctgggtctt cccctctttt ctggttttac
  1886161 tgctacggcg aaagagcaat tactcgaata ccgttggccg gggaatgtgc gtgagctaaa
  1886221 gaatgtggta gagcgttcgg tttatcgcca cagcgacagc agtctgccac tcaataatat
  1886281 tattattaat ccttttgcta gcaaccagaa gggtgagata gagggtgtgg atacgcccaa
  1886341 cgagggggga gctgtgttgc ccgcactgcc cgtagatttg aaacattggc tgcacaccag
  1886401 cgaacatcag atgctaacac gggcattaaa gcaggctcgg tttaatcagc gtaaggcggc
  1886461 gcatttattg gggttaacct atcaccaact acgaggctta ttaaagaaac atacaatttt
  1886521 gagtggggag ttgccccaag tcagtgattc cggtgagtga gtacagctaa ttttcattga
  1886581 tacaaatagc gctgcagcat caaggacgaa gggtaaaata aatatcctcc ggcatagccg
  1886641 gaggtttttc atatgcgcct ataaggctct gttaccagcc gcgccctaac aggcgcatcg
  1886701 cgatctgaca tttgcatcta tggattactt acggcccgta aacgggctac cgggatacgg
  1886761 gatcgagagt tgctcaccca ttttatcctc ttccaattgg tgctttatgt attcttgtat
  1886821 cctggccgtg tttttcccta ccgtatcaac gtaataccct cgacaccaaa actccctgtt
  1886881 acggtatttg aacttcaaat cgccaaactg ctcataaagc atcagactgc tctttccctt
  1886941 caggtacccc ataaatcccg agacactcat cttgggcggg atctccagaa gcatatggat
  1887001 gtgatccaca cagcattctg cttccaggat attcacgttt ttccattcgc acagttttct
  1887061 taaaatactg ccaatcgctc tgcgtttttc cctgtagaac acctgccttc ggtacttcgg
  1887121 cgcaaaaact atatgatatt tacagttcca tcgggtgtgc gctaagctct tttcatccct
  1887181 cattgggacc cccttttgat ttcttgttga acatttgcag ttgccagacc gcaaactgtt
  1887241 ttaacaaatc aaaaggggtt tttataactg acccaaagct gaaagcttta ctgaaccccc
  1887301 agcctagctg ggggttttct gggcacaata aaaaacggct gtacccgagt ggggcagccg
  1887361 ttttgagtca cgatacagca ttgactaaac agcattgatt acaacacggc attgattaat
  1887421 gctgggtggt gatacttatt tcagtgcagc cagcgcggca tcgtagtttg gttcggtagt
  1887481 gatttcgtta accaattcgc tgtagatgac gttgtcctgg ccatccagaa cgacaaccgc
  1887541 gcgtgcggtc aaacctgcca gagggccttc agtaattgct acaccgtaag cttgtttaaa
  1887601 atcagcgccg cgcagagttg acagcgtgat gacgttgctc agaccttcag ccccgcaaaa
  1887661 acgtgattga gcaaagggca ggtcagagga gatacaaagc actacggtgt tctcaagttc
  1887721 gccagccagt tgattgaact tacgtaccga ggcggcgcaa acgccggtat caatacttgg
  1887781 gaagatattc aggactttgc gtttaccagc aaaactgctc agggcaacgt cagataaatc
  1887841 ttttgctacc aaagtgaagt ctttcgcttt atcaccaatt tgtggcagtt tacctgcgac
  1887901 agaaactgga ttgccttgga aatgtacggt ctgtgtcatt attgggtccc ttttacagat
  1887961 gtgtaacacg aatttcagtt taagataaca acaacagctt ggatatagca agttcgctaa
  1888021 aaaacccgtt taaagactta acggataaac gtatgagggt ctcataccta agctaaaact
  1888081 gtattctgcc aaggagcgat aatgagaaca gtgcgttttt acccagaggc ctggcctctt
  1888141 cactccgcgt ttgtcatttc ccgaggcagc cgcactgaag ctaaagttat cgttgttgaa
  1888201 attgaggaga acgacattca tgcattcggt gaatgtactc catacccgca ttatggagaa
  1888261 agtgaatctt cagtgatggc acagcttgct ttggtggcta atgctattga gaatggcgtc
  1888321 tcgcgggaag ccttacagcc acttttaccg gccggagcgg cgaggaatgc cgtcgattct
  1888381 gcgttatggc aactggagtg tttgcaacat cagcaaagtt tatggcaacg aagccagata
  1888441 acggcagttg aaaccgttgc catggctcag actgtcagta ttggtactcc ggaagccatg
  1888501 gcatgcagtg ccaaagcatt ggtgcagctt ggggcccact tgctgaaagt caaacttgat
  1888561 gagcacctga tcgccgaacg cttggttgcg atacgcagtg cggtgccaga ggtaacgtta
  1888621 atcgttgatg ctaatgaggc ttggcaacct gaagggctgg cagcgcgttg ccaattactt
  1888681 gctgacttgg gggtggtgat gctagaacag ccgctacccg caggagaaga cagtagttta
  1888741 cagaatttca tccatccatt acccctctgt gcggatgaaa gctgtcacac gcgggctgat
  1888801 ttagcgggtt tggtgggtcg ctatgacatg gtaaacatca aactggataa aagtggtggg
  1888861 ctgaccgagg cactgctact ggctgaacag gctaaatcga tgggctttgc cattatgctc
  1888921 ggctgtatgc tgtgtacctc tcgtgccatc cgtgcggcac tgcccttagc accgggggcg
  1888981 cgttttattg atttagatgg cccgacctgg ttggcaaatg acgtagaggg gggactgcat
  1889041 ttttctactg gtacgataga cctacgggta cgctagacct actggcacgc tagacctcgc
  1889101 gcgatagatc tgtcggttta atccgccaac gtcagtaact caatgaaagc agccagatag
  1889161 tattcgctgg ctgaatcaga tgaaattggc ggcaattccg cagtaataca cggcaaatca
  1889221 cggtctgcac accaactgcc gaaagagcct ggagtggcat aacccacact ggtgaccaac
  1889281 gggagttcaa attgctctgc caaccgggta cctaatgccg agcattgggg atcttcaatg
  1889341 caggccaacg gctcatgaaa cgaaacaacc caacttggtg ataactgggc gattaatgcg
  1889401 cagagagctt gagtttctgg ctcagaaccg gcctgttcgc cggttgataa caccacgtcg
  1889461 cgagcatttg ccgcactatt ccaacgatag acagtatcgc ctgattgcca gttttgggct
  1889521 gggaaattac gattaaggtc gacaccattg gcattcgccc gtagccctaa ctggcagcca
  1889581 tcaggattca ccgccaatac cacatggtga cgctgttgtt gcggtgagag gctgcgtaaa
  1889641 gcacaggata acgcaacaac cgcggcagtt tcatcaccat gagtccctgc gataatcaag
  1889701 ccaatattca ctgagggggt agacgcaggg aagtaaagta gcgggctacc cagcagagat
  1889761 tgaccgtatt gttggcctga aacgataaaa ttaccgcggg cagtgcgggg gcgaagagca
  1889821 ttcatggtat ttatagtgcc actattcaga ttcagtaagt aagaaattat cacttcgttt
  1889881 atcatcattc aaattgttaa catgaatggg gaacggcacg ataattttat tggttctaag
  1889941 aaccgacaga ttagctcgaa gaactgacag ataaaatgcg ataaccaata ggctgaagca
  1890001 ggaagattgt acgaatttat cgtcgtcacg ccagcgtcta atctgcgagt ttatgtcttt
  1890061 ctcattgtgc tgctttgatg ttaaatatag gtaacttgat ttgccgtaac taaaatagat
  1890121 ttgaaaataa tgatgcgtta aatttatgag aatgatggac ctaaggactg gcctgagtat
  1890181 tgcctacgtg gtgtgttggc cagcaggcta ggtattgaga atctactttc gctgatatgg
  1890241 aacaacaacg ataaggttat cgattatgca ctattttcgt tatgcattat gtgccgtagt
  1890301 agtcggttca gtactgggag cggcaaatgc ggctgaggtc cctcctggaa cggtattggc
  1890361 tgaaaaacaa gaaattgttc ggcatattaa agatgagcca gcatcgctgg atccaatgaa
  1890421 agccgttggg ttgatagagg ctcaggtggt acgggatctg tttgaaggtc tggttaatca
  1890481 agatgcccat gggcagccta ttcccggtgt cgcattgagc tggaaaacag cagataacca
  1890541 aacctatatc ttcaccttac gtaaagatgc gaaatggtcc aatggtgaac ctgtcactgc
  1890601 gcaagatttt gtctacagct ggcgtcgctt ggtcgatcct aaaagtttgt ctccgtttgc
  1890661 ctggtttgca gaactggccg gaatggagaa tgcgcaacag attatttccg gtcaaatgcc
  1890721 accggaagca ctgggtgtga gcgcgattga tcattacacc ctgaaagtta aactcagtaa
  1890781 acccgttcct tatttcccaa gcctgaccgc aaatttcagt ttattccccg tgccacaatc
  1890841 tgttattgaa aaatatggta acaattggac taaggtcggt aatttggtcg gtaacggtgc
  1890901 atttaaatta caagaccgag tcgttaatga aaagttagtg tttgttccta atgagtatta
  1890961 ttgggatcat ggacgcactg ttctgaccaa agtaaccttt gttcccatta gccaagaagc
  1891021 gaatgctacc aaacgctatc tggcagggga tattgatatt acggagtcat tcccgaagaa
  1891081 tttgtatcaa aaactgttaa aggatattcc tgatcaagtt tataccccgg atcagttagg
  1891141 gacttattat tatgctttta atactcaacg cgcgccgacc aatgatgttc gggtacgtaa
  1891201 agcattatct tatgcgatag atcgaaaaat tattgctgag aaggtattag gtaccggaga
  1891261 aaaacccgct tatcacttta ccccagatgt caccgcaggc tatgaaccgg cggcgagctt
  1891321 attgcagcaa cagagccaag aggagttaaa tgctcaagcc aaatctttgc ttcatgccgc
  1891381 gggctatggc ccagataaac cgttaacact gaccttgctg tataacacct ccgataataa
  1891441 ccagaagttg gctattgcta tcgcatcgat gtggaaaaag accttgggaa tcgatgtgaa
  1891501 aatggtcaat caagaatgga aaacctatat tgatagccgt aataccggta attttgatgt
  1891561 cgtgcgagca tcatggatag gtgattataa tgagccatca acttttctgt cgttattaac
  1891621 atccaggcat agcgggaata ttgccaaatt caataatgct gattacgatc gtttactggc
  1891681 cgatgcgggt aagcagacaa acgctaaagc actgagtgct gattataata aagccgagca
  1891741 aattattgcg gaacaggtcc ctatcgcacc gatatatcaa tttactaatg gccgtttaat
  1891801 taaatcctgg gtgaaaggtt acccgataac caatccagaa gatgttgctt acagtcagaa
  1891861 cttatatatt attaagcact gatagttatg ggcttattgt ttttaactaa ttaacagagg
  1891921 cggattttaa atccgccttt gcatttattc ttgtccttta ttcataatta ttttcgcgtc
  1891981 tcggcttacc cacgtttcat caatatcagc gaatatttta taacgtcacc cagggttatc
  1892041 cttggctcat tacctttaaa gatcgggttg ctagcgctac actgagctaa ttgcatgatg
  1892101 aatgttaaac aagaggatgc tgttgtggat gtagtcgaag ggaaagcgct tcaagtctct
  1892161 gatgcagtct atgcttatca gcttgatggc aaaggtggga tgacggccat cagtgtcgat
  1892221 gcggtagcca gtgctacgca gccttgttgg ttacatttgg attataccta tccagagagt
  1892281 gcggaatggc tacaaaatac gcctttattg cctgaggttg tgcgcgacgg gctcgctggc
  1892341 gagagtatgc gccctaaaat tacccgtttg ggtgatggca cgatgataac gctacgcggt
  1892401 atcaacttta ataatgatgc ccgcccagat cagttggtca ctatacgggt ttatatgacg
  1892461 gataaattaa ttgtctcaac ccgtcatcgc aaagtgtatt ccatcgataa tgtattaaac
  1892521 gatttacaaa gcggcacagg accaacaggt agcggtcatt ggttggttga tattgctgat
  1892581 ggtctgacgg atcacaccag cgaatttatt gaagacttgc acgataaaat cattgatttg
  1892641 gaagatgatt tgatggagca aaaagttcca ccgcgtgggc aaatggcgtt attacgcaaa
  1892701 caactgattg tattacgaag atatatggcc ccacagcgtg atgttttttc ccggttggcg
  1892761 agcgagcgtt taccgtggat gaatgacgat gaccgccgtc ggatgcagga aatatcggag
  1892821 cgtttaggcc gtggtttaga agatctggac ggcagtattg cccggacagc agttttgtct
  1892881 gatgagataa gttcattaat ggctgatgcc atgaaccgac gtacctatac catgtcactc
  1892941 ttggccatgg tgtttttacc gacaacattt ctgactgggt tatttggcgt caatctggga
  1893001 gggatacctg gtaataccga tgctttcggt ttcaccatat tttgtatgat gttagtcgtt
  1893061 ctggtattga gtgttgcctg gtggttaaag cgcagtaaat ggctttagtt gactgaacgt
  1893121 caccgaagaa aatagagcgt gcagggtggg attagtcacc gaaaaattga gccacatcaa
  1893181 gactttgttg tggtggctca ggcatgatta ttttgcaggt gaatgcaacg tcaagcgatg
  1893241 ggcgttgcgc tccatatttg ttatactttt attttgaatt actgcatagc atttaattgt
  1893301 tacggtgccg atgttgaaaa acatcggcat ttttttgtgc gccgggcatg gcgcgtagta
  1893361 ttgcgctgtg acgtaaatct gaccgatctg cccgacctgt atctgagtac ttgcccatgc
  1893421 tggatgatct gatgcttatt cctcgtctac accatggtca tgaagtgcat aaggcaaata
  1893481 cttaatttgt tgatgaagga gtcaatactg ttggtgtctc gtgggacccg tccagttgat
  1893541 gatggcaggg atacatcact ttaatcagga attcactctt gcacttaact gtggctggac
  1893601 cactgatatg ttcaataata accttagacg aatggttcat tccgttatca tccgcttgcg
  1893661 ataggtgttt agataccgct gggttatttt ccaaacttcc tttataaaaa ccactaaaat
  1893721 aacttccagc tggaaaatcc ccaccatgtt tattgattat attaggctca ttgcagaaaa
  1893781 aattcattaa tttatagttg tttttttgaa tggattctct ttcaacaata aatccgtagc
  1893841 gatgacgtaa ataccaatcc gggtttcctg atacttcaga gacatattta aaaaaatcga
  1893901 taatgttagg cgtatttatc gagaatatcc ccagcggttc gatatttctt tcctcaataa
  1893961 atggattatt taatcgacgt ttggcgtcat tgatgagcat ctgacgctca atttgcgttg
  1894021 tgaggaaatg tctggcacat gttaattggt gcaacgtctc atcaatagca tgttgtgcgt
  1894081 aacataatgc ggactggcta ttttgggatg agtaatccat caagatgctc ttgatttttt
  1894141 cattagaaac atgtgctttt tgtagactta aaatcaaatg agccatggcg atttgccgtg
  1894201 ggtgatagag tctataacga ctattatcac gttcagctgg cagtagacca atctggtcaa
  1894261 aatagcgtaa attaaattca gagatccccg ttatttgaga gaattttttt attttataca
  1894321 taatctaatt tactcatatc aacaacatgg ttaacttgaa aatggattat atctcttgcc
  1894381 gcctacctga atctcgaatt atttttattg tgggctattc ggctcattca gacggctgac
  1894441 aaagcttgac gactcgaacg tgaactgtga ggataggcag aagagtaaag cgtccgcgcc
  1894501 agtagtggcg cggatctagc ccccatggaa ggctattttt atgcagggaa gcaggcgtct
  1894561 ttacggtctg cctgttctct ccgccatggg cactttgcca ataacatcag tgggccattt
  1894621 ggcccactat ttttactggc tatgaatatg gcgggcaagg aactggtagt tacgttccaa
  1894681 attgttatta gaatgaaaat acttatcatc ggcatgttct gcacccatca gtaggttata
  1894741 ttctacatta tcactaccta tggcgctagc gagcttggcc gcaaaaagtt ggctttgtaa
  1894801 ccgaggaata gtactgtctt ggtaaccatg ttgaattaag aatggtgggg catccgcggt
  1894861 aatataattc atcggattgg tggtggacat tcgggattta tctacttggg taattttttc
  1894921 ccgcataagg aaagattcaa aagaattctc tgttgaatgt ttctgtccgt caataccaat
  1894981 ttttttccat tgctcatcca ttgttaaaaa gtcaatgggt gggtaccatg caataacagc
  1895041 ttgcactttg gttgatacat ctggataacc taattttgga tcctccaggg attttacatc
  1895101 gccggaaacc ccagccaagg caacaagatt ccccccagca gaccctccca tcaaaataat
  1895161 attatctggg tcaaaattat attttatggc gttggctcta acaaatttta tggccgcttt
  1895221 gagatcgtta atctgcgcag gccaggctgc ttctggactt aaacgataat taatattcac
  1895281 gacagcataa cctttagaaa ggccataaag agcaggcgtt aactggttat ccattttgtc
  1895341 acaaccaaaa aatgccccgc catgaacatt aataataact ggataacgca atttccactg
  1895401 ttcagggagg aatatatcca ttttttctga tggtgatgca ttagcataac tgacatctaa
  1895461 gtacttattt tttattcgcg aaatatctgg tgcttcacca caggcatttg gcgcctgtgg
  1895521 tgggccagaa atctcaccac cgtgccaatc agcaggcatt ttgggcacat tggcttctgc
  1895581 attgaatgtg aagaccgcca ttaacaatgc agacggaagt gttatagata ccttcatgac
  1895641 gtttgacctc tgttatttta tgccaaatca atataaagga tagagttact ctatagtcaa
  1895701 tggggtagct aaatgtttat cttgaaataa tatgttcgta aacccacatg ccgtggatac
  1895761 tcagaaagct gcgttgtctg ttgtggcggt ggaaaaggtc gtatacacga tcaaagattc
  1895821 tgatagaaaa gggattttcg gagggcaggg caaataatgc gcctcattcc atgtcataaa
  1895881 cgaaacgagg ctggactgat gagccgctta tttaatttcc aacacatcaa ggcgtactgg
  1895941 tggacgtttt tctgtgtctt cgtcatcttc tggctgccaa ccgactgggt tcagtggcaa
  1896001 cgcttcccga tcaaaggcta aatcaccgcc atcaataatg tcgctgtcat gagtaatact
  1896061 tttgaaatca aataacttat ggtcatttaa atgtgatggc accacatttt gcatcgcact
  1896121 gaacatggtc tcgatacggc ctggatactg tttatcccag tcgcgtagca tatcttttat
  1896181 gacctgacgt tgcaggtttg gctgtgagcc gcataagttg catgggatta tcgggtattc
  1896241 tctggcaacg gcaaaccgct caatatcttt ttcacggcag taggccagag ggcggatgac
  1896301 aatatgtttg ccatcatcac tcattagttt aggtggcata cctttcagtt ttccgccata
  1896361 aaacatattc aaaaagagcg tttgtagaat atcatcgcgg tgatgaccaa gcgctatttt
  1896421 ggtcgcaccc agttcagtgg ctgtgcggta taaaatacca cggcgcagcc gggagcacag
  1896481 agagcaggtt gttttacctt caggaataat ttcttttacg atcccgtagg tattttcttc
  1896541 tacaattttg tattccaccc cctgtttatc taaataagca ggcaggatat cttctggaaa
  1896601 accgggttgt ttctgatcca gattaaccgc gatcaacgag aaattgatgg gagcactttt
  1896661 ttgcaggctt tgcaaaatat ccagcatggt atagctgtct ttaccgccag acaggcaaac
  1896721 cattacacgg tcaccttctt cgatcatatt gaaatcggcg atagcttggc cgacgttacg
  1896781 gcgcagccgt ttttgcagct tgttaaaatt gtattgttct ttctgattaa ccgattgttt
  1896841 ttctagcatt tattcgtaac tcatattcag ttaggggcat aatgggggcg gttgtgacct
  1896901 atgtccctta taatagcact caagcaatgc ccgatagaag gctactgttg tgacaacatt
  1896961 tgtgcagcct gctttctcta aaaaccactt ttgtacgcgc cgacacagcg tttaagctaa
  1897021 aaacaagaat ataaaaaaat caagatacaa gataatagaa aaagccagtt agcggtttag
  1897081 ctaactggct cagtaaatcg cacagggtaa acgagagtgc tgtttattcc gaaggcgttt
  1897141 tttccgtttt gccagcgagt aaactcaaga agtcatagcg ttttttcaga tctttttcag
  1897201 cctcggcata taactgggcg gcaacggcgg gttcttgcgt atttaaccgg cggaaacgtt
  1897261 gctcattaag cagtgtggtg gtcaagtcac tgcttggtgg gcgtgaatcc agtgctaacg
  1897321 cggttttgcc ttcatcggcg cggcgcgggt caaagcgata caatggccag aaaccggtgg
  1897381 ccgtcaattg cttcatttgg tcatggctgt atgccaaatc gtaaccgtgt tcctcacaag
  1897441 ggctgtaagc aataatcagt gacgggccgg gataggcttc tgcttcctga atggctttca
  1897501 ccgtctgatt gagctgtgcc ccaatagaga tctgtgccac atagacgtgg ccatacatca
  1897561 tcatactgac gcccaaatct ttgcgcgctt tgcgtttacc gtgttcacca aatttggtga
  1897621 ccgcaccgag gggagtcgcc ttggattgct gaccaccggt attggaatag cactgggtgt
  1897681 ccagtaccag cacattgaca ttttctgtca ggctcaggac atggtccaaa ccgccaaaac
  1897741 caatatcata tgcccagcca tcaccgccaa tcagccagat agatttatcc accagatagt
  1897801 cggcgtctgc tgctaactgt tgtgcatcat tgcctggtat ctcacgtaac aactgacgca
  1897861 attgtgagac ttgcttacgc cgctcttctg gggtgtattc ctgattgatc agttgattga
  1897921 ccaactcatc cggcagttga ggtgctagct gttggatcag ccgggtaaca cgtttttgat
  1897981 gctgatcgac ggttaggcga aagcctaaac caaactccgc attatcttcg aacaatgagt
  1898041 ttgcccatgc aggcccacgg ccatcggcat tggtggtgta tggcgtggta ggcaggttac
  1898101 cgccatagat cgaagagcaa ccggtggcat tggcaatgag cagacgatcg ccatacaact
  1898161 gggtcaacaa tttgatatac ggtgtttcac cacaaccgga gcaggctccg gaatattcga
  1898221 acagcggtga aatcaattgt gaagtccgga tatcgatacg ttccatttgt gttttatcga
  1898281 tttcaggcag cttgaggaag aaatcataat gtgctttttc taccgcccgg tgttccagac
  1898341 gcggccgcat gttaatcgct ttgatttctg gattttggcg atctttggca gggcagactt
  1898401 cataacacag gttgcagcca gtacaatctt cgggcgccac ttgtaagata tatttctgcc
  1898461 cacgcatatc acgggcttta acatccagtg actgtaagct gtccggcgca ccggccatgg
  1898521 cctcaggttg taccactttg gcacggatag ccgagtgtgg gcaggcagcg acacagtgat
  1898581 tacattgtgt acaaaggtct ggctgccaga tggggatgtt ttctgcaata ttgcgttttt
  1898641 cccattgggt ggtaccgaca ggccaggtgc catcgggcgg gaaggccgat accggcagcg
  1898701 tatcacccaa gcctgccagc atggttgccg taacggtttt aacgaaatcg ggcgcttggt
  1898761 ctgaaacaat cggtgggcgt acagggctgt tttcgtcaat aggttgcagc gggatctcaa
  1898821 ttaaggcttc gagagttgca tccagtgctt gccagttgcg ggtgacaatt tctgcccctt
  1898881 tattgctgta actgcgttca atcgcggccc gtaattgctc ttgtgccatg gccgttggca
  1898941 gaatctgtgt cagatggaag aaggccatct gcatgacggt attgatgcgg gcaccgagtt
  1899001 tgcattcacg ggcaattttc gcagcattga tcacaaacaa acgggcatgg cgctgatgca
  1899061 atactgcctg aacgtcttgt ggcaaacgtg gccacatctc atccgcgctg aagggggtat
  1899121 tgagtaagaa tatccctccg ggtttaaggc gttcagccat ttgataaata tcgataaact
  1899181 gtagctggtg gcagccgaca aaatcggcgt ggctaaccag ataggctgag ttaatcggcg
  1899241 tctggcttac gcgtagatgt gagaccgtca ggcctccagc cttcttcgaa tcgtaaacaa
  1899301 aataaccttg agcgtagagt gcggtgctgt tgccgataat cttgatgtta ttcttggtgg
  1899361 cagagactga accatcactt cccaggccat aaaatagggc ttccaatgtt gcgcgcgatt
  1899421 caattttttc gtcgcttagg ggcaacgata ggccggtcac atcatcaaaa attccaactg
  1899481 taaaccgggg gcgtggtaag tctaatgaca gctctctgaa aatggccaat acgcaatggg
  1899541 ggccaaattc tttggaggat aagccatagc gtcccccaat gacttttggc aatgtatcac
  1899601 gatcaccacg gctataagct tcagctaatg ccgtcattac atccaaatac aggggttcag
  1899661 ctaatgcgcc aggctctttg gtgcgatcca aaaccgcaat tttgccgacc gacgcgggca
  1899721 agagcgcaag cagatgctgt gcggagaagg ggcgaaataa gcgtactttt agcacaccga
  1899781 ctttctcccc tcgagtgagc aaggtgtcaa taacctcttc gcaggtaccg atagcggaac
  1899841 ccattaaaat aatgacacgg tcagcttgtg gatggccgta atattcaaac ggtttatatt
  1899901 cacgcccagt ggcttcagca aatgcctgca tggcatccgc aacatgctga taggtgttgt
  1899961 tataccaagg gttagtggct tcccgtgact ggaaataggt atctggattg gctgaggtgc
  1900021 cgcgtaccac tgggtgatct ggcgaaagag cccggctccg gtgcgcatta atccctgctt
  1900081 gaggcaataa ctggcgcaac gtctcgtcac tgagtggctc tattttgttg atttcatgcg
  1900141 aggtgcgaaa accatcaaag aaatggataa agggaattcg gctattcagg gtggcaatct
  1900201 gtgaaatcag ggcaaaatcc tgagcctcct gtacgctact ggcgcataac atggcgcagc
  1900261 ctgtttggcg taccgccatc acatcggaat ggtcaccaaa gatggataat gcatgggtag
  1900321 caattgtccg ggctgcaaca tgaagtacaa atggtgttaa ttcgccagcc agtttgtaca
  1900381 gtgttgggat cattaataac aatccctgcg aggaggtaaa ggaggtggat aatgcgccag
  1900441 tttgcaatgc cccatgaacc gtggcgatag cccccccttc ggactgcatt tcgaccaccc
  1900501 gcggcacatc gccccagatg ttcactttgc cgtcacctga ccaagcatcg gcttgctctg
  1900561 ccatcgtaga actgggggta atggggtaga tagcaataac ttcgctggca cgataggcca
  1900621 cagaagccac tgcgctgttg ccgtcagtcg taatcattaa tttatacctt cacattgctt
  1900681 ttcatacaga gaaaacgtcg taatgggtgt ctctgattgc taaaatattc tttgaaataa
  1900741 ttcattattt gagctaatgc taaaatttta gcagaagata ttctttgcca gttatcgcgt
  1900801 ttgtgtgact gaattcacca aatacagttc aataaaatgc aaggtgaacc tatttgtgag
  1900861 agggctgtga taggggtatt ttcagataat ctttaacaat ttgcagatta ttggtggctt
  1900921 tacagcaata tcgtattgtc gtttaacgta atcattatgg cctcggcaat aaaagaggag
  1900981 gggtaaggtg atttttatac aaaactttat ttacaaggtg attagcttgc caactcactg
  1901041 acttgtaaag ccgctgtgaa gccggtgtca atttaatgaa gatttaactt tgtacgggca
  1901101 taatgtcgcc cttatgttga aatgagagag tgataatgag cagttttgtc tatttattta
  1901161 tggcgattat tgccgaagtg gttgcgacga cgatgctaaa agcatccgat ggtttttctc
  1901221 gattagtccc atcagtggtt gtcgtgattg gttatggtat tgctttttgg gggctttcgc
  1901281 aggtagttaa aaccatgccg ctgggtattg cttatgcgat ttggtccggt ttggggattg
  1901341 tactggtctc aatcgctgcc acctttatgt atcaacaaaa gctggattgg gcggcggttg
  1901401 tcggtatggc gctgattatt tcgggtgtta tggtgattaa cctcctgtcc aagacaccga
  1901461 tgcattaatc tgacatcctt attttccgcg ttaccgttga ttggacgata acgcggagcc
  1901521 aaacgtgcta cttaatatct aactgatgta ttccctcaat agctaataat tgttcataaa
  1901581 cctgatttac cgtctttttg ggtgacaacg tcacttccat cgtcaattca ctgctagtat
  1901641 tatcgctttt atggttttgt gtcaccgaga gattcatggg ctgtaaatgc aatttttgca
  1901701 gtgcaaccaa caccaatggg acgctttcag ggagtaactt gacgacaata taataatgct
  1901761 gcccgagtaa gcgctggctt aattggcgga agacttccag caccactaag gtcatcaagg
  1901821 tgccataaat accaatttca tacaggccgc ttccgataac cagaccgata gccgccgtaa
  1901881 cccacatccc ggcagcagtt gtcagccctt tgaccatttg tttttgaatc ataatggtac
  1901941 cggcaccaag aaaacccata ccactgacca cctgtgcggc gactcgactg gggtcaaaac
  1902001 tgacgtgttc taagaccaat aaatcttcaa aaccatattt agagacgatc ataaacatgg
  1902061 cactaccaat accgactaaa atatgggtac gtaatccagc ttcttttgcc cgtaattgac
  1902121 gttcaagacc aattaaccca cctaaaatcc ccgctagggt aattcgtaac aataaatcag
  1902181 tgatcatggt cgttcccgtt ttatttttta cagactatag atacctgctc ttctaaccga
  1902241 tgactacacc tttcttcctt gacgctaccg cgaagttagc agagatgaca tatcgaatga
  1902301 ttgactgacc cgaatattgg atgagttgtg tattatactg ggaatatctt tatcatgtcg
  1902361 tgcttcatct attcccaata gcgtgatgta ctaaataggg tgatgtacta cataatacta
  1902421 gctaggttta taaattatag gttgataagt ctatcctgcc ggagcaaaag aatgagaata
  1902481 tttcagggag tagtgtgcgg tatggcgcta tttttagccg catgtagcag caatgattca
  1902541 aatatcaata cgttaaataa tagcaatacg ttaaataata gcgagaccta cgaacccgag
  1902601 cagcaggcta ccaacgctat cgcttatcgc aatgtgaata tgtcaaatga cgtcaatatg
  1902661 tccaattcgg cggcagctaa ttgtgctaat gcggggggaa tattggctaa cacgaggcaa
  1902721 cttcatggcg gtagcgtagg catgtgccag ttaccggatg gcaaacgttg tgacgaggaa
  1902781 gcgttgttgc gcggtgcatg cccggtgcgt taattggcag cagctatcgg aaaactgccg
  1902841 cctaaataag aggttatgca tcaatgagca tcagttaacc caatctttct gttggtaaac
  1902901 taaggtgtgc gtactattac tcatcgtcaa ttgcccttta tttaaggtca ctttcacgcc
  1902961 gctgtgtaat atatcaccaa tcagtgcgtc ccattgattg agttgttcat cagcgcatag
  1903021 catacgggtg ctcgccagcc ccttagccgt caatatgccg tcttttaatt caccttggcc
  1903081 cataaatcga ttacacatcg cacctgaaat atgcatattt tcaccaaact caatattggg
  1903141 ttcaggtgtt ttaaccggtg gcttaccatc aacgctgacc aagacaaaat tatggtgtaa
  1903201 caggtcactt tcggtcacat ggctactgtt tgtcacaggg ttcatattat tcccagactg
  1903261 attcataccg ctgcatcctg ccagaagtac accgataata gccactggaa cgaactttct
  1903321 catattatct cctactcatc ataacggata gggagaatgt acactcgcta tccgctattg
  1903381 ggtgttaatg catcagaggg tgatgatatt tgggcagggt tcgcctttat ccaactgagc
  1903441 aatattctgc aaggtggtga cagagatact ggtgagtgct tcctcggtta ggaacgcctg
  1903501 atgcccagta aataacacat tatggcaaga ggacaaacgg cggaaaacat catcctgaat
  1903561 cacgtcattg gatttatctt caaagaataa atcacgttca ttttcataaa cgtccatgcc
  1903621 gagggagcct attttctgtt gttttaacgc atcgatcgcc gccgttgaat caattaaacc
  1903681 gccacggctg gtattaatga tcatcacgcc atctttcatt tgatcaaatg actgcttatt
  1903741 gagcaaatga tggttttctg gcgtcatcgg gcaatgcagt gagataacat cagactcggc
  1903801 gtacaaggtc ttcagatcaa catattctgc acctagctct agagcttgct cacttggata
  1903861 agggtcaaac gccagcaggc gcataccaaa acctttaagg atacgcatgg tggcaacacc
  1903921 aattttacct gtgccgataa tccccgcagt acggttatgc atattgaaac caatcaaacc
  1903981 ttccagcgag aaattggcat cacgggttcg ctgataagca cggtgaatac gtcggttaag
  1904041 gctcagcatc atgccaacgg tatgttccgc gacagcttca ggtgaatatg cgggcactcg
  1904101 gaccacttgt atacccaact ctttggccgc ttccagatcc acgttattaa agccagcaca
  1904161 acgcaatgcc agaattttaa cgccgatagt cgccagttca gttaatattt cgcggcagcc
  1904221 atcatcattg acgaagagac ataccgcctg acagccctca gccattttgg cggttttggg
  1904281 ggtaagcaga aaatcgaaaa actccaattc aaagccaaaa tctttgttga ccagctcaag
  1904341 gtatttacgg tcatactgct tggtactgta aacggctaat ttcatcgtat ttctccgcca
  1904401 aaatattgtg ataaatttaa catatttcaa taagtcatac aattttcagc aatgataagt
  1904461 ttatcgcagt ctgtgtaact tattaagact aaaaggataa ggtatttatc tccattttca
  1904521 atcacagctg ttacctagtt attatggtat cttgccgcaa tgtagggctc agttattgta
  1904581 ggtcttggtg gtttttgggc gcagtgattg aagcactcag tgtcaggttg gtgataaaac
  1904641 aaggcaagtc atggctaaat gcgcaaaaat agtagtcggg ttgttattaa taagcgcact
  1904701 gtcgctgctc gtgttatgga aaactctgcc gacatggtta ccgagagtcg ccgggtattg
  1904761 gttacctgcg ggtagccaac tgcaattacc cgttcttcct gtgtggcgta atggcgcgtt
  1904821 gcgtgtcgag caactgcgtt atttggctca ggattgtacg ctcgctaata tcagtcaact
  1904881 gagtataggt tatcaccaag gacgctggca gttgggtgcg ggtgatgtgg tgctggagac
  1904941 tgcttgtttg agtcagttac cgtctggcgg tgatagctct ccgctcgatt tggcgcaatg
  1905001 gcagcagcaa ctgtcccgtt ttgatcttac tatcaatcat ctgctggtca ccccttggca
  1905061 gcaatatgca ggcaagctga cactgacatc acctgacaac aataaatctc ttcagacact
  1905121 cggttatcag gggcagcaac tcagctttgc tgtgacgttg aatgaacaac agcagcttag
  1905181 tttgaatcag ttctctatgg ccattcccgg tatgcctcaa ctgtttcagc ttagcggtaa
  1905241 aattaaaatc ccgttgtcat tggatgagtg gccagagcaa ggcgcattag atgggctatt
  1905301 gaccaccggt tatttgtcga agccgctgct attgaacttg agttggcagc aacagcaggg
  1905361 cgtattgacc ttaactgagc gtggcgataa ccaaccttta gcgcgtttac cctggcaagc
  1905421 ctcggcgaat cttattcaga tcgtgaacgg tcagtggcaa tggccatatg gtcaacagcc
  1905481 gttgaagggg ggcgttaacc tgacactaca cgattgggat caaggattgg aacagacctc
  1905541 gattgatgca cggattaacg tgattacctc ggggaaaaat ggcaaaggga acgccgtatt
  1905601 gacgctgggg ccgggcaatt tgggtttaat taacagtgag ttaaaattcc aactaagtgg
  1905661 gcaagtaaat ctggaaacca tggtgtttaa cgccacgatc cccggtttac ttagcggttc
  1905721 agtattgaat ccgacgtgga tattgtcccc cggcgccttg ctgcgtactt atggtaatct
  1905781 gaccccggaa ttgcggataa aagatgctcg ttggccgctg gcgggtatcc gggtgaccgc
  1905841 cgcgggtgtt acggggcgtt tacaggcaat cgttgatgct caggatagct actgggggag
  1905901 tgtcaatctg catttggatg ggcaggcaca agcgttttgg ccagataagg gcaattggca
  1905961 atggcgctat tgggggagcg gaaacttgcc accattagcg gcacgctggg atgtgggggg
  1906021 gacggggagt tggcgggata cgctgattac ggtggatacg ctgtcaacgg ggtttgatcg
  1906081 tttacaatat ggcctagtca aggtggacgc accacgtttg atattgacga aaccgctgac
  1906141 ctggcaacga gataaccacc accccgcgtt tattgcaggt ctgaaactga gcgctaaaaa
  1906201 agtggagttc agtgatggtg gcggttatct ccccccgtca gtgttatcac tgcaattcaa
  1906261 tggccgcgat ctcgatagtt tcctctggca agggcaattg caagctcagt ctatcgggcc
  1906321 aattccgcta cgtggccgct gggatggtga gcgcttgcgt ggtgagggtt ggtggcctaa
  1906381 gcagtcatta atggtcttcc agccactgat ttcaaaagat ctggggatca aactgcggga
  1906441 cggtacgttt tatgcgcaag ccgcattctc tgcggcgcgt gaacaagggt ttactgccgg
  1906501 tgggcattgg gtggtaaaca atggcggcat gtggctgcag gacggtgagt taagcgggct
  1906561 agattttgtc atgtcgtatc gtttacagaa ccatcactgg cagttagggg ctaaagagcc
  1906621 ggtaatgcta cgtatcgctt cgttgaataa cctctttgat atgcagaata ttactgctga
  1906681 tttacagggg acttatcctt attcagaaac ggcaccacta acattaagca atgttggcat
  1906741 ggatattttg aacggccacc tgagcttgtc tgcgctgcgt ttgccacaac atgatgccgc
  1906801 cgtcctcaaa ttaagtcaga ttgatctgag cgcgttgttc accgtattac aaccgaagca
  1906861 atttgcgatg tcgggtaaag tgaacggcga attaccgctt tatcttaata acccacagtg
  1906921 gctggtgcgt aatggttgga ttgccaatga cggcatgctg acattacggc tcgataaaga
  1906981 cctgaccgat tctatcagtg agagcaatac tgtcgccggt gcggcgattg actggttgcg
  1907041 ttacatggag atttctcaat cgtataccaa agtggatctg gataatctgg ggcagttgac
  1907101 gctaacctct aaagttcatg gtgtgaattc gcaaaaaaat agcacacggg cggtagtact
  1907161 gaattaccag caccaggaga acctgttcca actttggcgc agcctacgat ttggtgacaa
  1907221 tttacaagag tggttgcaac agactatttc attaccatca gcgagttcat taccgtccgc
  1907281 gagttcatta ccgcaaggta tttcatcaca accaacagca ccaataccga cgagggcgaa
  1907341 ggaatgaaga ttttgacagg ggagcgtgtg gcgatggctc tgggtatttt actgctcagt
  1907401 ggctgtgtcc gtcttgaggt agcgacacca gagaaaccta tcacgattaa tatgaacgtc
  1907461 aagattgagc atgaaatcca gataagggtc gataaagatg tggaagcatt gcttaaaaat
  1907521 caatccaatc tcttctaagg aaccatcatg aaaaagcata ctttaggctg gattgatggg
  1907581 cggcaaagtc tgatccggct tgcgttgggg tgtttggtgt tgaccagcag tttactgtac
  1907641 agcccgcact cgttcgcttt gacattagaa caggcaaaac aacaaggccg ggtgggagag
  1907701 accttgagtg gctatttagc gccggtgaaa aaagatgcag aaaccttggc gctggtggag
  1907761 caaatcaatc ttgccagagc ggagaagtat caggaagtgg cgcaaaaaaa ccatatctca
  1907821 accgagaatg tcgccaaatt ggcggggcag aaattagtca accgcgcggc ggagggcgaa
  1907881 tatgtgcgcg ggattaatgg ccagtggatg aaacgctaaa tcctcctgcc gataatatca
  1907941 gggataacac gttgaacaat gggcggcttc gtaccggcct gtagttcatt actgcattgt
  1908001 agttcattac tgcactgctg atcgttaatt acggctgatc attaattact gacgatcatt
  1908061 tatcaccgga gatcccccgc cccctaaacg cgccgccccc ccaagcccct cctcagggat
  1908121 taacggttag tgctaaccca agcagagaca cgatttatgg actggcgtaa taactgttcg
  1908181 aactgatcat cattggccag cggcccgaaa agggcgctat cacgggcaaa taagcctgca
  1908241 gggtcagaag actgaaacat ggcatggacg gctgctgggt ccagaatacc atcctgatat
  1908301 tcatacggca gagtgccttg gtgccaactt tccataaata cgaagaataa tgcgggcaac
  1908361 attgcggtag cggtaggcac tccgccacgt tggtaacact cgatcagcgt gggagtgata
  1908421 aatccgggga ttttggaaaa tccatcggcg gcgacacgct ggttcgtatc gcgaatatac
  1908481 ggattactga aacgttccag taccacatcg cggtaatggg ctaaatcaag tgggctgggc
  1908541 gtcagggagg gaatgacatc ttgcgtgaca tagtcataag ccatctggcg gatagcgtcg
  1908601 gtttgggtac tttcatgaat ataacattgc ccaatcaagc tgcccgccca agcaatacaa
  1908661 ctgtggctgg cgttcagaat gcggattttg gcttcttcat aaggcaaaac cgaggtgacc
  1908721 atttccgccc caacgttctc cagtgccggg cggccagcaa taaaatcatc ctcaataacc
  1908781 cattgaataa atgattcccc catcaccgga gcgttatcta cgataccggt tttttccaac
  1908841 acccgctgcg cgatatcggc tgatgggcgc ggggtgatac gatcaaccat ggtattcggg
  1908901 ctgcgggtct ggcttgtcac ccagtttaat aggctttgtt gacctcgtag agcaagaaac
  1908961 tctaataagc catggcggaa tcgttcaccg ttgtgacgca agttatcgca gttcagtaga
  1909021 gtgaccgggc cactcttatc ctgttgccgt tgttgcaaga tacggctaat tgccccgtaa
  1909081 atcgtgcggc aatctcctct aagatcggcc tgaatatcgc tattgtcctg ttgcagatta
  1909141 aattgattat ctaaatagta gcccccctcc gttacggtga aagagatcac gcgagtttcg
  1909201 ggtttactcc cttgcgctac cagatgatct agcgctttat cccaaggaat gatattgcgc
  1909261 agtgatgtta tcttttcata ctggcgttca ccgcttggtg tgaccgtttc caagacatat
  1909321 tcaccgtgtt gcgcccgcaa tgtgtccagt agtgggatgg cgtcatcacg aatattggcc
  1909381 aaagcgatag tccaacggtc atcgcctgag gctaacaaac ggtgtaaata ccaagcctga
  1909441 tgggctcggt ggaaggagcc agcaccaata tgcagccaca cagcaggggg tgatttcagg
  1909501 tcagtattca taataatctc cacaattaca gaaggtgcta cagttattgt ttgggcataa
  1909561 attcaatatt tgggcatttg ccctttcgtg taggttaatg taacttttgc cctcaaattg
  1909621 agctttagct cacataaacg tgcgtaggga taaaaatctg cgaaatagcg acgtaatatg
  1909681 actaatattg ttacttcaaa aaataatgcg cagataaccc atgcataaga gtgataagaa
  1909741 actggatcag gcggccagag cggcctggat gtattatgtt gctgggcaaa ctcagcatga
  1909801 aattgccgag gcgttaggcg tctctcggca ggttgcacag cggttggtgg cttgcgccat
  1909861 tgataatgga ttggtcagtg tcaatatcac gcaccctgtg gctcgctgta tggcgctggc
  1909921 cgagcaatta caacaacgct atggtttaca ccgttgtcag gttgtcccta gccaaggcat
  1909981 ggacaacgcg ggggttcaac gtgcaattgc cgtggcgggg gccgaggtga tggcgcagtt
  1910041 tctacgacaa gagcaaccct tagttattgg cgtcggttca gggcgcagct taaaggccgc
  1910101 catcgatgag ttgcctgatg ttgaacggcc gcaacatagc tgtgtatcat tgataggggc
  1910161 cattgccgct gacggctctt gcacccgtta cgacgtcccg ttgtggatgg ctgagaaaac
  1910221 ccaaggccgc tattttatcc tgccagcccc tttatttgct gacagcgccg ctgatcgtga
  1910281 cctgtggtgt aaccatcgca tttatcgcac cgtcaccgaa aaagcagcgc aggccgatgt
  1910341 cacctttatc ggtatcggtt cgattggcta ccattgcccg ttacacaaag atggttttat
  1910401 ttcggcgcaa gatgtggatg ccttgctcgc atcgcatgtg gtcgcggaga tgctgggtaa
  1910461 ttttattgat gctgatgggc aacccgtccc gtacgcgttg gatcaatgct taaccagcgt
  1910521 gaaattacgt attcagccgg aaaaacccgt gatcgctatt gccggcggga aagaaaagca
  1910581 tcaggcgatt aaagcggctt tgaaggggca gtggctgaat ggtttagtga ctgatgaaga
  1910641 gagtgccatg gttctgctgg cggaagaaaa ggcataaaaa agcgcgccgg ttggcgcgca
  1910701 atcatcacat ggctttcggg taaaatgagg gtaatacgag gccatctttt tactcgttca
  1910761 ttagggtgac acccctagtg agcgagtatc actcggctta agcagccact acctgagcca
  1910821 ataatgtttt ggcgtcggct tgtgctttgg tcgcgacttc tgggccataa gcaatacctt
  1910881 cggcgaacac gaactcaaca tcggtgatac caataaagcc caggaacaga cgcagataag
  1910941 ggacaaccag atcggttggg gtatctttat gaatgccacc acggctggtc agaataatcg
  1911001 cgcgtttacc tgttaccaag ccttcagggc ctttctcggt ataacggaaa gtaacgcctg
  1911061 cacgggcaat catgtcgaaa tagtttttca actgcgtcgg gatgttgaag ttgtacatag
  1911121 gtgccgctat cacgatgacg tcattcgcct gcaattcagc aatcagttca tcagaaagag
  1911181 ccaacgcctc ttgttgacgc ggtgttaatg ctgtacctga agggcgcagt gcaccgacga
  1911241 gttcgccatc taatacgggg ataggttgag cggccaaatc acggacagta atttgatcac
  1911301 ctgcatgggc ggcttgccat tgctcaacaa agaagtcagc taactggtta gattgtgaag
  1911361 aggttgccaa gatgcttgat ttcaggacca gtactttact catcgtaatt ccttaacaga
  1911421 gaacagaaat tcaggcgaca cgccctttca atgagataca ctttatgcag attttgctac
  1911481 cagtgatagc gcaatatttt gcgctctttg ttcgatttta ttgaatgaag tgattatggc
  1911541 gaaaatacag gctgggttac ggcggcacta aaggctatgt tactctctat aatagaagct
  1911601 atgaatcaac tctaaataga aaccgtaaat caactctata atagaaacca tgaaccaaaa
  1911661 aaagtgggtt ggcggataaa aatgacatct taatgaataa aatatgtccg ttaattgaaa
  1911721 cgatatctgt taattgaagt gacagtatga aaatggtgga ccttcgcatt tagcggtgat
  1911781 ctacgtaata aggaatatag aacgtgaaat cttcgctcac agcattatcc actcaacttg
  1911841 gtgagttgat gctccgtgac caacagcgca ttcagcgtcg gctacatagc gcacgaaaaa
  1911901 tcaataaccc tgacgccata caggcgatta ctcacgaaat tgaagccgaa atcgcgatag
  1911961 caatgcagcg agtaacccgc cgtcgggcgg cttgtccggc gatcagttat ccagataatc
  1912021 tgcccgtcag ccagaagaaa caggatattt ataacgctat ccgtgaccat caggtgatca
  1912081 ttgtcgccgg tgagactggg tcgggtaaaa cgacacagtt gccgaaaatc tgcctggaac
  1912141 tggggcgggg ggtgaaaggc gttatcggcc acactcagcc acgccgtttg gccgcccgga
  1912201 cggtggctaa ccgcattgcc gatgagctgg atacttcgct tggcggctgt gttggttaca
  1912261 aagttcgttt taacgatcag gtcggtgaaa atacactggt caaattaatg acggatggca
  1912321 ttctgctggc tgaaattcag caagatcgcc tgctgatgca atatgacacg ttgatcattg
  1912381 atgaggccca cgaacgtagc cttaacattg attttatctt gggctattta cgtgagttat
  1912441 tacctaaacg ccctgatctg aaagtgatca ttacgtcagc gactattgac ccgcaacgct
  1912501 tctcacaaca tttcaataac gccccaatta ttgaggtctc tggccgtacc tacccggtgg
  1912561 aggtgcgcta ccggccgatt gtggatgatg ccgatgatgt tgatcgggac caattgcagg
  1912621 ccatttttga tgcagtcgat gagttgggcc gtgaaagcgc cggggatatc ttaatcttta
  1912681 tgagtggtga gcgcgaaatc cgtgacacag cggatgcgtt gataaagcaa aatttgccac
  1912741 acaccgaagt gctaccgctg tatgcccgct tatcaaacag tgagcagaac cgggtgtttc
  1912801 agtcacatca tgggcggcga attgtgttgg caaccaacgt ggcagaaacg tcactcacgg
  1912861 tgccgggtat caaatatgtt atcgatcccg gcacagcacg tatcagccgt tacagtttcc
  1912921 gtaccaaggt ccagcggtta ccgattgagc ctatttctca ggcatcggct aatcagcgta
  1912981 aagggcggtg tggccgtgtc tctgacggta tttgtattcg tctttattcc gagcaagatt
  1913041 ttctctcccg ccctgagttc acggatccag aaatcctacg gaccaatctg gcttcggtga
  1913101 tcttgcaaat gacctctctg gggttagggg atatcgctgc atttcccttt gttgaagcac
  1913161 cggataaacg caatatccaa gacggtgtaa ggttactgga ggaactgggg gccattcaga
  1913221 ccgccagtaa cgggcatcag caattgaccc cattgggccg ccagttagcc caacttcctg
  1913281 tcgatccacg cttggccaga atggtattgc aagcgcagaa aagtggctgc gtacgtgaat
  1913341 taatgattat cacctcggcg ttatctattc aggatccgcg tgagcgtccg gtagataaac
  1913401 agcaggcctc tgatgaaaaa caccgccgtt ttgcggataa agattccgat tttctcgcct
  1913461 ttgttaatct gtgggattat ctcaaagaac aacaaaaagc gttgtcatca gcacaatttc
  1913521 gtaagctttg ccgcagcgat tacctgaatt acctacgggt gcgtgaatgg caggatattt
  1913581 acactcagtt gcggcaggtc gttaaagagt tagggatacc cgtcaacagt gttgccgcag
  1913641 actaccgcag tgtacatacc gcgatactga ccggtttact ttctcacatt gggcagaaag
  1913701 atgttgagaa gcaagagttt accggtgctc gtaacgcccg ctttgctatt ttccccggct
  1913761 ccggcttatt caaaaagccc cccaagtggg tcatggtggc tgaattggtc gagaccagcc
  1913821 gtttatgggg gcgcattgct gcacgtattg aacccgaatg gattgagcct ttagcccagc
  1913881 acctggtgaa acaccattac agcgatccac attgggagaa agctcagggc gcggtaatgg
  1913941 ccagcgagaa agtgacctta ttcggcttac cgattgttac ggagcgtaag atcaattacg
  1914001 gcccgatcga tccactgctc tgccgtgagt tgtttattcg ccacgggttg gttgaaggtg
  1914061 actggcagac gcggcacgcg ttcttccgaa tgaatcttaa gctattggct gaagtggaag
  1914121 agttggaaca caaatcccgt cggcgggata ttctggtcga tgacgagaca ctctttaact
  1914181 tttatgatca aagaattggt cgtgatgtta tctctgccct ccattttgat agctggtgga
  1914241 agcaagcgag ccagacgaaa cccgagctgc tgaactttga aaaaaccatg cttatcaaag
  1914301 agggtgcgaa caaagtaaac ccgcttgatt atccgaattt ttggtatcaa ggggagctaa
  1914361 aactccgtct gttttatcag tttgaacccg gcaccgatgc cgatggtgtc acagtacaca
  1914421 ttccattacc tattctgaac cagatccatg agcaggggtt tgactggcag atcccaggga
  1914481 ttcgccgcga actggtgata gcactgatta aatcattgcc caaaccggta cggcgtaatt
  1914541 ttgttccggc acctaattat gccgatgctt ttctggcacg ggtaacacca ctcgaaacgg
  1914601 gtttattgga ggctttggag cgtgaattac gccgcatgac tggcgtgacg gtgtcacgtg
  1914661 atagttggca gttagatcag gtgcctgacc atctgaaaat aacgtttcgt gtgctggacg
  1914721 ataaaaaccg tattttgcga gaaggcaaag atcttgccgc cctaaagtta cagttgcaag
  1914781 agaaagtaca ggaaacactt tctgccgtcg cggatgatgg tattgaacaa aataacttac
  1914841 atatctggag ttttggcgat ctccctatct gctatgagca acggcgcggt ggctatgaag
  1914901 tcaaagccta tccagcgtta gtggatgaaa aagacagtgt tgccatccgt ttgttcgata
  1914961 cagaatcgca acaacaacag gctatgtggc agggtacccg gcgtttattg ctactcaata
  1915021 ttccttcgcc gattaagtac ttacatgaga aattgccgaa taaatccaaa ctgggtctct
  1915081 atttcaatac gtatggcaac gtaatggatc tgattgatga ctgcatcgcc tgtggcgtcg
  1915141 ataaactggt ggcacagcat ggtggcccgg tctggcagga ggctgatttt gctcgtttac
  1915201 aagaaaaagt ccgtgcggaa ctgaatgaca ccgtggtgga tattgccaag caggttgagc
  1915261 agatcctcac gctggtgttc agtattaata agcggttgaa aggccggatc gatatttcac
  1915321 tggtattggc gctttctgat attaaagctc agcttgctgg ccttatctat cgtggatttg
  1915381 tcacgagtaa tggctggaag cgtttgcctg atactttacg ttatttaaag gctattgagc
  1915441 ggcgcttaga aaaactggcg gttgatcctc atcgcgatag ggcgcaaatg ctgcgaattg
  1915501 agcatgttca gcaagtatgg caacagtggt tgaataaatt accgcctaaa cgtcagcaag
  1915561 atgaagaggt taaagaagtc cgttggatga ttgaagaact gcgtgtcagt ttatttgctc
  1915621 aacaactggg caccccttat ccggtgtctg acaaacgtat cttacaaacg atcgaacagc
  1915681 tttctgtctg attgatgccc ctattcgacg cctgagctat ctagacttag gcgtcgaatt
  1915741 ctttttattt cttagtgagt tatcgcctct tcaatatcat tcccctttat catttcccca
  1915801 taaagacagc atgtaatcga tgaaacaaga tggtttttat gcgaaaccgc ccgtgaatga
  1915861 ataattaacc ctgaactgta gccgccaggt tattgcatca acttaatgac tggcggtata
  1915921 cctgcgctga gggatcagac ggttgttgaa agtttgtctg attctgggtc accatatttg
  1915981 attacctatg gtgagtttga taccgttttt cacggagcag ggacggctta tgtataagat
  1916041 tagtttgtta cggttggcac agagggagtt agtaagatta cccgtaggca tacaggcggt
  1916101 actgattaag gcgatggatg agcttgaagc ttgtggtcat gaactgagag agccttatgt
  1916161 acgggatatg gggcaggggt taaaagaatt acgcgtaagc gctaaagaag gtatcgggcg
  1916221 tggttttttc ttttgccacc tccatcggca ggtttatatc attcacctcc tacagaaaaa
  1916281 aacacagaaa accccaagac ggacactgat attggcttat cggcgcatga aagaactcaa
  1916341 acggagattg cagtcatgaa aaaaacagac gattttgaca tcattccttt tgcggtggtt
  1916401 aaagcagcag cgttgagtca tccgcaggtg aatgacgcct atacggattt acaaattcgg
  1916461 caagcgatga tgactgaact gaaagcggcc cgccaacaat gcaatttgac tcaagaagag
  1916521 gtcgcactgc gggcggggct gaaaaaacaa aatatcagtc gtatggagaa aggcatcatt
  1916581 tcacctaacc tcaccacctt gagccgttat gccgcagcac taggagggac tttcgttttt
  1916641 caattcaacc caaactcatc ttatgcgact aaggagtaaa ggactcacct caataaatac
  1916701 aagatcgcat aatatttagc gggctaaggt aaaattactg agttgtatcg gctatcttat
  1916761 tgaccaattt tttcaaacgg ttattaatcg cagtgactga taatgcccgg ttgtcagcta
  1916821 aataacgctc cttggctgcg ggcgcggaac tttgaatggc aatcaatgac caactattgc
  1916881 cattttttag cagcagaggt gagccgctgt cacctggcag cgtatcgcat tggtgagcca
  1916941 gaacaccttg ctgtgcccaa ccggttacta aacagtcttc atgcttataa agtgtattga
  1917001 ggttgtcgag tggataaccg gcttgcgtta ccttacggtt aaccaattta agcgcttttg
  1917061 tcagttcatt tgcagtacct tcccataaag gcaatggctt gatggggata ggcgctgcat
  1917121 ttgttaattg gattaatgca aaatcatagg cagcggcggc aggtggcaca atccagccat
  1917181 caccatcggc tttgagtttc tggcctaatt tggcatcaac ccgtgttttc agatccgtaa
  1917241 tttgatattt ccagtggccc ttatcggaaa tgaatcgcaa cgcgacggct tggtcaatat
  1917301 tacccggagg agtcaagaca caatggccgg cggttaatac caatcgtggg gaaattaatg
  1917361 ttgcagtaca aaggttgccg ctggccgttt caacttgccc aatagcttcc catggccatt
  1917421 ggcggctgtt tgttaccgca gtgcgatcat ctttaccaaa aaatagggct gtttggtcct
  1917481 caatgctgtt acttccgtcc ggtttatcta gagcgaaagc ggtggtaatg gaaataagta
  1917541 gcaagctaag taataataaa aataaacgca taaataatta accttgcttt tttactgact
  1917601 aaggaatcat ccattaacac accttgaacc ttgctgataa agctgctcat agtggttatg
  1917661 ctatggctaa ctatactcta aataacgcga gttgcaggaa ggcggcaagg ttcgtgctat
  1917721 aaataaaaaa atagcgtgac cagcccgcaa ataaccaaag tagagaaaat aatttcaaat
  1917781 aaatagcggc gcagcattgt cagcactcct gataaaaaac acccggagaa ccgggtgttg
  1917841 agtgaatcat ttttaacagg tcaatcgaga atggtcagcc acacctgtct ccaactcaat
  1917901 ggggctattt agccgctggt gctacggtag gtgctttgtg gctatgtgcc gctttatggt
  1917961 gtttttgggc tgcctgggct ttttgttcag gggcggtttt atgcgtattt tttattgtgt
  1918021 ttggtttttg tgcttttttg tggtgcatgg ttttagctga tgcgttatgc actgctggtg
  1918081 ctggtgctgg tgctggtgct ggtgctggtg ctgtcgccgt tggtgtggtt tgcggtacta
  1918141 ctgtgtcggc tgcaaaagca acagagaata aactcagggt tgcagcaaca atcagagtca
  1918201 atactgtttt catgattcgt tcctcagtgt tctattcata taccggcccc gttgggtcgt
  1918261 tataatcaga gtagagaaaa ccttgcaagg cttcagtgag tcattagttt cggcttgtaa
  1918321 ccgattgtac atgtaaccga ttgtacagca ccacgctccc tgtgtgttat gaaggcatgg
  1918381 cgttctatat ttcataaccg ctacgtttgc cgtattgccc aaatctagtg agtgatgcgg
  1918441 ttgtctatgc tgcgtgtaat aactcagtca tatatattat ttattcagac tgtatgtata
  1918501 ttaatcagta agttgatttt tatataaatt taagttgagt tgaagacagt ggatctcaaa
  1918561 attaatcaac attggactat tggatagcgc attggaaata gagatgaaaa aatatcagcc
  1918621 taattttcat gctgtgtatt tactgttctt atgtcatgtt aagtaaagaa caacaattta
  1918681 actgattgat taattataga gttcagcaaa ataattgaca gcaattagag gaatatatct
  1918741 tatataaaat aaatgttgat tttatgttta ataatgtttg aatgttgttt tatgaatcaa
  1918801 gcaaaaggga atctctatgc ttttaaaaaa tacgagggag cagtttggat atatcactat
  1918861 tgctatccac tggttggttg cattaacggt atatgcactg tttgctctgg ggctatggat
  1918921 ggtgaccttg ggctactacg atggttggta tcaccaggca ccagaaatac ataaaagcgt
  1918981 ggggtgcatc ctttttgctg tgatgctatt tagggtgatc tggcgcttta tctcaccgcc
  1919041 acctaagcct ttatcgagct ataaccgctt gacccgggtc agtgctgtct tggcccattt
  1919101 aatgttatat agcattctgt tttgtctcat gcttagtggt tatttaatct ctactgcaga
  1919161 cggacaacct attaatgtat tcggctggtt cgctataccc gtaacgttgg ccgggttacc
  1919221 tgatcaggct gataccgctg gcactataca tctctattta gcgtgggctg tggtagtgct
  1919281 atcactatta catggtttag ctgcacttaa acatcacttt atcgatggtg atattaccct
  1919341 taaacggatg ctaggacgta gcatcgatta acttactgta ttatggagaa tttcgtatga
  1919401 ttaataagac cctgttgggc ctgagtcttg gcgcactgat gtttaccgcc ggtagcgctg
  1919461 tagctgccga ttataaaatc gataaagaag ggcaacacgc ttttatcgaa ttccggatta
  1919521 aacatttagg ttatagctgg ttatatggca gctttaacga ttttgatggt tctttcacat
  1919581 ttgatgataa aaatcctgca gctgataaag ttaatgtagt gatcaacacc aatagcgttg
  1919641 ataccaatca tgctgaacga gataaacacc tacgcggtaa aagtttttta aatgttgcta
  1919701 aattcccaca ggcaacattt gagtcaactg aagtgaagaa aaatggtgat ggttattctg
  1919761 ttatcggtaa cctgacgtta aatggagtga ctaaaccggt gacgttggaa agtaaactga
  1919821 cagggcaggg taacgaccca tgggggggtt atcgtgctgg ttttgaagcc aacggtaaca
  1919881 tcaagttgaa agatttcaat attacgacag atttaggacc agcttctcaa gaagtcgaat
  1919941 tgatcctgtc agtagaaggt gttcaggtta aataatagaa ttcagtcacc ttataaaaag
  1920001 gagctttggc tcctttgagg ttattgaaaa agctattttt agcctcgtga gtgaagggtt
  1920061 gaccgcccct cggggcgctc cggtggctta cgccacttat attttaaccc ctgtggtgat
  1920121 tagctatcgc cacactgaaa cagagagagt ttcatcaaaa cgccgctaag ggaaaacctt
  1920181 gagtcgtaga aaaccctctc tgtttcacct ttcacgccag cataaatctt gaacggttac
  1920241 caagagctat gactctgaat gaacaagcaa aacaggcgtg atggtttctg tgaaaggagg
  1920301 taaaccctgt atcacgttgg gattgatgtc agtaaggcaa cgctggatat ttgtttgttg
  1920361 gctgatgggc tggacggtaa acgaaaaaca aaatcattac ccaatggcat ctcatcggca
  1920421 gaggccgtca taaactggtt ggtcatgcaa aaacgcgacc caaaacaggc gcgtctcgtt
  1920481 atggaagcta ccggtattta tcatgaagat tagcgtatgg cttacatcgg gaggggctta
  1920541 gcgtgtgaat tttttaggat agttatatcc atttctgaat ataactatct ttcggttagt
  1920601 aatgcttaac tacaacttaa aaaccaaaaa ttggactatg ttctggagtg tatccactcc
  1920661 tccgcaatct ggaataaaaa ccaagcaatt cacttttatt ttttgcctgg aacatacctc
  1920721 ctgatgggag gaagaaaatt ggtttgtcat tctcatcaaa tccagggcta aatggatttc
  1920781 cagcttcatc gttatgccag accaatttac cgccagcata tccctctgcg ttaatctctt
  1920841 tatttaaact gttgacgatc gttttcccaa aatgatgaag atttcccata tttacatctt
  1920901 cactcatgcc atttttccct tttggactgg tgaaggggag agaaaaatca ccacgtaaca
  1920961 acttatgggg cactgtcagg ggtctttcat taactgactg attaacactt ggataattgc
  1921021 aaacaaatcg taatcggctg ttatggggga actattgctt tctctctctc caatctccgg
  1921081 tggattagtc attactttaa caggttttcc ctctgaattt aaaactcttc cattatttcc
  1921141 aatctcaaac tcttgagtac catacggata cttcgctgag taacgatttt cgcctagaga
  1921201 atttaaattc ccagtatcta ttaactcatt aattcgtgat ttgctaatga ataaatctat
  1921261 agattccgag cccaaagctt ttgccttatc aattgatgct ctctgttttt tatatgcaga
  1921321 aggtgacacc ttagagtaaa tcgggtcttc tgcaataaaa cctgcggttg gtcctgttgg
  1921381 actggatttt gccttcatat ggaaattttt tgatggaaag ccttctttta ataaagtttc
  1921441 acctaatgga ttaggtgccc ttacaccaat aattacgtta tatttatttg ccgtccgttt
  1921501 gaatgcctga gaatataaca attctgaatt aagaccatta cgatcaataa acgcaacagg
  1921561 attattgcgc gccatcctga acagattcag cccgtccacc atgcccgccg ggtctgcgga
  1921621 gagccatctg cccgcccacg gctgatagta ccggtacccg tagtagtaca accccgtcgc
  1921681 atcccgttcc ttaccagagt agcggacggt tttgtaatcc gcttccaccg cgcgtcgcac
  1921741 cgcccagacc gccgtgccgc cgtacggata atactcctcc gcgctgatga tattgccgtc
  1921801 accgcccagt tccaggctgc agctaccggc cagattgtcg taactgtaac gtatctggtc
  1921861 gtcagtgatt tcatccggcc tgccgctctc ccagtgcagc acccgcacct gcgcacggcc
  1921921 cgcctcaccc actgtgataa cctgcaggcc ttccgtttcc gtatcgccgg attttttact
  1921981 cctcagctcc agccccggca ggtacagcac ccgctgtgtc tgcatgctgg tgttcgtttt
  1922041 ctgcctgctg accttcagga ttcgctggct ggctgcatca tagcggtagc tttcgctgtc
  1922101 gtccgtgctg ccgtcgcgga ccactggcgt caccttcagc agctcattac gtgccgtcca
  1922161 gataagatgc tgtcccggct gtaacttagt ctgctgcccg cctgccgtga acagcgcgtc
  1922221 cacgtctgcg gcattttcgg tcagtgtgct tagtacaccc cggttgctgc ggtcgctgac
  1922281 ggtgattttt gtggtgtagc tgttgttggt ggctggggca ttgtgcctaa tttgcgtcag
  1922341 gttgccggct tcgtcgtagg tataggttcg ggagtagcgg gtatacgcgg agctgtcggc
  1922401 aggaaggggg acggtggtgg acggtaagct gcagctctgc tggccggcgt ttgccatctc
  1922461 gcgcccggtg gcgctgacca actggtacag gctgtcgtag gtgtacgtgt tctcaggcac
  1922521 cactttctga ttgcgccaga agcgcgtctc ttccgcatcg ttagtgacct tcagcacgtt
  1922581 gcccaccggg tcgtactcgt aacgcaggtc ctgcagcacc ttcgccccgg aggcgtgccc
  1922641 ggcgggacgt tccgttttaa tcccgaccag gcgctgcgtt tccggctcgt attcgtacgt
  1922701 ggtcaccacg ccgttgccgt gctcctcgcg cagcttctgc ccggcggctg agtatgtcag
  1922761 ggacttcacg atgacctgct ctgtgccatc cttcagggtc agccaactgc ccgacagcag
  1922821 gcccgccacg tcgtacgcca tgcgctgcag gttacctttc gcatcggtgg tggtcagcac
  1922881 cgccccggtg gcgtccgcgg tggtcaagga ggtatgcgtt tcgccgtcca gttggtcgtt
  1922941 ccaggcggag gcgtccgccc cctgccagtc ggccacggcg tccgggttat ccgcactttt
  1923001 catcaggcgg cgagtgacag agagcggtac accggtcagg gcaatgctgt ccggctgcac
  1923061 cagtcccgca gtgtcgtaat ggctgacgca cgcgccggcc aggttcaggc ttttttccgc
  1923121 gtcagtattg gcagcgtaca cgaagcgctc cgtgatgcgg gtggctttgc cggtcacctg
  1923181 ttcggttacg ctcaccagac gtcccggcag tgaagcctcc tcatactgcc aggtgcgggt
  1923241 catcgcctgg cctctgtctt cagtaccgtc gtcgctggtg ctgatattac tggccgagat
  1923301 aaatggtcgt ccggcagcat cattcaggct gacggtggta ccgttatccg ccccctgcgt
  1923361 gcgcaggatg cggccggtca ggtccgtcag gtagctgaag ttcatcagcc cggcaccatg
  1923421 caggcgcggg tcggcgctct gtgtcagaaa gccgcgggcg tcgtactgat ggtgggtgat
  1923481 acgctcactg ataacatccg gcgagtcggg atggcggtgg tacgcgatgt cgcgcacggt
  1923541 caggccgcgg ttatcaagaa ccgtgaccga aggggtttta ctgaacaatg atgttctcat
  1923601 ggtattctcc tgtaataggt tatgcagcca gtctggctac acagaaaata atatagcaat
  1923661 ttggagctgt acgtgcattg gccctttcag ggcgagatga atggattgcg aactgggcag
  1923721 gataaatgcg agccaatggc gtttttgatt tgcagttaat gtgagccgaa atctgcgctg
  1923781 attgcgatgc gagtcgggtg attttcgatt gcgagccgtt acagctaatg caggccacca
  1923841 attaagtaaa ctgaatactc cccatgcaag cagtgttcac aacaccataa tcaccaacaa
  1923901 aatgataatg gcctaactat ttttcgtcat ggtttactcc attttgatgg gttgttcaca
  1923961 gggaaaacag aagcggtctt ctaccatgct tatcttatgt tctcctatca tggcgacacg
  1924021 aaaacatcat aaaccctggt gttaactcca aggcaaagtg cttaatggga tatttaccgt
  1924081 taattactta gggggttctt attttcagga tgtgaggtag cgataattag ctggtcattt
  1924141 tagttacaac atacagtaag tgtttaagat aagacaccgt gcaatatgtc gccgctttaa
  1924201 ctatcttgat gcccgtattc tattgtaaat attaacaaat tggattttca gcaagaagag
  1924261 gggatcaaat ccctgatctg ctcccaaaga tgttacacaa gacaatagtt cacaagacaa
  1924321 taactaggag gagttgagac agctaataca tgaagcgtga ggttcgatgg atagcacgac
  1924381 gacaggtata aataagcctg acaagcttga ttgcgtcagg cttattgtgc ccagaaaacc
  1924441 cccagctagg ctgggggttc agtaaagctt tcagctttgg gtcagttata aaaacccctt
  1924501 ttgatttgtt aaaacagttt gcggtctggc aactgcaaat gttcaacaag aaatcaaaag
  1924561 ggggtcccaa tgagggatga aaagagctta gcgcacaccc gatggaactg taaatatcat
  1924621 atagtttttg cgccgaagta ccgaaggcag gtgttctaca gggaaaaacg cagagcgatt
  1924681 ggcagtattt taagaaaact gtgcgaatgg aaaaacgtga atatcctgga agcagaatgc
  1924741 tgtgtggatc acatccatat gcttctggag atcccgccca agatgagtgt ctcgggattt
  1924801 atggggtacc tgaagggaaa gagcagtctg atgctttatg agcagtttgg cgatttgaag
  1924861 ttcaaatacc gtaacaggga gttttggtgt cgagggtatt acgttgatac ggtagggaaa
  1924921 aacacggcca ggatacaaga atacataaag caccaattgg aagaggataa aatgggtgag
  1924981 caactctcga tcccgtatcc cggtagcccg tttacgggcc gtaagtaatc catagatgca
  1925041 aatgtcagat cgcgatgcgc ctgttagggc gcggctggta acagagcctt ataggcgcat
  1925101 atgaaaaacc tccggctatg ccggaggata tttatttccg aattaaaaat cagagataac
  1925161 ggcgttctaa atgctggcgg aaatatcggg ggttaagggg ctcacccgtc gcttttgtga
  1925221 tcagttcagc tgtcgggtaa cggctaccgt gctgccatat attctgttgt aaccagttga
  1925281 gtaggggggc gaggttaccg ttagcaatgt gagaatctaa cgccggaatt gcgcttcgcg
  1925341 cagcatggaa taactgagcc gcatacatag cacccaatgt atatgttggg aaataaccaa
  1925401 aagccccatc cgtccaatga atatcttgca tacaaccgtt acgataatct ccctctgtat
  1925461 tgatccccaa atactgttgc attttttcat tccagagtgc cgggatatcc tctacgtcaa
  1925521 tctcaccgcc aatgagtgct ttctctattt cgtagcgcaa aatgacatga gcagggtagc
  1925581 tgacttcatc tgcatcaacg cgaataaggc ctgttttaac ccgttgatta agtgcgatga
  1925641 agttatgttc tgcaaaagct ggttgctcac caaattgttg tatgaccagt gggtggatca
  1925701 cttgcaggaa ctcattactg cgggctaatt gcatttcaaa cagcagactt tgagattcat
  1925761 ggattgctgt agaacgggca tgtgcgatgg gttgccccaa ccattcacgc ggtaaattct
  1925821 gttcataacg ggcgtggcca gtttcatgca cgatgcccat taaagcactg agaaattcct
  1925881 gattattata gcgagtcgtg atacggacat cttgaggaac gccaccgcag aatgggtgca
  1925941 cactgacatc tactcgtccg ccattgaagt caaaaccaag gaccttcatc acacttagcc
  1926001 ccaactgccg ctgtttttct aaatcgaacg gcccctgtgg gatcaggcat ggttcactgc
  1926061 tttgttgttt agttgtcacc ttctgtaata atgcggggag ccattgctta agatcaccaa
  1926121 aaatacgatc aatatcagcg ctgttagtac cgggttcgta taaattcaat aatgcatcgt
  1926181 agcctgatgt acctgccgcc tcagcgcgta ttttggcttc ttcgcggctt agtttgacaa
  1926241 cttcacgtag attttctgca aaaccagccc aatcgttcgc aatgcgttgt tggcgccagg
  1926301 catgttcaca gcgggcaccc gccaatgatt tggcctctac taaactttcc ggtaataaaa
  1926361 ccgcattgtg gtagtgccga tgcatttcac gcaaattagc cagttttagt tcatcaatcg
  1926421 attgttcatc aagcaattct tgttccgctt gtttcaacca ttcacctatc tgtggggcgg
  1926481 tcagaatctg atgctgcaat acattaagct cggccatggc ttctgagcga gcaagatttc
  1926541 ctttcgcggg catcattgtc tgcatatccc aacccgcaat agcggacaaa tgttcaaagc
  1926601 gggaaaggcg tgtaaaggca gtacacagat ggttataagc ggttgtcata aatcactcca
  1926661 tagtggttcg cgaaatagca agtgcacgaa atagtaagtg cacgaaatag taagttcgcg
  1926721 aagaattagt tctgttcgcg cattaattct gatcagcgga tagaggcaaa tgtgttttta
  1926781 tcggccaact aaagcggaaa ctggccccac ctaatggact ggtattgaca gagatactgc
  1926841 cttgataggc cagtgcaatc gaatggacaa tggccagccc caatccacag ccaccagtgg
  1926901 cgcgatcacg gctggggtct aaacgaacaa agggttcaaa aattcgtgtc cgttcttctg
  1926961 gcgggatacc ggggccgtca tcttcaacct gtaggcaggc gttatcgcca tcgaaccata
  1927021 accctatgcg cagccgttga tgtgaatagc gtagggcatt attgaccagg ttatccagca
  1927081 ctcgctccat cagacgcagg tcaacggcac caaaatcacc acggtgggga atatcaagtt
  1927141 cgatctcacg ctcttgatga atcgagcgga tatccatgat tttggttgtt agccaggccg
  1927201 gtaggtcgat aggttccaga ttgagggaaa cttgtgggcg atccaaacgt gcataggtca
  1927261 gtagttcatc aataagtgct tccaattgac cgatatcatg atgtaacgcc tgctgttcgc
  1927321 tttcggtcag gttatcactc atcgctaatc gataacgtaa gcgtaccaat ggtgtccgta
  1927381 gttcgtgtgc tataccatca atcagtaatt ttttgctaac aatcagggtg ttgatgttgt
  1927441 cagccatttg gttaaaagcc acgcctaaac ggcttagact ggaagtgggg tcgaaatgag
  1927501 tccgctcgtc aaggtggcct gagcccagtc tctgagcggc attttctaat ttgagaagat
  1927561 ctttccagtg cggtctcatc cagagaaata ccggaagagc taacgacagg ccaatcaaga
  1927621 ttaataatgc taaatcgagc agcctcatct ggtgtaaata aaatagataa gggaccgggc
  1927681 caaccgccag aacatagtgg ctacgaggga tacgttgcag gaaggtatat tcatcatcca
  1927741 atgcaataat ttcacccgca cgtagccgtt tgttcaattg tgcgccaaga tcacgtttat
  1927801 ctaatggttc gatatgaagt tgaaaagaaa gatttaaatc taatgttgcg atggttttat
  1927861 tccagtcttt tagcgggatc tcccgcaatt cgctgcgcat cagtgatagt gaacttttca
  1927921 tcaggtcatc taaagactga cgacccgcgc gctcagcggt gaccttataa accaggccaa
  1927981 ccagcatcgc catcaccatg aagcaaacga ataacaacaa aaaaaaactg aataaatagc
  1928041 tttctcatta ctgcttggac tcccaggcat tgggcgcaaa caaataacct ttgttacgca
  1928101 ccgttttgat ccggaatggg tccagtgcat tgtcatagag tttgcggcgt aagcgagaga
  1928161 tagcgacatc tatacttcgg tccataccgt catagctgat cccgcgtaaa tttttcaata
  1928221 acgcctcgcg agccataatg attccagcat gtgtcgccaa ttcccataaa agatcaaagt
  1928281 cagaagttga taaggaaatt tcttcatcat ccaaattgac ttgccggtta actgggtcaa
  1928341 tacatagcag cccaaaatga atcgcattgt aacccgtggg tggggagctt attgtctctt
  1928401 tggcttgcaa gggagtctgt tggcgtaacc gttgattatg ttggcgcaaa tgtagccgta
  1928461 agcgggcgag cagcacggct ggcggtgtcg tttttagaat atagtcattt gcccccatct
  1928521 ctagggagag aatatggttc atatcgctgt ccagcgatgt cagcaacact attgggccat
  1928581 catagtgggg ccgtaggtca cggcacaggg tcatgccatc tttcccaggt aacatgatat
  1928641 cgagcaacac cagatcgggc tgttgctgtt caataacggc ttgtgcggta tcaccacgtg
  1928701 gctcaacaaa tacatcaatg tcatgcttgc caaggtaagc cgctatcagc tttccgacct
  1928761 ctgggtcgtc ttccacaaaa acaattttgc tcatgtcttc ctgcttataa aaatagctgg
  1928821 gctcagaata gcgtgcagtt aatgacaaga ctagttaata gcaaaactag cagtaacaag
  1928881 acaggccgta acaagggcag acactcgata ataccattac ttattaaacg gtttattaat
  1928941 gtcgtcgatt gacgactaga caaccagcaa accatttcat tatattatca atggttatta
  1929001 tatcgtcatc tttatttggt ttcgtctatc gtttatatac caagcccctt aatgactgaa
  1929061 tagctgtatt gatcaactga ggatgaaggg atgagtggcg aacgcgtcag tgcaccacag
  1929121 tgcagtggaa aagtctgctt tgattacacg gaatttctcg ctgcttcttg caagaagcat
  1929181 tggagctttg ttgacgctat ttatggcgtg atgcctattt ttggtatggt ggtgaagtca
  1929241 caaactgaat tagagagaac gccgcaagct cagcttacgg cattggcgct gcaagtatta
  1929301 tcaacacaac tcaatgatga gaccaatatt attcgattga ttaaattagc aaaacagcgt
  1929361 ggcatcaccg tattggacat ccaattgcct tacccattgg aagcggctca acttagaaca
  1929421 atcaagcaga aattccccgc tgaaatggca ttgagtcaga aagatgaatg tctatctgtg
  1929481 aatttatccc aaatgccaaa tgattagttt ttgaagaacc ggtcactaac ctagtgcatc
  1929541 atcaaccatg tcgctgggat agtggcgagt aacacgagga aaatcgccgc ccgctcaacc
  1929601 gtattcagca atctcagccc ttcatgcccc ttacgagcat aaataaacac caataatcct
  1929661 ggggcataca aaagtacaga caacagtaaa tacactaaac cagcagcata aatcagccat
  1929721 aaaccgtaca aacaagcccc gctggcagca acaatcaaac gccaatcttg ccgctttaat
  1929781 gccactttaa ataagaatgc accgacgaga aaatagggca ccagaatcat ttccgaggca
  1929841 attgtcagta aggtattgta attgctgcct gtcagccaaa tcaaaaccag cgcaacttgt
  1929901 accgcgctgt tggttaacca taaggattga gctggcgcgt tgtttttatt ttggtgacgg
  1929961 aatattttag ggaaagcgcc atgtttagct gccaccatcg gtacttcagc ggccataatt
  1930021 gtccagctaa gataagcacc acagacagaa ataatcagcc cggtggcgat aatgatttct
  1930081 ccccatgggc caatcatttc gaccataatg cctgccattg acggattacg catacccgct
  1930141 aattccgccc gaggcaccac gccgagtgac aataaggtaa tcaacaggta gacgctaagg
  1930201 gctgaaatta cggctagcat cgtggcacgg cccacatctt tcttgttgcg tgcacgggca
  1930261 gagacaacca ctgcaccttc gacaccgata aagacccata aggtaatcag catggtatct
  1930321 tttacttgct gccaaaccgg cgtgtgtagt gctaagccag tgaaatcgat actaaaagta
  1930381 tcgaggctaa atgcgatgcc ggccagaata ataaagccgc caataggtaa cagttttgcc
  1930441 agtgttgccg ccaagttgat actggccgca gtctgtaccc ctcgtagtac caaagcgtga
  1930501 accagccata acaggaatga tgcccccaac aatgcctgcc aggtgttacc ttcaccaaaa
  1930561 atgatgctgc cggatttatc ggtaaaaaag ctcagtgctg caaaaacaat caccaagtaa
  1930621 gatacgttag cgatcaccgc acatagccaa taaccccacg cagagaaaaa accgatgagg
  1930681 tcgccaaaac cttctttagc ataggtaaat atcccgccat cgagatcagg gcgtaggcga
  1930741 gtcagtagca acatggcgaa ggccaggaaa atgatcccga tgccagtaat actccagcca
  1930801 atgagcagag cagcagggct ggcgacttca gccatgtttt gcggcaggct aaagacaccc
  1930861 gctcccagca ttgagctaag aaccagcgcc gttagcgcag tcagaccgag tttcttttcc
  1930921 aattatggat cctgatttta aaatattaat gacttgattt taaagtatta atgaatgatt
  1930981 actggcttgt aaatagcatt atatgaggca aatttatcaa tatctaacag ataatagccc
  1931041 agaaattttg agggatttta cggagtgatt ggtgatgatg caatgattgg atatgcgatt
  1931101 ttaacaaaaa attattcagt atgagtgggg ggataaaaaa tgaacgcaac acggataaaa
  1931161 gaagggcagc acttggccgc ccttaagata attatttgaa taaatcggca ctgacgctca
  1931221 gattaccacc acttttgttc tgccattggc gagtcacatg gtagtactta gcgccttttg
  1931281 ctgcggcacg tttagccact tcatgcgaga catccgtcat actgttgaag tgaccagtaa
  1931341 agctgacaga atcaaacggc accatctgag ctgcggttgt gttgttcaac tcttgaattt
  1931401 gggtaccatc aggcagggtg acagtgtaac gttttcctgt tgatgactga gtctcaaaga
  1931461 aacggcctac atcactgctt ggtgtaccgg atgaggcaac acctggaatt tcaacatttg
  1931521 cggctgcagc accacccgca gccagcgctg cacggccagc atcggaatcc gcagggataa
  1931581 catccgggct ttgtacgaga cgttttgctg catcggcttt atagacataa gcagtgataa
  1931641 actggtttcc accctgatta gcatcaacct ggcgcacaat aaagaaggaa tatgcccctt
  1931701 tttcttttgc cgctttagag atcgcatcgt taatgtcagg ttggctacgg aagaaaccac
  1931761 tcacagaaac ggtatcataa ggctgaaggg tatacgcttc tgtttttggt aattctctca
  1931821 caccattaaa gacgcgatac tgagtttctt tgctcacttc ctcggcatca ttatggtaaa
  1931881 gatcggccgt tacacgccag ttaccaccat tattgctact gttaatatcc tggatgtaga
  1931941 aggaattggc gcccaattta tcagcacggc gggataccgc atcagctgct tcattgattg
  1932001 cattaaatct gcctgtaata gtaatgcgat caaacggctt aatggctgct gcttgctctg
  1932061 gtgcgagttc ttttgctgca tgtgcagcag agaacgcagt gagtgatagc aatgccgatg
  1932121 cgatgatcgt gtatttcagc ttcataaaaa atcctttcgc cttgcgcatt aacgttgata
  1932181 cgtgcggaac aattgatgtg taacagaata gcagatgatt attgcatgta ataatggcaa
  1932241 gtgtctcagc aatttatacg gcttggtata tcaatcgtgg ggtttaggcg gattgttctt
  1932301 tatcttaaga atacggagaa actttacaag ccgtcgcttt aaccacacaa gtgctattta
  1932361 tttacatttt tgcaacgtcg cgccgcgcca tcactgggtt gtcttatttt cactgcgcgg
  1932421 gttatttggg tgcaaagtta caggacaagc cgctagtaaa tattattttt atagttaatt
  1932481 atacagagtt ctttccgcct gccagtttta ctgcaaaatc tgcaccagaa gctcacacag
  1932541 atatggatca ttagtcacat tttcagtagg ttatagggag cgtaactcag caggttttgt
  1932601 cggtgaacaa acagaaccga acgataagca ggatgacaat actcatcatc aaaaacaggt
  1932661 aaaaagggga cattatgcgt attggtgtac caagagagcg gttggccaat gaagccaggg
  1932721 ttgcagcaac gccgaaaacg gtggaacaat tgctgaaatt aggcttcacc gtggcaattg
  1932781 aaagtggagc ggggcattta gccagctttg acgatgcggc gtaccaagaa gcgggtgcca
  1932841 tcattacgga taccactgat gtgtggcaat ccgatcttat cctgaaggtg aatgctccct
  1932901 ttgaggatga aattgcgctg atgcgtgagg ggagcacgtt ggtcagtttt atttggcccg
  1932961 ctcagaaccc tgagttgctg caaaaactgg cagagcgtca agttactgca ttagcgatgg
  1933021 attcagtgcc gcgtatctcc cgtgcgcaat ccatggatgc cctcagctcc atggcaaata
  1933081 ttgccggtta ccgtgccatt gttgaagcgg ctcatgaatt tggccgtttc ttcaccgggc
  1933141 agatcaccgc ggcgggtaaa gttccacctg cgaaggtgat ggttattggt gccggagtcg
  1933201 ctggtctggc ggctatcggt gcggcgggga gcctcggggc tatcgtgcgt gcttttgaca
  1933261 cccgtcctga agtaaaagaa caagtccaga gtatgggcgc tgaattcctt gagttggatt
  1933321 ttgaagagga agcgggcagt ggcgatggtt acgccaaagt gatgtccgag gcctttatca
  1933381 aagctgagat ggaactgttt gctgcgcaag ccgcagaagt agacattatc gtcactaccg
  1933441 cgctgatccc tggtagacca gcaccgcgcc tgatcaccaa agagatggtg gcgtcgatga
  1933501 agtcgggcag cgtgattgtc gatctggcgg ctcagacagg cggtaactgt gagttgacgg
  1933561 tagctgatga agtcaccatc acggaaaatg gcgtaaaaat cattggctat acagatctgc
  1933621 caagccgctt accgacgcag tcttcacagc tctatggtac taacctcgtt aacttattga
  1933681 agttactttg caaagagaaa aacggcgaga tcgatattga tttcgacgat accgtgattc
  1933741 gcggtgttac tgtggttaaa actggcgaag tgacttggcc ggcaccacct attcaggttt
  1933801 cagctcagcc gcaggctgcc aaagcggccc caatagcgaa ggaagaaacg aagccctcat
  1933861 caccgtggac caaatacatc attatggcag ttgctattgt gttgtttggt tggttggcga
  1933921 atgtggcacc accagaattc ttatctcact ttacggtctt tgcactggcg tgtgtagtcg
  1933981 gttactacgt ggtatggaat gtcagtcatg cgctgcatac accgctgatg tcagtcacta
  1934041 acgcgatttc gggcattatt gtggttggcg cgttgttgca gattggtcat ggtggctggg
  1934101 taagtttctt ctcctttatt gccgtactga ttgctagcat caacattttt ggtggcttca
  1934161 ctgtcaccca gcgcatgctg aaaatgttcc gtaaaaacta atgttccgta aaaaccaagc
  1934221 tacatagaaa ttagctggta taaaaatgtc atataaaaac aaaggggtaa ctgatgtcta
  1934281 gtggtctcgt tacagctgcg tacatagttg ctgcgatctt atttatcttc agtttggctg
  1934341 ggctgtcgcg ccatgaaaca tccagacaag gcaattcttt cggtgtggcc ggtatggcca
  1934401 tcgcgttaat tgcgactatt ctggggccag attcaagtaa tgtcgcttgg ataatcattg
  1934461 cgatggtcat cggtggtgcg atcggtatct atctggcgaa gaaagtcgaa atgactgaaa
  1934521 tgccagaact ggtagcgatt ctgcatagct tcgttggtct ggccgcggtt ctggttggtt
  1934581 ttaacagcta tctggatcat ggttcgatga tggatgcggt gatggagaac atccatctga
  1934641 ccgaagtctt cctcggtatc tttatcggtg cggtgacatt taccggttct attgtcgcct
  1934701 tcggtaagtt acgtggggtt atctcatcca agccattgat gttaccgcaa cgccataagc
  1934761 tgaatctggt ggcgttggtt gtttccttcc tcttgatggt tacgttcgtt agaacggaga
  1934821 gtattaccct gcaagtggtt gcgctgctat tgatgaccct aattgcgctg ggctttggtt
  1934881 ggcatctggt ggcttcaatt ggcggtgcag acatgcccgt tgttgtttca atgctgaact
  1934941 cttattctgg ttgggcagca gcagcagcag gctttatgct gagtaatgac ctgttgattg
  1935001 tgacgggtgc attggtcggt tcttctggtg cgatcctgtc ttacatcatg tgtaaagcga
  1935061 tgaaccgttc atttatcagt gtcattgccg gtggtttcgg tactgatggt tcttctaccg
  1935121 gcaatgctga agaaatgggc gaatatcgtg aagccacagc ggaagacgtg gcagaacaac
  1935181 tgagaaatgc cagttcagtt attatcacac caggatatgg gatggcggta gcgcaggcac
  1935241 agtatccggt tgctgaaatt accgcaaaac tgcaagcccg tgggatcaaa gtgcgttttg
  1935301 gtatccatcc ggttgccggg cgtttacctg gtcacatgaa cgtattattg gctgaagcta
  1935361 aagtacctta tgacgtcgta ctggaaatgg atgagatcaa cgatgatttc tcaagtacgg
  1935421 atgttgtcct ggtgattggt gccaacgata ccgttaaccc cgcagctctc gaagatccac
  1935481 gtagcccgat tgcgggtatg cctgtactcg aggtgtggaa agcacacagt gtcatcgcct
  1935541 ttaaacgttc aatgaatacc ggttatgcgg gtgtccagaa cccattgttc tttaaagaaa
  1935601 atactcaaat gttgtttggt gatgccaaag acagcgtaga agctatttta cgtgcactga
  1935661 ataattaaaa tgtgttgatt aacatccatt gtattgctca gggccacttc ggtggccctg
  1935721 aggttattga caaagtgccc gcgacgagag aacaggcaga tcgtaaagac gccgtaaata
  1935781 catccatgta ggctcgagcc gcgccatcct tggcgcggac gctttactcc tctgcctatc
  1935841 ctcaccgttc aagatcgcgt catcggggtt tgtcagcagt ctgagggcca cttcggtggc
  1935901 ccttatttta ggattttacg tagggcggcc tttggaaggg agttactcag catcctcctg
  1935961 atcttcattg ccttctatcg ggcaggtaaa tccttctggc ttaatcgcca gcaaatcaca
  1936021 tttcaaatta tcgatcacat gctcagttgt attaccgata aaggccgcag ataaaccggt
  1936081 acggcccaat gtccccaaaa ccaccacccc agcattcagg tgttcagcca agtcagggat
  1936141 cacctcttca ggtaagcctt tctccacatg agtgaatttt tcatcaatac caaactgttg
  1936201 gcgcaatgct ttcatcgcca ccaaatgctg accgcgaata gcatcgttat agacactcgg
  1936261 gtcaaaatca ggtaattcaa tggcgatatt tattggggtc actgggtagg cgctaatcag
  1936321 atgaacgggc gtttggttga catgttctgc cagctcaagg gtttctttga ctaagcgtaa
  1936381 attaagcggg tcatgtagtg gatcttcact tgagagattc accgccacca gcgcggtacc
  1936441 ttcttctggc catggctgat cttttaccat ccacaccggg catggacatt tacgtaataa
  1936501 atgccaatca gttggcgtaa agataattga ttctaggcga tcgtgttgat gtgccatttt
  1936561 tagcaataaa tcgtgcttcg ccttcagaac ttcctgaata atggcttcgt atggccgatt
  1936621 atgccacacc acttttatat caatggggat acccgagtcg atataaaaac ggcactgttc
  1936681 actgatccaa gctgaacgct ggctgataac ccctttacgc atcgctgtgc gttcatccgg
  1936741 tgatagcaag gtggtcatat catatgacag gtcatagata gctaaaaatg ctttgattgt
  1936801 gccaccattg cgttgcacaa gataaaccgc gcgtcttaat gcaggttgat catcctgatt
  1936861 ggggtcgata gcaaccagaa tattctgata ctttcccata gcgtctcctt acaaccgtga
  1936921 attaacagtc tgttagttaa agagtaaacc atgatagaga aacaggatag gtgagagagg
  1936981 gataaccaga ccaataagta ggcattttat tgatctggtc tctaacaatc taactatagc
  1937041 cgaggttttg ggttacctgc caactgagcc agtgcttcgt tattctcaat cgtgatgtat
  1937101 tttcctttca cgctgagaat attgcttttc tggaaacgcc ccagtaagcg gctaatcgtt
  1937161 tccactgtca ggcctaaata gttaccaata tcaccacggg tcatggtcaa gcgaaattca
  1937221 cgtggtgaga aaccgcgctg agcaaaacga tgggatagat tgtagataaa ggcggccagg
  1937281 cgctcttccg cattcttttt agagagcagc aagatcatgt cttgatcgcc tttgatttca
  1937341 ccgctcatca aacgcattat ctgttggcgc agattgggca ttttaccgga aagatcatcc
  1937401 aaggtatcaa atgggatttc acacaccatt gatgtttcta acgcttgggc aaaacttggg
  1937461 tgttgcagat tactgatcgc atcgaaaccg actaaatcac ccgccagatg gaaaccggta
  1937521 atttgttcat cgccttcttc ggtaatggtg tagcttttaa tggtcccaga acggatagca
  1937581 tacagtgatt taagttcatc acctgcttta aacagcgcct gtcctttttg aataggtttt
  1937641 ttcctttcaa tgatattgtc gagctgatca agctcatgct catttaaggt aaacggaata
  1937701 cagagctgac tgatgctgca atcctgacag tgaattgcat acccaccaga ctgaattcgt
  1937761 cggataacgc gtttttcagg gatcataggg tattcccatt aatattgata tgcgtcaatt
  1937821 ttaacatctt ttagtgtttc tgataagagc aacaatgatt agcaacctaa aagataaccc
  1937881 tcatgtacta ataaccaacg ttttcggtcc actccacccg cataaccagt caatgcccct
  1937941 tgtgagccaa tcacccgatg gcaaggaaca acaatagaaa taggattcag cccattggcc
  1938001 atgccaactg cccgagaagc cgtggggcga ttaatgcgtt ttgccagttc cccataggaa
  1938061 atagtttccc cacaaggtat tttgcgtagt tcttgccaga cttggcgctg aaagtcggta
  1938121 cccgctgttt tgacgggaag ggtatcaata atgcttaatt cacccgcaaa atagcgctgc
  1938181 atactctcgc tcaatccacc ggggttgcgt ttttcaacca aagtgaacgt atccgcaccg
  1938241 taatggttac gtagtaattt catcaggcgg tcgtgatgat cagtccaatc aatggcacgc
  1938301 aactggtttt cttcgtctgc aataagcaat agttcgccct gtggggtcgc catccgatca
  1938361 ataaagaacg ttttcataac tctccatagt tgctattcac ggattaaatt ttttccataa
  1938421 ttattattgc ataaaacatc gagtcattag gtcacttaat gggccgctcg tatggtatgg
  1938481 ggtatgaaaa tgagagggca aacgtttgaa tgataattag tggtatctgt cataaaagcg
  1938541 tcacccggct gttctagtat ccgttgtaac caatcaatac aaattgtatg actgttttac
  1938601 aacaaggaat tatatcgatg aaccgtgtac ctactttatc cggcatagca ttatcatccg
  1938661 gcatagcatt atcgactctg ttactgtcca gtgcgctatt aacgcctaat gcgattgcgg
  1938721 ctgctacggg cttatatgac cgtgctgcgc atggtgatgt gactcaattt ggcggcgcac
  1938781 gtcgtttgac tgaagaccaa acccaggctc tgcgtgactc gttatccaat aaaacagtaa
  1938841 aaaatgtcat tttgttgatt ggagatggga tgggcgattc tgaaatcacg tctgcccgta
  1938901 actatgcgat gggggccggt ggtttcttta aaggcattga tgcgctgccg ctgaccgggc
  1938961 aatacacgca ctatgcactc gataaaaaaa cacaaaaacc aaattatgtg actgattctg
  1939021 ctgcatcagc gacggcctgg tcatctggcg taaaaacgta taatggtgcg ttgggggttg
  1939081 atgtttttgg taaagaccat gttacgttgc tggaactggc caaaaaagca ggcaaagcga
  1939141 cgggtaatgt ctctaccgct gaactacaag atgccactcc tgctgcgcag tttgcccacg
  1939201 tgaccgggcg taagtgctat ggcccggaag aaaccagtga gaaatgcagt accaatgcat
  1939261 tggaaaaagg gggccgtggc tctattactg agcaaatgat tgaagggcgc gctgatgtca
  1939321 cgcttggcgg tggtgcagca tcattcagcc aggtcgctaa agccggtgag tggaaagacc
  1939381 agtcgttgcg tgatcaggcg ttggcccgcg gctacgtcat tgttgagaac cttgatgacc
  1939441 tgaacgcaat aaaacacgct aatcaacaga aacctctatt gggcttattc tcgccaggta
  1939501 atatgccagt gcgttggcag gggccaaaag cctcttatca tggcaatctg gataaaccgc
  1939561 cagtggtgtg tgaaaacaat gctgagcgga ccagcgacat tccaacgttg gctgtcatga
  1939621 cagaaaaagc cattgacctg ctgaaaacca atgagaatgg cttcttcttg caagttgaag
  1939681 gggcgtcgat tgataaacag gatcactccg ctaacccatg tggtcagttt ggtgaaacgg
  1939741 ttgatctgga tgaagcggta caaaaagcgc tggaattcgc ccgtgctgat ggcaacactt
  1939801 tggtgattgt gacggctgac catgctcact ccagccaaat tatcgagcct gaagcgaagg
  1939861 ctccgggcct gactcaggca ttaacgacca aagatggcgc ggtcatggcg atcagctacg
  1939921 gtaactctga agacgattct caaggccata ctgggtcaca attgcggata gcggcttatg
  1939981 gtcctcacgc ggctaacgtc gtaggtttaa ctgaccaaac tgatttgttc ttcaccatgc
  1940041 gggatgcgat ggcacttaaa taagtcgcct gttatctcac tggaacgtcc cggcgcagta
  1940101 atggccggga tttttgctta tgtcccgtca cggtaatcct gcttatatct ggaaaattct
  1940161 gtttctattt ggcgaatttc cctaagccaa tgctatccat tttgtcttta cctgcgtccc
  1940221 atactccaat gactttgggt ttcaatgaat ttgggtatag aaaatgcatc ccgcagactg
  1940281 catcatttca gctaactgaa tacagagtct ttgctagctg aatgtataat caactggcat
  1940341 aatcgatgta ttgagcgccg ctactggcgt ggcgttatgc gaaagaaata tatccacttt
  1940401 tcacattgga ttatttttca cattgaataa gtaaaactga cttattattt aacctaattt
  1940461 tctgcactta agtgcaatta atgggttttt ctgctgtgtt acggcagtct gttttaaaaa
  1940521 agttttgttt aaaagaacta tttattaaaa attgccagta aaggcagaat aaaaattact
  1940581 attttaagat aggggcagat aaaccatcgt ggcgaagaga aaatctaccg gtaccggctg
  1940641 ggttatccta ctgatagtcg ctttagggct gatgacagat atcccaagag aagcatgggt
  1940701 tgcactgagt tttgctattt tatgcctgtt ttttgtttgg aaaaatatcc gttgggctaa
  1940761 gattggttct ggaccgtcca tcaattcaga cgtaccggaa gcctcagcga tacccgatct
  1940821 gggcggttat cagctagact ctctggccct tcatcctgaa ctcgtcattg atgatgagct
  1940881 taccgatcac cttgatcaat ctgctagtgc taaaccctct tctggtgata aaccctctgc
  1940941 gagtactaaa cagtcagaaa tttcaagagg ctctctggcc cgtgcgtcct ggcttcgccc
  1941001 cggcgaatta gccgtggttg ccgggataac cttagccgat ggcatgatct acattggtaa
  1941061 taaacataag agcaatcgca ccggagcaga gccggccttt atcaatccat caatgcaggt
  1941121 cgccgaagaa gaggtagaca tttcattggc gctgatcgat aacgcccccg attactcgac
  1941181 atgttccccg gaggcgagaa aagcgtattt gcaatggtta tcggaaggtc gtaaatctcc
  1941241 aattgctcat attagttatg ttttcttatt tttttatgga ttagagcacc gcgtactgat
  1941301 tgatgcgagt attgatccaa tcgcaaaacg agagctgccc attattgagg cggaaattaa
  1941361 ccgattgctg aatatttatg gaaaaaataa cacttttaat cattatgctc agaatttatt
  1941421 agtttatatc gccagagtcg atatagagga gacgctctat ttattgccac cgccattaag
  1941481 ccgaaatgcc tcaaccgaac tgccacttgc tttgttggtt ggcttagggc aattggctgt
  1941541 ggaccaacgg ccattacctg cagagtgggc ctgtgcgtgg ggggggggcg gatccagcca
  1941601 ttaaccaaaa cagatcattg atgcattgtc ctgatgcctt ctcccaactt ttccagcagc
  1941661 gctatcggga taaatacggc gatggcttta tcctgcccgt caataaaacc aaactacatg
  1941721 ttttctaccg tcctgcttcc gcaggattaa tggggcaaga gttcatccag cagatgggtg
  1941781 agttacccaa cgtggcagta tgtaaagcca atagagataa gctgcggcca ttaattgaag
  1941841 catgtcagaa cgatctcgag gcttataacc gctttgtgag tttgaatcct aagaaaaaag
  1941901 cagcattaga agggctgtta cttctcccga tgccgttgtg gccagaggca ttaaacgctg
  1941961 agctggaaag tattaaaagc cgagtgggct atggcttact gttgataaca ttggatgaac
  1942021 tttttgccca actcagccat gcctgcgcat caaacccacc agaacgttta tcccgcaatg
  1942081 tggtcattgc gctgactcag gcgttggcat ccttgcaggt tggtatagag cctgatgttc
  1942141 gggcagataa tcgtacacca accttgcaag atacagttgc tctgtttcct attgagtccg
  1942201 cgacggcgga gtcggcaacc tttgctgtct accgtatcac gatgttagcc gtcgagttgg
  1942261 cttgtgccgc agtgatggtt gatggccgag ttggggaacc cgaatcgatg attttgacgc
  1942321 ggcatattga tgcctggagc taccttagcc ctggtcaacg tatgcgtctg aaagcctatc
  1942381 ttcaaccggg ggtcaggaag aataatacgt tgttggcctt gaaaaataac cttgagccgc
  1942441 tatcgcttga acatcgccgt gctattgccc gtttcctggc acacctgatt caggtcgaag
  1942501 ggaccattac cccacaagat gtgaaatttc ttgagcgggt atataagcgt tttgccctag
  1942561 acagcaaact ggtttatacc gatcttgata gccgtgcgac cccgatgaca ttaagtttgc
  1942621 cgccaccagg ttccgtagca ctaaatagtg ttgatcgcat tacgctactg aaaaatgaaa
  1942681 gtcaggaatt ggtggcgctg ttggagaatt tatttctaac caaagtggtg gcgacagagg
  1942741 ataaagaaga gattgatcca caatcaatgg cggcaataat ggctgatatg caggaaggaa
  1942801 ccgtgacgct cctacgatta ctgatttcac gcaatgcatg ggagcgtgat aaattaaccg
  1942861 atatcgcgct ggacatggaa atcagactgg acgatatact gattgagatt aatcgcaaga
  1942921 tattggctgt ttttgacgta ccgctgatta ctggcgatgc ggttatttca attaatcgtg
  1942981 atgtctcggc tgcattattg gcctgataag cagacagttg attaataaat ataggctcaa
  1943041 taaacatagt cttaataaac atcggcagcg taacttgagc tcaaacgcaa taatcgctac
  1943101 cataacgcgc ctaataacgt cagagaaaca atagtaatga aataccaatg gatattgttc
  1943161 gatgcggatg aaacactatt tcactttgac gcttatcaag ggttaaagct gatgttctca
  1943221 cgctttaatg ttgaattttc tgcgcaagat tttgaccatt accaattagt taacaagcca
  1943281 ctgtgggtcg attatcaaga cggtaaaata tccgctaccc agttgcaaaa tacacggttt
  1943341 gaaatgtggg ccgaaaaatt gggcgtcacc gcaacacgtc tgaacagtga gtttttactg
  1943401 gcgatggccg atatttgttc attattaccg ggcgcacgcg aactggttga tgccttaagc
  1943461 ggtaaagtaa acatgggcat tattaccaat ggtttcactg agttgcagac cattcgttta
  1943521 gagcgcacgg ggtttaaaga tattttttca cctctgatta tctctgaaca agtgggtgtc
  1943581 gctaagcctg atgttgccat ttttgagtat gcgtttaacg taatggataa cccacctaaa
  1943641 gaacatattt tgatggtagg cgataattta cactccgata ttcagggcgg aattaatgcg
  1943701 ggcatcgata cgtgttggtt aaatacacag ggtgttgccg gggatgataa tattgcgcca
  1943761 cgctatcaag tgagctcatt agccgaattg caggcgttat tatttgcata aatccctact
  1943821 cgaataagcc cgttaaaccc tgtcggcagt aacgacaggg tttaacgtgt gacaacgtca
  1943881 cctttgattg gcaaccaagt cttctacttg atcaaaaatc ggcatttctg gcccgaaacg
  1943941 gcgcacttga agcacatcca ccagtttctc tagctggctt atcatctgta gcaggcgttg
  1944001 atcatccaaa acctgcagcc aaatacggct ctcttcacca cttggcagcg gcatacacag
  1944061 aataccttca acgttaaaag cgcggcgggc aaataagcca cagatatgtg acatcacacc
  1944121 tggatggtta cgcaccgtca ggagcagagt gacccgagtg ggtattggtt gagcggattc
  1944181 atgttgagca gatgcttgct gagtgggttt ttgttgattt atcatactat tcccctccaa
  1944241 tcatatcgat atttgccgcg ccgggtggca ccattgggta aactttctca tccacattga
  1944301 tcagtgcgtg gataagcacc ggaccggggc gatttaaggc ttcatgcagt gcagtataag
  1944361 gatcgctggc agtattaagg tcgcaggtag agaaaccgaa tccctcggcg atatgaatga
  1944421 agttagtgcg ataagcgtaa tcagcagcaa aaatacgttt gccgaagaaa aggtcctgtt
  1944481 gttgatggac taatcccagc gattggttat tcatcaaaat aatttttata ttcagttgct
  1944541 cttcagccgc ggtcgccatc tcctgaatat tcatcattag gcttccgtca ccagagaagc
  1944601 agaccacttt actttctggt tttgccagag cggcaccaat cgcggcgggt aagccaaagc
  1944661 ccatggttcc tagcccgccg gaggttaacc attggcgtgg gcgatgcagt ggataagcct
  1944721 gtgccaccca catctgatgc tgcccgacat cggtggtaat aatggtctcg tcatccagtg
  1944781 cttcggcagc agcacgaatc aacccataat ggcacagtgg attttcgcta ttgggttggt
  1944841 tgaatggaaa ttcacgctgc atatcggcaa cagttgaacg ccaatcgctg cgtagctgag
  1944901 cgtcgatcat tggcaataaa tgtgtcaata cctgcgcaat atcggcattc attgccaaat
  1944961 gtgggcaacg gattttcccc aactctgccg ggtcaatatc aatatgaata atattggcat
  1945021 gagggcagaa ttgttctgcc tttccgatgg cccgatcatc aaaccgtgcg ccgagaacaa
  1945081 tcaataaatc cgcttgttgc ataatcaggt tggtcgagcg agccgcatgc atacccaaca
  1945141 tgcccagtga taatgggtgg tcaacgggca ttgtgcctaa tgccattaac gtcattgtcg
  1945201 tcggcagact tgccagttcc gccaattgta ttgcttgctg atgcgcccct gaactgacaa
  1945261 ttcccccacc taaatagagc actggccgta cagattggtt aatcatcttg gcgacttgcg
  1945321 cgatagcaga gaggtctact gggccaggag tatcggcaat tcccggtggt ggcagggtag
  1945381 ctaagtcaat ttccgccgtt tgtacatctt tgggaatatc gatccatacc gggccgggcc
  1945441 gccctgattg agcaatccgg aacgcttgtg gaataacctg cgccaactcg ctgatatcgc
  1945501 ggacgaggta gttgtgttta gtgatgggta ttgagatgcc gtaagtatca acttcttgaa
  1945561 acgcatcggt accgatcata gaagatggga cttggccagt gatacaaact aatgggattg
  1945621 aatcaagttt ggcatcggca atcgcggtca ctaaattggt tgcacctggc ccactggagg
  1945681 ctaaacaaac tgccgtttca ccggttgctc gggccattcc ctgagccata aaacccgcac
  1945741 cttgctcatg tcgtgccaat acatgacgaa taatacggct ttgccctagg gcatcataca
  1945801 gcggtaaggc tgcaccgccg ggaataccgc ttacaagagt aatgccttgt tgttccagta
  1945861 accgaactat caattgggcg cctgtataac gcatagttat atccttcatc agggccggtg
  1945921 cggtaactga gaggggcgat aaaaagaaac cccgctcggc tggcgccggc ggggtttggg
  1945981 aatctttctg gattcggtac ccgttacggc gcgctgccga ctaccaccac gcgcacgacg
  1946041 acgaccgcgg caacatgcgc ggtgtttagt agggcgaaat tggcagtgga atagttcacg
  1946101 gtgtactctc atcaaaatgt aataagcttt aagagataaa cacgattttt aaaaaggcac
  1946161 aagaggctga aacgaacaga gcgcaaaaac acgagattgg tcacaaagtt gtctgagagg
  1946221 gcatcgctct gatttctcac ttatcactct gcggtgatag gtgataggtg ataggtgata
  1946281 ggtgacaggt gataacaaaa cctcacgtta tgattttttc tggggctgga tatagtagca
  1946341 aaaggcagcc acttgtccgt agtggtaagt catttaatgt attattgttg atgtttagtt
  1946401 taaaatttaa atagtagagt aacgatgaaa atattatatg gaaataacag gttaacaagg
  1946461 catagaggga ttttatgaat aaatctttac ccttaatttt aatggctatc ttagccgggt
  1946521 gtggtgctaa gaaaaatacg cacaaccccg ttgatattga catttacaca tcaaatcgaa
  1946581 tcaatagcat tatagaaacg caagtaaaaa cagccgatca atctaatacg ggagaaatca
  1946641 tcgcgaaggt ttcagccgaa tttttaggga caccttacaa agcgaatatg ttgattggct
  1946701 catcaacaga accagaaaaa ctagtaatag atttcagagg gttagactgc tttacctatc
  1946761 tggattatgt cgaatctttg cgtaaatcta aaaataaaaa tgactttatc aaacagttgg
  1946821 taggggttag atatattgat ggtgatatta gttaccaaca tcggaaacat ttctttaccg
  1946881 attggtcatc tcgccctcct ttaaatgcca aggatattac cgctgaaatt agtgctcata
  1946941 cgttaactgt tacaaaatat ctcaatcaga aaagtgatgg cggggaattt atcccaacgc
  1947001 tgggtgtgtt caagcgcgat gttagctata ttcctgctga gtttatcaac gactctgtta
  1947061 ttgataaact gagaacaggt gattatatcg gcatttatac ccatattgcg gggctggatg
  1947121 tcactcatac gggtattttt attatgacaa aaaatgggcc ggtattgcgt aatgcgtctt
  1947181 cgctgaaagt gaatgaaaaa gtcgtcgatt cacctttcat tgagtatgtg aagaagacac
  1947241 cgggaattat tgttctacgg gcgctatgag gttagccgtt ggcaaatgca acgcgcacga
  1947301 gtataacgcc agcccaaaaa ataattttac ttactgatgt cacttgagtt ctgctgttta
  1947361 aaaaatgcgc ttctccgtcg gggagttgcg catttttgtg gcacgttccc ctttatttaa
  1947421 cgttatcagc cgtctattta atcatttgcg ggttttatca ccgataatat tgccgccagt
  1947481 tgttgccgct gtgccgggct tatctcatta ctggctgaat atcccacgtt ttgaataatc
  1947541 atttcaccca aacccactaa ccaatcatag atataaaatg cggtactgtt ggttggggtt
  1947601 aatgccagtt gcgttaaccg gtgagagacc cctaaagttg atactgattt agggggctgg
  1947661 gcaaaaattt tataccctcg gttgatgcgg ctatccgggc gcttatcttc gctgatttgc
  1947721 aaaaaaccta accaggcaat gaaatcaccg agtacagtga gcgcacgaga aacctgacgg
  1947781 tccgctttgg ctgcacgatg cagatccgcc ggttcgttat cagccagtgc ctgtcgtaaa
  1947841 ttcctagcaa tatccagccg aatactggca gtgatgaatt ccgcgaccag cagttctatc
  1947901 gtgggtttag tgacgcccag taattcaagt agcgcagtat tatcgggcag ttggcgtaga
  1947961 tgatttatcc aataataatg cacatgagcg gcatactccg cttcatcgtt atcatgtctg
  1948021 gcttgtggtg tcagcgatgg ctcagtggga gtgggaaggt cactaaacag atcgatatcg
  1948081 ataccgatac tgaaaggttc agtgctggcg agtggtatga aaaaatccgc aacccctttt
  1948141 ttctcttgtt gataaaggcg gggtgataga taaaggtgct gttgcagata aaggcggcgt
  1948201 agttcatcgc gggaaggaag taattgctcc aacaattcac catgtacccc agtacgggtt
  1948261 tgcaacgctt taagtaatat ttctacaata cgttgttttt gctgtcgttc gtccgtaacc
  1948321 gaaggttgat accaacccgt gaacagatta ttggtcagtt cccgttgtaa ctcgtgaagt
  1948381 tgttcggtta gacgttctga tttgatatcc cgaaggattt ctttcgatag gtacgagatc
  1948441 atccgttcaa ccccacgtgc atccaatgcc aatagggttc cccaactgtc accgggatta
  1948501 ccaacatagc gttgtaccgc ttcatcgtaa tttttgatat tcgcgtcatg cgtttgggcg
  1948561 tctgtcgggg tggagagagg tagattcgcg gtaatgcgct gatcatgggg cgttaaggcc
  1948621 cagattaaac ccggattacg acgcgagcgt atctgaacgc tctctccctg agtctgttta
  1948681 acccaataat ccaatgcctt gctggtactt tttatctctg aacgctgatc ggtggcggta
  1948741 cacaccaata acaggttgat ttgctgttgg ttggtataac gttcgagtaa ataggcattt
  1948801 ttagcctgtg acagtagcga ggccagcgga taagcggcgt tttccattaa tgccgggata
  1948861 gtttgtgaac cgcgagcatc aggaaaatta agcaattcaa cggattcaaa tgcactttca
  1948921 cgcgcgggtt tatcgagtgg gatcttcagt tccaccgcta acagcgtcaa ttccgcttgt
  1948981 gacagtgtca cgcatttcgc ggtatgaccg ttgatcaagg gaagcacttg gatagggtta
  1949041 tctgcaggtg tattcaagtc accaagcgtg gcaatattca tgacaccatt ggcaggtaac
  1949101 agggtatcgt caaccaaaac acttagcggt gctaataatt tctgtgtgcc gctaaggtgc
  1949161 tgtaaaatat agaaaaaatg gcgataagcg tcagtgagtg gatcgttttc tccccacaat
  1949221 aacgaaaata atttggcccg gtcatcaata ctcagatacg gtgccagttc aatcgcggta
  1949281 ggccagaagt gagtcgccag ttctttctgg cgttgtgtgt cgtggtgggc aagggagtcc
  1949341 caaagtgcaa tcacatcatc gctattgatc ccagcgttaa tgattggccg cctatgcatc
  1949401 atcaactgcc gtagatgttc ggtaatctgt tgctcatcca acgaataagc tggattttcc
  1949461 tgagggcaat ccagcaagaa agcacgggcg atgattttgg cgatatctac ttcgctgagt
  1949521 aaggtgagct gaaccggata ggcttcattt gttgctctgc tttcatgacc gtgcgtttga
  1949581 tgaccttctg tctgatagct aaagcgagta accaagcccg ttgtttgata ttccggccta
  1949641 atttgttgcc aaaagtcgag ttttttcccc ccgagcgtgt tttccaatcg gccatgttca
  1949701 ttggccgcca gtgccgagat aaggtgtttt ttccccgcct gtgattgccc cacaaaacca
  1949761 atagtcatcg cggttagcgc ggtctcagat agagggtgcg ctttattacg catacggcgt
  1949821 aacttaatgg ttaagtgttc ggcttctcta tccaaacgaa cagcatgttg gcgggtactc
  1949881 ttaacccaat caatcgcttg gtcgatacct tgtgttacct gctgtaactg gtcatgaagt
  1949941 tgttggccat taagtaactg cggggttaat gatttcattt tctaaatacg ctcccgctgt
  1950001 cgatccaata atggggggat cctgagccat tgctggctaa tgtgttcaat ttaagtcgca
  1950061 gatgatgcaa gggcacacgg ctaccgtctt gcagcttcgc ctctgcgagt tcaaaacgtt
  1950121 ccagacctgt ttgtttgtcg ctttttgcca atttcagttt gacgctcaac acactattac
  1950181 cggcaatttt gcgagccagc tcttgttcga caatcgataa cgtgtagagc ggtgacgctg
  1950241 gccagcggtc attatccaac tgacggaacc caagggagag agaacccctg agctggaaat
  1950301 ggacatcaga gggcagttta tagtcggcac tgtccagatc gatatcgcgg tagtaaacat
  1950361 tttcggtggt caaggtgtgg ctactgctca acataccgag atagcagatc gttgagtaag
  1950421 gctggaaatc gcccgcttta aagtagaagc ccgccagtcg cagattcagt gctaacagac
  1950481 agagcatagc gccgactgcg gcagtcgatt tagggttatc aatccgaccc agtttgttaa
  1950541 aaggatacca atcattggta tggtatccat caagagacaa aatacgatta ttcggcaacg
  1950601 gttgtagatg gcggaataac gcttgaatac cgggaaagcg cgaagggcgt ccagtcagta
  1950661 gcaagacatc acaggcatag agagacacca cttcagataa tgctcgcaga ttttgtgtga
  1950721 tgctcatccg gttagataaa aattcgccgt gtaattgact taattttaag accagtggta
  1950781 cctgcaaaat atcaaataca ccggcatcgg gaggtagctc gcgttgaatt tcactgttga
  1950841 tatattccag tactttcagt gtcggctgct gtggttgtga tgagggttgt cgttgtgata
  1950901 acgattgtgg ttgtgatgac gattgtcgtt gtggtgatcg ttgtcgctgt gatgactgta
  1950961 acgtcagtaa ttccccaaaa ctggcttcga tctctgctcg ggtatccaag ggatcgacgt
  1951021 tttcatacgc ttcgagtatc gcgcggccaa cgggcatgaa aatttgtaag gttgcttgtt
  1951081 gccgtaggac ggattgccca tccatgcggc catcattgcc gaacaattta tccatgacgc
  1951141 catcgctgtt gaccaccgcc atctttttca gcgtcgcctg caacgcgggt aaaatataga
  1951201 gttgaatgat atccagtagg atatcgtcac ccgcgacttt aaacccttca cggaacaata
  1951261 aacgtgggct gattttgaca ttattgccaa taccctcatc cagcccgtat tgagtgatgg
  1951321 ccaaatcagt ggtgccgcca ccaatatcaa ttgaggcgat ccgtaaggtt ttacctgccg
  1951381 tttcgcccgc gtcgagttgt ttatcagggc gcgccatact ggcaaagaag gctgcggtac
  1951441 ggccaccaaa gttaacttgt gtttcgttat acagataaac catctgccca caggtggctt
  1951501 catcccattc catttggacg tccggtacgg gcactttact ttttgcgtga tcggctggcg
  1951561 tcacaaaatc gtcatcagcg ggatgccagc ccatcgattt ccaaaccagg gcaatcgcct
  1951621 cattcatcct ttgccgaaaa atttcacgtt caggtttagg catcgcggag ggcagcgtca
  1951681 ggataatcga tcgcaattga cggggagcgg tgacatggat cattttcaag cgctgagccg
  1951741 cactgttgat ttgcatcagt gcttgcgcta atagctcaga caacataaag gtcattaatg
  1951801 aactgcggct atagtggggg gaaaaaaccg gtagtcgttc ttcagccggt aaacgataca
  1951861 gcggctcgcc atcatcattc agtaaaaggg ttaagggaag cgcggttgcc aactcttcat
  1951921 ggggggcggt cggtgtgccg ctaaatcgcc aaccagcagc ataactctct tcatcccaca
  1951981 aataacgtcg tgggctggaa ataccggtcg aaccttcggt gcccaagcgc tgtaatgcca
  1952041 tacggcaggc ttcgtggcca acacgggtaa tcgaaggcca gataaaagca tcttcacggc
  1952101 cactttcaac tgaaaaactc tgctgaccaa attttgcttg cgcgaactcc acccggcttt
  1952161 caaataacgc gttatacagg tagtgaggtt tactcagatc gcgcaattgc agctcataag
  1952221 tctggtttag cccataactt tcatcggcat ggtcttcaac caaaatgccg caggtatgtg
  1952281 agttacccac atcaaggatt aaatccacgt taaccgcagg ttcttgcagc gtattcgtgg
  1952341 tgattttgat ttccggtata cggagctgac tgccaagtaa cgccagcaca ttcagataat
  1952401 gtgcttgata ttcaaactct ctgagcgagg cgctaatatg tctggcggtt cgttcttctt
  1952461 gctcggcagc ttgttgggta aacacgtccc gcagccagcc atcgacccac gtcaaatcca
  1952521 gaaactcggc cagatcttca ttatggtaag ccagtgcgaa actcaggccg gttttgatat
  1952581 cgttttcagt gggggccaaa tagtcgttat cgtggctttc aggatacact ttagtatcaa
  1952641 aagccaacgt gacacgtaac gtattgccat cttgatctgg cgtgtccagc gttaatattt
  1952701 gtactcgggc ccaattatct ggcccacgaa taaaggtgtg gggtggggta aatcgcaaaa
  1952761 acggcaaagg tagccaaatc tggttcaata acttcagtga ttgctctagt ggaatactaa
  1952821 attcaggttt cacaatctca ggggctgccc ctgggagcat cagtgaatat ttaccattgt
  1952881 gttcatggta attcaggcgt aacaacgggc cattggcact tttacggaca aatttattgg
  1952941 gtagctcagt gtctgattct ggcgttaaag caaaatccag gaactggatc ccactatcct
  1953001 gaatgagtgt aattttctgt ttataatcag tgatcgtcgc caacataata ttatttactc
  1953061 tcacgcgtca tcgtcattga aagggtcgta ttggcatcat agcggccttt gcaatcggca
  1953121 atatctgtgg tgccttgttt acagacgatt tcaggtattt gatattttga gccatcactg
  1953181 cattgtgctc gatagcggct gttgatcacc aagttgcctg atttcatcag cccggcggtg
  1953241 acattggcac gacacgttac attatcccca tgggtgattt ttacgctgcc cttgccttgt
  1953301 ttaatttgat atctcaggct cggtggttta cccgtgagtg agcttttaat ctcagggatg
  1953361 gcacgccaat taccgttgag aaaggccgtg gagccaattt tcaccgcatt agccggtaat
  1953421 atcagcgcgt tattgttagc ccgtgtcacc gggggagtca caggctctgc agctatcggt
  1953481 tctacagcca tcggttctgc aactatcgac tctgcagcta ctttggcgtc gggcgggacc
  1953541 ggggcgtgat ccaacggtaa tagtggctgc atgattggtg ggggaaccga tgcggttatt
  1953601 ggctctactg gcgcgagggc atccgctgtc acttggggct tatgtgatgc cgatggctcg
  1953661 agttgctctg tcatgtgctc tgccgtagaa gactgagttt cagccgtagg cgcggtactg
  1953721 ccgggtaggt tgccactgaa ctgtgcgacg agtgccccaa tcaaggcggc gatagaaagc
  1953781 actccaccga tacgcaacca gcgaactggc gtttttatcg gctcagaccc tactgtgacc
  1953841 tccggctctg ccaccaattg cggggtgggg ataatgtcgg cttgtggtga taactcaacc
  1953901 gctgcgggtg tgacaaccgt ttttgcccgt atttctggcg gtacgacggt agattcagct
  1953961 ttgacgatag attcaacttt gatagccgac tcaacgacgt cagtggactg ccgtaagcaa
  1954021 tcgagtggat cgctacgcat ttttttatct tggctgacaa atccccagaa cgtaatgacc
  1954081 ggctttccag aaaccagata aacatggttt tgatcaggga attgcaatgc tttcgcgagt
  1954141 aatgccccga acaactgttg tgcggctttt tccgattttt tagcccgcaa gctgatatcg
  1954201 ctagcactgg ccagacagat ggctaattgt ttcaccgcgg ctttgcgttc tgtactcgag
  1954261 gcggcaatcc atgaggtgac tttcccctcg aagggagcat accaatcaat gcgattacct
  1954321 tgttcgttga tctgggggat cgccaagcaa tcaacaatat gttgctgttt tttaaggcgt
  1954381 aaagcttctc tgatctgaag tgcagaggta taaatcggtt gcccgttctc acctaacgcc
  1954441 agaatatcgt ccaaacttcc actgcgtaaa aatgattttg ccacgcaaaa aagacctttt
  1954501 agtgatgctc aaggcagaaa ataatgtgtt atctgcgaca gcgactattt tagtgttgat
  1954561 aaaggggaat caaacgtttg aataagcggc aaaaggtcct cctgttttca ggaaaaggct
  1954621 ggatttgctg cgcaataaat agcactgtgt tggtcaataa tcgctgctct tgtgtttaaa
  1954681 ggaggtactt tgaataaatt acaagataca ggctctctcg cagttgttga ggccattgat
  1954741 aagctggaaa tgctctatga tgcagcgtta gccgctttac gggatgcgat cagcgcattt
  1954801 attcgtgatg gttctttgcc taatgcagcg gaaagatcca aggggttatt tagctaccca
  1954861 cagcttagtg tccgatggga tggtaaattt agcgatcatc accgcacgcg tgcatacggg
  1954921 cgcttttccc gggcagggca atacagcacc acaatcactc gacccgcact gttcagggaa
  1954981 tatctgaccg agcaaatgac gctgcttgaa agtgagtatg gcgcggtatt tgaagtgaca
  1955041 ccgtcacaac aagagatgcc ttatccgttt gttatcgatg gttcagacct gatccttgat
  1955101 cggtcaatga ccgcaggcct tgcccagcac ttcccgacga cagatctggc taaaatcggt
  1955161 gatggcatca ccgacggaat tgaaacgata gcgcttggca cggcatcact tggcagcgca
  1955221 gtaagtgatc taccgttgtc tcactttgat gcgctgcgca ctgatttttc cctcgcacgg
  1955281 ttaaaacact ataccggtac gccagccgaa gacattcaac cgtatattct ttttaccaat
  1955341 tacagccgtt atgttgatga atttgtccgt tgggcgggtg agcaaatttt ggatccaaac
  1955401 agcccctata aagcactctc ctgcgcaggc ggtagttaca tcacggcaga gaatgccgat
  1955461 ccggaaaaaa ccctttctga cctggcgtgg aaaaaacatc agatgccagc ctatcacctg
  1955521 atagccaaaa atgggcaggg catcacattg gttaatattg gtgtcggccc ctccaatgcc
  1955581 aaaacaattt gtgaccactt ggcggtattg aggccacatg tttggttgat gattggccac
  1955641 tgtggtggcc tgcgagaaag ccaatccatt ggtgattatg tgctggcaca tgcgtacttg
  1955701 cgtgatgacc atgttctgga tgcggtatta ccgcccgata ttccgatccc tagcattgcc
  1955761 gagatacaac gcgccttgta cgacgcgacc aaagccgtta gtggtatgcc aggcgttgag
  1955821 gtaaaacaac gtctgcgcac cgggactgtc gttacctctg atgatcgtaa ctgggaatta
  1955881 cgtttctccg cctcatcgct acgttttagt ttaagtcgcg cggtggctgt tgatatggaa
  1955941 agcgccacta tcgccgctca aggctatcgc ttccgggtgc cttacgggac cttgctttgt
  1956001 gtttccgaca agccattaca tggcgaaatt aaactgccgg ggcaggccaa ccatttttat
  1956061 gagggggcta tttctgagca tttgcagatt ggtattcggg caatcgattt gctacgggca
  1956121 gaaggtgacc aattacactc tcgtaaatta cgtaccttta atgagccacc gttccgctaa
  1956181 aaagaataga ttgaaaaaca acgcaggcgg atgatgatca ccgcctgcgt attgaattga
  1956241 gagagcttac attaatcagc gaatgccggt gcctatcctg acaccggata tgccgctcga
  1956301 accgccactg ataccgatat gccctgtaga agtgcaggct accagaaata acgtaacgac
  1956361 gataagaatg aatattttca tttggcctca gtgattatct caacgtattc ccgctaccga
  1956421 gtctattttc gaacaacata ctggctaata tatctcttct tggggcacaa ttcttgaaat
  1956481 tatattcttg ggtgtttatc gccagcgtga gtatcgataa gaaagggggc ggctgtaacc
  1956541 gcctgccgtg cttgctatta acccgctgcg tacggacggt aaatttacgc ttcgctgtgt
  1956601 tttgctaacc gcctttgcgt tcggcagcgg agaatcgctg ttgttcctcc atcactaacg
  1956661 cccctaactc gcgctttatt ctgttgaatt cagccccgct ggtatcacgc gggcgaggta
  1956721 tttcaagagt aatatcttgc ttcaaggtgc ccggacggta ggtgagtacc acaactcttg
  1956781 tgccaagata gatagcttcc tcaaccgagt gagtgacaaa gatgatggtt ttacggcttt
  1956841 tctcccatat tcgtaacaac tcatcctgta atgagcgccg tgttaatgca tccagcgcac
  1956901 cgaaaggttc gtccatcagc atgatagggg gatcgagcgc taaaatccgc gctatggcaa
  1956961 cacgttgtcg catccccccc gacaaatctt ttgggtaccg tgtgcgaaac tcacttaaac
  1957021 ccagtgtatt cagtaaatct tcaacgacag actggcattt ttcttttgac tctcctttaa
  1957081 tgtccatgcc gaatgctata tttttctcca cattcatcca tggaaacagc gcatattctt
  1957141 gaaacaccat tcctctatcg gtaccgggtt cagtaacgac gtgaccttta acgataattt
  1957201 ccccctgcgt tggcagagaa aaaccggcga tagcattgag taacgttgat ttaccgcatc
  1957261 ctgatggccc cagtaaacag acaaattcac catgtgaaat atgaagattt atttctttta
  1957321 gtgcgatgac aagactctcc ccagagccaa atgacttatc aacatgatta atactaattt
  1957381 cacacgtctc tacttgttca ataatattat ctgatatttt catatgggta tctcagttgc
  1957441 ctattcctct gtgccagcgt aaaagacgcc gattcaggcg atccatgcat aaatcaatga
  1957501 ccaggccaag aaaaccaatt gtgaacatgc ctgctattac tttatcggac cacatatatt
  1957561 cgcgcgcttc cagaattcgg tagccaacac cgctattaac ggcgatcatt tctgccacaa
  1957621 tcacgcaaat aaacgcggtc cctataccaa ctcgcatccc tgtaagaata taaggagtgg
  1957681 ccgccggaag aataattcgg cgaaacatcg tggcttgacc tgcgcctaga ttgcgtgcag
  1957741 ccaggatata tatgccatcc acattacgga cccccgcgat ggtattaatc agtattggga
  1957801 aaaaagcccc tatacttatc aaaaaaaatg ccggcggatt ccccaggccg aaccacagca
  1957861 tcgctaatgg aatatatgca attggcggaa tggggcgaag aaactgaatt aaagggttca
  1957921 ttaggtcatt gccaatttta ctggaaccca cccataatcc taatggtaga gcaagaagag
  1957981 caccgattag aaaaccaata attacgcggt agatactcgc ccaggcatca tgcagtaact
  1958041 cccctgaaag actccacatc agccagtttg atgtttctgg gttataggct tcatagggta
  1958101 agaaataatc gaaccagcgc accacaacgg ctactggtga tggaagtatt gtgggttgta
  1958161 tccagcccga tatggcgagc atttgccaca ttaacagcac aatagttggc ataatgaccc
  1958221 acttgatata ttgataaacc ttaatattct tcatcagtta tgacccatta accccaatgc
  1958281 ttttctttgc agcctcaaga agatcattct ttacccaatc agcggcaacg gggggattat
  1958341 tcattcggcc gatgccatat ttccgcatta agtcagtcgt cacctgaaca tgttccaccg
  1958401 tgatgtcgta actgaatggg gaattaccaa tagcatcttg ataatcttgc gaggtaattt
  1958461 ggttcttgaa catctcttta cggacatatt cttccgctat ttcaggttgt tgaataaagg
  1958521 tattggtcgc gtcaacaaac agtttaagta cgcgagcagc cacctctggc ttctctttat
  1958581 acatggcttc cgtcatgatc aacgcgcgaa ttggaacgcc tacgggggta tcgtagggct
  1958641 tcaacaactc gacaccatac cctatattaa ttgcctggct ggcatgcggt tcagattggc
  1958701 taatagcatc cagattacca gactgaagag cctgattaag atcggcataa gccatataaa
  1958761 taatctgaac atcttttcct ggccgatcag accatgtcag cccatattta tccaactctg
  1958821 ccagaagaag aagttcctga gcaccaccac gggcaacccc cactttttta cctttaaaat
  1958881 cagcaacgga tttaatactg ctattattgc caataacaat tcgggcaccg cctttggcaa
  1958941 atccggcaat aacatagatg gggatatttt gagcgcgggc agcgattgcc gcatcaactg
  1959001 cactggccgc tatatcaatt tgccccgcga cgattgcggg agcaatatct atcccctttg
  1959061 caaacattcg ttcttctatc tttatgttat attttggtgc tatctctttc atatatgaaa
  1959121 tagcgccata atgagcgaat tttaaattac caagccttac cacatctggc tgtgcccatg
  1959181 ccatgctgga catgagtaat ggtaaggcag atattgctat gaatgatttt tttaatgaag
  1959241 ttttataaaa ttcaagtgat attattgatg ttgatataaa cttaatcata tattttccct
  1959301 tatatgtgaa acgattgtaa tcgcttcatg tcatttacta ttcttaagtt taatttatta
  1959361 ataatgactt attgcagaga catataccca caataattcg aatcacagga aggcggactg
  1959421 gagtgaacga aagcagccaa cgcacatgta actcccggta tttataatta acgctgaact
  1959481 caaccaaagc ggccttgcca aagcacaact ggtctccaac aatgcgcagg gtgccgcgct
  1959541 gggtgccata cagtgggtta aaacagtagg agactccggc aaatatgttg aactggttgg
  1959601 tgcgccgtca gataacaacg ccgccacccg ggccaacggc tacagtagcg tactgtctca
  1959661 gtatccagac ctcaaacggg tcggtaaaga agtggctaac tgggatcgta ctcagggata
  1959721 caacaaaatg cagtcaatgc ttcaggcaaa tccggacata aaaggggtta tcagcgggaa
  1959781 tgatgaaatg gcgctcgggg ccattgccgc gttgaaggaa gccggcaaaa tcgaccaagt
  1959841 gaaagtaggg gcgtttgatg gttcaccaga tgcggtggat gccgtgaaag ccggtacgtt
  1959901 ggcttatact gtgttgcaac cggtcgctgt tttttcagca aaagccattg aacaggcgga
  1959961 taatttcctc aaaaccggta aaacgggcgc tcggggtgaa aaacaacttt ttgactgtat
  1960021 gttgatcaca aaagcgaatg tcgacaaata tacatcaccg tttgtgatgt cagagtaagt
  1960081 tattatctct caccgctgat gagccaaacc agtgagtcag cggtgtcatt taatcattat
  1960141 tgagactgag gaggcgggtt atcaccagcg ccaaaggttt tattttatgt ctaatcagct
  1960201 aaaagtaatg gattaccatt gatgcgcata catcaggaaa ataccgctaa aaagctatat
  1960261 cgaagagtta acaccaccac acgtcaccgc tcaaacaacc caggcgcaga atatcgttgg
  1960321 gaacggtata aacagaaagc aacagatgag aacatgccac agcgtgcatc aatgcatggt
  1960381 aagcagaaac gaggcttgga ttactccccg ctgtttatgt ttctgctgac taaagtgggc
  1960441 cagcaatggg atgaggtata cagtcatgcg gtgaaacgcc ttgataaacc tgagccgatt
  1960501 ttttggatgg tcgcattgca ctcacatgaa cagcgcgact atgtccgttg tggcgatacc
  1960561 tgtttttatc atggcttata tgttgatgac gcaggtatat tgcaaaaggt gaatccatca
  1960621 ctgagtgcag aagatattcc gatgacatgc cagtgctgta cacatacatt caatggtgtt
  1960681 gtggtgacat gagttgctat cgatgttcgg tggttataaa acagctaaag agagtgccta
  1960741 aatggggagt gacgtgtggc cacaatgaaa gatgttgcgc tgagggctgg ggtttcagta
  1960801 gcaacggtca gtcgtgttct taataatacg gcctatgtag agccaggtac ccgtgaacgt
  1960861 gtagagaagg caatgcgtga gtacaactac cagcgaaatg cggcagctct cgcgttggct
  1960921 aaaagaagtg gaaacatgct gggcttactt accggtaatc tggctgatcc attcttctct
  1960981 cgtttagccc gaggggttga agaggttgct cgtaaaaaag gagcaaaatt gatggtctgc
  1961041 agtgggggcc atcaggaaga actggaaaaa gcagggctcg attttttgat caatcaagga
  1961101 tgcgaagcca tcgttgcgca catcacacga atgagcgagg ctgaaatctt gcgctatgct
  1961161 gctcacactc ctgggctggt actcattaat cgttatttac ccgctatcgc taaccggtgt
  1961221 gtctggttag acaatacccg tgccgcagaa gcctccaccc attatctact tcagaatggt
  1961281 catacccgaa ttgcctgtgt cacagccaag ttatcgattg atgacaaaaa acagcgcttg
  1961341 gaagggtacc gagccgccat ggccagcgcg gggatcacgg tgcctgctga ttggattatt
  1961401 agtgttccgt ttgatgagga ggggggcgaa ttagcggcag agaaactatt agccagtgat
  1961461 cagaacttta ccgcagtggt gacatttaac gatgtgatgg ctgccgggat gatgcggtca
  1961521 ttacatcaaa gaaacatcag cctgccagaa caactttcaa ttgttggttt tgatgatgtc
  1961581 gtattggccc gctatctcta tccatcatta actaccgtcc attacccgat tgagcgaatg
  1961641 gccagaaggg ctgcaaacat cgctttgctg ttacatgctc agggggaagt ctctcctcaa
  1961701 atcaatatgt tctccgctga cctggttatc agggattcag ttgcacaggt agggaagaat
  1961761 agggggaaat agggcaatca atagctaaaa acgtgactat catcaccaat ataaatcgga
  1961821 accttacgtt atattaaatg ccacaccagg gaaattacac aatctcgttt acagtctcca
  1961881 atatctaaat atcatggagg ggcccagaac cttgggctcc gatattgatc cattcctaac
  1961941 gttcatgatc ggtagttcta atggcatgga aatggcgatt gataccccta gcgatttcac
  1962001 atagcgtcac cgggctcaaa tgagggaagg ggattaatcc tgcatctgca tatccatctc
  1962061 ttacatattg atttttgagg cttgatgaga ggataccgat acaggccgta tcgtagttag
  1962121 cttcacgaca tatatcggct gagtttttag cgccatgaat tcaatttaac ataatataca
  1962181 ttatgtgcac caaggtaacg ataggcggaa tctggggctt tgtggtcatg acaacgccga
  1962241 tgaactggtc ctgttttatc tgttggctgc gcttcaactt ttgctgactt acctacgcta
  1962301 atgcaactga gccattattt ccacaaccaa tcccccgagg ataagtttta taaaatttga
  1962361 tgttgtcttg catgaaacgg ccaatccatc tctattacta ccgtgcgatg ctgcgtcgat
  1962421 tagtgatctc catcatgctc ggcatggtat ccgcgctcat cgtttggctg tttcatcagg
  1962481 cgatgctggg gctggagtgg ctgctcttct cacgaacaga tggtagcctg gttgctgctg
  1962541 cggcctctat tactgggtgg cggcgggcat taactcctgc tttgggggga ttggcggcag
  1962601 gtttgctgtt atgggcatac caacgttatc aacaccgtaa acccagtgcg cccactgatt
  1962661 atatggaagc cattgaaatc ggtgatggcc gattagatgt ttccgccagc ctagtgaagt
  1962721 ccctcgcctc tttgttagtc gtatccagcg gcagtgccat tggtcgtgaa ggcgctatgg
  1962781 tattgttggc cgccctgttc gcttcggttt tcgctcaacg ctatgcaaaa cctaaagagt
  1962841 ggaagttgtg ggtcgcctgt ggggccgctg cgggaatggc aagtgcttac catgctccgt
  1962901 tggctggcag cctgtttatt gcagaaattc tatttggaac actgatgttg gcttcactcg
  1962961 gcccggtagt gatcgccgcg gtcagtgcgt tattgacgat caacttgcta caaggtggtc
  1963021 aggaaaccct ttatcaagtg cagacactcc cttctccttg gccggtacaa tatttcctga
  1963081 tggcgcttct aggattaatg gcgggcttca gcggcccttt atttttaaaa gcgatggcgg
  1963141 ctagcagtca tgctttccgc tccctgaatt tattgccacc tctgcaattg gcgctggggg
  1963201 ggataattgt tggtttacta tcattgatat ttccagaggt ctggggcaat ggctacagcg
  1963261 tagtgcaatc actcctcacc acgccgccgg gggtgttact gataggcggc atattgatct
  1963321 gtaagttatt ggccgtgctt gccagtagtg ggtccggcgc tccgggaggg gtatttacac
  1963381 ctacattgtt tgtcggtgcc gcactcggca tgttatgtgg gcagatattt tctttgtggc
  1963441 ccgtgctggg cgacaatatt gggttattaa tggcactgac cggcatggca acattattgg
  1963501 cagcaacgac ccatgcgccc attatggccg ctttaatggt ttgtgaaatg accggcgagt
  1963561 acaccttatt gccagggcta ttattatctt gtgttatcgc gacaacaata gcccgctggt
  1963621 tgcgcccaat atcggtatat cggtctcact aaatgatggg ccgagtaacg aaagcagcca
  1963681 acatacattc agcttgaaac atacattcag cttgaaacac acattccagc ttgaaacata
  1963741 cattcagctt gaaacacaca ttccagcttg aaacacacat tcagcttgaa acacacattc
  1963801 agcttgaaac acacattcca gcttgaaaca tacattcagc ttgaaacaca cattccagct
  1963861 tgaaacacac attcagcttg aaataggatg gatataaatc gggttatcct gaaatagctg
  1963921 taagatctaa atattttgct aatggttttt cttctggtcg cggcaaataa ggcagttgcc
  1963981 ctaattgtgg cgcggctaac cgatcccgta gcattgcgat tgtttcagca taatgggcca
  1964041 agccaggatt aatgcgattg gcaacccaac ccaataaggg caacccatca ttaataattg
  1964101 cctgtgctgt taataaggcg tgattgatac agcctaattt aattccgacg actaaaataa
  1964161 cgggtaattg ttcttgtacc acccagtcag agtaaaagcg ttggtcattc atcataacct
  1964221 tccacccacc gcagccttca acgattacgg tatctgcttt agccgataaa cactgcaatc
  1964281 cttcggtcat cttttcataa ttaatcaggg tatctgtaca ggcatgaata acatcacctt
  1964341 gtaatggata tggatttacc tcctgataat ttaactcaat ggatgatgac gcctgcaaga
  1964401 tcaacgcatc ttgattacgc aacccttccg atgtctcttt gctttctgtc gcaacaggtt
  1964461 tatagcctac tgcggttctg ccattttggc ttaaggcttg aagtaaagcc cgtgacacga
  1964521 cggttttacc aacagcagtg tcggtacctg tcacaaataa acgcgttaac ataacaacac
  1964581 tccgcaatct gaccacttta actcaagttt ttccaccgaa gttggcggaa ttggcaatat
  1964641 gaataaaagt ctaggcgatg acagcaacag acagcttgcg ttagcgcaat gttttgccga
  1964701 actgagcgtg tttttaacag aaaatgccaa ataataggcg gaatagaccg aaggtaccca
  1964761 ctaataatta actcttaatt attagattta atacactagc cttgaagcaa cttcactaat
  1964821 aatgagccat tgtataatgc ctctttgact aatgctgcgc caggcattgt accttgatta
  1964881 aaaaattcgg ttgattcaac aagaatattc tcgctatatg cgggcaatgc ttgttgacga
  1964941 atacaagagg caattgccgg gtgcaaaata gatgatgctt tattcaatgg cgacccgacc
  1965001 agaattttct ctggattaaa taaattgacc ataatggcaa taattcgccc gacactatga
  1965061 cctacgccca gaataatatc tttggctaat tggtcaccgg ctaacgccgc atcacaaagc
  1965121 gactcaacac tgagaggtgt atggtgcaac agcgaactca ttgaactgtt taatcgttgt
  1965181 tgagcaatcg ccaacatatt atcgatactg gcaacggttt ccaaacagcc atgattgccg
  1965241 caatagcagc gtttaccata ggggtcaacc tgagtatggc caatattaac gacactgcga
  1965301 ctcccagcat gtaatacccg cccagaggtg ataacaccgg ccccgacatt atggtcaata
  1965361 acgacttgaa tgatattctg gcaaccgcgt gaggcaccat atagcgactc tgccatggtc
  1965421 catgcgcaaa tatcatgctg cagatagaca ggtaaaccgg tgcgttgctc caacgctggc
  1965481 ccaagtgaca tttcattaac atcataaaat ggcattttat gcacaatacc cgcaggtgca
  1965541 tcgatgatgc ctggcatcgt aatagcaatc gcggtgagcc gttcgagttt tttctgatgg
  1965601 cgaataaaaa actggtcaac ctcgttaagg atacggctca gcagtggctc ggggtggcgg
  1965661 tctggcagcg gaatttgttc ttcaaccacc agtttgctgc taaggtcgcg cagtgccagt
  1965721 gttatcgttc cacggctgat acgcccggaa acatagtgcc aagcctcggt atccaagact
  1965781 aacccaatag caggtctacc tcggcttcct acatcttgat attcagtctc ttttaccaga
  1965841 tgaacttcga ccaattctcg cacaatttta gtgatgctgg cgggcgctaa ttgggcccgc
  1965901 ttggagagtt caatacggga tatcggcccc aaaagatcaa ttagccgata aacggcccct
  1965961 acattggttt gtttgatctg atcaatatgt ccaggctgtc catccattat cactaaaccg
  1966021 gctccttttt tgcctaaatg actctttaac tcttgtaaaa gagtattttt cgcgcttcta
  1966081 aataaagatt atcgttatgt tggggctttt ggtatatgac gtcaactatt tgattagtta
  1966141 tgtgatttgc tgcacataat catgtgtttt cttttttcct taatatggtg actatttata
  1966201 cggagcagct tgaatatcag ccatcatcaa acggagcaat gcttctgcag ggggggcatc
  1966261 ggacgatgct tatgattaac caaccacatt tctgtcgtcg catcagcttc gtccagtgat
  1966321 aagtatttga caccatcaac gtttactcgc ctaaacgagg cgggcaggat tgaaaccccc
  1966381 agaccagatg ataccaagcc tatgatggtc atcgcctcgc cgacctcctg cgtaatataa
  1966441 ggtgtgatcc ccgcgcgggt taataaggta aagaattcgt cataaagtgc agtccccact
  1966501 tcacgtgaaa agaagacaaa aggttgtttg tccagtgagc taaatttgac actgccattt
  1966561 ggtagggagg ctaatggatg atcttcatgg acgacagcga ccagaggttc acgtaatagc
  1966621 aatcgatatt gtaatgcctc aggcagccga gtattacgca taatacctag atctaaccgc
  1966681 ccgtcgagta atgcttcaat ttgctgtttg gtacttacct cctgcatttt tatatgtact
  1966741 tgtggatata tttgccgaaa agtacgcaaa ttcttagaaa cgacattgat caatggtgcc
  1966801 gatgaagtga aaccgatcgt cagcactccc gactccccac gatgtagaca ggctgctttc
  1966861 tcagttgcag agttgacctg tgcccaaatt tggtaggact cttttaaaaa gagctttccc
  1966921 gcttgggtga gactgatatt acgcttattt cgtgccaata agcgggcccc aatctgttct
  1966981 tcaaggattt ggatttgctg gctcaggggg ggttgagaaa tatgcaagcg ttcagctgcc
  1967041 cggccaaagt gcagctcttc cgcgacagca ataaaatacc gcaaatgtct tagttcaata
  1967101 ctcattgata ttttaaacgt attatttgca atgattaata tattagacaa aaaaacaaac
  1967161 tatttctatg attaaaatgt tctgtcgata atgatttatt gtgtattaat ttttccgtga
  1967221 gttaacttgc ttgcgtacta atttaaccgt gtactaattt aactgtatat taatttaact
  1967281 gtgtactaat ttggctatgt attaataagg ctataccgtg actacttcat tacacactac
  1967341 aaacactgtg gcgccagcat caacaaaaaa tgatgatgac actgttttca ctacgatccc
  1967401 taaactgcct cccctaaata agcgtcctta tatacaacaa ggtacgccag aattcatccg
  1967461 cgttgctctg gctttatttt cggcggggtt agcaactttc gccctgcttt actgcgtaca
  1967521 acctattttg cccatgttgt cgcaggactt tagtacctct cctgcgtcca gcagtttgtc
  1967581 actttcgata gccaccggga tgctggcgtt gggtttgatg tttaccggcc ccctttctga
  1967641 tgcgataggc cgaaaatcag tcatggtcgt ggcgttgcta ttggccgcgg tttgcacaat
  1967701 agtttgctct tttatgacca gttggcatgg gattttgcta atgcgcgcat tgaccggtct
  1967761 atccttaagc ggagttgccg cggtggcaat gacctatttg agtgaagaga tccatcctaa
  1967821 ttttattgcg ctatcaatgg ggttgtatat cagcggtagt tctattggtg gcatgagtgg
  1967881 gcgtttggtg gctggggtat taagcgatct cttttcctgg cgcgtatcac tgctagtact
  1967941 cggattattt gctttagctg ctgcttgctt gttttggttt atcctcccag cgtctaaaca
  1968001 ctttcgtgca agttcattgc gccccagaac gttgttaatc aattttaaac tgcactggcg
  1968061 tgactccggc ttacccctac tatttgctga aggttttctc attatggggg gggtcgtcac
  1968121 cttatttaat tatatcggct atcggttact ggatgggcct tattatctca gcccgaccat
  1968181 cgtagggcta ttatccattg tttatttaac gggttcttat agttcaccta aagcgggttc
  1968241 actcagtaat cgctacgggc gaggcctaat tttattggcc tctatcggta tgatgttggt
  1968301 tggtgttgtg atcaccagtt ttccgtcagt gatcatgatt tttattggta tgatgttcgt
  1968361 tgcagcagga ttctttgccg ctcactccgt tgtcagtagc tgggttggtt gcagagcacg
  1968421 tcgtgctaag gcataagctt cgtcacttta tctgttttgt tactatgccg gttccagcgt
  1968481 agccggtacg ttaggtggcg ttttttggtt acatttaggc tggacaggtg ttgttgtttt
  1968541 tattaccgcc cttttagtta tcgcgttgtt tatcgctcag cgattacgaa agttggtagg
  1968601 aacagccaag cgttgagact ccactctcta tgtgtcttgc taccgaaaaa tgagctcggt
  1968661 aaacatatga gggtgagtcg cgaattctca cgttttaagc gcccttttct gttttatatg
  1968721 tccttttgaa tctaatgaca tttatgtatc tacatgtggc tatctttagg agaacaagat
  1968781 aatgtatgtt gtaactaagc cgccttattt agaaaagaat atgaacaagt atgatttgat
  1968841 agaacgaatg aatactcgct ttgctgagtt agaagtaaca cttcatcaac tccaccagca
  1968901 attggacgat ttacctctaa ttgctgccag agtattttct ctccctgaaa tagaaaaagg
  1968961 cactgagcat caacccattg agcaaattac cgtcaatata accgagggtg aacacgccaa
  1969021 aaagttgggg ttacaacatt tccaacgatt gtttcttcat caccaagggc agcatgttag
  1969081 cagtaaagca gcactacgct tacctggcgt gctctgcttc tccgtgaccg acaaagaact
  1969141 cattgaatgc caagatataa taaaaaaaac caatcagtta aaagctgagt tagaacatat
  1969201 tattactgtg gaatcaggct tacccagcga acaacgcttt gaatttgttc acacacactt
  1969261 acatggcctg ataaccctga atacctaccg caccattacc ccattaatca accccagttc
  1969321 agtgcgcttt ggctgggcca acaaacacat tattaaaaat gtgactcgcg aagatatatt
  1969381 gctacagcta gaaaaaagcc tgaatgctgg ccgagctgtt cctccattta cgcgtgagca
  1969441 atggagggaa ctgattagct tggaaataaa tgatgtgcag cgtttgccag aaaagacacg
  1969501 gctgaaaatt aaaaggcccg taaaagtgca gcccatcgca agagtatggt atcaagaaca
  1969561 acaaaaacag gtacaacacc cctgccccat gcccctgatt gcgttctgtc agcatcagtt
  1969621 aggggccgag ctaccgaaat taggcgagtt gaccgattat gatgtgaagc atatcaagca
  1969681 taaatataag cctgatgcga aaccgctacg tttgctggta ccgcgcttgc atctttatgt
  1969741 cgaactggaa ccgtaaaaaa tgccatttat tgcggcttag ccactgtaaa aacgccggta
  1969801 atccaccccg gcgttaatat aacaatgttt atccgctatt tcttcatact gccgaccata
  1969861 tcttccggtc gaacccattc atcaaactct gcatcggtaa gataacccaa tgccatagct
  1969921 gctgctttca gtgttagccc ctctttatgc gcctttttgg cgatttcagc tgctttatcg
  1969981 tagccaatat gggtattgag cgcggtaact aacatcagcg attcattgag caattgcgta
  1970041 atacggtcgc ggttgggttc aattcccaaa gcgcagtgct cattaaaacc acgcattcca
  1970101 tcagccaaca aacgaacaga ttgcaggaag ttatggatga ccaatggacg gaacacgttt
  1970161 aattcaaagt tgccggacgc cccaccgata ttgatagcca catcattacc cataacttga
  1970221 gcacatagca tggtcatcgc ttcacactgt gttggattca ctttgcctgg catgatagaa
  1970281 ctgcctggct cattttccgg aatagatatt tcgccaatac cacagcgagg gcctgatgat
  1970341 aaccaacgga catcattggc aattttcatc agggatgccg ctaagccttt tagcgcaccg
  1970401 tgaccatgaa ccaatgcatc gcaggttccc aatgattcaa atttattcgg ggcagtgata
  1970461 aacggttggc gtgtcagtgt ggctatttca ttagctactc gtacagcata ttcaggatgc
  1970521 gtattgaggc cagtccccac cgctgttccc ccaagcgcta attcacacag gtgaggaagg
  1970581 gtcgcctcaa tatgccgcac actgtgagat aacattgccg cccacccgga aatttcctgc
  1970641 cccaacgtta aaggggtcgc atcttgtaaa tgtgtacggc caatttttac aatatcgcga
  1970701 taagcttctg ctttgtcggc caaggttttc tgtaacacct tcagttcagg aagaagatgt
  1970761 tcactcaccc ccatcactgc agcgacatgc atcgccgttg ggaagacatc atttgaactt
  1970821 tggcttttat tgacatcatc attgggatga accaaacggt tattcccccg cgcccccccg
  1970881 agcaactcac tcgcacggtt tgccagtacc tcattcatat tcatattcgt ctgagtaccc
  1970941 gacccggttt gccagatggc gagagggaac tcggttggat gagcgccatc cagaacttca
  1971001 tctgcggccc gcataatcgc ttttgcacgc tcggctggca gcaagcctag gtccatattc
  1971061 acttgagctg ccgctcgttt ggtcagagcc aatgcatgaa ttagctctgt tggcattttt
  1971121 tcttgtgaaa ttcgaaaatg cgccaatgaa cgttgagttt gcgcccccca taattggttt
  1971181 gcaggtacat cgatagaccc catagaatcc ttttcactgc gggtagttgc catcactgcc
  1971241 tccttagcat ttagaacaaa agattgatgt tgagctagca taggcttacg acatagcggt
  1971301 tataatgaca cagatagtat tgcgcttatg cgattgattc gcatttctgg aattttgtga
  1971361 tggctacttt ggtgatgatc gtattaccac ttgcaacacc tttagcctca ttgtctacta
  1971421 atggcttatt ttttcagggt ttgctatcca gaaccggtta atcactggct aacgcgcagc
  1971481 cttattttag tcctttgcaa acggcagatc ataaacatgc taaaaatgaa taacgcagtt
  1971541 caaaactatg cttggggcag tactgatgcc ctgacccagc tttatggcat acctaaccca
  1971601 caaggaatgc caatggctga actgtggatg ggtgcgcacc cgaaaagcag ttcccaggtt
  1971661 cttgacgcaa atggccagtg gcattcatta cgtgatgtga ttgatcaaga tccagataac
  1971721 acgctgggga gtgatatttt caagcgcttt ggtgaactgc cattcctgtt caaagtactt
  1971781 tgtgcagctc aacctctatc gattcaggtt cacccgagca aagcggcagc agaggtcggt
  1971841 tttgctaaag aaaaccaggc aggtatccca ctggatgcgg ctgagcgcaa ttataaagat
  1971901 gcgaaccata agcctgagct ggtttatgcc ctcacccctt ttcaggcaat gaatggtttt
  1971961 cgcacactag aagatatcca ggcgctgtta caaccactag cagcggcaca ccctgatatt
  1972021 gccgcgttct tgcgccaacc cgatactgag catttagcca gtttatttgc cagcttactc
  1972081 agtatgagcg gtgagacaaa aacgcgggca ctcggtattc tgaaagcggc attgaatagc
  1972141 caactcggag agccttggga tacgatccgc agcatttcgt gtttttatcc cgatgacagc
  1972201 gggttgttct ccccactact gcttaatgcc gtgacattgc aaccgggtga ggccatgttc
  1972261 ctttatgccg aaacaccaca cgcttacctc aatggggttg cattagaggt catggcaaac
  1972321 tcggataatg tgttgagagc tgggctaacg ccgaagttta ttgatattcc agagttaatg
  1972381 tccaatctgc aatttatccc taaaccggct aatgccctac tcacaacacc aaagcaacag
  1972441 ggtaatgaac tgatattccc tattcctgtc gaggacttcg ctttctcact gcataccttg
  1972501 gtggttgaac cacacgttct ggcacaacac agtgcggcaa ttattttttg tgttgaaggc
  1972561 tgtgcggtgc tgaaaaaaca agagcaagaa attacgctgc accctggtga gtcttgcttc
  1972621 atatcggcta aggaatcacc tgtaaccgtg caaggggtgg gttcaattgc tcgtgtttat
  1972681 aacgcggtgt gaactaactt aatgaatttg ttgccaataa atagcttctc accataaatt
  1972741 gaaggctctg tcgcgattaa gtctttgtta cggtcgcaat aatatttgtg tataggtact
  1972801 ctaggcctat attatttggg agatatatct tcttttttgg ggatttcctt ctttaggtgg
  1972861 ggcttcttaa atcactcatt accgcgttca atatagtgaa tttggtacat tggaaaagga
  1972921 tgaacaacac aatgaaaaaa tcgttagtgg ctgtcagcgt cattgtcgta ctcggcgcag
  1972981 catggactgg agcctcttgg tataccggta aactgattga acaacgcatg accgagctgg
  1973041 ttgataatgc caacggacag atcaagacag cgtttccaaa cgtgggtgtc aaatttgctt
  1973101 ataaagatta ccaacgcggt ctgttctcca gtaaggtccg ttatatttta caatcagata
  1973161 atacttttac tggcgaaaaa gtattgagcg atggtgatga aatcgccttt attgaagtca
  1973221 ttgatcatgg cccgttccca ttagctcagt tgaagaaatt aaacctaatt cctagcatgg
  1973281 cgtcagtgca tactgagttg gctaacacgc cagtgctgaa gaaattgttt gatgtgacca
  1973341 acggccagtc gccttttact gctgattcgc gtatttctta cggtggcgat acctcttctg
  1973401 ctattacttt cattccaatc aactataagc aaaatagcac taacgtgaag ttctccggtg
  1973461 ccactatcaa tgccgatgtc tctcgtgata tgcacaatgt aagtatgagc ggcagcagcg
  1973521 atagttttat ttattccaaa aagaattatt tggatcaaac agaacaagtc agtgtgcaag
  1973581 ggctaacgct gaaaagtgac agtaaagcgg gtaagttcga tatcagcatt ggcgaccaac
  1973641 agattggtgt taagcaaata gatatcagcc atgaaggcaa gaacatggcg acattgcttg
  1973701 gctttaatct gaagacccaa ttgagcgaaa ctgataaaga tttaaatggc aaactgagct
  1973761 atacccttga tgctttaaaa attcaggata ataactttgg ttcagcgcaa ttgactattg
  1973821 cttttgaccg tttcaacggt gagggtctga agcagttcat cagtgcttat aataagcgag
  1973881 tacagctagc tgaaagtgtt gatcaacttg cctctcagca gcaaatgaga gaagttgtca
  1973941 tggcaaacct tcctgcgctg ctgaaaggta accctgcagt gagcattgcc ccactgagct
  1974001 ggaaaaatac taaaggggaa agtaccttta ccctgaatat cgaactgacc gatccgacac
  1974061 aagctaaatc aacagaaaaa ccactaatag cacccgcggt gaaaaaattg gacgccaacc
  1974121 tgagcattcc aatggcgatg gctacagaat tggtcactca ggccgcccgc ctgcaaggtt
  1974181 acagcgagga agaagcgaaa agttcagcac agcaacaagt ccagagtctc gctgcaatgg
  1974241 gccagatgtt taggctgacc accactaaag atgatgtaat cagcagtaaa ctccagtttg
  1974301 ctgacaacca agtcgaattg aatggtcaga aaatgtcacc agaagaattt gctggcctgt
  1974361 ttaatctgct tggtgcacag ggagaagagg aggaagatat tgatagcggc cctgagtcac
  1974421 aagaaacacc agaatttgac ttagtcgtac ccgcagagcc tgctcctgca caataaacta
  1974481 ttcattatat ttgtttgata aaaacggagc ccattggctc cgttttaaat ctctattctc
  1974541 tttccatctc gattcaatat agatatatcc ccagcgctgt ctataatcac agagcatgtt
  1974601 gtatttaccc cttctttatg cccacaaatt attaactcgc cagaaaagcc cagttctttc
  1974661 gccaaatcat ttaactgttg atgaggccat tcactacccg catcttgtcc gatgatcatg
  1974721 atttcagata ttttattttt acctatcatc ttttttagat catcagtaat aagcgctatc
  1974781 gaactgcgca tgttttctga ctcaatgttt gcgtaaacgc tctcatcaaa tttgttggca
  1974841 tcaaatcctt tatccacacc gcaatcatat atcccaacat gggaggcgat aattttccct
  1974901 aagtctgttt ttataattat cccaatgcac gaatcaatgc ccggcagtac agcactaata
  1974961 cctttatcta tttctgctat atgcagtttt ttttcattat cgacttgagc cagttcgacg
  1975021 atatgaagat cgcataccgt tttaatcgat ttaatcccag ttgggtcagc aatcaaatga
  1975081 tcagtatcta cgttagataa tgaaaaagta cctatctcca tcattatgtg ttttctcctt
  1975141 ttaaaggtag gaagctattc atcccaaaat gggatgcaca agaataatcc ttaaaaagga
  1975201 tggcgttttc tatcaaaaaa taacttatag atattaaaaa cggacaagaa atctgatgat
  1975261 ttactggccc accgtgatgg gttcaccacg ctggacacag tctgccgcca atctaccgtt
  1975321 agcatcggct cactgagttt tactgtcatt tactgtcggc attacgtcca gtcctttttc
  1975381 agcttgttct ctcgccattc gcttcgcgta gtgttgtgcc agtaccgcac agaccatcaa
  1975441 ttgaatctga tggaatatca ttagcggcaa taccataacc cccacgactg aggcaggaaa
  1975501 caacacgtta gccatcggaa taccgttcgc caaacttttc ttcgaaccgc agaacacgat
  1975561 ggtaatctca tcagcagtat taaagcccag ccaacgagcg gccagggtat taaccaccaa
  1975621 taccaccgtt agtaatacca ttgaacaaac tgatatggcc aaaagtgacc agccgtcgat
  1975681 ttgactccaa atcccttgaa cgaccgcttc gctgaacgcc acataaacca ccaacaaaat
  1975741 agatgaccgg tcagtgatat tgaccagttt tttgtgccgt tcaacccatt tagctatcag
  1975801 tggccgcgat agatgcccca caacaaacgg taccattaat tgcataatga tggagccgat
  1975861 agcatgtaag gtgtcggtat caccgccctg tgtctgcatc aacatgccaa ctaaaatggg
  1975921 tgacaggaaa accccgagga tactggatgc cgatgcgcta cagatagccg ccgcaacatt
  1975981 ccccccggcg actgaggtat acgcaatcgc cgactgaacc gttgccggta aagcacaaag
  1976041 atagagaaac cctaaatata gcgtgggtgt taacacattg ggcaccagta cattcatccc
  1976101 cacccctaat aggggaaata gtgcaaacgt actgagaaaa accaccaaat gcagcttcca
  1976161 atgccccatc cctgtcatta ttgccgcacg tgataacttg gcaccgtgca taaagaacaa
  1976221 caaagcaatg gcggcggtcg tcagcctttc aaaccacact ttggtttccc cttcacaagg
  1976281 gaagatagag gcgataatca ccaccagtat cagcactaac aaaaacttat ctatctgtaa
  1976341 gcgttgtaac catgacatcc actgtattcc ttcaacccaa tgtatttatt taatcaatag
  1976401 tgttttttaa tcaaaagtac ttatttagac caatagctct gctttaaacc aatggtttgt
  1976461 ctttaaaaaa ataaaaaaac tctgggccac ggagattgtg cccagagaga tatttccacc
  1976521 cttactccgc cccattagag cgggataaac atcaattttt agcaatgatc ggcagtgctt
  1976581 ttttctgttg atctgaagca atacccaact caatcaactc catgacttta atcgcttcag
  1976641 tggctggaac cggattaggc gcagtgcccc aaatagcatc acggataccg gcatagtacg
  1976701 caggataatt ccccggcagc gtcagtagcg gtttctcggt aagcacatta tcatgtgaca
  1976761 gtgtcacgat tccatcacgc atatcgtagc cccagtcagc ctgtggtaaa cgctcaccgg
  1976821 ctttcaaacg gtcttcctgt ggatccacac caaacttgat atagctgccc tgcgtaccgt
  1976881 gcacaatata acgcgccgtt tctgccgcag ccaataccgt gctatgcagt acaacgcgtt
  1976941 gccccggata gctgagaacc gcgtggaaat agtcaacaga ttgagagcct gggcgcaaca
  1977001 tgcccagatc gacattcaac gtttctggca gaccaaacag ttgtaacgct tggtccagta
  1977061 aatgtggccc taaatcatac cagatgcccc ctcccgcacc ggcttgttca cgccagcgtt
  1977121 gacggatttc cgggcggtag cgatcaaagt gagattcgaa atagacaacg ttccccagcg
  1977181 agccttcggc cagtaacgtt tttaacgtca ggaagtcact gtcccaacgg cgattgtgga
  1977241 atactgataa cagtaaacct gcatcatcag cgtgctcttt taacgcgttt gcttgtgaca
  1977301 acgtcacggt aaagggctta tcaactacca catgtttacc ggcagccagt gcgctctgcg
  1977361 ctaatgggaa gtgggtatca ttgggcgtgg gaataacaat gagatcgata gagggatcat
  1977421 tgaataacat ctgagggtca gatactaccg gtattgcagg ccaatcggca tgcactttac
  1977481 tggcatcact gctggaaact ccagccagtt ctaagcccgg tgtgcccata attaacggcg
  1977541 catgaaacgt tttactggca taaccgtagc ccagtaaacc tacttttatc ttatcagcca
  1977601 ttacctttcc tcttacccag aatacccgct atttgatatc gcaattagat atcacacgat
  1977661 taatcgattt gacactatga tgcatccagg gacaaggggt aatttctgct taaccgtaac
  1977721 gggcgggatt aaacccgcac caatgccccc tgattatcct gccagtccgc tggacgaaaa
  1977781 gtacgttgtg gatagttagt ttcgatactg cgccgcctga aatcgctggg gctgaccccc
  1977841 actcgtttac ggaaaacacg ggaaaaatag agttggtcat catagcctac ccacccggcc
  1977901 aatggtcgca attggctctt gggtcgtttg cagtaataat ttcgcccgga tcacccgctg
  1977961 atcctcacgc caacgtaata tattaatgcc aacctgttca cggaataaat gcgctaagcg
  1978021 tgatggtgat aggcaaacat ggcgggcaac ttcgtcaata cgtaattccc ctgccagatt
  1978081 tccggtaata aattgacagg cctcaataat acgtgggtcc ataatacgtt gtggactaag
  1978141 tgggtcttct tccattgctc gtagcagtaa ccgctcgagc aaattcatac ccagttcttc
  1978201 accgaagcgc cgccccgatt tctgtgtctg ctcaatattg gcaaataagc ggtcaaactc
  1978261 cagcattaag ttattgttag gtaaagataa acgccctacc tcatgggttt tactgtgcca
  1978321 ttccaaccaa tcggcccaat aagcccgtgg tcggaaatag acccagcggt gataccaaca
  1978381 atcactattc ggtgaacgac cataatggtg aggcgactta ggtgagaaca acagtaaatc
  1978441 accaggatta ctgtagatgg tattttcacc atcgaaaatc ttcccctgcc ccttaatggt
  1978501 caaattcaga atatagccct tcatgccgcc aggccgatca atgaagaaat cgagtgggcc
  1978561 gtcagccaga atcggggtta atcctgcgac cagataagca ttgaacgtgt agcctggcag
  1978621 caaaggattg ggttgcggtt cctgaaccat gcgttgatac attttggctc ctcggtttca
  1978681 tataatcggt tttatatgat cagttttatg cagtcagttt tatacaatca ggctcacgtc
  1978741 agtgagctcg gatgagtaaa agccactcac tgcgttatcc attaacttct ttcagtttat
  1978801 cgggcaggtg ttatgctgcc cgagcgtgat gctaaaactg tgaactagag agatttttat
  1978861 ggacgtttca gtcaccgtaa ccttatatcg tccgtttagc taactgtttg taacggtcga
  1978921 agataaccgc cgccagcagg atcaaaccac gaaccacata ttgtgagaac ggggagatat
  1978981 ttaataggtt catggcattt tctactgttc ccagaatcaa gatccccgca atgacgtaag
  1979041 aaattttacc aatgccgcct tttagtgata ccccgcctaa tatgcaagca gagataacaa
  1979101 tgagctcata accaatcgag gtcattggct ggccgctcgt catgcgtgaa gccaaaataa
  1979161 tccctgcggc ggcagacacc aaacctgaca gcacaaaaat aatgattttg gtccgcacga
  1979221 ccggcacacc ggccagacgc gcagcatctt cattcccccc aatcgccaac gtgttacggc
  1979281 caaaggtggt tttattcagt aagaaaccaa acagcaccaa acaggcaacg gtgatccaga
  1979341 tgggtgctgg cagaccaaac cagttggtat aacccaaggc gaagaagcgc tcatcttcga
  1979401 tacccacggc tttaccatca gaaatgatat acgccaggcc acgaacaatt tgcatcgtcg
  1979461 ccaatgtggt gatcagcgca ttgattttta gccgggcaat cacaaaacca ttaattagcc
  1979521 cacatgccgc ccctaataac aaacctgcgc ccacccctat ccataggctc tctgtcatat
  1979581 tgatcaccac cgcggtggta acacccgcgc aggcaatgac cgaggccaca gagaggtcaa
  1979641 aatcgccgga tgccaaacaa aaaagcatac cgcacgccac catcccagac attgagatag
  1979701 ccagccccaa ccctttcata ttgataaagg agccaaaatt aggcacaaaa atcacgcaac
  1979761 caataaagac cacggcgaag accaccagca tgccgtagct gtcccagata cgggataatc
  1979821 ctaagccact tttagtcggc gcattctgtg gttgctgagg ttgtgggatc ccaccgtttg
  1979881 attcagttga taccgggttc tttttatccg aactcaaagt aacgctagac atgattaact
  1979941 ccttcacagt caggcaaccg cagacgcggt attggtggca atattcgggg tgcgtaacat
  1980001 tgccagactt aaggcttgct cttcagtggc atattcatgg tctagctcac cagagatagc
  1980061 gccctcacgc atcaccacaa tacgatctgc cagcccaagc acttccggca aatcactgga
  1980121 agcaaacagc accgcaatgc cctgtttcgc cagttgataa atcacgttat agatttcatg
  1980181 tttggccccg acgtcaatac cacgggtcgg ttcatccaac aggatcactt tcatgtcctc
  1980241 ggacaaccag cgtcctaaaa tggctttctg ctgattcccc ccggatagat tcataatgag
  1980301 ttgttggggg cctggcgttt taatattcag agactgaata cgcagcaacg cattatccgc
  1980361 ttcccagcgg ttgttaatca gacagcctgc ggttaatgtt ttgcggcggg cactgatatt
  1980421 gatattgtcc tgtaccgagt gaacaggaat gatgccatcc gcttttcgat cttctggaca
  1980481 caacatgatc ccagcagaaa tagcgtcaat cggcgaacgg atagtcagtg gttggccatc
  1980541 aagcaagagt ttcccactgg tcagtttggt gtcaccaaac agccccttga gcagttcact
  1980601 acgcccggcc cccactaacc caaacagccc cacaatttcc ccttggtgta cagtcaagct
  1980661 gatcggcgag gccacaccga tggccttcac cgcttgtagc gttaagcgtt cagaacctat
  1980721 ctctcggggc tgataaccat agatatcccc taaattacgc cctaccatag cttgcaccag
  1980781 tgacgcatta ttcacttggg tcatatcatc aaacgtacga acatagcggc catctttaaa
  1980841 caccgtaatg gcatcactca gggcaaaaat ttcttccatt cgatgggaga catacaagat
  1980901 gacccgccct tcggcccgta actcgcggat cacgcggaac agttgctcaa tttctcgggc
  1980961 agagagcgaa ctggtgggtt catcaaaggc gattattttt gcattgcggg ctaatgcttt
  1981021 ggcaatttcc accatctgcc attggccgat ggagagatat ttcagtgggg tatcgggatc
  1981081 aatgtccaac cccagatgtg atagctgtat gcgagattca taacgcagca attttcgatc
  1981141 aaccataccc atcttggtgg gtaattggcc cagatagatg ttttctgcca ctgtcatttc
  1981201 aggcaccaaa tgcagttcct gataaatgat cgccacacca gcatccaacg catccgtagt
  1981261 attggtaaag ttaacggctt tccctttaat gtggatttca ccctgtgtcg gggtgtagtt
  1981321 accactgagg atctttaata gggttgattt ccccgcgcca ttctcgccca tcagcgcatg
  1981381 gatctggccc gcctgacagg tgaaactgat atcatccagc gccagaacac cggggaaact
  1981441 ttttccgatg ccacgaaaag ccagataagg tgactgtgcg gcgtccaact cggcttgtaa
  1981501 cgcagaatgg ggtgctgaca tgatggcttc cttataaagt ttgggttgca ccgaaccacc
  1981561 cgtaggctat tggggcaagc cgtagcctgc ccccagtgcg ccatagcgtg tatcgggatt
  1981621 acaataagcc tttcttctct aactcggctt tgaagttatc ccgagtgatc aacaccacat
  1981681 cggtgacttc agtaaatttt gcaggttcga catctttagt gacccagtca tgcagcatct
  1981741 gaatactttt atagccatgg atatccgggc taggtaataa agagccatag aaacccgtcg
  1981801 cctggccttt ggacagctcg ctcacggcat caactccgtt gataccaatg ccaataacat
  1981861 tcggtgcttt aaaaccttgg ccttcggttg cacgcacgcc acctaatacg gtgttatcgt
  1981921 tcatgccgac aatcagccaa ttcttcactt ctggatgctg tactaacatg gagttagcgg
  1981981 catcaaatgc gccggggata tcattagatt tagtcggaac tttatagatt tgcttttccg
  1982041 ggaagccaga agcttgcaga gccgccattg aaccgccggt acgacgacgc gcggtatcta
  1982101 attcatcaga agtgatcgcc attactgctg tttcagcggg ttgccaaccc cgtttgttca
  1982161 tctctttcca caactcctgc ccctgacgtt caccaatttt agtggctgcc atcatcacca
  1982221 gcggaacact ctccatcggt ttgcctttgg cattcacaaa ttggtcatca acagcaatca
  1982281 ctttcaggtt ataactgcgc gctttggctt caatggcagg ccccagtttt ggatctggtg
  1982341 tacaaataac aaaaccttgg gcaccactgg ccgccaggct gtcgatggcg ttcagggttt
  1982401 tctcaccatc gggtacggca attttgatca cttcaaagcc taaatcctta cccgccttat
  1982461 cagcgaactt ccattcagtc tggaaccaag gttcttccgg ttgcttaacc agaaacccca
  1982521 gtttcatact ttcggcaata gctgaatgtg acataaccgc cgctaacccg actactgcca
  1982581 gcgccttagt taatttatgc atagtattct ccagactgtt tttatgattc ttgtttattt
  1982641 aatcgctagt cacgcatatt gaaataaatg agtggaaacg ttatcagtag agttttttca
  1982701 gttcagtatg gccgtgtgct ttatttaagg ccgcatcacc acaccacatc gtgtaagacg
  1982761 aagacagttt tagcgttaaa tagacttcag aatgtagagc gctatcacat ccagagatta
  1982821 cagtttattt atccatatat tcagcaaatt taacctcgcg ctaacttttg actgacatca
  1982881 caaaaacaga ccaacaagca gaaaagtgca tacttccagc tattggctcc tcacgtttcc
  1982941 cctcggctca ctcttatggt tattaccaat gaatttctgt ttttttttgt atgattagga
  1983001 gcaaccacca tgacaggcaa cgtgatatcg gcagacggtg ctatagctct cgggttggat
  1983061 ttcggtagcg attccgttcg tgtattggcg gtagattgtc aacatggcac tgagatcgat
  1983121 acggaagtgg tttactaccc acgttggaag aaaggcctct attgtcaggc cgcacaaaac
  1983181 cagttccgcc accatcctct cgactatatt gaagcgatgg aacaggccat ccggcagatg
  1983241 gtcaagcgcc tgtcagaaga acaacgtcaa catattgtgg gtattggtgt cgactctact
  1983301 ggatcgacgc cagcgccgat tgatgagcaa ggccaggtat tagctctgcg cccggatttt
  1983361 gcagataacc ccaatgccat gtttgtgttg tggaaagatc acactgcaat tgaggaggcc
  1983421 gaagaaatta accgtttatg ccgtagcggt gagtttgcgg actattcgcg ctatatcggt
  1983481 ggggtttatt cctctgagtg gttctgggca aaaattctac atgtcacccg tgctgatgtg
  1983541 gctgttcgtg aggcggcagt gtcatggatt gagctgtgtg actgggtacc ggccctcttg
  1983601 tctggtacca ccgcaccgca ggatatccag cgtggccgtt gcagcgccgg acataaaagt
  1983661 ttatggcacc cttcatgggg cggattaccc ccacgagcgt tcctcgcggc attagatacc
  1983721 agcctggtta atgatctcga ttatcccatg tttactgaca cctacaccgc cgaacgaccg
  1983781 gtaggccaga tcaccgccga gtgggctgag cgtctgggct taccaacgac ggtgatcctt
  1983841 tctggtggag catttgattg ccatatgggg gcggtgggag ccggtgctca accttatacc
  1983901 ttggtcaaag tcattggcac gtccacctgc gatatcttga ttgccgatga ccaacgggtg
  1983961 ggtgatcggg ctatcgcggg gatttgtggt caggttgaag gcagtgtatt gccgggttgg
  1984021 attggcatgg aagcgggtca atctgcattc ggtgatatgt atgcatggtt cagcaatttg
  1984081 ttgagttggc cactgcatca agcggcattg acccaacccg aatggcagcc gcagctaaaa
  1984141 cagatcgaat ccaacctact cgcctcattg acccgcgcat gggcacaaaa cccgtctctc
  1984201 gatcatctgc ccgtggtatt ggattggttt aacggccgcc gaaccccgaa tgctaatcag
  1984261 cgtttaaaag gggtgattac cgatctgaat ctgggtaccg atgcaccaac cctgtttggt
  1984321 ggttttatcg ctgcgaccgc ctttggtgcc cgcgccatta tggaatgttt tgaacagcaa
  1984381 gatatcccga ttgacaacgt gctggcattg ggagggattg cacgtaaatc gccggtgatc
  1984441 atgcaggttt gtgcagatgt catgaatcgt ccactacaga ttgtggcatc tgatcaatgt
  1984501 tgtgcgctgg gggcggcgat ttttgcagcc gttgccgcag gggcacacga tgatgttccc
  1984561 accgcccaac gccacatggc atgcaatatt gagcgcactc tgattccgga tcccgtccag
  1984621 gtcgtgcgtt accagcaact ttatcaacgc tatcagcagt ggtgtcatac ggcagagccg
  1984681 cattatgcgc cagttaccaa ggtaattcac tgatattgac aagcagtcta ctttaacgac
  1984741 attcacgata actgaatgtt ttatatcgag taatcattta ttaaatggag tgatagatgg
  1984801 acgtattcaa gcaatcagaa gtgtggtttg tcattggtag ccagaatctg tatggcccta
  1984861 aaaccctgca acaagttatg gataatgcac atcaggtggt caatagcctg aacaacgaag
  1984921 cgggtttacc cgtaaaactg gtattaaaac cgttggttac aacaccggat gaaatcaccg
  1984981 cattatgtcg tgaagctaac tacgacacgg cctgtatcgg tatcatgacc tggctgcaca
  1985041 ccttctctcc ggccaaaatg tggattggcg gcctgagcat tctgaataaa ccgctgttac
  1985101 agttccatac ccagtttaat gcccaaatcc cgtggaaaac gatggatatg gactttatga
  1985161 acctaaacca gaccgcacac ggtggccgtg aatttggttt cattggtgcc cgtatgcgcc
  1985221 agcaacacag tgtgataacc ggtcactggc aggataaaga agcccaccag cgcattggtc
  1985281 agtggatgcg cgtcgccgcc gcaaaacaag aaagtcaaca actgaaagtg gcgcgctttg
  1985341 gcgataacat gcgtgaagtc gccgtaactg aaggggacaa agtcgctgcc cagatccaat
  1985401 ttggctattc cgttaatgct tatggcattg gggatttagt cgccgtggtc gatgccgtca
  1985461 gtaaaggtga tatcgatacg ctggttgaag aatatgaggc cacctatcgc tttaccgatg
  1985521 cggtgaaact caatggtgat aagcgcgaaa acttactgga tgcagcacgt attgagctag
  1985581 gtatgacgcg ttttctggag caaggtggtt ttaaagcctt caccactaac tttgaaaatc
  1985641 tttatggttt gaagcagtta cctggcctgg cagtccagcg actcatgcaa cagggttacg
  1985701 gttttggtgg cgaaggcgac tggaaaaccg ccgcattact gcgcatctta aaagtgatgg
  1985761 gaaccggcct gaaaggcggc acttccttta tggaggatta cacttataac ttccagccag
  1985821 gtaatgactt agttgttggc tcacatatgc tggaagtctg cccgtcgatc gccaaagaag
  1985881 agaagcccct gctagatgtg caacaccttg gcattggagg gaaagctgac cctgcccgtt
  1985941 tgattttctc tacccccgca ggcccggcgc tgaatgccag tttgatcgat atggggaacc
  1986001 gtttccgctt gctggttaat gtggttgata ccgttgaaca acctcatcca ttgccaaaat
  1986061 taccggttgc ccgggctatc tggcaagcac aaccttcact ggcaacggct gctgaagctt
  1986121 ggatcatcgc cggtggcgca caccatacgg tattctcaca agcggtgggt gtcgatgaac
  1986181 tgcgtttata tgccgaaatg cacggtattg aattcttgtt gatcgacaat gacacgacgt
  1986241 taccggcgtt caaaaacgaa atccgttgga acgaggtgta ctatcagctc aatcgctaat
  1986301 gttgttgggt atgattttta gtattggaaa aatcagtatt ataaaattcg ctatgatagc
  1986361 gacaccctca gaggcctgtt ggctcctgag ggtgatgaca atgcgttata accatgatga
  1986421 caatgcgtta taactatatt ctcattgccc ccttcaatga atgccggtga gcacgattac
  1986481 cattacttct actctgtctg ctgttgccac agacgagcgt aattcccacc acttgctacc
  1986541 aagacttcat gactaccttg ctccgcaatt tgcccatctt ttagtaacaa aatgcggtgg
  1986601 cactgacgta gtgtattcaa acggtgtgca atgcagataa ccgtgcggtt acgggtgatt
  1986661 tccggtaatt ggcgcataat cgccgcctcc gattcatagt ccaacgcact ggttgcttca
  1986721 tcaaggataa gaatcttggg atcagccatc agcgcccttg ccagtgcaat ccgctgacat
  1986781 tgcccgccag aaagcagccc ccccttttca ccgacctgag tttgataacc ctgcggcaac
  1986841 gctataataa aatcatgcgc cccggccaac cgggcaatat gtatcacatg agcctcatct
  1986901 gcattgggcc gacattgaca aatattgtcc cgaatgctgc ccgaaaatag aacgctctcc
  1986961 tgcaatacca cactcatttg acggcgcagc gtggtggggt cagtaatcgc caaatcctgc
  1987021 ccatcgacca gaatctgccc atgttgtggc gtatataagc gttgcattag cttggtcagt
  1987081 gtcgatttac cgcaccccga tggcccggta atgccgataa attctccacc ggcaatctcc
  1987141 agattgagat tttgtaaaac ttctgcggta tcagggcgat aacggaagcg cacttgctta
  1987201 aaacttaagc tccctgcccg tttacagttg gcaaccagcc cggcacttcc gggttcggtg
  1987261 gggctatcca gaatggtgcc aatccgctcc agcgcaatct gcgtatgttg gaagtcttgc
  1987321 catgcctgag ccaatcgtaa tataggttgg gtaacgtaac cggcaaacat attaaacgcc
  1987381 accagttcac ctgggctgag ttttccagcc aatacgaggg tcacgccaaa ccacaacaga
  1987441 attgctgacg ttattttatt aatgagcgag atcccttggc ctgccaagtt ccctgcctgc
  1987501 gaactgccaa aagaggcccg gacatagcgt gctaatactt gacgccaacg ccggttaaac
  1987561 tgactttcgg ttgccgaggt tttgatggtt tcccccccgc tgaccgcctc ggtcaggaac
  1987621 gaggttgctt gcgcactggt ttcgtattgc tgcgccactc gcttgcgtaa ccgcccccca
  1987681 actgccgacc aaaatagcag ataacaaagc agggaaatca atacgatccc cgtcaattga
  1987741 ccactgtagc gaaacatcac tgcaataaag gtgacgacaa aaaacagatc caacaccata
  1987801 gtcagggctg agcccgtaag gaagctgcga atttgctcca tttctcgcat cttggcgata
  1987861 gtttgccctg tctgttggcc ggtaaaatac cccagtggca gccccagaag atgccgatat
  1987921 aactgtgtat tgagttcagc ccccaccctg ctggacaaat gcgcaaacag ccagctacgt
  1987981 aataaggtat accccggttc agtaatcgcc agtgccacca tggctccacc tagaaccacc
  1988041 aaactatcga ccccgcggct taccaacact ttatcgataa cggtttcaaa tagcattggc
  1988101 gtgacgagta aaatggcttg tagcagtaat gagataagaa taatgttacg tagctgatgc
  1988161 cgggacttca tcaccaccgg aataaaccag ctaaaaccga aaaactgctt tttggccgtt
  1988221 atcggttccg ctttcgccag caaaatcacc tcattgcgcc acaatttcgc aaggacttct
  1988281 ggacttattt tccgcgtctg gtcgctgcct gcaaaataga cagtggcctc ctgcgcggtc
  1988341 agcgacagca aaacatacca ctgagcacca tcactgaata aaacgggtaa taccagcttt
  1988401 cccacacgtt caaaagactg attaactttc cgcgctcgta accctatcca agcagcacaa
  1988461 cggcacaagg caatactgtc tatctcatcg ggagctaagc ctagttggtg tgccaattgc
  1988521 gaagcttcga tggttaaatc aaaacaggta gcagcacacg ccaacgcctc cagtggctga
  1988581 ataaccttgg tgccctcggc ggccagagtt gaataagact ccgtcatgtt agcgctccct
  1988641 catggcttca gattgatatt gctgcaatgg actcagcaga taatcaatga cccgacggcg
  1988701 acctgtttta atttccgcat tgatggccat ccccgcagac aaccgcaccg gtttaccctc
  1988761 caccatcagg gtatcgctga gtaaacggat acgcgctgga aataccagtc cccgttgttg
  1988821 atcttccatt gcatcacggg aaacatgttt tacttccccg gataacgtac cgaagcgggt
  1988881 ataagggaaa ctgtcaactt tgacttctac cgcttggcct ggcaggacga accccacatc
  1988941 tttattgagg atcatgacat caagttccaa ctgataatcc tccggaacca gaaccattaa
  1989001 cggttgcgcc gtggtaacca cccccctaag gtatgaaccg ctaattgctg gataacgcca
  1989061 gccaccggag ctcttagggt ttgctggcgt tgtttatcca tcattttgat ttgctcttgc
  1989121 tgaagctgat gaataatttc gtgggtttta ttcaatcgct cccgattatc acggtctatt
  1989181 ttcgccagat agtgcatacg ggtttgcgcc aaactgtgtg ctttggcccg taaaatatct
  1989241 tgttcactct gcaaacggtt ggcttcagcc gttgccgtta accattcccg ctcctgtacc
  1989301 agaagctcga cctcggcaat tgacttagat ttagccagcg tacgcgacgc ttgtagccgc
  1989361 cgatgaatat ttttcagcaa tgctttttga tgagagttgt gctcaattcc ggcctgaaga
  1989421 tgcgcctgat tcaccgccag ttcgctatcc tgacgtgaca attcagctgt cacttcggca
  1989481 tattcttttg ttaacagtgc tctggatgcc accaccagag attcagggct gttataaggc
  1989541 ggcttgaaat tttttagcgg ttcatcagcc aggagagcca ctaaccgagc ggcttctaac
  1989601 tgacgatact gtagttgctg attgatattg cgtacttcgg catcaatgcc aatagggttt
  1989661 aatgcaataa gcacctgccc ggcatcaacg gtatccccat ctcggacatt aatttccgtc
  1989721 accactccag gttctgcggg ttggataatt ttggaatgtt ccgcaacaat cactttgccg
  1989781 ctggctgagg catggatatc aagttttcca ataatcgccc atatcaatac cagcaataat
  1989841 gtcagtatga gtaaccacgc tgtacgacgg gctaatgggg caatcgggcg ctcgacaatt
  1989901 tccaaataag caggcaaaaa atcatattca tcacgggtac gcgcgggggt aaaacaacgc
  1989961 gtccagcggt tttttatgtg ctgaataaac gcagacataa tatttatttt atttccccgt
  1990021 ggttaaagtg ggcttgtttt agttaaggtg gacttgtttt ggttaaaatg aacttgttgt
  1990081 tgccaaagcc gagcgtaact gccgtttaat tgcagtaatt cgtcatggct ggcaagttcg
  1990141 gtgactcggc cttgtgttat cacggcaata cggtggcagt gacgaacggt cgataggcga
  1990201 tgggcaatcg taataaccgt gcgattggcg ataatgcggg ccatgttttt ctgaatctcc
  1990261 gactgagact catcatccag tgcgctggtc gcttcatcaa aaattaagat ccggggattc
  1990321 gcgtagcgcc aaaataaagg cgttagcacc cgctaaactg gcggcattga ccacctcggt
  1990381 caaggtggct gttggccgtg aatgggcaat attttctcgc acggtgcggt taaacagata
  1990441 gctttcctgc atcaccaccc ccacttgtcg ccgtaaatat tctggtgata aatggttgat
  1990501 cggataacca tctatcgtaa tgaccccttg ttcggtgtta tagagccgtt gtaataaccg
  1990561 ggccacggtg cttttccccg atcctgacgg ccccaccaac ccgatatgtt cacccgcgcg
  1990621 gatagataag tttaaatcat gtaagacagg atcaagatcg gggcgataac ggaaggccac
  1990681 attttttagt aggatattgc cgctaatcgc agggtgcggg gccgccggat ctgcctccgg
  1990741 ttcaaccggc aagcttagaa tatctgatat taatttcagc ccaacctgag cacggatgct
  1990801 ctgctgccat aaatcaacca gtttactcat cggcattaat gcctgtagtg ccaacatatt
  1990861 aaatgcaatc aactgaccaa tactgagctg tacagacata acgtgatacg cacctatcac
  1990921 gatcaccagt gcgccagcca ccttttgcaa gagttgagcc gcttggctac tgagattttg
  1990981 caaattttgt acctgaaaat tagcctgagc aaaatcacga gtttggcttt cccagcgctg
  1991041 gcgcatccgt ggctccagcg ccaaactttt tacggtttcc accccagaca ccgtttcagt
  1991101 caaaaacgcg ccgttttgcg cggcaaaacc acagagagct tctacttttt tttgcaacgg
  1991161 ccgagtggtc atcacggcca ataacagata aaaaggcaac gtgctcagta ttattaaggt
  1991221 taataacggg gatatacacc acataacaat aaacaacacg agggtaaaaa ccacatcaac
  1991281 acataatgtc agggccgaac ccgtgatgaa atcacggata ttatctaact cacggactct
  1991341 ggcaacaata ttaccgacat gacgttgttt aaagtaactt aacggcaacc tgattaaatg
  1991401 ttgaaacaac ttcccgccta ataatatatc cactagtgtt gtcgtatgcg tgaaaatata
  1991461 ttctcgcaag ccttttaata taacctcata cacaccgaca atgactaaga tgaagattag
  1991521 cacttccagt gtggttaatg catgatgaac gagtactttg tccatgataa cttgaaaaaa
  1991581 gagaggggag atcaacgcta ggaattgcag caataatgat aacaatagga cttgcattaa
  1991641 tggcttacga tggcgacgta gtggcgggat aaaccagcga atatcaaagc gcgaatgact
  1991701 acagcataag atcattccac cccacatgtc agcaagtgat tgataactta acatttgtgg
  1991761 ttttttatca tcagcgtact gtaataacac ttgttgttca ttcatccgcg ccagcaagat
  1991821 aaaattcccc tgacggtcac gaaatgccag cggtaactgc tcctgcctta ttttttccaa
  1991881 tgcttgctta cgtattttaa aacggacaga agctgtttgt gaaaattgaa cgatataacg
  1991941 ctgaagagac gctagcgttg tttttactga ggtgtctatg gcgacctttt ggctaaatgt
  1992001 ctcgatatcc attggattta acccggccaa ccgaatcagt ctggatgcac atatcagcgc
  1992061 ggaatgaaca tgattttcca tggagtagac tccctgctat tgggacattc tattattggg
  1992121 tactctgtta ttgaggtgtc tattactgta gaagcaattt tctgcacatt aatcagagta
  1992181 aatgtgatgc gcatattacc gtataaaata tcaatatggc tcaccactaa ggctttataa
  1992241 tatttattat cgcattaccc ctctattaaa tttcaacgca ctttagctaa aaaaagaaat
  1992301 gttcaaagat taccgtttaa gagcgaacca ttggggcggt cagtcgtttg agttttattc
  1992361 tctggtggtc gtctctttgc tgttaccgga tttgtccgta ttgacactgg caacaccatg
  1992421 gccgagccaa cgctgcctat ggccatattg atataaatga ccaagagcgc attcgcgggt
  1992481 taagccagga gaatagaaag agggtatgat atcttattac tgaatacctc taatgagcag
  1992541 attaaaaggt ttattatgtc tcaacctcaa gaatatcaac gcattggcgg ctggttatta
  1992601 gccccactgg cctatcttat cgtaacactg ctcagcgcca gcctgatgct cgtcttgtac
  1992661 gccatggcga tcacgacacc ggcatccaga gagtatttgg tgaccaacac gcaagctttt
  1992721 acgttacaat ggtacttctc cgtagtaaca acgctggtca tgtggcttta cacgctgtgg
  1992781 attatttggc tattttgtag ccgttcccgt cgttttccta agctgttcat tctgtggtta
  1992841 ctgcttacgg tgttactggc gttgaaggca tttgcttttt caccaatctc tgatgaaatt
  1992901 gcattaaaaa cactcgggtg gccgctgcta gctgcagcta tttttgttcc ttacatcaaa
  1992961 cgttcacagc gtgtaaaaca cacttttacc gagcgttgaa gtgattgcgc acgatttccc
  1993021 cctaaaataa agggaaaatc gcaataaccc tgcatttcat ctgttgtcgt cgggccgtca
  1993081 attttggata ataggcggct tttatttttt taggtcccgc aatgcaatga ctgaatacct
  1993141 gctcctattt gtcggcacag ttttggtaaa taactttgtt ctggtcaagt ttcttggcct
  1993201 gtgcccgttt atgggcgtct ctaaaaaact ggaaaccgcc attggtatgg gtctggcgac
  1993261 cactttcgtg ctgacattgg catcggtttg cgcctggatg gtcaatagct ttattttgct
  1993321 gccactcggc ctgatctatt tgcgaacact ggccttcatt ttagttatcg ctgtcgtggt
  1993381 gcaattcacc gagttggtgg tccgcaaaac cagcccgaca ctttaccgct tgctgggtat
  1993441 ctttctcccc ctgatcacca ccaattgtgc cgttttaggg gtcgcactac tcaatgtgaa
  1993501 tcaatcgcat aatttcatgc aatccgcggt ctatggtttt agtgctgctg cgggtttctc
  1993561 tttggtcatg gtgttatttg ccgctattcg tgagcgcctg gctgtggcgg atgtccctgc
  1993621 gcccttccgt gggtcttcta tcgccttaat cactgccggg ctgatgtctc tggcctttat
  1993681 gggctttacc ggtttggtga agttctaatg atgtctttat ggatcgccat aggcgcactc
  1993741 agtacattgg cgctggtctc cggcgtggtg ctcggcttcg ccgcccgtcg cttccaggtt
  1993801 gatgaagatc cggtcgtcga gcaagtggat gccattttgc cacagagcca atgtgggcaa
  1993861 tgtggttacc ctggttgccg cccctatgcc gaggcggtct ctactggtgg tgaaaaaatc
  1993921 aacaaatgcg cgccgggtgg cgagcaggtg atgctgaaac tggccgaatt attggcggtc
  1993981 gagccacaac cgttggatgg tgatgaaagt gcagcccatc cacaacgtaa agtggcgttt
  1994041 atcgatgaag caaactgcat cggttgtact aaatgtattc aggcctgtcc ggttgatgcc
  1994101 atcatcgggg cgacacgggc tatgcacacc gtattatctg atctctgcac tggctgcgac
  1994161 ctgtgtgttg ccccctgccc aaccgattgt attgaaatga tcccggttgc taccaccacc
  1994221 gccaactgga aatgggattt gaatactatt ccggtcaaga atctgcctaa ttagttggtc
  1994281 gcctcacaaa tgattccggt aaaaatgata gacgtggagc aacatgttta agctgtttac
  1994341 tgcccgccaa catgacaaga tctgggattt cgatggcggt atccacccac cagaaatgaa
  1994401 actgcaatca agcacggtcc ccatgcgtat cgcgcctttg ccagatcaat taattatccc
  1994461 tttgcaacag cacttggggc cggagggtga actgcgggta cgggcgggtg agcaagtatt
  1994521 gaaggggcag ccactgaccg ttggccgtgg ccgtacagtt ccagttcatg cccctacttc
  1994581 agggatgatc actgcgattg ctccacatac caccgcccac ccatccggct tagctgaact
  1994641 ttgcgtccat attacccctg atggtgaaga tcgctggcgt gaacaacagc cgtgggctga
  1994701 ctatcgccag cgcgataaaa tggccctgct tgaccgtatt caccaagcag gcattgccgg
  1994761 tttggggggc gcaggtttcc caactgccag caagttgcaa ggggggttga atgggattat
  1994821 cacgttaatc atcaacgcgg cggaatgcga accctatatc actgctgatg atcgtttgat
  1994881 gcaagagcat gctgatgaag tcataacggg catccatatt ttacggcatt tgttgcagcc
  1994941 tcagcaggta ctgattggga tagaagataa taagccagag gcgattgcgg cactgcaacg
  1995001 ggcattacgt gggcaagacg acattcactt acgtgttgtc cccaccaagt acccatcagg
  1995061 gggagccaag caattaacca agattctgac gggcaaagaa gtcccctttg gcaagcattc
  1995121 gtcatccatt ggtgtattaa tgcaaaacgt cggtactgtc gtggctatca aacgggcagt
  1995181 tatcgacgat gaaccactga ttgagcgggt ggtgacatta accggtgatg ccctgtcatc
  1995241 gcctggaaac ttttgggcca gaatcggcac accagtactg tatttactta aattggccgg
  1995301 tttcaagcct caaaacccgc caatggtgat tatggggggg ccattgatgg gctttacttt
  1995361 gcccagtttg gatgtcccca tcgttaaaat cagtaactgc attttagcgc ccgctgaaac
  1995421 ggaaatgggc ctatctgaac cagagcaatc ctgtatccgt tgcggtttat gtgttgacgc
  1995481 ctgtcctgca ggattattgc ctcaacaact ctactggttt agccgtggtg aagaacacga
  1995541 aaaggcccgc aatcataatt tgttcgattg tatagaatgc ggtgcctgcg cctatgtttg
  1995601 ccccagtaat attcctctag tgcaatatta ccggcaagaa aaagcagaaa tacgcgccct
  1995661 cgatcaggag agcgctcgtg cagccgaagc taaagcacga tttgaagcga agcaagcccg
  1995721 tctggcgcgg gagaagttgg ccagagaatt acggcataag caagccgctg tcaaattgac
  1995781 cgatgctgat caacaaacag ttgacgctgc tgtcagtcgt ttgacccgcc aatctgatgg
  1995841 ctcagagtct gttatcaata tccccgcagg gcaaatgccg gataacagtg cagttattgc
  1995901 cgcccgtgaa gcccgaaaag cacaggccag agcacggcag gcagagaaac agcaggcacg
  1995961 atcaacggaa gaaacaaccg acgttgttga tcctcgtcaa gccgcagtag ccgccgctat
  1996021 cgccagagtc aaagctaaga aagccgttca ggcacaacac gttaccactg acgtggcgga
  1996081 ggcgggatca gaggccatgg cagaagaccc acggaaagcc gctgtggccg ccgctattgc
  1996141 cagagtcaaa gcaaagaaag ccgctcaggc acaacacgtt accactgacg tggcggaagc
  1996201 gggatcagag gccatggcag aagacccacg gaaagccgct gtggccgccg ctatcgccag
  1996261 agtcaaagca aagaaagccg ctcaagcgat aaatcctgac taaaacatct cagtttggga
  1996321 aaacgctcgg ccacaattac ctatcattct ggctggatac tcattctggc taaataacca
  1996381 taatggctaa atgatgctaa tcgggcgtta attcactgcc atcagataac gatagactac
  1996441 ggaaatatca cgcagtttcg attctgcatg acaatggtct atctcaatga cttccatctc
  1996501 aatcccacga ccaacttcat cacgtaactt tggtaacacg ttgttaaaca agtaagttgc
  1996561 gaattttaca cactctttag cgctcccctg atgggagata gacaaaaatt caccttcagg
  1996621 aatcgcgatg tgatcgatct ctcggctccc ttgaatctca tgctttctct ctttgtctat
  1996681 cgccgttgag taataaacgc tcttctgccc ctgttgacca tcaacatcct taacagaaaa
  1996741 caaagagtag atccgctgac aggcaaagtt gacctcttta aagaaatcaa gcaggatctc
  1996801 gtctttcatc gccatacagg aagagcgctg cacagcacaa ccattatact cttcgaaatc
  1996861 cagacgccgg gtgaaaccga ctaattcctt tccaggtaac gttacctgct tgatttccgg
  1996921 cgtataattt tcgtagaatc cgaagcgagg gatcatcccc tgaacatccc aatggttcat
  1996981 ctggcggaag ctgtttggtg tcacgccaaa ccgtttttta aaggtacgtg taaaggtacg
  1997041 tgtaaaggtc tgttgcgagt caaatcccaa ttcatcagag atagtaataa taggctttct
  1997101 tgatatacgc aacgcaaccg cagctcgggt caacactcgc ccacggatat aggatgccag
  1997161 ttgtagcccg acgatactct taaacttccg ttgtaaatgc cattttgaat atccggagat
  1997221 ctttgccaca tcgtctaatg tcggcctttt ttctaaattt atttcaatcc actcgattaa
  1997281 ttcttctata aacaatatgt cttcactcat cattttatta ttctttatat atatacttac
  1997341 aatttatact acattaattt ctcattattc caatgctttt ctttttctca tgcttcatat
  1997401 aaattaatca tttattttac agttagttac ttaagtttca tccgcaaata gccataggga
  1997461 aataccgttg tcaaacacgt ttacaatata tttacctcgt cagttttatt atttaatata
  1997521 tcatttatgc ctatttcctt gtaatcaaga cgatataaat tgcaagtgat attttatgta
  1997581 agcaatcgtt attgttctct ttcgtttaat taataacctc tacaccccca tggttaataa
  1997641 ccctataatt aagacgtatt acactctgtc tggatagggt agaatgcaac aaaatatcac
  1997701 ccctaacggc tacgtgtatt gacgccagca aggatgactt gcccacgcga tccctacgtt
  1997761 tgaaagccct gataagtatt ctgacatatg gttgcaattt catgaaattc aggcctgtaa
  1997821 caccgaccca gaacaaaggg ttgcagattg ccagttcccc ttttacccac aatcaacgca
  1997881 gtacccgtcg tattatgctg ctggttattc tggcctgtat tccggggatt atcgcccaga
  1997941 cttacttctt cggttatggc agcctgattc aagtcatgct ggctatgatc actgcactgt
  1998001 tggccgaagg tgccgtattg cagttacgta aacaacccgt catggcgcgg ttacaagata
  1998061 actcagccct actgactgcc ttattgttgg ggataagcct ccccccattg gccccctggt
  1998121 ggatgatcgt gctgggcacg ctatttgcta ttgtcattgc caaacaactc tatggtggcc
  1998181 tagggcagaa cccgtttaac ccggcaatgg tcggttatgt tgtgctcctt atttcatttc
  1998241 cggtacaaat gaccagttgg ctgccaccgc taccgttgca aggaacgtcg gtgggattct
  1998301 atgacagtct cttaaccatt ttcaccggtt atacccacag tggtgagaat attcatcagc
  1998361 tccaagttgg ctatgacggc atcagccaag cgacgccact ggatacgttt aagacctcgc
  1998421 tacgttcaca gccagcagat caaattctgc aacagcccat atttggcggt gtgctggcgg
  1998481 gtttaggctg gcaatgggtt aataccggct ttctggttgg cggcttattg ctactgtggc
  1998541 gtaaagctat tcactggcat attcccgtga gcttcctgct cgccttagga ggttgtgccg
  1998601 cagtgagctg gatgattgct ccacaaagct ttgcctcacc aatgctacat ttgttctccg
  1998661 gtgccaccat gttaggtgca tttttcattg ctaccgatcc tgtcagtgcc tctacaacac
  1998721 cccgtggccg cctgatattt ggtgccctca ttggtattct ggtgtggcta atccgggtat
  1998781 atggcggcta tccggatagt gttgcttttg ccgtgttgct cgccaatatt acagttccgt
  1998841 tgattgacca ctatacccaa cctcgggtct atggccataa aagcgggcac aaataaggag
  1998901 ccgttatgct aaaaacaatg aggcgtcacg gcatcactct cgcgctgttt gctgccggtg
  1998961 ccacagggtt aactgcggtt gttaactcac tgactgaaaa cacgattgct caccaagcag
  1999021 cattacagca aaaagcattg ctggaccaag tcgtcccggc agaaaattat gataatgaca
  1999081 tgcaagcaga atgttacgtt gtcactgatt cagccttggg taatatggct ccccatcgcc
  1999141 tgtaccttgc gcgtaaaggt aaccaaccgg tagctgccgc aatcgaaacc acagcaccag
  1999201 atggctattc cggtgcgatt caactgttgg tcggtgcaga ttttcacggt aatgttcttg
  1999261 gcagccgggt gattgagcat catgaaaccc caggtttagg ggataaaatt gatatccgta
  1999321 tctctgattg gatcaaccat ttcagcggtc aacacgtaac aggtgatgac gataagcgtt
  1999381 gggcggtgaa aaaagatggc gggtcgtttg atcagtttac tggtgctacc atcacaccac
  1999441 gggctgtcgt gcgggcagta aaaaatgcgg cactgtattt gcaaacactg ccaccacagc
  1999501 ttagtcgcct gccctcctgt ggagaagatc aatgagtgaa gcgaaaaacc tgttagcaca
  1999561 agggttgtgg aaaaataact ctgcgctggt gcaactgttg gggctctgtc cattattggc
  1999621 agtctcttcc acggcaacca acgcattggg gctggggtta gcgaccacgc tagtccttgt
  1999681 gtgtaccaat accgcagttt ccgcattgcg ccgttgggta ccgtctgaaa tccgtattcc
  1999741 tatttatgtc atgattattg cgtcggtcgt cagtaccgtg caaatgctga tcaacgctta
  1999801 tgcctttggt ttatatcaat cattggggat atttatccca ttgattgtga ccaactgtat
  1999861 cgtgattggc cgggcagagg cctatgcagc gaagaatccg gtggggctat ccgcattgga
  1999921 tggttttgcc atggggatgg gagcaacctg tgccttattt gttttagggg cactgcgcga
  1999981 aattttgggt aacggtacct tatttgacgg cgcagacatg ttgctaggca gttgggctac
  2000041 agtactgcgc attgacatct tgcatttaga tacccctttc ctgctggcga tgttgccacc
  2000101 aggtgcgttt atcggcctgg gtttactgct ggccggtaaa tatgtcattg acgagaaaat
  2000161 gaaagcgcgc aaagccaata cacgggttag cgtaccgcaa cttcaggatg gagatgccga
  2000221 gaaagcctta tgaataaaga aaaacgtgtc actattttga cccgtctgcg ggataacaac
  2000281 ccacatccaa cgactgaatt agtttactcg acgccctttg aactgcttat ttctgtgctg
  2000341 ctatcggctc aagcaacaga tgtcagtgtc aacaaagcga cagcccggct gtaccctgtg
  2000401 gccaataccc cccaagccat cttggatctg ggggttgatg gcttaaagga atatatcaaa
  2000461 accattggcc tgtataatac caaagctgaa aatgtcatca aaacctgccg cattttactg
  2000521 gaaaagcatc agggagaggt gccagaggat cgggcggcct tggaagcgtt acccggtgtc
  2000581 ggtcgtaaga ccgccaatgt ggtgttaaat acggcatttg gctggcccac aattgccgtt
  2000641 gatacgcata tatttcgtgt gtgtaaccgc accgggtttg ctcctggtag caatgttgat
  2000701 caggttgagg aaaaactact caaagtggtc ccggccgaat ttaaactaga ttgtcaccac
  2000761 tggctgattc ttcatgggcg ctatacctgt attgcccgaa aaccccgttg cggttcatgc
  2000821 attattgaag acttatgcga gtttaaagag aaagtctatc cagagcatta gtgccctatt
  2000881 catctagctt atggcgtttg attggtgagg ctcgtccggc ggctagcaga gataatagat
  2000941 aacaaactac ttggtttaaa ttctatctgg tttaaattct atccggatta aattctacct
  2001001 ggctcaaatt tgggggcgac gattatgctg accccaaatt tgaatccatt cggctaaata
  2001061 aagtgcttct ctgccgctaa ttcaggcaaa ttctcaatga taaaatcctg aataatactg
  2001121 tcaaaatccg gatcgcgacg aaaacctaat actttcccat agctggcttc aaaatcacct
  2001181 ggccaggaat taacaattct ctcgatcgaa gggtcccgct gcacttggat acgttcaacg
  2001241 acctcatcac ccgcgagacg gcgcaaagca tcaatcatct gctgtacact aacggatagc
  2001301 cccggcaagt tgatcacccg ccctaagcgg agttggctag catccagttc atggccatga
  2001361 atcaaattat cgatcgccat tttgggtgag agtaaccata acggcgtttg catactgacg
  2001421 gggcaaatag catcatgccc ttgcagaggt tcccggataa tgccactggc aaaactggag
  2001481 gcagcgcggt tcggtttacc gggtctcacc acgatggttg gcatacgcag gctgcgccca
  2001541 tcaataaacc cacggcggct gtaatcagac agcaataaat cgtttaatgc tttttgcgta
  2001601 ccataggaac tctgtggtga ccacacctga ttatcaggaa caactttcgg caatgcaccg
  2001661 ccgaataccg ccacagaact ggtaataatc actttagggc attggccgga ctgacgagcc
  2001721 aattctaata ggctgcgagt ggcatcaacg ttaatgcgca tacctaaatc aaaatcgtct
  2001781 tcggcctggc tggaaacaac cgctgccaaa tggaaaatag tgtcaatttg gcgatcccag
  2001841 accgccgata gtccgttctg atcggcaatg tcaccacaaa caacctgaac ccgtggatcc
  2001901 tctacttcca tcaagggaag cacatcatag gcaatgattt tattgatatt gcgcggctcc
  2001961 ccctgctgat cagtcagata atcctgttgc agtaagccgt caatcaatcg acgccccaga
  2002021 aaaccggcag cccccgttat cataatgttc atcactgact cctcctgtct attggttcgt
  2002081 cgttagtcgt taatgattaa ctgccttggc cgggatcaaa aacaccagcg cggcaccaat
  2002141 aaatagcgtg gtagaaatga tcaacattcc ggtcgtggta ctctgggtca agtctttcag
  2002201 gtatcccatc atataaggcg caacaaatcc gcccagattg ccccaagagt taataaaggc
  2002261 gatacctgct gcagccgcac ttccgccaag gaaagcggtg ggcaagctcc agaacagcgg
  2002321 tatcgtactc agcgccccca tagcaccaat ggttaagcac accatcgcaa caacgatatt
  2002381 gtcgctaaaa taggttgaga gaataatacc cactgcaccc aataccgcgg ttagtgccag
  2002441 atgccagcgt cgctcccgca aacggtcagc actgcgcgag acgacgatca tggtcaccgc
  2002501 tgccgctgca gaaggaatgg cggttaagaa accaatactt aaaatatcct ttaccccact
  2002561 gtctctaatc aacgtcggta gccagaaacc gatagtataa aagccgctga tcagacagaa
  2002621 ataaataagg gttaatagcc agactcgcgg ttgcaaaaag gcatctctca ggcggctatg
  2002681 tgcataatgc gcagcttcgt tctctatatt ggtctgtaag atatctttct ctttgtcggt
  2002741 cagccaggtg gcatgtgtga ttcgatcttt cagtttataa atgattaaaa tacccaccaa
  2002801 tacggaagga ataccttcca gaataaacat ccattgccag ccagcataac cttggaaacc
  2002861 attaaaatac tgcatgatcc agccggacag tggtgcccct atgatgccgg ataacggtac
  2002921 cgagatgacg aataatccat acacgcggcc acggcggtga gacggaaacc aatatgaaat
  2002981 ataaagaata atccctggga aaaaacctgc ttcagcaacc ccgagtaaga atcgcatcac
  2003041 ataaaatgac atcggcgtcg tcacaaatgc catacaggca gagataatcc cccaagtgat
  2003101 catgatccgc gcaatccaca accttgcgcc aactcgatgc agtatcaggt tgctgggaat
  2003161 ttccaggaaa aagtagccga taaagaacat accggccccc aagccataaa ccgtatccga
  2003221 gaattgcaag tcatcggcca tttggagctt ggcaaaacca acattaaccc gatctaagta
  2003281 gttgagaacg taacacaaca tcagtagcgg caagagatgc cataccgttt tacggtaggc
  2003341 attattttct tcttgtaact gcgtcggttg cgacaaagat tcagtggatg attcagacat
  2003401 aataaaacct cattgttaac tatttttgta gggaacaaac tgtagggaac aaggtttggc
  2003461 gacactgcct ggcactgcct ggcactgcga aggctggcgt taagcaaaac gaagacgtta
  2003521 agtaaaacca ataaatgtta attttagtta tttaatgttt tataaagtta aaagcaaggg
  2003581 atcgttcggc aactaaatgc gattaaactc acatttatta acaagcgata atgtgaccta
  2003641 actcagcggg ctgatttcaa tctatttttt taggctagtt ataaagagtg ctaagtaaga
  2003701 gaatgacggc agtagacgtg agatgatgtg agtaaaataa cggggggtct gacaggcgca
  2003761 agcaaacaag aacgatgaaa tgccggcagc atccgtaact tggcaaaatt aaacggatta
  2003821 gtggcatggt tccgcttagc agcctaatgg cttcgacaaa cgtcaatgtc acatctgaca
  2003881 gcattattca ccacttaccg tctatctgcc gatatcatca ccgctatagg taaaaaacat
  2003941 tcccataacc ttgataagga attgccattc cggatcatat ccacttgccc gacggggctg
  2004001 attcgcgtaa aactgtcagc cggattaaac cctctcacta caccattcac tggacgatat
  2004061 gtttcaagat aacccgctgc tggcgcagct aaaacagcaa cttcacactc agaccccacg
  2004121 cgttgaaggc gtcgttaaag gtactgagaa aggctttggc tttcttgagg tagatgggca
  2004181 gaaaagttac tttattccgc ctccgcagat gaagaaggtc atgcacggcg atcgcattat
  2004241 tgccaccctg catacggata aggatcgtga aattgctgaa cctgaaacat tggttgagcc
  2004301 atttttatcc cgctttgttg gccgggtgca acgaaaagat gatcgtctgt ctatcgtgcc
  2004361 cgaccaccct ttattacgtg atgctattca atgccgccca gtacgtgaac tgacgcatag
  2004421 cttccaaaac ggtgattggg cagtggctga gatgtgccgc cacccattaa aaggcgaccg
  2004481 cgcctttcag gctgacctaa ccgcgtttat taccaatggt gaagaccact tcgttccttg
  2004541 gtgggtaaca ctggctcgcc ataaccttga gcgtgaagcc cctgctatgg tcgaatcggc
  2004601 cttaaatgac gccgagcttg agcgtgaaga cttaaccgca cttaattttg tcactatcga
  2004661 cagcgccagc actgaagaca tggatgatgc gctgtttgtc caagacaatg gcgacggttc
  2004721 atggttattg accattgcca ttgcagaccc aacagcttac gtcgtcgaaa acagtgaatt
  2004781 ggatttaacc gcccgtaagc gtgcttttac caattatctg ccgggtttta acatcccgat
  2004841 gcttccgcgt gatttgtccg acaacctctg ttcactgcgc ccaaatgaac gtcgcccagt
  2004901 attggtttgc cgtgtgacga tcacagaaga agggacgcta agtaacgata ttcgtttctc
  2004961 cgctgcttgg gttgaatcaa aagccaaact ggtttacgac gatgtctctg actggttgga
  2005021 aggaaataat cgctggcagc cacaagatac cgctattgca gagcagatta cgttactgaa
  2005081 acgtatctgt gacgcccgta gcaactggcg tcaacaacat gcgctggtct ttaaagaccg
  2005141 cccagactat cgcttcctgt tgggtgaaaa aggcgaagtg ctggatatca ttgttgagca
  2005201 tcgtcgtatc gccaaccgca ttgtagaaga gtgtatgatt gcggcgaacg tctgtgcggc
  2005261 attggcgtta cgggaacacc tcggttttgg tatttataac gtgcataccg gttttgaccc
  2005321 ggcattagtc gaacaagcgg ctagcgtatt gaaagccaat ggtgttggtg ccgatcctca
  2005381 agccctgctg acgttacccg gtttctgtga gttacgccgt caccttgatg ccctgccaac
  2005441 acagttcctc gacagccgta ttcgccgttt ccagacattt gctgaaatta gtactgtccc
  2005501 cggtccgcat tttggcttgg ggcttgaagc ctatgccacc tggacatctc caatccgtaa
  2005561 atacggcgac atggtcaatc atcgcctgct gaaagcgatg attactggtc aacaagcaga
  2005621 aaaaccacaa gaagagatca cggtccaatt ggctgaacgt cgccgcctga atcgcatggc
  2005681 tgaacgtgat gtcggtgatt ggttgtatgc ccgttatctg caaccacaag caggaactga
  2005741 cactcgtttc acggcagaga ttattgatat cacccgcggt ggcttgcgtg tgcgtttact
  2005801 ggataacggt gccgttgcct ttattcctgc gccgtttatt cacgcggtgc gtgatgaagt
  2005861 ggtctgcagc caggaaaccg gtactgtgca gatcaaaggc gaaacagttt atagccaaag
  2005921 tgacaaaatc gaggtacgta ttgcggaagt tcgcatggaa acccgtaatg tcattgctcg
  2005981 cccagtagct taattttctt atgttttaac atgatagccg tcggaggaat tcccccgacg
  2006041 gcttttttaa tgttatgttt gccgcccttc ttgcttaacg tcgctgctgt gttagcggta
  2006101 cctattgccc tactcattga ccgagcttac ccatcaatac tcgccatttg tatccctcat
  2006161 cacaacatgt aagcaaataa tacgaaaagt gacttaaaaa caattaactc atcacacttc
  2006221 tcactttcgc tacttttctt tcacatcaaa gctcctatgt taagtaaccg ttacgcgctc
  2006281 tcttacccct gaacggcgtt gataacagta aaacctcata cattgcgaag gagtcgttac
  2006341 ccatgaataa catcaggacc gttgtcatat ggctgacagt ggcgctaatc ggtgcatttg
  2006401 cctttgccat gttggccctt agccggggtg aacatgtcaa tgccatctgg ttagtgattg
  2006461 catccgtggc ttgttacagc atcgcttatc gcttctacag tcggtttatt gccaagaatg
  2006521 tctttgaact ggatgaccgt cgtctgacgc cagcagaacg acgcaatgac ggtctggatt
  2006581 atgttcctac caacaaatgg gtgttgtttg gtcaccactt tgctgccatc gcgggtgctg
  2006641 ggccactggt cgggccaatc ctggccgcac agatgggttt tctgccgggg actatctgga
  2006701 tcctggtcgg tgtaatgatg gccggtgccg tacaggactt cttaatcctg tttatctcca
  2006761 ctcgccgcga tggccgctca ctgggtgaaa tggcaaagca agagttgggg gcatttgctg
  2006821 gtgtgataac tatgctgggt gcattgggcg taatgattat cattttgtcc gcactcgcac
  2006881 tggtggtggt aaaagcatta gctgatagcc cgtggggcct gtttaccatt gccgcaacga
  2006941 tccccattgc cctctttatg ggcgtttata tgcggtttat ccgccctggt aaaattgctg
  2007001 aagtgtcatt gatcggtttc gtactgatga tgtctgcaat catttacggt gggaacatcg
  2007061 cggtacaccc ttactggggg cctttcttta cgttacatgg caccacgcta acctggatat
  2007121 tggttatcta tggtttcatc gcctctgtac tgccagtgtg gttgctgcta gcaccacgag
  2007181 attacttatc aaccttcctg aaaattgggg tcatcattgg tttagcggtt ggtattgtat
  2007241 tcgccatgcc agaaatgaag atgcccgcgg tctcacgctt tattgatggc agcggcccgg
  2007301 tcttctccgg cagcctgttc ccgttcctgt ttattactat cgcttgtggt gctatctctg
  2007361 gcttccatgc tctggtatcc agtggcacca caccgaaact gattgaacgc gaaagccata
  2007421 cccgctttat cggctacggc gcaatgttga tggagtcatt cgttgccatc atggcgctaa
  2007481 tctgtgcctc ggttatcgac ccttgtgttt atttcgccat gaactcaccc gcggctctga
  2007541 ttggtaccac cgtagaaagt gcctcgctgg ccattagtag ctgggggttt gtcgttacgc
  2007601 cagaaacact ggcgatggtc gccaaagatg ttggtgaaaa ctcgattctg tcacgggctg
  2007661 gtggtgcacc gaccttcgct gtgggcatgg cgcatatcat cagtgaaata ttcaatagcc
  2007721 gtaatatgat ggctttctgg tatcactttg ccatcttgtt tgaagccatg tttattctga
  2007781 ctgcggtcga tgctggtacc cgtgcctgcc gctttatggt tcaggatctg gttggggtgg
  2007841 tcgtacctcg tctggccaat aaccgttcat ggtttggtaa cctttccgga acgacagtcg
  2007901 cggtagccgg ttggggattc ttcgtttacc aaggtgttat cgacccactg gggggaataa
  2007961 acaccttgtg gccgctgttc ggtattggta accaaatgct ggcatcaatg gcactgattc
  2008021 taggtaccgt cgtactgttt aaaatgaaga aacaacgcta cgcctgggtt accatcttgc
  2008081 caacaatttg gttatttatc acctcaatga ccgcaggttg gcagaagata ttccatgaaa
  2008141 aaccaagtat tggcttcctt gctcaagcaa aaaaattctc taacggcatt gaacaagggg
  2008201 tgttaatcgc acccgcgaag agctttaaag acatggaaac tatcgtgttt agcaaccaga
  2008261 tcaacgccgc gctatgtgca ttctttatgc tggtggcggt gacgatgcta gtttctgcct
  2008321 tctttgtgat tcgtcgcgca ctgaaatcca gcaaaccaac aacccatgaa actgaaattg
  2008381 tataccgtga ggaggtcgcc cgtggttaac tctggtattc cgtaccgctc ccggccaata
  2008441 accgggggga agattactcg ctgcgtgcca cttactcagg tcgaagcagc cccaaccacg
  2008501 ctgtgggcat gggtacggct gattacacat cggctggcgc aaagcttcag gctgatggtt
  2008561 ggggtgcagg attacagtaa ttatgtcaat catatgcgcc ataagcatcc tgacaccccc
  2008621 ccaatgactg agcgggagtt ccatcgttat tgcctggatg cccgcttccc cagcgaaggg
  2008681 ggaaaactgg ggaaatgccc gtgctagagt ggcaatagac ataaattagt gacaccgtaa
  2008741 cgccctatag tgattttata gggcgttatt cttttaccgc tcattgttac tgtctgtaac
  2008801 ttcttatctt ttatcacctt aagctaactc aacatcgtcg tcccaaatgc cccctgccaa
  2008861 tcttgctcaa attgttctat cgccgctttt accgcaggcg tactgataaa ctgctctgcc
  2008921 acatcgaccg ggatagtgac cgattggcaa ccggccagca aacaatccag tacttggcga
  2008981 ggtgtacgaa aactggccgc caacacttta gcgtttgggg catgtaacgt gagtaactgc
  2009041 tgcaactcac gtaccatagc aatcccatca ctcccttgcg catccagtcg attgacatac
  2009101 ggtgcgacat attccgctcc cgccaacacg gataatagcc cttgccctgc gccgtatacc
  2009161 gcggtaccca aggttggaat tgacatcgtc ttcaattttt tgatcgccgc caacccttcg
  2009221 gccgtgacag ggattttaat cactaatcca gggatctgct ctgacagctg taccgcctca
  2009281 gagaccatac gttcgctatc actggccagc acttgggcaa ataacttccc cgtccctccc
  2009341 agtgcgtcac gtagcgcagg caaaacctcc catagggatt tgcccgcttt tgccaaaata
  2009401 cttgggttag tggttacacc ctgcaaaggc agcacccgcg ctaatcgttt taccgccgca
  2009461 acatctgccg tgtcgagata aagttccata aaagcctctg ggtcaggata gttaagtgaa
  2009521 cgtattgatg aaaaaccata agccgcaatc atagacgaat aaagaatcga taacgttatt
  2009581 cttatcaaaa tattcttatt cgaaaataac ataggcttca cacgaaagtt tttttatttt
  2009641 ctactcggct caaatcatga gagcagtaaa agaggttgtg tactcgccgt catttttatc
  2009701 ttataaatac aggctgttat cttctttatt tagcgtatta tgcgtaaaaa ttgactcagt
  2009761 aattaacccg gaccccatgc gcaagcgatc ctcagttcaa taaacatatc ggagcaataa
  2009821 acatggcaga tatcacgttc actcgtgaac agactcaacg aatggtccat aaaattcagc
  2009881 gctatctgga gcaagaacac aatattgaat tagaggattt tgatgcggaa tttttcgtgg
  2009941 aatttattag ccgtgagtta ggtgcgcatt actataacca aggcatcaat gacgctattg
  2010001 cacagattga agccaaaatg cttgatgtta ccgattcgct gctctggctg gaaaaacccg
  2010061 tgcaagactg aacacgggct cattatttat gttttgcctt tattggccgt agtacgcatc
  2010121 cttgccatgt ttacgtaagt aatgcttatc cagcagttgc ggttgcatat cgcccaactg
  2010181 cgggttcaat tgacgcgaga aaatgcccat atacgctaac tcttccaaga ctaccgcatt
  2010241 gtgtactgca ttctccgcac tgctacccca ggcaaatggc ccatgagagt tcaccaacac
  2010301 cgcaggtaca gcatctgggg tgatgcccct ttcatggaaa gtatcaacga tgacattacc
  2010361 ggtttcccat tcataacgac ccgcaatttc ttcatgtgtc atcaaacggg tacaggggat
  2010421 ggatccatag aagtaatcag catgggttgt cccccaagca ggcaagtcta gccccgcctg
  2010481 cgcccaaata gttgcatgac gggagtgggt atgcactatg cccccaattt gggggaaatt
  2010541 aagatacagc acgcggtgag tatccgtgtc tgatgatggt tttttgctgc cctcaacgac
  2010601 gttgccgctc tccaactcca cgaccaccat atcatccagt gtcatggacg catattccac
  2010661 acctgaaggc ttaatcacca gtaaaccctt ttggcgatcg atagcactaa cattacccca
  2010721 agtgaatgtc accagattat ggcgcggtag agcaagatta gcggcaagaa cttgctgctt
  2010781 cagttcgttg agcatcgtcg tatcctgaat aactgaattt gttccatttt cagcgccgca
  2010841 ggaaataacc ggtatggggt aaatagctaa aaactgcgta caaatcggct ggaaatcctg
  2010901 cactgagaga tccggatatt agtgggtgcc gtttatttaa cctgataatg aatcaatcgt
  2010961 gctattagtc cctgaaaatg gcagtgtttt actttttagc gccaaattag gattattcac
  2011021 atactaaata atttgtagat atttatactg attttatccg tgaaaaaacc gttcccagta
  2011081 ttaatctaaa atataaatga cgatttttta ttcaaaccat taacaaaatg agcgacgcag
  2011141 cagctaacat tgaaataatg cctatactta gggttataat ttcaacgtgg cacggatata
  2011201 tcaggacata tagcatgatt ttctcttgct atcgcctgca ctatccgttc tgagctaacg
  2011261 tcaggagaac tattatgatg attatcaata aacgatttgc taccgccgca ttggcgttaa
  2011321 cgctagcctt gtcactctcc gcttgttcca atatgtccaa gcgggatcgg aatacagcaa
  2011381 ttggtgctgg cgcaggcgcg gtaggtggtg cggtattgac aggcagtaca ttgggcacct
  2011441 tgggcggtgc ggcaatcggt ggggttatcg gccatcaggt tggtaaataa cgcccccccc
  2011501 tatttgtact taacgttgca aatgctactt aacgttgaga atggtacttg gcgttgagaa
  2011561 tggtacttga cgctgcagcg tgattagcag taatcgttcg tttactgcct tgttgccgtg
  2011621 ttaatgatgt tgattaaccc tttcgagttt atattgccac ggcattagaa gttctaaata
  2011681 aaatacggcg tttgacaata tcaacgccgt attttatatc tgcgcggaaa aaaggatttt
  2011741 attaaatcac ccccctgcca atttaacttt catcccttta gcgtctaaca gttgtttcaa
  2011801 taaatcccgc ttgtcgccct gaatttcaat aacaccgtct ttgaccgaac caccgcagcc
  2011861 gcatttcttt ttcaactcag cggctagctt atccagatcc tcatcactgc cgtcaatgcc
  2011921 tgttataagg ctaacacctt tacctttacg gccgctagtt tgacgctgta tacggacaat
  2011981 gccatccccc tttggccgct caactttgct ctctggttcg ctgatccggc cactgtcagt
  2012041 cgaataaact aaccgactat tatcattgct cattatgcca ccttcgtcag tgatgccaat
  2012101 atttcgcgca gcgttttttc cggatcagga gattgtgtaa ttgggcgacc gattaccatg
  2012161 taatcaacac ctacagctac cgcctgttca ggtgtcatga tccgccgctg gtcaccggct
  2012221 tcactgcctt gtgggcgaat acctggggta acgagcgaga agtcttcgcc acaaacttgc
  2012281 ttcaaacgca ccgcttcatg agccgagcac accacgccat ccaaaccgca atcccaggtc
  2012341 agtttcgcta accgctcggc ctgctcagcc ggactgatag taataccgat atcccgcaga
  2012401 tcttcgccat ccatgctggt cagtacagta acggcaatca gtaagggggc ttgtgcacca
  2012461 taaggcaaca aggcttcttt cgccgccgac atcatgcggg caccgccact ggcatgaaca
  2012521 ttgaccatcc agacccccaa ctctgctgcc gcagccacgg cacgcgcggt agtattaggg
  2012581 atgtcatgga atttcaaatc aagaaatacg tcaaagccgc gctgatgtaa gtcacggata
  2012641 agctcggggc cgtacaacgt aaacatctct ttgcccactt ttaaccggca atcctgtgga
  2012701 ctaacctgat cagcaaaggc taacgcagcg tctttattgg cataatccaa cgcaacaaca
  2012761 attggggagg atattgagcc actgttatta gttttagttg cggacgtcat tcttcagcct
  2012821 tcttcagtca ataattgatg ataacgctca tattctacag ggtgtatcac tgaaattaca
  2012881 gtgatccggc gggtgttgat tctccatttg tcatgctgcg gcaggtagca tctatcccac
  2012941 cttatcgtcc ccccccccta tttcctatta ttaagacaat aagccgttgc cattttttaa
  2013001 cccacgcaaa tagtttcatc taatcttcca acttatttct tttctcctaa gcgttatcta
  2013061 aaaattcaaa aaatgccaaa aaaattaatc aaagcaaaat taattctgtt tccataacat
  2013121 aaatgatgac gctgtaccgg tcctatttac gtcataccgc caacttttag cgcgtttttt
  2013181 catgcctcat tatgaatttt ttgtgatgtt tatgttattc cctggacagt tgccctttcc
  2013241 tcgcttagct tggtattttc cctaaattga aggttatatg atgagtgaga tatctacctt
  2013301 aaccattaaa attcctctgg aattaaaaga aaaaatcaaa gctgcagcat tagaaaagca
  2013361 gttttctctc agcactgaag tctgcgaaag attagcgcaa agctttgagg ctgatattaa
  2013421 ggggagtata agcagtagta agaatgccaa gttgcatcac gatgaaatcg acaatcaagg
  2013481 tgtagaagag atttcagaac agccgctaag ccagaaagaa ttaaaaaaac tgcgtcaact
  2013541 gctgaaagac agtgcgaaaa ccgctcaaaa gaaaaaataa actgccaaag tgcttcatca
  2013601 caacagctaa caaccgggtg gacccgttca cccgatctta ttagcaaaga acatccttat
  2013661 tagcaaagaa catcactccc ctttaatctg actattcccc cctactgccc atctaatcct
  2013721 ctgatcggct taactgatgc ccaggcacgg caagacgggc aatgccaata gagtgagtgg
  2013781 gcggtgaaac cacacttatg acaacggtaa cgtggtttgg tccgaatttg ctcaccaacc
  2013841 atgtcccgta atagcaataa actctctttt gcactccctt cttctgcatc tgctaagtgg
  2013901 taatccatta gacgataaaa accgcgcatc gttgggtggc gctgtaattg gcggttaata
  2013961 tacgtttgcg cgacatcatg gccctcctgc tgttcaagga cctccgccaa catcagttca
  2014021 gccgccgcac cggtattatc ttccacacaa cgtttaagga aattagccca agcctggggc
  2014081 tgttgcaggt gttggtagca ttcactgagc atcggtaatg cttcactgac gacttcttta
  2014141 tcttgctcca gtactcgctc caacgcttca acgcctttgg catactcacc tttagcgaga
  2014201 tgcacacggc cacgcataat agaaactcgg gcacattgtt tatccgccgt tgccgctttt
  2014261 ttcagtaacc ccatggcctt atccagatcg tcactgccca ttgcttgcaa cgcaagttca
  2014321 caatagaagt gcgcaatttc cagacgctga ttatctttgc ccatcttgac caatttttcc
  2014381 gcaacttcaa tagcattatg ccaatcactg gttgcctgat gaattatcag taattgttgt
  2014441 aatgcgccga gccgaaaatc ttgctcttca accaattggt tgaacatatc ttctgcccga
  2014501 tcatataaac ctgcggccat gtaatctcga ccgagttgct gaacagccaa tagccgttgt
  2014561 tcaaatgtca gggatgcact ctccatcaag gcttgatgga tgcgaatggc gcgatcaact
  2014621 tcgccgcgtg agcggaacag attacccaga gtaagatgag cctcgaccgt agaactgtct
  2014681 tctttcaaca tttcgaggaa gagatcgact gctttatctt gctggttcga gagaaggaag
  2014741 ttaaccccag ccacgtattc acgtgacaag cggttagcat cctgttgctt atcctgctga
  2014801 gcgcttctgc gccccatata ccaaccatag gcggcagcaa cgggcaacag cagaaacagc
  2014861 atttctaaca tagaaaatta ttccttgttg acagcagctg tggacacaag cgtgctttgc
  2014921 tcaacaggct gttcaagctg agtttcaata cgtttaattt tccgctctgc gcggcccaaa
  2014981 gagatccgta cccgcagata aaaaagccca caaatgaccc agcctagcac cagcccggcc
  2015041 gcaaaaagcg ttgccaatag cgtagacagc tgatattcac cttgagcgag taaatagtta
  2015101 aaggcgacga gttggtcgtt attggcccct aacgtgactg aaatcacgaa aaccaccagt
  2015161 actaataaaa aaatcagcaa atatttcacg ttttttctca acctgatgaa ttatgccaaa
  2015221 aatgtggcgt ccttacccaa taaattagca cttccttacc ctgcaaagaa accctgcact
  2015281 aagataaagc accaagctct tccttgatca gcactatttt acgtcactga ccctgcataa
  2015341 taccctattg cttcgcttta ctcatgcccc cgtttttcgc tctctttttg ttctgattgc
  2015401 gggatatcca gaaggccgaa cccatgctgg aggagtccac acgccacagc ggccaagacg
  2015461 ccactgatga gcgtcgcggc aatcaggtcc tgcggccagt gcatacctaa aaataagcgg
  2015521 ctcgccatca caccttgtgc ccataacatc agtaaaacga ccgttttata atgtcgccgt
  2015581 ggccatagca gcccaacggc taataatgcc caagtggcgg caaatacagt atgtcctgac
  2015641 gggaaagaga acccggtctc aaactgccag tgacggctca accacacagg aataatcaat
  2015701 tggtcttgta actgctgcct gactaactca ctgcgttcgg cacgcggtaa agaatagaaa
  2015761 aggcgattat taatatgatg ctcggcttca agccaggcaa caaatggccg aggttcctgt
  2015821 acctgctctt taatcaacga ttttacacct tgcccgagaa caatcaccgc gcctaatacc
  2015881 acaaacagcc caacggcagg cttaaagcga acccgcaagc accacaagaa ccaactacaa
  2015941 agcaacacac tggtcagtat gccccaaggt gcagttaccg tttctgtcac ccaaaaaaaa
  2016001 ccttttaacc acgtgttatt tccccctggt tgccactgcc aatcggaaag ccatatcgct
  2016061 aacgttggca ataataaaat aaccgttccg atagtgactc gttttgccat gttatacatc
  2016121 aggggccctt ttctttcttt ttcgtgctat tgagaaaata ataaactcac attaagtcag
  2016181 catttgttta tcacaccaga caaatctata ctacttcgct tgccattaca gattaccttg
  2016241 atgtaatagc taaataatat aagtaatgct agtcaattga taagatacat aaatttttct
  2016301 ggttaacaaa atataggcat acaatgtatt tccctcttta tctatcgctg ctttgttgaa
  2016361 cagcagccga ctaaaactta tggcaatata gctaatagtt atcacggaaa tttttttatt
  2016421 taaccctata tacctaagta attgcagtgg ccattagaca gtatttgagc gagccactat
  2016481 gcgctgattt acgtcagtgg tatcgccact cactgcactg caactctcca agtagaaagg
  2016541 tctatatctg gttaaaacgg acatccggca gtaggatgcg ccacaacata ctctaagagc
  2016601 ctaagtcata atatgaacaa tgatatgcag ctaaaacgtg tagcagaagc aaagttaccc
  2016661 actccttggg gtgacttttt aatggtcggt tttgaagagt tggccaccgg gcatgaccac
  2016721 ctggccttga tattcggtga tatctccggt gataaaccgg ttctgtcccg tgtacattct
  2016781 gaatgcctga ctggtgatgc tttatttagc ctgcgttgtg actgtggttt tcagttagag
  2016841 gttgcactga cgcgtatcgc ggaagaaggc cgtggtgtgc tgatttatca tcgtcaggag
  2016901 ggccgtaata ttggcttgct gaataaaatt cgtgcttatg cattgcagga tttaggggct
  2016961 gatacggtag aagccaatca tcagcttggt tttgctgcgg atgaacgtga tttcacactc
  2017021 tgttctgata tgtataaatt attaggcatc aaagcggttc gtctgctgac caacaaccct
  2017081 aaaaaggtcg agatcctcac ccaagcgggg atcaatatcg tcgaacgtgt gccactgatc
  2017141 gtgggcgaaa acccaaaaaa cgaacattat ctggcaacca aagcggccaa aatggggcat
  2017201 ttactcacca aataatcagt acgggtgagt cgcgaaataa gaataagggt aggttcaata
  2017261 attataccta ccctttagag gctgataacc tcggtggctc aatccaaatg acacttttgt
  2017321 cgctcaagcc tctagctaac agtgacctta tataactagc aaggattccc cccagtcact
  2017381 acagcatttt gcggatcaca tagtgcaaaa ttccaccatt ctcaaaataa atcagttcgt
  2017441 tccctgtatc gatacggcac cgggtattga ccacttgctg atgcccatcc gcataagtta
  2017501 tcgtcactgg caccatttgc cctggagcaa gattttgtag cccactgaca ctgatagatt
  2017561 catcaccagt cagccttaat gttttacgat caaccccctg tggaaactct aagggtaaaa
  2017621 tccccattcc aattagattt gagcggtgaa tacgttcaaa tgattcagtg ataacaaccc
  2017681 taacaccgag taaacgtggc cctttcgcag cccaatcacg gctggatcct gagccatact
  2017741 ctttaccggc gatcaccgcc agaggcacgt tttcttgttg ataacgcata gctgcatcat
  2017801 agataggcat ctcattttgc gatggaatat gacgcgttat gcccccttca ataccgggga
  2017861 ccatttcatt tcgaatacga atattagcaa acgttccgcg catcatcact ttatggttac
  2017921 ccctacggga accataagag ttgaactctt taatttccac accgtgatca cgaagataac
  2017981 ggcccgcagg gctgtcgagc ttgatgttgc ccgctggcga aatatggtca gtcgtcaccg
  2018041 agtcagccaa aattgccaga atgcgcgcat catgaatatc ttgcacagga tccggcactg
  2018101 ccttcatatc cgtgaagaaa ggaggaaggc gaatataagt ggaatctttc tgccacgcgt
  2018161 aagtaggagt actttctatt tgaatggctt gccagttttc atcgccatta aagacttcag
  2018221 catactcctt gcgaaacatc tccgttttaa cttcctcgac agctttggcg atctcaagcc
  2018281 cggtaggcca gatgtctttc aggaaaaccg gcttacctga agggtcatga cccagcgcat
  2018341 cctgagttaa atcgatattc atattccccg ccagcgcata agcgaccacc agtggcggag
  2018401 atgccaacca gttggttttg accagcggat ggatgcgacc ttcaaaatta cggttaccgg
  2018461 agagcaccgc actgactgtt aaatcccctg ctttgatggc gttttctatt ggctcaggca
  2018521 atggccccga gttaccaata caagtcgtac aaccatagcc gactaaattg aaacccagat
  2018581 tatccagata gcgggttaga ccggccgaat taagatactc ggtcaccact ttagaacctg
  2018641 gcgccaacga ggtttttacc catggcttgg ttttcaaccc tttttcagtc gctttttttg
  2018701 ccaataatcc agccgccatt aatacactgg ggtttgacgt gtttgtacaa gatgtaatgg
  2018761 ctgcaatcac caccgcgcca gatgccagtt cgtgggtttt gccattaaga gagaaagcaa
  2018821 cgaggtcagc tttatctctc ttattgttga actccagttc ctcaaacgct ttaaatgccg
  2018881 atggcacttt aggtaatgcg accctgtctt gtgggcgttt tggccctgcc agactgggtt
  2018941 ctaccgaact taggtccaga gataattgac tggtaaagac cggctcatca ccgggataac
  2019001 gccataaccc ctgtgcttta ctgtaggttt caactagcgc tatttgctca ttgctgcggc
  2019061 cactaaggcg catataattc agggtcacct catctacggg gaagaaaccg caggtcgcac
  2019121 caaactcagg agacatgttg gcaatggtcg cgcgatcggc caatggtaaa tcagctaacc
  2019181 catcaccgta gaactcgaca aacttaccaa cgactccgtg cttacgtagc atttgtgtga
  2019241 ccgtcaatac caggtcagtc gccgtgatcc cctcgcgcat tttaccggtc attttaaacc
  2019301 cgacgacatc agggataagc attgatatgg gctgacctaa catggcagcc tcagcttcga
  2019361 taccaccaac gccccagccg agtatcccca agccattgat catggtggta tgggagtccg
  2019421 tgccaaccaa cgtatccgga taggcaacct gcttatcacc ttgctgttca tgccaaacgg
  2019481 tttgtcccag atattcaaga ttaacctgat gacaaatacc cgttcctggt gggactacgc
  2019541 gaaaacggct aaatgctttt tgcccccagc gtaaaaagat ataacgttcg tggttacgtt
  2019601 ccatctctaa gcgtacgttt tcaccaaacg ctgatttatc gccaaactca tccaccgtca
  2019661 cggaatggtc gataaccaaa tccacaggtg acaacgggtt aacttgtgcc acatcaccgc
  2019721 ctagccgttg gactgcctca cgcatggcag ccagatccac cactgcgggc acacccgtaa
  2019781 aatcttgcat taataccctg gcaggacggt aggcaatttc tctatcggca tgcccggttt
  2019841 gctgccaggc gacaatggct tttaaatccg cttcctgaac ttgcacccca tccaagtggc
  2019901 gtagtaagtt ctcaagcagc actttcaacg atttaggtaa ccggttgata tcacccaaca
  2019961 ctgccgccaa ttgcggcagg ctgtagtagt aatattcgtg gttaagggcg accaacttgg
  2020021 ccatgctcgt tttacataga tccaacgaca tagtgcctcc attgtttctt ataagtgttt
  2020081 taattcaatg tattatctgg ctatctctct gcaaggttta tacccgttat atttcaagtt
  2020141 gcatgtatgt tggctgtctt cgttcagccc aatcacttac tggtgtaagc tcctgggact
  2020201 tactcagttg ccgccttcct gaaactcgaa ttatttaggg tctataaccc taatgttatg
  2020261 aggtctagct taaatataac acaaagaaat gttaacattt taataacaat gatgagcgtt
  2020321 catagtgata ggtatcacct aagatgacga taagctacgg taattataat gaggctatgt
  2020381 ttagcaccct tggaatattt ttatacttat attgttaatg taaggagaga tcatactcct
  2020441 cggcatctga tttgaaataa tcaatgggga gcaggtcaaa atcatcatcc cactcaagct
  2020501 cttgattctc tggatatacc aactctagtt ttttatgtgg ctcttcaata ttattttttt
  2020561 gcttagaaaa ctcctccaac agggcaatat cttcatcact tacccattcg tcatcatcaa
  2020621 aattcatatc tgaatcggta atgttattat caattttatt ctcttcatat agttttatga
  2020681 cattccccca tatattgcgt agaatatcat aagggttaaa tattttattt aaagagaagc
  2020741 caatttcttc attgagtttt atagacaact tgatatccag attgtgtaat aaattattat
  2020801 cccctggcac atcaatctgg caataaatgt caatgagtgg tttattcact tgagtacaat
  2020861 tctgagctgg actgcttgta ctaccatggc ctccagaact atatgcataa acaatatgtt
  2020921 gatgaatcac taccccattt tctgatttat cttctacatt aatatccaca gaatagggaa
  2020981 actgcagtgg tgattttatt tcctgtaacc tatcacgcac accgatttca acaagtggat
  2021041 aggtactagc caagtgagta agtgactctt tatcatagtg atttgtggtt ttatctatca
  2021101 ttgcttgtct aattccatta tccagtacca catattgtgg attgttttcc tccttatcgg
  2021161 cattattaac aataataatt atatcatttg gttcaacagg agtttcttta gcatcatttt
  2021221 taatcggtgt aaggatactg agtgatacaa aatcagtgag gtgaggaaac atatcagctc
  2021281 catttataat taatacttct atttaatgcg gagtgaaata atagacctaa aaaattgtaa
  2021341 taactttcaa tttttaccga ttaatcagta aataaaactg atcacacctt aaactagcag
  2021401 gcaccgatca tcataagata gatttacgaa aaataagata ggggagaata ccgtaatatc
  2021461 aatataaagc agaggattca agatgcacct tctctgctat cgagctttaa gctcacggtg
  2021521 aagcgtgggt tatttataac tcacacgcaa tttatacact cgtgagcact cggcctcttc
  2021581 agctaacaat aataaattgc tactaaatca tttcactggc aatttaatat cattaaacat
  2021641 ggcctctata tcctcattag agcgcaaggc aaccgcctta tcgaccacat cacgagttaa
  2021701 atgtggggca aaacgcagga taaagtcata catataactc cgcaggaacg tactacgacg
  2021761 gaaaccaatc ttggtcgtgc tgtaggtaaa gatatctctg gcatcaactg tcaccaaatc
  2021821 aggatcttga accggatcaa ccgccatact ggcgataacc cctaccccta aacctaaccg
  2021881 tacataagtt ttaatcacat ctgcatcggt cgcagtaaac acaatacgcg gcgtaaggcc
  2021941 tgcgcgattg aaagcggtat ctagctctga acgccccgta aaaccaaagg tataagtgac
  2022001 gataggatag gctgccagct cttcaatact gacatgcgtt ttaccggcta acggatgatc
  2022061 aggttttaca actactgccc ggttccagtg atagcacggc aacatgataa ggtcgtcata
  2022121 aagatgtaat gcttcggtgg cgatagcgaa atcggcattc cccttagaga ctgcctcggc
  2022181 aatttgcgtg ggagatcctt gatgcatatg cagagacact cgaggataac gctcaataaa
  2022241 acctttaata acattaggta aagcgtaacg tgcctgtgta tgggtggtcg ctacatacaa
  2022301 tgaaccttta tccggatagg tatgttcacc agcaacagct ttaatggcat ccactttcga
  2022361 caagacttca cgggcaatac ggatgatttc cagccctgcg ggggttacct gcgtgagatg
  2022421 tttaccgcta cgggcaaaaa tctggatacc taactcatct tccagcattc ttacctgttt
  2022481 gctgatcccc ggttgcgagg tgtacaggcc ttctgccgta gaggacacat taaggttatg
  2022541 gttaacaacc tcaacaatat agcgaagctg ctgcaatttc atatctatac catcctaggt
  2022601 tgaataactg cggggaaatc cacagtttgg tatatcggta tcgcaccggt atgccgaaaa
  2022661 gttattacct gaaccctata aactgcatga tgccaggttg gtcagcatga ccttataata
  2022721 acgccaggtt ataaaaaaat atcttatata acgattatat catttcatca gcgactgtat
  2022781 agaacatata cacaaaaaat aatagcgggt tttaacaaat gcaggtaacg actcgagagt
  2022841 gataatctag agaaattacc taagactata aagcacttgg ataaattagc ccaataaaaa
  2022901 accagccgcg aaggctggct ttaccgaggt cagaagcaat agactacaac gagcctaagt
  2022961 attcgcttta ggttgaattt atttctttgc ctcaacccat ttaccatcaa tatagaaagc
  2023021 agaccagcct gttgctttgc catctttctc tgatgaaaca tactgttgct tcgttttacg
  2023081 gctgaaacgg accagggttt tattaccctc tttatcaacc acaggggcat cagccagata
  2023141 acgcaacttc tcaggcaaac ggtctttaaa gcgaaccaat tcttctacca gcggtgcacg
  2023201 ggtttcacgc gatttaggga atgtattggc tgccaagaac acgccagctg cgccatctcg
  2023261 taggacgaaa taagcatctg atttctcgca aggcaactct aacaatggta ccggatcttc
  2023321 tttcggtggt gcaacttcac cgctacgcag aatcttgcgg gtattcttac actcgtcatt
  2023381 ggtgcagccc atgtacttac cgaagcgccc cattttcagg tgcatttcag aaccacattt
  2023441 ctcgcactca acaattgggc cttcatagcc ttttatccgg aactcacctg cttcgatttc
  2023501 atagccatca cacgctgggt tattcccgca aacatgtaac ttgcgttgat tatcgataag
  2023561 gtagctatcc atcgcagtac cacatttctg gcaacggcgg cgggcacgta atgcgttagt
  2023621 ctccgcatca tcaccctcca gaatattcaa aatctcagcg tccggcacca agttaatggt
  2023681 ggttttacag cgctctttag gcggcaatgc ataaccggaa cagccaagga acaccccagt
  2023741 actcgcagta cggatcccca tctgacggcc acaggttggg caatcaatgc tggtcatcac
  2023801 catctgattc gggcgcattc ctccttcttc aggatctttt tctgcctttt caagctgctc
  2023861 gctgaattca gcaaagaagc catccagcac cgctttccat tcggcctgat cattggcgac
  2023921 ttgatccaaa ccgctttcca ttcgtgccgt gaaatcgtaa ttcatcagct cgcggaagtt
  2023981 ttcttccaag cggtctgtca caatttcacc cattttctct gcgtagaagc gacggttttc
  2024041 tacccgcaca tagccacgat cttgaatggt cgaaataata gaggcataag tcgatggacg
  2024101 gccaataccc cgtttttcca gctctttcac taatgatgct tcactataac gagccggtgg
  2024161 cttggtaaaa tgctggctcg gaatcagttt ttgtaagtct aaatcactgc ccacttcaat
  2024221 caccggcaag gtgcgatctt catcaccttt acgcagcgca ggcataacct tggtccaacc
  2024281 atcaaagcgc aatgtgcggc ctttggcgcg cagttggaaa tcccccgcct gcactgtcag
  2024341 tgtggtcgag tcatacttgg ccggaggcat ctggcacgcc acaaactgac gccaaatcaa
  2024401 ttggtacaac ctctgggcat ccgcttccat atctttcaac tgctcagcta acacattgac
  2024461 atctgaaggg cggatggcct catgcgcttc ctgcgaattc tctttgctgc tgtattggtt
  2024521 aggcgttgca ggcagatact tatcaccaaa attatcgccg atataaccac gtaccatcgt
  2024581 caatgcatcc tgactcaaat tagtcgagtc ggtacgcatg taggtgatat gacccgcttc
  2024641 atacaggcgc tgtgccatca tcatggtttt tttcacacca aaactcagac gggtacttgc
  2024701 cgcctgctgt aaggtggagg taatgaaggg tgcgctgggc ttactgctgg tcggtttatc
  2024761 ttcacgatcc aacaccttat aacgggcatt ttccagtaac gtcagcgctg catgtgtttg
  2024821 ctcacgattt accggtttaa atggcttgcc atgggcatga gtgacttcca tttgaatcgg
  2024881 aatgtcacct ttagccacta aatctgcatg tagctcccaa tattcttcag gaacgaatgc
  2024941 tttaatctct ttttcacgtt caaccacaag gcgcacagca actgactgta cacggccagc
  2025001 tgacaggcca cgggcaattt tcttccacaa cagtggagag accatatagc caacaacccg
  2025061 atccataaaa cgccgggctt gttgtgcatt tacacggctg atgttcagtt caccaggctg
  2025121 attaaacgcc tgctgaatcg cattcttggt gatttcgtta aagacaacgc ggctaaaacg
  2025181 tttatcgtcc ccaccgatca cttcccgcaa atgccaggca atagcctcac cttcgcgatc
  2025241 aaggtcggtt gcgagataga tatgatccgc gttttctgct aatgctttca gctcggcaac
  2025301 cactttctct ttgccagaca aaatttcata ctgcgctttc cagccatgat aaggatcgac
  2025361 ccccatacgg ttgactaagg caaccttttc gtctttcttc actttctttt tgggtttatc
  2025421 gtcttttttg gctttttctt cagctgagtt agcgctcttt ttactggctg agccactggt
  2025481 cggcaaatca cgaatgtgac cgacgctgga cttaaccacg taatcattcc ctaagtattt
  2025541 attaatagtt ttggcttttg ccggggactc aactattacg agagctttac ccataattac
  2025601 ctttacctaa attatttctt ctaaaagaag gtttttatct tgctgtgccg cagcattctg
  2025661 aatctctttt ttatattgcg gtactttttt aggatatcaa cctgtttttt gatcggaaca
  2025721 caaaactgta catttcgagt cttgcttgaa aaacccgcaa cttcttgtct gtgctcaaag
  2025781 tttaagctgt gattttgcct aatggcgtca acaaaacctt ccacttgata gtataaaatc
  2025841 ccacactgta cctgataaaa tacgccacgc aacctaatta gctcggaata tgaatttatc
  2025901 caatagtcgt tatagagcat ccaaatactc gaataaacct tagtcggttt gcggacaaat
  2025961 gctaacccga agtacaatag acggcaaaat tgcactgtag tgaggaaaag taatgcacgt
  2026021 aaacacaacc cctattgaac gtagtaaatt attagcagag gccaatgaaa ttattcgtca
  2026081 acatgaggat tatctgcacg gtatgcacgc aacagacgtt gaacagaaag gccctgtatt
  2026141 agtatttcgc ggggaatatt tccttgatgc tgagggctta ccaacagcga aaacaaccgc
  2026201 cgtatttaat atgttcaaac atctggctca tgtattatcc gccaagtacc atttaattga
  2026261 ttagtatcag aatattttct tgttatcaca gccagttaac ggctgggttg gtagcaaata
  2026321 gcagggggta ccgttcagat taccccctgc atttattgcc atcactaaga agctactatg
  2026381 ggttatagca gcggcttctc accccgctgc caccaacgta ataataggct gtcaacactt
  2026441 tcggttgcac tccccataaa acgctctatt aggcgtttac gatgagaata acgcacgcca
  2026501 atgacttcgt gattatccat ttcagcgatc agtaaatcat cactggtgcc gatagcatca
  2026561 accaaacctt tctctttggc ttgcgtacca aaccaatgct cgcccgtcgc gacagcatca
  2026621 atatctaaag aaggacgttg ctgctgcacg aattgtttaa ataacaggtg agtttcattt
  2026681 aaatcttcac ggaatttttc acgcccctgc tccgtattct caccaaacaa cgtcagtgtg
  2026741 cgtttaaatt cacctgcggt atgcagttct acgtcaatgt cgttcttttt cagtaagcga
  2026801 tggaaattcg gaatttgagc gaccacgcca atggagccaa taatggcgaa aggcgcacag
  2026861 ataatgcggt cagcaacaca ggccatcata taaccgccac tggcggcaac tttatcaacc
  2026921 gcaaccgtca ggcggatccc acgctgacgc aggcgcgcta attgagaagc cgccaaccca
  2026981 tagccatgca ccacaccgcc cggactttcc agccgtagca acacttcatc ttgcgcggtt
  2027041 gcaacggcca aaatagcaga gatctcttca cgtaatgaag agacctcctg cgccccaatg
  2027101 ctccctttaa aatcaatgac atataaacat ggttttactg ccgccaccgc acccgatttt
  2027161 gcgcgttgtt tcttcagttt ttgatccgct ttttcctgct ttttaaattc tttaacccag
  2027221 gctttttgtt ctgcatggct catgcgtgcc agccgcattt ctcgctgagt ttctttatat
  2027281 tgttccccca gatcaaccag gttcaattcc ccccgttgcc cttgtcttct cattccctgg
  2027341 ctgaccacca ataacactac tgcaccaatc gcaaccacga tggtcaccac tttagccaga
  2027401 aacagcccgt acaaagaaat taactccaca aataccgcct ttcttcatgt gtttttagag
  2027461 agatacctgc attctagcga accactgagc tggcgtctcc cgtaaatgaa aaattgcatt
  2027521 ggtttcactt aaatataaga atgagaaaga tcacacggta tggacgggaa gagttcactc
  2027581 cgccagcaag aggaataatt atgcattatc aacctaaaca tgacctgctc aatcagcgca
  2027641 ttattctcgt gactggcgca ggtgatggta ttggtcgtga agcggccctg acttacgctc
  2027701 ggtttggtgc tcgcctgata ttagtgggcc gcaccgaaag taaattgctc gcggtaaaaa
  2027761 agcagatagc tgatgcgggc ggtttgccag cgttagtgct gtcactggat ctattgcatg
  2027821 ccaccgccgc ggattgtcag caacttgctg acaccgtaag tgcacaggtc cctaggctgg
  2027881 atggcgtctt acataacgcc ggtttattgg gtgaagttgc ccccatgtcc gagcaaagca
  2027941 tcgccgtctg gcaagacgtc atgcaagtga atgtcaatgc aacatttatg ctaactcaag
  2028001 cattactgcc attattactg aaatccccta gcgcctctct ggtgttcacc agttccagcg
  2028061 ttggccgtca gggacgtgca ggctggggag cttattcggt ctcaaaattt gccacggaag
  2028121 gcatgatgca agtactggcc gaggagtata aacagagcaa cctgcgggtt aactgcatca
  2028181 atcctggagg aacccgaaca caaatgcggg cgaccgcatt ccccgatgaa gatgcgagca
  2028241 agttgaaaac gccagcagat attatgccgt tgtacctcta tttgatgggc gatgacagcc
  2028301 gtagaaaaac ggggatcagc ttcgatgcac agcccggccg taaacctggt ccagctgaat
  2028361 aaaaggaacg taatcattat gtctgaagat cgccaccagc agcgccaaca acgattaaaa
  2028421 gaaaaggtag attcacggat tgctgcagca caggaagttc gcggtatttt gatcgtgttt
  2028481 accggtaacg ggaaaggtaa aaccacagca gctttcggaa cagtcacccg cgcggtgggc
  2028541 catggcctta aagcgggagt catacagttt atcaaggggg agtggccaaa cggtgaaaag
  2028601 aacctgctgc aacaacatgg cgttgaattt caggtgatgg cgaccggttt tacctggaat
  2028661 acacaagaca gggagacgga tacggtagcc tgtctggggg tttggcaaca tgctttacgc
  2028721 atgttagcag acccaacatt ggatttagtg gtattggatg agctgaccta tatgatcgct
  2028781 tacgactact tgccattgga tgaggtgatt aacgcactca atcagcgccc tgctcatcaa
  2028841 acggtgatta ttacaggccg tgggtgccac cgggatctac tggagatggc ggataccgtc
  2028901 agtgagttac gtcccgtcaa acatgctttc gatgcaggaa taaaagcgca gcaaggtatt
  2028961 gattggtaat attttataag cgttaaaaat aatattgccg cagtccaaaa aactgcggca
  2029021 ataagcatta ttcacgtcgc tattgatgtc taatgacaga cgcggttaac gacgcattaa
  2029081 tccgcctgag attaaccgcg ttttttcggg ccactacggc gacttgccgt ggctgcgggt
  2029141 gccgcattac ccacgttttg acgcgtagag cctttacggg ctgaaccctg acggccagca
  2029201 acctggcggc ccgagacttc ggtatggcgc ttaactgcac gacggatttg gttggcttta
  2029261 acccggcgac gatctttctc aacgggtaat ttactgacgg tttcaacatc cagttcgacc
  2029321 aattcacgca ggtagttagt ggctttaaga tccagttcag tccagccacc ccgtggcagg
  2029381 cctttcggca aattaatgtc gccataacgc acacgaatca ggcggctaac ctgcacgcct
  2029441 acggcttccc atagacggcg aacttcgcga ttacgccctt cggtcaacgt aacgttatac
  2029501 cactggttta tcccttcacc accctggtag ctgatagtac gaaatgccgc agggccatct
  2029561 tccagttgta caccacggct caactgtttg attttatcat catcgatttg accaaatacc
  2029621 cgcaccgcat attcacgctc aacttcacgg cttgggtgca tcaggcggtt agccaattcg
  2029681 ccatcggtag tgaacagtaa taaaccagag gtgttcacat ccaaacgacc aaccgcaacc
  2029741 caacgtgaac cacgcagttt aggtaaacgg tcaaataccg ttggacgacc ttccggatca
  2029801 ttacgcgtac aaagctcacc ttctggcttg taatacgcca gaacgcggca cacattttct
  2029861 tcagattctt taattgaaag aagatgacca tccagacgaa ttttagtgga ctgggtcact
  2029921 tctacacgat cacctagctt tgacacttta ccgtcaacac tgacgcggcc ttgctggata
  2029981 atggcttcaa tttcacgacg agaaccatgg ccagcgcgcg ccaggatttt ctgtaatttt
  2030041 tcacccacaa ttttagcgcc ctgtggctta gcaggggtgt gtggatttgg ggttggtaac
  2030101 ttttgctttt ctgacttctc gctcattgag caacctctaa tgtcgccttc acaggcgtcg
  2030161 tgttatatat tgtaatcaat acgttaagga ccaaattaaa gtataaccca ctgattgtaa
  2030221 tacattttag aaaacagtat gtcacatcgc gtatcaataa aactggcaca cacacttgtc
  2030281 cgtggccgga cattttacac taatattagg atcaatgatt ctaataaata gatatgttgt
  2030341 ttttgcaata cccgtctatt tgaaccaaca gatttaacaa accgatagat ttaacaagcc
  2030401 aatagattaa gtcgggacca aaaggctcgc agactcttat cggaaggggc ttgcgttacc
  2030461 ggaatggcgt tacgtcccca gccccttcgc ggatcacttc aggagcagaa tcagtcaggt
  2030521 caataaccgt ggtgggctgc tgccccaaag aaccgccgtg aatgattaaa tccacctgtt
  2030581 tccctagatt ctctttgatc tcttcgggat ccgattcagc gaaatcatta cctggcagca
  2030641 tcaatgtggt tgacatcaac ggctcaccta atgcatccag taacgccaac gcgataggat
  2030701 tagaaggcac acgtaaccca atggttttac gcttatcatt cattaaccgc cgaggaactt
  2030761 ctttggtggc ttttaaaata aaggtgtaat tacccggtgt gttattttta atcagacgaa
  2030821 aagcggagtt atcgacatac gcatacgtgg ataattcaga cagatcgcga cataccaacg
  2030881 tgaagttatg attgccatcc aattgacgaa tacgacagat acgttccatt gccgttttat
  2030941 cttctaaacg acagccaagg gcataaccag aatctgtcgg gtacacaacc actccgccct
  2031001 tacgtaaaac atcaacacat tggttgatca ggcggggctg tggattgtcc gggtggatat
  2031061 aaaaaaattg actcatgatt ctacctcatt attcaacgta cgagcggcat ggctggctct
  2031121 gtaggccaat ctcgccatac cggttccacc ccagcgggca gccacaattt gcgacccaat
  2031181 tcaatccaag aacaaggttg atggaaatca gacccctggg atgccagtaa atgataatcg
  2031241 cgtgcgtatt gacccagtag cgcccgctcg tgaggggctt gttggcactg ggcaacttcc
  2031301 atcgcgtccc cgccatgttc agcaaaatgg gccaataaac gctttaacca ttttgccgtt
  2031361 aaatcataac ggccaggatg ggccaatacc gcttgtccac ctgattgctt aatcgcatca
  2031421 atagcttgtt ctattgtaca ccactgagca ggaacataac cggtcttgcc tttagctaaa
  2031481 tactttttaa acacctgacc aacattgctg gccagcccta actcaaccag ataacgcgca
  2031541 aaatgcccac gggtcacctg cccaccgttt gccaaccggt tagccccttc ccatgcgccc
  2031601 acaatacgtg ctttctccag acgggtgctg atctcttggg cccgctgata acggtgctca
  2031661 gactgtgcct caagtaacgt acggagactc acatgctgaa catcaatacc caggcccaca
  2031721 atgtggatct catgattttc ccatagggtg gaaatctcaa caccggggat caatcgtagc
  2031781 gctaattgat gctgttcaat cgccgccgcc gcttctgcca aaccagcagt ggtatcgtga
  2031841 tcagtgatag ccagaacccc aacacgcatc tgtgccgctc tgatcaccag ctctgatggc
  2031901 gtcaacgtgc catcggaagc cgttgtatgg ctatgtagat cataaagcgt aaaagcagta
  2031961 gataacgtcg tggcgtcagt gagttctttc atatccggta acgctggctc agcactcaaa
  2032021 acaatcatcc agtaaaatag ggttggctat catacccgct tacaagacgc gaacgttaat
  2032081 caatcttaca tctgacttcc atgggattat gaaaaaagag ttcgttaaaa aacaatcaat
  2032141 cggggttgac atttacctcg tgaaccagtt aactagtaca caagttcgcg agacatccgg
  2032201 tgatgctcct ataaaccgag cgtcgccatt aaactgaatg caatcaaaga gagttgtgac
  2032261 tgataatgaa gacttccctg atttccttac tgcgttggtg gcatatctcc ctctctcggg
  2032321 cgatgtaatc acgcatatcc gtcatcagac agtgcagatt gcttcagccc gctaatagcg
  2032381 ggttttttta tggatagatt ccagcgtaat aatttttcag ggcctctttt ttaggatcac
  2032441 tcaatgatgc aaacatcacg tcctacttta cagttactca ccgctagcgc ctgttaccgc
  2032501 gatgacccga cagcgctgtt tcatcaatta tgtggtgccc gccccgcgac cctgttgctt
  2032561 gagtctgcag aagttgacaa caaacagaat ctgaaaagcc tgttggtcat cgacagtgcc
  2032621 ttgcgtatca cggcattagg gcaaaccgtc actctcgaag cattgacccg taatggggct
  2032681 tctttattac cactgctgga tgccagtctg cccactgaag tcgatattca ggttcgtccg
  2032741 aatggccgag agttaacttt cccgttaata aatgaagtcc aggatgagga ttcacgctta
  2032801 cagtccttat ctgtttttga tgctttacgt caattattaa cactggttaa taccccactt
  2032861 gccgagcgtg aggccctgtt tttgggcggt ttgttcgctt acgatttagt cgctggtttt
  2032921 gaaaatttgc ctccgttgcg tcaggatcaa cgctgccctg acttctgttt ctatttagcc
  2032981 gagacattgc tggttttgga tcatcagcat cgttcaactc gcttgcaggc cagcctgttc
  2033041 acgccagaca gttcagagta tcagcgcctg gcgacccgtt tagagcaact cagccaccag
  2033101 ttacaacaag cgccacaccc cattcctgcc acctccgtgc cagagatggc gttacagtgt
  2033161 aaccaatcag atgaagagta ttgcaacgtt gtcagtgaat tgcaggtagc aatccgtgaa
  2033221 ggtgagattt tccaggtggt cccatcccgc cgttttacgc tgccctgccc atcaccgctg
  2033281 gcggcctatc agacactgaa agaccataat cccagcccct acatgttttt catgcaagac
  2033341 aatgattttt ctctgtttgg tgcatcacct gagagcgcac tgaaatacga tgccagcaac
  2033401 cgtcaaattg agatttaccc gattgcgggt actcgtccac gcggtcgtcg tcctaatgga
  2033461 gaactcgatc gtgatttaga cagccgtatc gagttggaaa tgcgtactga ccataaagag
  2033521 atggcagaac atttaatgtt ggtggatctg gctcgtaacg atctagcgcg tatttgcgaa
  2033581 cccggtagcc gctatgttgc agatttaacc aaagttgacc gttactcctt tgtcatgcat
  2033641 ctggtgtccc gcgtgattgg cactctgcgt caagatttag atgtgctgca tgcttatcaa
  2033701 gcgtgtatga acatgggtac gctaagcggt gcgcccaaag tacgggccat gcaattgatt
  2033761 gccagtaatg aaggctcacg ccgtggcagc tacggcggtg cagtgggcta cttcactgct
  2033821 cacggtgatt tggatacctg cattgtgatt cgttctgcct acgtagagga cggcatcgcc
  2033881 accgtacaag cgggtgcagg ggtggttttg gactcagttc cacaagcaga agctgatgaa
  2033941 actcggaata aagccagagc cgtactgcgc gccattgcca ctgcccatca tgccaaggag
  2034001 attttctaat ggccgatatc ttactgctcg ataatatcga ctcctttacc tacaacctgg
  2034061 tggaccaact tcgttccagt ggtcatcgcg tcgttattta ccgtaaccac attgccgccg
  2034121 ataacattat tgaacgcttg caacaactcg aacaaccggt gctgatgttg tcacctggcc
  2034181 ctggaacacc agcacaggca ggctgtatgc ctgagctatt gcaacgcttg cagggccagt
  2034241 taccgatgat tggtatttgt ctgggccatc aagccattat cgaagcctat ggcggccatg
  2034301 ttggtcaagc gggtgagata ttgcatggta aggcctcggc gattgaacat gatgggcaag
  2034361 gtatgtttgc cggtatgcca aacccattac cggtcgcccg ctaccactcc ttagtcggca
  2034421 gtaatctccc cgcagaatta accgttaacg cccgttttgg cgagatggtc atggcggttc
  2034481 gtcatgatgc tcaccgcgtt tgtggctacc aattccaccc ggaatcgatt ttaaccaccc
  2034541 acggtgcgcg tttacttgaa caaacactgg cctgggcgtt agcgtaatta aggagtttat
  2034601 gatgcaacat ttattcgaaa aactgttccg ggctgagtca atgagccaag aagaaagcca
  2034661 gcaactgttt gcggcgattg tacgtggtga actcgagcca agccaactgg ccgcagtgct
  2034721 aatcagcatg aaagtacgcg gggagacccc agcggagatt gccggggcag ctcaagcttt
  2034781 actggcagat gcgcaacact ttccacgccc agactacctg tttgccgata ttgtcgggac
  2034841 cggcggtgat ggcaccaaca gtattaatat ctccaccgcc agtgcctttg tcgcggctag
  2034901 ctgtggcgta aaagtggcta aacatggtaa ccgcagtgtt tctagccgtt ccggttcatc
  2034961 cgatctgctg gcggcatttg gtatccgttt ggacatgagt gccgagcaat cacggttggc
  2035021 gttggacgat ctcggggtct gcttcctgtt tgcgccgcaa tatcacacgg gttttcgtca
  2035081 tgcgatgcca gtacgccagc agttaaagac ccgcaccctg tttaatgtgt tggggccgtt
  2035141 gatcaacccc gcccgcccgc cgctggcgct cattggcgtc tatagccctg agttagtgtt
  2035201 accgatcgct caaacgctga aagtactggg ttatcaacgt gcggcagtgg tacatggcgg
  2035261 tggaatggat gaagtggcta ttcatgcccc gacgcaggtg gctgaactga ataatggcag
  2035321 tattgaaagc tatcaattga cgccagaaga ttttggtttg aatcgctacc cgcttgccgc
  2035381 tctacaaggc ggtatgccgg aagaaaaccg tgacatttta gcacggttgt tacaaggtaa
  2035441 aggtgaaaca gcacatgcgg ccgccgttgc tgcaaacgtc gccttgctgc tgaagttata
  2035501 cggccaagaa aacctgcgcc ataatgcgca acaggcattg gaaatgattc acagcggtca
  2035561 ggcttttgat cgtgttactg ctctggcagc gagaggataa atcatgcagg aaactggggg
  2035621 ttacaaaacc gagggttata acgttggcag tgacaaagtt gacagtgata aaaccaaaac
  2035681 cgtgctccac caaatcgtac acgataaaga aatttgggtt gccgcgcgga aactgcaaca
  2035741 gcctctaacc cgcttccaaa acgaaatcac ccagagtcag cgcgattttt atcacgcgct
  2035801 acaaggcgat aaaacggtct ttattttgga atgcaaaaaa gcctcacctt ctaaaggggt
  2035861 tatccgtgac aactttaacc cggcggagat tgccggtgtt tataagcact atgcgtcggc
  2035921 tatctcagta ttaacggatg agaaatattt ccagggcagt tttgatttct tgccacaagt
  2035981 cagtgccgcc gtcactcagc cggtattgtg taaagatttt attattgatg cttatcagat
  2036041 tcagctagcg cggttttacc acgctgacgc cattttactg atgctgtcgg tcttggacga
  2036101 tgaggcttac cgccaattgg ccgccgtcgc acacagcctg aacatggggg tgttgaccga
  2036161 agccagtaac gccgaagaat tggagcgtgc tattaccttg ggtgccaaag ttgttggcat
  2036221 caataaccgc gacctgcgtg acctgtctat cgatctgaat cgcacccgtg aattggcacc
  2036281 acgcctacca gaaggtgtca caataatcag tgaatctggc attagtcatt atcgtcaggt
  2036341 ccgtgaattg agccaatttg ccaacggttt cctgattggc agtgccctga tgtccgaacc
  2036401 cgatctcaac gcggccgtcc gccgggtgtt actgggcgaa aataaagttt gcggcctgac
  2036461 acgcgcacaa gatgccgcca cggcttacca cgcaggtgcg gtgtacggcg ggttgatttt
  2036521 tgtcgacagt tcaccccggt atgtggatat cgccagcgcc cgtacggtta tcagtggtgc
  2036581 gccgctaaag tatgtcggtg tttttcgtca tgctgaaata gaaactgtac ggcaaacggc
  2036641 tgaacaactc tcactggcag cagtgcaatt gcatgggcat gaagatcaac agtatatcaa
  2036701 tcaactgcgc aaagtattac ctgcggattg ccagatttgg aaggcactga gtgtcggtga
  2036761 cacgatgccg gaacgcaact tacagcaagt tgaacgctac gtattggatc acggtacggg
  2036821 tggcacaggg caacgtttcg actggtcatt attggcagat caagcactag ataatgtctt
  2036881 gctggcaggc ggcttggggc cagataactg tgatgtggca gcccaactag gctgtgccgg
  2036941 gctggatgtc aattccggcg tagaaagcgc ccctggcatc aaagaccccc aacggatcgc
  2037001 cgctgtattc caggcattac gcgtgtactg attgactcta tttcaagatt tactttatcc
  2037061 ccaaacaaga tttactttat cccaaaaata gttggcgtcg cagctaacac cactgcggct
  2037121 tcaaatacca aggggatatg aacttacttt ggttaacccg ataaaccaac gcataacgga
  2037181 cagaaaaatg acgacactta atccctattt tggcgaattt ggcggtatgt atgtgcccca
  2037241 aattttagtg ccagccctga agcaactgga agacgcattc gtcagtgctc aactggatcc
  2037301 tgaatttcag gccgcatttc aagatttgtt aaaaaactat gccggtcgcc ctaccgccct
  2037361 gaccttgtgt caaaatctga ccaaagggac aaagaccaag ctatatctga aacgtgaaga
  2037421 tctgctgcac ggcggtgcac acaaaaccaa ccaggtttta ggtcaggctt tattagctaa
  2037481 acgcatgggt aaaactgaaa ttattgccga aaccggtgcc ggccagcacg gggttgcctc
  2037541 cgcactggct tgtgcattgc tgggtttaaa atgccgcatt tatatggggg cgaaagatat
  2037601 tgaacgtcag tcgcctaacg ttttccgtat gcgcctgatg ggagccgagg ttattccagt
  2037661 gcatagtggt tcatcgacgc tgaaagatgc ctgtaatgaa gcgctacgtg actggtcagg
  2037721 tacttatgaa accgctcact atatgctggg taccgccgct ggccctcacc cttacccgac
  2037781 aattgtgcgc gaattccaac gcatgatcgg tgaagaaacc aaggctcaga tactggaaaa
  2037841 agaaggccgc ctgcccgatg cagtattggc ctgtgttggt ggcggttcta atgctatcgg
  2037901 tatgtttgct gattttattg atgagcctga tgtgggtctg attggcgtag agcctgccgg
  2037961 cttggggatc gaaaccgggc aacatggtgc ccccctaaaa cacggtaagg tcggtatcta
  2038021 cttcggtatg aaatcaccga tgatgcagac cagcgatggg caaattgaag aatcttactc
  2038081 tatttctgcc ggtctggact tcccctctgt ggggccgcaa catgcttatt tgaacagtat
  2038141 tgggcgggct gattatgtct ccattaccga tgatgaggct ttagacgcat ttaagacatt
  2038201 gtcatgtaaa gaagggatta ttccagcgct agagtcctct catgctctgg cacatgcgtt
  2038261 gaaaatgatt aaagcggatc cggataaaga acaaatactg gtggtgaatc tctccggccg
  2038321 gggtgacaaa gatattttca ccgttcacga tattctgaaa gcacggggag agatttaatg
  2038381 gagcgttatc agcaactttt taagcagtta gccgccaaaa aagaaggtgc ctttgttcct
  2038441 ttcgtccagc ttggcgatcc ctctccggcg atgtcactca atattattga tacgttaatt
  2038501 gcggcaggtg cagatgcatt agagttaggg attccgttct ctgatccgtt ggctgatggc
  2038561 cctaccatac aaaatgcggc gctgcgtgcc tttgctgcgg gtgtcactcc gggtatttgt
  2038621 tttgaaatac tggccgaaat ccgccaaaaa caccccacaa tacctattgg cctgttgatg
  2038681 tatgcaaatc tggtattcca caatggtatt gatcacttct accagcgctg tgctgaggtg
  2038741 ggtgtcgatt cggtgctaat tgctgatgtg ccatttgaag agtctgcccc tttccgggca
  2038801 gcggccttac gtcacgggat tgcacccatt ttcatctgcc cgcctaatgc cgacgatgac
  2038861 ttactgcgag aaatcgcttc tcatggtcgt ggttatactt acctgttatc acgtgccgga
  2038921 gtcaccggtg cagaaaatca cggccagtta ccgttaaacc atctggtaga taaactgcgt
  2038981 gaatataatg cagcgcccgc attgcagggc tttggtattt cagaacccgc gcaagtaaaa
  2039041 gccagcctgg cggcgggcgc ggcgggtgct atttcaggct cagcaatcgt caaaatcatt
  2039101 gaaaaaaatg ttgcacaacc cgttgaaatg ttagttcagc taacccgctt cgtcacagag
  2039161 atgaaagcgg caacccgcag ctagttatta tttacaattg gttactattg agagtgagtt
  2039221 accgtttaga attaattact atttaccgtt aactgctgtc attaccgccc ttcagcgcct
  2039281 gtttgtttac atgaaacagg cgctattttc agccatttct tgggctattt ccgttataaa
  2039341 tttgtagcaa atttgaataa aggcaattca taaccaataa ttagctaata cgctaagcat
  2039401 tttttacgtt tgatatgtca tgagggaacc gtgatagcgc ttagcgtgtt agtcgatata
  2039461 tccttcagct atcccgcaac gtcctctaag ctcctttaac ctataggtaa acatggagag
  2039521 tcatttatga agttttttaa gaccttttca gctttgtgta tcgccatcat tatggctatg
  2039581 gcggtatcag cttgtgcgcc aaccgcgaaa tcagaaggca cagggggtta tctggacgat
  2039641 acggtagtga cgacgaaagt gaaggccgca ttattgggcg agaagaatct aaaatcgaca
  2039701 gaaattaatg ttgaaacatt taaaggccgt gttcagctaa gtggcttcgt gagttcaagc
  2039761 caggatgcga atcgggccgt acaagtcacc cgctcggtac cgggtgtaaa gtcagtcagt
  2039821 aatcaaatgc tgattaagta aaaaacagga ggaggcgcat aaccgcacct ccttactgcc
  2039881 cgcctaactg atgtaaactc attagcgctg caggtcggca atcccaatga gcttattcct
  2039941 gtcagtgagt gtcgctaact cgctacagct ttaagcccga agggtcatta aaaacgataa
  2040001 cctgcgccaa acataaatac ccatgggtcc aaacgggtat tgatgctgtg ctcttcgcct
  2040061 gccaaattaa atttcacgtc ggattcaatg ttcatccacc agactgacat gttcagcatc
  2040121 cagttttcac tgaccatata atccatgcca gcttgccctg caacacccca tgaatcttta
  2040181 acacttaaat tcgtcagacc gatatctgag cctgtcgcgt tgaatttttc gtcaaagaat
  2040241 ttggtgtagt tcagaccaat acccaggtat ggtcgcaatt tgtcttgttt atcacggaaa
  2040301 tagtattgcg ccattaatgt tggcggcagt tgtttaacat ccgcaatcgt ccctacccct
  2040361 gccagcccca ctttatggtt gaatggcgtt gctgccagca attcaacacc gatattgtcg
  2040421 gtgatcaggt aactgaaggt cagccccaac tgggtattgt tatcgacttt gaaggaaccg
  2040481 ttacctaaca catcatcaga cccggcatta ggtctgacgg ttgccgtccc tgctcggaaa
  2040541 atataatcgc cagcttcatg tgcacttgct gctgtaggta ctaacgaggc cacggcgagc
  2040601 agtgccaaag tgattttttt cattatccat tccatttgta ggtatattta cgggggtgaa
  2040661 tatacctaca aatgagtatt tgtgatctaa tcgagatcac atctttcgta tctttttaaa
  2040721 taaatcctat tttatgtatg gttatttaat ttattaataa tattgaaatt gatctggatc
  2040781 ataaaagcca aattgccatt tatcatacct atgctgccat tgtctgaaca ctggacaacg
  2040841 cccatcaaca tcaagacggg tgtttgagac atcgtgcgat aaactggcgg tttactttgc
  2040901 cgggcaaccg gtcgattaga aataaacagt aaaatcaaca tgtgcatttg ttaatcaatt
  2040961 catggggatg gataccgcta tgtcgacata acttcgggga aataaaatta gaagaaaccc
  2041021 gctacaggct aatgacagga tcccacaacg cccataacaa ggtataatca cccactaagc
  2041081 gctattcttt cgatcccaag gagctttcat gcctatcacg gctaacactt tataccgtga
  2041141 cagttttaac tttttacgta atcagatagc agcgatcctg ctgttggccc tactgactgc
  2041201 gtttattacc gtcatgctga atcagacatt tatgcccgct tcagaacaac tgagtatttt
  2041261 aagtattccg gagaatgata ttacgtcatc gggaaatctt agcatcagtg agatagtgtc
  2041321 acagatgaca cctgagcagc agatggtgct attgcgggtc tctgcggtgg ccacgttctc
  2041381 agcattggtg ggtaatgtat tattagtcgg tgggttgtta actctgattg caatggtttc
  2041441 tcagggccgc agggtcagtg cgttacaggc gataggtctc tctctgccca tcttaccccg
  2041501 cttactggta ttgatgttta tcagtacctt ggtcattcaa ctcgggttaa cattcttcat
  2041561 cgtgccaggc gtagccatcg cgatcgcact ttcattgtca cccattatcg tcaccaatga
  2041621 gagaatggga atttttgctg caatgaaagc cagtgctcag ttggcatttg ccaatgtgcg
  2041681 gttgattgtg ccagccatga tgttatggat agccgttaaa cttcttctat tattcttaat
  2041741 tagccgcttt actgtactcc cccctacgat agctaccatc gttttaagta cgttaagtaa
  2041801 tttggcttct gcattgctgc tggtctattt attccgcctg tatatgctgt tacgcccagt
  2041861 ttcactggat aaacagtaat cagagataaa tgataatttt tgccatagtt tgacgttgta
  2041921 tcattcaaaa acgcctgatg tattacatca ggcgttcaaa ctgtagacag tgaaatcgat
  2041981 actcatagaa cgatatctgt cagcctatct caggttccaa tcccgtttct gactcgtgtt
  2042041 cctgtttctc tgctacccgc cgtttactct gaatcaactt aagcgccaga tataaatccg
  2042101 ggaccaagac caaatcgtca tcatggcttt tcaggcgatt aatacggaac cagcgggtta
  2042161 attctgtccg tcgccccgct aatatcagtt taatattccg ctgcttaagg tcacgtttaa
  2042221 gttcatcaat ggcggccaat acactgatat cagcataggt gaaactggca acagcatcaa
  2042281 taacgaccca gtcagcagga tgtggtgtgc tatccaccaa attcaggata cgccgcttaa
  2042341 aataagcgac attaaaatag gtcagtggtg agttaaaacg gtaaatcatt accccaggaa
  2042401 cggctttaat accattaccg ttacccattg aatggatcat gccatcagcg ttaacaccca
  2042461 acagttgctc tgtcggccgg aatacggtcc gcaaaaattg caacagccct aacaataccg
  2042521 ccaggccgat cccgctgata acaccaacta aaaccacact aacaaatgta aaaatagcca
  2042581 gatagaaagc ttgagtattg cgtttacgca gttgccacaa acttttaaag ctcagtaacg
  2042641 accaggcagc gttaaatcaa cacgacacct aatgccgcaa tgggaataaa ttgcagtggg
  2042701 cgggttaaga acaacaggac catcgcgatc accagagccg caatgataga aaccaactgg
  2042761 cttttaccat tgttagcatc attcaccgcc gtgcgcgtac tggcaccact aatagcaaaa
  2042821 ccttgtgata aagctgaaac aatattcgta atacccaatg cacgaagttc aacatcaacg
  2042881 tcataaccat ttttcgctgc aaaactgcga gcggtgagca tcatactgac aaaactgacc
  2042941 acagcgaggt taagggctgg gatgaccata tcgcgtaaca ggccgggttg aaaatcaggc
  2043001 caatgtacta tgggtaaccc cccctcaaaa ccgccaacca catcaacacc aaattgctgc
  2043061 atattagcgg cccaagacac aaaggttgcg atgacaatcg ccagcaaggg tgcgggccaa
  2043121 ttgggtctca accatttgac cccatatagc accacaaagg tcagtaagga gatggcaacc
  2043181 gtaggtaaat ggctgttaaa catgttatag gggagcgcca agactcgttc aatgagctgt
  2043241 ggcgggcgag tcataaagcc aaaaacctta cctaattgat cgacaataat cgtgatcgcc
  2043301 acaccattca gtaaaccggt tagtatgggc cgcgataata aatccgccaa cgctcccagc
  2043361 ttaaagcggc tggcgaccag acaccatgac cccatcatca acgtcatcat gatggttaat
  2043421 tgccaatgaa cctcactatt ccctgcagcc aacggggcta ccacagccgc aatcactgca
  2043481 caggttgcgg catctggccc aacaattaat tgccgcgatg aaccaaaaaa cgcataggct
  2043541 atcatcggca aaatacagga gtacaacccg actgcggcgc taacgcccgt caactcggca
  2043601 taagcaatgg caataggtaa tgcgactgcg gctaccgata accccgctcg gaggtcaggc
  2043661 tttatccaat cacgctcata ggccattaat tgggtcaaac ccggcatcca ataccgaagg
  2043721 gattttttct gcatatatat tccaccaagc ctcaacccaa catttatctt tcatcatgct
  2043781 gggttagctc atcactggca atatgcaaac cgtgttcctt actgattttt cgtaagtttc
  2043841 tgcaaattct gccgacaagg cgagcattca gattgattat taacgataat aggcttttac
  2043901 tacggatacc ctccccctgc tgaatccggt atattcgggc ggtatacaaa tgatggattg
  2043961 attcatgaag caacttttag attttctccc attagtcgtg ttctttattt tttataagat
  2044021 gtacgacatt tttgtcgctt ccggggcact cattgttgcc accttggtag ctctggcctt
  2044081 tacctggctg aaatatcgca aagtcgaaaa aatgacattg gttactgcag cgatggtact
  2044141 ggtgttcggt acattaacac tcgcattcca cagtgacttg tttattaaat ggaaagtgac
  2044201 tgttttatat gtgctgttcg ctttggcttt attagtcagt caatgggtga tgaagaagcc
  2044261 gttgattcaa cggatgttgg gtaaagagtt aaccttacct gacaaggttt ggtcaacatt
  2044321 gaacctgtcg tgggccattt tctttctggt ctgtgggcta ctgaatattt atgtcgcgtt
  2044381 ttggttgcct caggatattt gggtcaactt taaagttttc ggcttaaccg ctctgacact
  2044441 gatatttacg ttgatcagtg gcgtttatat ttatcgccat atgccggaag agcagaagaa
  2044501 gtcttaaata aacgttattt tgatgctcac tgaacgctca gtgggccgcc cttagtcagt
  2044561 ggattaactt ttaaaagcag acagaaatga ctcaggaaca acaactatct ggcggtgaac
  2044621 tttcattacc taacggtgag ttagtgcttc gcactctggc aatgccagca gacaccaacg
  2044681 ccaacgggga tatatttggc ggttggttga tgtctcaaat ggatattggt ggcgctatcc
  2044741 aagctaaaga aattgcacag ggtcgcgttg tgacggttcg tgttgatggc atgacgtttc
  2044801 ttaagcctgt ggctgttggt gacgttgttt gctgctatgc acgctgtatt aaaaccgggc
  2044861 acagctctat caccattaac attgaagtat gggtaaaaaa ggtttcttct gagccaatag
  2044921 ggcagcgtta tcgtgctact gaagcggtat tcacctatgt cgcggttgat gatgcgggta
  2044981 aaccccgtgg attaccgagc ggtaaaggta atttcgaagt aggtgcgact caataatgaa
  2045041 tgtgagagta ttgatcaaac aagaagggcc gcaaaagcgg ccctgaggtt ggtgacagtc
  2045101 ttatttaatt cagagactgt aaacaatatt gtgtaattgc ctgtttttga tatcttcact
  2045161 ccaacaacgg agacaggcaa attatggacg aaaagaaact taaagcactt gcggctgaac
  2045221 tggctaaagg tcttaaaacc gaagccgacc ttaatgcatt ttctcgtatg ctaacaaagc
  2045281 ttaccgtcga aacagcgtta aatgcagagc ttaccgaaca cctcgggcac gagaaaaata
  2045341 cccctaaatc aggctcgaat acccgcaacg gctattcgtc caaaacactg ctatgcgacg
  2045401 acggcgaaat cgagctgaat acgccacgcg accgcgaaaa cacctttgaa ccgcagctga
  2045461 taaagaaaaa tcagacgcgt atcacacaga tggacagcca gattttgtcc ctgtacgcca
  2045521 aaggcatgac cacccgcgaa atcgtcgcca ccttcaaaga gatgtatgac gccgatgtgt
  2045581 ctcccacgct gatatctaaa gtcaccgatg ccgtaaaaga gcaggttgct gaatggcaaa
  2045641 accgccaact ggatgctctg tatcccattg tttatatgga ctgcattgtc gtaaaagtcc
  2045701 gccagaacgg tagcgtgata aacaaagcag tgttcctagc gctgggcatc aacactgaag
  2045761 gtcagaaaga gctgctgggc atgtggctgg cagaaaatga aggtgcgaag ttctggctaa
  2045821 gtgtgctgac agagctaaaa atcgcggtct tcaggacatt ctgattgcct gcgtggatgg
  2045881 cctgaagggg ttcccggatg cgataaacag tgtttatccg cagactcaca tccagctgtg
  2045941 catcatccat atggtacgca acagcctgaa atatgtgtca tggaaggact ataaagccgt
  2046001 caccagcggt ttgaaaatgg tgtatcaggc tccgacagaa gaggcggcgc tgatggcgct
  2046061 ggataagttt gcggaggcct gggacgacaa atacccgcaa attagcaaaa gttggcgtac
  2046121 gcactgggaa aatctcaata cattcttcgg ctatccgccc gatatccgca aggctatcta
  2046181 caccacgaat gccatcgaat cggtgaacag cgtgatccgt gcagccatta aaaagcgcaa
  2046241 agtgttcccg acagacgact cagtgcggaa ggttgtttat ttggcgatca aggatgcatc
  2046301 aaaaaaatgg agtatgccga tccagaactg gcggttagcg atgagccgtt ttattatcga
  2046361 gttcggtgac cgcctgagcg atcaccttta atacggtggc agttacacag aattatggac
  2046421 aggctcttaa ttcatttcca ttttgccatc gagcttgaac acaatggtag tcacatagtt
  2046481 tttagcagcg accgcttcaa aacgccattt acgcatgacc tgcttcactt cacgctcaaa
  2046541 agtattacgt ggtgttgctt ctaacactct gacattcgtc actcgcccac tctcatcaat
  2046601 gtcgtactgt actttaacct gcccttcaat ccctaaagcc aatgctcgag ccggataaga
  2046661 gggtttagcc ttactcagtg cctttggccc agcggatgtt gataagccag gtgttgaggc
  2046721 aactggtgcc gattttaccg gtgcattgtt cgcaaccagc gcggcctcat cagatttaaa
  2046781 cggtttgtca tccggcggtg cttgcgtctt cttcacttcc ggcttcttaa cttctttctt
  2046841 aacaggcttc ggcttgggtt tcacgggttc aggaacaggc accggaacag gctcaggcag
  2046901 ctcttcaggt tccggtggtg tctcttcaag cacaggcggt gtctcttcgg gcacggctgg
  2046961 tgtttcttga actggctctg gcgcggcggc agccggttgt ggtgcagcaa attccgctat
  2047021 attgaccatc gttacagcaa gaggcgtatc ctcaatttca ggttgaattt tcatttgctc
  2047081 tacggaaacg tacagcagtg ccgcaacaac actcccgtgc aaccctattg aaaaaatgag
  2047141 tgaccatgtt aaccgtcgat ctgagaaaaa ttttattagc tgcataatga ttcaatgtcc
  2047201 tctgatgcag ccaagtttaa atgcaaatag caatcatgtt caataaggaa cgacaaacat
  2047261 tctcgttaat tagcgctaaa tgacgtttta atccacaatc tcgccgtggc agcactttat
  2047321 ctttactctt agagatcatt ttattccatg atgggtagct aagtgataac aaccattaag
  2047381 tggtaacacc cattgttagc tttcccatgg ttgtattcgt gagtgtaaca tgctgttatt
  2047441 gaacaccatt gataactatc attattatga ttttaaaggt gaaaaatgtt ttacgtcata
  2047501 tttgctacag atgtacctaa ctcattggag aagcgaatgt ctgtgcgtcc tgcgcatttg
  2047561 gctcgcttac aggctttaca ggatcaaggc cgtttactga ccgctggacc taacccagcc
  2047621 atcgacagtg ccgatcccgg taatgccggc tttactggct cgacagtgat tgctgacttt
  2047681 tcctcattgc aagaagctga gatatgggct gaacaagatc cttatgttgc cgcaggtgtt
  2047741 taccagtcgg taattattaa accctttaaa cgggtgtttt gaatctaaaa gtcattctcc
  2047801 ctacgcgtgt agccagcggg tatcaactcc gagatatacg cgttgctctc tacaatcatc
  2047861 ctccctacaa tcatgaattt tacatattca ccgcattaat ttaaccacac ttacacataa
  2047921 ttacctggaa tcattgtcta attaaggaca gtttctatat cgcacaaact caggtcacgt
  2047981 tgatttaatg cggagatgaa agctatggaa tgtccggtgt gcaataatac ccagttagtg
  2048041 atgactgaac gcaaaagtat tgagatagac tattgtccaa attgccgtgg tgtttggttg
  2048101 gatcgcggga aattagacaa actcattgaa aaatcggtag aaaactcacc agcaacctca
  2048161 ttctctgatg agagagagca tggtaatcac ggatactcaa aatccaagca ctacagaaaa
  2048221 aaagggttct tatctcgttt ttttgattag tcttattaaa cagcccacgg ttgtagacac
  2048281 tagatataat aatacgccta aagctaggcg tattattata agtttttttt gttaattaac
  2048341 cacgatagaa aacctcagca taacgctacc ctttgtagtg tttcagccaa tgctcttcgc
  2048401 aagcctcaac ggccttctcc aagatatgtg ctggtgattt taatatcata tgatcttttc
  2048461 tgacccaaac tggataggtg tgtttaccag cagcaataac ttgttcagaa taaatggccg
  2048521 cgtggtaaat caactctgac tcttcacaat aaatttcata cttatagaga gcggcgctga
  2048581 ctttcaagtc cccaaagaat actgttttag ctaatttata ctgagacata aaccatagcc
  2048641 tttgctgtaa tcggtatcac atcatctgct aatcagaatt atataactgt gatattcact
  2048701 gcaaattaat atacccgaca tacaaaaatc taacttttat ctatgtctat tttgttatcc
  2048761 gaatgtaaaa gccaccgagt ttataaggtg gcataaaagt aataataacc agtaagtcat
  2048821 tctggttatc tgcgttaatc aacagaatat tagaagcggt aaccaacccc cacaatccaa
  2048881 gttcctattt ttacatcctc tattttggcg tattcataag ctgtatcaat agcaacgtgt
  2048941 tttaccggat tgaactgcaa gccagcacca taccccatgc ttgttttgct aacagtgttg
  2049001 cttaccatac gcggcttagt gtgtgtactc ttaccttggg ttgcacctat taatgcgtag
  2049061 gcactgacga attcattaaa gcgccaacta ggacccacca tcaaagaata atactcaacc
  2049121 tttctcttcc catcgctatc tccaggcata ccgtagtttt gcttggtatg ggtaaaagag
  2049181 gcgacaatgc caagtactga atctaactca tggcgatact ttagattaaa acctttatta
  2049241 tcttttccaa ttttctcccc atcaattttt agcgtactct gagcgtaacc gaaagatacc
  2049301 gtgttgctag catcactggc agcattcgcc accgagatac ccaaagataa tgcgagtgaa
  2049361 agaggcgcta atgtcgtaat ccatttcata atgattccat ttattaaaag ttaatttttg
  2049421 ataaggcagg aaacttatag tttattttat tgcaaatcca attattcaga taattattaa
  2049481 ctctcatgat tagagttatt caaaaaaaga caatcagaat aaaaccaaca aagagagttg
  2049541 caagaataat aaacgtcatt ttttagatcg tcaattagca acttgtgtaa atagatcctt
  2049601 taataaatga tttattctta ttttaaataa aaacagtctt atatttagat ggctgactta
  2049661 taaaaataaa atcaaactat ccgctatccg cataaaatta accatgataa atatctctca
  2049721 tgaaatattt aaatgcaaaa ctattttgtc tattttcagg gaaagattca aaacaaaaac
  2049781 agcctcatag agactgcctt attaccataa tagggtctta ccactcataa gctacggtga
  2049841 ataacaacgc cctacgatgc tgatgctcgt ggagttgcct aacacaatag atatgccggt
  2049901 aacgccgtga ttggccttca agccagcggg ttttacgccg ttgattttgt cgcagcatac
  2049961 gccagcgacc aacttcattt ctactccgtc tcatgaaact attcttccaa agccgaaaac
  2050021 ccatccatta taagcttttc aacctcagcg ccaagccgta agtggtaaaa tagcggccca
  2050081 gattaaaagc ccccgacatg ccctcaaaac tataaataat gatctatttc agactgctga
  2050141 caaacccaga tgacgcgatc ttgaacggtg aggataggca gaggagtaaa gcgtccgcgc
  2050201 caaggatggc gcggctcgag cctacatgga tgtatttacg gcgtctttac gatctgcctg
  2050261 ttctctccgt cgcgggcact ttgtcaataa cctcctattt atcattttat cgagagttgc
  2050321 aagtcctttt agatgaaaag attttataca tcaatataac cgattaaagg tttcaccttc
  2050381 tcgatactgt gcgtacactc tttagtgacc gtttgtgaac aggatttacg cccttatgac
  2050441 gacattttat accgtaatca gttggctttc cgtttttggc tactggttac tcattgccgg
  2050501 ggtaacattg cgtattctga tgaaacgcag ggccgttcct tctgctatgg cttggttact
  2050561 gattatctac attctgccat tggtggggat aattgcttac ctttcattcg gtgaattgca
  2050621 tttgggtaag cggcgtgctg aacgagctaa agccatgtgg ccatcgaccg ctcgctggct
  2050681 gagtgaactc aaggaatgcc aacatatctt tgctaactct aatagcgaag ttgccagccc
  2050741 actgtttcaa ttatgtgaac ggcgtcaagg aataaacggt gttaaaggaa atcaactaca
  2050801 actattaaca acaaccgatg acacactaaa agcgctagta cgagatattg aactcgcccg
  2050861 ccacaatata gaaatggtgt tttatatttg gcaacctggt ggtctggtcg atcaggtggc
  2050921 tgaatcgttg atggctgcgg ctcgacgcgg cgttcattgc cggctgttac tcgattcagc
  2050981 gggtagcaag caatttttcc gcagccctta tcccgcaatg atgcgtaatg caggtattga
  2051041 ggtggttgag gcacttaaag ttaatgtatt tcgtatgttc ttgcgccgaa tggatctgcg
  2051101 ccaacatcgg aaaattgtgt taatcgacaa ctatgttgct tataccggca gtatgaacat
  2051161 ggtagatccc cggttcttca aacaagatgc cggggttggt cagtggattg atatgatggc
  2051221 gcgcatggaa ggcccggtag ccacaaccct aggtattgtt tatgcctgtg actgggaaat
  2051281 tgaaacaggc aaacgtattt tacccccgcc ccccgacgcg aatattatgc cattcgaaga
  2051341 agagactggt catacgattc aagtcatcgc ttctggccct ggtttcccag aagaaatgat
  2051401 ccaccaggca ttattaacag ctgtgtatgc cgcacgtgaa cagttaatta tgactacgcc
  2051461 atattttgtc cccagtgatg acttattaca tgccatctgt accgcggcac aacgcggggt
  2051521 tgatgtcagt attattgtcc cgcgtgagaa tgattcgatg atggttcgct gggccagccg
  2051581 agcattcttc accgaattgc tgaatgcagg cgttaaaatt tatcagtttg aaggcggcct
  2051641 attacacagt aaaagtgttc tggtcgatgg acagctaagt ttagtcggca ctgttaatct
  2051701 ggatatgcgc agtttgtggc tgaattttga aatcacactg gtgattgatg atgatggctt
  2051761 tggggctgat ttagcacaag ttcaggatga ttatatcgcc cgctctgcct tattggatgg
  2051821 tgaacggtgg aacaagcgcc ctctttggca ccgagtaact gagcgtttat tctatttttt
  2051881 cagcccatta ttgtaaaaaa ccgaagaatt catgaccacg aaattgcaga ttatctgaat
  2051941 gagcggtatt gggcaggata aaaattgtaa aaaacctagc gagaatgttt taattagcac
  2052001 aatccgcaaa tgataaatgg gaatctgcac atggaccaga acacacaaga gccaagctcg
  2052061 atggatctca ataatcgcct cactgaagat gaaacactgg aacaggcata cgatattttt
  2052121 ctggaactcg cgggggataa cctcgatcca gccgatattc tattgtttaa tcttcagttt
  2052181 gaagagcgcg gtggtgctga gttgtttgat ccggcggaag attggcagga gcatgtcgat
  2052241 tttgacataa atcctgactt tttcgctgaa gttgttatcg gtttagccga cagtgatggt
  2052301 gaggaaatta acgatatttt tgcccgagta ctgctgtgcc gagagaaaga tcacaagctt
  2052361 tgccacatat tatggaaaga ataaagttat caaaaaaata aagagttaat cattgcccca
  2052421 tagttcaacc ccggggcaat gtatcttaat tatccttagc aagagcacga ctaaaataca
  2052481 ggatcgctct atatctttaa cagtgcagat atatactcaa gttacttcaa gatacaggta
  2052541 ggcagcaatc gagtaaatcc tcagtcactt agataactaa gtgactgagg tgagcaagag
  2052601 cagctccccc ccctagatat tgaagggcga taggtatata cgatattaga cgctcttatt
  2052661 taggatatct gggaacatat ttttagtttc cgcaaccatc tttcaactca ccgtgctcga
  2052721 ttaagtcttt aaaaattgag aagatattaa accctggagt cgcgtacttc actatcgtcg
  2052781 cggctgtttt atcacagtgt tttttaaagt cttcttcctc atattcacct ctctcattaa
  2052841 ttgcaaaagc agaagatgaa agtaaaaaca atgatgaaag taaaattaat tttttcatat
  2052901 cctattcctt taataaaaca ttaaaaatgt ataagttaat tacatcagaa tttaaagagt
  2052961 catttaatta aatgacaaaa acacattaac ttaatatgtt ttaattcgtc aatgggacta
  2053021 atgaaaataa attaattcat aaaatctatc ggccaattta ttttatttaa attaaatata
  2053081 attacacaag aggctttaaa tattaattta atttttgaat ggctaaatta aaaatatata
  2053141 ccccaaataa ttcgagttgc aggaaggcgg caactgagta agtctcagga gcttatgtat
  2053201 tttgaggtca acaacaagtc agtgactggg gtgacaagcg ttattgatgg agcagatttg
  2053261 aacattgctt gcagcggctt cgcagaggtg aggtccatag atgggccaat aaccagcaca
  2053321 tacttagctc gaagtatgac aggtatatac aatagatttc aacatgttgg accctggaaa
  2053381 acagataagt atttcgtatt atattcttga ccacgtctgc cgtgaacgat gcagacgtaa
  2053441 tcacagaaaa tcaccaagtt acagtgggtc aactttaagg cacgaaaccg cgtggcggaa
  2053501 actcccttct aataaaggac gtgttttcgc acattccgta ccggcaattg ggcaacgggt
  2053561 gcggaataca cagcctgagg ggggatcaat cggtgaaggc aattctcctt caagcaactg
  2053621 aatgactttt actctttctt tatctggatc tggaattgga accgcagaca tcaatgcttt
  2053681 tgtataggga tgttgcgggt tatggtaaac ctcatcatag gtccccaact ccaccgcgtg
  2053741 gcctagatac atcaccaata cccgatcaga aatatgtttt accaccgcta aatcatgagc
  2053801 aataaaaata agtgacaacc ccatctcacg ctgcaattgc tgcaataaat tcacgacttg
  2053861 agcttgaatt gatacgtcaa gggcagagac tggctcatca cagatcacca gtttaggttc
  2053921 gaggatcaat gcgcgggcaa taccaatacg ctggcactgc cctcctgaaa attcatgagg
  2053981 gtagcggttg attaagttag gcagtagccc gactttaagc atcattgctt taactttatc
  2054041 ttttacttcc tggcgtgaaa tttttggatg ataagtgcgt aatggttcag caatgatttc
  2054101 accgatggtc attcgtgggt ttaatgacgc taatggatcc tgaaatatca tttggatatc
  2054161 gctacgggtc gcacgccagt ctgcatcact catattgagc aagtctttcc ctaaccaggc
  2054221 aacgctccct ccggtggctt tcaccaaacc aatgatagct cgggcaaatg ttgatttgcc
  2054281 acaacctgac tccccaacca cccccagcgt ttcaccctca tataaacgca atgtgacacc
  2054341 atcgacagct tttagtgtct ttgatggctg ccaaaaccat tgttttccat cttgaatgtt
  2054401 aaaatacacc ttcaaatcag ccacttctaa taatactttc ttctctgtca tggcattcat
  2054461 actaattccc ctaccggctt ataacaggcg cgtaagcggc cttcaccaaa atgttccaac
  2054521 acaggtgccg ttgaacaacg atccatggca tattggcaac ggggctggaa tggacaccct
  2054581 ttgggcaagc gaagtaaatt gggtggatta cccggtatgg ttatcagaga ttcaccttca
  2054641 gcatcaaggc gaggaacggc attcaataaa cctatcgaat aggggtggct tggatgataa
  2054701 aaaatatcgc gtgcttggcc gtattccatt gttcggcccg catacattac taagactttg
  2054761 tcacaaatcc ctgcaacgac ccccaagtca tgggtgatca tgataattgc ggtgttgaac
  2054821 tctcttttaa gttcatttag caacgtcatg atttgagcct gaacagtaac atctaatgcc
  2054881 gttgtcggtt cgtcagcaat caataactta gggcggcaca gtagtgccat cgcaatcatg
  2054941 acccgctgac gcataccccc agaaaattca tgtggataca tgcgcatacg tttacgtgct
  2055001 tcgggcattt ttactgcatc aagcatacgg atagactctt caaatgcttc gcttttactc
  2055061 attttcttat gtaattgcag tacttccatt aactgctcac ccactcgcat ataagggttc
  2055121 agcgacgtca ttgggtcttg gaaaatcata gcgatctctt cggcccgcaa acgattcaat
  2055181 tgtttttctg gcagattaag aatttcacgg ccattaaatt tcgcagagcc gcctatccga
  2055241 ccattactgg ccaacagccc catcaaagcg aaggcagtct gcgattttcc tgagccagat
  2055301 tcgcctacaa tgccaagtgt ctcacccgct cgcagggcaa aattaagtgc gttaaccgca
  2055361 gtcacatcac catctgatgt accgaaggtc accgtcagat ctttaacctc caacaataca
  2055421 gaggactgaa cagtagagtg attattgata gtcgtcatag cgctactcct cagcgatctt
  2055481 tcggatcaag ggcatcacgt aagccatcgc cgataaagtt aaaacaaaac aatgtcacta
  2055541 ccaggaaacc ggcagggaac atcagcagcc acggtgagac ttccattgaa ttggcaccat
  2055601 cactcaacag tgccccccaa ctactcagtg gttcttgtgt ccctaatcca aggaaactca
  2055661 aaaaagactc gaataggatc atacttggta ccaataaaga ggcgtatacc acaacgaccc
  2055721 caaggacatt cggcacaata tggcgcaaga caatattgcg ggttgaaacc ccgccaacca
  2055781 gggcggcttc aataaattct ttccgtttca agcttaatgt ttgcccacga acaatacgtg
  2055841 ccatatccag ccacgagacc ataccgatag cgacaaagat caataaaata ttctggccga
  2055901 agaaggtaac cagtaaaata acgaagaaca taaaaggaaa ggagttaaga atctcaagca
  2055961 aacgcatcat tagcgaatct atttttccgc caagataacc ggacaaagag ccgtataagg
  2056021 taccgacaac cacggcaacc aacgcggcag cgacgccaac catcaatgaa atacgccccc
  2056081 caatggcaac ccgtaccagt aaatcacggc cagatgaatc ggtgccaaaa tagtgaccag
  2056141 actcaatatc aggagcggct gacatcatcc cccaatccgt atcctcatag gtaaactgcg
  2056201 cgagcattgg agccaaaata acaaataagg taattaacat caggatcacc aaactggtga
  2056261 tcgccgcacg gttatgcaca aagcgacggc gggcatcctg ccaaagactg cgtccttcca
  2056321 cttccagttt ttcactgaaa acgtccagag cttcgctatt tttcttgctc aacataattg
  2056381 acgtgctcca gtactagtaa cggatttttg gatcgataac ggcatacaac acgtcaacaa
  2056441 tcgcattaaa taaaatagtt aaagcgccga ccaaaatagt cagactcaag accaatgagt
  2056501 aatcgcggtt taacgccccg ttgacaaata attggccaat acccggtaag ccaaaaatag
  2056561 tttcaataac catcgatccc gtaataatgc caacaaaagc tggccccata taggaaagaa
  2056621 ccggtagtaa cgctggcttt aatgcatggc gcaatacaat tgtacgtagt ggtaacccct
  2056681 tcgcacgtgc agttcgaata aaattggagt gcagaacttc aatcattgac ccgcgggtaa
  2056741 tacgcgcaat actggcgata taggccaatg acagcgcaac cataggtaaa atgatatatt
  2056801 ttggtgcacc accattccag ccaccaccag ggagccattt caatataatg gcgaaaacca
  2056861 gcactaataa aggagcaacc acaaaactgg gtatgacgac cccagtcatc gcaaaaccca
  2056921 tcaccgtata gtcccacttc gtattttggt tcagcgccgc gatcactcca gcactgacac
  2056981 ctaatattac cgctaacata aatgcggcaa accccagttt tgctgagacg ggaaacgacg
  2057041 atgaaactaa atcgttcacg gtgtaatctt tatatttaaa cgacgggcca aggtcacctt
  2057101 ttgcaagttg ccccaagtaa ttgaaatact gtttataaat aggatcattg aggtgatact
  2057161 tcgcctcaat attagccata acttctggag gaaggttacg ctcaccagta aatgggcttc
  2057221 cgggagcgag gcgcatcata aagaatgaga tggtaatcaa gataaatagc gtcggaatcg
  2057281 cttccagaca acgacgtaga ataaacttta acattgccta tacctttagc ctttaacgac
  2057341 gactttatat cattagtgca ataagggcag ccaccaactc agttgcctgc ccttcataca
  2057401 ttactgcttg ataatataaa gatctttaac gtgcatattg tccagtggat ccttacccgt
  2057461 gtagccgcca acataaggtt tcactaaacg cgcactcacg taatagaaca cgggcacaat
  2057521 ggcagaatct ttatccaact ggatttccgc ttgttgatac aagtcagcac gctctttttc
  2057581 cgatttcact ttcaacgtgt cttctatcag cttgtcaaat accgaacttt tataatgggt
  2057641 ggtgttgttg ctactgttag ataacatcat atttaggaag gaggatggct cattgtaatc
  2057701 ggcacaccaa gcggcacggg caacatcata agtcccctgg tgacgggtat ccaggaacgt
  2057761 tttccactct tggttttcca gtttaacgtc tacacccaga tttttcttcc aaatagaggc
  2057821 ggcagcaatg gctaattttt tatgtaaatc ggaggtgtta tataacaagc taaacttcag
  2057881 tggattgtct ttagtgtacc cggcttcagc caatagtttt ttcgctactt cattacgttt
  2057941 ttcttgtgtc cagctaaacc actctggcgg cgtcagctcc gcgccactgg tatagggtgg
  2058001 ggtgaaacca taagcgggta aatctccctg atttttaact ttattgacga tgatatcgcg
  2058061 gtccataccc aatttcagcg cttcacgtac acgagcatcc gtaaaagggg ctttttgatt
  2058121 gttaatttcg tagtaataag tacacagata gggatcaaca tggacttgat ctggaatttc
  2058181 ttttttcagt ttttggaata attcaattgg catgttgtta tacgtcatat caatttcgcc
  2058241 gctgcgatag cggttaacat ccgtcacttc agaagaaatt ggcaaataag tcacctgatt
  2058301 gatgactgtt ttcgcattat cccaatacgt aggactgcgt tctaatacga tacgttcgtt
  2058361 aacaatccaa tcttttagtt tataagcacc attccccaca aaattttgtg gttgggtcca
  2058421 tttttcacca aatttctcga ccacggtttt attcaccggt gacattgacg ggtgagctaa
  2058481 cagcttatcc aaataaggaa caggctcaga caatgtcact tccagcgtat gatcatccaa
  2058541 cgcttttaca cccaacgtgt caggcgcggc tttaccggta ataatgtcat cgatattagt
  2058601 gagatgagcg tattgcaaat agcttgcata aggagagact gttttaggat cagccagacg
  2058661 ttgccaactg taaacaaaat cctgtgccgt tacagggtca ccatttgacc atttggcatc
  2058721 tttacgaata ttaaacgtcc agactttaaa gtctttatta tcccaactct ctgcggctcc
  2058781 cggtacaata ttgccattag ggtcattaat caccagccct tcaagtagat cacgtgaaat
  2058841 attggattca ggtacccctt caattttatg tggatccaac gattgaggct cggagccatt
  2058901 attacgaact aacacttgct tctcagccag ttgtacgcct gtgggaacat tggcagcaaa
  2058961 cgtatttccc gcagccatca tgctcattgc aacggctaca gcagctgtaa tgagattctt
  2059021 ctttgtgatg ttggtcatgt ttatatgtac tccattttat tatgtattgc ccagtgaaca
  2059081 ggcaaactca cctttaaacg gtattctaaa tttgcgttac ctggggaacg aacccggtaa
  2059141 cgtaaacctc acatgtggtg atattttgtc tatggcgatg gtcaattagc tatcaacgac
  2059201 atgcatcaac tattccaaaa tgcatcaacc atcccaaaat aaattaacta ttccaaaata
  2059261 atcactacag ctaaatttca taaaaatata agcgaacttt tttcaaaaag ttgcccgaaa
  2059321 attagcagaa gctgaaatct ggcgccaatg gtttttacaa aaatgttacg caattctctt
  2059381 tttcgagtaa atggcagcaa tattacctaa cgtgaaaaat taaaataaat ccatataaca
  2059441 tattgaattt atttactaaa atatttttta tgcagaataa ataaacggta aaaaacccaa
  2059501 cagggaccga aagaaacata acgttaacat ccccctcata tgcagaacaa aaatccactc
  2059561 attaaatgat agtcactagt aacatctaaa tagattccta acagcctcat agaatgatgt
  2059621 gaacatttta acaacaactt acgtactaaa tttaatcggg caaggaaatt ttcgttatta
  2059681 aatgaggaga aacagagagt cagatatatt aatcgtacaa gataaagatt aatgcattat
  2059741 taaagtgcaa taggctaatt taaatgcatt atttgcacca aattaatgct taaatgtaga
  2059801 aatacaaagc ggaaaaaaag gagaaggcca ccaagaatag ttcagtggcc tctcgaaaat
  2059861 tctgaatggt gtgatttaaa gtaatccggg gaaaatagct ttgataccgg tgacaataaa
  2059921 ctcaatgccc aatgccatca gcaataaccc cataattcgt gttatgacgt taatacctgt
  2059981 ctgccccagc agacgaacaa gcaatggagc ggcacgaaac agcaaccaac aacagaaagc
  2060041 aaacagtgct atagccacag tcagccccaa taaattctgc cagctatggt aacgggagct
  2060101 ccagactatg gtagagctga ttgctcctgg tccagccatt aaaggcagtg ccaatgggac
  2060161 aacaccaata ctctcccgaa ccgctgtttc agttttttcc tgcttgtttt gcttatcctc
  2060221 gccaagctta ccgctgatca tcgacatcgc aatactgacg accagaattc cgccagcaat
  2060281 ccggaatgaa tcaatagaaa taccaaaaat tgtcagaatg gcatccccaa ggaacaagga
  2060341 gatccacaaa attatggcta ctgataagtt cgccgttaga ttcgttttat ctcgcccagc
  2060401 agcagcctga tagcttgtca tactaataaa gaccggcaat atgcctactg ggttaaccag
  2060461 tgcaaataag ccaacaaaaa acttgatgta acctgaaagg tccaacagtg attgactcac
  2060521 acgtcactcc acagaattgc taataaaaat atcaccgata acagtgcatt ataactaatg
  2060581 tacccgcaca ctctctcttt ggttaaaccc gaatatctct ggttgaaccc gaacgtttag
  2060641 ttaagccaga tttcgtcgtc aaaccatacc gttactgcgg gccataactg tcacctgtca
  2060701 ccataaaaat tgctttaaat taaatagaga acagctatta agtaaaaata agtaagaaac
  2060761 agttaatcct gcgactcacc acctcatccc tacagctttt tccactaaaa accgccgcat
  2060821 tgacgatgcc cagcaaggtc gcgcgttaat gtaatagaat tagtcatagg aatctattga
  2060881 ataagccagc atttataatc aatttatcct atcccgttaa aatgtttttt gttaatcaat
  2060941 agtaatgaca gagttatttt aacgtcatta aacaccaccc aaatggcgat aatgacaatc
  2061001 attctcaaaa aatgaatgct gaatggtgtc agcttgatgt ttttgtgatt taaatcacga
  2061061 aaatcatacc taagaatagt taagctcaga gccgtgataa aacatagaac cactaaaaaa
  2061121 gtgagagatt gaggttgaaa taagtgtttc cctccttatt ttaccctaag cagactaaga
  2061181 gctctttcag taaatcggcc gtaagaatga gaaaataagt tataaaaact atctctattc
  2061241 gaccatacag cacgctatag cctgtctata ctagttgctt caacggctca tttattaaaa
  2061301 gagtttaaca ttatcaggag agcattatgg ctgtaacgaa tgtcgctgaa cttaacgagc
  2061361 tagtagcacg cgtcaagaaa gcccagcgcg agtatgccaa cttttcgcaa gagcaagttg
  2061421 ataaaatctt ccgtgctgca gcattagccg ctgcggatgc ccgtattcca ctagccaaac
  2061481 tggctgtaac agagtctggc atgggtattg ttgaagacaa agtgatcaaa aaccactttg
  2061541 cttctgaata tatttacaat gcttataaag atgaaaaaac ctgtggtatt ttgtgtgaag
  2061601 ataagacctt cgggacgatc actatcgcag aacctattgg tctaatctgc ggtatcgtac
  2061661 caaccactaa ccctacgtct accgctattt ttaaagcact gattagcttg aagacacgta
  2061721 acggtattat cttctcccca catccacgcg ctaaagacgc aaccaataaa gctgcggata
  2061781 tcgtgcttca agccgctatc gcagcaggtg cgccagcgga tattattggt tggattgatg
  2061841 ctccaacagt tgaattatct aatcaactga tgcatcaccc agacattaat cttattctgg
  2061901 caaccggtgg gccaggtatg gttaaagcgg cctatagctc tggtaaacca gccatcggcg
  2061961 taggtgcggg taatacgcca gtcgtcgttg acgaaactgc agatattaaa cgtgttgtcg
  2062021 catctattct gatgtctaaa acctttgata acggtgttat ctgcgcgtca gagcagtcca
  2062081 tcatcgttgt tgactcggtt tacgatgcgg ttcgcgagcg ttttgcttct catggtggct
  2062141 acctgttaca aggtaaagaa ttgaaagccg ttcaggatat tatcctgaaa aatggcggtc
  2062201 taaacgcagc catcgtgggc cagccagcaa ctaagatcgc tgagatggct ggcattaaag
  2062261 tgccaagtaa taccaagata cttatcggtg aagtcaaagt tgtcgatgaa tcagagccat
  2062321 ttgctcatga aaaactgtcg cctacactgg caatgtatcg tgctaaaaac tttgaagaag
  2062381 cggttgaaaa agcagagaaa ctggtggaga tgggcggtat cggtcatacc tcttgtctgt
  2062441 acaccgacca agataaccag actgcacgcg ttaaatattt cggcgataaa atgaagaccg
  2062501 cccgaattct aatcaacacc cctgcctctc aaggtggtat cggtgacttg tataacttca
  2062561 agctggcacc gtctctgacg ctgggttgtg gttcttgggg tggtaactcc atctctgaaa
  2062621 acgtcggtcc gaaacacttg atcaacaaga aaactgtggc taagcgagca gaaaacatgt
  2062681 tgtggcataa actaccgaaa tctatttact tccgtcgcgg ctctctgcct atagcgttgg
  2062741 aagaagtggc aactgacggt gcaaaacgtg ccttcatcgt gactgaccgc tacttgttca
  2062801 acaacggtta tgcagaccaa gtcaccagcg tactgaaatc tcacggtatt gaaactgaag
  2062861 ttttcttcga agtagaagct gaccctaccc tgagtatcgt gcgtaaaggt gcagagcaga
  2062921 tgaactcctt caagccagac gttattattg ctctgggtgg tggttcaccg atggatgctg
  2062981 caaaaatcat gtgggtaatg tacgaacatc ctgaaacgca tttcgaagaa ctggcattgc
  2063041 gttttatgga tatccgtaaa cgcatttata agttcccgaa aatgggtgta aaagcgaaat
  2063101 tggtcgctat tacaaccaca tcaggtaccg gttcagaagt caccccgttt gccgtggtta
  2063161 ctgatgacgc aacaggccag aaatatccat tggcagacta tgcattgaca ccagatatgg
  2063221 ccattgttga tgccaacctt gttatgaata tgcctaagtc tctgtgtgcc ttcggtggtc
  2063281 tggatgcagt aacgcacgca ctggaagcct atgtgtctgt actggctaat gaatactctg
  2063341 acggccaggc gctgcaagca ctgaagctgt tgaaagaatt cttgccagcc agctacaacg
  2063401 aaggggctaa aaacccagtt gctcgcgaac gtgtacataa tgcagcaaca attgccggta
  2063461 tcgcctttgc taacgccttc ttgggtgtct gtcactctat ggcccacaaa ctgggttctg
  2063521 agttccatat cccacacggc ttggcaaatg ctatgttgat ttctaacgtt attcgctaca
  2063581 acgcgaatga caacccaaca aaacagactg ccttcagcca atatgaccgc ccacaagcgc
  2063641 gtcgtcgtta tgcagaaatt gcagatcatt tggggctgag tgcaccgggc gaccgtactg
  2063701 cacaaaaaat ccagaaactg ctggcttggt tagatgaaat caaagctgaa ctgggtatcc
  2063761 cggcatcgat tcgcgaagcg ggtgttcagg aagctgactt cttagctaaa gtagacaaat
  2063821 tgtctgaaga tgcatttgat gaccagtgca caggtgctaa cccacgctac ccactgatct
  2063881 cagagctgaa acagatcctt atggatactt attacggtcg cgaatatgtt gaagagtttg
  2063941 accgcgaaga agaagtcgcg gcagctactg cgcctaaagc tgagaaaaag accaaaaagt
  2064001 aattgttgcc tgaaggtctt acccgcattt tcggataggg taagcaaaaa atgatataac
  2064061 ccccgatgag cagccgctga tcgggggttt tcttttacag accaattaaa caaaatgata
  2064121 ctttcagcga gttacagttc cgcgttgttc aacaccctat ccgccttttc actctttaat
  2064181 tgcctatata cccgtcatac ttcaagctac atgtgtgttg gctacattca atcacccgaa
  2064241 tcacttacgg gtattgacct taaaaaagtc actcagctca tcgggattaa tgcgcctcat
  2064301 ccttgcggct taccctgcgg acagcataaa tgcggttcaa atgggttcca gacaatttgt
  2064361 ctctcgcttt ccaccttctt gtaacgcgaa ttatttaggg cagaggcatt acgataatta
  2064421 ccttgtgcaa ctgaatacac agaactattt gtagggtcaa acagctatat cataagacaa
  2064481 tattgctgaa tgggctggac agggaagata ttgtaggatt gaactcggtc cccccaataa
  2064541 ttaatcgccc ccactcaggc ccattttatt gacaaaaagt gagagaagaa atgcgcgatt
  2064601 agagagatac cgttacccaa acacatctaa tactatcaga gcaccgtgaa atgctttgta
  2064661 aggcaatgaa ctggcgaaga gcccaatacc ccactgatca tataataaag ccagtgaggt
  2064721 attctactgt cactaattag tgattaggga tactacgaac agcaggcggc tttaattgct
  2064781 tctttataat ggcggcggca gacagaaaca tagctttcat tgccaccaat aacgacctgt
  2064841 tcaccattgt gtaccgctct cccctgctca tccaggcgaa gaaccatgtt tgctttacga
  2064901 ccgcaatgac aaatggtttt caactccact aatttgtccg cccacgccag taaatattta
  2064961 ctaccgggaa ataattcgcc gagaaaatca gtccgcaggc cgtagcaaag aacaggaaga
  2065021 tgtaattcat caacaacctg acagagttcc tggacctgct ctttagtcag aaattgacat
  2065081 tcatccaata gaatacaatg aataggtgtg tcctggtgct cagcggcgat aatagataac
  2065141 aatgatgtcc cgctattata gagctgggcc tgagaagaga ggccaatgcg tgaacttacc
  2065201 gttccgacac caaagcggtt atctatctca gccgtaaaca ccaaggtgcg catacctcgt
  2065261 tcttggtagt tatatgagga ctgtagaagt gctgtggatt tccccgcgtt cattgcagag
  2065321 taataaaagt aaagttgagc catgggcccg tcactccaat ggtataataa ataatcatat
  2065381 tgacaatatg tattcagttt atcataaact cagactctgc gttgaaccca ttactctgct
  2065441 atattgctgt tttctctatt aagtacaggt atcactaatg aagcaaatta tggatttcag
  2065501 ttgaaacata tcttcaatta ttaagtactt tatatgagca atctcacaat aatcagatga
  2065561 tacattctcc gattgaacat taaccaaacg atagatgagc accataaatg gtgctgggta
  2065621 tgcagacagc ttcattggtt caataatgat acaggtaatg tgttttcacg attaatttga
  2065681 gaaatagtga taacaaatat tggcagatag cactaatact caatacaaca cgttttttga
  2065741 cttactctac ttttctttac aactatatct cactttcctg acgctaccgg ttattgtaca
  2065801 taacgataca gaaacagcct atttcttgct ttattgatat aaagtaaact tataagccag
  2065861 taaaaaagtc atgtttacat gtaggggcat ttggcagcaa aacgaaaatt tgtgttaaaa
  2065921 ataggtcaga gaataacaac tctttctcgt ttatttgtag tgactggcta cttttcagta
  2065981 ataaaatacg taaattctag tatgctaatc aaattggcta ttgcagaaat taaaatagca
  2066041 ctctattatt atccagacgc ccccccacca attataattt gagactagga caatgagcga
  2066101 agcgttaaaa attcttaaca acatccgtac tctacgtgct caagcgcgcg aatgcactct
  2066161 tgaaacacta gaagaaatgc ttgagaagct tgaagtggtc gttaatgaac gccgcgaaga
  2066221 agaatctcaa tcacaagcag aaattgaaga gcgtgcacgt aaattgcaac aataccgtga
  2066281 aatgcttatt gctgacggta ttgatccaaa tgaactgcta caagcttcag ctgctgctaa
  2066341 agctgctggt aaagcaaaac gtgctgcacg tcctgctaaa tatcagtata aagatgagaa
  2066401 tggcgaactg aaaacttgga caggccaagg ccgtactcct gcagtgatta agaaggccat
  2066461 tgaagagcaa ggcaaatcac tggatgactt cctgttgtaa tagttttatt tctttagcta
  2066521 ttactatcga aacaccctcc tattaatagg agggtgtttt tttgtctttc atttaactga
  2066581 ccgatgtcat caccgttgaa atgtccactg tacagccgct gaattaacat acaaccactg
  2066641 aacaccatac ttttagccag caacatagtt atgatgagta acataattca aaatgtatta
  2066701 ttttgtacga ataactctca tctatcgatt cggttgcaat ttcatgcgaa tactttgcta
  2066761 acctatagca atataataat ctatataact gcccaattcg aagcaagggt atcgctttac
  2066821 gctattaggt gcttgttctg ttagcgactg attttcggtc atacacatga aaatcaagtg
  2066881 cgaaaattta actaacgttt tgtaatcaac acataaaatc agcattctca cttactatga
  2066941 tagattaatc gaaacaccac gcccaattcc ataataagtg aacccacgac tatttaggcg
  2067001 ttctggatcg tacaaattac gcccatcaaa aataacaggg tgctttaacc ttgacttgat
  2067061 catatcaaaa tctggagcac gaaaactttg ccattcagta caaataatca aggcatcagc
  2067121 tccctgtaat gcagactctt tagtccccat taatctcaaa tcatctcttg caccataaat
  2067181 gcgttgcgtc tcatccattg cttcgggatc gtatgcttga attgtagccc cggcttccca
  2067241 caatgattcc attaccacac ggctcggtgc ctcacgcata tcatcggtgt tgggcttaaa
  2067301 ggccaatccc cagacagcaa atgtttttcc agctaactgc gaattaaaat gacttttaat
  2067361 gaattcagtt aacttatact tctgctgatt attgatttgc tcgacagcct gcaatagctg
  2067421 gggcttataa cccttatctt ctgcagtacg aattaatgct tggatgtctt ttgggaaaca
  2067481 agacccccca taaccacaac cagaataaat gaaatggtat ccaatacgtg aatcggaacc
  2067541 gatgccctgt cgaacttttt cgatatcagc ccctaatcgc tcagcaatat tagcaatctc
  2067601 attcatgaaa cttattttcg ttgccagcat gccgtttgca gcatactttg tcagttctgc
  2067661 actacggata tccattacta gcatacgatc atgatttcga ttaaaaggtt cgtataattc
  2067721 actgattaac tctagagcac cactgtcatc cgtatcaata ccaataacaa tacgttcagg
  2067781 ccgtttacaa tcagcaactg cggccccctc ttttaaaaac tcaggatttg ataccacact
  2067841 aaaatctatc ttctcaccgc gctgctccaa aatagcttgt ataacttgat gtactttatc
  2067901 cgctgtcccc acgggcactg tagatttatc gataatgacc ttaggtgagt ccatatacgt
  2067961 gccaatggta ctggccacat caaggacata tttaagatcg gcagcaccgt cttcatcagg
  2068021 aggtgtaccc acagcaataa attgaatgac gccatgtgcc acaccagctt gcgcatctgt
  2068081 tgaaaactgt aatctgcctg cctcatagtt ttctttgacc aacggagcca agcccggctc
  2068141 aaaaatagca atacggcctt ttttcaaatc ggcaacttta ttagcatcaa tatcgataca
  2068201 aaggacatca tgccccacct cggcaagcac tgtagcttga acaagtccca cataaccaat
  2068261 accaaaaacc gtaaccttca ttcgctcgat ctccgagttg aaattcaata ccagacttac
  2068321 tcccagtgat tatcggaaat taaccttaat ttatcctgag gtgacaaact gttatcgaaa
  2068381 attaataata tgtctgaatg taaattttta gactcaagtc gtcgcgaacg tatatctatc
  2068441 gatatttctc gcgatacgac catacacttc aattgacgtc agttaggctg attttactgg
  2068501 tttgttataa aaccatttat aaacaaggga aggtttaact cattggggaa aaaaaggaag
  2068561 tgaagcaaaa aactattatt gagatgacta ttcttcagca gcaagcatca gccttaaacg
  2068621 gctccctccg ccccatacct gacactgcca tgcttcacag cgctgactga cctggtttaa
  2068681 gtgtgctgtt tttaaggtcc ctaaagggac accattgtta agctgaatct ggtttttacc
  2068741 cgcgctgata tttgcatgca aaccggctga aaccaaaatt aaattctgat actcaacatg
  2068801 gtaataacca actaataaag gaaactgtcc atcaaggtgc gtacgtctta atagtagatt
  2068861 gacctgctta agtaaagatg acatctgtgg taaacgttgc tgttggtgtg ttaaatgctc
  2068921 ttgtaagatg ccattaaata gtacacgtaa taataatgcg gctaaaaccc cattatcacc
  2068981 cgcacgggtg acatccaaac aatagaaagc taaatcctta tcggataacg ctgcaatatc
  2069041 gagtaccaac cctggttttt ctaccatggt aagctggcga taatttatcc gacaatgagc
  2069101 aagggtttgt tgcgctggag gctgtaactg ttttaacaat tgtagggcac cacttggatt
  2069161 tttgcgtaaa gcctcccaat cctgaatgag ctctgtttcc tcaatagcat gggaagtaaa
  2069221 taatgtggga tacaagcagg ccaatacagc ttcacgtaaa cgattcaaat ccacgatagg
  2069281 tttcaatagc acatctttta cgcctaagcg taatacctga gcaatatccg ccatcttgtc
  2069341 agttgcagag atcactaata cagggatctt tatccctttc agtagtaact gctcaacaaa
  2069401 ctcaatcccc cccatcttcg gcatagccag atcgcaaagg atcaagtcag gagagtgacc
  2069461 ttttagctga tataaagccg ccagcccatt ttcggcctga tggattgtcg cgccaagtga
  2069521 gcagaggtat tccgccaaga cggtacggaa tacgacttca tcctcgacaa ctaaaatatt
  2069581 tttacctgct agtggttttt ccatgcactg cttctcttgc tcaccttgag tttaatagtg
  2069641 gctcaaaata gttgtttgtg cttgtcagaa attgtcatcc aattctgctt ttttatgcct
  2069701 atgtgaatgg acacatctga tcaagttgct cattgctcaa tttattggca tatggctcca
  2069761 ttctttaaca taagtaaggg gatattatct ccccgattta ttgtttggtg cctatgacgc
  2069821 cacagtgaac atttatcttt caggttgaac acatacatat ggtttacatt taataactaa
  2069881 aatataacga tatgactgga gggtacatag cgaagactga aatatgccaa accgatctat
  2069941 ttgatcatgt tcttattaca ttgattactt aattagatgc gtaccaacta gcactctact
  2070001 tgcagaagca tgtggtagga agaatatttg tgttatatcg ctaagattgg agaaagcatt
  2070061 gctggatgta acaccttctt tctgatggaa cgtttatccc tgaagttaaa caatttttta
  2070121 tgcaaaagca ccatggctca cgggaacact ctattactca taaaaatgct tttcagccaa
  2070181 tctaacatcc taaatttaaa gatatttatc taggtataaa tatacccacc ctacttcaag
  2070241 ctgcatgtgc gctcgttact cgagaccgca gcaagcagcg ttcaaatctg ctcctgacgc
  2070301 taagtgtcaa taacagttgt cacccctgta tcttgaaggg cgacgggtat aaagataatg
  2070361 tttgattgac ctgagtacgc aaacaaaata accaccataa aggtggctat tcagcgtaaa
  2070421 cattcggaat taagttaaat aaaaaggtta aacggcacct aataataaaa tattccacac
  2070481 ataggtaatt gcatattatg ctttcatttc acagataact cacaatggct actgtatcat
  2070541 tgcctacatg tcgaatttaa ttcagaatat tatgaagact gacggatgat tagaaataat
  2070601 aattaaccgt tgatagtgcc gaatgagacg ttcatttttt caaacattgc gataatttta
  2070661 ttgatgaatt tcatgggttg ctcctgtaaa tatcattatt ttatgtgacg cacatcacag
  2070721 ttactaagtt acgccataat ggaacgacgg tcaagttttt ttgtgatatc catcacaaaa
  2070781 ctttcatgcc gaaatattct taccaagacg aacaactttg aacctcaatc agtgattagg
  2070841 taagataggc gtacattgag taccaccatc ctatatagcc ctactctgta gtgatacgat
  2070901 aagagcgagt ggccttgctg attattctgg agaaattttg tcagaactgt gtccttgtgg
  2070961 cagcatcctt aattaccacg aatgctgcgg cccctacatc ctcggcactc aggttgcagc
  2071021 aaaaccggca atattgatgc gctcgcgcta ttgtgcttat gtagaaaaaa atgtggatta
  2071081 tctgattgct acctggcatc cagactgtca tgcacaggag tggcgagaaa gtatcattca
  2071141 aggctttacc aagacggtgt ggcatgggct aacagttatt gctgagactc ccggtcgcca
  2071201 tcctgatgaa gcttttgtgg agtttattgc ccgtttcacc gatgcagata atgcacagat
  2071261 aacggcaatg cacgaacgtt ctcgcttcct acgtataaaa gaacactggt actatattga
  2071321 cggtatccgc ccctctttgg gtagaaacga tacatgtctt tgcggttcgg ggaaaaaaca
  2071381 caagaaatgc tgtggccgtt aattaaacta tttctttatt gttactccta aaatatcaga
  2071441 cacttacaca acatgaaata atgttaagac aggatttacc accttatgcc acaccagaat
  2071501 gtacaaaaga aagtattgcg cactatttgc cctgacgcta aaggtttgat cgcaaagatc
  2071561 actaatatct gctacaagca ccaattgaat atcgtacaaa ataatgaatt tgttgatcac
  2071621 ctgactggtc gcttctttat gcgcaccgag cttgagggga tttttaacga tacgacatta
  2071681 ctggcagatc ttgacgatgc attacctgaa ggcactaatc gcgagttaca cgttgctggg
  2071741 cgccgccgca tcatcattat ggtaacgaaa gaagcacatt gccttggcga cttattaatg
  2071801 aagagtgctt atggtggctt agatgtagaa attgcggcag tcattggtaa ccatgatgca
  2071861 ttgcaaaatt tagtcgagcg ttttgatatc ccattccatc tggtcagcca tgaaggcctc
  2071921 acccgtgagc agcatgatca acagttgatt gagaaaattg aacaatatca accagattat
  2071981 gttgttctgg ctaaatatat gcgggtgcta acaccggcct ttgtgcaacg tttcccttat
  2072041 caaattatta atattcatca ttcatttttg cctgcattta tcggtgctcg gccataccac
  2072101 caagcgtatg aacgcggagt gaagattatt ggcgctactg ctcattacgt aaatgatagc
  2072161 ttggatgaag gcccaatcat catgcaggac gtgatcaatg tggatcattc ttatactgct
  2072221 gaagatatga tgcgtgctgg tcgtgatgta gaaaagaatg ttctcagtag tgcgctatac
  2072281 cgtgttctcg ctcaacgtgt ttttgtttac ggtaaccgca ctgttatcct ataaagtgat
  2072341 gttttttgtc tagatatcca tcttcacgga caaaaaagca ccgaacgaat tatttttttc
  2072401 atttcaagtc tttacagggg cgcttcattt gatatgatgc gccccgctta ccaagacagt
  2072461 attgataagc agcaaggcca gtggtggggt tcccgagcgg ccaaagggag cagactgtaa
  2072521 atctgccgtc atcgacttcg aaggttcgaa tccttccccc accaccattt ctaataatat
  2072581 ctctctctcc caaatacact aagcaataaa atagttctca tatctgggga aggtaagaac
  2072641 cttcgacaag gttcgcgccg agcgtagcga gacaacgacg caaagcggcg gcccgaaggg
  2072701 tgaggaacgc agtgacgaat aatccttccc ccaccactat ttctaataaa tatctccctc
  2072761 tcccaaatac actaagcaat aaaatagttc tcatatctgg ggaaggtaag aaccttcgac
  2072821 aaggttcgcg ccgagcgtag cgagacaacg acgcaaagcg gcggcccgaa gggtgaggaa
  2072881 cgcagtgacg aataatcctt cccccaccac catttctaat aaatatctcc ctctcccaaa
  2072941 tacactaagc aataaaatag ttctcatatc tgggaaaggt aagaaccttc gacaaggttc
  2073001 gcgccgagcg tagaatgcag tgacgagtcc tttcctcacc actgcttcat tttttctcta
  2073061 acttaaatta acgattactc caatgtatgt atataatcaa taagacgatt taatacgcta
  2073121 gagtgtgatc ttgatttgta aaaatataat ttattttcat ctttaaaatt cgttaaattt
  2073181 acaaaatcca actttgaatc accattaaaa tcatccatta ttgaatcggt aatacaaatg
  2073241 taacgtcctg aatagataaa attcaaacaa caggccaaat tatcaacctg cctaacacta
  2073301 accttatcat attgtttttt aacagattct tcaagtgact taacaaattt acttttgtat
  2073361 aatgtcggat tacataacca aacattactg tgaagaatat ttataatatc ttcactttca
  2073421 ttaattatat cctttctccc atatatacca aaaccaatat cttgtacttc gttcaaaagc
  2073481 ataaatcttt cactggctat tttctcagat gataatataa gtgaattccc atcataatct
  2073541 ccaatttcat caatattttc ataataaaac ttaattatat ttgcttgaat attgtttttt
  2073601 tctgcgattt tataaagttg agttaaattc tcacttttac cccagtcgta ataaatatta
  2073661 ataacatttg acacatgacc cgtgagatgc tttttagtta tttctttttc ttgttgatac
  2073721 aaatctttta gatcattgta tagaacctca ccatcacgtg tgaggctcat gccaaatttc
  2073781 tctcttttaa agagtttttt ccctattatg ctttcaaagt cttttatcga ttttgcaaca
  2073841 ggaggtgttg ttctattcat cactcttgcg gctttactta gcgaaccatt ctcaactact
  2073901 gccataaagg cttctaactt tcgagataga aacataattc accaatcctt tgtgtcaaaa
  2073961 gttcatcaga aaaaaccaca agtcataaag acgtctatgc tttagtcgct tgttatagat
  2074021 gtgtttaatt catttattat ctaaatacgc taaattaaac ttatcatggc tgagttataa
  2074081 attataaaaa tgactactgt atagattcta acaacgtaaa ttctcatgtt tctagatcaa
  2074141 tgttgagtgt ttgttatgta ttcccactgt agtatcacaa acatttctaa cagacataac
  2074201 actgtagatc catgattttt aataactaat ttttaacctc cctattacaa aatcaattaa
  2074261 cggattcagg tatataaagg tatgagacgt aataaaaatc tatgatttac gttttaaaat
  2074321 aagggaaact agtcgcatct atatcaatat cttcaagttt aaaactgtca gaaaagtgat
  2074381 taattttatt ataaatttta aaattataaa ttaataacgc cctaaattta ctcataaata
  2074441 tcgtagcaaa tagtttaatt tctttgggta attaaataat caccttagac aaatcacctt
  2074501 tattaaaatt agtcattaaa ataatagttt aatgatctta aaaaatcacc aagtaattaa
  2074561 attattcttt ttaagaaatt attaatattt tctcttgatt atagatcaat aaataagcat
  2074621 ttatataatc agttcaataa ataggaaata catcagatta ttttatactc agccagaaca
  2074681 ttacattctt cttcttattc tgctaatatc cactcacatt ttttagccaa aaacggtgct
  2074741 gaccatgaag ttcgtttctt ttaatatcaa tggcctacgt gctcgtcctc atcaattagc
  2074801 cgcaataatt gagcagcatc aaccggatgt gatcggccta caagaaacta aggtacatga
  2074861 tgatatgttt cctcttgaag acgtcagcca gcatggttac cacgtttttt accatgggca
  2074921 aaaaggtcat tacggtgttg cactattgac gaaagaacag ccactggctg tgcgccgagg
  2074981 tttcccaagc gatgaagaag atgcacagcg ccgtattatc atggccgact tagccacccc
  2075041 gcaaggcacc ttaacggtaa tcaatggtta ttttcctcag ggagaaagtc gtgaccatcc
  2075101 aataaagttc cccgctaaag cgcgctttta tgctgacctg caacgctatc ttgaggagca
  2075161 actctcccct gaggcccagg tacttatcat gggggacttg aatatcagtc caaccgattt
  2075221 agatatcggt attggtgaag ataaccgtaa acgctggctg cgcacaggca aatgctcgtt
  2075281 cttaccagaa gaacgagagt ggctggaacg tctgcaaaac tgggggttgg ttgatacttt
  2075341 ccgcgcggct aatcctgatt gtaatgacca tttttcatgg tttgattacc gttcccgtgg
  2075401 ttttgatgaa aacagaggcc ttcgcatcga tttattgctg gccagtcaac cactggcggc
  2075461 tcgttgtatt gctacaggta ttgattatgc aatccgtggg atggaaaaac catcagacca
  2075521 cgcgccggtt tggtccgaat tctcacttta atgtctgcgc cctgtttaaa tacagggcca
  2075581 cctctcaagc gtattaagca catttatccg tcattaggta aatttatcca taatcaggta
  2075641 aacacgaaat gattgatgtc gtcgccgcca ttatagaacg ggatgggaag atattactgg
  2075701 cccagcggga tgggcaaagc gatcaagcag ggctgtggga atttcctgga ggcaaagttg
  2075761 aggctggaga aactcagcct caggcgctga tccgtgagct tgccgaagag ttaggtatcg
  2075821 aggccactgt cgctgggtat atcgcaacca accaatgggt agcagccaat aaccgtatcc
  2075881 gcttacatgc ctggtatgtt aaccatttta gcggagagcc agtaaggcat tgccatgcgg
  2075941 cgtttatctg gctgacgccg ctggaggcgt accgctactc tctggcgccc gcagatattc
  2076001 cgctgctaga cgcgtttatc gcacagagac aataaaccta cagagaacta tctggttagt
  2076061 cttttccaaa tcagtggatt ggtgccaata acaccggcat cacgcacaca ttgtaaaatc
  2076121 tcaccttcaa tccgtaatac cgcgccttct gaataattct gattttgata aacacagcaa
  2076181 cgcgtgcacg ggttgttgtt cgtgttacgg tttgatgagt tattccatac ctccggtggc
  2076241 aaaggaacaa tcacatcaac attgctacga ttcgctaatg ccgcaccaga aataagtgtg
  2076301 gcaaagccaa tgcaactcaa tagcaaccgt gttttcatga tttactctcc ttggccttag
  2076361 acgatatttt tttacgtttc ttgggtgccc ctgaagggcc gacgggtaac ccacggaaaa
  2076421 cctgtggaga acgattttgt ttcgcctgac taattaaatc ctgcaatgtc atcaccagtg
  2076481 gttgcataaa atcttgatag cggcagtttt tttcactgat ttgtgtcaac gttgattccc
  2076541 aatgtgctgt catatctggc cgtgccgcaa tatccggtaa tgcatgaatc aacgcgcgtc
  2076601 ccgcagggct ggcatgtata taacgccctt tcttaaagag aaaagtgcgc ttgaagagca
  2076661 gttcgataat acctgctcga gtggcttccg tacccaagcc atcggtggct cgcaaaactt
  2076721 ttttcagttc tttatcctgt acgaaacgcg caattcctgt catcgccgat aataaactgg
  2076781 cgtcggtgaa aggccggggt ggctgagttt gtcgttcaac aacctcaccg cgttcgcata
  2076841 ataattcagc ccctttggct accaccggca atggcgctcc ttcgttctct tcatcacgct
  2076901 ctttactgcc cagtaaggtc cgccatcccg cctcggccaa aaagcgtgcc ttggcaataa
  2076961 atttcccgcc agcgatatcc aattcaatca cacacttacg gaactgtgca tctggacaga
  2077021 attgcatcag atattgctgt gccaccaacc ggtatacttt gccttcatcc gtcgtcaaat
  2077081 tcactttgct ggcacatgcg gttgggataa tagcgtggtg cgcatcgact tttttatcat
  2077141 cccagcagcg gttgcgccga tcactatcca tgacctcaag cggcaaaagg tctgactgat
  2077201 gaagactaat ggcattaagc accgaatgac gcccggcaaa atgctcttca ggtagatatc
  2077261 ggcaatccga acggggatac gtaatcaatt tgtgcgtttc atacaaccgt tggcaaatat
  2077321 ccaatacttg ctgagcactg aggccgaaac gttttgcagc ttcgatttgt aatgtagaca
  2077381 aggagaatgg caacggtgcc gtttccgatt cccgtttatc attataggat gtcaccagcg
  2077441 cgggctggcc ggttatgcga ttgacaacat gttctgcaag cggccgatgc aacaagcgcc
  2077501 cttcttcgtc ctgataagat tcgcaggagt cactcggctg ccagagagca ataaaacgtt
  2077561 cgtctgcagg cgtcactatg tgggctttaa cttcaaaaaa atctttggga atgaagcttt
  2077621 caatctcttc atcacggcga acaaccagcc ccaatacggg cgtttgtacc cgcccgacgg
  2077681 ataaaacacc gtcatagccc gcattgcgcc caagaatggt ataggcgcga gtcatattga
  2077741 tgccatagag ccaatcggct ctggctcgag ccaacgcaga aacacacagc gggataaact
  2077801 cgcggttata acgcaagcgc tccactgcac gctcaaccgc ctgtgggttt aaatcgttaa
  2077861 tcaagcaacg acgaacattt tgccgtttct ctgcggccaa tcccaaataa tccagcacct
  2077921 catcaactaa cagttgccct tctctatccg ggtcgccagc atggaccact tcatcggctt
  2077981 gctgtaacag ttgcttaatc acattgagtt gtttgctgac ggaaggacga ggttgtagct
  2078041 gccatttttc aggaatgatc ggtaagtccg ctaatgacca acgtgcataa cggctgtcat
  2078101 aagcatccgg ctgggcttgt tcgagtaaat gaccaacaca ccaggtcacc atttgatcat
  2078161 taccacaggc gatgaatcca tcacctcgac gatgcggttt tggcaaaata tctgcaatcg
  2078221 ctcgcgctaa actgggtttt tcggcaataa acagtcgcat cattcaccgc ataaatacgt
  2078281 caaagaaaac atcacgctac aatccatcac actacaatcc atcacactac aatccatcac
  2078341 actacaatct caatcagcgc ccggcgacta tccgccgagg ttaattcacc aattgggctg
  2078401 agggtcattc cgtgctgagc ggcaatggcc tgtacatcgg cttcagcatc aggtaagacc
  2078461 gccaacagta atccgccaga ggtttgagga tcacaaagta attgtttttg taaatcagac
  2078521 atattaccga tcaggtgacc ataactgtcg aaattacgcc cagtcccccc tggaacacaa
  2078581 ccttcagcaa tatagtcttc aacggcaggt aaacgtggga tcgcagagta atgcagaatg
  2078641 gcctggacac cagaaccctg acaaatttca ctcaaatgcc ccaacagacc aaaccccgtg
  2078701 acatcggtca tggcggtaac accgggaata tgcgcaaaat cagcgccggg cttattcaac
  2078761 tgacacatgg tttccgttgc caatccccga tgttctggcc gtaatttact tttcttttcg
  2078821 gctgtcgtta agatgccaat gcccaatggc ttggtcaaaa acagtttgca tcctggcttt
  2078881 gcagcactgt ttttcttaac ctgttcagtg ctgacaattc cggtaacagc caaacccaaa
  2078941 atgggttcag gggcatcaat agagtgcccg cctgccaaag aaatccccgc ttgctggcaa
  2079001 acatatcgcc caccctcgat cacttgctgt gcgatttcgg gtgccagttt gtcaatgggc
  2079061 caccccaaaa tagcaatagc cattatgggt ttaccgccca tagcatatac atcgctgatc
  2079121 gcgtttgtgg cggcaatacg cccaaaatca aaaggatcat caacgatcgg cataaaaaaa
  2079181 tcagtcgtgc tgataatgcc aacaccgtta ccaatatcat aaaccgctgc atcatcacgc
  2079241 gtttcattgc ccaccagcaa ccggggatca aaaaactttt gttgctcagt atgcaaaatt
  2079301 ttatccaaaa cttttggtga aatcttgcaa ccacagcccg ctccgtggct gtattgagta
  2079361 agacgtatcg ctggcgatgc catagaactc tcccgttagg tcattcggtg ataagcagtt
  2079421 tagtaagtcg tcgattgatt caataaaata atccccagat tgcctatggt agcgcttaag
  2079481 acgtggcttg gtaagtgcgg tgcccctgtc gggcagatag gttggtcaca aagcaggcta
  2079541 aaacgcagct tattccccgt aaagaacata agctgcataa catgagtgaa gacaaaacgc
  2079601 gcaagactta gaaatagcgg acaaaagcgc tgtggtctgg aggcatgatt ttagttgcag
  2079661 attttaattg cggtgtcccg agatacaaaa agccgactat ttcgtcttgt tcacgacacg
  2079721 caaacccctg acgaacaact gggtggtggg tccaagaacc ggtgcgccaa ataccattaa
  2079781 acccctgtgc caaagcagcc atttgcatgg cttgcaccgc acaaccggca gaaacaacct
  2079841 gttcccaatt aggcactttg gcattctcag ttacatgggc gatcaccgta ataatcagcg
  2079901 gagcacgaaa aggtgcctgc ttcgctttct ctaagaccgt ctcatcagca ccatcttgct
  2079961 gaaccgcttt ttgtaacaat tgactaaaac gcactaaccc ttcgttttca atcagaacaa
  2080021 agcgccatgg ctgcaaggca ccatggtccg gagctcgcat acctgcgtga ataatatggt
  2080081 ccaagacctc accggctggg gccggagcgg ttaaacggga cgccgagcgg cggttaagta
  2080141 agagttccaa cgcatccatt attatctcct gataacgatt ttcattttca gcacggtagc
  2080201 ataagtttac gttttgttgc cagcgttgac ctatcagcta ggcttatcga tgatttaaag
  2080261 ctgacttttt ttcatcaggt cattaggata accctacttt cccggttttg ttggagatca
  2080321 tatgcgcact ttgtggcgaa ttattgctgg ttttttcaag tggacctggc gtctactgaa
  2080381 tttcaccaga gagcttatcc ttaatctttt tttggcactg cttattttga tcggtgtcgg
  2080441 tatttatttt caatttcaaa gtaagcctgt ggagccagtt aaaggtgccc tgctggtaaa
  2080501 tttaagcggt gtgatcgtag atcaacctgc tatcaataat aaactacgcc aatggggacg
  2080561 tgagctatta ggggcatcca gtaaccgcct acaggaaaac tccctgtttg atattgtaga
  2080621 aaccattcga ctggcaaaag acgatgacaa tattaacggc ctggttctgt ctctgagtga
  2080681 cttaacgggg gcagatcaat cctcgctgca atatattggt aaggctctac gggaatttcg
  2080741 cgacaccggc aagaaaattt atgccgtcgg cgacagctac aatcaaaccc aatactattt
  2080801 agccagtttt gctaataaga tttatctctc gccacaaggg gctgttgacc tacacggttt
  2080861 tgccagcaat aacctttatt acaagtcact gctggaaaat cttaaagtca cgaccaatat
  2080921 cttccgcgta gggacttata aatcagcagt tgaaccgatg atccgtaatg atatgtccgc
  2080981 cgctgcccgt gaagccgata gccgctgggt gggtggcttg tggcaaaact acctcaccac
  2081041 ggtctccgct aaccgccgac tcaccccaga acaactgttc cctggggccg caggggtgat
  2081101 cagtggctta caggtagcgg gtggctcaca agctaaatac gcactggata gcaaactggt
  2081161 agaccaatta gcagcccgac cagaagtaga aagtgcactg gttgaagcct ttggctggaa
  2081221 taaaaagact aatgacttca actacatcag tatttatgac tatcagccaa cacccgcacc
  2081281 acagcaaggg gaacagatag cggttctctt cgctaacgga gcaattattg acggcccgca
  2081341 accccctggg aacgtggggg gagatacgct ggcagcacaa attcgccagg cccgtttaga
  2081401 tccaaagatt aaagcggtta tcttgcgtgt aaacagccct ggcggcagtg tgagcgcttc
  2081461 tgaactgatc cgcgccgaat tggctgcatt acgtgctgcc cataagccat tggtggtatc
  2081521 aatgggtgga atggcggctt ctggtggata ttggatctca acaccagcga actatatcgt
  2081581 tgccagccca agcactctga ccggctccat tggtattttc ggtgtgatta acaccttcca
  2081641 aaattcactg gcaagtattg gtgtccatac agacggtgtc gcgacatcac cattagctga
  2081701 cgtgtcactg accaaagcat tgccgcctga gttctctcag atgatgcaaa tcaatatcga
  2081761 aaatgggtat aaaaccttta ttgatttggt tgcaacttct cgccacaaga cccctgagca
  2081821 agtggatcaa attgcacaag gccatgtgtg gattggcctc gatgctaaaa gtaacggttt
  2081881 agtcgatcaa ctcggcgatt ttgatgatgc cgtgaaaaag gcggcagaac tggccaaact
  2081941 gaagacttgg caattgaatt ggtttgttga tgagccaagc ttaagcgacc ttattttggg
  2082001 tcaaatgagc gcgtcggtgc acgctatgtt gccagcggct attcagacgt ggttacccgc
  2082061 gcctttatct gctatggcgc ttgcggttaa agatcaacct ggtttattca ataccctgaa
  2082121 tgatccgcag aatcgttatg ctctgtgcct aacctgtggt gatgtccgct aataatcgtc
  2082181 ctaaaataca gatagatatt cagcccgata cccatcgggc tgtttttcct cgctgagctc
  2082241 cttataattc aatcatccaa tcccagcatt acttttcagg tatcccccat gcagaagaaa
  2082301 tctatttacg tcgcttacac gggtggcacc attggtatgc aacgttcaga taatgggtac
  2082361 attcccgtat ccggtcattt gcaacgccaa ctggctttaa tgcctgagtt ccatcgtccg
  2082421 gagatgcctg attttactat ccatgaatat gcaccattaa ttgattcttc ggatatgacc
  2082481 ccggaggatt ggcagcatat tgccaatgat attcagcaaa attatgacct atatgatggc
  2082541 ttcgtcattt tacatggtac cgataccatg gcatttactg cttccgccct gtccttcatg
  2082601 ttggaaaatc tggccaaacc tgtgattatt accggctcac aaattccatt ggccgagcta
  2082661 cgctctgatg ggcaaaccaa tttgttgaat gccctctatc tggcagccaa ccatccggtg
  2082721 aatgaagtca gcttattctt caataaccaa ctgttccgtg gcaaccgcac caccaaggcc
  2082781 catgccgatg gctttgatgc tttcgcctcg cctaatcttt ccgtattact ggaggcaggg
  2082841 atccatattc gccgccaatc atcggtcgtg tcacccacca gtaatggtcc actgattgtc
  2082901 catcgcatta cgccacagcc gattggggtg gtcactatct acccagggat atccggtgcc
  2082961 gtagtgcgga actttctact gcaacccgtg aaagccttaa ttttacgctc ctatggggta
  2083021 ggcaacgcac cgcagaaagc agaactgctg gatgaactaa aaaacgccag tgaccgtggt
  2083081 attgtcgtcg tgaatttgac gcagtgtatt tccggcagtg tcaatatggg gggctatgca
  2083141 acgggtaatg ccttagccca agctggggtg atcagtggat ttgacatgac agtcgaagcg
  2083201 gcgttgacaa aactgcatta tttgttgagc caatctttat ctcctaacga gattcgccaa
  2083261 ctgatgcagc aaaatttacg tggtgaatta accgatactc aataactttt ggggttttaa
  2083321 tgaaagcagc cttgctctta atcgatttac aaaacgactt ttgtcctggt ggagcgttgg
  2083381 ctgttagtga aggtgatgag gtcattagcg tggctaaccg catgattgaa gcctgtctcg
  2083441 caaaaaacat accggtgatt gccagccaag attggcaccc aattgagcac cgtagctttg
  2083501 cggtgaacgc caaggcggag ccgggcacag ttggggaact agaagggtta gtacaagtat
  2083561 ggtggccggt acattgtgtt caggaacaac caggggcagc attgcaccca cagctgaaac
  2083621 aaggcgctat tacagctatt tttcgcaaag ggcaaaaccc tgatatcgac agttacagca
  2083681 ctttcttcga caatggccgg cgagctaaaa cagcattaga tagctggcta caacagcata
  2083741 gcattgacca cctgtatgtt atggggctgg ccacagatta ctgtgtgaaa tatagcgtac
  2083801 tggatgcact cgctttgggt tatcaaacca cggttatcag tgatgggtgt cgtggggtaa
  2083861 acttgcaacc acaagacagc caactggctt tcgatgcaat gagcgatgca ggcgccaact
  2083921 tactggctct tgaacaatgc ctggctgaag tcgtttcagc cgactgatcg ctttctgcgc
  2083981 aaaaatgggc gcctgcctcg gcgcccattt tttgtattca gaaaaccctc tgccaggcag
  2084041 caatgccgga ggatattgat tatgtgagga tacgcaactc aattttgcgt accttagcga
  2084101 ttattctggt ttcaacttaa ccaacgttga ctgactgaac tgctgtttca gctcttgttt
  2084161 ggttttcatc actatctgac catctgtgcc aatactcata tgttgagcat cacggttatg
  2084221 gcgggcctgc cacagcataa ccatttgcag actattttcc ttctgctcag atgtcagcgc
  2084281 cacaccatct ggccacttcc ccagttcaac ggcttgcact aaacgctggt atatttcggg
  2084341 ggtcattact gaaatcaggt cttcaagctc catcagagca tcctcggata aacgaataat
  2084401 aagctgaatc gattcttcat agatgtaatt acgatgtttc tcttcagcct gcagtttgct
  2084461 caccattttg gtcatcaacg aaattcagtg acgccgaatt tatgcaataa cgttcacccg
  2084521 taggctgcgg tccgtcgggg aatacatgcc ccaaatgggc atcacaatta ccacaacgaa
  2084581 tttcgatacg atgcatatta tgagaataat catcaatata gcgtattgaa tcagcgtcaa
  2084641 tgggttgata gaagcttggc caaccacagc cagaatcaaa ctttgattca gagataaaga
  2084701 gcggctggtg acaacacaga cattggtaca ccccatcacg cttattgtgc aacaatttgc
  2084761 ccgtgaaggg ggcttccgtt ccacgttctt gggtgacata ccgctgaata tcggacagtt
  2084821 tctcaatatt ttctgtaggg ttcagttctt tggccatttt tgcggttctc tggcagggaa
  2084881 taaagtcaac gaaaacaacg tctaataata acaaaaaatt aacaacaaag cagttaaaat
  2084941 tgtcctaaac tgtatgccat cgaggtggca acggcgtaaa tgtgataaaa atcgcaaata
  2085001 ttatcgatta tcactttaaa ctgaatattg tgccccaaca tagtaacgag gcttatcgta
  2085061 tctggaaacg tgtaattaat gttcgaacta ccgcccttgg tttgatttgt agcaataatt
  2085121 gacacgattc cgcttgacgc tcggcaaggt ttttgtaatt ttacaaccaa ccttttattc
  2085181 actaacaaat agctggtgga atatatgact atcaaagtag gtatcaacgg ttttggccgt
  2085241 atcggtcgca ttgttttccg tgctgctcag gaacgttctg acatcgaaat cgttgcaatc
  2085301 aacgatctgt tggacgctga ttacatggca tacatgctga aatacgactc tacccacggt
  2085361 cgtttcgacg gtactgtaga agtaaaagac ggccatctgg ttgttaacgg taaaaccatc
  2085421 cgtgttaccg cagagagaga tccggctaac ctgaagtgga acgaagttaa cgttgatgtt
  2085481 gttgctgaag caactggcct gttcctgact gacgaaactg cacgtaagca catcgctgct
  2085541 ggcgctaaga aagttgttct gactggtcca tctaaagatg acacccctat gttcgttatg
  2085601 ggcgttaacc acaaagctta cgcaggccaa gaaatcgttt ctaacgcttc ttgtaccact
  2085661 aactgcctgg ctccactggc taaagtaatc aacgacaaat ttggtatcgt tgaagcgctg
  2085721 atgaccactg tacatgcgac taccgcaact caaaaaactg ttgatggccc gtctcataaa
  2085781 gactggcgcg gcggccgcgg cgcatcccag aacatcatcc cttcttctac cggtgcggct
  2085841 aaagcagtag gtaaagttat tccagaactg aacggtaaac tgacgggtat ggcgttccgc
  2085901 gtccctactc ctaacgtttc tgttgttgac ctgaccgcac gtctggagaa accagcttct
  2085961 tataaagaaa tctgtgctgc gatcaaagcg gcttcagaag gcgagctgaa aggcgttctg
  2086021 ggctataccg aagatgacgt tgtttctacc gatttcaacg gcgaaaaact gacttcagta
  2086081 tttgatgcta aagcgggtat cgcgctgaat gacaactttg tgaaactggt ttcttggtac
  2086141 gataacgaaa ctggttactc aaacaaagtt ctggatctga tctctcacat ctccaagtaa
  2086201 tcgattgatg tagatttcta cctaaagcca ctcacgcgag tggcttttct tgtttatagc
  2086261 gccgaataag atttgccgcc ctattcccaa ccccatcctc tccctctacg ttctactcca
  2086321 gtaagtcatt ctgatgagta actgattcgg ctaagtacgc actgctaaca tctcagccat
  2086381 ctcagcatga aggataatct tgcgccatat caatgattcg ccacacctgc atcgcacgct
  2086441 tgctgcaaga ttcaatgcct gtgatattat cgaaagactg aagctcaact gaatccagta
  2086501 taaggccaaa cgaatgaacg agaaagtatt tactctccct gttgttgaac aaatttctcc
  2086561 ttatatcagc cagcgtcaac tggatgaatt gccggtagtg gttgtttctc atcctaaggt
  2086621 gcgtgcggca ataagtttgc agggggccca cttactggcc tatcaaccca gtggtgagca
  2086681 acccattatc tggctgagca ataacacgcc ttttaaagaa ggtattgcga ttcgtggagg
  2086741 ggttccaatt tgttggcctt ggtttggccc aaccgcacaa cctgcccatg gttttgcccg
  2086801 catcttgcca tggacgctca gtgctcatga tgaaaatgaa aacggcgtca ttctgacttt
  2086861 cacccttgaa gacaacgaca tgacccgcca atactggcca catgccttca ccctgatcgc
  2086921 ccgtttcaag ttgggagatg aatgtgaagt tgaactggaa tcacacggtg attatcaggc
  2086981 tgctgcggca ttacatacct acttccagat tggcgatata agccaaatta aagtcagcgg
  2087041 gctgggtgag aaatatttag ataaagtgct gaaagttgcc gatgtcactc aacaaggcga
  2087101 tttagtcttt aacggccaaa ctgaccgtgt ctatacccaa cctgaagcct atagtctgat
  2087161 aaaagatgcc gcgctgaaac gaactattga ggtccatcac catcaccaaa gtgatgtggt
  2087221 tgcctggaac cccggcgctg aattgtcctg cagcatggta gatatgccaa atgatggcta
  2087281 taaaacgatg gtttgcgtag aaaccgcacg agtcaacaag ccattggtgg ctgcgcctga
  2087341 tgcaccagca cgtttggcga tgaccatccg tagtcgtaaa aacacctaat cccggcagtc
  2087401 cggtcaatat aaaaatgggg cctttggccc catggtcttg ctcatagcaa ctcaacgctg
  2087461 attagcggaa tgtataggta acgcctgtcc acaacacgcc agtgtatgat tgatccacca
  2087521 ttgggctgtt tttaacttca ttagccagac ggatataacg gccagtaaag aaagcattcc
  2087581 aatttggatt gatgttgtaa ttagcagaca gctccaaata cggtgaccag ctatcgcttg
  2087641 ggttatattc agccaaacca ctgcgcgcag actcaccacg gctcacacca taataatagc
  2087701 tattctgatc tttgctgctc caactcacac cgacacccgg cgttaacgtc cagctatcaa
  2087761 tgctaaagcg gtacaaatac gctaagtcac cgacaaaacc atcactgtta tccaatatat
  2087821 caccagcaaa catcgcacgc agagtccccc aatcctcaat gtgagaataa gacatccctg
  2087881 ccatcatggt gctacgacgt ctattgagtt gcttcatctg ctgatcgtca ctgtcaccgg
  2087941 gtttgaagtg cagtggtgag tagaaagcat cgatggataa acgattactg ctatcgttcc
  2088001 acaggtaata acctgctgcc agcgttcgga agtaaaaatt atcgctctca taagagacaa
  2088061 caggtacggg atagacacga tcattcttgc cacggtaagg gtccgggctg actaatgcag
  2088121 aagcccccag agaccaattt cccgcattgg cggttggcat gcaaacagcc aatgcaaccg
  2088181 ttaaagccgc cagcgttttt atttggttca tttctttacg atcttttttc acgaagtaaa
  2088241 ttcccttagt aacaaaataa tcagctaact tagtgtaaat caattggttg ccagtagcga
  2088301 aatctttaca tatgaaaaat tgatgtaagt gccctctgct tcacttacta ccaatcatgg
  2088361 actcactggc aatcccaaat ttacgtctat ttaattacaa taaaataacg agatattcaa
  2088421 acagataagt ccaattaatc atatacaaca tactgacaat gaaataaaaa atagatttaa
  2088481 ttactaaata atggttattt attgttctaa gggtggcaaa tctatggtca gggctaactt
  2088541 gacctttaga ggagacgcga ccataacaat aaggtagtag tttcaaaatt ttaacccaat
  2088601 aaagcactgc tactctttta tgttcccaac cattcaaaca ggacgggcat cgctatgaac
  2088661 atatttgatc attatcgcca gcgctatgaa gcggccaagg acgaagagtt cactctgcag
  2088721 gaattcctcg ctatctgtca gcaagatcgt agtgcgtatg ccaatgcggc tgaacgtctg
  2088781 ctgatggcta ttggtgagcc agtcatggtc gataccgcac tagaatcccg catgtctcgg
  2088841 ctattttcta atcgagttat cgcgcgttat cctgcgtttg aagagttcta tggcatggag
  2088901 gaagccatag aacagattgt ttcttatctc aaacatgccg ctcaaggact ggaagagaag
  2088961 aaacaaatcc tttatttgct cggcccggtc ggcgggggta aatcatcact ggcggagcgc
  2089021 ttaaaagcgc tgatgcaacg tgtgcctatc tatatattaa gtgctaatgg cgaacgtagc
  2089081 cccgtgaatg accatcctct gtgcctattt aacccgcagg aagatgcggc aattttggcc
  2089141 aaagagtaca acattccaaa ccgctatctc ggtactatca tgtcgccatg ggcggcaaaa
  2089201 cggctacatg agtttggcgg tgacatcact aaattcaagg ttatcaaagt ctggccttct
  2089261 atccttgaac agattgcgat agcaaaaact gaacccggtg atgagaataa tcaggatatt
  2089321 tccgcattgg tgggaaaagt ggatatccgt aagctggagc atcacgccca gaacgatcct
  2089381 gacgcctatg gttattccgg tgcattgtgc cgcgcaaacc aagggataat ggaattcgtt
  2089441 gagatgttta aagcacctat taaagtgctg catccattat tgaccgcaac gcaggaagga
  2089501 aactataacg gaacggaggg aatatccgcc cttccattta gtggaattat tctcgcgcac
  2089561 tcaaacgaat ctgaatgggt gacattccgt aataataaaa acaatgaggc cttccttgac
  2089621 cgtgtttata tcgtcaaagt gccttactgc ctacgggtct cggaagagat caaaatttat
  2089681 gacaagttgc tccagaacag tgaactgacc catgcacctt gtgctccggg gacgttggaa
  2089741 acgctggcac ggttctcgat tctttcgcga atgaaagagc cagcgaattc cagcatttac
  2089801 tccaaaatgc gggtgtatga cggtgaaagt ttgaaagata ccgatccaaa agccaaatct
  2089861 tatcaggagt atcgggatta cgcgggggtt gatgaaggga tgagcggcct atccacccgt
  2089921 ttcgccttta aaattctgtc gcgggtattt aactttgacc atgctgaagt ggcagccaac
  2089981 ccagttcatc tgttttatgt gttagaacaa caaattgagc gtgaacagtt ccaacaagat
  2090041 attgcagaga aataccttga gcacttaaaa ggttatctga tcccaaaata tgccgaattt
  2090101 atcgggaaag agatccaaac cgcctatctg gaatcttact ctgaatacgg ccagaacata
  2090161 tttgaccgtt atgttatcta tgctgatttt tggattcagg atcaagagta ccgagatcct
  2090221 gataccggtc agctgtttga ccgtgaatca ctgaatgcag aattggagaa aattgaaaaa
  2090281 cccgcaggta tcagtaatcc aaaagatttt cgtaatgaaa ttgtcaactt tgtgttacgc
  2090341 gccagagcaa ataacaatgg ccgtaatcca aactggacca gttatgaaaa gttgcgcacg
  2090401 gtgatcgaga agaaaatgtt ctccaatacc gaagagttac tgccggttat ctcctttaat
  2090461 gccaaaacgt caacggatga acagaaaaag catgatgatt ttgtcgatag gatgatggag
  2090521 aaaggttata cccgtaagca agttcgtttg ctatgtgaat ggtatctgcg ggtaagaaag
  2090581 tcttcataat ttttctatcg aaaatagagt tcaggcacag gaaggcaaaa ctatgcacta
  2090641 cgtccttggc gttgccgcta accatgctgt aacgccaagg acaaagggac agtgtgaggc
  2090701 cggtggatgc aagcttggca aagtcgtttg ggggatatat gggctatttc attgacagac
  2090761 gacttaacgg caagaataaa agcatggtga atcgccagcg ctttttacgc cgctataagt
  2090821 cgcaaattaa acaatcgatt gccgatgcca tcaacaaacg gtcggtaacc gatatagaaa
  2090881 gtggcgagtc agtttcaata cctatcgacg acatcaatga gccaatgttt catcaaggca
  2090941 atggtgggtt gcgccatcga gtgcaccctg gcaatgacca ctttatcacc aatgaccggg
  2091001 tagaccgccc tcaaggcggc ggtggcggcg gtagcggtca aggtaatgcc ggtaaagatg
  2091061 gtgaaggtga ggatgagttt gtctttcaga tctctaaaga tgaatacctg gacttactgt
  2091121 ttgaagatct cgccctgccc aatctgaaaa gaaaccagta taaacagctg gcagaattta
  2091181 agacacaccg agcgggatat acctctaatg gcgtgccagc caatatcagt gtggtacgtt
  2091241 cactgcagaa ttcactggct cgccggactg cgatgaccgc cagcaaacgg cgcgagttgc
  2091301 gtgaactgga ggcggcgctt actgtgctgg agaattctga gccagcgcaa ttgttagaag
  2091361 aagaacgctt acgcaaggcg attaccgagt taaagcaaaa aattgctcgg gttccgttta
  2091421 ttgatacctt tgatttacgc tataaaaatt acgagcgtcg ccctgaaccc tccagtcaag
  2091481 ccgtcatgtt ctgcttgatg gatgtctcgg gatccatgga ccaagccacg aaagatatgg
  2091541 ctaagcggtt ttatattctg ctctatctct tcctgagccg gacctataaa aacgtcgatg
  2091601 tggtgtatat ccgccaccat acgcaagcca aagaagtgga tgaacaggag tttttctact
  2091661 cgcaagaaac cggcggaacc atcgtctcca gtgcactgaa attgatggat gaagtggttc
  2091721 aagagcgtta taacccggcg cagtggaaca tttatgccgc tcaggcttct gatggtgata
  2091781 actgggcaga tgactcaccg ttgtgccatg aattactggc caaaaagatt ctaccggtgg
  2091841 tgcgttacta cagttatatc gagataaccc gccgcgctca tcaaacgtta tggcgcgagt
  2091901 atgaagatct ggaagagaaa ttcgacaact ttgccataca acatattcgt gaacccgaag
  2091961 atatttatcc cgtcttccgt gagttgttcc acaaacagac cgtagataat tagcagcaat
  2092021 atcagccggt taattttttc ttgttcagaa agcattttcc ggctttttct atgggctaaa
  2092081 attatcactt cccgctattt gtggatcacg agctgaattg atgaaatggt atgatggact
  2092141 acggcatccg ggtgtattgg cggcattgtc tgctgcaata ctgtttggtg ccggtacccc
  2092201 tctggcaaaa caattactga ataccgttag cccctggtta ttggccggtt tactttacct
  2092261 tggctcgggt attggcttaa cactctaccg tttgatcact cgcccggcgg cggtgagcct
  2092321 gccccgtaat gaattattgt ggtttattgg tgccatcctc tccgggggga tcatcgcacc
  2092381 cgtgctgcta atggtcggcc tcacgggtat gcccgcctct ggcgcatcac tgttactcaa
  2092441 tgctgaaggg gtattcaccg cccttttagc ctggtttgcc ttcaaagaga atgttgaccg
  2092501 tcgtattgct ctggggatgg tgattatcat cgctggcgca gttgtgctta gctggccaga
  2092561 agaagtactt aactggtggc caaaagaggc tcaatttgcc ggattatggc cgacgctggc
  2092621 cattttaggt gcctgctttg cctggggaat tgataacaat ctgacccgta aagtctcgct
  2092681 gaacgatgca acctggattg ccgccgtcaa agggggcgtt gccggagtgg ttaatctggc
  2092741 gctggccttc gccctcggag caacattgcc ccctttggca aatctcgctg gcgcattgtt
  2092801 ggttggattt ttggcttatg gtgtcagttt ggcgctattt gtcattggat tacgtcacct
  2092861 cggtactgcc cgcaccggtg cctatttttc tattgctccg ttcttaggcg cagtgttggc
  2092921 tgtcgcctta ggtgacactg tcaccattcc gttgctcatc gcgggtcttt tgatggcgat
  2092981 agggatcggg ttacatctta cggagcagca tgaacatcaa catacccatg atgaaatgat
  2093041 acatgagcat gaacatattc atgacgaaca tcatcaacat cgccatgact ttccggtaga
  2093101 cgcgggtacc gcgcataagc atcgtcatca gcacctaccg atggcacact ctcattcgca
  2093161 ttttcctgat tcacaccatc agcataaaca tcctcgacat aagcataatc aacataagta
  2093221 tcatcaacat aagcactagc ggtgcaaacg ttagcggtat aaacaccaaa ctctcaccgt
  2093281 tcatccaatt ggctgaagcg ctgaacaaga taatccaata cgctgcgtac cgaaggtagc
  2093341 aacccgcgcc ttgaaggata gacagcatga ataatctcat ggcggactga ccaatcaggc
  2093401 aataggcgaa ctaatgtgcc ttcggccagt tgttccgtca ccatcatcag tggcaattgt
  2093461 actaccccta caccggccaa tgccgcactg cgtaaggtat tcatatctgc tgtcaccaac
  2093521 cgcggctgat gatacaccgc tgcatgagcc ttctccggcc cttctaagtt ccaaataaac
  2093581 gtttgctgag gttgccctaa cccaaggctt ggccaaccgg ttagatcaac tggagtattt
  2093641 acttcaccct gtcgccctat caactcaggg ctagcgacca aacactggca gcgattaccc
  2093701 agaacccgca gcactaaatc gctattttgt aatggcggtg gccgcacgcg aatcgcaata
  2093761 tcaatggcct cagcaacggg atcaacctgc cggttagtcg cttccagatg aatcgtcacc
  2093821 agaggacaac tggccataaa atccgccagc atggtactga ccgtcgcctg caacagcgcc
  2093881 accgggcagg tgattcgcac cacaccgcgt ggttccgcac gtgttaaatc aatagactcc
  2093941 tgcgccgctc ttgcctcttc gatcatcgct ttacaatgct cgtaataggt acggccaaca
  2094001 tcagtgacag caaagcgccg ggttgagcgt tgaatgagcc gcacccccag acgttcctca
  2094061 agcagagcca atcggcggct tagcttggac ttaggcaagc ccaacacccg tgcagcggcg
  2094121 ctgaacccgc catgttctac aacttctgcg tagtaataga gatcattgag atcgtgcata
  2094181 tccgcctctc tctttataat aagcaattcg acaagtattg ttctatttgt ggaacagtga
  2094241 gagttaattt tgccgactac cgctcacatt atcctaaaac tatactttat ccaacttggc
  2094301 tgcagggcta tcgcgaaccc tgattgatcg cgtcccctgt actgcaattg attaatgatg
  2094361 gcatcaggag aagataatga aaaaagttca aggtatttac cgtgcacctc gtcaacattg
  2094421 ggtaggcgat ggcttcccag tacgttcaat gttttcttat caaagtcacg gtaaacaact
  2094481 gagtccgttc ttgctactgg actatgctgg ccccatggat tttaccccga cgacgcaacg
  2094541 ccgtggggtt gggcaacatc cacatcgtgg ttttgaaacg gtcaccatcg tttatcacgg
  2094601 tgaagtcgaa caccgcgatt caactggtaa cggcggtatc attggtccgg gtgatgtgca
  2094661 atggatgact gcaggtgcag gtattctgca tgaggagttc cactcagatg cttttgcgca
  2094721 aaaaggcggc ccttttgaga tggtacagct atgggtcaat ttacctgcta aagataaaat
  2094781 gaccgcaccc ggctatcagg cgattcgtcg tgaggctatt ccacaggtta atttacctga
  2094841 cgatgcaggg aatctgcggg ttattgcagg tgaatatgcc ggaaacattg ggccagcaaa
  2094901 gacattttca ccactgaatg tctgggatat tcggttaact caaggaaaga gttgtgagtt
  2094961 ttcactaccc gcaggctgga acaccgcact gattgtgtta cacggaaccc tcttagtgaa
  2095021 tggtgatgcc attgcccgcg aagcggaaat ggtactactg gatcccacgg gcactcatct
  2095081 gagtattgag gccaataatg acaccgtgtt actgctgtta agcggtgagc caatcgacga
  2095141 gcctattgtc ggttatggcc catttgtgat gaatactcag gcacaaatag ccgaagctat
  2095201 cgctgatttt aatggtggcc gctttgggaa tatggatgtt gcataacggc atctatccgc
  2095261 cattacctgt ctgctattac ctgtctaccc tctgggcagg taatagcatt ttttattgat
  2095321 gagagccaac tcttgctagc gactattgcc gtcagtgata agtgaacttc ccacaattgg
  2095381 cataccataa aaatccattc accattatgt gacagtgtca caaaatcacg cttagcactt
  2095441 atgggtttcc tatttacggg taaagccctt attcttgtcg cctttgtaat ttggatgcga
  2095501 tttctttttc atgcaaaaat tccttttcct gctattaagc ttgattttac ttggcccttt
  2095561 ggggatcgat ctctatctac cgaccattcc agccattgca aaagggctga atagtagtga
  2095621 gtctctgatt caatcaacta ttgcgctgtt tattctcgtg ctgggtatcg ggcaactgat
  2095681 tgctgggcca ttggttgata aatatggccg taagccaatc gctattatcg gtattgttct
  2095741 ttacatgctg ggtgccgcga tggccgctct ggccgtggat ccagtcatgt tcgtcagctc
  2095801 ccgcttgtta caaggtgtct cggtatgctg cacagccgtg gtggccttca gtggcgtccg
  2095861 tgaccgcctt agcggcaatg aagccgcacg tgcttttggc ttccttaatg gcacgttgaa
  2095921 tattgtcccc gcattggccc cgctattagg tggtttactg gccgaagcct ttggctggcg
  2095981 ggcaccgttc tggttcctgg cattatacgg attactggtt ttagtcttaa tcattatgtt
  2096041 cttacccgaa acccgcccgg cgaatactca accaataaat ggcctgccaa taaaaaacta
  2096101 cctgcgtatt ttgcgtgata gccgcttttt ggtatttgct ctggtcaatg caggagccat
  2096161 gggcatggca ttaacctatg tatcattggc accgaatgta ttgatggttg atgcaggcct
  2096221 cagcccgtta caattttcgc tggcatttgg ggctaatggc ttctggatta tggcagtcag
  2096281 tttttttgct aaccggatta ttcaaaaagt gggccgccct acctgcctga tgatcggtag
  2096341 tttattgatg gccttaggct gttttggctt gctatttggt ctgacacaac tgtccgttga
  2096401 tgtgcagcat cactggctgg tttatatgtt accggttgcc agcgcctgtg ccggtttagc
  2096461 ctttatgatg gggcctgcca ccagttatgc tctagaaccc tatgcgaatg aagcgggtgt
  2096521 cgcctcagcg ttagtggggt ttgttcaaat ggctgggggc gcggcattag gcctgttggc
  2096581 gatggcactg ccgattgaac ctaagttgtc actggctatc gtgatgctgg ctgtttactg
  2096641 gcgtggcaag cgcgccgagc cagtaaacat gtccgcggca agttggaaga aatacactaa
  2096701 caacggcaaa taatcgcgtt acacgatatt aacggatggg gtgaatatcg tgtaacgggg
  2096761 caatattcag tggctgaaaa cctgcgcggt aacgcgctac cgataaatca tcagccacaa
  2096821 tggctgggcg acgaccttgt attatatcag ccaataattg acccgagccg catgccatcg
  2096881 tccaccccaa tgtgccgtga cccgtattaa gatagaggtt tttcagcggt gtccggccaa
  2096941 cgattggagt gccatcgggt gtcattggtc gcagaccgga ccagaatacc gcctggctga
  2097001 tatcaccacc atggggatac agatcacgga cgaccatttc caacgtttca cgccgggcag
  2097061 gtgccagttg cgtgttaaaa ccaacaattt cagccatccc ccccacccgg atacgatcat
  2097121 caaagcgcgt aatagcaatc ttgtaagttt catccagaac cgttgaaaaa ggtgccgagg
  2097181 ccggatccgt aattgggatg gtcaacgagt aacccttcaa tggataaacc gggatagaca
  2097241 ccagcccggc cagtagcgcg gtagaataag cgccgaaagc caccacatag gcatcggctt
  2097301 tgataatgtc atcaccacac agtacaccgg ctatttggtc cccctctacc aacagtttat
  2097361 cgaccgagcg attgaagata aatttcaccc cagcctgctc ggccattttt gccaaccgct
  2097421 cagtaaataa tttacagtcg cccgtttcat cattgggtaa gcgcaaaccg ccagtaagtt
  2097481 tatgtgcaac cttcgccaag gcgggttcca ccgtggctaa ttgttctgcc gtcagcagtg
  2097541 aataagggac accggcatca tccaatacgg cgatatcttt cgccgcgtta tcaaactgct
  2097601 gttcggtacg gaaaagctgc agcgtccccc cttggcgacc ttcatattga atacctgtcg
  2097661 ctgcgcgtaa gtctttcaga caatcacggc tgtactccgc cagacggacc atacggcttt
  2097721 tgttgaccat atagtgagag gtatcgcaat tcctcagcat ttgccacatc caacgtaact
  2097781 ggaggctgct accatccaaa cggatagcca agggcgcatg gcgctgaaac atccatttga
  2097841 tcgctttcag aggaacgcct ggggccgccc aaggtgcggc ataccccggt gagatttgac
  2097901 ctgcgttacc ggcactggtt tcctgggcgg ggccatcctg acgatcaata accgtgacat
  2097961 catgcccctc tttcgccaaa taccaggcac tggtgacacc caccacacca cttcctaaaa
  2098021 tgacaacgcg catatcaccc tcacctaaaa catgtacaaa gcataatatt ctgttgacag
  2098081 aaaattaacc cagtggaaaa aactagccaa catattaatt atagattgtg acttgtctct
  2098141 caattaattt acgctgtaat ttcttttcag ttcaatgagt ttagccaggc agcaacaaac
  2098201 accctactcc aagccgtaat tcgggatgaa tactgaaaaa ggctattatt attacgaacg
  2098261 tcagcacgaa tgaatcgcat attgcaaaag tcttttttat tagttttata ttccataaaa
  2098321 aaaccattta acagaataat aaaccataaa tgaccttagt aagtttagcc attatgccag
  2098381 gaagaaataa tctatattga cataaggtct tgccatgcct cagtttgttg atattgagct
  2098441 aggattagta aagtgacgag tatttgagtt gggcgataaa aacgtgagga tgcgctaatg
  2098501 acaacttcaa catcgaaaca gaccacgcaa gataagcgcc tgactgacgg ccctgactgg
  2098561 acatttgagc tactgcaagt gtatctcgac caaatagatc gggtggcgaa acattaccgg
  2098621 cttgatactt atccccatca gatagaagtg atcacctcag aacaaatgat ggatgcctat
  2098681 tcaagtattg gcatgcccat taactatacc cattggtctt tcggtaaaaa atttatcgaa
  2098741 actgaacaaa aatataagta cggtcaacag ggattagcct acgagattgt tattaactcg
  2098801 aatccttgta tcgcctactt gatggaagag aataccatca cgatgcaagc actggttatg
  2098861 gcccatgcct gttacggaca taactccttc tttaagaata actatttatt ccgcgcgtgg
  2098921 actgacgcca gctccatcgt ggactaccta ctctttgccc gccactatat taatgagtgt
  2098981 gaagagcgct atggcgttga agaggttgaa cggttgctcg attcttgtca tgcgttaatg
  2099041 aattatggcg ttgatcgcta taagcgtccg caaaaaattt cgctggtcga ggagaccgca
  2099101 cgccagaaaa gccgtgaaga gtatctgcaa agccaagtga attccctgtg gaaaacgttg
  2099161 ccacgtaaag atcgagaaga agctcctgtt caggcacagc gctaccccaa cgaaccgcaa
  2099221 gaaaatatcc tctactttat ggagaaaaat gcaccgttgt tggaatcatg gcaacgtgaa
  2099281 atattgcgaa ttgtccgcaa agtcagccag tatttttatc cccaaaaaca aactcaagtg
  2099341 atgaatgaag gctgggcaac attctggcac tacaccattc ttaaccattt atacgatgaa
  2099401 ggccgggtca ccgaccgctt tatgatggag tttctgcaca gccataccaa cgtcgtgtat
  2099461 cagccaccgt ataacagccc ttattacaac ggcattaacc cttatgctct tggcttcgct
  2099521 atgtttcagg atattaaaca gatctgtcag tccccgaccg aggaagacta ttattggttc
  2099581 ccagatattg ccgggaaaga ttggttagat accctacatt ttgctatgcg tgattttaaa
  2099641 gatgaaagtt tcatcagcca gttcttatcg ccaaaaataa tgcgcgattt ccgcctgttt
  2099701 accgtgttgg acgacgacaa gaataactac ctggagattt cggctattca taatgaagaa
  2099761 ggttatcgta ctatccgcaa tcaattgtcc gcacagtata acttgagcaa ccatgagcca
  2099821 aacattcagg tatggaatgt tgatctacgt ggagaccgct ctctaacact gcgttatatc
  2099881 ccgcatgacc gagcgccatt agataaaagc cgccagcaag tgatgaagca tattcatcgg
  2099941 ctgtgggggt ttgatgttca tatggaacaa ttgaatgatg atggcagtat cgatttgctc
  2100001 gacagcattc cgcagaaaac cagtaagatt taagtcatta ccgcatatga catcggtaaa
  2100061 aaaggggcat taaacgcccc tcagactgct gacaaagtca aatgaagggg aaacgtgccg
  2100121 ttggggtcgt agtggcgtaa gccaccggag tgccccgagg tgcggtcacc ccttcactca
  2100181 cgaggctaaa aatagcgttg tcaataacct caggggcatt aaacgcccct tcgcttttct
  2100241 gctttatcgc ctaacgacgc gcttcggcca aatcacttgg catggtgccc tgcatgctat
  2100301 gccagatagc cccgctctct ttgccgtatg tgcgcaggca ctctagtacc tgatcataag
  2100361 attctgtatc acataacgtc gacagtttat tgtaaaaagt cagtgccagc ttgcgcgctt
  2100421 ctggattaga aaagtaataa cgccctactc gggtgtaaag ccctttcaaa ccgttaagaa
  2100481 tcaaaccata aatcggattg cctgaggcaa atgccaaacc acggaaaata ccataatcaa
  2100541 gagcagtaaa ggcttctgcg ttatcatcca ctgttttcgc tcgcgccaaa atttcttgcg
  2100601 ctttttctgg atgatgacgg atagctgtcc gcacaaaaat agtggcaata ttggttcgaa
  2100661 cagccagtaa gttatctatc aattgtggaa cgctgtcatg gtcaagccgc gccagtgttt
  2100721 ccaaaatatt tagaccagat gtctcccaaa aattgtttac tttcgttggc ttaccgtgct
  2100781 gaatagtgag ccagccatcg cgggctagcc gttgtagtac ttcgcgcaat gttgtgcgag
  2100841 tcacaccaat cagctcagaa agttcacgct ccgcgggcaa aatagatcct ggaggaaagc
  2100901 gattattcca aatactttca ataatatact cttccgcgaa accggcagga ctttgcgcct
  2100961 ttataaccat gtttttgacg ttccgtagcg ataaatatca gcaatttagt ccgctcatca
  2101021 taccagacga gtgtaatcca atatagcgcc agagccgaac aaatggtgaa agcagtcata
  2101081 aagtcgcaaa aattgcgcaa atgtaatgct agccagagaa tacgtattgc ttttagctgg
  2101141 attacgtaaa ctaaaatgta acctttcgtc gtaatcgcat cataataatt tattaaggga
  2101201 aaaatcattc acaatggaca ttaccaacag acaagctgta ctcaagaatt ttcttggtaa
  2101261 ctctccggat tggtacaaac tagcaattat ggggttcttg atcattaacc ctctagtctt
  2101321 cttctttgtc agcccctttg tcgcgggctg gatgctggtt atcgagttta tctttacctt
  2101381 agccatggcg ctgaaatgtt acccgctgca accggggggt ttgctcgcta ttcaagccgt
  2101441 tgccatcggc atgaccagcc cgcatcaagt tgcagaagag atcgccaata acctggaagt
  2101501 cctcttgctt ttagtattta tggtggccgg catctacttt atgaaacagc tgctgctgtt
  2101561 tgtatttacg aaattgctgt tgaatattcg gtcaaaaact atcctttccc tggccttttg
  2101621 tctggcgtca gccttcctat cagcattttt ggatgcctta accgtaatcg cggtagttat
  2101681 cagcgtatcc gttggttttt atactattta tcataacgtt acttcaaatc acagtgacaa
  2101741 agatattact gatgacagcg gaatcgataa tcaggacagc catgaaacat tagagcaatt
  2101801 ccgggcattt ttacgcagtc tgatgatgca tgctggcgtg ggtaccgctc tggggggcgt
  2101861 catgacaatg gttggtgagc ctcagaattt gattattgcc aaaagcgcgg gttggaattt
  2101921 tgctgacttc tttattcgca tgttacccgt caccttaccc gtctttattt tcgggttatt
  2101981 ggtctgcttg ctggtcgaaa aatttaaact gtttggttat ggtgcccagt tgccagaacg
  2102041 tgtgcgtcag gttctgaccg aatacgatca gcaagccaat gcgaaacgga ccaagcaaga
  2102101 gaagatgaag ttaatagtac aagccattat tggtgtctgg ttggtattgg cactggcact
  2102161 ccatttagct gaagtcggtt tggtcgggct atccgttatt attctcgcca cctcattttg
  2102221 tggtatcaca aatgagcatt cattgggcaa agcctttcag gaagccttgc cgtttaccgc
  2102281 gctgctaacc gtattttttg ccgtggtcgc ggttattatt gaacaaagcc tctttacccc
  2102341 cattattcag tttgttttac aagcctcgcc ttccgctcag ctatcgctgt tttatctgtt
  2102401 taatggcttg ctctcatcgg tgtcagacaa tgtttttgtc ggtaccgtgt atatcaatga
  2102461 ggcccgttct gcgtttgagc atggtattgt ctcgttacaa caatttgaat tgttggcggt
  2102521 cgccatcaat acagggacca acctcccctc cgtggcgaca ccaaacggcc aggccgcttt
  2102581 cttgttcctg ctgacttcgg cattggcacc actaattcgc ctttcctatg ggcgaatggt
  2102641 atatatggct ttgccttata ctctagtgat gacgattgtt ggcctgctgg gtgtcgagtt
  2102701 tttattggta ccgatgacag agtggctgac tcaggctgga tggatcagtt tgccacacat
  2102761 cacaaacggg gttgccatcc cacactgatc acttgcatta tggttggcca gccttgggga
  2102821 taagtgcgac aactcaaggt ggcacgaatg ggggctggca aaaccaacca acatctcacc
  2102881 caaagtaaaa tttgtacttg tgatagcctg tcttgtgcgg gaaaaaactg atttttacct
  2102941 aattttgctt ttgggtagct ggcagaaaag atgaattggt ttacactgcc ggtacaattg
  2103001 cttactgcat ggaaaataaa gatatgttgc aattccttaa ccgctgttcc cgaggacgcg
  2103061 gtgcttggct attaatggcc ctgactgcat ttctattaga gttaactgcg ctctattttc
  2103121 aacacattat gttgctacaa ccgtgtgtaa tgtgtattta tgaacgtgtc gcattattcg
  2103181 gtattctcgg tgcatcacta ttgggtgcaa tagccccgag atcaccacta cgctatttag
  2103241 ctattgcagt ttggatctac agcgcgtgga aaggggtcca gctagcttgg gcacacacta
  2103301 tgctgcagtt gaatccatcc ccatttaaca cctgcgattt cttcgtcaac ttcccttcat
  2103361 ggctaccctt ggataaatgg ttacccgccg tgttcgccgc cagtggcgat tgctcggaaa
  2103421 gacaatggca gtttatgtca ttagaaatgc cacaatggtt agtcggtatt tttgctgcat
  2103481 atctggttat cgccgtactc gttctgatca gccaatttgt taaacctaaa agacgcgatc
  2103541 tgttcggccg ataattttta tacatatctt tattatcaat ggcgcctctc tggcgccatt
  2103601 tttatatcag attcaaacgg tctgttaatc ctaatgaaca cttaattcca tgcaaaatat
  2103661 ggtagaattt acctccatat cctggcggta ataaatcatg tccctattag atgtgtttaa
  2103721 atctttctcc agtaaaagaa taaatgtcac ttgccctgag tgtgccttgg tctcagaaca
  2103781 agacagtgcc aaggttcgaa aaaacatcac acttgtttgc cctagatgcg gcaacttttt
  2103841 tcatcctaaa gataattaat tcaatcggca gattggattg aaatcagatc aacagatttt
  2103901 ccatcccctg ttgatctgag tttcattagt caatgttctc tgggtaagaa cagagagaaa
  2103961 ggcggataat ctaggcctgg gtgtgcgtac aggtatactg gctagcctgc acctcatcaa
  2104021 cgacggccaa acgtattggt aacgcagaaa tattcagaga ggcgatcact tgctcctcac
  2104081 tgtttgcttt ctgaaatatt aatgcttccc cttggccttc tggattcact tttataaact
  2104141 gaaacactga cttatcaatg atcaattgct gattcgggcc atctaatatg gctaaaaggt
  2104201 cattaccatc tttcaattgg caaacaagat taattaagga agcctcggca gcctgtaccg
  2104261 gatttgtggc gctacttaga gtcgctgaga tgccaaagat aacagcggct aacgttgaat
  2104321 atttcatttt atacagtttc ttagttaaat ttcggcgtta gtatgccata tctggcccgt
  2104381 caggtaaaaa ccgccatggg taaggacata tcctcacctt tttctccatg catgaccctt
  2104441 aacaccgaag gcctcaatgc ccaattttcg ccctacctcg ctctccttgc caataatatc
  2104501 tacccgtcat acttcaagct gcatgtgcgt tggctatgtt aataatcatt attcctgcgc
  2104561 aggaatagtg aatctattaa agaaaatacc ctagccaatc acatccaata aaattttggg
  2104621 ttgaatgcaa cgggttaccg agccaagaaa acagactcag tttaacaaat cataaagatc
  2104681 actatgtggt taataattaa ttcacctttg cgggaatagc ctttttttaa gcagagaaga
  2104741 cgatttacta caaccactaa aagaaagtat tcagactgat gacctattac tgcaaattta
  2104801 ttaaattatt ttccaggctt cactaaagat cttgccacaa ctcttataat gccttatttt
  2104861 tcactgcaga atccgatagg gaccttaaac acgatataaa taggctgcct gttaagtctc
  2104921 gaaaaaagcc tattggctaa gagagccgaa tcttggtgcg atgagtttgc caaaacctct
  2104981 taagatacgc acatcagttt cggtaaagtg tattttttaa tttattttac ttacaagtca
  2105041 aaatgttaca atacaccctg aaattattat ttcatttctt accgaggagg caccccactt
  2105101 atctatataa gtagcttttt taatgaggaa ataatttcca tgcgtataat agaaaaatca
  2105161 gtgacgttca gttagttgaa agtgttatcc gaattagtaa cttctttata agtcatttct
  2105221 tacacatcag atttttatag attagcgatt atcagaaggc gattaagcat acgggtatat
  2105281 cttacaccgg atttagagtc gttattttat tgcacaaggc tgaaaggaaa gtaaatattt
  2105341 tcaattcgta taaacaagac gaaattctca tttttgtata aagaaaaata cgtcatcact
  2105401 caaaggaaac tgagaaacat ggaccaacaa aacactcaca ttggcatact tgccgggaac
  2105461 tcccgtgttt atcttgataa taacggcatg gttgccattg aggctcaatt aaatgccttt
  2105521 gatgcagcac tgcggctcgc ccgacaatcc ctggatagtg gaaatttgct gccgaagttg
  2105581 tccgtagcgt tcgatcacct cggtattttt cgccttcagt ttctgacaga aaacctttct
  2105641 aacgcccaaa aacgccgccc gcgcctaagc catctccatc cgttaatcca gcaggttttt
  2105701 ctgcctattg cggaaaagta tcagatagat ctcagtgata tccgcgcgat ccacgaagat
  2105761 tcagcccgac agcaccttgt ccatatcctc gcgacccaag atattcctga aaggctcacc
  2105821 cgcaggatgc taaccggagc agcctcacga ccaaacggtg atacgcataa tgagacgcca
  2105881 acacaaaagc tcacctgtgc ggctatcacc aaagagtatt ttgaacgggc agcgagcgac
  2105941 catcaggatc cgcaagcggt tctggaagtg ttctttgaaa atagcccttg gtccagaagc
  2106001 ctggcctatg ttcgcgggct ccagctcagc cacttgctag gtgtcccagc cgccattcgc
  2106061 cttaatctgg tcaatgaggc cggtgaagtc agtcgggggg agaagataat cgctcaattc
  2106121 acctctgccc caaaaaagcc gttgtcgtct cgctcatgat taaggaaaaa tcattatgta
  2106181 cagtcagaac ccaccgatat atctcgataa taacgcgaca acggcactag accctgccgt
  2106241 cctgcaggcg atgatgccat acctaaccca cgcttatggc aatgccgcca gtaagagcca
  2106301 cccctttggc tgggaagcga gccaggctgt tcaacgggcc agaacattaa tcgcaaccgc
  2106361 tatcaatgca gtcagtcccg ccgatatcat cttcacctct ggcgcgacag aatccatcaa
  2106421 tcttgccatc ttaggccttc agtatcaggg gaattggggg catatcatca cctccatgat
  2106481 tgaacacaag tcagttctgg actgctgtgc caaacttgcc gacagtgggg ttagtgtgac
  2106541 ttatctgcag ccacagcgtg acggtattgt ttcccttgat accctcttcc aagctatccg
  2106601 gcccgatacg cgtctggtct caatcatgac tgccaacaac gagacaggta ccttgcaaaa
  2106661 agtggcagaa attggcgcac tctgccggga taagggcatt ttatttcata ccgatgccac
  2106721 acaggcgttc gggaaaatcg ctttagatat gcaacggatg aatatcagta tggccacttt
  2106781 ttccgcacat aaagtttacg gccccatggg ggtcggggca ctttatgtca ataccgccga
  2106841 tccgcatctt atgctttcac cactcatcgt tggcggaggg catgagcgag gtttacgctc
  2106901 cggcacactc aatgtaccgg gcattgtcgg ctttggacgc gccgccgaac tggcgatgga
  2106961 aaacatgtca gtagaatcgg ccaggctatg tgatttacga aacaggctac ggcagcacat
  2107021 tctcgatacc gtaccgaatg tgcaggtcaa cggccacctt actgaatgcc tgcccggcgt
  2107081 gttaaacgtg tcctttgagg gtatcgatgc cgactcgctg ttgctcgaac tctctgacgt
  2107141 tgccttgtcc tcaggatccg cctgcacctc cgatcaacag ataccatcac acgtgttaca
  2107201 ggctctaggg gcgagtgatg agcagatccg ggggagtgtg cgctttggac tcggacggtt
  2107261 taataacgaa agtgaaatag attatgtctg ccagcgtctg gaaaatacgg tgaaaacgct
  2107321 gagatcaatg gctccgctct catctgctac aaccacaaac gagacaggag tctgaatcat
  2107381 gcgaaaaact tcatcactgt ttctcctgtt tggcacgttg ttcagcgcag gaggctatgg
  2107441 tgccacattt ctcatttctg cttggtttca ctcgcagggg ggcaacgaca ttgacgctgg
  2107501 ggcaaccctc ggtatggctc tgttcgggac actcatcggt gtgcctttgg ttggctggtt
  2107561 tgctggaaaa ttggacgcct cacgtctggc ggcgctggca gcactgatcc agtcctgtgg
  2107621 ctactttcta ctggggagcc tcagtggcgg atccggctat ctgccccatg tagcggcact
  2107681 gttgattggc ctgggctggg gcatgttcta tatcgggggg ccaatggcgc tgtctgaacg
  2107741 cctcaccgat accgaacgag gccctggttt tacacgcttc agtgcattcc agatgaccgg
  2107801 aatttgtggt agccctatcc tgctgactat cgcggtggta caaggaggga tccccatcca
  2107861 ggccgcattt ctgttggtgg gcgtgatggg agtcttcgcc tctatcctgt tgatgatttt
  2107921 tggcacccga gagccactta tccggcatga gaattcactg cggccttggg taaaaaaaat
  2107981 taccgtactc gccaaaagcg gagtcatcag acccatcgtg atggtctgtt tagggggggc
  2108041 cgttttttct ggaatgatgt cgtttcagga ctcgctcacc gacggttcat tggccagcgc
  2108101 cagtactttt tttgccgtgc atgccactac cgccgtggtt tcacgcctgt tacttgcaca
  2108161 caaactatca agctggcccc gtaccccact cgtagcggta ctcttgtgtt gcctaatgat
  2108221 cggccttgtg tgcctgttag gaataccgac gcatgtgagt ttccagatcg ctgccgccat
  2108281 gctaaccggc gctggctacg gtctgttata ccccgtgatt caaacttggg cggtcaatga
  2108341 atcagcccct gaaaaccgtc acgccgctct gacttggttt gtcgttgcct acttcgtggg
  2108401 tatttttggt tttccgcctt ttgggggctg ggtactggtg acagtaggca aggtttggtt
  2108461 tatctgggtg ctggctacgt tggccacatt agagttagtg acagcgatag tgaagtggcc
  2108521 gcaaaccact caccgcccgc tatcatcata gcaatctatc atcataacaa tgaaggtaaa
  2108581 gatggcagct taggctgtca tcggctaaag caatttagac atgctgcctt aagcgttatt
  2108641 tagcccaact cggcttattc aatataggcg gatgtctgaa agcgaagtga catgaagtaa
  2108701 gatttaatca cggtttaaac agagtattac cgcaaaatga ctcgctactt gacacgtagt
  2108761 aacatcggtt tgcggtaatt ttttgagact gtaaacaata ttgtgtaatt gcctgttttt
  2108821 gatatcttca ctccaacaac ggagacaggc aaattatgga cgaaaagaaa cttaaagcac
  2108881 ttgcggctga actggctaaa ggtcttaaaa ccgaagccga ccttaatgca ttttctcgta
  2108941 tgctaacaaa gcttaccgtc gaaacagcgt taaatgcaga gcttaccgaa cacctcgggc
  2109001 acgagaaaaa tacccctaaa tcaggctcga atacccgcaa cggctattcg tccaaaacac
  2109061 tgctatgcga cgacggcgaa attgagctga atacgccacg cgaccgcgaa aacacctttg
  2109121 aaccgcagct gataaagaaa aatcagacgc gtatcacaca gatggacagc cagattttgt
  2109181 ccctgtacgc caaaggcatg accacccgcg aaatcgtcgc caccttcaaa gagatgtatg
  2109241 acgccgatgt gtctcccacg ctgatatcta aagtcaccga tgccgtaaaa gagcaggttg
  2109301 ctgaatggca aaaccgccaa ctggatgctc tgtatcccat tgtttatatg gactgcattg
  2109361 tcgtaaaagt ccgccagaac ggtagcgtga taaacaaagc agtgttccta gcgctgggca
  2109421 tcaacactga aggtcagaaa gagctgctgg gcatgtggct ggcagaaaat gaaggtgcga
  2109481 agttctggct aagtgtgctg acagagctga aaaaatcgcg gtcttcagga cattctgatt
  2109541 gcctgcgtgg atggcctgaa ggggttcccg gatgcgataa acagtgttta tccgcagact
  2109601 cacatccagc tgtgcatcat ccatatggta cgcaacagcc tgaaatatgt gtcatggaag
  2109661 gactataaag ccgtcaccag cggtttgaaa atggtgtatc aggctccgac agaagaggcg
  2109721 gcgctgatgg cgctggataa gtttgcggag gcctgggacg acaaataccc gcaaattagc
  2109781 aaaagttggc gtacgcactg ggaaaatctc aatacattct tcggctatcc gcccgatatc
  2109841 cgcaaggcta tctacaccac gaatgccatc gaatcggtga acagcgtgat ccgtgcagcc
  2109901 attaaaaagc gcaaagtgtt cccgacagac gactcagtgc ggaaggttgt ttatttggcg
  2109961 atcaaggatg catcaaaaaa atggagtatg ccgatccaga actggcggtt agcgatgagc
  2110021 cgttttatta tcgagttcgg tgaccgcctg agcgatcacc tttaatacgg tggcagttac
  2110081 acagaattat ggacaggctc ataaatgccg ctttagcatc ccgagccagc gccattgctg
  2110141 gttcgaaccc attacttttt ggtgacccag ccgcagggaa tctatccgaa agtgtttgtg
  2110201 ctgccattat ctgtgcttca tgtggtaatt ctgcaaattt catacctacc tctctgaagt
  2110261 aaaaaggccc accgaagtga gccttgaaat tagttggtta atattttcat atagttaatg
  2110321 aatgtcaccc tcaccaatga gggcgaccat gccgaggact tgctcgatat ggttatgcgt
  2110381 gattatttca taacggatag tgaaaatgat aacggataag gatgtggtgc ccgccttggc
  2110441 gagtgttgga tttaaccgct acaccacatt cggctgggta ctgcctcgtc cagacctcgg
  2110501 aggatggcaa gattcaggtt ctttcagtac ccatgcgaat gtagaaacga aaaagccccg
  2110561 cgatatacga ggcctttttt aatggtgtaa gctacgtgac gaactaacca ctcttatcat
  2110621 gatattcagt tttttacgat cgtaaagaat atttcacaat aagatttcaa taaattcgct
  2110681 tgaacttgct gctatccatt tgcacagcga caaagccagt cggcttaaat cctaagtccg
  2110741 tagctattcc acttgctatt gttctaaatg tgtccgcttt ccctataagc tcaaggcaat
  2110801 taccaaacat ttcatcataa ataataacgc gcacacgata acgagatttt aattctgctg
  2110861 gaactttggt gacgggtgtt attacgggtg gggtgttacc gacttctttg tccaaaatgt
  2110921 cgagcaccca tttgcggaat tctttggcta tttcagtacg ggcaaacatg gcgatcaaat
  2110981 gagcgccgcg cagggagaaa actctaacgt cttttgctga ctttccgtta ccaaacccct
  2111041 ttacactcaa tttgagggtc aaggtcatgg cttctgtaaa ttcgtcggaa tttcgattgt
  2111101 atatctggct tactgcatct gatttttcca tgccaagcgc tttggcaatt tcagtcccac
  2111161 gtaaccagat ttgtccagag tgattggcaa tatcgaattg agtgttgcga aaggataatt
  2111221 gagtattcat agttgtgatt ctcctacata taggatgatc accaccgtct ggtgcaaatc
  2111281 attgggtggt gagacgtacg aggtttgcac taccggtcac aacaacaccc ggcgagcctt
  2111341 tcagctcccc cgtacgcccc accattgttc tgatgtagtc atacgttacg cataaaaaaa
  2111401 ccgcaaacgc ggctatgcgt tgttgtgata tccagggtgc aaatcccgac acctgatttt
  2111461 gcaggtgtac aggaaatata gccccgaata ccgtcaatcg tcaagctgct aactcccgcc
  2111521 tgacttgttt atccatttcg agctttactt ctaatgccat caggtagccg tcaataaccc
  2111581 cttcggcgtt ctgtagcttt ttgccaatgt gagtatcaga gcagtgatgc tctttcgata
  2111641 gctgcataaa tgttttgcca aatacgtaat aatcaaacaa caagctatga acgactggat
  2111701 gcttactgtt taatccagcc ataatgcccg aaataattag cccatcctcg tcacaacatt
  2111761 gagttcggct ttttactttt gatggtatca gtccagaaaa tccggctgcg attgggggcc
  2111821 aatagacatc ttctctatta tcagccaccc atgcacccca gcgttcaaga acaagttgaa
  2111881 tgtcacgcat ttatgcagcc tctcgaagtt ttttaagtgc tttggttttt gcccggtact
  2111941 catcccggat tcggatatag tcatcacgcc ggtagttcgt catttcatgc ggccccatca
  2112001 aaatatcgaa acgaacctgc ccgattttcg caatcaggtt gggagtgtat ttttcaatgt
  2112061 ttccagacag gtggttatta cagggggcgc actggcgatg gcaattatct tcgttgaacc
  2112121 gtaattctgg atttgctcct accgtgaggt aatgcccagc gtgatactgg ccctcatgga
  2112181 atcgaccaca gctaacgcaa gcgtctcccg cgtcacgagt gcggatgtat tcattaaaag
  2112241 cttgctgggc ttgtttggcg aagtaactga ggggttttac tgctaacttg cggatcttaa
  2112301 ggctacgtct ttcggcttgg gtttcctctc gccgtcgctg ttctgttttc tgtatcctat
  2112361 tttgacgggc ttttagtgcc aactgcttta tgtattcctc tttgtgctct tcatcacacc
  2112421 accactgata tacggtctct ggcttgaacc tcgttttgca tactttgcag ttacgatttt
  2112481 ttggtaactt gttcatcttc gtctccctct tatccctgca taaattacag agcagatgaa
  2112541 cgcgcaaatt attagccagt cagattcact catgctgcca cctttccctt gtcaccgaac
  2112601 cggttggccc actcaattgc aagccgtgat tcatcgctga acttaacgcc atgcgtagcg
  2112661 ccgaaagcat tgatcagctc tatcaggtcg cgcagctcgc caacggtcat gcggcttgtt
  2112721 gattgcccca gtacaacaaa gccaccttca agccctggcg ctgacctctg ccctttcagt
  2112781 gatgcagtga atatgtgctt ccagtcctca ctgctaagtt tctgtccgtg ccatacaacc
  2112841 tgtttagcga tatcgccaag cgtggcccat agacgcgcat tctggtctaa tgtgcgggtt
  2112901 cgctcttgga ttgtgatcag gagtggttta tcaggattaa caggtagttg acttataaac
  2112961 tggatggcat ttcgcttgta ttgatcaccg cataacacga agaccttttt atccattttc
  2113021 tttctccggc gcggcgtctg tattgctgag aaaagagcga agctacgcgg agatttataa
  2113081 cgatttagat ggcgacgtgg ttaatctctt tttcgttctg cgcgatatga cactgcgtga
  2113141 atgccttatc gaggcattaa ttttaacccc ctactctcgc gatgaattta ccgatgcata
  2113201 cggcgaagcg gaaacgatgg tcgagagggc gcggaaatta gtcatcaggg caacaatggg
  2113261 atttggttct gctggcgcga ccaagggaac aactggtttt cggctggata ccaaacgcgg
  2113321 ttcggcaaca gctcaacacc tttgggcaag gatgcctgaa aacttggcag cagttggcca
  2113381 gcgattcgag ggcgttttgg tagagaatcg tgatgccgtc caatgcatgt tagaccatga
  2113441 cacagtttca acgcttcatt ttgttgaccc gccatacgtc catgacaccc gcgttatctc
  2113501 atcccgatat taccgccatg aaatggacaa tgatgcccac ctaaccctac tcgataccgt
  2113561 caataacctt gaggggatgg tagtgcttag cggctacaac acggatatgt acaacgacat
  2113621 tcttacaggc tggcaaaagc aggaaaaaca gtcatcggct gccggacgga aaggctcggt
  2113681 taagcgcctt gagtgtctgt ggctgagtcc taatgttttg tctgggagta aagcagcatg
  2113741 aacttaatca tcacatatct tgactggatc ctgcttggaa tcggcggctg tgcggcgcac
  2113801 tggtggctgt attgctggaa ggagtgaatg tgtgactcct gaggccaaca acgcagtacg
  2113861 ctcaatagct aataaactac tctccgaact ccgcagtaaa gacaacaaat cagccctacg
  2113921 tcagctactc gacaaatacg catctcaagt taagccattc tgaccgggca agcatgagcc
  2113981 ttggatgtgg ttaaatgtga ttgttcatcg ggtggctgag ggtaaatagc agaggtaagc
  2114041 atggataacg ttattcaaat gaacccaagc aaatgggttt cagaagacct gctcatgtct
  2114101 ctgaatggca tgacaaaaca catgatccaa cacgcccgcc gaaagtcatg gatggaagga
  2114161 cgtgaataca tacacgttgc acctgaccta aacccaaaag agaacagccc aataatgtac
  2114221 aacaggcagg aaattgataa ttgggttgaa aggcagcgac cggcaatccg caggaggatt
  2114281 ggcgagagga tttctgctta aataccctct cctatcaaca aacgaggaaa tgaggatggg
  2114341 tgattatcct acaggggtag aaaaccactg cggattgctt cgcgtgtggt tcatctacca
  2114401 ggtgtcaacg acggatgaaa agtgatccac ttatatctcc accaacggcc caatattgat
  2114461 ccaccgtttt actcaggatt agcttctgct ataaccccgg cctttcgttt ctgtctgagt
  2114521 cgatagcttt ctcctttgat ttgaacgaca tgtgagtggt gtaagatacg gtccagcatc
  2114581 gctgaggtca gtgctgcatc accggcgaac gtttgatccc actgcccgaa cggcagattg
  2114641 gatgtcagga tcattgcgct cttttcgtaa cgtttagcga tgacctggaa gaacagcttt
  2114701 gcttcttcct gactgaacgg cagatagcct atttcatcaa tgatgagcag gcggggggcc
  2114761 attactccac gctgaagcgt cgttttataa cggccctgac gttgtgccgt agataactga
  2114821 agtaacagat ctgctgctgt tgtgaagcga actttgatac ctgcacggac tgcttcatag
  2114881 cccatcgcta ttgccagatg ggttttcccc acacctgatg gccccagtaa tacgatattt
  2114941 tcattacgtt ctatgaagct gagtgagcgt aacgactgga gttgcttctg cggtgctccg
  2115001 gtggcgaatg tgaagtcata ctcttcgaac gttttcaccg ccgggaaggc tgccattcgg
  2115061 gtatacatcg cctgtttacg tgatgacgtg ccagtttttc ttcatgaagc agatgctcca
  2115121 ggaagtccat ataactccat tcctggtcta ctgcctgttg tgacagcgca ggcgctgcgc
  2115181 ttataaggct ttccagttgc aactgcccgg cgagcgccat cagtcgttga tgttgcagtt
  2115241 ccatcatcac gccactcctc tgcagaatga gtcgtagatg gagagtggat gatgcagggg
  2115301 gtgtttgtcg aagttcacca gattttcatc aagatgcacg tcatactctt ttttctccgg
  2115361 aggcagtgcc agcatggact gctgctcttc gagccagcga tcgcagggac gggcctggat
  2115421 tgtttcatgc tttcgttggt tagcgacatc gtgcagccag cgcagaccgt ggcggttggc
  2115481 tgtttcaaca tcgacagtga tccccatcgg gcgcaggcga gtcattagtg ggatgtaaaa
  2115541 actgttacgg gtgtactgca ccatccgttc caccttacct ttagtctgtg ccctgaaggg
  2115601 gcgacacagt cggggagaga agcccatctc cttgccgaac tgccacagcg aaggatggaa
  2115661 ccggtgctga ccggtctgat atgcgtcacg ttgcagaacc acagttttca tattgtcata
  2115721 caacacttcg cgcggcacac caccaaagaa gcggaacgca ttacgatggc aggtctccag
  2115781 cgtgtcataa cgcatattgt cagtgaattc gatgtacagc attcggctgt atccgagaac
  2115841 agcaacgaac acgtgaagcg gtgagcgacc attacgcata gtgccccagt caacctgcat
  2115901 ctgtcgtccg ggttcagttt cgaaccgaac ggcaggctcc tgctcctgag gaaccgagag
  2115961 agaacgaatg aatgccctga gaatggtcat tccgccacga tatccctggt ctctgatctc
  2116021 gcgagcgatt accgttgccg ggattttgta aggatgagca tcggcgatgc gttgacgaat
  2116081 ataatcccgg tattcatcca ggagtgaagc aacagcaggt cgcggcgtat attttggcgg
  2116141 ctcagatttt gcctgcaaat aacgtttaac ggtattgcgg gagatcccca gttctctggc
  2116201 aatcgcccgg ctactcattc cctgcttgtg caggatttta atttccataa ctgtctcaaa
  2116261 agtgaccata aactctcctg aatcaggaga gcagattacc ccctggatct gatttcaggc
  2116321 gttgggtgtg gatcactatt gcaccgttcg ttacaccagg ggcaaagggt tagggaaaac
  2116381 ctcggcgttc cggacacggc gaaaaacagg aggatggctg gcgagttgag ggagtctgtt
  2116441 cgctacacca tcaagatagg caacttcaat tatgcggcac aattcccaaa ctcaaagcag
  2116501 ttgcacaagt tcggggtggc tcaactcaac gttacggttt cccaactcgc tgagaagtgg
  2116561 ctcgcattga aggtgatgga aataaccaaa aatggcatta gccgatatcg gtcatacatc
  2116621 aaaatctgtg cagggatcat tggggaggaa aggcttgttt catctattac caatgaaatg
  2116681 gttctcagcc tgcggaagga gttgcttact gggtttcaga ttgcaggtgt ccaccagaaa
  2116741 actcggcaac tgaaaaaagg tcggtctgtc agaacggtaa acgtctacct ttcttgtttt
  2116801 gccgcgatga tggagttcgc tgttgcgaat gggtacatag agcgatcgcc tttcgtcggt
  2116861 atttcaccgt tgaaaaagag caaatctgag cctgacccgt taacgcgaga tgagtatgca
  2116921 agacttatgg aagttgcacc gtcacttcag gtgaaaaata tctggaagct ggcggtaagc
  2116981 acagggatgc ggcacggaga aatttgcgcg ctggcatggg aggatattga tctgaaggaa
  2117041 tggacaatta cgatcagcag gaacatggcc gttgttcacc acttcacccc gccgaaaact
  2117101 gagagcggaa atcgcactat taagctgacg aattccgcaa tcgaagcact gaaggagcaa
  2117161 atggcactta cgaagatggg gaaaaaaata aaggtagatg tccaccttcg cgaatttggc
  2117221 aaaatccgca aagatgattg taccttcgtg ttctcccctc gcctttcagc tcgcaatggg
  2117281 aaaggaggag actggtactc tcctggtgtc tttagcggaa cgtggaactt tgcattgaag
  2117341 aaagcaggta tccgccatcg gaaggcatac gagacccggc acacttttgc atgttgggcg
  2117401 ctgagtgcag gagccaatcc gaattttgtc gccaaccaga tggggcacac atcttcacag
  2117461 atggtgtaca gcgtttacgg gaagtggatg agtgaaaaca atagtaatca gatggacatt
  2117521 ttaaacgcaa gatttacggg tgatgccccg tatatgcccc gcgccatatc acagtgatga
  2117581 gattctttat taacttcaaa cagttattta gcccaactcg gcttattcaa tatgtggtct
  2117641 tgccaatcaa ccacttcgct ctcacgtact gcgatatgac gtacagagat ccgttcacca
  2117701 tgcatcgcag ctttagaacc cgttaaaagc ggatgccaac ggggtaaatc atggccctct
  2117761 ccaatcaggc gataggcaca cgttggtggc aaccaggcaa acgtcaccaa attttcccgc
  2117821 gttaacttga tgcaatcttc ttctaattca aagcgacgct catagttact gcattggcag
  2117881 gttttaatat tgagctgatc acaggcgaca ttggtgaagt aaatttcgtc agtatcttca
  2117941 tcaatcagtt tattcaaaca gcattgaccg catccgtcac acaatgattc ccattcacta
  2118001 tctgacattt cagccaatgt tttttgttgc caaaaaggag gttgtgacat ataggtatcc
  2118061 ggtgtaaata aataagcggg ccgttataga cgctttagct tacagatgca agttttgccg
  2118121 cccgacagta gagtcggacg gcacgtttct ctttatatta tgcgggtatt cactgttttg
  2118181 ccattgagca taattttaag catatcacct gactgcatcg gccctacgcc ttgcggcgta
  2118241 ccggtcagca cgatatcgcc agcacgtaag gtaaagaaac ggctcatgta actgattaac
  2118301 ggaataattg gtgtaatcat gtcacgggta tttccctgtt gacggatttc cccattaatc
  2118361 gttagcgata aatctgcctg ctgtgcatca ccaaactcag caacgggaat aaaaccggat
  2118421 atcgggcaag aaccatcaaa cgccttggct ttttcccatg gttgccccgc ttttttaaaa
  2118481 cctgcctgca gctcacgtag cgttaagtcc aatgccacac cgtaaccggc aatcgcccgt
  2118541 gcgactctat cttcgctggc ttgctttaac ggcgttccga tcaacacggc taattcaatt
  2118601 tcatgatgca ctgagccaaa atctttcggt atcgataccg gttggcggat atcgcataat
  2118661 gcggtttcag gtttgataaa cagtacaggc tccacagagg cagtactccc catctctttg
  2118721 atatgttcgg catagttact gccgacgcaa accactttat ttacggggaa atccagcaaa
  2118781 gccccttgcc agtctctatg ttgatacata ctgcctctct tgaatttata ccctaataga
  2118841 cacactgagc aacggtctta caaccgtggc aaacacagac tattgaccga tactatcggc
  2118901 catcatacca atgctaatag cgaaatagta agagcgattc caatgcatga tcgtccggaa
  2118961 attgtcataa accagaaaag cacgcccctt tagatcatca ggaatgatca cccagacacg
  2119021 cgcagcagat tcagcaaagt gcgcgttttg taccggcgtg atacccagtt tctgccattg
  2119081 ggcaatgctc ttggcttgcc catcatccaa ccccgccaat ttcacattaa aatcttgcgg
  2119141 taacgtgact tcctggcccc atccctgttc agatttccaa ccttgagtag acagataatt
  2119201 agcagtagaa gcaaatacat catcaatatt attccaaata tcaatttttc catcactatc
  2119261 accgtcagca ccatacgtca ggaaagagct gggcataaac tgactttgcc ccatcgcccc
  2119321 cgcccaagat cctctcaatt gggggtcgtc aaccttccct tgatgaataa tttccaacgc
  2119381 agccatcagt tctttggtaa aaaaagcttc cctacgccct tcaaaagcca aggtagataa
  2119441 agcggaaatc acatcttctt taccttgaat ttgaccaaaa gcactttcca taccccagag
  2119501 cgcgacaata taccgcccag ggacaccata ttgtgcgttc acctgagata actgcggctg
  2119561 gtaacgttga taaagtgctc taccctgctc aattctcttt cgcggaagta ctctggttag
  2119621 ataatcatcc agcgtgattt tcttttctaa ttgattacgg tctgatttga tgactcgatc
  2119681 gacaaaatga atattagcaa aagccgtatc caaggtctcg gttgtatagc ctttagccct
  2119741 ggcttgcgct tttaactgct caacataagc tggaaactga gacggatcac gcccttgctg
  2119801 agataacatc gtgggggtac tgctagccgt agcccctggg gttaacatag attttgatgt
  2119861 tgaccgtggc gaggtacccc ccgccacgag agccttagcg tttttactga cgcaaccaaa
  2119921 ggagatggct gtcgccaata tgactgccgt aactgaccct ttcatcaata tattccttta
  2119981 ttcaagccgt acccgctggg aactgaaaaa ccaaagccaa tgaatttcac atcacgacat
  2120041 ttacatcctc tgcggtcaat gtagtgatgc tgaatttaaa cgtggttgat actcgaaagt
  2120101 taacgttatg ctttggtttc acccaagtgc attttcagta aactttccgg cggtggagga
  2120161 acttgcaggt aaaaaccttg ctcaataagc gcatttttca ccttctccac atcagcggtc
  2120221 gccaaggtct tgcgttcatt taacgcaaga agcatcgcaa actgtggctt gccaaaactg
  2120281 gctaataatt cagcgggaac ccgtgaaaaa tcatctttct tctcaatata aaggtaggtt
  2120341 tgatctcgtt tagggcttct gtaaatcgca caaagcatgt ttggactctt tatttgataa
  2120401 attcaatatt tgataaattc aatgtttgat aagttcgata caagtctgtg tagtgacacc
  2120461 caaaatgacg cacattgcaa ggtggctgcc cctcctccga gccaactcat atcagcgatt
  2120521 cgggtagtga gtaccgttca taccactgca atgtctgata agacaggcac actggcaact
  2120581 ataacacgct tagtcgggtc aagagatgct tatggattga tgattgccac cattcaaaca
  2120641 ccacaatgtc agcgtagttt ggatcaccga tgaatgaatg agatttctct caaataaata
  2120701 tggtgaggta tttgactaag ccgataagac ggctgtcaat atcgctattt cgccatctta
  2120761 agaatgataa caatcaaata tcatcgcccc atttgataaa aaacacccca ttccctagac
  2120821 aaagacaacc ctttgtaaag taaaaccaag tgttgaaaaa atatgcaatc ataaaatagc
  2120881 ggctgagtcg ctaaatatag ggggtcaaga ctagcgaata acccaaagtt atgctgtaat
  2120941 ttcctatcag tttggaataa ttgtgacttt aagatttcaa tatattgata cggatagatt
  2121001 tctttttata ttccctataa catgcttagg aacatccgaa tatggttccc cgcatggtat
  2121061 tctggggatt aaacgtagct gaaactgagt caggatagat gtcacaatcg ccaatcgagt
  2121121 taaaaggcag tagttttacc ctatcggtcg ttcatttaca tgattcgcgg ccagaggtaa
  2121181 tccgtcaggc attgcaggaa aaggtggatc aagcccccgc atttctgaaa aacgcccctg
  2121241 ttgtgattaa cgttgcaacg ttacctaacg gtgctaactg gaaagatctt caacaggctg
  2121301 tcacttcagc aggtctgcgt attgtcggca ttagcggttg tcaggatgag cgtcagaaac
  2121361 gagcaattgc acgtgcaggg ttgccattat tgagtgaggg taaaggccaa aaactggctc
  2121421 cagagccggt catcagtccg ccggaaaacg ttcccaccca aacgcgtatc atcaacaccc
  2121481 cggtccgctc aggccaacag atttatgccc gtaattgcga tttgattgtt attagcagtg
  2121541 tcagtgccgg tgctgaatta attgccgatg gtaatatcca tatttatgga atgatgcgag
  2121601 gccgagcact agcaggagca tccggtgatg ctaagtgcca gattttttgt acacatctgg
  2121661 gtgctgaact tgtctctatc gccgggcagt actggttgag tgatcagata ccgcttgagt
  2121721 attttggtca agctgcacgt ctgtatctgc aggataatac attaactata caacctttaa
  2121781 attaagccct ttgacaagga atccatttca tggcacgcat tattgttgtt acatcgggta
  2121841 aagggggcgt tggcaagacc acatcaagcg cggctattgc taccggcttg gcccagaaag
  2121901 gtaaaaaaac cgtggttatc gatttcgata tcggcctgcg gaaccttgat ttgattatgg
  2121961 gatgtgagcg ccgggtcgtt tatgattttg ttaatgttat tcaaggtgat gccactttga
  2122021 atcaggcatt aatcaaagat aaacgtaccg ataatctgta tatcctgccc gcatctcaga
  2122081 cccgagataa agacgccctg accaaagagg gtgttgagaa agtgttaaac gatcttggtg
  2122141 aaatgaattt tgagtttgtg gtgtgtgact ctcccgcggg tattgaaagt ggcgctctga
  2122201 tggcactgta ttttgctgat gaagcggtta tcaccacaaa ccctgaggtc tcctctgttc
  2122261 gtgactcaga ccgtattctt ggcatattgt catcaaaatc tcgccgggcc gaaaatagcc
  2122321 aagaaccaat taaagaacat ctgctgttga cccgttataa tcctgggcgc gttaatcgcg
  2122381 gcgatatgct tagcatggaa gatgttttgg atattttgag gatccctctg gtcggtgtga
  2122441 taccagaaga tcaatcggta ttacgcgcct ctaaccaagg tgagcctgtg attctggaca
  2122501 aagagtcaga tgccggtaaa gcttatgaag ataccgttga ccgcttgcta ggagaagaac
  2122561 gccccttccg cttcgtagaa gaagagaaga agggcttcct gaaacgcctt tttgggggat
  2122621 aaaccatggc tttgttagac ttctttctgt cccgcaaaaa accgacagcc aatatagcca
  2122681 aggaacggct gcaaattatc gtcgctgaac gtcgccgtgg ggatagcgaa ccccattatc
  2122741 tacctgacct gaagcgcgat attttggcgg ttatttgtaa atatatccag atcgatcctg
  2122801 aaatgctgca tgtgcaattt gagcagaaag gggatgatat ttcggttctt gaacttaacg
  2122861 tgacattacc ggaaacggaa gaaacgccta aatgatttct tctcaataac gcccctgtat
  2122921 ttatttacag gggcgttatt ctcaattgac tgtatatata cccagcatca taagactaac
  2122981 agaatattga cacgaatccc taacgagaaa gtcttaatct ttaattcatc agattgttta
  2123041 taaattaaaa agagtgttca taaattaaaa ctgaaaagtt tcagcgtgga attaatatcc
  2123101 caccctgaag gctgattaat atcaaaactg attaatagtg ttgtaagatt tcaagcaatt
  2123161 cagaagacaa taaatcgcca cgccagcctg ttaataattc aggttgagca tctgaaagct
  2123221 tcaacttcca gtgccaattg agtaactgat taatttggcg acgtgatgcc agtaattcac
  2123281 tgcttaatcc gctacgttca ctgaccgatt gaatcaaggc tttaatatct ttaaagactt
  2123341 ttttgtaccc cggttggtca atcaagttag caatcggggg aggaagctga tcttcaggga
  2123401 cggcattccc ttcggcgacc agtgccagca atgttcgccc gtgatagcgg atctcctgcc
  2123461 cactcaagcc aagagaatct aactcaccga gtgatgttgg ttgatagcgg gcaacttgcc
  2123521 acaggtgctc ttccctaacc acaaagttaa ccgccaaatc ccgctcccgt gcctgacgta
  2123581 aacgccattc ggctaatttc tgcaaacatg ccagttgatg gccacggagt tgccaggcat
  2123641 tggtaatctc acggtaagcc agttcaggat cgagcgtctc actccgacgg cggcacagca
  2123701 atagacattc gtctttcgcc gcgtccatcc gccctgccgc ctcagtggct tcgactaatt
  2123761 tagccgccag aggtaaaaga taaaacacat cagccgccgc ataatcgcac tgtttttcac
  2123821 tcaacggccg ggcaatccag tctgtacgtg attcactttt atctaactca acaccttcaa
  2123881 actcagccac cagcatggca aagccgcagg ataggctacg gccagaaaat gccgctaata
  2123941 cctgagtatc aatcatcggg gttggcatct ggtcaaaagc gtttaaaaac acttcgagat
  2124001 cttcactgcc tgcgtgtaaa tatttcacca cattcagatc ttgcagtaac gcgcgaaaag
  2124061 gctgccattc cgtgataggt aatggatcta taagtgagag ttgttcacca tcatacagtt
  2124121 gaatcaaacc caactgaggg tagtaagtgc gcgttctgac aaactctgta tccaacgcga
  2124181 tgtgagcatg tgtccgggct tgttcgcaga cctgttgcaa tgcgttattg gtcgtgatca
  2124241 actgataatt caaaacgtca ttctcttggt cgttatatcc gttatctttc aagtggcagg
  2124301 tctattagct accgccttcc tgtttcttaa aatctattgg ctatagttcg ataacaaaca
  2124361 caacaacgcc ggtgataacc ggcgttgttg atgatttagt gactccgtca agttaagctg
  2124421 cgtctgtcgt acccacctta acttcttcgt cacgtagttc cctgcgcaat attttaccca
  2124481 cattcgactt cggcaattcg tcacggaact ctacaatttt cggtacttta tacccggtaa
  2124541 ggtagcgacg gcaatgcgtt agtaattctt caggtgtcag tgatgcatct tttttaacaa
  2124601 caaagacttt tactgcctcg ccggagacct cattaggcac gccaatcaca gcagactcca
  2124661 gcactttcgc atgtaacgct accacctctt caatctcatt ggggtagacg ttaaaaccag
  2124721 aaaccagaat catgtccttc ttacggtcaa cgatgcgcaa gaaaccgtcc tcatccatcg
  2124781 tcgcaatatc acctgtcgcc agccagccgt ctttcaggac gtcatccgtg gcatctggcc
  2124841 gctgccaata gcctaacata acttgtggcc cacgcaccca tagttcaccc ggcttgccta
  2124901 attctacgtc attgccatca tcatcgcgca gccgaacatc tgtcgaaggt accggtaaac
  2124961 caatactgcc gctgtaatgt ttcagatcat aagggttacc ggtaactaaa ggtgagcatt
  2125021 cagtcaaacc gtaaccctcc agtagatgct tacccgtcag cgtttcccac ttttcggcca
  2125081 cggctttctg cactggcata ccgccgccca ccgaaaggcg caaggtggag aaatccaaat
  2125141 gggtaaactc ttcattattc aataatgcat taaataacgt attgacccct gttatcgcgg
  2125201 taaatggata acgactcagt tctttaacca taccggggat atctcgtggg ttggttatca
  2125261 ataaactgcg cccccccaac tcgataaata gcaggcaatt taccgtcaat gcaaagatat
  2125321 ggtagagagg cagagccgtg accaccaaat cacggccagg ttgaagcaac ggtgcatagg
  2125381 ccgcttttgc ctgttccaga tttgattgca tgttgcggtg tgtcaatatg gcacctttcg
  2125441 cgacacccgt agtcccgccg gtatattgca agaatgccgt atccgtgttg ataacatccg
  2125501 gtttgacgta ttgcattcga cgcccttttt gcaatacggt acgaaatgaa atggcatcgg
  2125561 gcagatagta cttcggcacc agacgcttaa tgtatttcac cacgaagtta accaacgtcc
  2125621 cttttgctgc cgagagttga tcacccattc gggtcaaaat cacatgccgg acctgggttt
  2125681 taaagacaac tttttccagt gtgtgggcga agttggaaac aataacgatg gccacggctc
  2125741 cgctatcact aagttgatgc tcaagttcac gcggggtata cagcggatta acattcacga
  2125801 caatcatacc tgcccgcaga acaccaaaca aagcgatagg atattgcagt aaatttggca
  2125861 tcatcagtgc aacacggtca cctttctgta accccagacc ttgctgtaga taggcagcaa
  2125921 aagcacggct gcgctcttcc agcttacgaa aagtcatgac ctcgcccata ttaataaatg
  2125981 cgggttggtc cgcataacgc aacgccgcgt tctcaaacat ttctatcaaa gatgaatagc
  2126041 ggtccggatc aatctctgcg gggacatctg ccggatagcg ctttagccat actttttcca
  2126101 aggtaacact cctaaaatta ttattggtcg ccatggtaaa acgcaaattc acatcagaac
  2126161 attaacaata ttttaactca gcttaccagt ttgtttttaa acaattttga ggttgagata
  2126221 tacatcacta ttttttggcg ctgagtttct caaaataaaa aaaaatggcc caaataatca
  2126281 ataaaaataa ataaaatcaa ataattaggt aaaatattta atattagata atataaccga
  2126341 ttgattatac tctcttttaa atcgaactcc gtgccaaaat acctgattgg ctagccacta
  2126401 ccaagcggcg ctctgttaac cagcacgatg cgattcattt aatcgcgcaa taatggtgta
  2126461 tttaatcaac gaaggcagca tacctataag atatagatgc agatattagg tataggatgt
  2126521 agatatagaa aaggcgctgg actcagcgcc tctgactgct gacaaacccc gatgactcac
  2126581 tcttgaacgg taggagtaaa gcgtccgcgc caaggatggc gcggctcgag cctacatgga
  2126641 tgtatttacg gcgtctttac gatctgcctg ttctctccgt cgcgggcact ttgtcaataa
  2126701 cctcaggcgc tggactccgc gcctttttgt ggcccaaaat tagctagtca gtgacaatag
  2126761 tttgtatctc tgctgggcct ggattgtacc aacccggcca tcctggcccc cacatatccg
  2126821 caggtcggta gccccatggc ccaaatgttg gcggtattat cacttgctga gcaatatgcc
  2126881 agcgtttgta accggtcgcc ttgattacca cgaaattata aggcgtcatg cctattttgc
  2126941 cggcttcaac cccgacaatc ggcccaacaa ctgtcactaa atgtccacgg aaatcaaccg
  2127001 gttccagaaa accatcaaca taagcaatca ctcgcccttg tgaaggttcg cctaagatag
  2127061 gtctggcacc tgaatccagc ggtacgctag caatttccaa gcgggtacga ttcggttcat
  2127121 ttttaacgtt gacaaccgta ccgccaaagc gcgcttcctg accaataaat agctttggag
  2127181 ctgatctgat cagattaaga tcttgcaacg gtgtcgccgt cgttccctga atggcaggcg
  2127241 gtatcgtcac acaacctgaa agtagcaaag cccccaaacc tagccaacca tacatccatt
  2127301 tatgatttct aaatttctta gactgagtca ttgacgtatt catcgccata gctttctacc
  2127361 ccttatcatt tagctgtatt aataatttta gaccttaaac acaatctttt tcggttctaa
  2127421 tataataagt ttcagttcta agataataat ttcaggctct agacaccgta gcatgtcgct
  2127481 cagttttagc gacctggcag ttttttccag gtaacttcat tacgcaggta gaccggttca
  2127541 gcctgttcaa ctttgaccgc gtcaccccga gcccatgatg acaaagccag tgggagcata
  2127601 tcttccgcct gtggcagtga catttgccca tcaaccagtg cgatatcact gccactaacc
  2127661 agatcaggat aagtctgcca gcccgttccc accgtggccc agtgaccact aagcgcctca
  2127721 gcgcgtacca acgtctgggc gggtgtcatc acggcttcgg tatgctcacc cagccaatgc
  2127781 ccttccgcat tacgctcaaa ctccccccaa tagacctcgc ccatgcgggc atctatcgcc
  2127841 gccaagaccc gtgtggcacc agtcagacga aacgccccct gcgccatggt ttgcaacgta
  2127901 gaaacaccaa tcattggtaa attggcacct aatgcaagcc cctgcccaat accaatgccg
  2127961 atacgcacgc cggtaaaact gccggggccg cggccaaaag ccagcgcatc caattgctga
  2128021 agcgacaagc ctgatgatgc cagaatctgc tgtaccatcg gtaaaatacg ctgggtatgt
  2128081 tctcgggggc aaagttcaaa cagagcctga acttcgccat tgttccaaag tgcaacagaa
  2128141 caggcttctg tcgcagtatc gatcgctaaa attcgcgtag acatgccaac ctcggcagga
  2128201 aataaatatg tatttacagg gcgcgcatag tagcacaccc cactcttctt tacttttaat
  2128261 cgcgctgctt gagaaaggcg atggctttcg ccagatcccg tgtccggggt gccgggggta
  2128321 agctatttaa gaacatcgcg ccataaggac gcataaccaa acggttatcg caaatcacca
  2128381 acacaccgcg atcatcaata tcacgaatca aacgccccac cccttgcttg agggtgataa
  2128441 ccgcatccgg taattgcaca tcattaaacg ggtcaccacc gcgtaagcgg caatcctcaa
  2128501 tgcgggcttt taacaacgga tcgtccggcg aggtaaatgg cagcttatcg ataatcacgc
  2128561 atgacaaggc atcgccacgc acatcaaccc cctcccaaaa actgctgggc ttgaggcggt
  2128621 tacgataaac ggtagcgcgt tctaaggcgg catccagcat tgccgagcga ccaagcgaga
  2128681 gtttcattac gtcgtagcaa agttccagag catcatcaag taacaataac gctcgttgaa
  2128741 ccgtaggttg ttccatcaca tcgcgcaagt tgccacggta accgggatcg cccagcacta
  2128801 aacgaaaatc ctgtgtactt tgcgtcagac ggtccgcact tttttgtaat tgggcggagt
  2128861 cacgcacctc ggtgcgatag gcaataataa tatcttttgc taaatccatc agttgccggc
  2128921 tggtgagctg ttgaccaaaa tactggctgg caatatcggg gatttgatgc gcctcatcaa
  2128981 aaatcatcac atcagcggtt ggaataagtt cggcaaaccc actctctttc accaccatgt
  2129041 ccgccagaaa aagatggtgg tttaccacca ccacatcagc atccatcgcc cgacgacggg
  2129101 ctttcaccac aaaacaatct ttatacagcg ggcaatcgct acccagacaa ttatcattgg
  2129161 tactggtaac cagtggccag acaaaactgt cttccgcaac ctgaccacag gtgctgatat
  2129221 caccatcaac cgtctctgct gaccaaccac gtaaccgaac caaatcgacc aatgtctcac
  2129281 tggctaaatc cccgcctgcc aatgactgct gttcaaggcg ctccaggcaa agatagtttg
  2129341 aacggccttt caataaagcc aatttgcctt tgtattttag cgcggtcacc atcataggaa
  2129401 gatcacggga atagagctga tcctgcaatg ccttggagcc ggtggagatg atcactttgc
  2129461 aatcagcccg caacgccgga gctaaatagg caaacgtctt accggtaccg gtacccgctt
  2129521 ctaccaccaa ttgctgtttg gcatcaatgg cttcactgat tgccgcagcc atctggcgct
  2129581 gagactcacg gggattaaaa cctttaatag cctgcgctaa tgcgccgtct gttgcaaaat
  2129641 cgtctatcac tctgtctctc tgccgggcga aatcagcgct gattatgcca agccaatggc
  2129701 tctacgacca cacattctct ttccttgcta tgataccctt cgtacataac tgacattgac
  2129761 cctcacaaaa tggagtaaaa atgagtattg agagaattaa tccggagaaa cgttggtcag
  2129821 atgctgtgat acacaacgac actatctatt acaccagcgt acctgaaaat ctggatgccg
  2129881 atatcaccgc ccagaccgcc aataccctgg cggccattga tatgatgctg caccaattag
  2129941 gctcggataa aagccgggtt ctggatgcca ccattttctt ggccgataaa gctgactttg
  2130001 cgggtatgaa tgccgcttgg gatgcctggg ttgttgacgg caacgcgccc gttcgctgta
  2130061 cggtcgaagc caaactgatg aatccggact ataaagtcga aatcaaaatc attgctgcaa
  2130121 tatgattcgt tcataaatgt agctagtgat agatgtagtt gagtgataga tgttgctaaa
  2130181 cgataaatgt cactaagcca caaaaacaaa ggagagtagc cgccaggcta ccctccgctt
  2130241 actgcctctg gccccgctat gacaacttaa tcatcaccat gcccgccagc agtaagatca
  2130301 aaccaatcca acctttgtag ttcaaccgtt gattaaacag aatccagccc gccgcaacag
  2130361 tggccgcaat accaaaaccg ccccacaagg cataagctac cgacagctca atccccttca
  2130421 ctgcttgcgc caatgcactg aatgcgccta atactgacaa cagggacaat atccccaacc
  2130481 attttcggcg aaagccatct gacattttca gcaagatatt agcgacgatt tccagcataa
  2130541 cggccaagat caagaaagct atagggtaaa actcaagctg ctgcatgatg ctcacctgac
  2130601 tcaacagcaa cacccttatg atggccggta gtctgtgttt ttaattcctg taccgaaggg
  2130661 ggtcgattac cgcgatggca gttcggttgt tttggtttcc gcgtacccga tttcaccaag
  2130721 aggatcccac caatcagtgt cactaaaccg gctattttca gtggcgataa cgtctcgcca
  2130781 aaccacatca cactgaaaat agtaataata aggatgccga tcccctccca cagcgcataa
  2130841 gccacaccca atgctacttt cttaaccgct aacgagaaca tgacatagga gcccgttatc
  2130901 ataaaataca tcacgatatg cccggtcatc tcgccgctaa cactggcata tttcattgat
  2130961 agggtgccaa taatttcagc aataattgcc agacctaaaa atatccaata aatcactttt
  2131021 cttctcctaa cacgcataaa cgcacgctaa ggtctatttg ttacggctat cctgcttcag
  2131081 tgccttattc acaaggaata aacctgcgca gtccgtaaga aatagatact cacttggcgt
  2131141 ataaaacagc tttccgggag acttgctttt atcaggactc aggtgaccca ataacattga
  2131201 tgacaattat ttgtactgac caaaacattc ttcacggaaa atcacattaa cgaggatgcc
  2131261 aataagccaa gccatggcaa tagacccaat aaaccaaacc gtggcaatag gctaacttgt
  2131321 taacgcaccg gattttagga gagagacgct atagctcgct gcaccagtga tgctcactgg
  2131381 ccaggatggc tgacaggaag agttggcata tagaagtttt gagagtaatt ccattaattt
  2131441 tcatcataat atatctcttt tttttggcta cacgtgtttt agcgacagac tcactcgcca
  2131501 aacccagtgt gatacgccta aaaccctcat gaagttagaa taattaactg ttatattttt
  2131561 accacagtca attttataaa gcaaaccatc agttttataa atagttaaat aaaagagatt
  2131621 aaaaaataat aagttagtga ttctgaaaaa acaaaacccc tgcaatgcag aggctctgtc
  2131681 tttggtgaaa atatacggat tctcccgtta tgtcagggag ttagagcggc ttatgctgcc
  2131741 gcaccttcaa ccgcttgctt cgctaattca gtaatgcgcg cgtagtcacc actctccaac
  2131801 gcgtcagcag gaaccaacca tgagccacca atgcacaata cactcttcag tgctaaataa
  2131861 tcacggtagt tatttggtgt gataccgcca gttgggcaga aacggacttg cgagaatggg
  2131921 ccgccaatgg cttgcaacgc tttgacacca ccgttagctt cagccgggaa gaatttaaac
  2131981 tcacgcaaac catagctcat ccccagcatc agttctgaaa cggtgctgat acctggaatc
  2132041 aatgggatag acccttcgca ggccgcttta agcagttcat cagtcaaacc agggctaatg
  2132101 gcaaactgag cgccagcttc aaccacttca gccagttgtt gtgggttaag cacggttcca
  2132161 gcaccaataa ttgcctcagg aacttctttg gcaatcgcgc ggatggcctc cacagcacaa
  2132221 ggggtacgca acgtcacttc cagtacgcga acaccgcctg ccaccagagc ttttgccaac
  2132281 ggtactgctt gctcgagctt attgatcacg atcaccggga caacaggacc tgcggtcata
  2132341 atctgttctg cgctcgtttt ccagcttttc attagttgtt atctccactt atgccgactg
  2132401 gcattgtact cacccgaagg tgttagttga aatatggcac tctgatcgcc gctcccgatg
  2132461 gaacaactgc gatcccgttt gccataaaga atcaataggg tatgagccaa ctgctcgctc
  2132521 tttattatta cgcaggctgc cccctgctct ccctggcagt cacgcgccat cagattcgcc
  2132581 tctggtggcg cgctattatc gtgcggttag cgattactcg aactcattcc atgaccggcc
  2132641 atcacgggtg atcatagcaa cggatgccac aggcccccat gtaccggact ggtatggttt
  2132701 tggtgcttca ttatctgccg cccacgcatt cataatagaa tcgacccatt tccacgcctc
  2132761 ttcgacctca tcacggcgca caaacagcgc ttgaataccc cgcatggtct ccagtagcag
  2132821 acgttcatag gcatcagcaa tatgctgctc attgaaggtt ttggagaaac tgagatcaag
  2132881 cttagtggtt tgtaaacgat gcttatgttc caatccgggg actttattca gcacttcaat
  2132941 ttcgatccct tcgtccggtt gcaaacgaat tgtcagtttg ttttgtggca gttgttgata
  2133001 agattcgcgg aagagattca gtgcggggtt cttaaagtaa accacaactt cagagcattt
  2133061 gctgggtagg cgcttaccgg ttctcaggta gaaaggtacc ccagcccaac gccagtcatc
  2133121 gatatccacc cgaatagaca caaatgtttc ggtattgcta ttcttattcg cgccttcctc
  2133181 ttccagataa cccggcactt tattgccctg tacaaagccg gcagtatatt gcccacgaac
  2133241 tgtagtttcg cgcacattgg tgtgatcaat acggcgcagc gaacgcagta cttttacttt
  2133301 ttcatcacgg atgcgatccg tactgagatc tgcggggggt gacatggcga tcatcgtcag
  2133361 gatttgcaac agatggtttt ggatcatgtc acgcatctga ccggcctgat caaaatagcc
  2133421 ccaacgccct tcaattccga cctcttctgc gacggtaatt tgcacatgat cgatagtgcg
  2133481 gttgtcccag tttgaggcga acaacgagtt agcgaagcga agcgccaaca ggtttaatac
  2133541 cgtttctttc cctaaatagt ggtcaatacg gtaaacctga cattcgttga aatactcggc
  2133601 tacctgatcg ttaattaccc ttgagggcgc taaatcggtt cccaatggtt tttccattac
  2133661 cactcggcta ggctctttgt ttaacccggc ttctcccagg cctttacaaa tcgcaccaaa
  2133721 tgtactcggc ggcatagcaa agtagttaat cgtggtgcga tgtttttgat cgagcatttt
  2133781 acctaatttg gtgaaatgct tactgtcatt cacatccaga ttgcagaagt cgaggcgcga
  2133841 gctgagtttt tgccatagct cgtcatccag cggctctttc ataaaggtat cgagggcttc
  2133901 ctttaccaca gcggtgtacg catctttatc ccactcagca cggccaacac cgattatccg
  2133961 agtatctggg tggatatgac ccgctttttc taattggtaa agagaaggca gcagtttccg
  2134021 gcgagccaaa tcacctttag cgccgaaaat caccaggtca cacgcctggg ctacctggac
  2134081 tgtattcatt actgccatgc tattctcctc gttgcaggat atttgtaatt ttcttacatt
  2134141 actaatgtac tctctttgac tatagccagt aaacccagat aaaaatgcgt caaaaaaggt
  2134201 caaaaaacat ccatccgagc gtgaggccgc gccaaatcag gccaagcgac gttaaaatgt
  2134261 aattttatga cgtttttgat aaccatttac cattatgaaa attagacaca ggtcatatta
  2134321 tggtgaaaaa ggcttacttc tcaccctatg ccactgccaa cgggtaccag ctcgtagtat
  2134381 attttcatta aaccggcata gatttctcct ttatatgaaa tcggtaaaac ccatgggtgg
  2134441 ctctcgttat atgaatacgc tggaaaatat ccaaaatagt atggaccttc tgagcaaatc
  2134501 agaaaggaaa gtcgccgagg taatccttgc ctccccgcaa acggccatcc attctagtat
  2134561 cgctacactt gccaaaatgg cgaatgtcag cgaaccgaca gtcaaccgtt tttgccgtcg
  2134621 tctggagacc aaaggtttcc ctgattttaa actgcatttg gcgcaaagtc tggcgaacgg
  2134681 tacaccctat gtgaatcgta acgtcgaaga agatgatagt gtagctgcgt acaccggaaa
  2134741 aatttttgaa tcgacgatgg ccagcttgga ccgcgtaaaa aacaatctgg atatcgccgc
  2134801 cattaaccgg gctgtcgatt tattgactca agcgaaaaaa atctcgttct ttggcctggg
  2134861 ttcctccgct gccgttgctc atgatgcgat gaataagttt ttccgcttta atatcccagt
  2134921 aatttatttc gatgacatcg ttatgcaacg catgagttgt atgaactcaa gcgaaggcga
  2134981 tgtggtagtg ttgatctccc acacagggcg aaccaaaagc ctggtggagc tggcgcagtt
  2135041 ggctcgtgaa aatgatgctg ccgtgattgc cataacttca tgtgatacgc cactggccaa
  2135101 cgaagcaacc ttatcgctgt tgctggatgt gccggaagat accgatatgt atatgccaat
  2135161 ggtgtcacgc atcgcccagc tcacgttgat tgatgtgctg gcaacgggct tcaccctacg
  2135221 gcgcggagca aaatttaggg ataatttgaa gcgggttaaa gaggcattga aagaatctcg
  2135281 ttttgataag gattctttgc cagtaaacaa cggtgattaa catcatgagc ggaagtcacg
  2135341 ttgccttgtg ttagcgcatc ttttgtcgta ataacttgac gtattattga gagataatcg
  2135401 tcgtcatggc ccggagaggg tcatcaggcc aataattgag agcaagagtt tgctttgtca
  2135461 ctcatgtttt tgtgcagccg gcttcccata ataaatcggt ttgtgcaata ggtcgttttt
  2135521 acatccgcaa gcagataaca tgcttgacac gattttatcg taaaatttgt agattaatga
  2135581 cattttacca tcggatccat tatccgctgt tttaacaaca ccatgcttca ccagtcaacg
  2135641 gagtaagaga tgtccagacg gctcagaagg accaagattg ttactacact ggggccggct
  2135701 actgaccgcg acaataatct ggaaaagatt attgctgcag gtgcgaacgt agtccgcctg
  2135761 aatttttccc atggtagcgc tgaagatcat gaattacggg ccaataaagt ccgtgaaatc
  2135821 gctgccagac tggggcgtca tgtagctatt cttggtgatt tgcaaggtcc taaaatccgg
  2135881 gtatcgacgt ttaaagaagg taaagttttc cttaatataa acgataaatt cctgctggat
  2135941 gccaatatgg caaaaggcga aggtgataaa aacaaagtgg gtatcgatta caaaggcctg
  2136001 ccagctgatg tggttcccgg tgatatttta ttgcttgatg atggccgcgt gcagttaaaa
  2136061 gtggttgaag ttcagggcat gaaagtcttc accgaagtga ccgtcggtgg cccgctctct
  2136121 aacaataaag gcatcaacaa gttaggtggc gggttatcag ccgaagccct aaccgaaaaa
  2136181 gataaagccg atattgttac cgctgcaaaa attggtgtgg acttcctggc ggtctctttc
  2136241 ccacgtactg gtgaagattt gcattatgca cgccgcctgg cccgtgatgc tggctgcaat
  2136301 gcacagatcg tcgcaaaggt tgagcgcgct gaagcggtcg ccactgatga ggcgatggat
  2136361 gatatcattc tggcctctga cgtcgtcatg gtcgctcgtg gtgatttggg tgttgaaatt
  2136421 ggcgacccag aacttgttgg tatccaaaag aaactgatcc gccgtgcccg ccagctaaac
  2136481 cgtgccgtga tcacggcgac tcagatgatg gagtcaatga tcaccaaccc gatgccaacc
  2136541 cgagcagagg tgatggatgt tgccaacgca gtgctggatg gtaccgatgc ggtcatgttg
  2136601 tcagcagaaa cagcagcagg ccagtacccg gcagaaaccg tagcggcaat ggcgcgtgtc
  2136661 tgtctaggcg cggaaaaaat cccaagcatc aatgtgtcaa aacaccgtct agatgtgcaa
  2136721 ttcgataacg tcgaagaagc tatcgcgatg tcgaccatgt atgcggcaaa ccacctcaaa
  2136781 ggtatcaccg cgattatcgc catgactgaa tcaggccgca cggctttgat gatgtcgcgt
  2136841 atcagttccg gtttacctat tttcgccatg tcgcgccatg atcatacttt aaacctaacc
  2136901 gccatctatc gtggcgtgac gccggtctat tgtgatcccc atactgacgg tgttcttgcc
  2136961 gccacagaag cagtaaaacg cttgcaagat aaagggttct tggtgtcagg tgatttggtt
  2137021 atcgttactc agggcgatgt gatgggcacc attggtacga ccaataccag tcgtatcatc
  2137081 cgcgtcgaat aagttatttt taagataggc agaaaagcaa aggcccgcta tcactagcgg
  2137141 gcctcagact gctgacaaac cccgatgact cgatcttgaa cggtgaggat aggcagagga
  2137201 gtaaagcgtc cgcgccaagg atggcgcggc tcgagcctac atggatgtat ttacggcgtc
  2137261 tttacgatct gcctgttctc tccgtcgcgg gcactttgtc aataacctca ggcccgctat
  2137321 cactagcggg ccttttacct ttaactgttt tatatttcgc cgtatttgta tttactcgtt
  2137381 ttacattgaa tggtgctgta tttaaccgcc ctcttgaacg gttatcacac cctaaagatc
  2137441 tttgcgcaca tagggctcgg tttcaccctc tttccgggtt tttaacagct ttaagatcca
  2137501 tgtatattgc tctggattcg gcttaaccaa caactccact tcctcattca tccggcgggc
  2137561 aatataggcg tcatcagcat ccgccaaatc atccattggc ggacggatat agatatcaag
  2137621 acgatgctct ctataattat aaacagggaa catcggtaca atggccgcac ggcagacttt
  2137681 cattaaacgg cctattgccg gtaatgtcgc cttataggtc gcgaagaaat caacaaattc
  2137741 actttgctca ggaccataat cttcatcagg taagtagtaa ccccagaatc cttggcgtac
  2137801 tgaactgata aaaggtttga tgccactttc gcgggcatgg atccgaccac cgaaatgtaa
  2137861 acgcgcactg ttccatagat agtccaccaa tggattacgt tgatgatgga acatacctgc
  2137921 aactggcttg ccctgctccg ctagcagcat agccggaata tcaatggacc aggcatgggg
  2137981 gaccaacaaa ataacattac gctcttgttg ttgcagctca tccagtattt cctgtccatg
  2138041 ccagtgcacg cgagtcagca cttttttcgg atcacgaaaa caaagttctg ccatcatcat
  2138101 taacggttga gctgcggtag caaacatctg gtcaataatg tgttcgcgtt cagactcggg
  2138161 taactcaggc atacaataaa gaagattaat acgagcgcga cgacgggcgc ttttagcaaa
  2138221 tttcccagcg agacgcccta tgccagctaa taaaggatca cggaatttgg gtggaatata
  2138281 agcgagcgcc gcaatcgctc cagcacctaa ccaaaccccc cagaaacgcg gatggaggaa
  2138341 ggttttctga aataccggaa taaaaccagt tgcgtcattt ttttctttgt gcatggggaa
  2138401 actcttagaa ttggcggtgg gctaatcatc attacagaag acacgttata cagacactct
  2138461 ttttggcaac cttcatcttt ccaggcgaca acgtttaatt cagtgtttgc agataaccgc
  2138521 ttcgcaatta aagcccaata gcaaaaaact gatatcagcc atctacgatg ggctgacaga
  2138581 ctgaaactaa actgccagtg ctcaactcac tggcagctta gggataaaca caccgacagg
  2138641 ctaacctgac ggtatcactg ctaatccagt tgtaactgcg gaataacttg cttaacaatg
  2138701 gccaaatact cactgcgatc tttaccactc aacccttctg aacgtggcaa tttagctgtc
  2138761 agtggattaa ccgcttgctg gttcatccaa aattcataat gcagatgtgg cccagtcgaa
  2138821 cggccggtat tacccgacaa cgcgatacgg tcaccacgtt ttactttctg cccgggttta
  2138881 accagcaatt ttttcaaatg catgtaatgc gtggtgtatt ggcgaccatg gcggataacc
  2138941 acatagttac cggcagcacc actgaatttt gagattaaga cttcgccatc gcccacggct
  2139001 aataccggtg tcccgacagg catcgcgaaa tccacgcctt tatgcggcgc aatacgccca
  2139061 gtcaccggat ttaaccgacg agggttaaaa ttggatgaga cacggaattg tttcagtgta
  2139121 gggaaacgta ggaaaccacg tgcaaggcca gagccctgcc gatcatagaa tttgccatct
  2139181 tcagcccgga tagcataata atctttacct ccagaccgca tgcgtacccc aacgagctgg
  2139241 ctttgctcac tgcgaccatc cagcatttcc cgtgacatta agaccgcaaa ctgatcgcct
  2139301 ttacgcagct tactgaaatc taattgccac tgtagtgcct tggtcacggc acgaatttca
  2139361 gcggctgtca gccctgcttt cttcgcactg ccgacaaaac taccatcaag acggcccgtc
  2139421 agaacactgt tcttccactc gcctttctgc agctctttag tctctttgaa attgttccca
  2139481 acacggttat acgtccgagt ttcgcgacgc gacacttccc aagtcaggct ttgtaaatca
  2139541 ccggtgtcat tcactgtcca ggagatttgc tgcccgatct tcagattacg taagtcacgg
  2139601 ttttggttcg ctaataaaga aacatcagag atatcaatcc catactgggt aagaatgctg
  2139661 ctcaacgtat cacccgttga cacaacatac tcatggacac cagtgtcatt ggcatctttg
  2139721 gtgtctaatt catcttgtgg gattgcatcg tcaggcgttg gctgatcgag aggttcactg
  2139781 gcttctggca ataaaatgcg ggattgactg gtatctagca ccacgctctt ggcaacaggt
  2139841 tcatgctctg ggtgatagat aaaaggccgc caaacagcga cggccagtgt cattacagtc
  2139901 aacgacccca acatgatgcg atggggtcga ggaagattgt tatatgctaa agtgatagtt
  2139961 ctgactatct gctgcactta tgagtatcct tttaatctta cttcaggcag ctcacatatt
  2140021 ggttcgacaa ctgagacaaa aagttcacat agctgtcctt gtccaatact ataccgctcc
  2140081 ctaaaggatc cagtgtgcca gaacgcacgt tagttccctt ggcaacagca ttaatgaccg
  2140141 ctggcctgaa ttgtggttca gcaaaaacgc ataccgcctt atgctcaacc aactgtgttc
  2140201 gaatttgatg taaacgctgc gcaccaggtt gtatttcagg attgactgta aaatgcccta
  2140261 atggactcaa gccaaagtga ttttcaaagt agccataggc gtcatgaaaa acaaaatatc
  2140321 ccttaccttg gacaggctta agcatagtaa caatattttt ttcattttgc gctagttgat
  2140381 actcgaatcg acgcaggttc gcatctaatt tgtccttatt ttgtggcgta agttccaata
  2140441 atctgtcgtg tatagcaatt gcagcctgtt tagcgatggc cggtgacagc caaatatgca
  2140501 tgttatactc accgtgatgg tggtcatcag tcggattatc tttagcatga tcatgatgat
  2140561 gtccactctc gccctcttca gcctcatcat gttcatcact cttcatcaac aatggtgtaa
  2140621 cagaaggtaa ctgtgataaa gcgatctgtt tattttcagc gacttgcgtt aatggttttg
  2140681 atagaaatgc ttccatttcc ggcccgaccc aaataaccaa ttcggcgcta cgtaaccgct
  2140741 ggacatccga tggacgaagc gcataatcgt ggggagatgc gccatcaggt aataaaacct
  2140801 cggttggcag caccccatct gcaatggcgg cagcaataaa acctagcggg cgtattgatg
  2140861 taacaacggc cgccgaagcc agattaaagg gatttgccag taaaagtgcg ctggcgagca
  2140921 ttgcctgttt tagccattta tttttatgta acataatacg aattctcgac gttttgatgg
  2140981 gtaaagcgta atattataac attcactaga ttctgcaaat ataatcatga tgcccatatt
  2141041 ggtaacgctt aataagatat ccgtcacttt tggctctcgc cgggtactga acgatatttc
  2141101 cctttctctg cgcccaggga aaatccttac gctgcttggg ccaaatggcg caggaaaatc
  2141161 cacactggta cgggtggttc ttggccttat tcccccaagt agtggatctc tggttcgtga
  2141221 gcctggctta cgcatcggtt atgttccgca aaaattgcat ttagatgcca cattgcccct
  2141281 aactgtcagc cgctttatgc ggctaaagcc gggggtgaaa aaagccgaca ttctgcctgc
  2141341 actcacacgg gtgcaggccg ctcatttgct ggatcaaccc atgcaaaagc tttcgggcgg
  2141401 tgaaaatcag cgtgtgctcc tcgcccgagc cttactgaac cgcccacagt tgctggtgtt
  2141461 ggatgaacca acgcaagggg tcgatgtcaa tggccagtta gcgctatatg atttaatcga
  2141521 acaactacga aaagagttag gttgtgctgt gttaatggtt tcccatgatt tgcatttggt
  2141581 gatggccaaa actgatgaag tattgtgcct taatcaacat atctgttgtt caggcgcacc
  2141641 agaggtggtt tcaacccacc ccgagtttat tgccatgttt ggtaatcgtg gtgccgagca
  2141701 gttagccgtt tatcgtcata accataatca tcgtcacgac ttgcatggaa aaattatttt
  2141761 gaaaaacagc gggagccgtg gcgcatgatt gaattactgt tacccggttg gttggctggt
  2141821 gtattactgg caacagccgc tggcccgctg gggtcttttg tcgtttggcg tcgcatgtcc
  2141881 tactttggtg atacattagc tcatgcctca ttgcttggtg ttgcgtttgg tttgctgcta
  2141941 aatgttaacc cgttttatgc tgtcatcgcg atgactatgg tattggcttt gattctggtt
  2142001 tggcttgagc gtcgcccaca actggcggtt gataccctat tgggtattat ggcccacagc
  2142061 gcattatcac tgggtttggt ggtggtcagt ttgatgtcaa atgtgcgggt tgatttgatg
  2142121 gcctacttgt ttggcgacct gctttccgtg acgctgagtg atatctggct tattgcagcc
  2142181 ggtgtggtgg tggtattagc agtcttgttc tggcaatggc gggccctgct ctccatgacc
  2142241 atcagcccag agcttgccca tgttgatggt gttaacttag agcgggtacg gatgctactg
  2142301 atgctggtta ccgcactgac gatagggtta tcgatgaaat ttgtaggtgc attaattatc
  2142361 acctcactgt tgatcatccc ggctgcagca gcccgtcgtt ttgcccgcac gccagagcaa
  2142421 atggccggga ttgccgtagg gattggtatc cttgcggtta cagggggttt aacattctcc
  2142481 gccttctatg ataccccggc tgggccttcc gttgtgctct gtgctgccgc catgtttgtg
  2142541 ctgagcctgt cgcaaaaagc acgaggatag tcatcacttc acgctgtggg gtttaggcct
  2142601 ataaccccca cagcgtgaaa cgtattattc ttcccgagta ataccaaaat gtttatacgc
  2142661 gtgatttgtg gcaattcgcc cacgaggagt acgctgaata aagccttgtt gaatcagata
  2142721 cggctccaga acatcttcga tggtttcccg ctcttcacca atcgctgccg ccagattatc
  2142781 cagccctact ggcccgccca taaatttatc gataaccgct aacaacaatt tacggtccat
  2142841 aaaatcgaac ccttcagcat cgacattaag catatccaac gctttcattg cgacctcacc
  2142901 gttaatggca ccatcggctc taacttcggc gaaatcacgt acacggcgca ataggcggtt
  2142961 ggtaatacgc ggcgttcctc ttgagcgacg tgccaactgg tgtgccccct ccggcgtgag
  2143021 ttccagcccc aaacacttag cactgcgtga aacgatatgc tccagatcag ccacctgata
  2143081 aaactccagc cgctgcacga taccaaaccg atctcgcaaa ggtgatgtca gtgaacccgc
  2143141 tcgggtggtc gcaccaatca gggtaaacgg cggtaaatca agtttgattg agcgagccgc
  2143201 ggggccttcg ccaatcatga tgtccaattg ataatcttcc attgccgggt aaagaatctc
  2143261 ttctactacc ggtgacaaac ggtggatctc atcaataaat agcacatcat gcggctccag
  2143321 gttggtcaac atggcggcta aatcaccggc tttttccaat accggaccgg acgttgtgcg
  2143381 cagattgacc cccatctcgt tggcaataat gttcgccaac gtggttttac ccaaacccgg
  2143441 agggccaaat atcagcacgt gatcgagtgc atcaccgcgt tgttttgctg cctgaatgaa
  2143501 gatttccatc tgttcacgga catgaggttg cccaacatat tcagtcagta gcttagggcg
  2143561 gatggcccgg tcaatgctct cttcatcatt gataactgcg gccgatatta gacggtctgc
  2143621 ttcaatcatc ccttacccct tcataccctt tgaatttgaa gccgcagagg ctaactacgc
  2143681 ccctcacccg aatgactaat ttttttaaat tcatcggatt cgtttgccag ctctctacaa
  2143741 cgtcaataac gttgggtata taacacaatt cattctataa atcggcggca ttataacgcc
  2143801 gcacggagag catcacggat cagtgtttca caatcggcac ccggcttggc aattttactc
  2143861 actaaacggc tggcctcttg tggtttataa cccagcgcga ccagtgcaga agcggcttcc
  2143921 gcttcgatat cagcatccga ggtttgtggc gaagccgttg gtaacgagat atcaccggta
  2143981 ttattaaaca gatcgccgtt aaggccttta aagcgatctt tcatttcgac cactaaccgc
  2144041 tcggcggtct ttttaccgac acccggcagt tttaccagcg ttgtaatatc ttcacgttcg
  2144101 actgcgccaa caaattgctg tgcagacatc ccggagagaa tggctaaagc cagttttggc
  2144161 ccgacgccgt taactttgat caattcacgg aacagcgccc gctcctgctt attattgaaa
  2144221 ccatacagta actgcgcatc ttcgcgtacc acaaactggg tgaagataat ggcttcctgc
  2144281 cccaactcgg gtaactcata gaagcaggtc attggtaatt ggacttcata gccaacaccg
  2144341 tttgtttcca gcagcaccag cggtggctgt ttttccagaa tgatacctct gagacggcct
  2144401 atcacgttga ttctctcctt gcccactatc cccttcagaa ttgacgctac tgcgtggtta
  2144461 gcggcattca ttcacccgaa tcacttactg gtcgtttgac cttaaaataa atagattcat
  2144521 cgggatttgt ttgctgccta ccggctcgaa acgccaatta ttttggggat aaacattaag
  2144581 ttcagcattg tgtttatcac tcaaacagca ctgtttatag cataaaaaag gctggatgga
  2144641 tatccagcct gtgataacag ttaacctgtt cgcataaacc tgatcggtca gcgtatccgg
  2144701 ccacgtgata atgtcatttg gtcattaccc aaacgcaacg tattttggct cagatgacaa
  2144761 tgtgtaatgg cgatagctaa tgcatccgcc gcatccgctt gtggattcgc cggtaattta
  2144821 agcagggagc gcaccatgtg ctggacctgg cttttttctg ccgcgccggt ccctacaacc
  2144881 gtctgtttta cctgacgtgc ggcgtattca gagacaggta aattgaggtt tactgccgcc
  2144941 acaatggccg cgccacgcgc ttgccccagt tttaatgccg agtccggatt ttttgccata
  2145001 aagacttgtt cgatagcaaa aaaatctggc tgaaactgcg taatgatttc ggtcacacct
  2145061 gcgtatatca acttcaagcg agtaggcata tcgtcaacca cagtgcggat acagccactg
  2145121 cccagatacg taagttgacg accttgctgg cggataacac catagccggt aacacgagaa
  2145181 ccggggtcga tacctaatac gatcgccata ctcgtttatt taccttattc gccacctgat
  2145241 tgagcagccg tattgatggg gaaagcacct cacccgatat ccccgtccta cttcaagttg
  2145301 cctgtgcgtt ggctacgttc gttactcact ccatccatgg aggccactgc aactcgaatt
  2145361 atttagagta taaataagtg tggtgcctgc attctgcaaa ttgcgatgcg ataacgctta
  2145421 cagggttgct gctacttcat cagagatttc accattatgg taaacctctt gcacatcatc
  2145481 agaatcttcc agcatatcaa tcaaacgcag cagtttgggg gcagtttcag catccaattc
  2145541 cgctttggtt gatgggatta atgacacttc tgcaccttca gccaccaaac cggtagcatc
  2145601 caacgcatct tttaccgcgc ccagagattc ccatgcagta aacacatcga tcgcaccatc
  2145661 atcgtaaacc acgatatcat ctgcacccgc ttctaacgct gcatccatca ccgtatcttc
  2145721 ttccaaaccc ggcgcataag aaataacgcc ttttttggta aacagataag aaacagaacc
  2145781 atcagtgccc agattccccc ctgttttggt gaatgcatgg cgaacttcag atacggtacg
  2145841 gttacgattg tcactcaagc attcaaccat tacggctgtg ccacctgggc cataaccttc
  2145901 gtaaatgatg gtttccatgt tgttatcttc atcaccaccc acgccacggg caatcgcccg
  2145961 gtttagggtg tcgcgtgtca tattgtttga caacgctttg tcgatagccg cacggagacg
  2146021 tgggttagca ccggggtcac caccgcccag acgggctgca gtgacgagtt cacgaatgat
  2146081 tttagtgaaa atcttaccgc gtttggcatc ctgtgccgct ttgcggtgtt ttgtgttggc
  2146141 ccatttacta tgacctgcca taagaatctc caaaatagcc taatgatacc cttcacacct
  2146201 gacgtgacag cgttgggtct agacggaata aagaacatac tcttcaatcg cttgttgatt
  2146261 actccaggac ttggtcaata cggcagcctc tgccgcatcc aaccactggt aggcgagatg
  2146321 ctcagtaatc acgatatccc gctcctccgg caacgccaaa cagaaccaat gttctttgtt
  2146381 acgcgtaatt cccggagcat agcgacggcg caaatgcgca aagagttcaa actccacaca
  2146441 gcgctgacag tcgagcaaca ccagattttc acccagaatg tcaatgccga cttcttcctt
  2146501 tacttcgcgc tgtgcggttt gcaacggagc ctccccctct tccagactgc cggtcaccga
  2146561 ctgccaaaaa tcaggatcat cgcgccgttg caacatcaac actcgcccgc tggatttggc
  2146621 atagatgacg accagaaccg actcggggcg tttataattc attactgatt ctcttctgcc
  2146681 ccagcatctg tagtgccttt cttcgccacc acgctaatgg acaactcttg caacgaggcc
  2146741 gggttggcaa aacttggcgc atcggtcatg agacaagccg ccgcagtcgt tttagggaag
  2146801 gcaatgacgt cacggatgtt atcggtaccg gtcaacaaca tgaccagacg atccagacca
  2146861 aacgccaagc ccgcatgtgg cggggtgcca aatttcagcg catccagcaa gaagccaaac
  2146921 ttctcacgct gttcatcctc agtgatgccc agaataccaa agaccgtttg ctgcatttca
  2146981 gtgcgatgaa tacgcacaga acccccgccc acttcatagc cgttgatcac catgtcgtaa
  2147041 gcattggcga tagcggtggt tggtgctgcg gccagttgtt ccgggctcat atcttttggg
  2147101 gcggtgaatg gatgatgcat ggccgtcagg ccgccttcgc tatcatcttc aaacattggg
  2147161 aaatcaacca cccataacgg tgcccatgtc cccagacgcg tcaactcgag atcacgccct
  2147221 actttcagac gcaacgcccc catcgcatcg gtcacaatct tgtaactgtc cgcgccgaag
  2147281 aacaggatat cgccactttc cgcctgagtg gccaccaaaa tggcgtccaa cacttcagca
  2147341 ctgaggaatt tggctatcgg gctttgtacc ccttcaagac ctgcagcacg gtcattgacc
  2147401 ttcagccatg ccaagccttt cgcaccataa ataccgacaa actgaccata ctcatcaatt
  2147461 tgtttgcggc taagttgcgc gccacccggt acacgtagcg cagccactcg ccctttggca
  2147521 tcattggccg gaccggagaa cactttaaat tcaacatctt taaccagaga ggcgacatcc
  2147581 actaattcca gtgggttacg caggtctggc ttatcggaac cataacgacg catcgcttca
  2147641 gcaaaggtca ttaccgggaa atcacccaga tcaacgcctt tggtttcctg ccacaattca
  2147701 cggaccaatt tttccatcac ttcacgcact tgatctgcgc tcatgaacga agtttcaaca
  2147761 tcgatctggg taaattcagg ctggcggtca gcacgtaaat cttcgtcacg gaagcatttt
  2147821 acgatctgat agtaacggtc aaagccagac atcatcagca actgtttgaa aagctgagga
  2147881 gactgtggca aagcgtaaaa cttgccttta tgcacacggc ttggcaccag atagtcacgg
  2147941 gcgccttccg gtgtcgcttt ggtcaacatc ggggtttcga tatccaggaa gccatgatcg
  2148001 tccatgaagc ggcgtacaaa actggtgatt ttggcacggg acttcaagcg atcagccatt
  2148061 tccgggcggc gcagatccag atagcgatat ttcaaccgct gctcttcact gttgatttga
  2148121 ttggaatcta acggcaatgg ctcggagcga ttaatgatat tcagcgtgtt agcaaagatt
  2148181 tccacttcac cggtggacat atctttattg atttgactgt caggacgtgc acgcacagta
  2148241 ccggtaatct gaatacagaa ctcattacgc aactcagaag cttgttcaaa agcggcttta
  2148301 tggtctggat cgaagaatac ctgaacgatg ccttcgcgat cgcgcatatc aataaaaatc
  2148361 aggccaccca gatcacgacg acggttaacc caaccacaaa gtgtaacgct ttggcccacg
  2148421 tgggacagat tcaactgccc gcaatattca gtacgcatac aatatccttt tactcagccg
  2148481 atgccgcacg cgttatgcac tctccgtgcg gcgattttct ggtgaaccct gtattctggt
  2148541 aaacctaatg ttttggtaaa tcttacgttt tggtcaactt tacgctttgg taaaccgctg
  2148601 tgttctattt attaacactt tattgtttta ttaacgcgtt attgtttcaa cctcagcatt
  2148661 gtttcaacct cagtgactgc tctctgctta acgcccggtt ttaaatctgt cgcgtgcctt
  2148721 ttcgttggaa gctggcacag agattttttc aaaaatacag gctaatcgat ggttgcaagc
  2148781 gctacacgcc ctattttatc caaaagaaac cgtatatagg cagaggtgtt ttgggttaaa
  2148841 gagcgttgaa aaaagggggt cattataaag gaaattcatg gcatagataa gagcgaacac
  2148901 acagctcagg cacgacaaaa ttcctttcag tgagatttta acgcatcatt taacaaaatc
  2148961 accccctgac ataggctagc tgataaccta tgttaatatt atttggtcag cagattacct
  2149021 atttcgggcg acaaatctgc cggggcagca aacgaacgcg tcccgatgag cttacatcag
  2149081 taagtgattc gggtgagaga gaacagctaa caacaccgta acgtcaagta agaagggaat
  2149141 gacccaaatt aattggcgtt acagctaggc agcaaacgaa cgcgtcccga tgagcttaca
  2149201 tcagtaagtg attcgggtga gagagagcag ctaacaacac cgtaacgtca agtaagaagg
  2149261 gaatgaccca aattaattgg cgttacagct aggcagcaaa cgaacgcgtc ccgatgagct
  2149321 tacatcagta agtgattcgg gtgagagaga gcagctaaca acaccgtaac gtcaagtaag
  2149381 aagggaatga cccaaattaa ttggcgttac agctaggcag caaacgaacg cgtcccgatg
  2149441 agcttacatc agtaagtgat tcgggtgaga gagagcagct aacaacgctg tagcgtcaag
  2149501 taagaagggt aaaagatgta tatcggactg ccgcaatggc aacacccggc ctggggccga
  2149561 ctgggtcttc gagacttggc ggactatagc cgctatttta attgcgttga gggtaatacc
  2149621 agagcctgtc cataattctg tgtaactgcc accgtattaa aggtgatcgc tcaggcggtc
  2149681 accgaactcg ataataaaac ggctcatcgc taaccgccag ttctggatcg gcatactcca
  2149741 tttttttgat gcatccttga tcgccaaata aacaaccttc cgcactgagt cgtctgtcgg
  2149801 gaacactttg cgctttttaa tggctgcacg gatcacgctg ttcaccgatt cgatggcatt
  2149861 cgtggtgtag atagccttgc ggatatcggg cggatagccg aagaatgtat tgagattttc
  2149921 ccagtgcgta cgccaacttt tgctaatttg cgggtatttg tcgtcccagg cctccgcaaa
  2149981 cttatccagc gccatcagcg ccgcctcttc tgtcggagcc tgatacacca ttttcaaacc
  2150041 gctggtgacg gctttatagt ccttccatga cacatatttc aggctgttgc gtaccatatg
  2150101 gatgatgcac agctggatgt gagtctgcgg ataaacactg tttatcgcat ccgggaaccc
  2150161 ttcaggccat ccacgcaggc aatcagaatg tcctgaagac cgcgattttt tagctctgtc
  2150221 agcacactta gccagaactt cgcaccttca ttttctgcca gccacatgcc cagcagctct
  2150281 ttctgacctt cagtgttgat gcccagcgct aggaacactg ctttgtttat cacgctaccg
  2150341 ttctggcgga cttttacgac aatgcagtcc atataaacaa tgggatacag agcatccagt
  2150401 tggcggtttt gccattcagc aacctgctct tttacggcat cggtgacttt agatatcagc
  2150461 gtgggagaca catcggcgtc atacatctct ttgaaggtgg cgacgatttc gcgggtggtc
  2150521 atgcctttgg cgtacaggga caaaatctgg ctgtccatct gtgtgatacg cgtctgattt
  2150581 ttctttatca gctgcggttc aaaggtgttt tcgcggtcgc gtggcgtatt cagctcgatt
  2150641 tcgccgtcgt cgcatagcag tgttttggac gaatagccgt tgcgggtatt cgagcctgat
  2150701 ttaggggtat ttttctcgtg cccgaggtgt tcggtaagct ctgcatttaa cgctgtttcg
  2150761 acggtaagct ttgttagcat acgagaaaat gcattaaggt cggcttcggt tttaagacct
  2150821 ttagccagtt cagccgcaag tgctttaagt ttcttttcgt ccataatttg cctgtctccg
  2150881 ttgttggagt gaagatatca aaaacaggca attacacaat attgtttaca gtctctaata
  2150941 ccacctttta tgcattgcca cggccagaaa ttgtgctgcg ctggcgtgat atgacaccgg
  2151001 acagtttccg tttctgcttt aaattccccg ccacaatcag ccatcaggcg gctctgcgtg
  2151061 actgtgataa agaactacag gctttttatc attgcctggc tccgctgaat gatcgcattg
  2151121 gtcaactgtg gttacaactg cctgccgcct ttgggccaaa tgaattggac cgtttgtggc
  2151181 agtttatcga taagttaccc gctggttttc agtatggcgt ggaagtccga cacccagagt
  2151241 tttttgccaa aggtgccgca gaattagccc ttaatcaagg gttacatcag cgttcaatta
  2151301 atcgggtgat gctcgatagc cgccctattc acgccgccaa gcctttaacc gccgccgttc
  2151361 gtgatgctca aagtaagaaa ccccgtttgc cagtacatgc tgtcgtcact ggcggccaac
  2151421 ctttagtgcg ctttattggt ggcgaccaat tggatgacaa cttggccctg tttgcaccct
  2151481 ggctacaaaa actgccttta tgggaacagc accatcaacc ctacgttttt attcacacgc
  2151541 ccgataacgg cgactcaccg cagcaagctc aaaaaatttg gcaaaagttg gcagaagcca
  2151601 tcccgacatt gcccaccgca cccgattggc cagagcaaga gacactcttt tagtcacttc
  2151661 agcgtgttag tcacatcagt gaggagtgcg cataatcgtg ctctcagcct tatcttttcg
  2151721 cgctgcaaat taagagtcaa taaatgataa gttcgccatt tttctagcga cagccaccca
  2151781 gtagacggtt atcattattc agccagtcta tggttgggca atggagttga aaatggttag
  2151841 ctctctttat gtggtgttgg gcgcactgtt attaatcaag ctgtcattcg atgtggttaa
  2151901 attgagaaac cagtaccggg tagcttatgg tgacggtggt ttttatgaat tacagaccgc
  2151961 catccgtgta cacggcaacg ccgtagaata catacccatc gctgtcattt tactcattat
  2152021 gatggaaatg aacggcgcgc tgacgtggat gatccatatt tgtggattaa tgctaatcgt
  2152081 cggtcgcctg ctacattatt atgggttacg tcatcgcgaa attcgctggc gtcgctccgg
  2152141 gatgagtgcc acctatgttt cactcgtatt aatgattatt gcgaatattt actatttacc
  2152201 gtgggatcag attttcagtt ttacctgatt ctgcattaag gcagtccctg ttccgacagt
  2152261 aagataaccg gagcaaccgt tagtctgggc ggcatatcgc cgcctttatg tttattcccc
  2152321 tctcgcgccc ctcgctttat cacgcttatc ggccaagttt tctgttataa tatgcgcctt
  2152381 taatttcttg ctttgtttat ctcagaatct cagacgccat gccaaaccgc gatactcaat
  2152441 ctcaaaacga tacgccacgt cattctccag aggcggcaga accccagcgc gatagcctgt
  2152501 ttgctgcgcc tattgctaaa ttaggtgact ggacctttga cgagaaagtc gctgaagtgt
  2152561 tccccgatat gatccagcgc tcggttcccg gctattcaaa tattatttcg atgataggca
  2152621 tgctggcaga gcgttttgtg caaccgaaca gccaaattta tgaccttggt tgttcgctgg
  2152681 gtgccgccac gctgtcaatg cgccgtaata ttaaggccga aggctgcaaa attatcgcag
  2152741 tggataactc acccgcgatg gttgaacgtt gccgtcgcca tattgatgct ttccgggcag
  2152801 agacgccggt agacgtggtt gaagccgata ttttggatat caaactggaa aacgcatcga
  2152861 tggtggtgtt gaacttcacc ttgcaatttc tcgaacctgc caatcgccag cgcctactca
  2152921 atcaggtata tcaagggctg cgtccaggtg gcgcactcgt attgtcagaa aaattcagtt
  2152981 ttgccgatca taacgtaggc gaattattgt tcaatatgca ccacgatttt aaacgcgcca
  2153041 atggttacag tgagctggaa atcagccaaa aacgcagcat gttggaaaat gtcatgctga
  2153101 ccgattccgt ggaaacccac aaaaatcgtc tgcatcaggc ggggtttgaa cacgcggaag
  2153161 tctggttcca atgctttaat tttggttcac tgattgccct gaaagcagga gaggctcaat
  2153221 gattgaattt ggcgattttt atcggctgat tgccaaaggc ccattaagcc catggttaga
  2153281 tactctgccc gcacagctca gcgcctggca gcgcgaatcg ttacacggta aatttaaaac
  2153341 ctggtttaac gccgtggaac atttgcctca actgacgccc accacactgg atctacactc
  2153401 aggcgtaagg gccgaaatgt ccccgcccat ttcggctggg caacgtgaag gaatggagaa
  2153461 tatgctgcgc gccctgatgc cttggcgcaa aggccccttc tcgctatatg ggttggatat
  2153521 cgataccgaa tggcgttcag attggaagtg gcaacgggtc ttgccccata tcagcccact
  2153581 ggcaggccgt actattctgg atgtcggctg cggcagcggt tatcacctgt ggcgcatgat
  2153641 tggtgaaggt gctcatctgg cggtcggcat tgatccaatg cagctatttt tatgtcagtt
  2153701 tgaagcgatc cgtaagcttt tgggtggcga tcagcgggcg catgtcctgc ctcttggcat
  2153761 tgaacaactg ccggaactgg ctgcttttga taccgtgttt tccatggggg tgctgtatca
  2153821 ccgccgttcg ccactggatc acctctatca acttaaaaac cagttagtta ctgacggaga
  2153881 actggtgcta gagacactgg tcgtcgaagg ggacagccaa caagtgttgg tgccaggtga
  2153941 tcgttacgcg caaatgcgca atgtgtactt tattccttcg gcacccgccc taaaagcctg
  2154001 gctggagaag tgtggtttcg ttgatgtcag aatagcggat atggccgtga ctacgactga
  2154061 agagcagcgt cgtactgatt ggatgaccag tgaatcatta gccgagttcc ttgacccgca
  2154121 cgatcacagt aaaacggtag aaggctatcc ggcaccacta agagcggtgt taatcgcccg
  2154181 taagccataa gaaaatcccc caactcaccc agatggggga taccgttcgt tatattccaa
  2154241 acaagtggtg ttactacagg gcaaaacgcg cgaatccccg aattgacaca cccgtaactc
  2154301 agataattga gagcagctaa ccaccctgca acttcacgta agagggatat atatcaatat
  2154361 attgtgtact gaattaggcg cactaggtgt gcttggcaag aggcgacccc ataaccaata
  2154421 aactcttcat agcttcaacg acctcaccat caacacaata gtgagaaaac tcatcgacat
  2154481 cactgtcggc gcacatcgtc accccggctt tacggtatcg catggttgat ggcaccgtcc
  2154541 gcccggcaga actgtgtaat tcacgaatcc ctgcatcaat aaacttctgc atattcgtca
  2154601 accgcacccc ggcccctgcc ataataatcg ggccttgatc cttggttgct gcaaccaaat
  2154661 ctttcaacag agctaaaccc aattcagcat tttgctgctg ccctgaggtt aaaatacgcg
  2154721 ccacattaag ttcagccaat tgctttaagg caatcatcgg attttggcac atatcaaatg
  2154781 cgcgatggaa ggttaccgcc agtgaaccac ttactgacat aatctcccgc atccgtggca
  2154841 tatcgatatg cccatccgta tccagtacgc caacgacgac gccagcaaag cccaagtcac
  2154901 ggatccgcgc aatatcattt ttcataatag taaaatcatt gctgctgtaa caaaaatcac
  2154961 caccacgtgg ccgaactatc ggatgaaccg ggatagtcac ggtttctctg gcctgcatta
  2155021 atgcgccgac actcggcgtc accccccctt cagactgacc acagcacaat tcaacccggt
  2155081 cggctcctgc cttttctgct atttgtgcac aatcaacgct atagcaacaa acttccaatt
  2155141 tagtcattat ctcccccgtt tgacagattt cactgcgaca gtgagtgtaa accacctgaa
  2155201 aattaatgat tcactggcaa attaacaaaa tgccgaatat ctctctcgaa ccaaaacaga
  2155261 atacgattaa ccatgctgaa ctattgacta tggcactcat tttaaattga tgagtagatg
  2155321 tcagtcacag tgataaccat aagtgatagt cgttattgaa ataaataacc catatacgtt
  2155381 agcgaccgtg ctcgctatca acaatttggc gtaaaataat ttggcgcaaa gtatatggat
  2155441 gaaacttaat cgttatctcc ccatcactca ctgccagtgt cgggttagat agacgctcgt
  2155501 gttccccgtg tggcgaactg catttcacgc tcacccctgc tggcaacacc gccggtaata
  2155561 gtgttcgggc gcggtgcatt aacgtctgtg ggtcacccgg taaaacaagt tcaatatgtt
  2155621 cccacccctc gtgtgggtaa tgttttttac cgggatacgg taactcaata caatctatca
  2155681 accatggccc aacattcagc ggttgtgtca tatcaaacag gcaaattggc cgtccgttaa
  2155741 tcaatgtctc agacatcaaa tggccacatt gttgtaaccc gagacgccag cgctctgcgg
  2155801 tttcagcttg atgacaacgt aatgagatat gatcagcgca aaattgcgtt aaatccaaat
  2155861 tcaattgagt agcaaaagcg actaactgtt gctcaaagcg cggtaggtct gctaacaagt
  2155921 cctgtaattc aatgatctct tccaggccgt gcatgtggtt ctccgtctga tgggttaggt
  2155981 agggtgttga agcggcaaca atttaccgtt atttatgctc gtcagccaga tataatctcc
  2156041 ccctcttttt atacccaacg tcactggcgt tgccgccagg ccaacaaaca aacaaacaaa
  2156101 caaacaaaca aacaaacaaa tctcaccgaa ttgacattaa agatatgatt cgagtgagtg
  2156161 aacaccgtta gctcttatgg cttcaagttc gaaggggagg cgaataaaat tgccacttag
  2156221 cctctttggc gatgagattc gccgcaacca cgggcctggt actgacgccg atagccaaat
  2156281 atgatataaa tcctgccagc ttatgactca cactccgtct ggctaccttg ctgtcaacac
  2156341 tcgacgagtg aggccaccag actgcgttcc tgtttagctg acacagcaca atatatatag
  2156401 ttgatacaaa agcatctagt tgacacaaga atatgtaact gacacaagaa tatatagttg
  2156461 atacaagaat atgtaactga cacagaaatg agtcactggc acagaaatgt gactgatcca
  2156521 gaattttttg tgcataatta atctgtcttt cgtatgtaat taaggtaacc cggtgaatat
  2156581 tcaggctctt ctctcagata aagtcagcca ggcgctgatt gcagcaggtg ctcccgcaga
  2156641 ttgcgaagct caagttcgcc aatctgccaa agctcaattt ggcgattatc aagctaacgg
  2156701 tgtgatggcc gttgccaaaa aacttggcat gcaaccccga caactggcag aaagagtcgt
  2156761 tgaactgctc gaccttacag gtatcgccag taagattgaa attgcaggcc ccggttttat
  2156821 caatattttt ctggatcgtc agtgggtggc cgagaaagtc gaatatgctc tgactgcgcc
  2156881 taaattgggc gtcgcgcctg tcgaaccgca aactatcgta gtcgattatt cagcacctaa
  2156941 cgtggctaaa cagatgcacg ttggtcacct gcgatccacc attattggtg atgctgcagt
  2157001 acggacattg gcgtttttgg gccataacgt tatccgtgcc aaccacgtcg gtgactgggg
  2157061 tactcagttt ggcatgttga tcgcctacct ggagaaaatg cagaacgaaa atgccagtga
  2157121 tatggggcta tcggatctgg agcttttcta tcaacaagcg aagaaaacct acgacgaaga
  2157181 cgaagagttt gctctgcgtg cccgtgccta tgtcgtaaaa ctgcaaagtg gggacgaata
  2157241 ctgccgtcaa atgtggcgta aattggtgga tatcaccatg gcacaaaacc aggttgccta
  2157301 tgaccgcctg aatgtcacct tgaccaaaga cgacgtaatg ggtgaaagcc tgtacaatgc
  2157361 gatgctgcca gagattgtcg cggatttgaa agccaaaggg ttggccgtcg agagcgaagg
  2157421 tgcgaccgtt gtctatctgg atgaatataa gaataaagac ggtgagccaa tgggcgtcat
  2157481 catccagaaa aaagatggcg gctacctcta cactaccacc gacattgcct gtgccaaata
  2157541 ccgttacgaa acgctgggcg cagaccggat actctattac atcgatagcc gccagcatca
  2157601 gcatttgatg caagcctgga ccatcgtgcg taaagccggt tatgtgccag aatccgtgcc
  2157661 actggaacac cacatgttcg gcatgatgct gggcaaagat ggcaaaccgt ttaaaacccg
  2157721 ctctggtggt accgtcaaat tatccgattt actggacgag gcggttgaac gtgctggcaa
  2157781 gttgattgcc gagaaaaacc cggatatgcc tgccgatgaa ttgaagcaag tgatcaatgc
  2157841 ggtggggatt ggcgcggtga aatatgccga tttgtccaag agccgaacca cagactatat
  2157901 tttcgattgg gataatatgc tggcgttgga tggcaatacc gcgccttata tgcaatatgc
  2157961 ttatactcgc gtggtttcag tatttagacg tgcgggtgtt gatgaaacca gcctgacgct
  2158021 gccattagtg gttacagaag atcgcgaagc caccttggcg acccgcctgt tgcagtttga
  2158081 agagatcatc accacggtgg cacgcgaagg tacaccgcat gtcatgtgtt cttatctcta
  2158141 tgatttagca ggcttgttct ccagcttcta cgagcattgc cagatcctga atgcagagag
  2158201 cgaagagatc cgccaaagcc gcttgaaatt ggcaatgtta accgctaaaa cgctgaaaca
  2158261 aggtctggac accttgggta ttcaaaccgt tgagcggatg taaatcgtca aaaaaggccc
  2158321 ctcggggcct taaaaaacga ttagcttgtg tgcttacatt tcatcttgat tagcgaggtt
  2158381 ttgggctaaa agggagttca tcaaaagcaa gaccggtggc tttttcaccc ttgattttac
  2158441 caacagactc actctcatct gaactattgt gagggtgatg aataaagggg gttttcccct
  2158501 cagagacatc tttaccagcc ccggttaaat tccctaatac actaggagaa acattaaacc
  2158561 cacccccccc ttatgagtac tattttttat attgctcagt tccctgttct ctgtttccaa
  2158621 ggtgagctgc cctgatccac tacttatttc cgcgccgtgt agtttggtgg tcccttttac
  2158681 cgaaatattc gtctcatcaa taccgaaaat accggattgt tcagcaaccg catcattgtt
  2158741 tactatttgt acatccaact tcgcacgccc atcaaggcct tctgggccgc tggcgatccc
  2158801 cttcaattga ccgcccagat agcgtgccgt tttatcagca aaattacggg attttgtctc
  2158861 agaagataat gttggaagat atactccttg agattcttta ctgaaaccga ccccgcccat
  2158921 cgtatctttt ggttttactt tgttgttata cattaaccca atgtctttaa tacctgagtc
  2158981 taacttttct tgagtccgtt tctcgaactt cttgagcgtg accttcgaga gtttagatgt
  2159041 aacgctactg cttttatcat tggtatggct tagcgataac tcaacatcca ccttgacact
  2159101 gtcttcctta ctcttgaggc tttcgatcgt caggtcccgg cccacgttaa catcagcccg
  2159161 cgtgctctca attcgtgccc ctttcattac tgcatctttt ttggtattca aagaaaaata
  2159221 tgcagtgttg atatgcgcat tctgatgttt aaacatatct tgtttatcca ccattacttt
  2159281 aatgccagca cctttataat gactttcact ggctttatcc ttgtcaattg ttccatcttc
  2159341 ttttttaggc gatgtgtttt tcaggaccat atccaggtta aacccaaaat tccaattatc
  2159401 ctttggcaat tcacttaatg cagactcgat aaatacccca ccctgttgcg cactcaaatc
  2159461 gacttttggt gcatcaattt ttaacccttc taaatggatg gcttgattgc tgtcactgtc
  2159521 tgattttata gacaccgtat tcttactata aatatggccg ccctgacggt cagaaaccga
  2159581 ttgattgact ttatcagcct gaacgcctgc tcccacaaaa ccttcttttg aagcaccgcc
  2159641 tgttgctcgt ttccccccca gacggaagtc agccagcgca ctatcattaa tatcggcact
  2159701 gccagacacc gcggccaaca gtttgacctc tccagccgcc aacaaagaga catcgcttgc
  2159761 ccgggttcct tgcttgccga tctgcatacc ttttgtagta agatccgcgc ccgctttgag
  2159821 cgttacatta ccctgtgtat tgattttact tacaatagcg tcagtgcgct ggcttcgacc
  2159881 ttgttggtag cccccgcccc cttcaaggcg aaactccttg ctgccagaag agccaccgag
  2159941 actcaatttg ccatgacccg aaaattttat attactgctg cgttggctat cctgtacctg
  2160001 gtcaaaataa agattattgc ccgcatcaat ggttatatcc ccatttcccc cctcaatatt
  2160061 cgtcgcataa taataggcat ccccggtcgt tttgatagaa acccccgact tggcattaat
  2160121 attcccgacc aacatctctt cagcatagct gtcaccctgg ctggtctccg ccttaacccc
  2160181 cagatggcct tttatctcct gagtggccgt catgcccccc ccgaagactt acttcacctt
  2160241 tttcttgctc cgttgtattt gctttactgt ttactgcggc acggctgaaa tgacgtgccc
  2160301 cctgtaaact cataccgccc tcggtagcgt gatattgggt cccttcatcc agcacatctt
  2160361 ttttcgccac ctgcttaatg tcttgggctt taatcgaggt aaccaacgct aacgcgtcat
  2160421 tgtctgacgt tttggttcga ctgcctgata catccacatc cagaccaatc gttgggtctg
  2160481 aaacaccttt ctggcttcct ctgccaccga tataatcaag cgtattagcc ggatctttaa
  2160541 tgactttttc tattggacgg gtcatcccgc tgtgatcaat attattaccg atgctgacat
  2160601 caacctgtaa tgtatctgtt ttggagaaag caagattatt gctcgccata ttattaatat
  2160661 tcgaggcttc aactgaatag tttttagcca catcatgctg cgtcccttgc tgattaagat
  2160721 cgcctcctgc attaatattt aaatcaccct taatatgcgt tttaacgacc agattattct
  2160781 caatgtcgct gtaactttct ttgtcaatat gggtatattg taagccatta cctgttttat
  2160841 ccatccctga cgtgaaataa aaacccccac tattattaac ctgattttta ttgattagtg
  2160901 cacggttttt tgcggtgaaa aatccaacat ttttgggtgt ttttattatc acgtcaccct
  2160961 tagaagtact gataccagtg ccaaagaatt taatatcgtc tccggcagtg atattaatct
  2161021 gttctgcact taatgttgca atttggtgtt catctctcag tgtattttca gtgtcttttt
  2161081 gatgattaat gagaataccc gcacgatact gtttatcact gctttcttta gcaaaccact
  2161141 ctatgctgag gcgggttttt tcctcatcta ttttttgttg ctgacgagca gcctgtacgg
  2161201 tcaacttctc attagcatta atatctagct ttccgtttac attaattcga ctaccatcaa
  2161261 tataaaggtc tttttgactg aatatgcgga aatcgccatc agaactaatt tcgctgtcga
  2161321 taaatttttc atagtgattt tgggaagtag aagcactctc gttggtatgc attataccac
  2161381 cagttttttg atccctttta aagctgcgtg tccccaacac accatcaata ctcagataat
  2161441 tttgagccga gatctctcca ctatctactc catttatttt tccaccgagt attctggcat
  2161501 cattacccgc agtgattttt acccgccctc cgactaaatc tgacttattg ccggtataaa
  2161561 catactcttc tatcttgtct ttttccgaac catgagcccc cccccacata ttgtagtcaa
  2161621 tatctttaaa ctctgaagtt aacatacttg ccagcccaat atagacgtca cccttagcat
  2161681 ctattgataa ctcaccctct gaagctattt tggcaccatg gatatgcgtg tttttgctct
  2161741 gtatatcaat attccccctc gccttcatat caagaggggc gaacctttca gtgacggttt
  2161801 ctacattatt atgacctctt ttcaagtcct catcataatt aatataggta atattattta
  2161861 ttgtagtatt agtttcagtt gaaccattta aatgaatatc accttcagaa gacaatttaa
  2161921 tattaccata ggcttggata ttggcatttt tcagttctaa accatcctgc ccatgtaatt
  2161981 taacattctt ccgactcata attgcactgg cttgcgaaac atgatcattg tttttaattt
  2162041 ctactttctt agttggcgca tcaagaatat tcacatgagt aactaccact cctgtatcct
  2162101 gtgaatgctt aattaaatgt gagtcaacat gtaaactctt tgccgtaatt gagagatcat
  2162161 cattacttaa aattgtagta cctgccaatt taacatcttc gacagcaaca aaatcaatac
  2162221 ggccagcatt aataatggtt ttgttgactt tattttcttt tatgtcaaat aacttcactt
  2162281 catcagcagt aaattcccgt gtagtatcaa tcttgttcgc cgatatattc attccatttt
  2162341 ttatggttat atcctgcctg ccgtcttctg ccgctcttaa tcgcaacgtg ccagaggtga
  2162401 ccaccttggt ttcctctgcg gtcacatcac caaataaatt aatgttatta tcttcccttg
  2162461 tgtcaactaa attaatacgg ttagcggaaa tactgccaag atagtagcca tcaattgttt
  2162521 ttattttact attacctgct tctacctctg gagttttatc tttcataaaa tggtacatat
  2162581 tttggcccac aacaaaatcc gcatcgcctt tgactttaat gtggccatta gtgctaataa
  2162641 ctggtgcaat gagtgtcaat gcatcagcca tattattatc atcgcgatca tttgacacat
  2162701 tcaataaatt agcattccct atggtgtcta tactgcgtag atcaccacga accgtaacga
  2162761 ctttccctac ggctaacgtg acatttttaa actctggcgc aaaactacat ccctgacagc
  2162821 taatcccatt agcatttgcc agaatatagt ctgcaggtat gcctacgata tcctggtgcc
  2162881 cagccaatac tgaagcattt ggccccacca cttcatttaa aatcacacgt gctggtgagc
  2162941 cacgtaaatt aaggttagca tcataagtca atccattttt tacaactcgc tcaagtgaat
  2163001 tattaaacac taccccatgt tcattaacat gaaattccat atattgatta tgcgagagac
  2163061 catgctctga cggaggagcg atatttatca cactcacacc atcaggatta ttataaacac
  2163121 ttgggatatg ttcattaccc ctcatgtacg tatttcccgc tgcttctatt tcagcagaat
  2163181 agctatttgt gattggagta agaattaaag ataagataac cgtcaacttt cctgctgggg
  2163241 aaagtttaaa tttatttatt ttcattaaaa taaccttatt taaattacgt tgagttagaa
  2163301 ggtataagct atacggccca atacctgtac aggttcgttc tgtttattac tatcggaaag
  2163361 ccaccaacca cggctggctt ccacatcaaa taatgcttgg tgatagcgca tggatatacc
  2163421 agcactcaca cccgcattac tttgccaccc ttgctgactt ccatgcttta aagcacgtcc
  2163481 gccatcaaca cccattcgag gggtaaaaag tatattcccc ataaaaaagt gcttggataa
  2163541 cgtatttttc atataccaac catgatctgc cgattgtgaa ctacgactaa atcctctaat
  2163601 ggcattacgt tcagtcaaac ttatccactc aggagaaggc gcataattct tactgtattg
  2163661 cccaactaaa gcatgatcaa attggtacgg agaatttaat agagagaaat tgtgattaaa
  2163721 attaaccatc aattttcctg tggtaaattg tactgcattt attttatttt tctgatgagt
  2163781 accaaaccat ggcacacctc tttttattgc cgcattaaca ttcactgaac catgaggaag
  2163841 aatacgaaat tgattgacac ctaattcaag attagtaaat cgataactgt agacacctac
  2163901 ttttgcctca tcgacatagt tattaatctg tttgtgctct acttgcatac ttaaactgtt
  2163961 tatctgcttt tgtgtacgat ggaacatata atcagtacgg aagttatact gctgtgagtt
  2164021 accattaaaa ttcactgtcc cattttttaa tttctcatag cgccggtatt ccagataatt
  2164081 agcaagagca ctgaaagtta atgcaccata aggtaccgaa taagaaacag taaaatcatt
  2164141 cttatagcga ttctttgcat tctctagcgt gcgattagca ttaaaattaa tagaatcaga
  2164201 tagtccgaat gggctatcta aagccagtga cactcttgct tgccactcat cagaattttt
  2164261 atatccataa ttatcaatga cggtcgataa gctccaaggt ttattattga cattattaat
  2164321 tctaataatt gatttgcccg cctgacttcc tggtaagata tcgacgttta ctttatttga
  2164381 tcgtagtctg ttagcctgat cgatggcctg atcaagctcg gataaccgaa ggggtttatc
  2164441 aataaagtta gggaatataa aataagggtt gactcttcgt cctccacctt caattttttc
  2164501 aacaataccc tcagtcacat tcagtcccaa ctcccccgca ttatttaatg gaatgaaatt
  2164561 gactctggcc gccagataac ctttagacaa atataatcga gtcacttcct tggctaagat
  2164621 attaatatca tcttcactaa tgcattcacc aagaatatga tcaatctgat ttaagtcttg
  2164681 cgacgacagt aatgtattcc cttgcaaaaa taccccagta attggcaggc atattttctc
  2164741 tggggagatt tttttctgtg atgcaacact atgatggttt gtagaaaaaa aacgttttcc
  2164801 tactctattg ccttcctcgt tatattcatt acgcacatct atgtcagcgt gtgataccac
  2164861 attatcattt aatctatttt tattattctc tgttgctaaa acagcattac taagcaacaa
  2164921 aataatcata tatttttttc taaaaaaaat attcatttgc cataacaccc gtgaatgaat
  2164981 ccaatgtgcg atagaattta aaaaacagag gattaacaac acactagatg tgtgggttaa
  2165041 accaaaattt agttcttaaa aaaatcatgc attgaaaata cacagttaaa acgaacaaaa
  2165101 aaattcatgg taagattatt aaattgaatt taatgattga taacgcaata aagtcaattc
  2165161 aaacatattc aattagaaac taaccaggtt ttatatatta ttgatggttt ttttgttgca
  2165221 gatatagatt gtggtttgca ggtttttgtt gtggattatg gacttagatt gtgagcatgt
  2165281 gttgtaaata tgtattgtca atatgtaaaa aagcccgaaa ttatcgggct atataataca
  2165341 ttatttattt ggattactaa tactgattga ttagttgatt agttgattag ttgattagtt
  2165401 gattagttga ttagttgatt agttgattag ttgattagta aggtcagccc gttctacggg
  2165461 caaaatcacg cactttaaag cccaataatg ccaacatagc aaagtaggca aaagcacctg
  2165521 caacaacaac cgcagataac cgtagcaacc gatacgccat cccgccaaca tcccaatcag
  2165581 gcatgaccca cagtaaccct agcagcaccg cagacatcgc gataacaccg atgaccaatt
  2165641 tagtcaggaa tatggcccac cccggctgtg gctggaaaat tttctgttta cgtagctgcc
  2165701 aatagagcaa actggcattc agacatgccc ccaggccgat agacagtgat aagcccgcgt
  2165761 gtttaaacgg cccaatgaag atcaagttca tgacttgcgt gagtatcaag gtaataatcg
  2165821 cgatttttac cggcgtttta atattctgac gagaataaaa ccccggagcc agaaccttca
  2165881 ccacgatcaa ccccatcaag cccaccgaat aggccaccag cgcccgttgt gtcatcaggg
  2165941 tgtcaaacgc gctaaatttc ccgtattgga ataacgagac gattagcggt ttagctaaaa
  2166001 ttcctaatgc caccgcgctt ggcaaggcca gtaagaagca aagacgcagc ccccaatcca
  2166061 tcaatctgga atattcatca tgattagcac tggaaaaact ctttgccagt gatggcagca
  2166121 ggatagtacc taacgcgccc cctaacaccc cggaggggaa ctccatcaga cggtcagcgt
  2166181 agtacatcca ggagaccgaa ccagatacca aaaatgatgc aaaaatcgta ttgataatca
  2166241 gggaaatctg actgactgat accccgagga tcgctggccc catctggcgc atcacccgcc
  2166301 aaacaccggt atcacgtagc gacagccgag gtaataccaa catgccgatt ttttttaggt
  2166361 gcgggagttg atagcctaat tgtaacactc cccccaccac cacagcccaa gccaatgcca
  2166421 tcaccggcgg gttgaaatga ggcgcagcaa acagcgcaaa acctatcatg ctgacattga
  2166481 ggagggttgg cgcaaaagcc ggaatagaaa aacggttcca ggtattaagg atcgctccga
  2166541 ctagcgaggc caatgagatc agcaaaatat acgggaaagt cacccgtaac agcgccgagg
  2166601 tcagagcaaa tttatccggt gtatcagtaa agccgggggc ggaaatgaag atcacccaag
  2166661 gcgcggccag catccccgcg acggtgacga ccgccaatat caaggttaac aggccagaga
  2166721 cataagccac taatgttcgc gtcgcctctt ccccttgctg gcttttgtat tcagccagaa
  2166781 taggcacaaa agcttgggaa aatgcgcctt cagcaaatat tcgccgcagc aagttaggca
  2166841 atttaaatgc cacaaaaaag gcgtccgtcg ccatacctgc accaaatacc cgtgccacga
  2166901 tggcatcgcg ggcaaagccc agcacgcggg aaaacatcgt catggaactg acggcggcca
  2166961 gtgatttcaa tagattcata ggttcttttg atctgttttc taatgtgctg taaataccaa
  2167021 cgcctacggt ctgcaggcgt tgctctaccc aatgggggat tcgccgttat caacacggcc
  2167081 ctaaagacga tagcaaaact ggcaacagtc tacgtatcga atcatgaata gccactgcaa
  2167141 ggtgtaacca attactgaag ccaatcgatt ttcactctca ccacgtgatc ttgatgtgat
  2167201 gtcatgccaa ccgatgatct catcgtctat tactgtaaac atcatctact gctgcaaaat
  2167261 acgctcaatc atacgttgtg caacaatcgc atcttcacct gagacttgcg gcctcgtttg
  2167321 attactgacc gcctcaatga aatgatgcac agccccggta aaaccacgtt gttccaatgt
  2167381 cgtttgccag ccgggagcag gttggcttat cacctgcccc gctgacgcct gctgccattg
  2167441 gcgcatatcg gtaatgtgat aacaggcacc gtcactgata acttgtacgc tttcccgctg
  2167501 agttccggcc tgacggtgca tactggtggt gatcaaacaa ccaccttgct ggaaatggtg
  2167561 ctccgcatac agcatctgcc cctgagcatt ggtctgaact gccccacccg tcaatcttgc
  2167621 cccctcaccg cctagccaca gcgccgtatc cacgacatgc agatagtcat cgagcaaggt
  2167681 aaaacctaag tcgtgtggcc cgatgctact tagccggtgc ttctccatcc gcagtgagac
  2167741 cgggctgctc gcctgttgtt tcaactgctg atataacggg gcaaaacggc gattaaaacc
  2167801 caccatcagc gctaaatgct gtttatctgc cagttcgatc aattgctctg attgctctcg
  2167861 tgtttcagcc aggggtttat ccacatagac atggactccg gcctgcaata aatcatgcac
  2167921 gacctgaaaa tggctggcgg tactactatg gacaaaaacg gcatcacttg ccgcagcgag
  2167981 cgtatccaag cgtgaaaaat aacgcatacg atagctatca catagcggtt gagctttagc
  2168041 ttgattgggt gaaaatgcgc caaccagttg ccaaccctgc gcctgagtta aaataggcaa
  2168101 ataagccttt tgcgcaatgc cccccagccc cacgataccc acgcgtagtt ttttcatatc
  2168161 gtccagttga atcaacacgt cgtccaaacg gcgtgacaac tggataacct gctgttcaag
  2168221 ctgggcaacc ctagcttcaa gggctgtttt ttcaagggct atattttcaa aggaatgcgt
  2168281 ttcacggggg ttggcttcaa gggtgtggtt attctcttca gcctctcccg ctgccaataa
  2168341 tgacgaagca acgtccccac taaacagagg cataaagcga ctttcgcgtt tacccggttc
  2168401 ccgtgccaaa cgcaccacaa atggcccgtc ttcacgtaga gagagcgtct tcaaggtttc
  2168461 ttcggtttct gcaacatcag caaattcata catccggtta gttcgggtgc gtagctcccc
  2168521 cggtgtttgt gcgccacgta ataatagcag ggtaatcacc gcgacctcgg cgggtgaaaa
  2168581 tttcaggtcg ccaaattcag aattgcaaaa acgatgttcg tacttcatta cccgattacc
  2168641 actttggctg cggataaggt gttttttaag gagaaaatct aacgtttgtt gtacttgtga
  2168701 ttcggataat tccattacag gatcacggct ggttttttga ttacaagcga gagtgagtcc
  2168761 attgagtgac atcggatatt gttccggtgt tgtcacttgt ttttccaata aacagccgat
  2168821 aacacgggct tcatgtgcat ttaagttgtg tttcattcta acctcagcga gtagacgccc
  2168881 actctttgtt agttaaggcc gtcagcacat gatcgcgcca ctgcccatca atcattaaat
  2168941 aatctttcgc atagccttcg cgctcaaaac caagccgcgc taacaaattg ccactgcgat
  2169001 gattatgcgg catgtaattc gccatgatac ggtgcatccg ctcttgccgc tgcatataac
  2169061 gaatcagtgg ctgcaatgct tcaaacatta acccttggcc ttgccagcgc tcccctagag
  2169121 agtagccgag gaaacaagca tgaaatgatc cgcgtaacac attgctaaaa ttagccacac
  2169181 cacgtacttc tttttcttcc ggatctaaca gaataaagta ataagcgctg ccctgctttt
  2169241 gcagttccat gatcattccc agtctcgcct gccaccccga cggcatacaa tgactttgat
  2169301 ctcgtacggg ttcccacggt ttaagaaaca cctgattttc agcgtaatac tccgccaagc
  2169361 gataagcatc acgttcatgg accagcctca atgacatacg gtcagtcgtc aggtgtactt
  2169421 tgggtgttgc tgtatgataa ccgaacatct gctcccctta gactagacag tgtactcaat
  2169481 tgaatcacaa tctatatggt tcaatatacc tgttataggg acatcgcgta aaagcacctt
  2169541 ggccgccttt tcgtgacacc aagccgcatt attacgcaac caaactgctg aataagcatt
  2169601 ttattatgaa actctcgttg aggtaatgta ttgacgataa aaatattatc ccggtaaccc
  2169661 ctatcgttta tatcaatttg ggtacaaact ataagcctat ttattttatt ccctcctatt
  2169721 tttaagttct gacggtgaag catggctttg gtatcgcaag ctcgaagctt gggtaagtat
  2169781 tttttattgt ttgataattt attagttgtg ttgggatttt ttgtcgtatt cccgctcatt
  2169841 tctatccgat ttgtcgatca attaggttgg gctgcgttgg tcgtgggcct tgctttaggc
  2169901 ctaaggcaat tggttcaaca gggattgggg atctttggcg gggccattgc cgaccggttc
  2169961 ggtgccaaac cgatgattgt caccgggatg ctaatgcgag ccgcgggttt tgccttgatg
  2170021 gccatggcgg atgaaccttg gatactttgg ctggcctgtg cgctgtcagg gctgggcggc
  2170081 accctgtttg atccaccacg cacagcgttg gtcatcaagt tgacccgccc ccatgaacga
  2170141 ggccgttttt attcgctgct aatgatgcag gatagcgccg gagcggtaat tggtgcgttg
  2170201 attggcagtt ggctgctgca atatgacttc cacttcgtct gttggaccgg tgcggctatt
  2170261 tttgtgctgg cagccggttg gaacgcctgg ttactccccg cttaccgtat ctcgaccgtt
  2170321 cgcgccccga tgaaagaggg cctgatgcga gtgttgcgtg atcgccgttt tgtgacctat
  2170381 gtgctgacgc ttactggcta ttatatgctc gccgtacagg tcatgctgat gctgccgatc
  2170441 gtggtgaatg aacttgctgg ctcaccggcc gcagtaaaat ggatgtatgc cattgaagcc
  2170501 gcactttctc tgacgctgct ttatccgctg gcccgttgga gtgaaaagcg ttttagcctt
  2170561 gagcaacgct taatggccgg cttactgatc atgacgctca gtttgttccc catcgggatg
  2170621 atcactcatc tacaaacact gttcatgttt atctgtttct tctatatggg atcaatcctc
  2170681 gctgaacccg cccgtgaaac actgggagca tcgctggctg actcccgcgc ccgtggtagc
  2170741 tatatgggct ttagtcgcct tggattagcg ctgggggggg cattaggtta taccggcggt
  2170801 ggctggatgt acgataccgg caaaaccctt gatatgcctg agctaccctg gttcttgctg
  2170861 ggtattattg gactcattac attggcaggg ctttactggc aattcaatcg acggcggatt
  2170921 gaatctgcca tgttgagcag cagctaacgt tatgtccctt atcaaccgga gacgttttgc
  2170981 ctttccggtt gataagcaca ttcctcgcgc atacggcgcg gtcttcaggg ttatctgatt
  2171041 ggcagatggc atacactgct acactatatg cactccgaca cctaaaccag tacttacgtc
  2171101 aacgtacccg ccccaaacgg ttgctgaacg aacacggtta ataatgcaaa accaccggtt
  2171161 aaccggttac tattgggcca gtttgcgggc agtccctgca tagggtggct taagtagatc
  2171221 catattgtgt tgaatagccc tctattgaat cgtgcgtatt atgttggata gaccctattg
  2171281 tgttggatag accatcatat tgtagtgaat tatgaattgt gcatattgcg atgaggcttt
  2171341 gatgaaaaaa ttaatgtggg gcgctgctgc ccttgtggtt accgccacac tggttggctg
  2171401 taaccaactg actcagtaca cactcagcga gcaggaactt aacgaatacc tgcaaaaaca
  2171461 taataattat gaaaaacaga tcggtattcc gggtctggtt gatgccaata tcaccctgac
  2171521 acagttacag agccaaattg gtcgggccga acctggtaaa gtgacattaa ccggtaacgc
  2171581 taaagttgat atctcctcca ttcttggtcc acaaacagcc gatatgacgc tgacattaaa
  2171641 agcacagcca acctttgatc gtgagaaagg ggctatttac ctgaaagata tggagttaac
  2171701 tgattatact gtcaagccag agaagatgga ctccgtgatg aaggcgttga caccttacct
  2171761 gaaccaatcg ctgaaatcgt attttaatca gcaaccggct tatgtgctgg atggcgaaaa
  2171821 gagtaaggcg gaagccatgg cgaaaaaact ggcgaaaggg ttagaagtta aaccgggcca
  2171881 attagtcatc ccattgactg actaaccggc acaggtcatt tcacgctaca ggcccatcta
  2171941 cccaaaatca ttcgcttgca acaaaacagc aagcgaaagc atcccgatga atctattcat
  2172001 tttatgacca aaaaccagtc agtgattcgg gtaagtgagt accgctaacg caaattgaag
  2172061 caaccagcgc tgcggcgtca cgccaaaaga ggaatcccca aagtcattgg cgttgtagca
  2172121 aggcagcaaa cgaaagcatc ccgatgaatc tattcatttt atgaccaaaa accagtcagt
  2172181 gattcgggta agtgaatgcc gctaccgcaa attgaagcaa ccagcgctgc ggcgtcacgc
  2172241 caaaagagga atccccaaag tcattggcgt tgtagcaagg cagcaaacga aagcatcccg
  2172301 atgaactgac attagtcagt gattcgggta agtgagtgcc gctaacgctg ctacggcgtc
  2172361 aaggacgaag gggattttct tcagataatt catcccacat agcctgtaga gcttcgcgac
  2172421 tcaactgtgc tagcgtgcga taaaaaccgg tcgtcgcatg ggcttctact ttccctagaa
  2172481 aacgcccaca ccatggcaat aaatagtcgg taaacaaggt gatttgcgcg gcaatttcat
  2172541 cttctgcggc ctgatcttct aaccatgacg ctgccagcaa taacccgcca aaatggtctg
  2172601 ctgggccatc acctaatggc ataccgcgct gttgcaggaa agccctgagc tccgcttccg
  2172661 gcatggcatc atcataatca gaggcataag gtgaaacact gcactctggc ccaacgaaca
  2172721 gcgcggtata atccgcaacc aacgcatctg gttgataatc ttgctgtaaa cgggccagta
  2172781 gctccccttg ctctagcggc caatgctgtt ccaatttacc ttgttcgatc agggtaaaca
  2172841 gtggcgctaa cagcgggtct tgcggctgac gataaaacag tgatccgagg atccgacaca
  2172901 tcagcgaaaa atcattcatt tacatcatcc tatttcttcg gtgttttaat atgacttaca
  2172961 gctctgctag ctcggggatc gctgggcgac cacgctgctc cagataatcc agtaagcggc
  2173021 gcgggctgac attcagaatg cgctcttgtg gaaaattcac ttcggcaata atacgctcac
  2173081 agtgctcgaa aattcccaga gcgtaggcaa tatgcgagtc tgaacccaat gccaaccagc
  2173141 ctccggcatc acgaacggcg gcggcaatag cacggcaatt cgcctcactc cccttgcgtg
  2173201 aatgcgcaaa cgatgagtta tttaattcca acgcgacatt atattttgcc gccgcttgtg
  2173261 caatcgccgg gatatcaacg gggtacttag gattaccagg gtggctaata atatgcacat
  2173321 tcccctgagc catcgtggcg atcatcgcct gcgtgttggc ggctttatct tgcggcggaa
  2173381 acacgggttc atggaaaccc gcaatcagca aatcgactgc atcaagcatc gggccagtac
  2173441 aatcgatatc tccgtccaga ttcttaatat tggcttcaat accccgcaaa ataccaacac
  2173501 catcaaccaa ccgtggccat acgcgcatat tcataaaatg ccagtaatga ggcgcatcag
  2173561 ccatatcagg gccatggtcc gtaatcgcga acagtttgat attcttcagt ttagcttcgg
  2173621 cgatataatc gtgtagggta ctgtaagcat gggtactggc aacggtatgc atatgtaaat
  2173681 caacaggata cataactact ccacaacatc tttcaaggcg aaatggcttt ttgcaggttg
  2173741 gtttctggca gataaaatat agtccgctaa tgatagcagg aattcttctc atcagcagtg
  2173801 ccaaaagcca tgccttgccc gacagcctat gtatccctca ataaatgccg atgaaatcag
  2173861 caaattgcta taactttagc taaacagtga taaagcattc agaagagggt tgacgctgga
  2173921 gagacttttg cctacattac gccggtcgac aacgtttaat cgggttgaca gcagtaaaca
  2173981 cggtgaggtg tctgagtggc tgaaggagca cgcctggaaa gtgtgtatac gcgtaagcgt
  2174041 atcgagggtt cgaacccctc cctcaccgcc aaataataaa ccccgacctt tatggttggg
  2174101 ttttttcttt tgcatcaatg aattatttgc gttagtcact tatttatatc aaaaactggt
  2174161 ttatatcaaa aactagttcg tatcaaaact agtttgtatc aatcactgtt ttatatcaat
  2174221 aaatttttta taccagtagg ttgcttgcat cagtcactta caggctctaa tcgtattgtg
  2174281 tccaatcctt cagcttcaca gaatttttag ggccgtatat ctccccctta atcctcatta
  2174341 atcacctgat acagagggat catcgccgcg ccacgtgaag cgctttccgc ccccattgac
  2174401 gaagcggcta aggttacttt tggacgctca ggatccaggc aggtattcag gcgttggctt
  2174461 atttcctgca caaggcggct gatgatgggc ttcggcatag ccccccccag tacaatcagt
  2174521 tgtgggtcaa cccattgcac acaaccaaac accgtttgtt gcacttgatc acagcagcgt
  2174581 tcaaaccact tttccaacac cggatgccgc ccagcgctca gcactggcag ttgcgtttcg
  2174641 ctaaatccct cacgctccag cgtagccagt aaatctttat atgacggacg cggtgtacct
  2174701 gaagggaacg ccatgccgac ttccccagca ttgaaaaaac caccgcgcaa caacttatgc
  2174761 ccagagatca cacccgcgcc gatgccatag ccaaggtcga taaaagtcag atcgctgtag
  2174821 ttgttccact cgccgctgta cagttcgccg atagctgaag cattggcatt gttctccacc
  2174881 cgggtaggcc acggcagatt atcggcaaac acctgctgga ggtccgcttc tcgccaagta
  2174941 tgcagccacg gcacacaatg gcgtttgtgc ccatcagcct taagaaaacc tggtaccgca
  2175001 tagccaatgc cgataatacg tgcgtgctgt agctggcatt tcttcagcgt ctgttcgacc
  2175061 agcgttttga tttggcaaag cgtcgcagtc agcggctgat tttcctgatg aggctcggca
  2175121 accgataata actggcggcc actgagatcg accacggtca tatcgataaa accggggctg
  2175181 aacgacaaac caatagcgca accaccacca gggttgagac gcaacggcag cgatggctga
  2175241 ccacgctgcc cggtattgcg ttccccttcc accaccaaac cggcaaagat taattcccgg
  2175301 cactgttggg tgatcgcgcc cgcggtcagg ttcgacaagc gcgctaactc cgcacgtgtg
  2175361 acgggcgcat gacggcggat cagttccagc agtaagcgct gtgatccgcg cagttcaagc
  2175421 cgttcaggtc ggatattcat ggtgtcctta atattaatcc cagcgcagac ccgcttcttc
  2175481 aattagcgcc tgaagatatg gaatatcatc gtggctaagc atgtcgatca gcccttcacg
  2175541 cagccagctt aggatctccg ggcgactatc atacccgaat ttgtactggt attgcgtcag
  2175601 cggatccaga ccatttttca cttcatgcaa gtacatccgc acccctagac ccgccttttt
  2175661 gtaagcgcga agatcgtcta tatgggcaaa ttcatactca aagcacacac agcttgcgtt
  2175721 cgactgttgt accaccgcca gttggttatt gtagcgttcc aacgtgacta cctgtagcgc
  2175781 caactctgga atgtgtgcct tcacccggtt gatcagagca tggttaaatc ccagcatctg
  2175841 gatatgggaa atcgcttccg gcagctcacg cagcatcgcg accattgctg caacaaactc
  2175901 atcgtggcgg cggcgctgct tggcctcaac aatcagcccc atcccgtttt tcaccgccca
  2175961 tcgcagcaca tcggccagca gtggtatgcg cgtcccggcg aaatccggat gatatttcat
  2176021 gccaaaatcg aattccagca gttgcggata ggtcaattgc tcaacgaaac cctgcccggt
  2176081 ggagacgcga tcgacgcggt ggtcatgtgt caccaccaac tggttatccg cagtgagatg
  2176141 aatatcgatt tcaatacagt gtgtccccgc cagccgggct gcttcaaaag cagggaaggt
  2176201 gttctccggt cggcaactgg aataaccccg gtgactattg gctagcacga tccccttttc
  2176261 cgcttggtga aaattaaacg ccattatgta atgcccctta ttgatatcat gattattaaa
  2176321 tttactattt aaatttaaat gataaagcga tttttacaca aaaaagtcaa ttaattgttt
  2176381 tttatcatat tatttttatt tttcacctca gttttgactt tgatgatctc tgtcacatta
  2176441 gtttaatgtt tagtatgtaa atttaatatt catcttccta cgatggaaaa aaagcatatg
  2176501 tcgaaactgg tactggagca ggtgaccaaa acatttggcg atttctacgc cgccagggaa
  2176561 atatctttct gcgctgaaga aggcgagttc gtgacgttgc tagggccaag tggctgcggc
  2176621 aaaacgacac tgctgaagat gatcggtggc tttcaccagc cggatagcgg gcagatcctg
  2176681 attgggggga aatcggtcaa cagcctaccg ccagataaac gtaataccgc catgtgcttc
  2176741 cagtcctacg ccttgttccc gcatctcaac gtgtcgcata acatctgttt cgggctgaag
  2176801 cagaataaat atcctccggc atagccggag gtttttcata tgcgcctata aggctctgtt
  2176861 accagccgcg ccctaacagg cgcatcgcga tctgacattt gcatctatgg attacttacg
  2176921 gcccgtaaac gggctaccgg gatacgggat cgagagttgc tcacccattt tatcctcttc
  2176981 caattggtgc tttatgtatt cttgtatcct ggccgtgttt ttccctaccg tatcaacgta
  2177041 ataccctcga caccaaaact ccctgttacg gtatttgaac ttcaaatcgc caaactgctc
  2177101 ataaagcatc agactgctct ttcccttcag gtaccccata aatcccgaga cactcatctt
  2177161 gggcgggatc tccagaagca tatggatgtg atccacacag tattctgctt ccaggatatt
  2177221 cacgtttttc cattcgcaca gttttcttaa aatactgcca atcgctctgc gtttttccct
  2177281 gtagaacacc tgccttcggt acttcggcgc aaaaactata tgatatttac agttccatcg
  2177341 ggtgtgcgct aagctctttt catccctcat tgggaccccc ttttgatttc ttgttgaaca
  2177401 tttgcagttg ccagaccgca aactgtttta acaaatcaaa aggggttttt ataactgacc
  2177461 caaagctgaa agctttactg aacccccagc ctagctgggg gttttctggg cacaaaaaag
  2177521 tcgctatcaa tgagcaattg gcgcgactgg cagaggcact gaagcaggtg gggctagaaa
  2177581 gccaacgcct gaaaatgccc gcccaactct ccggcggcca gcagcagcgc gtggcactgg
  2177641 cccgagcgat gatcacccgc ccagacgtga tcctgtttga tgaaccgctc tctaatcttg
  2177701 atgctaaact gcgcgaaagc gtgcgttttg agattaaaga actgcaacgt cagtaccatc
  2177761 tcacctctat ttacgtcacc catgatcagg cagaagcgct ggcgatgtcg gacaaaatcg
  2177821 tggtactcaa cgcaggtaat gtggagcaaa tcggggcacc tgaggagatt tactaccgcc
  2177881 cgaccagccg ctttgtggcg gatttcatcg gcgcggccaa tatcgacaca gctcatatta
  2177941 ctgctgcaga gcaacccggc tcttggcgag tacgctgcgc catgggcgaa ttttacgtcc
  2178001 attcaaccac tccgccgcgt gcagagcact gctatatctg ctggcggccg gaagatgtgc
  2178061 aatttgtcgg ccctcatcag agcggcgaca accactttac cctgacactc gaaaaaatgg
  2178121 cgtttatggg caatctcact gaggcctggg gccataatga tgcggggctg tcggtacgtc
  2178181 tgcaactgat taaaaaacct ccggtggtac ttggcgggcg ggcgtgtttc cgcctgccgg
  2178241 agaacgctat tcactttttg gagccggtat catgaaaagc tggcgcaacg acctgcttgc
  2178301 ctggtcgctg atgttgagtg gcctgggcac cattctgtta ttgatgggtt ccacctttta
  2178361 tgtcgtggtg gtgcagagcc tcggttactt caaccttgaa ggggaaagcc atttttcgct
  2178421 ggagttctgg cgtaacatgt tgcaggacga ggtgctgcat agcgccctat tctactcggt
  2178481 aaaagtttcg gtgctgggcg cgtttggttc ggtaatcttc gcgtatccgc tggcgttatg
  2178541 gctgcgcaag ccgctgatcg ctaaagaagg tattatcgcc gtgctacgcg caccgatgtt
  2178601 tattcccggt atggtagccg catttttgtt cgtcaatatc atcgcctacc acggtgtgat
  2178661 taacgagttg ttaatggcac tgggggttat caacgaaccg ctgcgaatgc aaaacgatga
  2178721 cttcggttgg ggcgttgtta ttctgcaagt ctggaagaac ctgccgtttg ccctgattct
  2178781 ggtgggcggt gcggtcaatg ccatccgcaa cgatgtgctg gacgccgcca gcaacctcgg
  2178841 ggccaaccgc ctacggagct ttaccggtat cgtggtacca ctcacattac ctgccgtgca
  2178901 ggtgacgctc attctggtct ttatcggtgc actgggcgat ttcgcctttt tctcggtcgc
  2178961 cgggccgcgc aacacatatt ctctggcacg cctgatgcaa gccaccgcta tggaatacgg
  2179021 tgagtggaat aacgctgccg tgatcgccgt cattattatg accaccgcgg ctatttttac
  2179081 gctgctgatt gccactttaa tcacaccgtt cgccacccgt aaaggagacg tcaaatgagc
  2179141 cgcaccacca atggccgcct ggtggtcacg atttcgctgg tttttttcgc cattgccaat
  2179201 ctactgtggc tggggttacc gttcggtatg gcgatcctct ggtcactggt tgaccctcag
  2179261 tatccctgga gctatccaga tattttccca caggtgctat catttaaccg ctggctgctg
  2179321 gtctgggaaa aaacctcact ttccgaagca ctgattaaca gttacaccat cgcgcccgtg
  2179381 gtggcagcca ccagcctact gctatcgcta cctaccgcgt atgccttcgg gcgcatgaga
  2179441 tttcgcggca aggcagtggc ggagatgcta accctgatcc cgctagtgat gccgggaatg
  2179501 attatcggta tcttcttcag cgccatgcta atgaacctca atatcagcaa cccgtttttc
  2179561 agcatcgtgt tgggccatac cgtgctgacg ctaccctact ccatccgcat tatgtccgcg
  2179621 gggtttaagg cggtaccgca ggatctgatc gatgccagcc gcgatctggg tgctggcata
  2179681 tggggcacct tctgcaacgc ctacctgccg ctgctaaaac cgagtttttt ggcggcgctg
  2179741 attttctgct tggtgaaaag tctagaagaa ttcagcatcg cttatgtcct tggcgcacca
  2179801 gattttatta ccgttccgac cattctttat tccttcctcg gctactcctt tgtccgccca
  2179861 gatgcagcgg tggtatcaat gattctggtg atccccaatg tcattttgat gatcatcatt
  2179921 gagaagcttt tgaagggtaa ttatctgtca cagtccaccg ggaaagcctg attttacagg
  2179981 agataatcac atgaaaaaaa cactgataac gctaatgagc gggctgttat tcagttcgct
  2180041 aacactcgca gcccagacca gcgactggga ctctgtggtt gcgcaggcaa aaaaagaagg
  2180101 cagcgtgact tttaacgttt ggtatctaca accacagtgg cgcagttttg tgaaaaattt
  2180161 tgaacaaaag tacgacatca aggtgcgtat tccagaaggc agcattgacg gcaatatgaa
  2180221 caaattgctg gcagagacac gccgggagca agggaagatc gatgtcattg ccctctctat
  2180281 cgcacaatta ccgatcacga tgggcgcgaa atcactggct aaagtggatg atttaccggg
  2180341 ttatcaggat gcgtatcacc agttacagaa cgtcgatacc caaggttacg ccgtagcatt
  2180401 ctggggcaac cagaccggtt ttgcctacga tccccaacag atgggtgatc gaccattgcc
  2180461 acagaccatg gaggaactcc aacgttttat cgacgccaat ccgaagcggt tcggttataa
  2180521 cgatccgaac aacggggggg cgggggaagc ctttatccaa cgcatcgtca ccacgctgag
  2180581 cggcgacttt agcagcgagt ctgacactgt tgacccaacg gtaataaaaa actggcagaa
  2180641 aggttggcag tggtttgcgt ccaataataa caatattacc cgcacggcgt ccggtgccga
  2180701 tagcctgaca cgcctcaacg atggcgaact gatgctgaca cctgcctggg aagaccacct
  2180761 ttccggctta caaaagaccg gcgcaatcac ctccaggttg aaattctatg tgcctgagtt
  2180821 tggtatgccc ggcggtggca atattgccag tatcgcagcc aacagcccgc acccggcggc
  2180881 ctccagagtg ttcctaaact ggctgattca ggcagatacc cagaaagcgc tgaacgaggc
  2180941 gttcggttcc accccaatga acaagcaact gaatgctgat gtaaaacagc ctgacacacc
  2181001 cgttcagttt tacggtaagg cgtacagtat gcagatgaaa aaagagtttg ctcgtcaggt
  2181061 aatgacacga taaatctggc gacacaaaaa ggcagaacgc agaaggttca tggttaggaa
  2181121 atttgctgat attttttgtt ctgtttcctt ggcgggtaca gtcgctgtat tgttcgacga
  2181181 aacggcgact gtatcagcga atgaccaggc tcgtcgtcga acgcataggc actggtgttg
  2181241 cttatatcag gtgtgaacat cacgctatta actcttgaat accctcctat ttatttgatg
  2181301 gcagcccgtg ccctatttcc atgctacaac attaaatata tttaaagttg gatatattaa
  2181361 taaggagcat gggatgaaaa ataaaaaaaa ttatcttatt tctctattat tcactgttta
  2181421 cttcacctca gccactgcct ccccactgat tgtggcacac agagctggca ctgcagatta
  2181481 tccagaaaat acggtgcatg ccattagtat ggcaataaag aatcaggcgg atgttatttg
  2181541 gctttccatc caactcactc gcgacggtat tccggtgctg taccgcccga gtgatcttaa
  2181601 aagccttact aatagtgagg gccttatttc agaacactct ttattggaaa taaaaatgct
  2181661 agatgctgct cattttttta agaccgaagg ccagtatttt taccgtgggc gagggatgaa
  2181721 aattccttcg ttgcaagatg tcttcacccg attccccaaa aaccacttca tcctcgacat
  2181781 caaatcaccc gacgccgatc ccgtcatcat ggcaaatata ttatcaacgc tgatcaccag
  2181841 taataacctg cttgataagg tcactctcta ttccacggac agaaagtatt tggatgcttt
  2181901 acctgatagc attaataaat ttgaaaaccg tcatgtgaca cgaaaaatac tgaccaacgc
  2181961 ggtcatggca aacgactgta aaatctccgc taaacgagat aaaacgcaat atcatgcatt
  2182021 tgaattaagg cgtgaggtga aagtcgttga aaaattcacc ctcggcaaag gggcttcgcg
  2182081 cgcacaactc gtctggaatc agcaagccat ggactgtttt aagaaaaata gtaacagcaa
  2182141 gattctgctc attggtataa attctgctga ggattatcag ctcgccaagg atctaggagc
  2182201 ggattatgtg atgactgact cccccgccac cgccaaaaat tggcgttaaa ttcacctaat
  2182261 ttggctgtga cttacgctat atgcatgagg aataaccaga tgaattgaaa cggctaaata
  2182321 ctgcttgacc atgaggccgt cgccccctat agtaccgccc cgttgcacca ctataacggc
  2182381 gcaacgaaac ggtgaggtgt ctgagtggct gaaggagcac gcctggaaag tgtgtatacg
  2182441 cgtaagcgta tcgagggttc gaacccctct ctcaccgcca aattcaaaaa taaggttctg
  2182501 acgaaagtcg gggccttttt tttggttaca ccgccccctt ctttatcaag gttgtcccct
  2182561 atggggctaa gcggctaagc ggctaatcgg ctaagccgac ggagttaacc tgctcttctt
  2182621 tcactttacc ccttcgctag actcgtcata cttcaagctg catgtgttgg ctgctgtcgt
  2182681 tcactccagt cactgacgcg tcattaacct taaaataaat aagcgcctga ggattaatga
  2182741 gtctcattac tgaggttcac cctgcgggct agcatcaata ctgttcaaat gggttcccgg
  2182801 ctaatgtgta tctcccttac tgccttcctg ccactcgaat tattttgggt atataactta
  2182861 tcccttccca ataaaataag acgtgcttct gagcaatctt attatcagac atctcttccc
  2182921 aaccatgtca taaaaaacgg tctattcact ccacattcca tcaaagactt agttagctct
  2182981 tccttcagac tatttatcct cattccgact atttatcttc attccgagtc tttatgttca
  2183041 tccggactat ttatagggtt tctcgcattt agtccgaaaa aatagccgtg atggcaataa
  2183101 taataacttt ccatttcttg gcatcaagaa tttcattgcc agctatagca ctggccatat
  2183161 atatcgcgtc gaaaaatcgg agttatctca gtttccagca tagtttgata tacatctaga
  2183221 tcttcattgt taaattggcg tatcgttgtt atatgctact cgagacggac ctctattggc
  2183281 ccgccattta ttttgtcttt tccttatttg gtttgaacct tagatgaaaa cgcacggaat
  2183341 taacggcatt aggccgttca gcgcaattat tgacgcttgc tggcgagaaa cttatacact
  2183401 tcaacgactt ttcaaagaca taattgccgg tgtcaccgtc ggtattattg ccatcccgtt
  2183461 ggctatggca ttggcgattg ccagtggtgt gccaccgcaa tacggcttgt atacttcggc
  2183521 tatcgccggg atcgtgatcg cggtcagcgg tggttcccgc tacagcgtat ccggccctac
  2183581 cgcagccttt gtggtcattt tgtatccggt gtcacaacag tttggtctag ccggcttact
  2183641 cttggcgaca atattatccg gtctatttct gctctgtatg gggtttgccc ggcttgggcg
  2183701 gttgatcgaa tatataccgt tatcagtgac cctcggcttc acttcaggaa ttgccatcac
  2183761 cattgcaacc atgcaggtga aagatttctt cgggttacac ctggtcgccg tgccagaaaa
  2183821 ttatgttgga aaagtcaccg ccctcgcaca ggccatgcca acgattaatg tgagtgatac
  2183881 gttaattgcg acggttacct tgctggtatt aatcctttgg ccacggctga aactaaagtt
  2183941 accgggtcac ttacctgcat tagtcgcggg tactgcagtc atgggggtgc tctcactgtt
  2184001 tgatcaacag gttgcgacta tcggctcacg ctttggttat ctcttggctg atgggactca
  2184061 gggccaaggt attccgccta ttctgccgca gtttgtgctg ccctggcagt tacctgccgc
  2184121 aaatggtcaa gagtttgtgc tgaactgggc gacactttct gcactgctgc ccgccgcctt
  2184181 ttcaatggcg atgttagggg cgatagagtc cttgctgtgc gcagtcgtcc ttgatggtat
  2184241 gactgggcag aagcatcatt caaacagtga attggtcggt caagggctag gcaacattgt
  2184301 cgcccccttc tttggtggga ttaccgcaac ggcagccatc gcccgttctg ctgctaacgt
  2184361 ccgcgcgggt gccacctcgc cggtatccgc gattatccac gcggtgctgg tgctactggc
  2184421 gttactggta ctggcaccga tgctgtcgta cctgccatta gccgcaatgg cttccctgct
  2184481 gttgattgtc gcctggaaca tgagtgaagc ccataaggtt attgacctgc tgcgccgtgc
  2184541 gcctaaggac gacatcatca ttatgctgct gtgtatgagc ctcaccgtat tgttcgacat
  2184601 ggtgatcgcg ataacggttg ggattgtgtt ggcatcattg ttgtttatgc gacgtattgc
  2184661 gcaaatgaca cgcctgagtg agatacctgc ggcggttaat gataagacat tggtattgcg
  2184721 agtaaacggc ccgttgttct tcgctgccgc tgaacggata ttcagtgagt tgctcacccg
  2184781 ttgcgataat tatgacacta ttatcctgca atgggatgct gtgcccgttc tcgatgccgg
  2184841 tggcttgaat gctttcctgc gctttactga agcgttgaca gagcagcaac tgctggttat
  2184901 cacagatatt cctttccagc cactgaagac gctggccaga gccagggtga agccaatttc
  2184961 aggcaagttg aatttctatg cttctttacc ggaagcactg gcggcactac agaataacta
  2185021 ggtgttttga ttatcaaaaa aggcagctta gttacctacg ctgcgtgagg ttattgacaa
  2185081 agtgcccgcg acggagagaa caggcagatc gtaaagacgc cgtaaataca tccatgtagg
  2185141 ctcgagccgc gccatccttg gcgcggacgc tttactcctc tgcctatcct caccgtttca
  2185201 gatcgcgtca tcggggtttg tcagcagtct gaggcagctt agttgcctac gctgcctttt
  2185261 ttattgccct aacccaactg aaaaaccatt cggtggttac aagaacgtca ggtcagtgat
  2185321 tcgggtgagc gagtgccgct aacaacgctg tagcgctagg gggcaggagc gcccccaaag
  2185381 tcattggtgt tacagctagg cagcaaacga acgaatcccg atgagctgac tcaggtcagt
  2185441 gattcgggtg agcgagtgcc gctaacaacg ctgtagcgcc aaggacgcag gggggggtta
  2185501 cttactggta tccagcgcag ggaaactctt caccaaatca tcgatagcct tcatctgcac
  2185561 taagaatggc tccaacttat ccagtggtag tgctgatgga ccatcacatt tcgcgctatt
  2185621 cggctctgga tgtgcttcga taaatagccc tgccaaacca accgccatac ctgcgcgggc
  2185681 cagttcagcg acctgagcac gacggccacc agatgccgcg ccaaacgggt cacggcattg
  2185741 taacgcatga gtcacatcga aaataaccgg gtgaccgcct gttgcttgta ccattacatt
  2185801 gatacccaac atatcaacca ccagattgtc ataaccaaag ttactgccgc gatcacagag
  2185861 gatcacctgg tcgttacccg cttctttaaa tttctcaacg atattgccca tctgaccggg
  2185921 gctaacgaac tgaggttttt tcacgttgat gacagcaccg gtacgggcca tcgcctcgac
  2185981 caaatctgtt tgacgcgcca agaatgcagg caactggata acatcaacca cttcagatac
  2186041 tggctgtgcc tggctggctt catgcacatc ggtgatcact ttaacgccaa actgttgctt
  2186101 cagctcttga aagattttca tcccttcttc caggcctggg ccgcggtaag aatgaattga
  2186161 agaacggttg gctttgtcga acgaggcttt aaatacgtaa gggatgccga gcttttgagt
  2186221 caccgtcacg taatgctcgc agatgcgcat cgccagatcg cgtgactcaa gcacattcat
  2186281 accaccaaac agcacgaaag gcaggtcgtt cgctacgttg atatcgccaa tgctaaccac
  2186341 tttctgtttc atacttatac ctttataaag ggtaaatcga gattaattac agcgcattat
  2186401 ggtatacgag ggctattgcc ctataaaacc gctgcgcata aaaaagatca gtgcaatgtc
  2186461 actcgctgtt gctcaattga gtggatctgc atttttatca tttcagcaat cggatcttcc
  2186521 gggcactgct cgacaaagta gcttaaatca gagatggcaa tgtggttgca atccaattgc
  2186581 gcataaatca ggccccggtc gcggatttca tacgggtcat cggggtcgaa agccaaaacc
  2186641 gcttcgctgg cacgtaatgc cagttccatc tgcttctctt ccattaatgc cgctttcagc
  2186701 gtatcgagca ttttacgtac aataagggta ttctctgcct cttccagatc ttcatcttcc
  2186761 agctcggcgc tcaaccccag attgcccttg atccacactt caagcacatg ctcgttcagc
  2186821 gtttcaccgt tcaacggatt aatcagccac atctcttcat ctagccaatc ggcacgaaga
  2186881 attaactggg ttgggaagat aaccggcatc agcggcaaac ccagttgatg cgcgatatac
  2186941 agaaaaataa cccccaaaga aaccggtgtc ccctggcgtt tatctaacac tttatctaac
  2187001 cagatggcgt ctgacaggcg atagacaccg cttgcaccgc caaatttcca ttgacggtaa
  2187061 aacagatcga taagcacttc taattgctga tcttgattga gttcggcagg catagcggcc
  2187121 cgcgcatcat caacaagctg ctgcagtttg ttacggacat cagccagcgg aaaagtctgt
  2187181 cgaatctctt gggtaaccag taacacccca tcacacaggg acgcgttatt aaattcgaaa
  2187241 tcagcaatgc tactcataga tatcccatca gcagtggtaa tttagttgtt gccagtttta
  2187301 caattagata caggcaaccc agtgcgagta taaaggcaaa ccagcgaata ttctggctgc
  2187361 gagttcgctt acctaatgca acatagccaa gcaggatgta gataataacg ccaaacagct
  2187421 tctcagtcag ccatgttccc tgcggactga atggatagaa tccagtaatc aatatcagca
  2187481 caataccact gataaacagc agcgtatcat tgatgtgcgg cgttatcttt acccaacgct
  2187541 tttcaagcat cgctgagccg cgacatttcc agaagaaacg tagtacaaac agagtaatgc
  2187601 tgatcaccac ggtgagtaaa tgcaaatatt tcatggcgat gtaatcaacc cacatgacta
  2187661 tcgattcctt gttttatctc tttttacttg atgttgcagc gctattagct gcgcgtggtt
  2187721 acacggccca ttgccccaat gtcacccggt cattattgcc ataatcttta caggtcatta
  2187781 ccgcactaaa tcccgagttt ttaagcagtt cttgcactgc attggcctgc tgccagccat
  2187841 gctctagcat gagccaaccg ccgggatcca agtagcccgg tgcctggctg acaatcgcgg
  2187901 ccagatcggc catcccctca gccgccgcaa ccaatgcact atgcggttca tagcgcacat
  2187961 cgccttcatt aagatgaggg tcattggcat caatataagg gggattactg gcgataagcg
  2188021 caaaacgccc gctcactggc tcaaaccaac tgccttgcaa aaaacacaca ttatctatcg
  2188081 tgagtttttc tgcattatgg cgggccaaag cgacagcatc agcgttgata tctacggcga
  2188141 tgaccgcgca atcacgccgt tcagtggcca gtgccaacgc gattgcaccg gtacccgtcc
  2188201 ccaggtccaa aatacgacaa ggcattgcgg gtaaacgtgc cagcgcctgc tccaccagac
  2188261 attcggtgtc aggccgtggg ataagcgttg cagaggaaac actcagcggt aaagaccaga
  2188321 actcgcgctc cccaaccaga taagcaatgg gttcaccttg ctcccgacgg ttcgccagtg
  2188381 tttcgagcca cagtagttgt tctgccgtta tttccgtttc accaaaagcc aacagatagg
  2188441 tccgggcctt acctgtcaca aaactcagta ggatttcagc atcacgctta gggctgtcac
  2188501 tgtgggtaaa acgggctgcc gccaacgaca gccaatgctg ataattcatt agtcttgctc
  2188561 tgacaatgca gacagttggt cagcttgata ttcctgcaca atgggctgga tgagcatatc
  2188621 cagtttacct tccatcactt catcaagccg atacagcgtc aggttgatac gatggtcagt
  2188681 aacgcgcccc tgcgggaagt tgtaagtacg gttacggtca gaacgatcac cggtccctaa
  2188741 caagttacgg cgctctgatg cctctgccaa ttgccgtttt tgcatttcag cagcacgaat
  2188801 acgcgcgcct aacactgaca ttgccttagc tttgtttttg tgctgcgaac gctcgtcctg
  2188861 acactccacc acgataccgg taggaatatg tgtaatacgg atggctgaat cggtggtgtt
  2188921 aacatgctga ccacccgcac ctgacgagcg gaacgtatct atacgcaagt caccggcgtt
  2188981 gatttctggc agttcagcct ctgggatggc gggcatcaca gcaacggtac aggcggaagt
  2189041 gtggatgcgg ccttgagact cggtttcggg tacacgctga acccggtgac caccggattc
  2189101 aaacttcaac tggccgaaga cgccatcgcc agatattttg gcaataattt ctttataacc
  2189161 gccatgctca ccctcgctgg cgctcatgat ttcaactttc cagcggcggg tttcggcata
  2189221 acggctgtac atacggaaca tatcaccggc aaaaatagcg gcttcatcgc cgccagtccc
  2189281 cgcgcggatt tccaggaagc agtcacgttc atcatcagga tcttttggca acaacaacac
  2189341 ttgtagctgc tgctcgagct cttcgctccg cgctttggca atttttaatt cttcctgtgc
  2189401 catttcacgc atttcgagat cgtccagcat catttctgcg gcttcgatat catcctgagc
  2189461 gctgcgccac tctttaaaac agcgagtgac atccgtcaat tgcgcatatt cacgtgatag
  2189521 cgcgcggaaa cggtcttgat cggcaataac gctggcatcg ccaagatatg ccagaacttc
  2189581 ttcatggcgc tcttgtaacg cttccagttt ggcaacaata gaagacttca tccgtggttt
  2189641 taaaccctat taattagagg aaactaatgc tgatccagcc caaggctgtc gcgtaataat
  2189701 tgcaaccgct ccatatcgcc atcgctggcg gcttgctgga gggatttggt aggcgcatga
  2189761 ataaggcggt tggtcagctt ataggccaac tcattaatga cctgttccac gttagcgccc
  2189821 tgctcaatgg ctaccaaggc tttagcggtc atttcactgc ggacctgctc agcttgagag
  2189881 cgatagtcac ggatcgtttc taccgctccc tgagcccgca gccaggtcat aaagttcatg
  2189941 ctttcctgtt gtactatcga ttcagcctga acagccgcag cctgccgctg agccatgttg
  2190001 tgctgaatga tcgcctgcaa atcatcaaca ctgtataaat aggcgttcga caacttaccg
  2190061 acctccggtt cgatatcacg gggtacggca atatcaataa ataacattgg ctgattacga
  2190121 cgggttttca atgcccgctc gaccattccc ttaccaataa taggtaacgg gctggcggta
  2190181 gaactgataa taatatcagc atccgccaga cgagcatcaa tttctggcaa cgttatcact
  2190241 tcggcaccga cctcgcttgc cagagattgc gcacgttcac gggtgcggtt ggcaataatc
  2190301 atatgtttga cctgatgttc acgcaggtgg cgcgccacca attcaatcgt ctcaccggcc
  2190361 ccgaccaata atacatgcag ttctgataat gattcgaaaa tttgccgagc cagagaacag
  2190421 gcagcaaaag cgaccgaaac cgcactggct ccaatttcag tttctgtgcg tacacgtttg
  2190481 gcgacagaaa aagatttctg gaataaccgt tccagttcac tcgacagaga ttgcccgcgc
  2190541 tgagattcag caaacgcttt tttcacctgg cctaatattt gtggttcacc caaaacttgg
  2190601 gaatccaaac cactggcgac ccgcatcaaa tggcggacag cgtcattacc atgatgccag
  2190661 tacaggcttt gtctcacgtc atccgggctg agtttatgat agttacacag ccaggcggtt
  2190721 aattgttcgt gtaggttttc ttgctgttcc acactgagat acagttcagt ccggttgcac
  2190781 gtggacaaca cgacaccgcc ctgtaccaac ggctgttgga gcaagctatt cagcgcctga
  2190841 tccatcgatt ccggtgaaaa cgtcactcgt tcacgtaacg atacaggtgc ggttttgtga
  2190901 ttaatgccta atgcaagcag agtcatggga acggcttcga gtaatactgg tgttagtatg
  2190961 gattctcgtc tgaagcgcat tctacttgat gcgcgagatc aataaaagtc gcacggcatc
  2191021 atcctgagta ttatcccaaa ttatgcacaa taattgatta tctgctgttc aatatagaac
  2191081 aagatattga cgctctgcct tcagcccgtt agcgtgagca ccttagatgt ctatttgcaa
  2191141 cgaatcaaaa cgtgttgttt tgccttaaat gttgcctcat cagaaacctg ccgcaggtga
  2191201 aaaccagacg gctgatagga tttgtaccca tatgcccatg cgtaaaagac atttttatcg
  2191261 cctgctgcct ttagcctctc tgctgctggc tgcttgtaca atcccagtat caaagggacc
  2191321 agcgactagc cctacgtcgc cacagtggcg tcagcatgaa caacagttgc agcaacttgg
  2191381 ccaatttgaa actcgtggcg catttgctta cctgtctgat aaacagaaag tttatgccag
  2191441 attcttttgg caacagacct ctcccgagcg ttatcgttta ttactgacta acccgttagg
  2191501 cagcactgag ttggagttag ttgtacaacc gggtgtgaca caactgacgg ataatcaagg
  2191561 taagcgctac gtcagtgatg atccgcaaga gatgattcaa aagttgacag gcatgtccat
  2191621 cccactggaa agcctgcgcc aatggatcct tggcttaccg ggcgatacct ctgattttac
  2191681 ccttgacgat aaatatcgcc tgaagaaact gacttaccaa caaaatgggg tgacatgggt
  2191741 tgttgattat caagaataca acacgcaggt cacgccctcc ttacccagcc gcctggagct
  2191801 gaatcaagat gggcaacgga ttaaactgaa aatggatagc tggacgatca aataacatga
  2191861 ctaccgcgaa tcaacctata tgtccgtcac cagcaaaatg gccgtcaccg gcaaaattga
  2191921 atttgtttct ttatatcacc gggcaacgcg ccgacggcta tcatcagtta caaacgctgt
  2191981 ttcaatttct tgattatggt gatcaactga cgattgaacc gcgcgatgac aaccaaattc
  2192041 gcttattaac ccccatagca ggggtggaaa atgagcaaaa cctgatcgtc cgcgcggcaa
  2192101 aaatgctgca aaaacaccct ggcaataccc ccgtgccacg cggtgctgat atcagcattg
  2192161 ataaatgttt accgatgggc ggtggattgg ggggcggttc gtctaatgca gccacagtct
  2192221 tggtggcact caacctactg tggcaatgtg gtttaactga tgaacaatta gccgatctcg
  2192281 gactaacatt aggggctgat gtcccggtat ttgttcgggg ccatgccgcc ttcgcagagg
  2192341 gtattggtga aaaattacag ccagcagagc ctgtagagaa gtggtatttg gtcatacacc
  2192401 ccggtgtaaa catcccaaca ccgattattt tttctgatcc tgaattaaaa agaaatacgc
  2192461 caatccgccc actggcggcg cttttaagca ctccatacgc aaatgattgc gaaccgatcg
  2192521 caagaaaacg ttttcgcgag gttgaacagg ctctttcatg gctgttagaa tacgccccgt
  2192581 cacgccttac cggtaccggc gcttgtgtgt ttgcagaatt cgacacggag tcatcggccc
  2192641 ggcaggtgtt aagtattgcc cctgagtggt tacatggttt tgtcgcccgt ggtgtaaatg
  2192701 tttcaccatt gcatcgtgta cgctcaggga aaattgaaag cagtgagcgc agataacgat
  2192761 ttacagcgtt atgtaaggtc gaagtaatgg cctcactgac cttgggttct gaaaatacct
  2192821 gtctcacttg attgaaagcc ggttcataat gctgttttgt acctaatata tttcaagatg
  2192881 caggaaggcg gtaaacgagg gagtcccgat gagcttacat ccgttaagtg attcagatga
  2192941 acgagaccat cctgcacgcc tgcaacttga aagatcgtgg ttatcactgt gttttggctt
  2193001 taaatacccg tatgtatatt gcaatcagta tgattaatcg cccctgatta ctgatatgac
  2193061 aatatcttct ctggacgcat gcctgaggtt cttctcgtgc ctgatatgaa gctttttgct
  2193121 ggtaacgcca ccccggaact agcacaacgt attgccaacc gtttgtacac cagccttggt
  2193181 gacgccgcag taggtcgttt tagcgacggc gaagtgagcg tgcaaatcaa cgaaaatgta
  2193241 cgcggtggtg atattttcat catccagtcc acctgcgcac ccacgaacga taacctgatg
  2193301 gaactggttg tcatggttga tgccctgcgt cgcgcctccg caggacgtat tacagctgta
  2193361 attccttact tcggctacgc tcgtcaggat cgccgtgtgc gttctgcccg tgtgcctatc
  2193421 actgccaaag ttgttgccga ttttctctca agtgttgggg ttgaccgtgt attgacagtg
  2193481 gatcttcacg ctgaacagat ccaaggcttc tttgacgttc cggtagataa cgtttttggt
  2193541 agcccaatcc tgctggaaga tatgttgcag cagaatctgg aaaacccaat tgttgtttca
  2193601 ccagatattg gtggcgtcgt ccgtgccaga gccattgcca agctactgaa cgataccgat
  2193661 atggcgatta tcgacaaacg ccgcccacgc gctaacgttt ctcaggtgat gcatatcatc
  2193721 ggggacgttg ctggccgtga ctgcgtgtta gttgacgata tgatcgatac cggtggtacc
  2193781 ttgtgtaaag cagctgaagc cttgaaagag cgtggtgcca agcgtgtctt tgcgtacgca
  2193841 actcacccaa tcttctcggg aaatgctgtt gataacatta gaaattctgt tatcgatgaa
  2193901 gtgattgttt gcgacaccat tccgttgtcc gctgaaatca aagcattgaa aaacgtgcgt
  2193961 actctgacgc tatccggcat gttggctgaa gccatccgcc gtatcagcaa tgaagagtcg
  2194021 atctctgcaa tgtttgaaca ttaatcagta tcgggttatg gatacacggc tgcgacgcaa
  2194081 ttaggttgca gctaaacacg gcggtgcttt ttgctggtat ccctgcggta tccttagcca
  2194141 aatgagattg atcagtggct taattgaagc agataaagaa aaacccgttg aagcctgtgc
  2194201 gacaacgggt tttctgtttt tgaagattca accaattatc catccctatg agtgacgttg
  2194261 attcttggta caacgcttat caaagtgctt aacccaccaa tagcgatcag caacggcttc
  2194321 tcgaccaccg atacgcgcac cggctaacca cagcaatgca ccgacaaaga tactcatgat
  2194381 ggcaccgtgg gcaaagaatt gaggtaaacc aagttcggag atttcggtta atattgaata
  2194441 acctactcca acaaccattg tggctaaacc caaccccatc agcatattac ccagtactgt
  2194501 tgcgctctta cgtttcatat gtcacctcca cttcaagccg ccagtcaata accctactaa
  2194561 actcgctgtt ttaaactgct tgcataatac gattattcgt gtgcacttaa tgattcagta
  2194621 tagtcagcct ggtactcatg gtgttgcggt agcgatcaca actggcaaat gtattttgac
  2194681 aaaaactgac attatccaga tatttagcca agaagttgaa tgattccgaa gggaaatcat
  2194741 tcaactatac aattattttt ctacaatccc cccttctcct gtattccagt atgaacaaaa
  2194801 tgtactcgag ttttgttatt aggcaccatg acaggtaaac tgtggcactt tgattccttt
  2194861 agtcatagcg aaagacaacg tgagtagcat taaattaatc gttgggctgg caaatccggg
  2194921 cgcagaatat gcccaaaccc gccataatgc gggagcctgg tatgtagatt tattggctga
  2194981 acgccacaat cagtccctga aagaagagag taaattcttt ggttataccg cacggttaaa
  2195041 tctggcaggc caagatatcc gtttattggt acccgccacg tttatgaatc tcagtggtaa
  2195101 agccgtcgcg gcgatggcca gtttttaccg cattctgccg gaagagattc tagtcgccca
  2195161 cgatgagctg gatattttac cggggatggc aaaattaaaa ctgggaggag gcaacggcgg
  2195221 ccataatggt ctgaaagaca ttcagaacaa attaggtaat aaccctaatt tttaccgctt
  2195281 acgcatcggt attggtcatc ctggtgataa aagcaaagtc actggctttg ttttgggtaa
  2195341 accccccgct agcgaacaaa cgttgataga cgatgccatt gacgagtcta tccgctgcac
  2195401 tgaagtgcta ctcaatgaag gcatgaccaa agcaatgaac cgcctgcacg cttttaaggc
  2195461 cagcgcatag catcatttat cgagtcatcc tctgaggctg ccattacgca cacggcgaaa
  2195521 gagcatgatc gtgataaatc atcattatgt gtataatggc ggcataaatt ttgattacat
  2195581 caattcgcta aacttaacgg gttgattttt aagttattta aggtgatata aacatgggat
  2195641 tcaaatgcgg tattgtgggc ctgcctaacg tcggtaaatc caccctgttc aacgcgttga
  2195701 cacaagcggg tattgaagca gctaacttcc cgttctgcac catcgagccc aacaccggtg
  2195761 tcgtgccaat gccggacccg cgtctggacc aattggctga gattgttaag ccgcaacgta
  2195821 tcttgccaac aaccatggaa ttcgtggata tcgcagggct ggtaaaaggg gcttccaaag
  2195881 gcgaaggctt gggtaaccag ttcctgacca atatccgtga aaccgaagca attggtcacg
  2195941 tggtgcgttg ttttgaaaat gacaacatca tccatgtcgc cgggaaagtt gatccagcgg
  2196001 atgacatcga aacaatcaat accgaacttg ccctctccga tttagaaacc tgcgaacgtg
  2196061 ccattcatcg tgtccagaaa aaagccaaag gcggtgataa agacgctaaa gctgaactgg
  2196121 aagcactgga gaaatgcctg ccacatttag agaatgcagg catgttgcgc gccttggatc
  2196181 tgacggctga agataaagcc gctatccgct acctgagttt tctgacgctg aaacctacta
  2196241 tgtacattgc caacgtcaat gaagatggtt tcgaaaacaa cccgtatctg gatcaggtgc
  2196301 gcgctattgc ggcggcggaa ggttcggttg tcgttgcggt ttgtgctgcg gttgagtctg
  2196361 atattgcaga aatggaagat gaagatcgtg ctgaatttat ggccgaactg ggcattgaag
  2196421 agccggggct gaaccgtgtt atccgtgctg gttatgaatt actgaatcta caaacctact
  2196481 tcaccgcggg tgtcaaagaa gtccgtgcct ggaccatccc cgtgggtgcc actgcaccac
  2196541 aggccgcagg taagattcat accgacttcg agaaaggctt tatccgtgca caaactatcg
  2196601 cgtttgatga ctttatcacc tacaaaggtg aacaaggcgc gaaagaagcc ggaaagatgc
  2196661 gttcagaagg taaagaatac attgttaaag atggtgatgt gatgaacttc ctatttaacg
  2196721 tctaaataaa atttgttgtc tcatggggtt tcgctgaatc tcatgagaat tgaaaaatgc
  2196781 tataaaatcc acgcaattgc gtggattttt gttttcatag cgtctcatgt aatcttgcta
  2196841 cagcgcagct aaaaatgagt acaggtatga gtacaatcag ttttgacccg tcctaaatag
  2196901 cgttgacaca tttcactcgc atactgagga aaatgtgatg aaccaatatg ttaaacgcac
  2196961 gcaacgcgat taccctctat cctttaaatt gaccgttgtc caacaggtcg aaaaaggtga
  2197021 aatgacttac cgccaggcgc aagaccgtta cggtattcaa ggctgctcta ccgtcttgaa
  2197081 gtggctacgc aagtacggtc aactcgactg gtcttccccc tcttctacaa gaacgtgcag
  2197141 agctaacatg cctaaaatgc ctcttactcc cgaacagcga attaaagaac ttgaacagca
  2197201 actcgctgaa tcagaagtca aagctcattt ttttgaagct gttgtgaagg taatgaacac
  2197261 ggagttcgga gccacactaa caaaaaagca gttggccaca ttatcacgca agcacaaacg
  2197321 caaggactca cagtaacgcg cgcgtgccgg ttcatgggga ttagccgaca ggcgtggtat
  2197381 cagtctttgc agcgggaacg cggaagagaa atacaggccc aaagtatcgt tgaacaggga
  2197441 acggcgtatg taagtctggt gaccgacgcc tggtcgagaa aaatagtggg atatcatgtg
  2197501 catgaaagcc tgcatacccg gcatgtggcc gccgcgctta aaatggcgct ggtgagcaga
  2197561 cgcacgacct ctgcgttgat acatcactcc gactggggta tccagtactg ctcgcaggaa
  2197621 tatcaggcgt tgtatcaacg gtatggtgtc acgtgctcga tgacggacgg atatgactgt
  2197681 tatcagaatg cgctggcgga acaggtaaac gggatattaa aaatggagta tctgcttgtt
  2197741 aaaccggaag atattgttca ggcaagacag atggtcaggg agtcggtgga gatctacaac
  2197801 acccggcgtc ctcatctgtc gttaaaatac aaaacgcccg atgaagttca tcaggcgttt
  2197861 taaggcaaaa aagtgtcaac ctatatcagg acaggtctat atccggatcc tcagcaaccg
  2197921 caggaaatcg gtgtaccttc tttcccctcg ataccctcag tggaataacc atcgcgtttc
  2197981 caccagtcca gacctcccaa caattctttt acctgaaagc ccagcgtcat caatttcatc
  2198041 gcggttttgg tagaagcatt acaaccaata ccatcacagt agcagatata tatttttgtt
  2198101 ttatctaact tttcagtgtt attaaaacag atttctttgt gaggctggtt gatagctccc
  2198161 ggaatatgtt ccctctggta cacctcttta ctgcgtccat cgaccacaac gacattttcg
  2198221 ctgttcttta atgccagata cagatcccat gagtctgttt cataagccaa ttttttttga
  2198281 taataagata actgttcaat cgctgacata ataacctcat tttttacagg gaaatttgtg
  2198341 ctcaatatcc aacgctgcag caatctgttc aacggcttgg cgggaactgg cgagtttgcc
  2198401 ggcatacaga caaaagtcat ggggcaatgc cggatgatga tgatgttgca atgatgctcc
  2198461 agcttggcgg gcaagcgcgg caaaagcgag tccttcatca gtcagcacat catattcggt
  2198521 ggtgtgcaac accacgggtg gcagcttgct gaaagcataa tctgatgcta gcgggtcaaa
  2198581 ctgctgctga cgacaccagg gaaaccagtg ttcggcaaac caacgtagta tggcggcatc
  2198641 caacagatga atctgggaaa aagcctgact gaacgctgaa ccagcaaacc agagcgttaa
  2198701 taggccgcct acgctatctc ccatcagaca gggagcggcg tcaacatggt taagctcggt
  2198761 agatagctgc tgttccagat ggccgacgag ctcggccatt ggcgtttccg gcgcttttgg
  2198821 ataatcaaat gcgcggatct cccgtccact gatatgcgcc agggtgctta aaaaggcgct
  2198881 gaatacctcg gtagagtaat aaaccagtcc accaccatgc agataaaaaa tcggctcagc
  2198941 actgcgcaat ttttcaggga taaagcggcg cacatggccg gttacctcta ttttcccact
  2199001 cagcggggcc gatacgttcg ctatccagcg cgccacacgc tgacgaccat aatcggtttc
  2199061 atgttgtgct cccttaccga aaaatagtcg ccgggcagcc agcagattgg caaaatccgt
  2199121 tgccagcgga actgtattaa tattcatatg cttacctctg gagtcaggac aatctgcagt
  2199181 ccacgatgcg tagccagcca gagtgaaaaa ctggcaggat gactctcatg ctgtgcgtca
  2199241 aaattcagcg ctcccagcag ggtttgtgca ggaaaatcag gatactggct ggcaacctgc
  2199301 aaggccgcca tcgtttccca aaaatagcct ccaggcgttc ccccccagcg ttggtgccaa
  2199361 gcagaagcca gcgtggaagc tttttcgcct atgggttgcg gggctatcgc cgctacataa
  2199421 atctgtcttg aacctaagtc gatacctctg gccagcagtg cgggcaccag ttctgcagaa
  2199481 aacgcatcat ccgccaagat cagacgagca cctccaggag agtcgtgtgc ccagttggct
  2199541 gcccgctcca gcgcatacga gaaactaccg gcaaaaaagg tagtcgcagc ttgttgaggg
  2199601 tcttctgccg gttttatcga ggcactcagc tggtgcgcca cgcttttacc gtgtaccgag
  2199661 caatcatgct caatggccac ggcatcctgc ccatgagacg ttagtagcgg taataaccat
  2199721 atgacataat cctcatcgtt atcacataaa cgccaggtgg taggatacgt ggtcagatgt
  2199781 ttcgcggttg ccgccaacac attcttgtac cgtcagtccg ccctatcaca acctcatcga
  2199841 ccagccattt cactgaatct gtctctaacc attgatagtc aggatcggat aacacggtca
  2199901 aagcccagtc aaacgctacc aacgtttgat atccatcccc cctattagac tgaataccag
  2199961 ctttactcaa ttgatagctc cttctgacag tgaatagcgt tagtcaccct atgctagaat
  2200021 ctttgtccta tacagctagt tactagcttc agtgtttgta catggtatga tttttgagca
  2200081 tgtaaccgta ctacaaacga tacattcgca ctaataaaac aataagttaa gctaaagtag
  2200141 cttatgaatg tcagcgataa aagatattct cttagtaaga agaatggata aacagaagtt
  2200201 gtgaaaacta acctcagtta acagcatcaa ccaaagtgag tacgatagtg agtataaaaa
  2200261 tatcaaataa atacaaaaac attaaatatc aatattataa ttaataacgg tttaacgtct
  2200321 aaaatagctt ctgctgtctc atgaagtttc actgaatttc ataaaaatcg aaaaaaccga
  2200381 taaaatccac gtgcttgcgt ggattttttg ttttcatata aggatatttc atgcgtttct
  2200441 tttttctgtt tacactggct ggagtgattt ctgttagtgc tgtaacgaat tcacacgcag
  2200501 ccaatagtgc cgaacgtcgc tgtggctggt ttgaaaaccc gactccagct aatgctacgc
  2200561 tgactgatcg tgatggcatg tgggaaatcg gtactcaagg cggctatcag gcgaaaggtg
  2200621 actggcctgg atttagtcct gcccaatggg ttcgtaccgg gaatggaaac tatggttatg
  2200681 gctgtgcctg catcactgcg gatacagacc ccacgacaca gcgcatgaat aatctgacta
  2200741 aagcaacggc tcgtcctcta agtgcctgcc gtacagataa atcactcaaa gaaccagaaa
  2200801 atccgttagc agagatgcga cagatagcct tatatcaggg caatggtttc agcttcagtt
  2200861 atccaagcac ttggtcagtc aaaaaagaaa agcaatgcgt cagtctcaat cagccagaac
  2200921 gggtgactga ggaagaatac acgttaaata tttgtgttca gcatggcact ctggaacagg
  2200981 cgacagacag tatgattttt tataacgata acggtgtctg gatgcgggaa gcgggaatgg
  2201041 atgcccctag ccctgtcgat ataattaaag ggccaggctg gaaagggatg cagactacgc
  2201101 agacgtgtgg cgtcagtgat gaagaaactg gttttcatgc cgcgggtggc acctgtttta
  2201161 tggcaattgt ttatgatgct aaaacacaat tattgtttga tacggttggt ttttaccaga
  2201221 attttgatgt catcaacatg attgttcagt ctgttaaatt taccgaaaaa taatgtttat
  2201281 actgcaataa taagccgtga aagttttttt tgttttcata acatcttagg tggtaagcga
  2201341 atcgccacgc ggcatgagta aaaaacttag tgtctaatgg cccggtcagg caggcaatta
  2201401 actgatgcgc ctgaaataga gctgaggtat ccaatcccca gtcaattaga taactcagtg
  2201461 actggggtga gcaagggcag ctaacacgcc cgcagtttgc ctttctcacc ccacaacagg
  2201521 aataaccaca acagaacgcg tgtcagataa gcgaagaaaa ttgtgatagc gaagaaatca
  2201581 aaatagaaaa aagccgtgga ttcttcaaaa tcaaaaaatg caaaatctac ctgaataagc
  2201641 aaatagggca gcaagtcacg acccataaaa acagacactc cgtataccac aatactgaag
  2201701 aaaatagcgg gcatcagccg tgtcgccaga agagaaaatg gcgaaatacg ccagatttta
  2201761 cagaaaaaat tggccagcat tttccagtgc atgcccaaat gtacggcaat gaaaatttgc
  2201821 ccccaatgaa cactggtcat atggatcttt ctgacaaaat cagaagaacg gtgaatcggc
  2201881 agatcgggta atacgtgctt tgaaagcatc aacccgctga taatggcaaa caaaaataac
  2201941 agtgccagta tgatatttac ggtgacttgc acaatgcgga aagcagaata ttctccctga
  2202001 gccagttttc taatccagtg aatgttcagg ccgttatgga gcaagacaat caataagaaa
  2202061 gcgataccca gccactcatg gatactttct ccccacagat gaaaccccat cagtgataac
  2202121 agaataatca tcatcaccat atcctgtaca acctgaaata tatattttgc tttcattcag
  2202181 tagcctacca tcacggcatg ttcggtaatg tgtttaacca gttgataatt tcctttggcg
  2202241 tatcgtcatc cgtcacatca tttcttgaga tagcaaggcc ttgagtgacc agttgtgcgt
  2202301 tgggttgaag gcgtttgatt tcacgcagag agtcagagaa acgactaccg ccatgagtgg
  2202361 taaaaggaat aagggttttt ccactaaaat catgctgttc aaagaagcta tacatcacca
  2202421 tcggcatttt gtaccaccag atggggtagc caataaatat ctggtcataa tccgcaaggt
  2202481 tttgtatttt ctctctcatt tcgggtcgcc ctccctcttt cacttcttgc tctgcatatt
  2202541 tcagcaaggg gtcatgttga cgcgggtagg gtttaaccgt ttcaatgcgg aataaatcgc
  2202601 cgccagtttc ctcctggata atctgtgcta catactgggt acttcctagc acttcaccgt
  2202661 ttttttgcaa tatgctcgca cccgagacac catcaacacc ctctaatttt acatcctcag
  2202721 gttgagagaa atagacaatc aggactcgtc gggcattgcg gtctgctgcc tcggctatca
  2202781 aactcaaact gctgacagca accgccagaa ataaaatcag atgttttgtc agtgaagtga
  2202841 accgtaattt attcatagcg ctcgccaagg ggtaaagtga gtcatccgta attaacaacg
  2202901 ttcttcattg ttaagccata aaccgtaccg tgcagatgcc acagaaatga ctgtgacatc
  2202961 aggtatggct gacaaatatc gctctctatc cgcaatatcc gccagtgttg gcacagacga
  2203021 aaagagaggg agtatccgtt tctcttttat aaatttttcc cgtagaactg agccaattta
  2203081 cctatagcct gattcacata ttccggctgc caataggttt caatgtgggt cgcaccatca
  2203141 atcaggaaca gttccttatc ttttgcgttg ctagcacctt taaacgctgt ttcgctcata
  2203201 tacagggaat cggctttact gcctgccatc atcagtagcg gcttatcgat taaatccata
  2203261 ttgcttgccg catcgaatct cattaagtcg agcagactgc tggcggtgta tctgaaggtt
  2203321 gaattggggt gagcatgcgt tttaccgtag tactcaaaac cctgccgata aaggtcaaac
  2203381 ggcagtttgg ctatttgctc atcagtcagt ttggcatccc caacgtaagt aacctctcca
  2203441 ccagcagctt cctgtgctcg tgcatcagag gcttgtttta aacgttcttg tattgtggaa
  2203501 agttgtgagt cctgataacc gttgcgtctt accagaccgg aatcaaacat gctcaacgtg
  2203561 gcaatcgcgc tgaagcgctt gtcggtttgc ccggctttca aggagtagcc cccaccgccg
  2203621 caaataccca gcaggcctaa acggaccgtg tccaccccag gatattgggt aataaagtct
  2203681 gccatgccgt gaatatcttc aatgcggtaa gcgggtttgt cgacattgcg gggcaagccg
  2203741 ccactcgcgc cttgatacgc ggcatccgca gtaatggtga tatagccttg ttccgccaaa
  2203801 cgctgagcat acaagccagc gacctgctct ttcacgccac cattggggtg agccaccacc
  2203861 acggccgggt attttttagc gggatcataa ttcgcagggg tatatacgtt ggcagaaatt
  2203921 tccaaaccat ttagcttata agtaacagga tgaatattga ctttgccttt cacgttttcg
  2203981 gtaatcgcgc cgtcataagt cagtgtaaat ggatttaatt tataatcggc tgacattgct
  2204041 cccccagatg aaagactgat cactgccgct aacaaggtgg atttaaaaac cgatgtcgtt
  2204101 ttaaaaacgg atgtcatttt aaaagcattg tgtttcattt aaataattct ccctatatcc
  2204161 aaaataaacc acggattccc ccgacacgtc tcttgatctt aatttgcgcg gagttggctt
  2204221 gtagatgagt ctaaggcggg caggctgaca tcagcatgac ggccagataa catttctgtc
  2204281 agttaaagaa atactttcct gacaaaaatg tcaggaaaat gtcagcctgg tgttggtcat
  2204341 gaacagctaa gataggtgaa atgcgatttt tgttgccctg acgggtaaag ggagagacga
  2204401 acatgcggct attgttggta gaagatgagg agaagacatc ttcgtatatc aatcgcgccc
  2204461 tcagcgagtt gggctttacc gtcgatgtag cggccaccgg gatcgacgga ttatatctgg
  2204521 ctcttgagta tgattacgat acgattgtgc tcgatgtcat gttgcccggc atggatggtt
  2204581 acagcgttct cgaaggccta cgcgccagca aacaaactcc ggttctgatg ttatccgccc
  2204641 gtggctcggt tgatgaacga gttaagggcc tgcgtcacgg tgccgacgat tatttgccta
  2204701 agcctttttc gctgattgaa ctggttgcgc gtatccaggc gttgttgagg cggcgtccca
  2204761 gtgatggtgt agatgtcagc caattgcaca ttaatgatct acatctcgac ctgctggcaa
  2204821 ggcgtgtcac gcgagccggt gaacgtcttg aactcaccgc caaagagttc gccctgttaa
  2204881 gcctgttagc cagacatcag ggggaaattc tgtcaaaaat gatgattgca gagcaggtct
  2204941 gggacatgaa ttttgacagc gatgctaatg tcgttgaggt ggcgataaaa cgcctgcggg
  2205001 cgaaaataga tacgccctac ccggtcaaac tgctgcatac agtgcgaggc atggggtatg
  2205061 tccttgaaac tcgccccgat cgccagacta aatagagaga gtgatcatga ttaagcgttc
  2205121 tatctctggg cggctggcgc taatgtttgc cttggcctcc atactgatag tttcggctct
  2205181 cggtattgta ctgcgaagct ccttgcataa ctcattgcaa aagcagatgc ataacgaatt
  2205241 gcaattcagg gagtcgctga tggcaccgtg gatcctctcc cgtaccacgc tggacggctg
  2205301 gcaaacgttg gcgaccaaat tcaccgattt ggccgctgct gagggcggcc gcgtacaata
  2205361 ctgggtcctc agtgatgacc cccagcttca ggtgggcggc ccggcacccc gtggtgtaac
  2205421 ctgggcttcg ttaagcaaag gattcagcaa agtacccggt gcgacagacg agtcatgctc
  2205481 cctatttcta ctgatgtcgg aaattcctgc ccaaggtgag cgccccgctc tgcgctatgt
  2205541 ggtcgctatc gattccacgc cgtatatggg tactctgaat gaatttaccc gcacgctgat
  2205601 cgtcattact gcgattggcg tcttattcgt ggcactgctg gggttcgtga ttgccagaat
  2205661 aggtatgcgc cctgttaata aactcagcga acaggcccag caccttgcgc caggaaatca
  2205721 cgggcagcgt ctggatacct taactctgcc ggatgaactg caaaaactgg ccgtcgcatt
  2205781 caacggcgtg ctcgaacggc aggaaatcgc ctggcggcaa cttgaaagtt ttaatgctga
  2205841 tgtcgcacat gaactgagaa ccccgttgac caatctgatg gggcaaacgc aattaggtct
  2205901 atctcgtaaa cgtgaaacgc atgagctcga agatttactg gagtccaatc tggaagaact
  2205961 cgagagaatg acctctattg ttaacgatat gctgttcctc tcccatgctc aagctgggga
  2206021 gcacgcaacc cagttaaccg acgtgtctct tcgggaagag acctataaga ccacggagta
  2206081 tgtagagcct tcatttgccg aaaaaaattt gtctattcat gttgaggggg atatcactgc
  2206141 acgcattgat cggcggcttt tccaccgctc actggcgaat ctgctagaaa acagcgcccg
  2206201 ccatgctgtt actggtacta ccgtgaaagt gacgatctcc agagaaaata atctggcatc
  2206261 catcgcggta gccaacattg gagctcccat tgcggcggaa catctaaacc gtttgtttga
  2206321 gcgtttttat cgtgttgatt cttcccgtgc acgcagtgac acacaccatg gactcgggct
  2206381 ctccatcgtc agggcggtgg cgataatgca tcgtggagat gtgtttgcca gtagccagaa
  2206441 tgggattaat acctttggtc tgacccttgc aataactgac ccttatatat agacagtgag
  2206501 tccgttgaaa aagaaatgag tcgttatgtg aagtctggcc tggctgagcg agggtaacgt
  2206561 ctatgacagt gtatttttgc atacaggttt aagaggagga tctccctcct cttcttcttt
  2206621 cttgctttac gcgactgatc aatcatcgca attctgacaa acatgtcagg caaccgtcag
  2206681 cctggtgaca tgaagcatcc ggtaaaatca cgttatcgcc accgacataa tcccccctct
  2206741 ttaatcgtgc cgataacaaa ggaaatggat gatgaaaaag aaaattcaac agtatctgct
  2206801 ttgcactgct cttacatttg ccggctcaat ggctagcatt gctcacgcgc aggatgcggc
  2206861 gaaaaataac acgaagcaac cgtctcgggc gcaacaattg atgggggata tcgcccccaa
  2206921 gatggcgcaa ctcactgacg atgtcctgta tgccgatatc tgggaacggc cgcaactctc
  2206981 aaaacgtgac aggagcctgg tgacggtcag tgctctggtg gcaatggatc gccctgacca
  2207041 attgcgttct catctgcgcc tggctcgcca gaacggtgtc actgaagaag agttggttga
  2207101 ggctataacc caacttgcct tctattctgg atggccaacg gcagtaacgg cgatatccat
  2207161 tgcaaaagag gtatttaaag aagggaaata gtttttatct tcaatgggtt aattagaata
  2207221 tctcacgtta aaggattgaa tcgatatgaa agttttcctg atcacactgg ctgcgctttt
  2207281 actgcccggt acgcaagcgc ttgctgctgc gcaggcggca gtgaccgtca gtcctgcggg
  2207341 ttcacaacct acgactattg gtgcaccgga atcttttacc ggtacagcaa aagttgactc
  2207401 acggtttaaa ggcaccgccc cagcccgaat ttccggcggt accgtctcat tcgaagccgg
  2207461 agcacgaaca gcatggcaca cgcatcccct tggacagaca cttattgttt cttctggtac
  2207521 cggctgggta caggaatggg agggcgccgc tcagcaaatc aaaaccggtg atgtcgtgtg
  2207581 gatcccaccg ggtgttaaac actggcatgg cgcatccgca aaagagtcaa tggtgcatat
  2207641 tgctgtttca gaatcactgg acggtaacac tgtgacgtgg atggaaaaag tcacagacgg
  2207701 ccagtaccca caataataaa atgccatttt tgcattcccg cctgaaacag aactaccccg
  2207761 agatattcat gaatggcggt ttagcgaaag acattgagct caaacatttt attgatatta
  2207821 gatatccgtt catgagttct gcctgttaac gcattcattt tagcagcatg gtcattcgtg
  2207881 aaaatctcgc tatgattcag ttgtccgcta tcacataagg aaaagacctt gaaagcctta
  2207941 ctgaaaacat tcaccacttg tatgttggtt ggtggattaa tctcccaatc tacatttgct
  2208001 gaaccaacaa aacccttggt tatccagtct caaggaagtt ttgccgccgg tggggccgtc
  2208061 attacgacac cagggcagtt tgatccgaaa aaaccattgg acccaacagg tcaaacatat
  2208121 catggtgatc acgcctctgt gttttaccag atccctgaga acccacacaa atatcccatt
  2208181 gtgatgttgc acggtgccgg gcagtcttcc cggacatggg aaagcacacc ggatggccgc
  2208241 gagggttttc agaacatctt cttgcgccgt ggcttttcga cctatctggt cgatcaaccg
  2208301 cgtcggggta atgccggacg cagtatggtg gaaggaactg tcaaaccact tgctgatgag
  2208361 caattatggt ttaaccagtt ccgtctgggt atatggcccg atttctttga tggcgtacag
  2208421 ttctcccatg ataaagagac attaaatcag tactaccgtc agatgacccc taacaccggg
  2208481 ccctttgata tcgatgtaat ttcagatgcc atgtcagccg tagtggataa atctggcccg
  2208541 gctattttgt ttacacactc tcagggtggc ggcccaggct ggtttaccgc gatgaagaac
  2208601 gccaatgtaa aagggatagt cgcgtttgaa cctggcagca gctttgtctt tccggaaggc
  2208661 gacgtccctc ccccaacaaa gaatgctttt gataccgtaa aaggggaatc ggtgcctctg
  2208721 gagaagttta tggcactgac taaaatccct gtcctgatta tctacggcga caatatccct
  2208781 gacaaaccaa cggccttgcc tgcacaggat agttggcgtg cccggttggc tgttgcgcgt
  2208841 caatggcggg atgtggtgaa taaacatggc ggagacgtga cagtaatcca tttgccggaa
  2208901 attggtataa aaggcaatac tcacttccct ttctctgatc tgaataacgt tgaaatcgcc
  2208961 gatcaggtat caaaattcct gaaagataaa aatcttcagt aataaaaaat tagtggggtc
  2209021 gttgacggct ccactactgc ttatatactc gtcatacttt aagctgcatc tgtgttggct
  2209081 acgctcaaca accccaggta cttatttatg taagcgcctg gggacttact tcgttgccgc
  2209141 cttcctacaa cgccaattat tttgagcata tcgggcattt atcctaagtg cacgctcata
  2209201 tttataaata tgaggaaatt gtatttttaa ctcatccgct ttttttagac gataatattg
  2209261 ggaccttctt taagccaaaa taggtagcac ggaaattccg ctttctctgc taccacttta
  2209321 actagtcctc cctgctgacc agagaagcgc aacagttatc cctgaatggg gtaatatagc
  2209381 aaacctaaca tctgcaacca ttgcggcaac gctaccatca ttcggccatt ccagaatacg
  2209441 ttctcgctca aactccgatg tctgatttat tcaacgacgc ctgtaatatt cataatatta
  2209501 aaataaatat cacaatttaa tgcatgaatt aatatctcat taacaaatga tccatatttt
  2209561 tacgatagct ataaaaaact aaccgctttg atattgactc taaaaaccaa aatgtataac
  2209621 acagtgtcat gtcaagcttc ccagagtaaa gtcataatac gtatgtcatc acaacactaa
  2209681 aggggctctg ttaaaagaca aataagctga gtacataata agctgagtac attatgaata
  2209741 gcagatacgt taagtttctc agaaacaatg tatttatgct aaggagaaaa tcatgtcgaa
  2209801 agttactagt cctgattcta tcaatagaat aaaacatacg gaagttattg cagcatctcc
  2209861 aaactctgaa gaaagcattc gcagcctgtc cgtgcttaag gaaaaggcct ctgaaatatt
  2209921 agaaaaagag aatgcgcagt tctttgatat tctgcctatt ctggaaagcc tgaaaaaaga
  2209981 tgatattatt gaaatattaa atgatctact ggaaagaaaa gacattactt caaattatca
  2210041 attgctatca gaagatcatg tttacttaag taggcaacat aattttcatc tacttatgcg
  2210101 gcttattggt agaagtccgt caacgacttt gtatgcaaac gaatttgata ttctggttat
  2210161 caaccccatg aatacgccag ttagtattcc tttataccag tgccaagttt gcgaagatct
  2210221 ctctcaaagg ccatcggcac tgataaggct cgaagatacc gtattaatgc cgggtaaagt
  2210281 ctatggcttt gaagcctata aatatattct cgattttgat actgaagccg cacaggacgc
  2210341 ttttatcctt atcgctcact ccgagcccaa aggttggttg tcatgggtct atgacaagaa
  2210401 ctcactcgaa cctattgaat ctatttgtac cagcctccaa gcgtcaagga tacagatgta
  2210461 cgtgagaatg ctcggtgcca tgaacgcgac tcaagctgtg cctgttttgg aaaaactggc
  2210521 aaagtctaca tatgcaaact ttgttcgttg ggaagcggtc gaaagcctct cacttattga
  2210581 tcctcaatct actctagagt tactcgacta tttggtgaag aatgactctg acgctcaaat
  2210641 aattgaggcc gcagaacaga gccttgcaat aaataaagca gaagagtcag aggtgtaaat
  2210701 attatggctg tcaaagtgga cgtgaaagaa aatacactca tcacactgaa tgaatttgtg
  2210761 tcatttcttg aaacgagtgg aactattgaa aagcttagaa attcaatcta ctcatccgaa
  2210821 gtaatgagtt gtgttgccac tcagttgcgt gcattagcgg ccaataaggc gcatattttt
  2210881 tctattatca ttgaagagtt ggagaaaaca gaccactttc aatcacaaaa ttacgggcaa
  2210941 gctcaaggat ttgttcttta tacaacaccg tggtatacaa tccggctaat gctgtggatc
  2211001 ccacccggac atcaggccag cgctattccc ttttcttaca aggtcgcaca tgaccatgct
  2211061 tttgacctga tgaccgtagg cttcttcggc cctggttatc gcacatcact gtacgaattt
  2211121 gattacaatg agcccattca acgtactgat ggacttaccc agctcagtta taaaggggaa
  2211181 atgtatctgc gagaaaatga agttatctat tattttgcta ataaagatgt gcatatacaa
  2211241 cacgaaccag agtcactttc ggtttcatta aatttaatca ttaataaacc agatgcgtct
  2211301 gcccgacaaa ctgttttcga tattgaatct acagatgaag gtagcaattt atgttgggga
  2211361 aaaccccact ttaacagtat tgaaaaaata gcttcccagc gctcaatttt ttcagcgcta
  2211421 tcaacccatg ggaatatgag atcaaaaaaa gctatcgaaa agatcgcaca caatcataaa
  2211481 gctgatgaag ttcgcgccct gtcttgggta gcaatgttac gtgcaaatga taccgtatta
  2211541 agcgatgtgc tcacactaga gaaaagtcat tatgtcaggc gtgtacttgc cgagataaac
  2211601 atggcgcaag gagaaactag caatgctcct aaataatatt acgccagtga ataaatcact
  2211661 gacactacaa gatttattag gaattttgag tcactcatcg gcaatttcca atgtggcaaa
  2211721 tgggatttat gtggaaagcg aaatccttga agtaggttca tggctttcag cctacgcggc
  2211781 taataaagat gaaatttttt cgcagatcat taccgagttg gagaaccctt atcaattcca
  2211841 gctggagaat gacatacagg caccgagttt tattctttac agtaatgaac gcataactat
  2211901 tcgtcttgtt atgtggctcc cattgcaggg aaaattagat cggacacctt attcctacga
  2211961 agaagcacat gatcataatt ttgacttttg gacagtgaat ttttttggag gtggctatcg
  2212021 aactcggctc tatgactatg attacgataa agttagtggc gtaaataacg aagttgtaga
  2212081 acttaattgt tatggagata agattctttc cccgaataca gttatgtttt attttcgtag
  2212141 taaggatgtt catactcaat atccgcctga tgaattatca gtatcgctca atttaatagt
  2212201 gcgaccaata aaatcgaagc atcaatacga atttcagata gattcagatg cattggaagg
  2212261 aaaaatagag gcaagaatta aaaagggaag atatgagcgc tacgcttttc aaaatgtgtt
  2212321 atataacggc ctgctgagtc ttgaaaatga aaaaagtcgt caactggttc acaaagtgtc
  2212381 tctttgtaac catcgagaag agatacgatt aatcgcttat gaagctttac ttaagcacgc
  2212441 ccaaaaaaaa ggtaatgtga gtgatataaa gagcattagt gaacaagcat ttaaagacca
  2212501 aagcctctat atcaaaaata agatttctca cagtattgga agcatgccat gcatgagtcc
  2212561 aaaaccccgc taatatagtt agcggattac tttatctcaa gaagatagga gtcatattat
  2212621 gactaaaaat actgcgacta aagtaaaaag catcaaactc gtaacctttg gcaaaaatac
  2212681 ggctctggcg ggcgcagtgc ctagaacatt atcaggccaa gaagccggcc gtgtgcttgg
  2212741 gtttgggtgt catcactctt aatttaagca tttaatatac tggacgtgac ctagaagtag
  2212801 atattggaat aatttgttcc aataatcttc acataactta gtgactcaag ccgggagtgg
  2212861 cggtcttctc acacccggct tttatctaat agccaaaaat gaattgagga agtatgtcct
  2212921 gtaattttaa aataatactc accggtgcgt caggattaat tggttctgcc attgctgatg
  2212981 cactgtataa atcaggtatg aatcttgttc ttgcttgtaa acgttcccaa aaattacaag
  2213041 acagatatct tagcgatgat aagtcaaaaa gagcttattt ttggtatggc gatcttacca
  2213101 acgaaaaagc ctgtcgtgaa ttagtggagt atgctgttca gcaaatgggg ggggtggatg
  2213161 tattgatcaa ttgtgccggc gtctttaatt tttctgctct cgaagagatg acctatagta
  2213221 gaattaccga taccatcagt accaaccttc tcgcccctat ttatcttaca catcttgtat
  2213281 taccttatat taagaccagt gcctgcccaa taatcgtgaa tatatcctca attgctggct
  2213341 tctccagttt gcctgaaggc gcgtgctacg cagcatctaa atgggggctt aatggcttta
  2213401 tccacagcat ccgcgaagaa ttacgcaaaa aatcaattca catctgtaat atatcgcctt
  2213461 gtcaggttaa aacactgtcc catcattctg atacggcaat cagaaccata gcaccggaaa
  2213521 atatcgctaa tgcggttatt ttagttttgt catatgtaca aaaaacgtcg tcttcaattg
  2213581 acgtagtgct gtagccattt cccatgaaat ccatatggtt atgtgttttt tctatttgat
  2213641 ctctacccca taggttgatt taataagcac cgtaacgaaa taataacgga atattattat
  2213701 gaacaaatca accaaaatag gttcccaaat atatactcca tttaccctga agttatatga
  2213761 ctggtgggta ttgaaaatgt ccaatcactt tgcttggaaa tgccctactc acgacgtttt
  2213821 agtacctcat ttcactgaat atgccggtaa tgaacatttg gacataggcg tagggactgg
  2213881 cttttatctg acacatctgc ctgaaactac tcatatctct ctgatggata tcaataccaa
  2213941 cagccttgct gttgccagca atcgcattgg gtcaacacgg gtcaaggaat gcatccagca
  2214001 tgatgttttt gaaccgttcc cagcccaata ccacggctat tttgactcaa tttcaatgtt
  2214061 ctatctgctg cattgcctcc ctggtgcgct aaaggataaa gtgcaagtga tagccaatac
  2214121 cgctatgggg ttaaaaacgg gtggcacact ttatggcgcg acgatattag gcaatgatgc
  2214181 agggcataat cgtcttggga agaaattgat gaaggtgtat aactcaaaag gtattttttc
  2214241 taacaaagac gatacggaag atgggctcca tgccatgcta tcgtcccagt tccgtgatgt
  2214301 tgcaattacc cgtgtaggca tggtcgtgct ttttaccgca acaggccgcc gcgagtaata
  2214361 tattcaccat gcattgaatt ttagctatgc agtaaatgtg acacagcata aaaaactgca
  2214421 ctgccaaata tcagggtgtt atccaataat tggggtgcag ttcaataaga aaccttttgt
  2214481 tcgattatat cgttacgcga gtatttgttt cacgaacgct tcaatctctt tatcctgaca
  2214541 gttttcaaag aaacactgct ggaaacgtgc accgctaacg gcggttttca ccaactcagg
  2214601 gtcgatagca cgtagtgtat ccagataatt ttctttcacg actgccgctt tcacttgatt
  2214661 caagataccc gcattacgta cctgtggctc tttacgatca agtggatagc cttcgccttt
  2214721 cacaccagtg aacgcttttt caaagatata gcgcacgtta agttccgcgc cccagccaaa
  2214781 gcctttagca aacggcagtg acaacgcatt accattgtta atttgtgcaa acaggaaagc
  2214841 atctgctgga tcgatgcaat aaccacatac aacgcctgga tgtatattca atgacatcat
  2214901 ggcgccctgc cctgtaccac aaccggtcac cacaaaatca accgctttag cattcaacaa
  2214961 aatgctggcc atgatgccca ggtggatata agtcagatga tgatcttgct catcgctcat
  2215021 cccaacgttg aataccggat acgctttttc cgaggcaaca gcattcagct ctttaaggat
  2215081 tatcgcgttt ttacctgcct gactgttttc catcatcagt gcgattttca ttttgttatc
  2215141 tcctcttagt caatgagcag tcgcccattg aatgtgatag tttgacatga ctgcgctgaa
  2215201 catagcattt tgtgaacatc atttcaattt taatgaaaat atgttttacc ttaatcgcat
  2215261 ttcgcgattg ggtcagcatt cactcaagtg gatatccata cagaacgcac cgattttatg
  2215321 ggccgattac gtattaaaaa tacccggaca gaacctcgcg attgatactg attagggtca
  2215381 gcatattgga tgctcctgcc ctgggatttc atgtacggca atgcgtgatg tcgaccagac
  2215441 ataacggtga gtaacccaac ggttgcgcgc atggcgggaa aaaaagactt cattaacttt
  2215501 ttcatcatca ggcgccaacg ccagtgcgaa atacatccag cgagcgctaa gcttatagtt
  2215561 ataaatatgt ttatcttttc gattgaagta aatttttgcc agtgaagtca tcgccaatat
  2215621 actgcctttg ttgccatgct ccagtagaaa gtcaagatac tgatgagtca cactcaaggt
  2215681 atgaagttct gaaagcaggg ctaacaactc gggtaaagca acatcgtttc cccagtcaac
  2215741 cgatgctttt aatgatgcaa ccaatttccc ctcaagttcg gcggttttta ccgtatcagt
  2215801 ttcctcgtat gaaagcagtt ggtaacagcg cgccagtgag taataggctc tttttagttc
  2215861 atcttcatac gagaatggat cggtgttatc gattagcgga tatttggcga tgactttttg
  2215921 gcttaaaagc gtactgtttt gctcaacaac ctgacggtaa tagctgattg cgcgcagaat
  2215981 gtcccgtgtc tccgatggtg catacagata aaagctaccc aggcttgacg ccgtgccacg
  2216041 cgcaccatat tcagccccaa gagtgaacag acgcgtagca tcgtcagggt aattaagttc
  2216101 atttaagatg aaaccggttt gatcccaggc atcttttgga tcgtgctgca aagcataatc
  2216161 aagccattca cgccctaacg cctcgttttg tgtaaaccca aacagcccgg tcaacaaaca
  2216221 gtagccctgt aaaaccattg cctggggaga atgcataagc tgcgcattat ggcaaatctg
  2216281 gttatgccgc cagcgtgatt caggggcaaa ctttccagca agccgtaacg cggcatgatg
  2216341 taaatacccg ccaagactag gctcttgtgc aaccgcttgc tgtaaatagt gccaggcgga
  2216401 tggttcatct tccatcacgt agtaactcgc ggccagccag cgtaatgcct gagcgcgatc
  2216461 atttgcattc aacgcctgtt ccgcttcgcg tttcacctcg gtaaactgcc actcacgttc
  2216521 aaccagatcg gcgactttat ggccgagatc atcacaaaaa tcatcccacc agatcagatg
  2216581 gcgtaaatgg tccttctcct gaagactcaa atgttcacaa gccggtgaaa caattaagtc
  2216641 cagcatgtcc tgcggtaaac cgcgccaacg gggcatttgg aacgggatgt aatcggtgaa
  2216701 gatgtagaac tgggttggat ggatatgcaa gctggcaaac agccaataat gcgggccaat
  2216761 aagtgccttc tctgtttgat tacgcagtaa acctggcggt aacgcatcgg gagccaatat
  2216821 ctgagcatag gcattcagtc ctgaataact catcaaggcg gccatttctt caggatagca
  2216881 ctgttgatag tcacgtaatt cgcccagaac cggcaatgaa tccgccttct cattggcaat
  2216941 aatgacagcc agccaggccg gaacgccaaa cgcggtaatc gccgggataa tcagcgcagc
  2217001 ggccatccac tggcgtggct ccagtgttaa tgcttgcagg gctgccagca ccatcatttc
  2217061 attacaggcg gctgcacata cccacatcgc agcagtggtc ttcttcgccc agccatagct
  2217121 gcgataccgc caggcacaat gatgccagta caacgtttca gccaaccagg catggttcga
  2217181 ttcagggcag tcgtgttgcc aggctttgat ctgtgccaaa ccttccggcc ccattgaaat
  2217241 gacgctacgt aaatcggggg tattttccat atccatccag ccacgataat aacgctgctc
  2217301 ggcatcacgg ctaaggaatg atgcggtaag tgcactttcc agttgtttat caagctcacc
  2217361 ataacgccct tcacgaagga aggaacgcat gtcgcataac gccctatttt tgtccttcgg
  2217421 gggtaattca gcaacgtcaa gcagatggta ctctgcgata tcgcagggaa tgtaatcgcg
  2217481 tccttgcata gttctgtttc ctttcagtga tagggaaata ggtataaaaa acaggtgaca
  2217541 atatttcagt gagattaacc atacttcgag ataaacatcc ccctaaaaaa tcgatgttaa
  2217601 cgctgtggga tatatctcat gattacgtgt tggatatcgg caaggcgacg tcatctattc
  2217661 ttattgaagc acgaggataa aataagatat ttctcaattt tctgtctcta ttatacgagt
  2217721 taccatcgta cattcataat tccatttaat taatattgca cccacttcac aaattaaaaa
  2217781 taataaaatg cactcaaaag ttaaatgtaa aaaacaatag agagaaatgt aacttaattg
  2217841 gaaatctgtc atttctactg taacctcaag aattcatcac cgccgataga ttaatatttt
  2217901 taatattatc aatcactacc acaacatctg aaaaattacg ttttgacact cattaattta
  2217961 cttgtaatat attagcacta ttggttagaa aaatggcatt tcaccctgaa attgactata
  2218021 aaaaatatta tggcaatgga ttgaacgttt aaattaagga ttaacattga aaaaaaaact
  2218081 ggtggcactc ttaatactct cttatccgtc ggttgcatat ctaaagcaac cccctccggc
  2218141 agtacctaaa cccattacct ttgttgctaa aattgataac attgatttta acaaaacggc
  2218201 cattgatagt gatatgaaat tactgctggc cgatcggttc cactttaaaa ccaaaacccc
  2218261 ctgtaacaag aatacgcttt caggccggcc agaatcattt ggtttaacgt cagaagtata
  2218321 cgcggcaaaa atcaagagtt tgctcgttga gatcttaagt gaacgttacc ttttcctgac
  2218381 aatagatcaa tgtgaccgcg gtggcacacc gatgctcacc aatatagaag tttgcactga
  2218441 agcactgtgc ggtgctgaat tcatgaaaaa agaatcttat ctttggttaa atcaagactt
  2218501 aaaggccacg gtgaaacgcc aggcgacatc ggtgatccct atgccattaa cctttgataa
  2218561 agaaaagcaa ctgtggaaag tggccgggtg gtttattgag tcatcagaag aaactgagga
  2218621 acttataccg agcaaactgc tggcctttga aggttatact gacgatgaaa cattcaaaac
  2218681 acaaaaattc gtctctacct tcaaatccta ttactccagt ggaaatattc aacatattct
  2218741 cacttataat aaagagggaa aagaggatgg gaaatacgac tcatattatg atgaaaaagg
  2218801 gaaattagct gagacgttgg tatttaaaaa tggcttggtc aatggtgagt atattatcta
  2218861 ccatgaaaat ggtgctattg aaagcaaacg acattttatt gacagcaaaa tagccgacgg
  2218921 agagtgccct cattattacg acaatggaaa aattaaagag aaccatagct atttgaataa
  2218981 taaactcgaa gggaaatact ttgagtattt tcctgatggt aaaattaaag atgaaagaac
  2219041 ctaccatgct ggcaaagtcg ttggtaaata cacagtctac tttgaatcag gtaaaattag
  2219101 agctatttat aataaaaaca ataaagatca gtaccatgga actaacgagg aatacagccc
  2219161 cgaagggcag ttagtgtcta aatcaacgta taaagaagga aaacaactct ctagccagac
  2219221 ttggtataaa aatggaaaaa tgcgacagga agaaatctac gataacgaag gccgcaaaaa
  2219281 tggcgtatca agagagtggt ttgataatgg acaacttaat acatcaacca gctataaaaa
  2219341 tgatatctta gatggtgata gccagaaatg gaacgaacag ggtgaaatag tatcactctc
  2219401 accgtataaa gacggcaaac ttcagggtga acataaatat tatgattcag gaaaactact
  2219461 ttataccaca atgtataaga acgataaaaa agatggtccg gatagacgat ggagtatcaa
  2219521 tacagggaag ttaattgaag aaatgcccta tgttgaaggc ataagaagcg gcatcaaaaa
  2219581 agagtttaat gatcgtaccg gtagactgtt aacaaccacc ccttatgtga ataatgaaat
  2219641 acagggcacc ggagaaacat ataatgccga tggtgttagc attattcact gctatatcaa
  2219701 taataaaagt attgactcgc tatacaatcc tattgaaata cgcgagaaag cctcacagag
  2219761 tgatgataat gcacagtatg aactgggtaa gtatcattat acttgtcaag actatgatag
  2219821 aggtcttaag tggctagaaa aatcagcaga ccataaaaat attaaggcgt tatttctttt
  2219881 agctcaaatg tataatgaag gtgacggcgt taaagaagat caaaccaaat atttctccta
  2219941 tttactcaaa gcagcgcagt tagggctaag tgatgctcaa gtggaaattg gctatctgta
  2220001 tctcgtcggt gaaggggtag aaaagaactt accagaagcc tatcagtggc acataaaagc
  2220061 tgccgaacaa ggaaacgtgc acgcccatta taaccttggt tggatatatc aaaatggaga
  2220121 cggcaccgag aaaaatttgg ataaggcaaa attccacttt accgttgcag ctaaaagtgg
  2220181 gatgagagaa gcctatgaag aattaaaaaa attagaatcc aacaagtaaa taattttaat
  2220241 aatggggtct ggattaatca gacctcataa aattgatcat ggataagatt atatgaaact
  2220301 gaaaataaac tttgagcctg tccataattc tgtgtaactg ccaccgtatt aaaggtgatc
  2220361 gctcaggcgg tcaccgaact cgataataaa acggctcatc gctaaccgcc agttctggat
  2220421 cggcatactc catttttttg atgcatcctt gatcgccaaa taaacaacct tccgcactga
  2220481 gtcgtctgtc gggaacactt tgcgcttttt aatggctgca cggatcacgc tgttcaccga
  2220541 ttcgatggca ttcgtggtgt agatagcctt gcggatatcg ggcggatagc cgaagaatgt
  2220601 attgagattt tcccagtgcg tacgccaact tttgctaatt tgcgggtatt tgtcgtccca
  2220661 ggcctccgca aacttatcca gcgccatcag cgccgcctct tctgtcggag cctgatacac
  2220721 cattttcaaa ccgctggtga cggctttata gtccttccat gacacatatt tcaggctgtt
  2220781 gcgtaccata tggatgatgc acagctggat gtgagtctgc ggataaacac tgtttatcgc
  2220841 atccgggaac cccttcaggc catccacgca ggcaatcaga atgtcctgaa gaccgcgatt
  2220901 ttttagctct gtcagcacac ttagccagaa cttcgcacct tcattttctg ccagccacat
  2220961 gcccagcagc tctttctgac cttcagtgtt gatgcccagc gctaggaaca ctgctttgtt
  2221021 tatcacgcta ccgttctggc ggacttttac gacaatgcag tccatataaa caatgggata
  2221081 cagagcatcc agttggcggt tttgccattc agcaacctgc tcttttacgg catcggtgac
  2221141 tttagatatc agcgtgggag acacatcggc gtcatacatc tctttgaagg tggcgacgat
  2221201 ttcgcgggtg gtcatgcctt tggcgtacag ggacaaaatc tggctgtcca tctgtgtgat
  2221261 acgcgtctga tttttcttta tcagctgcgg ttcaaaggtg ttttcgcggt cgcgtggcgt
  2221321 attcagctcg atttcgccgt cgtcgcatag cagtgttttg gacgaatagc cgttgcgggt
  2221381 attcgagcct gatttagggg tatttttctc gtgcccgagg tgttcggtaa gctctgcatt
  2221441 taacgctgtt tcgacggtaa gctttgttag catacgagaa aatgcattaa ggtcggcttc
  2221501 ggttttaaga cctttagcca gttcagccgc aagtgcttta agtttctttt cgtccataat
  2221561 ttgcctgtct ccgttgttgg agtgaagata tcaaaaacag gcaattacac aatattgttt
  2221621 acagtctcta aacttttttt caactttagt ctataccgca acattttgct ctggcttgag
  2221681 cttcgctcat gcacagacat tgcccgatgt ctattcagtg gttgaacgaa aactggaaaa
  2221741 tgccctaccg ctggcggaac acccccatta tgatgctcag gccccttatt tcgaactgca
  2221801 ccgagaaatc ctgatgttta gctcaccaga acgagccaat acgctattaa agaaacttga
  2221861 tttcagttcg aaagaggcaa tgttatcact gaatatttct gctgactgga ttgcgggaac
  2221921 aggtaatcca gacaaagcaa tggtattttt atcacagatt ggactcgaga aaccgagctc
  2221981 attctcagca tacaagaatt atgttgatgc ctggattgaa aagaaacagc ctgaatctgc
  2222041 gttaaagtta cttatgctgg ataacagtgc aaggaactat tatcttcccg ctgttttaga
  2222101 cgcttatcga gatacgccag atcaagcggt gactatttat aaagatattt atggcgacaa
  2222161 cataatagaa ccgaccaatc aattaaggat gctgcttgct attgcagaaa acaggtttca
  2222221 taatctatcc atggcaagcg gatgaaatta tcggtctgct gatggcaagc cgcgttcgga
  2222281 tccccctctg tgaaatgaaa aactgactct ggcatggttc gggcaagtct ctcaaccgcc
  2222341 tttaccactt catctttatg ccaggccaga tgagtcccta aggtcaccag cacatggcgg
  2222401 cgacctgctt caaagtgcgg cgcaggctgc aaattaggcg gtgtatagag cgctggccca
  2222461 ataaaatgga cgctctccgg ccaggttcgg gtaaattcaa atgcgacatc acccagagcc
  2222521 agaatacagt ctgctgaata agcactttct gtaccatcgg cgcgatataa cgccgtgatc
  2222581 ccggttgttg agattgttct acggaataac caaaaaagcg tttttttaaa ccaacggact
  2222641 tttttccgcg cgataaactg actgacgtta tccatagcag ttttcgctgg ataaaggcca
  2222701 ccgcaatagg ccggtgggcc gtctaacgtt tccagcacac agggtgaggg taaactcgtc
  2222761 caccaaggga tgcccaattt tttactcacc gtccctacca cgggtaaagt aaagtcagca
  2222821 ataaccaggt ctggcgcacc atcatgttga taaagttttt ccagtgccga ggcaaactcg
  2222881 acgagtaacc caaccgcaga tttaaattgg cgataaagct tcagcggact gcttttaacc
  2222941 gcatagtctg ggttggcaat tgcctgtaac agcgggtcat attcacccgg caaagcaatg
  2223001 ccctttagcc ctgccgccgt gatacgcgcc aacgcatctt gcgtgctgat gatgcgtacc
  2223061 tcgtaatttt tagccaacat gcggcccaac gccagtatcg ggtgtaagtg cccagaaaaa
  2223121 ggcggggcca gcagatcgat acagcgggta gccgggggga tcaaatcatc taacgtcttc
  2223181 atcgcaatcc ctgagttgat tcaactgccg caataaaacg ctcacaaagc gtcagtaatg
  2223241 ctgggttaga gagataattc aaatggccac cactgacttt gctatccact tgccgacacc
  2223301 aaaatctgga gatcaaatca cgctgccctt gaaccagcgt gtggtggcac aaaggccgct
  2223361 gccgagctac cggcccataa gcaaagatac tgacatggct catcatggcc ttcggtagat
  2223421 ttaagttatt aaataactcc aaaccacagc tgccagatag caataccgta tgcggcgctc
  2223481 gtgccagtaa agccaataaa gcgggccgat agtgagtttg aaactcaggg tggcgggagg
  2223541 aaagatattc gcggcaatta tgatagctag ctttaattaa acctggcgct aaatagcctt
  2223601 tcttctcatt ttcaccagca cgatacggga aattcaaggt agccaattcg cgccccggtt
  2223661 gagctaattt tttgataaag gctaattgaa ccgggcttaa actgccgctt tctggcgagc
  2223721 tacggccggt aatataagct atctgtaagg ttatcttatt catagtgaat taaacttttt
  2223781 attactcaaa acacgatagc gccgcgtacg ccagtaaatc gttcggttac acaacgcatg
  2223841 taataaatgt aacggttgca ttaattcaga taacagcgaa aaaataggat ttgaacggat
  2223901 atcaggggca atggcctgct gaacgtgacg gagggcagca tggcgtatca gcaaacaagc
  2223961 cgcaataatg cccaggttaa tccctgtgat gccgtgggcc gccgtcaccc actcccatcc
  2224021 aacagtgagt aacatcgccc acatgagtaa aggatgcagc ccctgtagca gaaatataat
  2224081 cagttttatc agcactgttt tttcacgcaa cagtagcgtg gcaaacaaaa accaacgatg
  2224141 catttgttgt atatactttt tgccagaaga aagactggtt tgaaccctta ctggggcggt
  2224201 ggattgtatt agacgaatat gatgttgtct gagcagggtt gccaacgcca gatcatcggc
  2224261 caggtcgtgt agaatagcgg caaagccccc cacttgagcc aacgtattga cggatatcgc
  2224321 ataacacatc ccattgatgg ttaagggggg tgaaaacggc aacaagggca ggtaggtgaa
  2224381 accggaatta tcattaacga attgcgccaa tagccgggag tacccattgc tatcggcaca
  2224441 ataataagga agcgcggtca ctaatgcgcc ctcttcaatc tggttcaata gcgtcccgaa
  2224501 agactctgct gacaaaaacg catcgtcgtc caataccaat aagatgtcac tcgccacctc
  2224561 ccgccaggcc tgttcgagct tgaaaacttt aggattaacc ccttcaggcg ctggggggaa
  2224621 atagcttgcc ttaatttccc tgtcgggata acgcgactga atactgatgg ctatctctct
  2224681 tgccaccgta tcatcatcgt caataagcca aaaaaaacgt gcctgtttta gtgcaacgac
  2224741 gtttgcctcc agcacggttg ccaattgtgg atcaccgctc aacacaggtt gcaatatcgt
  2224801 ggcggtggct tgtggtacgc cacaccctgc ctgcgtccct ctcttcatca ttcgtagcgt
  2224861 aaaaatcagc ttaaacaaca agatgcccag ccagatggcc gcgaggtaaa tcattatttc
  2224921 tgttccttgt accagcgaat aaaggcatct agcccttgag aaagggaacg ggatggcgaa
  2224981 ccaaaatcgt gtatagccgc actcacatcc aatgttttcg aatagcccaa aaccccaacg
  2225041 ccaaaccggg tgatagacgg ttcactttta atacgcaata accgatatgt accttcaatg
  2225101 attccggcga ttagcattgc ggtggctacg cgaacctctc ttttaggtgc tgggaggcca
  2225161 agcttgctca agacatcaat aagaaattca ttaatttcaa tgggttctgc attagataaa
  2225221 ttatagaaca ggcgcagttc cggcttaatg gcggctttta acaggtaatc acacagcaca
  2225281 tcgatatgca ttaattcccc gcgtgcgggc acctcagaaa ttaaaagagg aagcccgtga
  2225341 cgactggccg cgtctaataa gggagggaaa agcagttggt ctccagggcc aaatacggca
  2225401 caaggacgca aaatggtttt ctctccctga taagcctcga tcagcgcctc accctgatgt
  2225461 ttcgtgagag cataatcatt ggcaaattca ggcccgatct cagactgttc agtgagtgcc
  2225521 agttgatggc agtaacggta atagaccgcg gcagtcgaaa gataaattag ccgtgggttt
  2225581 cctctggact gacagaattt aatcacctgc tctgtagtga ccacgttatc acggtagtac
  2225641 tcacggcggg ttccccatgg cccggctcgc ccggcggcat gaataaccac atctggcgta
  2225701 aaatccagtg ttgcaagccg ggctaaatcc agcgcctgat aacgcactga cgtgggaaaa
  2225761 ccctctaccg agcgccgccc aataccacag agtctaatcc cgtcatgaca ggcaaagcgg
  2225821 cgcataaatg ccccgccaat aaaccccgat gcgcccgtta tcaatatatt cgtcatcgct
  2225881 cacctttatc tgacgacatc tgtggattgg tgcccattta cccactgcgc tataacgccc
  2225941 gctccccatg ccagggcaat accgccaacc agctaaccgc cttgatgggt gccagaaata
  2226001 gccctgtttt caccctgcga cgccctgacg aataatacgc cgccttttgc gatcaaattg
  2226061 tgggatcacg gccactgcct ctaactgcca acataacctc tcggtctcaa taccctgctg
  2226121 ctgaagcatc aataccatcg cacgccgaca acactccagt tcgctagccg tgcaatcggc
  2226181 catcaaatgt agatgatggt cgccacgctg aatcagacgg taatccgccg tcagcggtaa
  2226241 cgcggtggcc aatacccgac tacagagatc ggcaaatatc acctgcaata tgccttgcgg
  2226301 gtcaggaagc agtaactggt catcccaacg cccttcaata tggctaatcg cccgcgcagg
  2226361 gttgccacaa ggacagggct tatcgctcac taccagcaca tcatccagtt tgtaacgcac
  2226421 gataggttgg gtttgtcgcg taaaatcggt gataactggg gtaaagcgcc gctcatcgat
  2226481 ccattgcggt tcaatgtgta gaaattcttc attcaggtgc aaggtgccgt gggaacaact
  2226541 ggcagctaag aagccttctg tcgcctgata gacttcacca acgtgaccaa aaacctgttg
  2226601 taggagttga cgatcttgtt catccaacac ctcggcgaca gaaatcacct ttttaaccgt
  2226661 gaggtgcagt tctccgcgca tcaccgccaa cgctaacgcc cgtagcacct gtgccggtgc
  2226721 gacgataatc gtcggcgact gctgttccag aagacctgcg tgagactgaa aaggctgaaa
  2226781 aagatcgtag aacgccaaac tcaaccaacg gttgttaaca ctttggtaaa ggttattatc
  2226841 cgcccgcaga aatagcgcca cacgctcacc cgcgaatacg ccatcgggca acattttagc
  2226901 cagaatgccc cccgcccaga gttgctgttc ttgagggctg accacaaaga gaccacgttg
  2226961 gcccgaggtg ccagatgata acccaacgct gaacttcccg gtttgacgtg aaaaatcgcg
  2227021 atcttgctca ctgccaagcg cacatgccat cagcacgtca cggtgtagac cctgcgtgtt
  2227081 catcacatca aaatgttcca tcatcagttg cttatccatc agtggccacg ccgtgatcgg
  2227141 ctgtgaggcg tagcgtctga accaagggct attagctaat acctgttgag aaaattgctg
  2227201 aagttttttg acctgataag cttcaagcgt tttacggttg gcaaagtgca ggcgtcggat
  2227261 acgaaaatag tgccagagcg tcataaacgg gatcataaat ccccctcatg gcataaccga
  2227321 atgtctgttt tccccgtgcg ccataagtga ttaagccgct gtaacgtttg gtagtaagca
  2227381 cgcgagtctg ccatcaataa gttcgcgata cgtgatggcc cacgcagttg ttggtaactt
  2227441 aacggtgacc aggccgcgtc acttgccagc aagacccagc cattatccgt aagaataaat
  2227501 gccccaatat gccccaccgc atggcccggt agcggcacca gaatgacctg ccctttgctg
  2227561 ccgggcaagg cgaaaccgct ctcaaagggg gcaagttcag acggtagcat ctgctgtggg
  2227621 aaactctcga taaactggag ggaggattca aaactctccg gtatcaggcc aggaataaac
  2227681 gcctgccgta gggctgcaac gccacgcaat tcgcgggttt tatgccaacc gtcaccagag
  2227741 caaataaaag taaggtcgct aaaatcacgc agcccggcaa tatggtcggc atgaaagtga
  2227801 gacaagatca gcccgtggat atcccgatta acatagcctt gttcgcgcag ttgtgtcacc
  2227861 agagactgcg cgggatcgaa atagactggc gtcacttgcc ggtagaggcg aaaaacccct
  2227921 gactgcgtgt actgctcaaa ccaagttgca tagccggtat cccacagcca gcggtggccg
  2227981 tctacctcaa tcaaacaggc gcgtgccggg aacttgcaaa cacgaaaagg ggcgccttta
  2228041 agcgccatgc aggcaaggtg tgtgcaatag cccacttcaa acgtagtgat cttagccatg
  2228101 ctggccactc ctctgcgcgc taagccactc gccagccagc acaatcccct ccgccatcga
  2228161 gtaacgaggc cggtaaccca gttcattaat ggcacgttct gaattaaggg tcatatcaaa
  2228221 atagactgcg ccaacactgt accgggttaa cagtggttct ttctgggtca tactggcgac
  2228281 cagttccatc cctgccgcca cgacagaaag taacgagtag ggcaccggct gcaaggtata
  2228341 gttaatgtga agctgctgat tcaacagaga atccaacatc gtcaccagcc gttgtggctc
  2228401 ctgattggta atattataaa tcgcaccgga gcgtagcccg tcgttatcag tggctaacat
  2228461 catggcatgt accacattca acacaaacgt gagatcaagc tgcgcttgcc ctcctcccgg
  2228521 taaacgcagc acattgcgat ccctgctcag ttgttgcagc aaacgcggca caatcaccct
  2228581 atcgtgggga ccaaataacc cacgtgggcg caggatcaca tacgtggtgt ccggataatg
  2228641 agcgatacat tcatgcaaca cctgctccgc cgcatattta ctgctggcat agtggctgga
  2228701 aaagcggctg gcccggtatg tttcaggcag atcatgatga tggcgaaaat cgaaatacac
  2228761 ggcaggtgat gagatatgaa tgaaccgttt aaccccctcg cgaccggcgg cctgagcaag
  2228821 tttatgcgtc accaccacat tggtctggtg aaaatcctgt gggttacccc acggcgctga
  2228881 tttggcggca cagtgccaaa ccacatcgca cgttttgagc cattgctggc agacctccat
  2228941 cgtggtcatg gtcagatcca gcgggataaa ggtggcgccc aacttgcgca gttcttcccc
  2229001 cgccagttga tcccgcccga tagcatagac ctcgtgccct gcctccaaca gccattgtgc
  2229061 tgcgttgcgc cccaatccac tggttgcccc tgtcactaag actttcatga tcgtaaggct
  2229121 ctcatggcag caaaaccatc cccgccagcg tcaaccctgc tgcggtacca ataagcatca
  2229181 ccggtttacc cggcgaaaag cgcccgctca tcacggcggc atgcaatgcg gttggtatcg
  2229241 atgccgccac ctggttacca tgatctcgat agatatccac cagcacatct gttggcacat
  2229301 gtaagcgttt gcgcatatgc gccagcgata aatggctcgc ctgatgcgga attaccgtgg
  2229361 caatatccgc taatgtcagc ccactttttt ccaatagacg ctggaaataa tcttcaatga
  2229421 taccagaggc ttgtcggaac agcctcttgc cctgcatatg aaataagaaa tcgtcgttat
  2229481 ccatacctga gcgagggttg catcgtgtgc cccccgcccg aatctcacat aactcactgc
  2229541 ccgtaggata catttcaacc agactggcta atatgccact gcggccatct cctcgttcca
  2229601 caatggcaca tgcggcacca tcaccgaaga tcagtgaaga tctcctcatc attccagtca
  2229661 atacctcgtg atgccagatc ggctgaaaca atagcgatac gctgataagt tccggcattc
  2229721 agtagccccg cagccacctg taatgcggaa ataaagctca cgcaactgct attgatatca
  2229781 aacccagcaa tgcgaggcgc cagacccgct attttgagaa tatgcaccgc cgtgcacggt
  2229841 agggcctggt aggcaatagc cgaggctgat attaataaat cgattgagga aggattgatc
  2229901 ccatggcgct caagggcatc atgcagtgct gccgccgcta actcagcttg gttagcatct
  2229961 gccgtcgcat gataacgatg ccggacacca gaacgttgtt ctacataacc gacaggctta
  2230021 ttgagtttac gatccaacgt cgaggattcc accctatcag ggggtaacga tacccctgtg
  2230081 gcgataattt tgaacgccag atgaggtgct gaaattaata atgtcgacat ggaaagatag
  2230141 ataccttttt agcgcttgaa acgtgaattg ccagtatgtg gctggggaga aatctccctt
  2230201 tggcggcccc taattattgg ggaacgaaaa tggtcaaacc tgctagtgag cgactagaat
  2230261 acctgtttgg tgcttaaagg tgcagatggg aaacactatt tcagacaatt cccctattat
  2230321 tggcatggaa actatctgaa tatatctagc ttccttcagc aaacacccac ctcctcctac
  2230381 cgccactatc ctgacgtctc aatggcatca ataaacattg atacagcata gaaatagaga
  2230441 gtgtaaaatc atatcacgca agaaaaatag ttaaacatca gtaatgaaac aggcaattca
  2230501 ttaaatcaga gcacgcctta aatcaaaata gattccagca taagacccta ttacagggtg
  2230561 tcctccccat atccattcat ttaattatta atatgtcatt gttataaaat gaatttatac
  2230621 caaaaattat attccaataa gattgttaaa gggtgtgcta atgacaacta actggattaa
  2230681 cataataata gtgatgatag aaattatcat taaaataaat agaaaaaaat aattaatcaa
  2230741 aataactatt acataaggat gatgtcatgg tcttcattaa gtccacgcca ctagaactga
  2230801 cccgcagaaa aaacagacca ccatccctat acacctacac ctacacctac acctacacct
  2230861 acacctacac acctcaggtt ataccttcct cattatcatt tacccaagct atagaaactg
  2230921 ccgaaatggt gaggcctcag ccatgggata aaaatcattt atcccgttgg ccgttgttac
  2230981 atgtagcgct catattgcct gatatccgcc gctatcaaca acaatgtgga accctgccca
  2231041 accgactcaa acacatcacg ggttggccac tccccccttt tggtaggata gatagtcaac
  2231101 atttatctgc tcaggcccga gagcctctcc cagagggagt aacatcgccc atgccctgct
  2231161 ctggagaacc gctttactat gcgcagtgtc aacaaacgat ctgtgctccc ccactgacaa
  2231221 tggcgacaaa attagtccag cgttatcaag agggtgcccg caatatctct cacagtaaaa
  2231281 gcggctcaga aggatattcg tcactcactg acaatgaaga atggcaaccc tacgctatct
  2231341 atgaaaaaga cggtgagttc tcggtcggta ttgggctggc ggcactgata actgcctatc
  2231401 ctaattatgt tcacatacgt taccagcagc aaaatgctca tggcgatagc tttagcggcg
  2231461 aacaatttca agagcgtgtt tggttatcct ccgacatcgt cggtaatatt tcatccgcac
  2231521 tggcaagtat cccgattaaa gagtggcgag cttatggtct cagccaattg gaattggttc
  2231581 atctcttcca taacccggcg tctcacgcgg cccccggtac cgcactactg caaattttcc
  2231641 ttccgctgca tgaatataga ctcaatcgcg gcagcgctat aatacgcagt ttgcttccct
  2231701 ctcacttacc ccaactgctt acgatgctgc agcaatgtga cagtgaccaa tatgacaacg
  2231761 cgccctctat caacaagtca tctatctata aatcatctag ttgtgaacca tctatttatg
  2231821 agccatctat ttatgaacaa cctggcgatg aatatgatga aaataatcaa cgtgcccata
  2231881 agcaagacag ccacctgcag acacaagtag aaagaagcgc catcgaaatg cagatacgcc
  2231941 aaactgaccc tactattttc tgtgatcggg tagcaaaaac cgttaatgaa atcaggcaag
  2232001 gtaaatatca gaaagccatt ttatcgcgcc agataccgct gccaaataat attaatttac
  2232061 tcgcaagcta ccaacgtggg cgcataaata acacctcggc acgctcctat gctttccgga
  2232121 tgcaaggatt tgaattaatg ggctttagct caaagactgc cgtgactgtc tcagccaatg
  2232181 gctgtctgat cacccaactt ttaaccgata cacatgcact gtcgtcagac caaactcaat
  2232241 cggtgccact tcatcatgaa ttacgaatta atactaaaga tatcactgaa cataccagct
  2232301 caatcctctc tgttgttgca acgctaacac caatctgtgt accaggctca gttgccattg
  2232361 ttccgtatat gaaggtgctt acttgcggta aggtgcaaaa tctggcctcc tgtctgcaag
  2232421 gccagctaca aaaaggcatc agccactggc aagctatgca atccctgtat cctgtagctg
  2232481 ccgatattcc taaagatcat ctgatgcaag caactcttca tgaactggga tcatgggagg
  2232541 cctatagcag cagcgtgcta atggttgaca gcaatggtgc attggatgcg acgctaattt
  2232601 cagagagcct ttcccgtaag aataaaagat ttggattacg agccggaacc gaaatcaccc
  2232661 atcaagcaga ccccctactc aagctagaag agactcatga gacgctgatc gcgattgccc
  2232721 gttatctggt gttgcaaaca gcaatgaccg attaaccccg ctgccgccca ttactacaaa
  2232781 accaaaccat tataaaacaa gaggtccata ttcggttgat gctcacaatg ccactttgtg
  2232841 aacataaggt taactataac agcatgattt atcgtaaaaa catgactgac tacaaatgcc
  2232901 agattgccat agcgattgtg ataatgacta ctctagcggc caggcactaa cgttacccac
  2232961 agcaagtggc tatcggcggc aagcggttgt aattgccctg cttttatcgt tggtagccac
  2233021 cagcaaccct gttgagcctt caactgatgt gtttctgtat ggcagataag ccactcgcct
  2233081 ttgacgatat aaatcaatcc accgtaggag gcgggtaatt gctgacctga acttacggaa
  2233141 cttaccgtgg cctgccagca gccacgacgc gtcataatat tgaaaccctg gctgctcccc
  2233201 cccaataacc ggccattaac gggaacatct ccagggaaag caaacgtctg taaaggattt
  2233261 gagagtttat gtacccctaa ccctgggcta gataagacga tgccatcacc ggtaagtaag
  2233321 gtgatggaac ggtcaatatc agggtaaagt gagaatggac catcctgctc aatcgttgcg
  2233381 atactggcac gccatgcaaa gtcatcaccg ccgacaggcc aacacgcaat ttcacgggtt
  2233441 tcgccgccac catttcgcca gcggctgacg ggcagaccgg caaaatcaaa aacggtaaaa
  2233501 ctcatcagac ctcctgttgg caggctttca gtacagccag aaaagcttgc gcagtttgct
  2233561 gttgcaatgg atgatatcta tccacgatta ccgccttgcc tgccacataa acatctcgaa
  2233621 tttgcgattt accccccgca aataaccatc tattcaacaa agatgccgat cttgtcccgg
  2233681 caatataagg atcatcgcca tcgagtacta accaatcggc acgatagcct acggctagct
  2233741 ggctaatttg acgcccgcaa gcctgacgcc ctccggctaa tgcttggctg tacaatagat
  2233801 ccgccacggc gggttgccgc tcacaggtca aacggttacg ccgttgatca cgcaagcgtt
  2233861 gcccatattc caaccaacgt agctcctcca caacatccag cgaaacatgg ctatcagaac
  2233921 ctatccccca acggccctga tgatgtatat agtcaacacc ggggaaaata ccatctccca
  2233981 aattggcctc tgtcgttgga cacaacccgg caacagcctg actattggct aacataacca
  2234041 attctgacgt atccaaatgt gtcgcgtgga caaggcacca gcggctatcg accggtaagt
  2234101 gaccatatag ccaggcaact gggcgctggc cacaccatgc caggcagtca ttaacttctt
  2234161 tctgctgttc agcaatatga atatgtaccg gtaactgttt atccgatacg tgtaaaatct
  2234221 gctgcatttg acttaactca acagcacgta atgagtgaaa acatagcccc tgattttgta
  2234281 aaggctgatt agccaactgc cgacggataa cctgctgttg tctgagataa ctctcggtat
  2234341 cctgaataaa acggctctgg ccttgctgtg cgggttgagc accaaatcct gcgtagctat
  2234401 acagcactgg caataaagtc attccgatcc cagcgtcttg tgccgcctga ctcaattggg
  2234461 ccgtcatttc ccctatgtca ttgtaagggg aaccatcagg gctatgatgt aaatagtgaa
  2234521 attcagcaac ttgggtatat ccgcctttca gcatttcgat ataaagttgc cgggcaataa
  2234581 caccaacctg ttccggcgtc agttgttgca ccaaccgata catgagatcc cgccaagtcc
  2234641 aaaagctatc ttgtggatca ccggcaactt ctgccagccc cgacatcatg cgctgaaaag
  2234701 catgagagtg cagattaggc ataccaggta atactggccc ggataaaacc tgacaaccac
  2234761 tgctgctact gccagtgctg atacgctgta tatcccccag ctcatctacc gcaatttgca
  2234821 cgtctgcagc ccatccatca ggtaaaaaag cacgcttggt aaaataaact ggcatagcga
  2234881 tatcccaata tttttgttca gagtcaaacg cgccccgcag ctgcgtcaat taattaaatc
  2234941 gcttacttgt atatacatat acacacgcta aattcaaccg tagacttagc atataaatat
  2235001 tctatttgac gaggttaacg ccgtggcaga acaatcaacg gttttacaat tgagcgcagc
  2235061 aatggacgac attcctgcac caatttacca acgggttaaa ttggccatta ttcgccagat
  2235121 cagaacagga acctggcagc cccaccaacg cgtgccatca gaaagtgaac tggtgaccga
  2235181 gttaggggtc agccgtatga cgatcaaccg tgctctacgt gaactcacca atgaaggttt
  2235241 ccttatccgc atgcaaggtg ttggtacttt cgttgctgaa gcgaaagccc acagtgctct
  2235301 acttgaagtt cataatattg ccgatgaaat cgccgcccgt ggtcaccgcc atagcagtca
  2235361 agttctgcat ctggaggctc gccctgcaag ccccgaagaa gccatcgcgc taggcattca
  2235421 accgggtcaa caactgttct attcacaaat tgtaacgaac ggtgcaatag tgatccacac
  2235481 ccaacgcctg aaatcagatc cagggggtaa tctgctctcc tgattcagga gagtttatgg
  2235541 tcacttttga gacagttatg gaaattaaaa tcctgcacaa gcagggaatg agtagccggg
  2235601 cgattgccag agaactgggg atctcccgca ataccgttaa acgttatttg caggcaaaat
  2235661 ctgagccgcc aaaatatacg ccgcgacctg ctgttgcttc actcctggat gaataccggg
  2235721 attatattcg tcaacgcatc gccgatgctc atccttacaa aatcccggca cggtaatcgc
  2235781 tcgcgagatc agagaccagg gatatcgtgg cggaatgacc attctcaggg cattcattcg
  2235841 ttctctctcg gttcctcagg agcaggagcc tgccgttcgg ttcgaaactg aacccggacg
  2235901 acagatgcag gttgactggg gcactatgcg taatggtcgc tcaccgcttc acgtgttcgt
  2235961 tgctgttctc ggatacagcc gaatgctgta catcgaattc actgacaata tgcgttatga
  2236021 cacgctggag acctgccatc gtaatgcgtt ccgcttcttt ggtggtgtgc cgcgcgaagt
  2236081 gttgtatgac aatatgaaaa ctgtggttct gcaacgtgac gcatatcaga ccggtcagca
  2236141 ccggttccat ccttcgctgt ggcagttcgg caaggagatg ggcttctctc cccgactgtg
  2236201 tcgccccttc agggcacaga ctaaaggtaa ggtggaacgg atggtgcagt acacccgtaa
  2236261 cagtttttac atcccactaa tgactcgcct gcgcccgatg gggatcactg tcgatgttga
  2236321 aacagccaac cgccacggtc tgcgctggct gcacgatgtc gctaaccaac gaaagcatga
  2236381 aacaatccag gcccgtccct gcgatcgctg gctcgaagag cagcagtcca tgctggcact
  2236441 gcctccggag aaaaaagagt atgacgtgca tcttgatgaa aatctggtga acttcgacaa
  2236501 acaccccctg catcatccac tctccatcta cgactcattc tgcagaggag tggcgtgatg
  2236561 atggaactgc aacatcaacg actgatggcg ctcgccgggc agttgcaact ggaaagcctt
  2236621 ataagcgcag cgcctgcgct gtcacaacag gcagtagacc aggaatggag ttatatggac
  2236681 ttcctggagc atctgcttca tgaagaaaaa ctggcacgtc atcaacgtaa acaggcgatg
  2236741 tatacccgaa tggcagcctt cccggcggtg aaaacgttcg aagagtatga cttcacattc
  2236801 gccaccggag caccgcagaa gcaactccag tcgttacgct cactcagctt catagaacgt
  2236861 aatgaaaata tcgtattact ggggccatca ggtgtgggga aaacccatct ggcaatagcg
  2236921 atgggctatg aagcagtccg tgcaggtatc aaagttcgct tcacaacagc agcagatctg
  2236981 ttacttcagt tatctacggc acaacgtcag ggccgttata aaacgacgct tcagcgtgga
  2237041 gtaatggccc cccgcctgct catcattgat gaaataggct atctgccgtt cagtcaggaa
  2237101 gaagcaaagc tgttcttcca ggtcatcgct aaacgttacg aaaagagcgc aatgatcctg
  2237161 acatccaatc tgccgttcgg gcagtgggat caaacgttcg ccggtgatgc agcactgacc
  2237221 tcagcgatgc tggaccgtat cttacaccac tcacatgtcg ttcaaatcaa aggagaaagc
  2237281 tatcgactca gacagaaacg aaaggccggg gttatagcag aagctaatcc tgagtaaaac
  2237341 ggtggatcaa tattgggccg ttggtggaga tataagtgga tcacttttca tccgtcgttg
  2237401 acaattacgg tgggcatcaa tgatctttgg ctgatttgat catggctgag gtgtgtcttg
  2237461 tggcaagaat aaacagccac acttcgggca gatcaacgcg atattttttt gcactttctc
  2237521 cgcactctgt acagaatccg ccctacatcc tgggcactta atctgtaccc gtacaccgtt
  2237581 caccagtttt ttaagattat caagaaatga catactctca cctctctgtt gtatgactga
  2237641 ctcagcttac gttaaccgcc aatcataagc cgtggagtgg tcaacattta ctcactttat
  2237701 tgtcgccaaa acagaacttt tattgtctga gataactgat cttatgtgtt acagggagag
  2237761 agaggtcgcg tgggatagat agatagatag atagatagat agatagatag atagatagag
  2237821 taaaaacatt caccacgcgg catggctggc atgcttggcg tagtgaaatg gtaggcagat
  2237881 tattggaaat gattgagccg ggatcagtga ttccataatt cttggatcaa tcccctgacc
  2237941 cgaaccttgg atgcaccagc aaccaggcta atgatacggt tagcgctcaa tgttgaaacg
  2238001 tcagtattcc attcatcgaa agagtgttcc gagtagctat cgctgaacac tttttttatc
  2238061 gaggattcag cttcagacat ctcactgaaa ttcttagcgt ttattaagca ctgagcaatg
  2238121 attgagactt ttttcatgtt ttatccttga ttatcggtcg catagtgtag cacaattaca
  2238181 ccccctctgc ttatatgctg cttaaattgt tttcaattgg tgctaacagt ttgataaagc
  2238241 agcagattaa ctattttctg ttaaccaatc cggtcttctc tcctatcgaa tttaatccgc
  2238301 tggcatttgg ttagtctgta ttgtggccgc ttcctttaat agcacctcca tttcaataga
  2238361 acccggtggc cgcagcgacc attcaggccc tcgcaatcct tcggcataac ccgcctgata
  2238421 caggcgttcc atcttgactg gatcaaagat ttccgcgcca ttaatatcga catcaggtgg
  2238481 gatcgttatc caatgaaatc ccgattgctc agctaaagag aaagcataaa tacggtataa
  2238541 atcgccgact aacgcagctt tactggttga gtccaaggtc cgcaaagcaa tattacggac
  2238601 taaacgcggg gttggctccg gctgaggacc aagttgaccg ttatgaataa tgtaaatatc
  2238661 ttctttgctg tcagctaaac ccgctctggc gcgtaccact ttcgagctgt ataccccacc
  2238721 attatagaaa acccgcgcgg caacaccgcc atccacgtgc atctcatcat agtgtttacc
  2238781 attagccacg acatcgaaga agaccggtga aaatgcgacg ggcacagaag aggatgccaa
  2238841 catcacctta cgaaatagca tcaaggcttc tggtgttcct ttggatgcga taagccccat
  2238901 gttccacaca ataaagcgtt gtgagtcaag atcaactgtc cccatataca accgacgccc
  2238961 gcctttatga gccttagcaa tttcactcag caactgcggg gtaatatggc catcaatcaa
  2239021 ctgagacagc ggactggtat ctgccaatga ttcacggaaa aatagcctaa acaacagatt
  2239081 atttatgtga aaaatatctc gagtcgttgt ggtggtataa aaatcatgca gggctttatc
  2239141 gtggtcactg cccaagaaag caaaaggcgc gatcaaggcc cccgttgaaa ccccactaac
  2239201 aactttgaaa accggacgtt tacctgtttc tgtccaacca tttagaaagc cagcaccaaa
  2239261 tgcgccattt ggaccaccac cggacaaggc taaatgcggg tacacccgtg ttccgtcagc
  2239321 ctgacgaaac atctctttcg attcatcttt ataggattgc agcaaatctg cttcaaatac
  2239381 ggcgctaatg tgccctgccc cagcgcgaat atttggcatt ccagggatct cagcggcagg
  2239441 cattaacgct acaggcactg gatttcttgg gagctggcta caggccgcca aaaaagagat
  2239501 tccgagcagt aaagctatgg agcgaattaa tttccaacgc gttatcatta tatttcctag
  2239561 ccaatactgc agaatatcta cccgttaaac atatactatt tttatgcttg cttcacaaac
  2239621 tcaacactac agattaagcc attattgacg tgatatgtga tacccgcaaa atgccgaacc
  2239681 catttttata cttaggccat tcaatagaag ggtcaggctg ctgacaaccc ccgatgacgc
  2239741 gatctgaaac ggtgaggata ggcagaagag taaagcgtcc gcgccaggga gggcgcggct
  2239801 cgagccccca gggatgggtt gacggcgtct ttacgatctg cctgttctct ccgtcgctaa
  2239861 tactttgtca ataacctcgc cattcaatag aagggtcttt tattgtggat attgaatcta
  2239921 attggctaaa attaaaacga ttaatctact ggcgattgtt catccagaat cgtcaatagg
  2239981 gtatcagcat ctggcgtcgt gatgtgtttc ccctcaagga aacccgctaa tttagactca
  2240041 ataccctgtt cgtacacttc ataaccgtcg attcgatagc cagggatccc atcttggttg
  2240101 cggatatatt catcgccatc gatataatac tcaacgctac cgtgggcatc ttcaatctcg
  2240161 taacgtttat caaaaggaaa ctgtttcatc gttcatccta aaaaccaata tcatcgttat
  2240221 atgatgccaa tttaccgcta ttttaggaag caataactgt gatctcccac gccggtgttc
  2240281 ccccctatag gtacctcact ttcacgcaaa aaatggccat gatctcccgt tagcctcttt
  2240341 attattgact cccttgctgg cacctaaagg tcacaataca aacagaatcc tcagtgaaaa
  2240401 ttgataccta tcggaagtaa tattacgtga aatcagtgct ctgctcgctc tggttattgc
  2240461 catattggat gctaaaataa aaacccagtg gcttacgtct tgccgccagt ttggtgatca
  2240521 tgacgggtgt tgttatggcg gtgttgttat ggcggtgttg ttatggcggg tgttgttatg
  2240581 acgagtattg ttatgactaa atttggctaa ctcatattcg agtagcccct ctctaacgtt
  2240641 ttattgccta taaagcgaga gcaacgctta ctgataacaa taaatacgga taacaataaa
  2240701 tactgataac aacaaagccc ccacaaaaca cgctatactc atataaatcc tataacaagg
  2240761 aggctatatg ctcatagggt ttgttttact ggttagtgct tgcggcatgg atgcttgtga
  2240821 ggcgcttccg gtgacagaag atatttattc aacacgtcat gaatgcatgg atgtggctct
  2240881 tcgcctacat gaaagaagac ccgatgtggt attgctttgt ggggaagtgt atcggcagcc
  2240941 tgacgatgaa aaacatcctt aaaacattct agggcagagg tccatcagcg caaaataccc
  2241001 gcgtcttctt actgcacttt accgctaaca gagcctctcc cttcttctct tccttttctc
  2241061 ttctatccca tgttacagca agcaaataac gttaatcaca ttgaaattaa ctgcgattag
  2241121 tctgtttaaa cttaacgcca tgtagcgcat acacgaaaaa aacaggtaaa tatattgttt
  2241181 aatctttttt ttgagcccat tccaactgta gttttaatat gttatatcgg accaaagttg
  2241241 gttagatgta atataccctc cgaacaaacc tcgtcacaaa aatatatttt taataaaaat
  2241301 cttataccag ttacttcatt gttttagtta aaaaactaat ggaaaattta ttcaggagat
  2241361 ttcatgcacg ttcgttttcg tcatttattc ttattaccat taataacttt ggtcgcttgt
  2241421 agccaacccg tatcaaaaaa ccatcttagc ctgacctcac tatctgccaa cgcccagcaa
  2241481 cctgtagtaa ataatgcgtg gcttgaaatc tctcaagggg ctctggattt caatactaaa
  2241541 aagatgctta cactgctgga taataaatcc acactttgtg caatattaaa aggtgatgcc
  2241601 tatggacatg acctgacctt agtcacaccg gtgatgctaa aaaacaatgt gcaatgtatt
  2241661 ggggttgcca gcaatcagga actaaaaacg gtacgtgatc taggatttac gggtcagttg
  2241721 atacgggtca gaagtgcaac attaaaagaa atgcaacaag ctatggctta cgatgttgaa
  2241781 gaacttattg gcgataaaac cgtcgctgag cagttaaata atattgcaaa actgaatgga
  2241841 aaagttctgc gtatccatct ggcactgaac tccgcaggga tgtctcgtaa tgggctggag
  2241901 gtcagtaagg cccgcggttt aaatgacgca aagacaattg caggtttaaa aaatctgaca
  2241961 atcgttggca tcatgtcgca ctacccggtg gaagatgcta gcgaaatcaa agcagacttg
  2242021 gctcgattcc agcaacaagc caaagatgtt atcgcggtca cggggctaaa acgtgaaaag
  2242081 attaagctcc acgtcgccaa tacattcgcg accttagcgg tgcctgattc atggttggat
  2242141 atggtccgtg tgggaggggt gttttatggt gacaccatcg ccagcacaga gtataagcgg
  2242201 gtcatgacct tcaaatctaa catcgcatcg ctgaacaact accctaaggg cggtactgtt
  2242261 ggctatgacc ggacctatac attgaaacgt gattccctgc tggcgaatat ccccgtgggt
  2242321 tatgccgatg ggtatcgccg agtatttagt aatgcggggc atgtgattat tcaaggtcag
  2242381 cgcctgcccg tattaggcaa aacatcaatg aatacggtca tagtagacgt caccgatctg
  2242441 aaaaaagtga gtttaggtga tgaagttgtc ttgttcggta agcaaggcaa tgcggaaatt
  2242501 caggcagaag aaattgaaga tctcagtggc gcactcttta ccgaaatgtc aattctgtgg
  2242561 ggcgcaacca ataagcgtat tctggtagat taagttattt caccgtctgt tttcattaac
  2242621 actgtcgtga aaacagacgg ccagtattgc gtataacccc ctttatcccg ataacttgtt
  2242681 ttcaacgagt gacgcgtttt cacaggacgc gttgtctgta cgagataatt cgcgcttact
  2242741 accccataac ggaatacagg aaaaggcaga gggaaagaag cacaatgcca acagtgagag
  2242801 atattttacc agacagcttt tgtactttga ctattccata aatgatcaga catatcgagg
  2242861 ttaagaggct tacaccaaaa acggcgataa taaatattaa tgagactgta aacaatattg
  2242921 tgtaattgcc tgtttttgat atcttcactc caacaacgga gacaggcaaa ttatggacga
  2242981 aaagaaactt aaagcacttg cggctgaact ggctaaaggt cttaaaaccg aagccgacct
  2243041 taatgcattt tctcgtatgc taacaaagct taccgtcgaa acagcgttaa atgcagagct
  2243101 taccgaacac ctcgggcacg agaaaaatac ccctaaatca ggctcgaata cccgcaacgg
  2243161 ctattcgtcc aaaacactgc tatgcgacga cggcgaaatc gagctgaata cgccacgcga
  2243221 ccgcgaaaac acctttgaac cgcagctgat aaagaaaaat cagacgcgta tcacacagat
  2243281 ggacagccag attttgtccc tgtacgccaa aggcatgacc acccgcgaaa tcgtcgccac
  2243341 cttcaaagag atgtatgacg ccgatgtgtc tcccacgctg atatctaaag tcaccgatgc
  2243401 cgtaaaagag caggttgctg aatggcaaaa ccgccaactg gatgctctgt atcccattgt
  2243461 ttatatggac tgcattgtcg taaaagtccg ccagaacggt agcgtgataa acaaagcagt
  2243521 gttcctagcg ctgggcatca acactgaagg tcagaaagag ctgctgggca tgtggctggc
  2243581 agaaaatgaa ggtgcgaagt tctggctaag tgtgctgaca gagctaaaaa atcgcggtct
  2243641 tcaggacatt ctgattgcct gcgtggatgg cctgaagggg ttcccggatg cgataaacag
  2243701 tgtttatccg cagactcaca tccagctgtg catcatccat atggtacgca acagcctgaa
  2243761 atatgtgtca tggaaggact ataaagccgt caccagcggt ttgaaaatgg tgtatcaggc
  2243821 tccgacagaa gaggcggcgc tgatggcgct ggataagttt gcggaggcct gggacgacaa
  2243881 atacccgcaa attagcaaaa gttggcgtac gcactgggaa aatctcaata cattcttcgg
  2243941 ctatccgccc gatatccgca aggctatcta caccacgaat gccatcgaat cggtgaacag
  2244001 cgtgatccgt gcagccatta aaaagcgcaa agtgttcccg acagacgact cagtgcggaa
  2244061 ggttgtttat ttggcgatca aggatgcatc aaaaaaatgg agtatgccga tccagaactg
  2244121 gcggttagcg atgagccgtt ttattatcga gttcggtgac cgcctgagcg atcaccttta
  2244181 atacggtggc agttacacag aattatggac aggctcatat taatacttct tgcattttat
  2244241 cctagagtcc tttcatttgc cgattaagct gaaaatctaa catacttatg ctatttaatc
  2244301 ccccttcaat atatcaatct atctatcaat aaattttccg gcgacccaac aagagagttc
  2244361 ccatgctcga acgctctcag tatccgcact aacgacccaa ttaactaaaa ataatcggtc
  2244421 tatctcatca tacaatcaac tgccttttca gactgctacc tccgatactt ttacaacctg
  2244481 cctattatct cctccactgg caccttgtca tcaacctcag aggaaaacat cattttattt
  2244541 atgagaaagt gcttcacctt gtatacgctt tgccaaaacc ggttcactgt acgaagtaga
  2244601 gagaaaataa tccttcccca gtaacttccc gccctcatac catgggattt tattgaagta
  2244661 caaacttaaa ccatcgtatc catactcaaa taaataacca tcactgctaa tgaacttaaa
  2244721 atactcatca gagtaaataa ttaacttata gtgagtcccg ccactctcgg catgaagtgc
  2244781 tttaacgcgt tgcagatagg ccagcgcata ttcactaaat attttcttag cttgtactgt
  2244841 atattggtca gcagtcaatc ctgatttctt ttgcaactct actgcaataa ttacaaaaat
  2244901 atcagcatcg gccctcgcga cagacaattg aacccgaaga tattgcgcta attttttggc
  2244961 atcaatactc agtgtttttt ctttcgttcc tacttcattt tttttccctg acgagacacc
  2245021 cgacggttta tcagtactcg tcataaactc agtcggctta ggtaccacca taacagaatt
  2245081 ggcaacatac gcggcacaac cgattatacg actggattta tcagtctcca ccaataacga
  2245141 gagaggatgt ccctgctgag gaatattact gatatcaata ccgaatttca ctaatgtttg
  2245201 cgctacttgc tcttgagaac gctcacctct ggccaatgca cacacctggc tcatgatcag
  2245261 ctctttgtgc ggaccatcga ctgcgggcac caaacctgcg acagcttgtt gaatcagcgg
  2245321 caatgccggt aattcgaccc tgtgcggctc tattttcggg gtattattga cactatgttt
  2245381 ataagttgca tcgtacttgg taagtaacaa taaaccggtt aagagcagta aagagaaaaa
  2245441 cagtaacaat gacgatatga tcaatccagt ggttttgagt gatagcatgg gtgctgcctt
  2245501 ttaatcccta agaagtagaa tcgggctgtg caaaaaatcg cacaacccgt taatgattat
  2245561 taaacaatat tcagtgttgg cctttcttta ccattgataa ccgacgccga caccaacccc
  2245621 catatcgcct tgtgtattag aggaggcctg caatttgctg acccatcgcc cactgtcaga
  2245681 aatactcgac acccccaccg acagcgccga ctggccccga tagctggccg caccaatggt
  2245741 cgccatgctg gcacccggcg tatagggttg agtcaggctc gccatcgcca tggcaccggc
  2245801 gatccccgca cttaacgtac tatcctgttt tttcagatct tctttaagtg cagaatagcg
  2245861 ctggtctgta taagcattgg cgtcgttggt gacattcgac atgctatggt tgagttgatc
  2245921 cagattcacc gcatcagtgc cctgagtccc cacagcaata ttagtgagct gccgttcatt
  2245981 acccactgac cccaccgaga cactgttttc acgatccgcc actgagttgg cccccagcgc
  2246041 ggtgctgttt gccgccgtcg ccttgctgcc cgtacccatc gcggtactgt ggctgccaga
  2246101 cgccacggag cctgcccccc cccgccatcg catcagttcc ggtgaccgaa ggcttggcct
  2246161 gaccgctgtt gttgttcacc tggaacatcc cgtcagtgcc gttctgcaac cctgatacgg
  2246221 tgtcacccac cgccgccatt gcaccatcga gttgccgcag attgactgca tccatggcct
  2246281 ctcgcccgtc ggcaacgttg ctgaccgtcc gggtctctcc ggttgccgca ttgcccaccg
  2246341 acaccgtacc tgaggtggtg ttatccgtag tggagtactt gccggtgtag ctctctgcac
  2246401 cgcgcccgtt gtcagcggaa ccctgcccca gggcaacact gccctctgcg ctgacgcttg
  2246461 ctgcatcacc tatcgccacc gcaccgttac cggaggccag cgtacccttg ccggaggcca
  2246521 ccgaagccgt acctgacgcc tgcgcattcg gtccgatcgc caccgaatca ctgccgctgg
  2246581 ccaccgagtc agactcggtg gagtgggtgt ggaagtattt cacgccgccc ccgttggtga
  2246641 tgctggccat ctccccctca acattggtga cccggccgtc taagctggtg atgtcagcgg
  2246701 tattctgatc gaccttgtca ccaacagcgg tcaattgcgc gacattgacc gcatcataat
  2246761 cagccgaacc ggctgccaca ccggtgatct tgcgattccc ctgtgccgtg cccaccccca
  2246821 cctcgcccac cgacgtttgg ggagctgtca gtccgtacgc actgtagtcg ctctcagcac
  2246881 cgaccgtggt gaccgacgac gcccctaatg caatactgtt tgcctggctg gcagccgctc
  2246941 ccgcccccaa tgccagagac tgtgctccct gcgctgtcga cccggccccc atggctatcg
  2247001 acgtggtacc ggacgcctgc gcattcggtc cgatcgccac cgaatcactg ccgctggcca
  2247061 ccgaatcagg ctcggtggag tgagtgtgga agtactttat accgcccccg ttggtgatac
  2247121 gggtcatccc cccctcaaca ttggtgaccc ggccacccaa actggtaatg tcggcggtat
  2247181 tctgctcgac cttgtcacca acagcggtca attgcgcgac attgaccaca tcataatcag
  2247241 ccgaaccggc tgccacaccg gtgatcttgc gattcccctg tgccgtgccc atccccacct
  2247301 cgcccaccga cgtttgggga gccgtcagtc cgtacgcact gtagtcgctc tcagcaccga
  2247361 ccgtggtgac cgacgacgcc cctaacgcga tactgtttgc ctggctggca gttgctcccg
  2247421 cccccaatgc caaagactgt gatccatgcg cttgcgaccc ggcaccaagg gccgtgctgg
  2247481 cgataccggt cgcctgagtg ttggggccaa ttgcaatgcc cccgacagca ctcggcccaa
  2247541 caacggcgct actaccaata ccaatcccgt tattaccatt gaccaccgtc gccggcccga
  2247601 cagcaatagc atcctgaccc gcaggcacgg agtcttgcgg gttcactgag ttggcgtgga
  2247661 aatagcgggt tccatcttgg atcaccgtat aaagctggct accaaccacc gcatcggtgg
  2247721 aggtcgatga aatcgttgcg ggggcaagat tggtggcttt cctaccgttc aaaaataacc
  2247781 cccccttcac gtaggtatca ccgttgataa atgcaccatt gctttgaacg acaaagccgt
  2247841 atgctgtggc gacattactg gtgccaacgg ccgtcgtgaa tgtccctgtc caaggggtgg
  2247901 cgataaagcc gtatgctgtg gcgacattac tggtgccaac ggccgtcgtg aatgtccctg
  2247961 tccaaggggt ggcgataaag ctaggcttcc cagcgatccc accttttcca ccaacaaata
  2248021 gctgcccccc attggtatta atattattca aagacaacgt ataacaattt tgatcactat
  2248081 tagtaacacc cgtaaacccc ccatcagcaa tgacataaca gccaggatca ttggcattgt
  2248141 tcacatagag ttgagaaaat gcagtatttg gcacaaatat cgtcaccata aaaatagcaa
  2248201 gcaagctgcg aaaagaattg tctctgataa aggaatctga aactgcaaat ctgaccagat
  2248261 aattacagtc acacttttgg atacttttca taccatcccc attttattct tgttcacctt
  2248321 ttgacattgg tgacaaatta ttaagcaaag acgttcaaac ccgctcctgt atggcactga
  2248381 gtgaatcgaa gttaatcgtc tatacgtctg cctcaccgac agccggtgcc taatcacaat
  2248441 aaaaatttac tattggttac actagggtga tatttttccg aaggatgatc tccctctgaa
  2248501 aacatcaacg ataaaaagag gcagcagtac aaccacgcct ataaataggc atgcagaatt
  2248561 cattaaatag tgcggagaat agcgtagaga aaggcccaaa gaatgagctg agcctttaaa
  2248621 ctataattag cggtagaaac aatatattta tggtttatat ttatcgacta atgcatagag
  2248681 gatcgcaacc gtttctgcat ccggtatacc atcataatta catggccgaa aatgaagttg
  2248741 gaaagcacgg attaattgat tatatcccac ctcactgact gcgccagacg tgtcataacc
  2248801 atatcgtttc aattttgaaa taatatcgtt ttttgatggc aggctacaaa gaaactgatc
  2248861 cagataccgt tgcttagttt catcgtcata ccaggcacca atacctgcgt cataaagtgc
  2248921 cttccacgga aaggcagcac ccggatcact ttttcgacca ggcgcaatat cactgtggcc
  2248981 aacgacattg actggcgtaa tatcagggaa acgataaaga atatttgatg ccaacgcttt
  2249041 aattgccgct atctgggtaa cattgtaggg cgggaaagtg aatacaccat cgttatcagt
  2249101 agcaagatta acagtctcaa tccctatagc ggtatcatta agattattcc gaccatccca
  2249161 ataactcact cctgcatgcc aggcacgctc attttcatca acaagattaa aaatacgcat
  2249221 atccttgaaa ccggcatcaa tataagtttg ttccgtcgga tcggggacca ggtaatgagc
  2249281 gcttaccgaa ggccccgtga gtgcatcgat agaatcttta aaattgaagg ccgtataatg
  2249341 catcacaaga aaacgaacgc gtcgattgaa tccttttact gaacgaaaac tattataatc
  2249401 aatattatac ataagaatcc ttactcaata aaaatgaatt taagtgttaa cacatcacac
  2249461 attactgtat ataatccagc acacaatgtg tgcgccgcat caatatttaa tgtttttttg
  2249521 acatagatgc aacattatat ttaatggatg atacacctcg tcacgatgat ccggataaca
  2249581 gaaaattgtt attagcagat ggtattaaga gcacagttaa caccaataaa tcggtgtata
  2249641 tagctgtcac cacgttgatt taattaactg cagatatacc cgtcagactt caagtgacct
  2249701 gtaggttagc tgttctcgtg ctattcgaat tattttgaac atagggtggc ggctaaaaaa
  2249761 ggaatttgaa tatgaatatg aaaggtcatt tttcaaggag gaatatgtga ttacggtgca
  2249821 gattaatttt tcgtgaatct ttttcttaca aataagatca gtcttttgtg ctaaataact
  2249881 cgagtggcag aaaaacggca acgagtcaca gataatatga agtatgaaaa atataaaccg
  2249941 gcagggacaa ttccctaccg gttagcgcta tcgataacgt cattaaaaac ctaaactatc
  2250001 cagcaaatca tcaacctgat cttgactggc gataacaccg gcaacatttt tatccatctg
  2250061 cgggccatta agtaaactgt ccgtcggttt ctgcggtttt gacgggatat cgggaatatt
  2250121 ctccatcaaa accatgagga gctgtttctc aatttcctgt accacatcca tcatgcgttt
  2250181 gataacctga ccggtcaggt cctggaaatc ctgcgccatc atgatttcca ataattgcgc
  2250241 attggtaaat gaagtgtgct gtgggacaac cgctaaatat tctcgcgtat ccgtgaccag
  2250301 tgaacgggca tctgacagct cgattggatt ggcaaaccac tcatcccagc gaatttttag
  2250361 cgcctttgct gatgattcca gttcgttctg acgcggttgt gccgcctcga cacagttaag
  2250421 cgccctttct gcggcctgtg ctgtcatatg aaccacataa tccagacggt cacgggcatc
  2250481 cgggatcgct tcggcggcct gagcaatggc ttgatcaaga cctaactctc gcaaactgtc
  2250541 acgtaacatc cgcgtgagac tgccaatacg gctaataata tcactggctg atgccgcatc
  2250601 ggttgcgggc attggatggt tattcatctc gcctccttac atacccaact tttcaaaaat
  2250661 cttattgagc ttctcttcca aggtcgcggc agtgaacggt ttcactacat aaccactggc
  2250721 cccggcttgc gctgctgcga tgatgttctc ttttttggct tctgcggtca ccatcagaac
  2250781 aggcaacgta gccaaagcac cgtctgtacg gattgttttc agcaagtcca ggccatccat
  2250841 attcggcata ttccagtctg aaaccacaaa atcgaaacca cctgctcgta atttattcaa
  2250901 tgcgtcaaca ccatcttcgg cttcttccac attgtgaaaa cccagctctt ttagcaggtt
  2250961 tctgacaata cgacgcatgg tcgaaaaatc gtctaccacc aaaaatctga gattcttatc
  2251021 cgccataccc actcctaaag tttgttgctc agcgctgagc gattaaatgc aatagcccga
  2251081 tggttatcgg aaaaataatt tatagacccc catcataatg agatctctat atgcgaaggg
  2251141 cttgaccact actgatctgc gccaacatcc gctgacttat ttggttcaac tccacgacgt
  2251201 cattaacccc ccccatcgca atcgcctcac gtggcatacc aaagaccacg cagctggcct
  2251261 cattttgcgc gagggtgtag gcacccgccc ggtgcatctc cagcaagcca gcggctccat
  2251321 cattgcccat ccccgtgagg atcaccccga ccgcattgcg cccggcatac tgcgccaccg
  2251381 aacggaaaag aacgtcaacc gaaggacggt gacgattaac cgcgggtcca tcatggatcc
  2251441 gcacctggta gttggcacca ctccgggcca gttccaagtg ccgatcaccg ggtgcaatat
  2251501 aggcatgtcc cggtaatact cgctcgccat cctctgcttc ttttaccgtg atttggcaca
  2251561 gtttattcaa gcgttcagca aacgaacggg taaatcccgg cggcatatgc tgagtgatca
  2251621 gcaatgccgg actggttggt ggcaaaggct gtaataccgc acgaatcgcc tcagtaccgc
  2251681 cagttgatgc cccaatggcg atcaattttt cactgctgag caatggggta tggctgagca
  2251741 tcgccggttt attttccagg acgcgctgtg gtaaacgagc cttagccgcc gtgcggatct
  2251801 tatcggcaat cagttcgctg taagccagca ttccttcgcg gatccctaac tgaggtttgg
  2251861 tgacaaaatc aatcgccccc aactccaacg cccgcatggt tatttcggag tttttacccg
  2251921 ttagggaaga caccatcacc accggcatgg gccgtagacg catcaatttc tcgagaaaat
  2251981 ccaagccatc catgcgaggc atttccacgt caagcgtcaa aacttgtgga ttaaattttt
  2252041 tgatcaaatc acgggcaacc aacggatcct gtgccgcagc aaccatctcc atatccgggt
  2252101 gactgttaat aatctcagtc attagctgac gcattaatgc agaatcatca acacacaata
  2252161 ctctgatttt actcatcacc tctccttggt cagcccataa acggtctgcc cgcgcaaata
  2252221 gaattcccga ctgatctggc tgaaattctc cgagtggcca gcgaacatca ggccgcctgg
  2252281 ttttagcaaa ggtacaaaac gacgcagaat gcgttcctgc gtctctttat caaaatagat
  2252341 catgacatta cggcaaaaaa tggcatcaaa ttgccccggt agcgcccact caggtgccag
  2252401 caaattcaac tgctgaaact ggactaaatt ggtcagttca ggacgaactc gcaccatgcc
  2252461 ctgatgcggg cccgtacctc gcaaaaagta gcgttgcatc tgctgggttg acaatgagcg
  2252521 caattcatct tgccgatata caccgctggt agctttctcc agtacctgtg tatcgatatc
  2252581 gctggccaat atctggcagg ctcccgcgcg atttcctaac acatcacaca gcgtcatagc
  2252641 gatggagtaa ggttcttcac cggttgatgc cgccgtactc cagactgaat aaccgcccgc
  2252701 ccgctgacga gcatgttctg ccaagagcgg aaaatgatga gcctcacgaa aaaatgccgt
  2252761 caggttagtg gtcaacgcat tcacaaatgc ctgccactca gcactgttcg gatcactctc
  2252821 caacaaggcc agatactgac caaaatcaga gatattcagt aatctcaacc gtctgaccag
  2252881 gcggttatag accatttccc gcttatgttc agccagaaca attccagccc gttgatagat
  2252941 aagttgacag atacgccgga agtgaatatc cgacagcggc aaccgttgaa tcatttgggt
  2253001 cagtatcgac ccggactctt gaggtaatga ttgaggcgct gacttcattg atgatcgttt
  2253061 catccaacct taccccccaa taccgtcttc gttacgctgt ttgacactct acgatttcct
  2253121 ttacagccac ttgtcgttac tcgtgatgac ccgttacgag tgatgatcga ttgtcactcc
  2253181 tggtcggaac cactcatgct gatcgaccca taatgagcga ctaataatgc gtggccaatg
  2253241 attgctggct attgcccgca actgactgtt cgtcgtgccc ctgccccaaa cggaaaacag
  2253301 agacggcatc ggagagcatg ctggcctgct cttccagtgc attggctgcc gccgcggcct
  2253361 cttccactaa tgacgcattt tgctgagtaa cctgatccat ttgcgttacg gcgagtgata
  2253421 tttgttcaat accccggctc tgttcatccg aagcagattc gatctccccc ataatgtcag
  2253481 tcacacgcgc caccgagcgg acgatctctt ccatggtagt tcctgcactt tcgaccagcg
  2253541 tagacccctg gcggacacgg ctgacggact catcaatcag ccctttgatc tctttggccg
  2253601 cttgcgcact gcgttgtgct aaattacgga cttcacccgc aaccaccgca aaaccacgcc
  2253661 cttgctcacc cgcacgggcc gcctccacgg ccgcattcag tgccaaaata ttggtttgga
  2253721 aggcaatacc gtcgataacg ctggtgatcg caccaatctt ctgcgaactg gtagcgattg
  2253781 catgcatggt ggtgacgaca ctcgccgtca gttctccgcc tttagctgcc gtaccggaag
  2253841 cctcttgcgc cagtaccgtg gcctgatgcg cattgtccgc attctgtttt accgtggcgg
  2253901 tcagttgttc catactcgcg gcagtttgtt ccaaggaagc cgcttgctgt tcagttcttg
  2253961 ccgataaatc gttgttacct gcggaaattt cctggatacc ggtcaacatc gattcggtac
  2254021 cctcacgcac attgctgacc gttgagatca gcgactgctg catggtgcgt aagctggcga
  2254081 acatctggct gatttcatta cggccagtca ccgagatctg cccagacaaa tccccttgag
  2254141 caatgcggcc aaaatgctca cgcatcgtcg ctaatggccg aacaaacatg ttgcgcaacc
  2254201 agatcaacga cgaaatggcc atcgtgataa ccatcagaat cgcaccacta aatatccaga
  2254261 ttgagagctg ataagcctgc tgattctgct gaccggcatc ggcaataacc tcattggcgt
  2254321 attgcaaata ctggatgaaa tccgcttcaa acaaatcttg cgttttctga gtgggttgat
  2254381 ccataaatgc ttgtaaatca cccgcttcca gaaaatcaat taactcacgt aatgcgctac
  2254441 gaaggttttg ataactgttt ttggtcgcat ccagtaattg cccactgctc tcactctcat
  2254501 caaggcgcgg taccgcctga aactgattaa agtaaagttc agctttctgc aatgcactgc
  2254561 gcgcactccc cattaaagcg ttaacttgct cctgaggaac attgagcgcc gagcgagtag
  2254621 ccgcacggtt taaggtatta cgtgcctgaa gcaaagatac ccaactgagg cttaatgcat
  2254681 cgcgttgctg actacttaac tccactcgat ttaaattttg gtagtctgag cgaaaagccg
  2254741 taaatgatag accacttgaa attaactgta tggcgcaaag aaacatcagc agcaggaaaa
  2254801 aactggtaga aatccggatt tgaccaaaca tcgtaacctc ttctcagccg gctcataggc
  2254861 cgactttatt aatattattt tgcatacacc caaatcaatt ggcgtggcag gtaaatggcc
  2254921 agcaggcgga tcccgatgtg ctgactcaag tttgtgattc ggatgagtgc gcgcagctaa
  2254981 cacgtcaaca gcgtcaagct cgaaggttat aggtctagaa agtttcccaa ttgtcttgca
  2255041 gattatttcc cagcgctttt ttagccgtgc tgttcatttc ctgcgtgggt tgtttgactt
  2255101 ttctgacgtc gctagtggaa ttactgttat ccacactcag aacaaatacg gacatcgctt
  2255161 gagttaacat gctggcttgc tcttccagtg aagcggcggc ggaagccgat tcttctacca
  2255221 aggaagcatt ttgctgtgtc acgcggtcca tttcggcaac tgcctgacca atctggtcaa
  2255281 taccacgact ttgttcatct gaggcagaag cgatttcgcc catgatgtcg gtcacgcggg
  2255341 tcacggcatt aacgatatcg cccatggttt caccggcact ttcaaccagt actgagccca
  2255401 gatctacccg gttaaccgaa tcgtcaatca gacctttaat ttccttcgcc gcctgtgcac
  2255461 tgcgttgtgc taaattgcgc acttcaccgg caaccacggc aaaaccacgg ccttgctcac
  2255521 ctgcacgggc ggcttcaacg gcggcattca atgccaagat attggtctgg aaggcgatac
  2255581 cgtcgatgac gctggtaatg tcggcaatct tctgcgaact ccccgcgatc tcgtgcatgg
  2255641 tttgcacaac atccgccacc actttccccc ctttctgagc ggtttctgag gcactcaatg
  2255701 ctaattgact cgcctgacgg gcgttttcag cgttctgttt caccgttgcg gttaattgct
  2255761 ccatgctggc agccgtttct tccaatgatg ccgcttgctg ttcagtacgg gcggataaat
  2255821 cattgttacc caccgcaatt tctgacgcac cgctgtagat agcatcagcg cctacacgca
  2255881 cctcgccgac gatagtgacc aattcagatt gcatgtgttt caggctagca gccaacgtgc
  2255941 ccacttcgtt gcgaccatga acttcaatat tttgcgtcaa atcaccgttg gcaatatgtt
  2256001 taatgtgtgc aatcaggtgg ttgagggggt gaattaagat ctgttgcatc cccagccaga
  2256061 caaggagcat catcactaat acgacgacca gtacagtaat aaccacgccc atagcaaagc
  2256121 taaaggattg attactgtcc tcgaccgccg aatcatacag tccgtcattt tgcgtcagat
  2256181 agttgttgta attttgctca aattcatttt ggaaactggt ggtggggtga ttgaagaact
  2256241 cattgatttt gttcgtttcc atcaaattaa tcagttcggt taaggcacta aaatattcct
  2256301 cgtaggactg ttttaatttt ttggcgcctt ctggatcctg actgctattt tgtgggattt
  2256361 tttcgtaacg tttgaagcgg tcttccgcga cgcttagcgt ccctttagcc gaagagataa
  2256421 ggtccttcac cgtagggcca ctgccagtat ggttaatatc catcatgtaa cgaacaccgg
  2256481 cacggtttaa cgtattgcgt gtttgtaaca gatagaccca gctttcattc aataccgatt
  2256541 gttgctggcg aataacttgt aaaacgttga agttttcctg gtcattctgc aatgatttga
  2256601 aaaaaagccc gccggatacc agttgtaagg caccaaataa tactaatacc agcagcaggc
  2256661 tggtaaccac tttcatacgc ttgaacatat taacccttca tcagtacgac aaaacacaga
  2256721 cacgtcaaaa cacaaagacg tttaattaag tgtgttatcg gcactaaaaa ggggaacttt
  2256781 accgtgggga ggattatttt aacggggtga aaccaagtgt taacatttac cggccaaaca
  2256841 ttattattgg gcgataccgg acactgttgt gtttaatgcc cggtaggcta cccctctcta
  2256901 ttttgttagc cgggtttaaa aagaacgact aattcaatga gaccacacca tagaaagcgg
  2256961 ccacggcagc agcactcaat agatacacgg gcaacatcac gacatctgcc gctacggcca
  2257021 ccgggtaaag cgccctctta gctgaggtcg tatttttact ataaaacttc acttgcaaag
  2257081 gatgttcaaa acggaagata tcggccggtg tagcaccttt tctgtgaata gtgccgacca
  2257141 gattattcag gttaatattg caaatacccg ttgtttccgt gaggcttgga caattccaat
  2257201 cagccccttt tatcagcggc tctattttgc ctcgctcttc cgccgtctga taacgatatt
  2257261 tcagagcgat tttccctgtg aagccatcct ttttcttatt aagattaaag ctaccgtccc
  2257321 tgactacctc aatcttcttt ttatcaatct gcccggtaac taatagcgtt aagaactcgt
  2257381 cggctcccga tgacaacaca taatcgaaat gcgtaccgac aaatgcccag tttttattat
  2257441 caccctgctt agccaaagac acgccgacaa taatatcatc attataatgc gtgtagcctt
  2257501 tctcatggcc ccggatatca tctgaaagct ggttagttac gcaagcagaa agaaagaagg
  2257561 gtgacatcaa tatcgccccc catttacaca ttaacttcac attacacatt aacttcacaa
  2257621 aattaatcac actgactcct tgctgtatat tgattttccc acatcagtcg atgcacgctc
  2257681 cggtaagaca aatggcgatt attgcccgct ttgtaccacg tccgctgtcg gctgatcctt
  2257741 gttttgctca atgacttcct tcataacgac aaacttctgg tagaaccaac caatcgctac
  2257801 cagacacagc cccagaccga ggaatgagac cgaacgatat agcccttcaa gaccagacat
  2257861 atcccacagg aacagtttga cgatcgtgag cgccaacaac cccagggagg cgcggcgcac
  2257921 tttatagtta ggccagtgta ttgcgctgta catcatgcca atggcagtta acatccacgc
  2257981 taaggagtaa gagtattgtt cgccgctgta cacgatatca ttatccaacc ggtcaccatg
  2258041 ccagagctgg cggaccgtca aggtaatgaa caccattccc agtagcgcaa tcgcaccgat
  2258101 aacgtagggc ttcagacgga tatctagcca gtgatctggc cagtatctta gtgctaccac
  2258161 catgaacacc atcgggatcg cataggcaac ggtcaccata ttcagcagcg gtaggccgcc
  2258221 aacctgttgt gctgaccaga tggggttaaa gacaaccagg cagagcaacg ttagggtgag
  2258281 catcagaatg gcactggttt tagccgccag gcggtatatc cgttgtagcg aatctgcaaa
  2258341 ctgttcacga tagccgtagg ccagcgccat cagcccgaag gtcaccccat gcaacgcaca
  2258401 atcggtaaga gaagcgaaat ccagcgacag atgatagctg ccatgcagca ggtgacgtaa
  2258461 ttcaacgttg atccacaagg ccaacagata aatagcattg gccgctaacc aattggcggt
  2258521 ctgctcaccg cgacgcgcag gtaaccagcg tgaacttagc cacaggcaga gaatcggaat
  2258581 cccaaaaccg tatagcgtcc aaggaataac gaccgaacca atgtgcaacg gcgaggaata
  2258641 tccaaggata tacgggttca ttgacagacg aaccagcagt atgatcgcat gcagtttcaa
  2258701 aatccaagac agtaacgaaa cctgtcgcca acgttgccag agtaccaaaa ctaaaagctg
  2258761 acccgcgagc agcagggtta gcgtaacctg gctgaaagcc ataaataatg caaaggtcaa
  2258821 cgtcagttgg gcggcgacct gatagatcgt ccgcaacagc gctgagccac ggcgataccc
  2258881 atcactgaat gcattccacg cgatatacat agccagacaa accgccagca gtgtgtattt
  2258941 aactggagcc agctcaaaat tatcgcgaca ggcataatag gtacttgcaa cgagatacat
  2259001 tggcaccagc accgacaata acgcccacca cagcttgcgg taaaccggcc gggtgacctg
  2259061 gtagctacca tatatcccgc agaatagcgc taatgtgctg agcgcgagca aactcgtcca
  2259121 gacggtttct ggctcaaaca gcgttcctgc attaataaag ggagaaatgg ctaatatcgc
  2259181 ggccagtgga acaaataaat ccaatgaagg tgagcgtctg gcaatcagta acaggctaat
  2259241 acaggagaat accaacgtgc tccagaccag gatcgaatga tttgcgctta acgttaaggc
  2259301 taatagcgaa agcccggcaa tcaacccagt taataacgga tccagcaaag ccgggggcca
  2259361 gtttttccag tcattatggc gaaaacgtat tttgcttttt agcgcccacc ccagatgtgg
  2259421 ccaggccagg aagccgtatg tggttgctag caggaatagt gaacgcgcta actggtgttc
  2259481 ggacgttgct atgaataaag aaaccaaaag ccatagatag tttccgacca tcgcccccag
  2259541 ccatagccag tgccgataga cacggctcat caggccgata gacgccaaac taaccaggaa
  2259601 caggtaggcc aacagcccgg tgacattacc gctgcccgtc gaaacaaata acgggacggt
  2259661 ataggcgcca agcagcccca aggccgccat aaatggcccc tgccacaatg ccagcaccat
  2259721 cgccaacaga gaaatcaggc tgagcaacag catgagaacg ggcatcggga acatgtcgta
  2259781 gagatattta gccgccagca ttgaggcaaa tagaccgaga ataccggccc cactcagcgc
  2259841 cgccgggata taaccggcat tgaccaaggg caactgaaaa cgtgaacgcc tgagccactc
  2259901 ccccccaaca accatcagca cactcagcac aatggcggta ccaatccgca agtttggccc
  2259961 gaacagaccc tgttcgctgc ctgctttcag caggaaaatc acacccagtg ccatgatcat
  2260021 accgccgatc cacaccatcc aacgcgcggc aaactcttgc tcgatgcgtt tccagaaact
  2260081 ctccggtgat tttaaagaaa acaggacatt ttccaatttt gtccacacat cgggtttctg
  2260141 tggatgacca ctggcaggac ctgcatccat tttcggcgat tcttgaggag ccccatcctg
  2260201 tggctcaagc accacctgac ggtcagcaat cctatattct attggccgag cgggttcttt
  2260261 ttttgcggca taggctagag ccatctcttt aatctggctt tgctgtttgg tgagtagata
  2260321 attctgatag gttgcgtaat caggggtcca tacctcggat gcggccacat catctgccaa
  2260381 attcgttggc gtgatctctt ccttaacagt ggccacaaca gtagccacgg taggttcagg
  2260441 caagcgtgga gcaagctcat tgcgcagcct gcctatctct tctcgtatat attttaccga
  2260501 gttggataac gcacttattt gcatatagat gacaaacaag aagataagta aaaaaattaa
  2260561 cagccaatac tccattatgt atccaactca gcgtttatta agtaaaaaat tctctatgag
  2260621 ataaccctat ccattcatcg gatagcatga aacagtatct gacaggtatt tttcacacgc
  2260681 cttaatctac caattaaata ctcgccggcg gcagtgtaga aaagttagcc agctaacacc
  2260741 aatgggttaa atgtaacagt atgtaagcag tgaaaattca aaagcaaccg ttcatcatat
  2260801 tgatacgtaa gatatttcct acaaagccaa tataagcaca cattattaaa ggcttttata
  2260861 aacatcataa aaattaaaca aagaatattg gaagttcatt gagtgaattt tcctacaatt
  2260921 tatctgtaac tattttttta taaatgagat ctgaaacaag gctatttcgt cattgatttc
  2260981 aacagcaact cgactttctt ctgcacaccg tcggtatgac gacctaatat taagtatact
  2261041 aaatgcgtta tcagtgccct actcggcgca ctgatacccc gatataacaa aaccgtcctg
  2261101 tattaccagc tcacccgtgc acctatcgta ccgccgacgg catagttgtc actgacattc
  2261161 cgtgtagccc ccagcagatt gacattgccg taaaccgcgt agcgaccatt ctgccattca
  2261221 taggtgccgc ccgcgcctaa ccccaccgac tgacgctcat cccgggtggc gaactccacc
  2261281 cccgagacct gcactttact gccattgagg aactcattgt gcagatcgag atgactgtaa
  2261341 atgtgtgagc ggcgggtggt gccgtctttc gcgctccagg tcgtttcctt atccagtgag
  2261401 acaccgatgc ggccccgcag gctgtcaccc tcttgcagcg aaacttcgct atcaaacgga
  2261461 tcgcggaagg tatcgaaatc gacccgcgag taggtcacct gcatctgcgg ggtcagtgac
  2261521 aacccgttac ccagtgcgta acctttaccg gcttctatcg ccgaggtata cccgcgacca
  2261581 ttgttaccgc tggccactgc atgccctgcg gtacgggagc tcaggtcgct gtcaaaccac
  2261641 atcgtctgca actggccatc cacatacacg ccgttattgc cataccaggt caggctggtg
  2261701 ccaagaccgt aacctgcgct gttgatgcgg ccatcaccaa agaatgagtg gatatccgct
  2261761 ttggctttac cgtaggagaa gtttaccccg ccggtcagca gtgaaccgtc ctggctctga
  2261821 tacagcggca catcaatgcc ggtctgcaac ttccacacat caatctcgcg ttgtgaacca
  2261881 ctggtggagc gggccgggtc ggtgacctgg tggctccctt caatacggcc ccaggcccat
  2261941 tgattattgt caaagtccag gtctgccagc gcgcccggcg ccccgtaacg gttaccgaca
  2262001 cgctgttgca gcgtcggcag ggtattcagg gcggccagca cctgcggata ttgttcatac
  2262061 agcggcacgc ccgcctgata gcgtaccccc tcggttaaca tcagttctga agagagatac
  2262121 cagttgcgcc ccgcagtggc ggcttccccg tcggcctgta aggtgtaggc atacgccccg
  2262181 cccaccaccg cctgatagcc atccgtggtg acatagtccc cggccagtag gaaggtgtca
  2262241 tcctgcgcca gaccgtccac ggtgatcagg ttgatgccat tgagggtttt atcgcccaga
  2262301 ccgcccgcat tgttcacccg gaccgaggtg gtgccggtgg catcgccgtt gatcactaac
  2262361 cggtcggtgg cagaatcgtc atcccccagc accgtatcga gtgccagcca ggccccttca
  2262421 ccggaaccgt tattttcacc aaaataagtc ccggtcacgg tcagccgatc gtcggtagcg
  2262481 gcaccattgc cgccggtata gtggtttgac agcaggatcc caccggcgct gataaggtta
  2262541 ccgctcagaa ccgagtcacc gagcgaggac aacgccccgc cttcagccag ggttaatgca
  2262601 ccggtttcgg tagccactag cgtcgggtca gcggcgatat cggcagcact gaggcggttt
  2262661 actgtggctc cagtgagtgc cccagcgtca ggtgtcaggc ccagcgtggc gttatccagc
  2262721 accaaaatcc ccccggcgat attggccgac aggaaggcat tggcgtcacc gtcggccata
  2262781 ttggcgccgg ttaacgtcca gatgctgttg ttggttttgg tcagggtacc gaagccggtg
  2262841 atccggttcg ggtcgccatc cagaatggcc tcttcacggt tatcaatacg cgtgagatcg
  2262901 aaagcggcgt ctcctgctcc gcccagcacc agatggctgt ttgccagatc cagcgcggca
  2262961 tcattgatct ccgcataact gccattgaag accagtgcct gcgtaacgcc ttcaagggca
  2263021 tagccagatt gcagctctaa cgtggccgat gtttgaatgt tatcaagccg atgaatgccg
  2263081 attgcggtgc cattgccgcc gtgcaccaag ccgcccacgg tgacataggt gtctgcggta
  2263141 ttggtttcaa tattaattcc gtagccctgc tgcgaaacca gcgcgccccg ggtgatcaga
  2263201 tcaatggtcg aggtgccgtt gtctgcgcct gtggtgtagt tcttgttatc gaggtggata
  2263261 gcatcgtatt cactggcgat attattgacg tcaatgctga ccagggtatt accttcagta
  2263321 gccgtcgcac gaagatcaat accatcatac aaactagagt taatctggcc caccacggtg
  2263381 agataggtgg ttgaattccc cccattcgct atggtgtcta tctttacacc actgcccgca
  2263441 gtagtgatgt catttaaatt gatgacagcg gtagcatccc cttgactgac ataggtactg
  2263501 aacattgccc ctatcccctg ttcagagacg agatgcccgg ttgcggtaac ggcagtaaat
  2263561 gccgaaccta aaccgctata gttgtaaata ttgagtgctt gactaccaga actaatgtta
  2263621 ttcgcattga tgatcatagt ggagttgcct tcggaagcgc cccccatcac catgaaaccg
  2263681 aggccatttt cagcaacaat attgcccgaa acatcgatgt taaactgcag gttgccagtt
  2263741 agggtatccg cacgcacact gagggcttca tagtaagaat agatgttctc caactgggct
  2263801 gataccttga tatccccatc gtccatataa gagtttatct ggaggcccga tcctgaagta
  2263861 gacgtaagat cccccgtcaa caggatatcg gttatcaccg cattatcatg gttgttatta
  2263921 gcactgttat gactgctatt attgatagaa atgccggaat attcaccagt gacattgttc
  2263981 gcacgaaacg taaagtttgc agagccgttg taggcatcgt tataaaaaga ggtcgcctgg
  2264041 ctagtcgttg aaatgacatc accatcgata tcgacattgg ttataaccgc ccctgaataa
  2264101 ttggtattat aaatatttaa ggcgtccaat tctgtaatga tgctttttga gttgaaatta
  2264161 accacactgg taccgccgct accgctgttg ttgatagtgg cacccgaata tgtagcatta
  2264221 atatcattag caatatcaac gttagtgatg gctgttccat tgaatgaagt gttatcgctt
  2264281 cgaataccca cgtcgccgaa aatagtattg atattcatga gaatagtgga attattctcc
  2264341 gccgatgaat agattaaaag ggcgggagaa ccatttagat caccaaataa tgtgccggaa
  2264401 acatccacct gtactgtcga gtcggcaccg ctatggttgc taatattgat accgctaccc
  2264461 attgaaccgt ttgtctgaac attaatggac gacgattgcc cagtggtgtg cgtatcattc
  2264521 tggatataca aagaatcggc acccgtggta tcaagcgcag aactgttggt atcaaggtag
  2264581 ctgatggtgc cagaaccgac tagcgagagt gcagggtctc cattttcagg aactattatg
  2264641 ctgaaaccag gttgggtctc aaccgcaata tccgtgccgc tcaggatgat gccgtcggta
  2264701 ttttcacctt cgcagacata ggttcccacc ccggggctgg tgcatgctgc taatgccatt
  2264761 ggtggtaaag caatagtaga aaacgccaca acaatcgcta atgttatggg attaatcgcg
  2264821 gctgctggaa cacggctaaa ggagtgttgg ctccctgtat ccgcctgaac atttgcggta
  2264881 aaaagaccca gtctgaaatg tttcaacata gaattaccct attagctgcc ccagtttatt
  2264941 accgatacga catatcgcct gaaaaatatt ttctctcctt ctcactaaat attgtcagca
  2265001 aagagttgaa gcgttcgatc aacgttggaa gtgctgtctg tcgacgatta agtcattcag
  2265061 atggaatata ttcgaaaaag gataacaggg ctcaaggaag gggataatag gaccatactg
  2265121 tttttttgta ggaaatatcc taaacacatt aattaaaata aattgaataa caaataacac
  2265181 caacaataat tacattaaca tcaccaagaa caataattgt taattaatcg tgtcagttta
  2265241 atgttatttt gcaatgttaa tgttattttg ccatattaat gttacttctc catattaatg
  2265301 ttacttcgcc ataaaattta tggcgatact attcggccaa ccgaacatca gggaaggcac
  2265361 tatcatagcc aaagtcgagg acctcactca ctgacttttt gtgcatttag cgttcttaaa
  2265421 tgtttataaa tggtcaccgg actaatcccc agacttgcgg agacaatttt atttgttacg
  2265481 gggagttcaa ataaacccgt ttcatttaat tctttgatta tttcgaaatt tttgttctta
  2265541 ctagggatgt ctttattcgc ataaaccata ctcttaaccg gttcaaggtg gctttggacc
  2265601 aggttattga catcctgtgt aaaactctca tttctacaac tattattggc tttcatgaat
  2265661 atatcgataa aagcattcat tggcatatcc atcgccatat tcatgcatat cattcctatt
  2265721 ggatcgccct gtttgttaac tatcagagtg gatgaagact taaaaggacg cgtatcttta
  2265781 ttgctgaaat aaacatccca catctctttt gatgatttga attctgtcag tttttccaag
  2265841 gctatattgg tgaccggcgc acctaactct ctgccagtaa catgcccatt cacaatgtgg
  2265901 atcacggaac gatgaagatc ttcaaaactg tgcagtacaa tttcacagta ctcaccaaaa
  2265961 aactgtccca agcactctat gaagggaata taagactgta ataatctccg atcatcatca
  2266021 gtaaatgctt tatttaatat atctctcatg atgttaccca agaaaaattg tcgtgtgtat
  2266081 catgctacac ctctcgctgc cctctgtcca atacagtatc taaacagtac acttagtaaa
  2266141 atatatttat actaagaata caaaaacatt acctttgtca cggttatgac tttctttaaa
  2266201 ccctaaactc caaattagtc attaatggag ataatcctat gaaaattggt ttagagactg
  2266261 agtcctatca tctttttttc cagcagggga aaatggatat ttttgatttc attgataaag
  2266321 cctggagttt aggactggat ggcgtagaaa taaatatcat tccagatgag ggccttcacc
  2266381 ctgaatttgg tgtgttgagt agcgatgacc caacatatct tgcacgggtg agacacgcta
  2266441 tcgaacaacg caatctttat tgtgaaatcg atacccgttt tacgtcggtt aaagcgatta
  2266501 gtaaagccgt gcaatttgca tctgcactgg gtgcggatgt tattcgaacc tacatgttcc
  2266561 gtcgtggtca gtatgagccc ctagaatatc cacgcattat tcatgagttg aaatcactgg
  2266621 ttcctctact tcaggcaaat cgaattcgtc tggccgttga aaatcatgaa gatgaaactg
  2266681 ccgacgagat tatccaaatt gtaaaagcgg tagactccct atgggtcggg gcacattgcg
  2266741 atataggaaa tggcatgatg gcttgggaag agcccgttgt cactgtcagc caacttgccc
  2266801 cctttactta cagtacccat tttaaagatc acattgttac tcaacatgac gagcaattag
  2266861 tggtatgtgg cgttcctatc ggtgaaggga gtatcgatat tgataattgc ttcagaatat
  2266921 tggttgaaaa atcaggcata actcgggtca atattgaaac ctgctttcct tatgcctctg
  2266981 cattttctcg accttgcaac cccaatgaag tcagtacact aaaagggact tttgaagtaa
  2267041 aaacccctcc ttttgactcc agccgaatta aaccactgga atattactac cccgacaaaa
  2267101 tatcgccaga gttactacaa gagcttatgc aagctcagga ccactgtgtt tatacatcgg
  2267161 ttcaagtgct caaagcactg cgtgataaat attgccccaa caccacaaca ggaatcgtcg
  2267221 aatgattatt aaaactcaaa acgcaccagc agctatcgga ccatactccc aaggcgttgt
  2267281 cgccggtaat ttgcttttta tttccggttg ctgccctttc agtgaaaaag atggatcagt
  2267341 cgtaggtatt gatattacag agcaaaccat tcaagccatg aaaaacctaa aggctattgt
  2267401 ggaagccacc ggtagttata tgaatgacgt ggttaaaacc acttgcttta tcagtgatat
  2267461 gaacaatttt cagtcattca ataccattta cgcgggctat ttcccatcag ggacattccc
  2267521 tgcccgttca tgtgttgaag tcgctcggct accaaaagac gttctcattg aagtagaggc
  2267581 tattgtctct ctaaaataag gtaggaatat tgtgaataaa tggacaaagc tttgcttcct
  2267641 cattttgggt ggagggacga ttttcaaact ctccagtatg aaagatgtgt tttacatccc
  2267701 tatgcaacaa gactgggggc taacgaatac acagattggt tttggtttta ccgtatatgc
  2267761 catcattcag accgttggct tattcagttc tctttatatt gctgatcgtt tttcgaaaaa
  2267821 gatcttactg cccgtagggt tgatcggtgt gggcctctgt ggcgcatact tagccacgct
  2267881 tccaccgttt accggttatc tcatcgcctt tggtgctatg gcattttttg gggaagtggt
  2267941 ttactggcct gtactgttga aagcagtaag gttgctggga accaaagaag aacaaggacg
  2268001 catgtttggt tttctggaag cgggtcgcgg tgtgattgat gtacttatcg cttctggtgc
  2268061 cctgtttgtt tttgttcagt ttggtgaagg taaagcgggg atgcaggccg ggctaatcta
  2268121 ttacacgata gccacgatat tggttggcgt cattacttgg tttatcgtag acagtgatga
  2268181 caagattaag gtagataatg cagataaagt taataaacat gttttggcgg ggatcaaaga
  2268241 tgttattaaa agccctaact tgtggttggc ttctttctgt atcttctttg tctattccgc
  2268301 ctattgcggc ttaacctatt tcataccatt cctcaaagat atttatggat tgccagtcgc
  2268361 tcttattggc gcttacggga tcattaatca gtacggtctc aaaatggtag gaggacctgt
  2268421 tgggggattc ctcgctgaca aagtcgcaaa atcaccgaca gtttacctga aatggacatt
  2268481 tttaatttcg gccatagcga tgatcttatt catccaatta ccccatgatt cgatgaacgt
  2268541 atacttgggt atgatggcaa cactcggctt cggagccatt atcttctctc agcgcgcaat
  2268601 cttcttcgcc ccgatggatg aaattggtac ttctcgtgaa catgcaggtt cggcaatggc
  2268661 cttcgggtgt attatcggct atatgccgtc catgtttgcc tacgcacttt atggctcatt
  2268721 attagataat tttgagggga ttcaggggta caactacata ttttcactca tggtagcgtt
  2268781 tagtcttctt ggttttattt gtgccactat tttaacaaaa agaatgcgtg cagtagctgt
  2268841 agcctaaata aaatgactat ctcaacatca tgacttgtca taaagaaccg cccgagcaat
  2268901 atgcaatggc ggttcagttc tttatttcag gagtcattga atagtcctct attcatcagc
  2268961 ccgaaagacg ctgacgcttt acccgtaggg caatatttcg cgcaagccgt aggggcagga
  2269021 ggaccgcctc ccctgcttgg ttaaggccga ttggctcagg tgatcactca acgtgcgtaa
  2269081 actccacgct tcaatcacac cttagcaaca ctattgtcac atattaaaaa gactattatc
  2269141 acgccttaga aacactatca atcaacgaca tctcttcact gctcagcagt ttttcgatat
  2269201 caaccaggat caacattctt tcgccaagcg agcctaaacc ggtcagatat tctgttgcga
  2269261 gagtcacagc aaattcaggt gccggacgga tctgctcgtt ggtcaacgac aggacatctg
  2269321 acacaccatc aacgacaata cccaccacgc gttgaccaaa attcagcaca atcaccacgg
  2269381 tattttcgtt ataagtgaca ccttgctggg cgaatttaac ccgcagatca atgataggca
  2269441 caatgacgcc gcgtaagttg gtcacacctt taataaacgc aggagtgtta gcaatacgag
  2269501 tcacctgatc atagcctcgg atctcttgta ctttcagaat atcgatgccg tactcttcat
  2269561 cgcccagcgt aaaaatcagg aattcttgtc ctaccgtttc gccagccagt ttcgtgacgg
  2269621 ttgctagtcc tgccatgttt tttacccttc aatcaatagg ttgaatttat gtttttcagg
  2269681 accggaaaca tatttcaccg ccctggatac ccgtcatatt taaagtggcc ggtggtggct
  2269741 tgctgcactc aaattattta gggtattacc tgtttttata aggaaaaatt cctgtgcgct
  2269801 atgcggtaac cacctcatca gccgcgacgc gtttttcacg gtttaaggcc tgcaacgctg
  2269861 acacatcaac gattagcgcg acgctaccat cacccaaaat ggtggcggca gaaatacccg
  2269921 gcactttccg atagttactt tccagatttt tcacgaccac ctgatgctga ccaatcagtt
  2269981 ggtctaccag cagtgcatag cggcgcccgg cactttgtag aatcacaacg atgccttgcg
  2270041 tggcttccgt cttggcattt ttaacatcaa agacgcggta caattcaacc aatggtagaa
  2270101 attcaccgcg aacttgcagc acgcgctcac caccggctaa tggatgtagg tcttcggcca
  2270161 agggttgcag tgactccatc acggcattca atggcaagat aaagacttca ttgctgactt
  2270221 taaccgacat gccatcaagg atagccagcg ttaatggcag caggatacgg attgaggtac
  2270281 ctaaaccggc ctgaaaactg acctgtacat ggccgcccat ttcctggatg ttacgtttga
  2270341 ccacatccat cccgacacca cgccctgaca catccgtgac ttgttcggca gtagagaatc
  2270401 cttgtgcaaa aataagcatc ccaacgtctt catcgctcat gttttcgttg actgccagcc
  2270461 cttgagactg tgctttcgcc aaaattctct gtcgattcag gccagcacca tcatcaatga
  2270521 cttcgataca aatatttccg ccctgatgtt cagctgacag tgtcaggttg cccactggcg
  2270581 atttccccgc agcaatacga gtagccggct cttcaatacc gtggtccaga ctgttgcgca
  2270641 ccaagtgggt cagaggatcg ataatgcgct caatcaaact cttatccagt tctgtcgaac
  2270701 tgcctaacag cgtcaattca acttgtttgt tgagcttgct ggctaaatca cggaccaaac
  2270761 gtgggaagcg gctaaataca tactccattg gcatcatccg gatagacatg acggattctt
  2270821 gcaaatcgcg ggcgttacgt tccaactgcc ccatgctatt cagtaaatca ccgttgatca
  2270881 ccggatccag cgaacttgag cgctgagcga gcatcgattg ggtaataacc aattcgccga
  2270941 ccaggttaat cagctggtcc actttttcta ccgctacacg gatactggtc gattcactgg
  2271001 ctttcgcttt aggcctgacc tgttctgcgt tagctggtgc agcatgcaca tcagctttca
  2271061 gcgtgctttg gacttcaacg gcaggtgttg cggcaggtgt tgccaccggc tgaaccgatt
  2271121 ctgcgatcac cgatgcctcg gttattgctg gctcaaacaa gcgttctggc tcagatgatt
  2271181 gttctgattc aacggtctgc tcagcataaa tctgctcggt gtcccctgcg gacacaaagc
  2271241 taatctgctc aggttccaga acaaagcaca ataccgcgct aatatcctct tcactgacgg
  2271301 aggttattaa ggtggcctca aggctatcag cgccctgatg gggatcttgc acctcgccca
  2271361 gattacccag ttcctccagc atcagagaga tttctggcgc tttcaggcca gacaaacgaa
  2271421 tacgcatccc gccttgaagc aacgcgggtg atgtgttgcc agcgagagaa gatgatacgc
  2271481 gggtggaagc cgttgcttgc gtattggcgg ccgtactgtg ctgatcggta gcggattgat
  2271541 tttcggttgt aggttgatct tcggttgtag gttgatctaa agcatcaagt gccaattggc
  2271601 gcaacgcctg acaaatgtac tcaaagcttt ccgaatgagg ttcctgagag gttttgtagg
  2271661 cgtccaactg ttcctgcata atatctttcg tttccaaaaa caggttgatg atctcagtgc
  2271721 ttaagcgcat ctcgtcgcgg cgagcaccat ccaacaggtt ttccaataga tgagttgtct
  2271781 cttgcaatac cgtaaaacca aaagtagcgg caccgccctt gatcgaatgt gcagcacgga
  2271841 aaatagcatt aagctgttca ttgtcaggtg tcagcgggtc cagcaataac aaatgctgtt
  2271901 ccatatctgc caacagttca tctgcttcat caaaaaacgt ctgataaaac gcggtaatat
  2271961 ccatgctcac ggtgtcacct ctactgtgcg tcgcggcttg tcggagagac cggtatattg
  2272021 cttgcaggtg ctgcgggtaa cgatgtcgtt ggcccattgg cagttgaagt aatattccct
  2272081 gtactcgatt gttgtgtttc agttgtactc atcggctgcg gctgcatgtt caccggttca
  2272141 gccgctggca gtgctaccgt gcctggcaat gtgacatctg atggcagtac tcctgctgac
  2272201 gacagtgcta cggccgatgc ttgtgttgtc gtagctgatt gtgttgtcac cgatgatggt
  2272261 attaccgccg gtgagggtat tgccgccgat gatggtgtta ttgccgatga ttgtgttatt
  2272321 gccgatgatt gtgttactgc cgatgatggt gttactgccg ctacaggcac cgtcccgtga
  2272381 gtatcaatct gctttaagcc ggttgctttt tctatatcca gcgctctatt gtctaaattc
  2272441 tcgtgctcaa tatcgtgttg agactgctta ttcagcacta aaatactgat acggcggtta
  2272501 accggatcat ctgatgcctg ctctttcaac cgcatggttg acgccatacc gactacacgc
  2272561 agaattttgc cttcatccaa accaccagcc agtaattcac gccgcgaggc attggcgcga
  2272621 tcagccgata actcccagtt gctgtaacct ctttcaccgc gggcatacgg taggtcatcg
  2272681 gtgtgaccgg ataaactgag tttattcggt atgtcattca ggatcggcgc aatagcacgt
  2272741 aaaatatcac gcatatacgg ttctacttgc gcgctcccca tcttgaacat tggccgattt
  2272801 tggctatcaa taatctggat cctcaagccc tcatccatca tgttaatcag caaatgggga
  2272861 cgtaatgcct tcaaccgggg gtcagactca atcaattgat ccagtttttc ccgcaattta
  2272921 ttgagccggt gtatctcttg cctgctttct tcggaattaa tctgctttct cacttcaccc
  2272981 acttgttgag taggatcatc accaccaccg ggaatagggc tagtactgga actgctttta
  2273041 tcaccgctgg ttaaggcgac ttttagtggt gtccgaaaat attcggcaat ttgcgtcagt
  2273101 tcttgcgggc tagaaacagc cagcaaccac atcaccagaa aaaaggccat cattgctgtc
  2273161 ataaagtcag cgtaagcgat tttccatgac ccaccgtaat gcgcagcacc atgcttagtt
  2273221 ttgcgctttt tgaccagaat aacggggtgg ttctgatgct tcatgcgtcc tcttccgtcg
  2273281 cttgcgatgc cggtgctttc actcggcgca catgctcttc cagctcaata aaggatggac
  2273341 gctccgtggt atagagcgtt ttacgaccaa actctaccgc gatctgcggt gcatagccgt
  2273401 tcaagctgga cagcagagtc actttgatgc attgcatcat tttggtcgtt tctgcgcttt
  2273461 gctggcgtaa taaggttgcc aagggggaaa taaatccata cgccaacaaa ataccgagga
  2273521 acgtacccac catggcatga gcgatcaggg caccaagctc cgcggctggc cggtcagcgg
  2273581 aagccaatgc atgtaccacg cccatgacgg cagcaacgat accaaatgcc ggtaacgaat
  2273641 cccccaccat cgccagacta ccagcaggca cttcagactc ttgctcgtgc gtttcaatct
  2273701 cttcatccat caacgcttca atttcaaaag cgttcatatt tccactcact atgagccgta
  2273761 aataatcggt aataaattcg actaatgtct tatcggccat aatccgtgga taattagaga
  2273821 aaatttcact ttccaacgga ttttctatgt ccctttccaa cgacagcatt ccctgttggc
  2273881 gtgatttcgc caataagcgg taaagtaacg ccattaaatc catataaagg gctttgttat
  2273941 atttagaacg gcgcatcagc ttcggcatcg cacgcattgt ggcttttatt gctttaccgt
  2274001 tatttcccac aataaatgcg ccaatacccg cgccagcgat aatcaaaaat tctgctggct
  2274061 gatagagtgc acccaaatgg ccaccgacga gcgtatagcc accgaaaacc gcacctaaga
  2274121 ccacgagata acccaaaata actaacacgc gacatcctta gcaaagtgtg tgggtggaag
  2274181 gtgaggcgtt aacactcttt gaggaccata aaatgtcatt gacggtcaac agaaacggtc
  2274241 gctataccgc tgctgtaacc taccccctgc taacttgacg ttacagtgat gttagcaacc
  2274301 tatctgtaac gccaataatt ttgggcatga atgtctgaca attttatgaa actcaaactg
  2274361 cgcgtctaac ctgctcatcc agcagttgtg aagttatatc ggcagactgc ggagaaagtt
  2274421 tacgtttttt tactgcgcgg gaaggaggct ggcaaagact gcagacaaaa ctgtttagtg
  2274481 gttgatgggc atgggtgata aatgtccccc cacagcaatt gcatctggaa agctgcaaca
  2274541 tgccactgtc aacgaaacgg accagcgtcc aggctcgggt caacgccagt aatggcggga
  2274601 cttcaggcag atcgggacac tgttcgaggt aaagccgata cgctctaatc accgcttcaa
  2274661 cacccgtgca atagccactt ttaagcaaga aactgtaagc gttataaaac atcgacgaat
  2274721 gaatattctg ttcccaagtc ataaaccaat cggtcgaaaa cggcaacatc cctttagggg
  2274781 gagggctgcc tctaagctct ttgtagagct tgattaaacg gcctcggcta agctgtgttt
  2274841 cactttcaag catctgtaga cgagcaccca acgtgatcag ttccattgcc aaatgtatgt
  2274901 ctttagcttc ctggacaata cttttctcaa ccatcaatca tgctcttttt ttaggcgtac
  2274961 tatcgtcttt taacgatagc tcgtggagta agtgactcga caagagaatt ccggtatgga
  2275021 tttgttgcag gtcatccacg cgagactcta ttcgttagat gatggatcgt gttgtggtca
  2275081 ctaaaacgga agtgacaaac taattggtta gtttcagcta gtttaaccat ttgcggtaac
  2275141 gttaactgtg ataatgcatc cgccatggta tccgtaatac ctaagcgaaa catcgccgac
  2275201 gctttttcat cattaattaa ccgttgagct aaaagtaaat atgacaaatt aatatcataa
  2275261 atatgtttga gtaattcaga cgtactcatc ttacacatcc caactgatta tgttttaaaa
  2275321 cataaattga atgacaaaat ttatcactca aaaccaggga tccttcccgt tatattgtta
  2275381 attagacctt acagacccta attactttac gttacagggg gtaaccacct tttctcaccg
  2275441 tctcacccga gttactgaca tgagccactt tacaaaattc gctcatttgc ttcactgcct
  2275501 cagcgccaac gactttggac agagcagaaa aggtaattaa aacttactaa tgtaacatga
  2275561 caaaaaaatc accattctgg tatgaagcag cacatcaaaa gcctagctgc tgaatgttac
  2275621 actgctttga tcttgccttt tttatatgaa ctatttctta caaaatgtta ggaatattcc
  2275681 taaagaggac caactctact cccgaatcgt tagcacatac aatgtgagta gctatttatt
  2275741 ttaaatgtaa tgtgatacaa atcacaaaaa taaaatataa gtctattttt ttgcattttt
  2275801 tctgatcaat tatcactcac atgtacacct ttaaaaattt aaaaagtaaa aaaggagcta
  2275861 aaaaacccta aatattagcc taatttttat catttttaga tcaattcgaa taaaaacatc
  2275921 cccaaactga aatatcagag caaatatatg ttataagcta acattatcaa tattaagcgc
  2275981 tgaacttaga tttcattact cgtcttcttt aaccaaaaac gccataaaat tattttttaa
  2276041 tgaatattta tgctgaacag aaagatttta cagttggtca tttattcatc cttcactgat
  2276101 ttaacataaa aagaaatgtc agcctgtatt aaaagtaaca atagaggtaa cggtatattt
  2276161 cactctttat cgccacctcg aacacgccgt tagcactggc tgatatctgc attcttgtaa
  2276221 gaaaaccacc atttaatcat aaattaaatt aactaatttc attaataata tgcatcacaa
  2276281 gatttgctga ccaacgctgt acactcgtta actcactact gtcactgcct ttttacgtca
  2276341 ctacaaataa atgcgacaaa tatctcaatt ttgaaaggtg tcatccccta atcttttaaa
  2276401 tacacacact attccagggc agccaccccc ggaatagtgt cttgagatca accaggctat
  2276461 ttgaaaccgc gccccctcaa agccattcgc cgaaacggcg gatatagaac cgcttcatca
  2276521 gttgcgcaac aacacagtag caaatcagtg tacccgctaa ccaagggaaa tattgccatg
  2276581 gcagcggctc taaccccact aatgtgccta atggtgagaa aggaatatag atcccgatgg
  2276641 ccataattag acctgtggtc aataacaccg gtaatgcagc agtactttga ataaacggaa
  2276701 ttttttgcgt acgcaacata tgtacgacga gagtttgcga caataaccct tcaataaacc
  2276761 accctgactg gaacagtgcc tgatgttcaa cactgttcgc ggcgaaaaca aaccacatca
  2276821 acgcataggt tgtaatatca aaaattgatg atgttggccc aacccataac ataaagcggc
  2276881 caatattctt ggcatcccac ttacgcggtt tacgtaaaaa ctctttgtcc atcttatccc
  2276941 acggcaaaga gagctgagaa atgtcataca tcaagttttg taatagcaaa tggatagcca
  2277001 gcatgggtaa aaacggaata aatgcgctgg ccactaatac cgaaaacaca ttaccaaagt
  2277061 tagaactggc agtcatattc aagtatttga tgatatttcc gaaagtttcg cgccctttaa
  2277121 tcaccccggc ttccagtacc atcaggtctt tttccagcag gataatatcg gctgactctt
  2277181 tagcaatatc ggtcccagta tccactgaaa tgcccacatc ggcatcacgt aatgccggtg
  2277241 catcattgat cccatcgccc aagaagccca cggtatgtcc gttgctttgt agcattttta
  2277301 gcacacgtga tttttgtaac ggtgtgagtt tggtaaatac cgtgcgtaat tccacttccc
  2277361 gcgccaacgt agcctcatcc attgcttcga tatcacgccc attcagtggt tccccaggtt
  2277421 ccagcccaac atcccggcaa atttttgcgg taataattgg attatcgcca gttaatactt
  2277481 tgacggcgac accattctcc cgcaatgcgg caatcgccgc cgctgcactt tccttcggtg
  2277541 ggtcaagaaa tgtcagtaac ccctgcacca ctaaatctcg ttcatcgtca atattcaacg
  2277601 gcacagggct gacctgagcc cctaactctc gggtcgccag caacaagaca cgaaaaccat
  2277661 cttcattata ttgcgtagcc agagcttgta gcgttgcacg gcgggcagca tccagtggaa
  2277721 agatgtcatc accttcccgc acatgagtgc agatactgag catctcctcc accgcacctt
  2277781 tgcaaattag gtgctgttgt tgttgcgcat cttttaccac gatggacaaa cgccgacgga
  2277841 taaaatcgaa cggtaactca tccactttat tgaagttgcg caacgcctct atttctggct
  2277901 tgccacgact aaatttgatt accgcctgat ccatcaggtt gcgcattcca ctttgatgga
  2277961 agctgttaag ccatgccagc tgcaatacct tattgtcgtt acaaccacta acatctaagt
  2278021 ggtgctccag aatgatacga tcttgggtta aggtgccggt cttatcggta catagcacat
  2278081 ccatcgcgcc aaaattctgt atcgcattca aacgcttaac cacgacttta cgccgggcca
  2278141 tcgcgatggc cccttttgcc agattagaac tgacaatcat tggcaacatt tctggcgtta
  2278201 aacccacagc aaccgccaag gcaaacaatg cggcttccgt ccaatcgccc ttggtaaagc
  2278261 cattgatcaa caagacaatg ggcaccataa ccaacataaa gcgaattaat aaccaactga
  2278321 cgctattaac accacgatca aaggctgttt gcgcgcgagt ccccacaata gatttagcca
  2278381 gtgaaccaaa gtaagtatgc ccccccgtgg cgaccaccac ccccattgcc gtaccgctgg
  2278441 ccacgtttgt ccccatcaga catatattag agagttcaag cagttccccc tcactgccgg
  2278501 cacccgcatc cacggatttt gagctgacac accccatcgc atcatacttt tcgaccggaa
  2278561 tcgcctcacc ggtgaggatc gcctggctga caaataaatc acgcgaatta atcaggcgta
  2278621 aatcggcagg gatcatatca cccgcagaca acagaataat gtcgcctgga accaactgat
  2278681 taattggaat ttcttgctga gttggtttag caccatagtg gccgcgacgc agtaccgtcg
  2278741 cggtggtacg caccatcgat ttcagtgctt cggccgcctt attcgtccga tattcttgcc
  2278801 agaatcgcaa taagccacta atcagcacca ttgtcacaat aatgctcacc ccgataagat
  2278861 cagtttcccc accctcttgt aatggcagcc aataatcggt aaagaaactg atagacgcca
  2278921 aaataattaa aacaaaaata aacgggttat taaatgcggc caataactga agaaaagccg
  2278981 gtggcgcttt ttcatgcgca acctgattaa taccgtataa ttccagccgc tctctggcat
  2279041 cctcttccgt caaaccattt aaatgcgtat ttaacttgaa taatgtttgt tcgagactat
  2279101 tttttgcttc cagtgcaata gcaaaaggtt tcttattatt actacggttt gcatctgttt
  2279161 tttctaattt acgcataacg cttctctttt aattcaaaac gcacgaagct tatccgctca
  2279221 atatccccgt agttcttcaa gatacagagg tgttagctag cctttcttac cccagtcact
  2279281 gaattattta agatcttggg gatttactcg gttgccgcct acctgtatct cgaagtaaat
  2279341 agggtctgat tgagagatat gggtgccgaa ttatgtcatt gcgttaccaa ttttaaattt
  2279401 aattagcaac agtcgattaa gttaactctg gggtgttcat ccataacaac tccttactgc
  2279461 ccaacggggc agcgtatatg acttaatgag acactaaata ataaatccat tatttaatta
  2279521 acttgtcgtt ttatctattt atcgttttat ctatttattg cttaattaat gactcgtcag
  2279581 gccggtaatt cagatgcaat gcgccaacgt atggcactga cactacgttc caaacttacg
  2279641 cggcagacaa tattttcaat ttctttttgt gccgctggcg atgccactat ttctgcacag
  2279701 acttctaact gaccagatcg ggcaatatca gcactgcata acgactgcaa gtgcaacgcc
  2279761 atcccattta atgcctgcaa aatcagtgtg cgaaccagta tttcatcttc agctccgcaa
  2279821 gtgatcagaa tacgataacg gacatctaaa tctatcgcct gctgttgagg ctgcaaatta
  2279881 atacgttgtg ctgcttcacg taataagatg ttggcacaca gaataaccgc agttgcgaag
  2279941 gcagcattcc agtacaaacc cagaccacaa agcacaccaa tgcccgccga acaccacagc
  2280001 gtggccgccg tattcagacc gcggatattc atgccttcac gcataatgac acccgcacca
  2280061 aggaaaccaa ttcccgaaac aatctgtgcg gcaatacgcc cagggctatc tggtgatgta
  2280121 gcataagaac tgagaataaa tacggcagct cccgtggcga ctaacgcatt agtgcgtaga
  2280181 cctgccatac gctgacgcca ttgtctttcg gcaccaatta atgcaccgag gcacattgcc
  2280241 agtaataaat tcataacaaa aggagttaat gacatgattc tctccatgaa ataatcattg
  2280301 gtagaataat catgtgctat ttatacccta aataattcga gttacagtca ggcgacaaac
  2280361 ttgaaatatg acggtatata cctacgctac tttaagatgc aggtaggcag ataacacccc
  2280421 tgcatcttga agggcgacgg gcatagcaca caggtaatgg tgctgataga tatacccagt
  2280481 ttataaagtg gcggccagaa tactgacaaa gcaacaactt catagacgaa aagtataatt
  2280541 cagcaataac cggtgttagt gcctggagga aagagtgcgt ggctgttaaa ttccataata
  2280601 aaaatccaaa ttaataccct cgacatttac catcgagtta acactttatt tggggatgca
  2280661 cagctcaaag atataccgag agggtgctgc ccgccttttt cggcaagcaa caaatcaata
  2280721 gagagatagg ttagcttgcc ttgcttattt gacttgtact ttgcgtatcc attagtttct
  2280781 ccatcgtaat tttccaaaag tataattgtg ggtgataact atgtaaaggc tatattctta
  2280841 aacaatactt aaacaaaata aaggatgatc aaataatagt gcttagcata aagagtactc
  2280901 ttcattattt aatgccaaat tatttctctc aatccggcgt tatctgcact gcctgattca
  2280961 acagacctcg ataacgacat aacatcacgt ttgactacat gacatcacgc ttgggcagca
  2281021 ttaaatctca ttatcatttc ccttgtatgg aacagtaaac aatgagttga tgacaacttt
  2281081 atatggatgc catgactgct gattatctcc gtaacgcttt cgccctaaac ctaccgtgaa
  2281141 cgttgctact aaaaaccgga gggactacac agccactcca catcgtagcc aacgccttga
  2281201 ccttattata aataacctaa tagatctttg ttttaagttg cgaccgtgat ctcatttata
  2281261 cccctaatta ttttagagtt attgccgata ggttcttaga gcaatgttgg gataatttca
  2281321 gatatctccc ctaaataatt cgtagcgatg cctattaggc aaggcccctc cctcaagcaa
  2281381 ctataaaaac ggaactaaaa atgaaacgtg gaagtgcgca caagccattg gatatgaaaa
  2281441 tagcaccaga gccgaataaa gataccaaag tgtcctttat caataatatg cgtctggtca
  2281501 ctttgtttat cgtcatattg gcgggaatat tgcttttatt tgccgccgct attgggacat
  2281561 cgggctactt tttaaaacaa agtaaccaat ctttggcgca agcgacgcaa gagatcgaca
  2281621 tccgtcaggg tctgtctaac agctctaatc atctacgaac cgcccgtctt attctgatcc
  2281681 aggccgcctc ctccgcacgt attggtgatg ctacaggcta tcagcaaggc ctaaaaaatg
  2281741 cagaaggccg catagctcag tcacagcaaa tgttcgacct ctattataac cggccaacaa
  2281801 aatctgaaac ggacatggcg ctggatgtac cactgaaaaa agcctacgaa caatatcgtg
  2281861 acgatgggat gaaacccatg ttagcggcaa cgaaagaggg ccactttgaa gaggttatct
  2281921 ctcttgatgc tgagaaaatc agtctgctag acgacggcta taacgaacca ctgctgaaag
  2281981 ccgttaaata tcgtacagag caagcgaacc agattaacca gtccgctcac caagaagcgc
  2282041 gccttggtta cattctcatg gcgggggctt ttgtcttggt tatcttattg acaatgattg
  2282101 ctttcttagt catcagtaag gtaatcatca atccaattaa ttggttggtc acccgtattc
  2282161 agtggattgc ccagggggat ttgacgcaat ctcccgtctc atttggccgt aatgaaattg
  2282221 gcgtactggg aagtaatatc cagcaaatgc aggatgcatt agccatcaca gttgaagcgg
  2282281 tgcgcagcag tgctgaatct atctatcaag gatccagcga aatcgccttg gggaatactg
  2282341 acctttcagc acgcacagag cagcaagccg cttcacttga acaaactgcg gccagcatgg
  2282401 agcaactgac cgcaaccgtg aaacagaatg ctgaaaacgc ccatcacgcg agccaactgg
  2282461 ccgcgaatgc atcgggtaaa gcagctcaag gtggtgatat tgtcagtgat gttgtcagca
  2282521 ccatggataa aatatctctc agctccatga aaattgctga aataacgaat gttattaata
  2282581 gcattgcgtt ccaaactaat attttggcac tgaacgcggc ggtagaagcc gcgcgcgcgg
  2282641 gcgaacaagg gcgcggtttt gctgtagtgg ccagtgaagt acgccacctg gcgcagcgca
  2282701 gatgccgcaa aagaaattga gtcgctgatt gaagcctcag ttgatttaat tggtgacggt
  2282761 tcaattctgg tttcaaatgc gggtaaaaca atgaacgaga ttgtcacagc agtcactcac
  2282821 gtcactgata tcatgggtga aattgcatca gcttccgacg agcaaagccg cggcatcagc
  2282881 caggttgcgc aagccgtatc tgaaatggat aacgttactc agcagaacgc ctctttagtg
  2282941 caggaagcct ctgcagcggc agcctctctg gagcaacaag ctgaaatatt gactcaagcg
  2283001 gtcgcggtct tccagcttgc gggtcactcg tctatcaagg aatttaaaag ccctgtctcc
  2283061 cctcctacag gccaaaatgg ttctggcatc aataagaagc caacggatgg ttcactgaat
  2283121 tgggaaactt tctaagcaag caatctttgt tggccatttc agatgcagct tattcatcta
  2283181 agtaataccg ggaagcgagt ggccgcttaa aataccaggg aagataaaaa gcaaaaaccg
  2283241 gaggataagg tatgaacctt cctccggttt tttatcgcaa tacaaacgag cctaaggaaa
  2283301 aacagtggca gcgtaaccta ctgagaaagt ggctccacaa aggtgccatc ttggctatcc
  2283361 acttcattaa agaaccagac accggccgga taatccgcca aagagaccag atacatcacc
  2283421 ccctcactga actcttccac ctctaaaaca accccttcac ggcgtgggcc accatcagtt
  2283481 ttgactgtca ctcgatcatt aactttcatg ctattaccct tagttaaatc aatgcggcta
  2283541 gtgtagtaca aaatgagggg cgaatgataa ggtttacggc agacccgcct gtgattggcg
  2283601 gtgaggttac gttgtaacgg attgtgcttt attacagatg gggattttat tacagaaggg
  2283661 actttattac agacagtaaa aaacccgcct tagcgggttt ttttataatc agccaaaggc
  2283721 caattagatt gcagttacgt ttgctgcaga cggaccttta gcaccgttct cgatagagaa
  2283781 ctgtacattc tggccttcag ccagggtctt gaagccttga tcttggatag cagagaagtg
  2283841 aacgaacacg tctttgctgc catcagctgg agtgatgaaa ccgaagcctt tagactcgtt
  2283901 gaaccacttt acttgacctt tcatcatgtt agacatgtgt atttccttta ttaaaaaatt
  2283961 ttgccgccat gggcgtgtta tagccggtta tcagtcgtta cttatggagg cactatgaag
  2284021 gaaattcgtc agtgaagagc tatcaacgat aacgctttaa atatgaacca ctttactcaa
  2284081 gatgtcgtgc ataaataggt ctgtaccaca ggccgagacg cattaactca tgagcgagta
  2284141 ttaatagcaa ctctttttag taaccaaact gaatattctt gtttatatgc ctaaaataaa
  2284201 accaaaggag tcaattaatg tacttttccc cttatcttca tacggcataa tcctctaaat
  2284261 tgttatctct tcgtagtgcg ccctgcgttt tttggcctct catagctgac atgtgcgaca
  2284321 gatcacattc tggacatctt gtttacagag aggcgctgaa agtttatcta ttgagtttgc
  2284381 tatgatgagt tgccaccgaa aatccagccc attcaggctt atcactgacc caaataaaat
  2284441 cgtctcctca gacataacaa aaataaggct gacaccatga cgtcacagga aaaggtacca
  2284501 ctccaggtgc aactgagtct tccccagatt ttgtcccgcc gagattggga aaacccgcag
  2284561 atcacacagt atcatcgcct ggaggcccac ccgccttttc acagttggcg tgatgtagaa
  2284621 tctgcccaga aggatcgtcc ttcaccacag caacaaacac tcaatgggct atggtcattc
  2284681 agctatttca cacaacctga agcggtaccc gagcactggg tgaggtgcga tttagccgag
  2284741 gcaaagccgc tccctgtacc ggctaactgg caacttcatg gttatgacgc accaatttac
  2284801 accaatatac aataccctat tcccgtcaac ccaccacggg tcccggatct aaatccaacg
  2284861 ggttgctatt cccgtgattt cacgttagag ccaagctggt tggcatcggg taagactcgc
  2284921 attatttttg acggtgtcag ttctgcattt tatctgtggt gtaatgggca atgggtaggt
  2284981 tattcacaag acagccgcct acctgctgag ttcgatctca ccccctattt gcaggctggc
  2285041 agtaaccgta tcgcagtttt agttctgcgc tggagtgatg ggagttatct tgaagatcaa
  2285101 gatatgtggc gtatgagcgg aatttttcgt gatgtgaaat tgttgcataa acccgagatt
  2285161 cacttacggg atatccacat catgacgcat ctatcccctg aattcacctc tgcaaattta
  2285221 gaggtaatgg cggccgtcaa tatcccctct ctacagctca atgatccgca ggtgaccgga
  2285281 tcctatcagc tccgtgtaca actttggtta gccgataaat tggtcgccag tttacaacag
  2285341 cctttaggca cccaagccat tgatgaacga ggtccttata ctgatcgtac ccagctagta
  2285401 ttgcgaatag atcagcctct gctctggagt gccgagcagc cgacgctata ccgagccgtg
  2285461 gtttccttgc tcaatcatca gcaagaattg attgaggccg aagcctatga cgtgggtttc
  2285521 aggcaagtgg caatccatca aggcttgctt aaaatcaatg gcaaagcggt gctgatcaga
  2285581 ggggtgaatc gacatgaaca tcacccgcaa acaggtcagg ccattgatga agagagtctg
  2285641 ttgcaagaca ttttattaat gaaacagcat aattttaatg ctgtgcgctg ctcccactat
  2285701 cccaatcatc ctttatggta ccgcctttgt gaccgctatg gtttgtatgt ggttgatgaa
  2285761 gcgaatattg agacacacgg tatgcagccc atgagcaggc tgtccgatga cccaagctgg
  2285821 ttttcagctt tcagtgaacg ggtgacgcgg atggttcagc gagatcgcaa ccatccatgc
  2285881 attattatct ggtcactggg caatgaatca ggccatggcg caacccatga tgccctctat
  2285941 cgttggataa aaaccaatga ccccacccgc cctgtgcaat atgaaggggg cggtgccaac
  2286001 accttagcga ccgacattct gtgtccgatg tatgcccgtg ttgatgaaga ccagcccttt
  2286061 cctgccgtcc ccaagtggtc aatcaaaaaa tggattggct taccgaatga atctcgcccc
  2286121 ttgatcctat gtgaatacgc ccatgcgatg ggcaatagct tcggtggatt tgcccgctat
  2286181 tggcaggcat ttcgtcagta cccgcgctta cagggcgggt ttatttggga ctgggtagac
  2286241 caaagtctga ctcatcataa tgaccatggt cagccttatt gggcgtatgg gggtgatttt
  2286301 ggtgatactc ccaatgaccg ccagttctgc atgaacggat tagtcttccc tgaccgcagc
  2286361 ccgcacccga gcctttatga agcgcagtgc gcacagcaat tcttccaatt ttcgttgctg
  2286421 agtacgaccc cgttggtgat caacattacc agtgaatatt tgttccgaga gagtgataac
  2286481 gaacaattat attggcggat aatgttagag ggagaatccg tgttggaggg tagccaaccc
  2286541 ctgaatttgt cgcctgaaag ctcacagtgc tacaggttgg cagagaaatt acccacgctt
  2286601 aataaacctg ggcagctatg gctgaatgtt gagataaggc aaccaaaaga aaccccgtgg
  2286661 tcccctgctc aacatcgcag tgcctggcat caatggcgct taccacaacc actcttttcg
  2286721 ccgtccagtg atctgaccaa tgctacagcg cattatgccc ctcaactgca acataacctt
  2286781 caactacaac atgaccttca actgcagcaa gatgaacagc atattaaggt gacttatcag
  2286841 caacaatgct ggcaattcag tcgtcaaacg gggcggttgg cgcaatggtg ggtggcggat
  2286901 aaaccgatgc tactgcgccc actacaagat caatttgtgc gtgcgccgct ggataacgat
  2286961 atcggtatca gcgaagctac gcatattgac cccaatgctt gggttgagcg ctggaagaaa
  2287021 gccggaatgt atcaactcca gcaacgctgc ctctctctac acgtagatca tttatcccat
  2287081 tcagtacaaa tcagtgccga atacggttat gaattcgagc aagagccctt gctacacagc
  2287141 cattgggtat accgttttga ccgacatggc cgtatgacca ttgatgttaa cgtccgtatc
  2287201 gctacctcac tccctgcgcc agccagaatt ggcatgtgtt gccaactggc tgatatctca
  2287261 cctacggttg aatggctagg gttggggcca catgaaaact accctgatcg gcagcttgca
  2287321 gcacaatatg ggcactggtc cctgccatta gagcagatgc acaccgcgta tattttcccc
  2287381 agtgagaatg gcttgcgctg caatacccat acgctgaatt atggccgctg gacgttaacg
  2287441 ggcgatttcc actttggtat aagtcgctac agcacccagc aactgatggt gacctcccat
  2287501 caacatctat tggaacccga agagggcacc tggctcaata ttgatggttt ccatatgggg
  2287561 gtgggcggtg atgattcatg gagcccgagt gttcacattg atgacatact cacccgtgaa
  2287621 acctatcagt accaaatctg ttggcaatac aaggtgtaag gcatcggtgg gggggcagag
  2287681 gcaaggatga gtcatgccga caccagcccc cccgcagttt cggattaata cctatatcgg
  2287741 cactaaatta atgtttatac aataaccaag ctccaaacat ctcttaattt ctgttgtcac
  2287801 gatgcaagta ggccatacat gcattgctcc tttgcaaaat ttacgcgctc atcctatggg
  2287861 cgcttttttt gttcctttat cccctccatc gctgccttta tcctctcttt cactgatagt
  2287921 tacgcacgtt cactctatga attttttcca ttacacgact aagataccct tttagccatt
  2287981 atcatcttga gtcactacca cttactatca tctttggcca cagccatcat tgctgactca
  2288041 ccgccacgcc attaagagga atattatgac attgttaact catctccctg caaacatggt
  2288101 cgcgattgaa atcacccagt ttggtggacc agaggtatta gtcccagcca aacggccaac
  2288161 ccccatgcca gccgctggcg aaattttggt gaaagtatct gccgctggag tgaatcggcc
  2288221 tgatgtcatg caacgtcgtg ggcaatatgc gcccccaccg ggtgcctcag atattcccgg
  2288281 attagaagtt gccggcgaag tggtcgccac tgccgcggat gtcacgcgtt ttaaaattgg
  2288341 ggacaacgtc tgcgggctga tcgcgggcgg cggttatgcg cagtactgtg tcatacatga
  2288401 aaccaatgcg ttaccgatcc ctcaggggct tagcgccatt gaagccgccg cacttcctga
  2288461 aacgttcttt actgtctgga ccaatttatt ccaacgtggt cacttcactg caggcgaaac
  2288521 cgtactcatt catggcggtt cttcaggcat agggacaaca gctattttgc tgagcaaagc
  2288581 ttttggcgcg gcaacggtta ttgtgacggt aggttcggaa gagaaacgtc aggcgtgcct
  2288641 gaatctgggc gcagatattg ctattaatta tcacactcag gattttgtcg ctgaaaccaa
  2288701 gcgggcaacc gccggtaaag gggcagatgt gattgtcgat ttaattgctg gtgattatgt
  2288761 cgcacgcaat tatgacgcag cggcgatgaa tggccgtatt gttcagattg gtacacaaaa
  2288821 tggtcatgcc aaagacctta acctgatgct gatgttaata aaacgtctaa cacataccgg
  2288881 ctccacactg cgctcccgta cagttgcaga gaaagcatta attgccaacg aacttgaaca
  2288941 acacgtttgg ccactgctga gtgagggtaa aatgaaacca cagattttca gtaccttccc
  2289001 gctggaagcc gccgcaaaag cccatgaact aatggaaagc agtacacaca taggtaaaat
  2289061 tgttctcacc gcttgagcca taaatgccta ttatcagcag gatacgatac ccaaaataat
  2289121 tcaagatgca ggtagtcagc aaccgagcaa tccccaggag cttagataac tcagtgactg
  2289181 gggtgagcaa gggcaactaa cccccttcat cttgaagggc gacgggtata aagggtatat
  2289241 aacagtttta ctggctaatt tatcgaactg atatgcttta gcattaagct ttcatgctaa
  2289301 tatataacaa actgtaatgg tttaatttca ataagtcatt aatcacaagg ttataattat
  2289361 ggacataatt aaaaaaatat taattgacga catcgccaga ataaacaaaa aagaaaaaag
  2289421 agatggtcgg ttaaaattta acagtgattt tgtccacaaa catccttatc tctgtctggc
  2289481 gatgttagtg tcatacgtct ttgttttggt tttgatgtac ttaacgcctt actttggtac
  2289541 tggctatatg atcgccttta ctgttttttt tgttgtcatg tcagcgattt taatgatgga
  2289601 aatcaagccg gtatttaagt ttgaagatat cggtgttctt gacttgcggg tctgttacaa
  2289661 cggtgaatgg ttctttagcc gcgcattatc aacccaggca atcgacgaaa ttttgaacaa
  2289721 caaaaatatc agtgatgact ttaaactccg tttcaaacat atcattagta acaaaggcga
  2289781 aatagatttc tatgatgttt acgatttagc ctatatgcaa aaaaaaccaa ttcaactcaa
  2289841 tgatctgaaa accacgccgt ccctggtcag caataccatt attagtccat aaacatgatt
  2289901 attaggccat aaacgcatcc aaacactatc gctagcggtc atcctggcga tagtcaatgc
  2289961 actcatcttc aatataccaa tgttcaatat gccaatgttc aatatgccaa tggacaatat
  2290021 gccaatggac aatgcgccaa tgcgccaatg gtcagtacgc tttgtaccgc caggctcctt
  2290081 aactcttctc agcatgttat atcccctact gattacctct tttgatggca tgtaaaacac
  2290141 ctattttatt gataccgcct tcttgcttgc ggttggcccc accctaacca ctgagactgc
  2290201 tcccaacttt gggtctactc accgaggtta ccgcagctta tcttgttgtc gcgccagtca
  2290261 cgtagaaata taaacattac aatataagaa atgtattttt atcaattaga gatataaaaa
  2290321 atgttaggtg gctatcggta ataactttaa acctacctat aatccattga tacatctaag
  2290381 aataagaggc agtaactatg gacaaaattg acgaacaatt gattgccatt ttagtcgaaa
  2290441 atgcacggac ctccctgaaa gacctgtccc agaaagtcaa cttatcttcc ccgagcacct
  2290501 ctgaacgtct acggcgtctc gaagagcaga atatcattct taactacaca ttaggtttgg
  2290561 accaaaaagc ctttggttat aacttacaag ctattgtccg cgtcaaacct gtcgccaaca
  2290621 tgctggatgc tgttgagaaa atgatcaagg acacgccaga gtgcatagag tgtgacaaaa
  2290681 taaccggtga tgactgtttt ttgagccgtt tatccattcg gtcaatggga caactggata
  2290741 ccattgttga tcgctggtca gagcaagcag aaacctatac ctcgatagtc aaaaccaccc
  2290801 cgattacacg gcgatttcca ccattagttc gaccgataaa aatataaaaa gcggaagtga
  2290861 gcatctcaag cctcacgtta cctataataa agggttatta ttgacagaat tatattgata
  2290921 tttaggagca gatctttgat gtgtattgat aaaccagagt cagatccgct gatccttaca
  2290981 cttcctaaca cgcgctggga ccagaatgca gaggataata ccggtgccat tgaggcactt
  2291041 gagcaaggta aagtcctgtt cttacctcac ctgacttttg aactgagtga gcaggaaaaa
  2291101 cagttactgg accctaccct ggttgatgtt aaacgcaaga atatcagttt caaaccgtta
  2291161 gaaggtgtat taactggcgt gactgatgca agcaaaatcg cattaacccg ccagttattg
  2291221 gatcgttatt atcaaagttg cctcagtttg gtacagcaac tcctcccggt ctatacgcat
  2291281 gcgctacaca gcccgaccaa tagcttgaga ttacaccctg tggccgcctg gcgcgacagt
  2291341 acgtcatggc gtaaagatga tagccgctta catgtagatg ctttcccgtc acgcccaaac
  2291401 tacggtgagc gtatcatccg catattcacc aatattaacc cgcatggtga agcgcgttcc
  2291461 tggcgtgtcg gtgaagattt tacacaactt gccagccgct atttgccaca actggatagc
  2291521 tattcatcgc tcagcagttg gttgcaacat aaaatcggta tcaccaagcg cccccgtagc
  2291581 cattacgacc atctgatgct ccaactgcat gacaaaatga aggccgatct cgcttatcaa
  2291641 aaagatggct tacaacaggc cattgagttc ccaccaggca gcagttggat atgcttttcg
  2291701 gatcaaacac ctcatgcggc gatgggcgga caatttatgt tggagcaaac gttactacta
  2291761 cctgttgaag gaatgaaatc ctcccagcgc tcaccactga aaatactgga agcgttgaca
  2291821 caaaaaacgc tgatataagt ggccacatag cgtctaactc cctcactaac cctatggggg
  2291881 agttaataga ctaaggctca cgcgcctgcc tgatataccc cgccaactaa tcataaaaaa
  2291941 agtgcttatt cgacttgatc ccacagaaaa aaataaatat catttttcca cactgaagcg
  2292001 gaacctatta tagtgagaac agccaaaggt ttatttcatc aagcgtatcc tacgtaagga
  2292061 gatgctttaa gatatagatc ttaagcgtgt atccctacgt gtacagttat taggccctat
  2292121 cagataaagt ggaggctaat atggtcaaag tctatgatag aaatagaaac caaattgtcc
  2292181 cagggcaacg cgtgatgatc gcacaatctg gggtgattga tgtggcaaaa gccattcatg
  2292241 ctgacggaat gtctgccgta caagcagagc gggagaaggt tgtcgagtta ctgcataccg
  2292301 gtgaacgcca cgttcctttt gatttagtga gactaggttt ataagcatat cattttaatt
  2292361 tcatcacaag attattttag tttcatcaca ttagcctagg cttatagcca ccgattaaaa
  2292421 cagcgatttc cgattaaccg cagtacgctt tcctgccggt atttatttgc cgggtctggc
  2292481 ctacctttta ttgggccacc cggctttttt tatgacagct tttttataac agattgcacg
  2292541 gcaataataa tatcaactgt aattacctga atacgacccg ccgtaataat aagatgccat
  2292601 catatgtaat ccggttggtg tttatgccaa ccagataata tccatttaga tgtggcaggc
  2292661 aggttcaatt accttagcca ctttcttttg gaatgtatca agctcgcaaa gcttatcgtc
  2292721 accgttattt tcacaaccag caactgcaac ggaaataata cccgctgggt tatttttcag
  2292781 atccaatttt tcggcattac gcaactgatc catcgtttgg tagaacatct tcaccgcaac
  2292841 gtagcgctgg tggttatccg gattttgcca tagttcaaaa accaatcccc cacctggtgg
  2292901 agtattatca ggttgctcgg gtagctgcca gtcggctccc agcatacccg caatattggc
  2292961 aatattggta tcatgcccac cgaggaacaa gacccggttt tgggctgaaa tgggtagctt
  2293021 ttgcccctga gcatccagtt gaagggttaa agccgtatct atctgctgta ataatggcgt
  2293081 ccctttatga cgggcgatat acggtgtttt tgccattaaa ttaaattgcg cgttatgtaa
  2293141 tgacaataag gatacccaat tctccgcccc ttttagccgt tgccaggcaa cctctggcat
  2293201 ggcttgtgcg ttttgtaata agaagatttc acccaatgtc gatgataacg ccagtggccc
  2293261 actgagggtc acttttgtcc cttctttatt aacgttaact tcattggccg caaagtgggc
  2293321 aaaatcacac gtttttcctt gctgttgcaa agatttgcaa taaggagaag ccgcaaaatt
  2293381 cagcacgtcc cccatctggg caaaaggttt agcgtagcgc tggctcaccg tatctaacgg
  2293441 cccgcccaac tgttcttcaa tcgctttatc tgtttgtgcg gcgtctaact tacacacgcc
  2293501 agcctctacc ggatggaaca ggggatcggt ctttttcaaa tcggcctgat tatgcacggt
  2293561 caaaccacac cccggagcca caccatcaag aaatgcctgt ccggttaagc gggtacgttg
  2293621 atcgatatct gcctgtgcat ataccccccc ctctgccgga catcccgccg ctaacaaacc
  2293681 aaggctgcga aagtaatcac cataaaaccc ccccatcaat gtgaccaact ccgcaccacg
  2293741 tggcgttaaa taccccgctt ttaccggcca ttgtggccac ttatctggcg taacatcatt
  2293801 cataagctgc gtttgtttgg tcggcgagcg aacaccatgg cgactcaaaa taaccacacg
  2293861 ttctaaagta tagcccgatg gctcggcggc taccggcgca gtaatagcag ccaatccgct
  2293921 tagcatcaat accagcccag atagccgtac acgattttct aatactgaca tgattctata
  2293981 tccttattaa aactgcgaat attttgactt catcgagtat ggtttacgat cgtctggcta
  2294041 acaatgtaga agcacaataa gattgatata acatttccca cgggccaagc gtctcagaca
  2294101 attcagcctc gcggtatggg ctggcgtaga caagcaggga ataatttata taatcaggtc
  2294161 aaataaataa aaaggtctga ttatgtcatt tactgaatgg gtaatactgg gtgtcgtttt
  2294221 gggttgtgtg attggcgcgc tgctgaaaat ttttggtaaa aaaaaggacc gctaacctct
  2294281 ggctgcggat aaataaatgc agatgaaggg gaaacctgcc gttggggccg tagatttaag
  2294341 gtaccaatgg cgtaagccac cgaagcgcgc ttgcccgata gttggcaaaa cggtatctgg
  2294401 tgcggtaccc ccttcaagca ccgcgctata aaacaggttg gccatcttct gttggcgctg
  2294461 gcacaaccag aatatgaggc caaagacgat aaatcacgac ggtcatactg accgctgctg
  2294521 ccgttgttcc ataatccgat gcaagtttgt ctccagccac accgtcagcc cttccacctg
  2294581 ctcttggatc tcttttccta acggagtgag gctgtattcc acgtgaggtg gcactaccgg
  2294641 ataagcagtc ctgtcaataa aaccatcttc ttcaagatgc tggagcgttt gtgccaacat
  2294701 tttctcactg accccaccaa tctttcgtct caatgcacta aaacgcagtg tttcattact
  2294761 caaagcgatc aagaccaaca ccccccagcg gctagtcacc cgcttgagta tctctcttga
  2294821 cgggcaatcg acattaagca gttcaccgcg cctgagttgt tccggaaatg aaatgttgcc
  2294881 attcatattt tgtagttttg tcactctcac actaaccttt tggtatgtac ttacgtaaag
  2294941 tgagtatatt gcatatgatg gctttaagga tgattttggg cagatatatc caaaatagtc
  2295001 ttctctgagc gtcaactgct cttcttctaa atatggagcg tcattatgat cgcagtcacc
  2295061 ggtgccaccg gccaattagg ccgcctcgtt attaacgtat tattaaaaaa agtgcccgcc
  2295121 cacgacatca ttgcggcagt ccgtagccct gataaagcca aggatcttat ggcgttaggg
  2295181 gtgcaagtgc gtcaagccga ttataatcaa ccaacaacgc tggatagtgc gtttaaaggg
  2295241 gttgataaac tgctgttaat ttcatccagt gaagtaggac aacgtgttgc gcagcatacg
  2295301 gcggtgatca atgcggccaa gcgcgcgggt gtcaaacttt tggcgtatac cagcctgtta
  2295361 catgcggata aatcccctct gggattaggt gaagaacatc gggcaaccga gggattgcta
  2295421 cgtgattcag gtctgcccgt cgtattactg cgtaatggct ggtataccga aaattatgcg
  2295481 gcaagcatcg ctccagcctt ggcccacggt gcatttatcg gtgccgcagg caatggacgt
  2295541 atcgcttcag ccagtcgtga agattatgct gaagctgccg ccacagtact ggttcaggaa
  2295601 aatcaagccg gtaagattta cgtattggct ggcgatgatg cctatacatt atccgaattc
  2295661 tcggcagaaa ttactcgcca atccggtaaa gcagtcgcct accaagattt atccgaggca
  2295721 gactttaaac acgccctaat cagtgccggt ttacctgacg gcttggccgg tatgctggcg
  2295781 gattcagatg ccggtgccgc gcaaggtggg ttatttgatg actcccatac attgagtaaa
  2295841 cttattggcc gcccaaccac cccttatgcc aaggtaataa cagcaacact ggcgacacgt
  2295901 taaactgcct taatagcttg atcacctaag cgaatcaggc cccatgctgt cttagatggc
  2295961 ctgatttgcg atttatctgt tacgccattt attggttaag ctatttcgct gttaagccaa
  2296021 gccgccgcgg ggttgtctcc ctaactttga tcaagcctat cgaagtcctc gtcatggtag
  2296081 acaggtgcag atatcgaact tattcctact cccacaaaaa attttcactt taatgcagat
  2296141 tcacgatata tatccgaatc aaccttaaca aataattcct gtgttattca taactaataa
  2296201 acatttgtgc gagaattatc ttataacgag catgtcatgt aactttttaa cttatttcaa
  2296261 caccttcagc agcgaactga agagcgcctc ctccttatga aaaaaacatt aattaattta
  2296321 atcaatttaa gggtgatact ttccgcagga ataatctcaa ccacttgttt taatgtgatt
  2296381 taattatatt ttttaatgcg ttaaatcgtt ttaaatcttt gagttaacgt acaacacata
  2296441 ataatcacat aaaaaatata acgctctaaa taagtgcaaa ggcagaaata aacagcacct
  2296501 ttatagggca taaataattt aataaatgta agtataaagt tttcctcaat gacgccgatt
  2296561 atcgtcagta attattattt atatacccta aataattcga gttgcaggaa ggcggcaagc
  2296621 gagagacaca tcgtctggaa ccgatttgaa cagcatttat gctagctcgc aggataaggc
  2296681 tcattaatct cgataagctt acttatttaa ggtcaacgac cagtaagtaa ttcggattat
  2296741 tgaacgtagc caacgcacag gtaacttgaa gtataacggg tctattgact accagggatc
  2296801 tcctcccttt actgaggtta atatgagagt taacaaacct gtcagccggc aggagtatcc
  2296861 cattgagcgc gatatcacct tgcagtccac cactgatatt catggaaata ttgcttacgc
  2296921 taatgctgct tttgttcgtg ccagtggctt tgaatatcaa gagttgcagg gtcaacctca
  2296981 caatatggta aggcaccccg atatgccacc cgcggctttt gctgatatgt ggcaaacatt
  2297041 gaatgccggt ctttcttggt cttcattggt gaagaatcgc cgtaaaaatg gagattatta
  2297101 ctgggtccgg gctaatgcga cgccactgcg ccataatggc cgtttaaccg gttatatttc
  2297161 ggtacgtatt gcgccaactc gcgatgaggt aaaacaagct gaagcattgt ataccgattt
  2297221 caacaccggt aaggcaaaac ggcggcatat tgccttgtat cgtgggctga tcgtgcgcac
  2297281 ggggtggctc tccccacttt ctttgttcca aactttacca ttacgctggc gcctgcggag
  2297341 tgccttgcta agttccgcca tcattccaac cgccgccgcc agtgtgatgg aggtagcggg
  2297401 tcaacctctc ttgattctcg gctcggtggc attgacctgg agcgtattgg cttcactgtg
  2297461 gttggagcgg cagattgccc gccccatcgc ggctattttg caacaggcgc aggacgtttc
  2297521 ctccggagaa gcaggcgatt atgtacaact aaatcgtgtc gatgaaatcg gttatttaat
  2297581 gcgtagcgtc aatcaactcg gcctgaacct acgttcttta accgatgatg tcagtggtca
  2297641 ggttgatggg attaataccg ccagcaacga aattgctgct ggcaatcgcg aactaaaagt
  2297701 acgaaccgaa caagcaaccg ataatctgca acacattgtc agtgccacag aacaattagc
  2297761 tgcgacagtg cagaacagcg ctaacagtgc caatgaaaca acatcactcg ccgaaatgag
  2297821 cagccatgcc gcagaaaaag gcagcgagct catgcaccaa gtcattgaaa ctatgggcac
  2297881 tatcaatgac tccagccatc gcattgtaga tattatcagt gtgattgaag gcattgcttt
  2297941 tcagaccaat attctggcac tcaacgcggc cgtagaagcg gcccgggcgg gtgaacaagg
  2298001 tcgtggattt gccgtagttg ccagcgaggt acgccatttg gcacaacgtt cgtcaaccgc
  2298061 agcaaaagag attaaacatt taattgagac cagtgtagag cgggtacgtg acggaagtac
  2298121 tttggtgcaa agtgccggtg ccactatgga caatattgtc aaacaggcaa gccaggtctc
  2298181 tacgttgatc agtgaaatca gcacctcgac tcatgaacag acacaggccc ttggccaaat
  2298241 ccggcaatcg atcagtcggc tagatcaaat gacttaccag aatgccgcga tggttgagca
  2298301 atatgctggc gcggcagaag aactggcaca tcggacattg cgactaaccg cggcggtccg
  2298361 tatttaccgc ccattgaata acgtaggaaa gttaagggat tagacagaat caccgcatta
  2298421 tctgttaccc ctatcccgac tgggaggtga tttatcatag caataatcta aaacctcgct
  2298481 atagtgggta ggtggttatc caattattaa ataaggagtt ttatgtcatc aattaaccaa
  2298541 acatctgttc gcgctcacac aggtgaaact ggtgcaaact tacctggtga agatcatttg
  2298601 atcgcccatg aagctttgct tgtcgcctta atggttgaat gcgcgaatga gtcagataac
  2298661 gatcagttcc tgcttagcat ccgagaaacg ctgaacggca ttttaagttc ctcacgttat
  2298721 cttgatgcca atgctattgc gaatggcctt attgatgagg ccgatgacaa ggccaaccgc
  2298781 tagcattcag ccttcaatac attcattcct caatacattc attcctcaat acattcagcc
  2298841 ctcaatattg agggcgtttt actgctgcct gccaagccca ccccaagttg ttaatacaca
  2298901 acacatatca tatacaaacc tttaacaaaa ccaatcgaac ctcaatagcc tcgtataatt
  2298961 gatagataat agtgatatca ctacaactat aaaatgagag caacagcatc acccatgaca
  2299021 atataattac cctgccagcc taatccagga ggtacgtaat ggtctcactg aaagaagtgg
  2299081 caaatctagc ctctgtttca ttaatgaccg catctcgagc gattaatagc ccagagcaac
  2299141 tgcggccgga aacgtatcag cgagtgatgc aggcgattga atccctgaat tatgtgcctg
  2299201 attttgcagc ccgtaagatg cgcggccacg ccaccaaaac atcaaccctg gcagtactcg
  2299261 cctgggatac ggcgaccaca ccgttctcag ttgaaatatt gctctccatt gagttaactg
  2299321 cccgagagtt tggctggaac agctttttag tgaacctaac ctcacgcgag gacagccaac
  2299381 gggcgcttaa ccaactactc gcccaacggc ccgatggcat tatttttacc gctatggggc
  2299441 tacgtcaggt caccattccc gagcgatttc gggataaaaa cattgttctc gctaattgcg
  2299501 tcagtgaaag ccattcaatt cctagctaca ttcccgatga ttttgatggt caatatcaag
  2299561 ccatgaagtt gctgctgcaa cgcggatatc agcggccttt gtgtctttat ctgccggagt
  2299621 gtaccttggc aggcaaggcc cggcgggcag gggtagaaaa agcctggcag gaatctgcat
  2299681 taccaacaga gcaactcaat cagtgccata tagcgtgggg agatgaacat tatcaggatg
  2299741 tcattccgct attggaacgc cattgcccta agggaaaacc taattttgat gtgttaattt
  2299801 gcggcgatga ccgtatcgca tttttggcct atcaggtttt actggccaaa ggtgtggtaa
  2299861 ttccacaaca ggttgcggtg atcggctatg gcgatatggt tggtatgggt gaattgtatc
  2299921 taccaccact gaccacagta caactcccct attatgatat tggtcgtcaa gctgccctcc
  2299981 atttaataag aggacgtgaa tcgcgggcaa tacatcggtt accctgccca ctactagaac
  2300041 ggggatccat ccgtgactca atgcctaata actgtgtgcc tcttttcagt aaacagcgat
  2300101 aaatagcgct catggatgca tgctaaggac tgatcactgc ggagcagagt ggcaagaacg
  2300161 gggctgcgtt atacggggaa gcacgccata aatagtataa acttcacgaa agcataagcc
  2300221 ctcgtgaagt ttatagatac gtcagaacta catgtgctta ataatggcgt cgccaaactc
  2300281 actacacttc aacaacttag cgccttccat cagacgttcg aaatcataag tcacggtctt
  2300341 ggcttgaatt gcgccttcag tgcctttaat gattaagtca gcggcttcaa accagcccat
  2300401 gtgacgcagc atcatttctg ctgaaagaat aatagaacct gggttcactt tatcctgacc
  2300461 agcatatttt ggtgcagtac cgtgagtggc ttcgaacagt gcgcagtcat caccaatgtt
  2300521 agcccccgga gcaataccaa taccgccaac ctgagctgcc aatgcatcag agatgtaatc
  2300581 accgttcagg ttcatacaag cgataacatc atattccgca ggacgcagca ggatctgttg
  2300641 caggaaagca tcggcaatca catctttaac gataatttct ttgccgttat ttgggttttt
  2300701 gattttaacc catgggccac cgtcgatcag ttcaccacca aattcctcac gcgctaactg
  2300761 ataaccccag tctttaaacg cgccttcggt gaatttcata atattgcctt tatgaaccag
  2300821 cgtaactgat tcacgatcgt tggtaattgc atattcaatc gctgcacgta ccaaacgctt
  2300881 agtcccttct tctgaacacg gtttcacacc gataccacat tgttcaggga aacggatttt
  2300941 cttcacaccc atctcttcac gcaggaactt gatcactttc tctgcttcgg gtgaacccgc
  2301001 tttccattcg atacccgcat agatatcttc agcgttttca cggaaaatca ccatgttggt
  2301061 cagttcaggg tgttttaccg ggcttggggt gccttcataa taacgcaccg gacgcagaca
  2301121 cacatacagg tcaagttgtt gacgcagagc aacgttcaaa gaacggatgc cgccaccgac
  2301181 aggagtggtc aacgggcctt tgatagcaac gcgataatca cggatcagat ctaaggtttc
  2301241 ttctggcaac caaacatctt taccatagac atgggttgat ttctcaccag tgtaaatttc
  2301301 catccaggaa attttacgtt caccgttata agctttctta accgcagcat ctaccacgtt
  2301361 gatcatcgcc ggggttacat caacaccaat accgtcacct tcaataaatg gaatgatcgg
  2301421 attatgcgga acaaccagtt taccctgagc atcgacagta attttcttac cttctgccgg
  2301481 aacaactact ttgctttcca tcaacctctc cttcagcgca attttgttaa tgctttgtaa
  2301541 gattcgtgtc aatactactt gaatattcgt tccgcgccaa tccgaaacgg attggggtat
  2301601 aatgcgctaa tcattcgaaa ccgcaataat catgaataaa ttctctgtta aaaatcacaa
  2301661 agttaaccga ttcagcacta aggcacaagc caggcagtcc ccccccgctg cgccacggcg
  2301721 ggtattgtta ttcaataaac cttttgatgt attaccgcaa ttcactgatg agtctggacg
  2301781 caccactttg cagggtttca tcccttttaa ggacgtttat gctgctggcc ggttagatcg
  2301841 cgatagcgag ggcttattgg tattaaccaa tgatggcaag ttgcaagcca ggctcacgca
  2301901 accggcgcaa aaaacaggta aagtctattt tgtacaagta gaaggggtcc ctgacaacga
  2301961 tgcgctcaca cagctaaaac gaggcgtaac gttgaaagat ggcctgacgt tacccgcagg
  2302021 cgcggagtta gtggcagagc ctgagtggct atggccgcgc catcccccta tcagagagcg
  2302081 taaaaccatc ccgaccagtt ggttgaaaat aacactttat gaaggccgca accggcaagt
  2302141 acgtagaatg accgcacacg ttggcttccc taccctgcgc ctgattcgtt ttagtatggg
  2302201 aaatttaagc cttggcaact tacagcccgg cgaatggaag gagataactg atgtttaaac
  2302261 cgcatgttac tgtcgcctgt gtcgttcata ctcaggggaa atttctgatc gttgaagaaa
  2302321 ccatcaacaa tgaaaaacgc tggaaccagc cagccggtca tctggaagcc gatgaaaccc
  2302381 tcattcaggc agcagaacgc gagttatggg aagaaacggg gattcgcgcg acaccacaac
  2302441 attttttacg gatgcaccaa tggctggcac cggacaatac ccccttttta cgtttcgctt
  2302501 ttgtcattga attacccgcc caactgccaa cacagcccca tgacagcgat attgatcgtt
  2302561 gcctgtggct aagtgccgat gaaatattgc aatcgacgca tttacgctca ccgttggttg
  2302621 cggagagtat ccgttgttac ctgcagccag agcgctattc gcttgatctt atagggacct
  2302681 ttaactggcc gctctgaccc tcagccagat ttattcaggt aatttacccc ggagagtgaa
  2302741 tcggcaatgc accgttgcgg gcaacgtgat aaaatccggc gcttgttttt ataatgcctg
  2302801 atccaagtca acggcttact cggatggtac cctccgtcaa actgcagaca gataatccag
  2302861 gtgtttacgt gagtgagact cctatgtcag ataatagcca gaaaaaagtc atcgtcggca
  2302921 tgtccggcgg tgtcgactct tccgtttccg cttacctgct ccagcaacag ggctatcaag
  2302981 ttgctggcct gttcatgaag aattgggaag aggatgatga cgaagaatat tgctctgcag
  2303041 cgaccgatct ggccgatgca caagcagtat gtgacaaact gggtatggag ttgcacaccg
  2303101 ttaattttgc agcagaatac tgggataacg ttttcgaatt gttcctggca gaatataaag
  2303161 ctgggcggac acctaatccc gatattctgt gtaataaaga gataaaattt aaagcgtttc
  2303221 ttgaatttgc agctgaagat ttgggcgcag attatatcgc cacaggtcat tacgtccgtc
  2303281 gccaggatgt tgatggtaaa agccgcctac tgcgcggcct tgatggaaat aaagaccaaa
  2303341 gctacttcct gtatacatta agtcacgaac agattgctca aagtttgttc cctgtcggtg
  2303401 agttagaaaa acctgaagtg cgtcgcatag cagaacagct cgatttagtc accgcaaaga
  2303461 aaaaagactc aacgggcatc tgctttatcg gggagcgcaa attccgtgat ttccttggcc
  2303521 gctacctgcc tgcacagcca ggtccgatca tgacggttga cggccaactg gtgggtaaac
  2303581 accaagggtt gatgtatcac accctcgggc aacgcaaagg tttaggtatc gggggtacca
  2303641 aagagggggg ggatgacccg tggtacgtcg tggataaaga cctggacagc aacacgttac
  2303701 tggttgctca ggggcacgaa caccctcggt taatgtctgt tggcctggtt gctcaacagc
  2303761 tacattgggt cgatcgccaa cccgtgaccg cccctttccg ctgtgtcgta aaaacacgtt
  2303821 atcgtcagca agatattccc tgtaccgtaa caccacttga tgacgaacgg gttgacgttc
  2303881 ggtttgatga cccggttgct gccgtcacgc ctggccagtc tgccgtcttt taccaaggtg
  2303941 aaatctgcct ggggggcggt attattgaac agcgttaccc actgactaat ccggcataaa
  2304001 ataatccagt gataaatgga agccagtaac aaatcagaac gtttacagga gtgatcgtgg
  2304061 cgaagaatta ttatgacatt acactagcgc tggcagggat ctgtcagtct gcccgcttgg
  2304121 tccaacagtt ggcccatgaa gggcagtgcg ataatgacgc actgaatacg gtacttagag
  2304181 ggctgctaca gaccaatccc tcttcaaccc ttgctgtcta tggcgatacg gaacaagtcc
  2304241 ttaaaatggg gctagagacc ttgcaaagtg tattaaatgc caatcgtcag ggcgaggcgg
  2304301 cggagctaac ccgctatacc ctaagtttga tggtgctaga gcgtaagctc agcgcaagta
  2304361 aatcagcgat gaatacgtta ggtgagcgca tcagccaact tgatcgccaa ctggcgcatt
  2304421 ttgatctcga atccgaaacg atgatgagtt cgctggcatc catttatgtt gatgttgtca
  2304481 gcccactggg cccacggatt caagtcactg gctcaccggc tattctacaa agccccttgg
  2304541 tgcaggccaa agtccgggcg accttactgg cgggtatccg ctcagcggtg ctttggcaac
  2304601 aagtcggtgg aagccgttta cagttaatgt tttcgcgtaa ccgtctgttt aaacaggcac
  2304661 agagcattct tgcccatacc taattcttgc tcatacctca ttgaaatatg aacgttaaaa
  2304721 tctgacctca ggagttgcca ccaatggaat tatcctcact gaccgccgtt tcaccaattg
  2304781 atggacgtta cggcgacaaa gtcagcgcac tgcgccccat ctttagcgaa ttcggtttgc
  2304841 taaaattccg tgtgcaggtc gaagtgcgtt ggctgcaaaa actggcagcc tgcgcagaaa
  2304901 ttaaagaggt tcctgctttt gatgccaacg caaacgctta ccttgataaa attgtgcaag
  2304961 agttcaatga acaagatgca caacgcatta agaccatcga acgcacaacc aatcatgatg
  2305021 tgaaggctgt cgagtatttt ctgaaagaaa aagtggaaaa tctccctgcg ttacatgccg
  2305081 tgtctgagtt cattcacttt gcttgtactt cagaagatat caataacctg tcccacgcat
  2305141 tgatgctgca aactgctcgc caggatgtcc tgctgcccgc atggcggcag attattgact
  2305201 caataaaagc actggcccac caatatcgcg atttaccctt actgtcccgc acccacggcc
  2305261 agcccgcgac accctcaacc atcggtaaag agctggcgaa tgtggcgtac cgcatggaac
  2305321 gtcagttccg ccaactaaca caagtggaaa ttctgggtaa aatcaacggt gcagtaggca
  2305381 actataacgc ccacatcgtg gcctaccctg aggttgattg gcatcagttt agtgaaagtt
  2305441 ttgtgacatc gctgggaatc aactggaacc catacaccac gcaaatcgag cctcatgatt
  2305501 atattgctga gttatttgac tgtgtggccc gtttcaatac tattttgatc gattttgacc
  2305561 gtgatatctg gggttatatt gctctgaatc acttcaagca aaaaaccatc gcgggcgaaa
  2305621 tcggttcaag caccatgccg cataaagtta atccaattga tttcgaaaac tcggaaggca
  2305681 atttgggtct atcgaatgcc gtgctaggtc acatggccag caaactaccg gtttctcgct
  2305741 ggcaacgtga tctgaccgac tcgaccgtgc tacgtaatct gggtgtgggt ctgggttatg
  2305801 ccctgattgc ctatcaggca accatgaaag gcatcagcaa actggaagtt aacgaagcac
  2305861 atctgttgca agagcttgat cataattggg aagttctggc tgaacctatt caaacgatca
  2305921 tgcgccgtta cggtattgaa aaaccgtatg aaaaactgaa agaattgacc cgtggcaaac
  2305981 gtgtcgatgc cgcaggtatg caagcattta tcgatgggct ggatctacca gaagaagaaa
  2306041 aaacccggtt gaaggccatg acgccagcga attacattgg ccgcgccacc accatggttg
  2306101 atgaattaaa gtaatattct ttatctaata caggtggctt agtttggtaa aagctaacgc
  2306161 catctgtatt attccttccc cccctttccc aacgcctccc ccactaacct tcgctgttca
  2306221 tccactgttt acccgctgtt taacggctgt cattgataat gctcacaatt tcaaaaggac
  2306281 gttacaatca caggagctgt tatgttgaaa caatccctat tatcccttgc cctgatgggt
  2306341 tcctgtagtg tcgccatggc agataactac acttatgtcg ctggtggttt gcagttcggt
  2306401 tcaatcaata gcaactcacg ctttgatcaa cagtttgacc gacaaaatta tagccatatt
  2306461 ggcaataaaa atatgggtgg gatttatctt aacggcggtt atagctttga taactcgctc
  2306521 ttcattgatg gccgacttag cagccttgcc aatgataacc gtggtagtgc agatgccgtt
  2306581 cttggattag gctattattt tgcttttact ccggatattg atttctacac cgtcgtgggt
  2306641 gccagccgcc atgcattagt atttgatgcc agcaaagacg gtaaaaaaac caatacttat
  2306701 aacagtgcta gcggtgaaat tggggttaaa accaaactat caccagatat tggcgtgaac
  2306761 atcgcctatc gtctggcaaa ttatgataaa cgcgcatttc atgaagcgcg gatcatggca
  2306821 gattatgctc tgacacaaaa actggccgct gaagtcggtt atacctacca taactggcga
  2306881 gtcagtgacc aagcgatgca agtcggccta cggtataact tctaatatcg ttacagcgct
  2306941 taaatggcta ccacatttaa attgttacaa catttaaatt gttgcaacgt ttacattgtg
  2307001 acggcgtcta agtttttata gcgcgccatg cattatcgtg ctcaagacgg tatagcacct
  2307061 acataatgag cgtcaaattt tcacttaccg gataatatcc tgttatccgg ttaacgtttt
  2307121 atcaaggatt ggtgtatgcg ggttctggtt gtggaagata acgcgttgtt gcgtcaccat
  2307181 ctgacagtgc aaatgcgtga aatgggccat caggttgatg ccgcggaaga tgctaaagaa
  2307241 gcagactatt tcttacaaga gcatgccccc gacattgcta ttatcgatct tggtttgccc
  2307301 ggtgaagacg ggttaagcct tatccgtcgc tggcgtagcc atcaagaaaa cttacccatt
  2307361 ttggtcctga ccgcacggga aagctggcaa gataaagtcg ctgtactgga agccggtgcc
  2307421 gacgattatg tgaccaaacc gttccatctg gaagaggtca ttgcccggat gcaagcactg
  2307481 atgcggcgga atattggcct ggcctcccaa attattgagc taccgccctt ccagattgac
  2307541 ctttcacgcc gtgagttatg tgttaaccaa caacaaatta aactgacggc atttgaatac
  2307601 actatcattg aaacccttat ccgcaacgca gggaaagtcg ttagtaagga tacgttgatg
  2307661 ctacaacttt atccggatgc ggaattgcga gagagccata ctatcgatgt attaatgggt
  2307721 cgactacgta aaaaactgct ggcagaacat cagggtgaag tcattacgac tattcgtggt
  2307781 cagggatatc gttttgacgt caactagaca ctatgctcag aaaaaataat aaacccttct
  2307841 cccttcgagc ccgttttctt atggcgacag ccggcgttat tttagcgctg tcgctatctt
  2307901 atggcatggt cgcggtggta ggttatatcg tcagttttga taaaagcacc ttcagagccc
  2307961 atcgtggtga aagtaattta ttcttcagtc tggcacagtg gcataacaat aagctcagca
  2308021 tctctgttcc gccagaactt gaactgaacg tccccagcct ggtcctgatt tacgacaaag
  2308081 atggtaatat tttatggcgt cagcgtcatg tccctgagct ggagtcgcac attgagaaaa
  2308141 gctggctgca aaagccgggg ttttatgagc tggataccgg gacgcacatc agtagaatga
  2308201 tgatgggtga caacccaaaa gctcaagatc agttaaagaa atacgatgac accgatgata
  2308261 gcgcacttac gcactcagtc tccgtcaata cctacgccgc gacctctcgt ttacctcaac
  2308321 tcaccatcgt ggtggtggat accatcccac aagagctaca acgtactgat ctagtgtgga
  2308381 actggttcag ttatgtcctg ctggcgaatt tattattagt cattccctta ttgtggcttg
  2308441 ctgcctattg gagcctgcgg ccaattaaag cactggctag tcaaatcagc cagttggaaa
  2308501 aaggtgagcg tgaacaactc gatgaaaacc cacctcgtga gttacaaagt ttagtccgta
  2308561 acctcaacat cttgctgatg aacgaacgtc agcgctatac caaatatcgc acgactctgg
  2308621 ctgacctcac tcacagcctt aaaacaccgc tggcggtgct acaaaccaca ctacgttctt
  2308681 tgcgtaccgg taaacaaaca accattgaag aagtagagcc gattatgctg gagcagatca
  2308741 gccgtatctc gcagcaaatt ggttattacc tgcaccgcgc aagtatgcgt tccgaacata
  2308801 atgttctagg acgtgaaatt cattcggttc ccgcgctact cgatagtttg tacagcgcat
  2308861 taaataaagt ttatcaacgc aaagggattg cgctgacact ggacatctca ccagaggtca
  2308921 cattcttggg agaaaagaat gatttcatgg aagttatggg gaatgtttta gaaaatgcct
  2308981 gcaaatattg ccttgagttt gttgaagtca ccaccttaca ctccgaaaaa caattgacca
  2309041 ttgtggtcga tgatgacggc cccggtattc ctgaaaataa gcgccagtta attttccaac
  2309101 gtggtcaacg ggttgatact ttacgtccgg ggcaagggct tggtttatct attgcagctg
  2309161 aaattattga acagtatcaa ggtaaaatct ccatcaccga aagcccctta gggggagccc
  2309221 gaatgatggt gacgtttggt cagcaacaag attgtcacga tgattaataa tatttgccag
  2309281 tcagcccctg atactgatgg cgggtatccg ttataatctc aggcaatttc acctttatcc
  2309341 tggaataaac atggattacc aactcgatct cgattggcct gactttctac aacgctattg
  2309401 gcaaaagcgc cctgttatcc tcaaacgtgg cttcaaaaat tttattgacc cactctcacc
  2309461 agatgaactg gccgggttag ccatggaaaa tgaagtcgat agccgcctgg taagccatga
  2309521 agatgggcgt tggcatgtta gccacgggcc atttgaaagc ttcgatcatt taggtgagaa
  2309581 caactggtca ttgttagttc aggcggtaga ccattggcat gaacccgcgg cggcgctaat
  2309641 gcgccctttc cgtccactct ctgactggcg tatggatgat ttaatgatct ccttctccgt
  2309701 gcctggcggt ggtgttgggc ctcattttga tcaatatgat gtttttatta ttcagggttc
  2309761 aggccgtcgc cgctggcggg tgggcgaaaa aactgaaatg aaacaacatt gcccacaccc
  2309821 agatttgctc caagtggggc ctttcgacgc tatcattgat gaagaaatgg agcctggtga
  2309881 cattctttat attccaccgg gcttccctca tgaaggctat tcccttgaaa atgcgctgaa
  2309941 ttactccgtt ggtttccgcg ccccaagtgg tcgagaactg gtcagtggtt ttgcggatta
  2310001 tgtattggct cgagaactgg gtagctatcg ttatagcgat ccagatttac agctacgcga
  2310061 gcatccagcc gaagtattac cgtccgaagt tgataaactg cgcacaatga tgctggatct
  2310121 ggtccagcaa cctgaacatt tccaaaactg gtttggtgaa tttatttccc aatcacgcca
  2310181 tgagttggat attgcaccgc cggagccgcc ttatcagacc ggcgatatct atgaactatt
  2310241 gaagcaaggc gatgaattac aacgccttag tggattacgg gttctgcggg ttggtgatcg
  2310301 ttgctttgct aatggtgagt tgattgatac gccacactta caggccgcca atgcactgtg
  2310361 ccagcacttt agcgtgaatg cagagatgtt gggtgatgca cttgaagacc cttctttcct
  2310421 ggcaatgctt gcagcactgg tcaatagcgg ttattggtat tttaacgatt gatcagcggg
  2310481 ttatggcagt acgtgtttat aacagtatgt gtttataaca gtacgtattt attgctgctg
  2310541 acaaaccccg ataactcgat ctgaaacggt gaggataggc agaagaataa agcgcctggg
  2310601 acgggtttac agcatcttta cttgctgcct attcactccg ctatgggcac tttgtcaata
  2310661 acctcaaacg ccccttttcg gggcgtttca gactgctgac aaaccccgat gactcgatct
  2310721 tgaacggtga ggataggcag aggagtaaag cgtccgcgcc aaggatggcg cggctcgagc
  2310781 ctacatggat gtatttacgg cgtctttacg atctgcctgt tctctccgtc gcgggcactt
  2310841 tgtcaataac ctcaaacgcc ccttttcggg gcgtttctct ctatcgttca gcttatgatt
  2310901 ctttagcccg cttggcggtc agctcagaaa ttcgcataat gactgcaacc gctttttcca
  2310961 tcccttccag cgtaataaac tcatgtttac cgtggtaatt atagcctccg gtaaaaatat
  2311021 tcgggcaagg taacccttta aaagagagtt gtgcaccatc ggtaccacca cgaattggct
  2311081 tcataatcgg agtaatatca cagtcaagca tggcctgttg ggctaattcg ataatgtgcg
  2311141 ggtgcttaat aatctgctca cgcatattgt aatagctgtc atcgataaca atttcgatat
  2311201 aacaatcacg atgtaaacct ttaccaaccc gcttggcgat atccaccata ttcttcttcc
  2311261 gcgcttcaaa gctatcgcga ttgaaatctc gaacaatgta gtgcatctca gcgcgttcaa
  2311321 ccgtgccttt aatactttgc agatgataga aaccgtcgta accctcagta cactctgggg
  2311381 tttcatctac tggcaactct tgatggtaac gggttgccag cgacaacgca ttaaccatga
  2311441 cgcccttagc actgcctgga tgaacattat tgccgacgat ctttattgcc accgatgctg
  2311501 cattgaaatt ttcaaactct aattcaccaa tgccgccacc atcaacggta taagcccact
  2311561 gtgcatcaaa ctctgccaca ttaaaaaact gagccccctt acccacttct tcatccggtg
  2311621 tgaaggcaat acgaatatcc ccatggggga cattacggtg ctttaagcgc accatagcgg
  2311681 taatgatttc agcaataccc gctttatcat ccgcccctaa cagggtttta ccatcagtcg
  2311741 tgatcaaggt atgtccaagt aattgatgta ataccgggaa cataacagga gataaaacct
  2311801 catcaccaat acctaacgca atatcaccac cacggtagtt ctccactatc tgtggattaa
  2311861 catttttacc tgaaaaatct ggtgaggtgt ccagatgggc aataaagcca atcgtgggga
  2311921 ccggccagga gacatttgcc ggcaatgttg ccatcacgca accatgatcg ctcaaggtga
  2311981 cgtgggaaaa gcccaacgtc aataattcct gttgcaacgc ctgagcaagc ttgcgctgtc
  2312041 cctgagtgct cggcacagat tttacattgg cttttgcttg tgtatcaaaa gaaacatagt
  2312101 tgaaaaatcg gtcgagtaat ttgtccatgg ttcccaccct cataatagtg aataacatta
  2312161 tggggaagtg atcatgatca aatattgcgt caggtcagct ttagataaac ttaagccaga
  2312221 ataataagag gtagtgacga ggtactcagg aatatgagct catcacccct gagtgattta
  2312281 tagcttattt atcgcctttt aatctgaagt tacaggtttg ctagcggctg tcacgccccg
  2312341 aattactggc acgaatcagt tcgccgggac gtgttgattg actgacgacc tgcaacacta
  2312401 atcaatttgg gtatatccgt aagttatctg aatgagttga ggcacccaac ggggaaatca
  2312461 atccccctga cgattctcac cgcatgtggt cagaaactcg cgaatatatt ctggtaccac
  2312521 tttactggcg aggccatagt gcttctcatc aaactggctt tctacctgac taggttcaag
  2312581 attcagttct actgtatggg caccatgtag atgagattca tgaacaaacc ccgcagcagg
  2312641 ataaacatgg cctgaagtgc caattgaaat aaagaaatca gcctcagcca gcgcctgata
  2312701 aatgtcatcc atacccatcg gcatttcgcc aaaccaaaca atatgcggcc gtaatggcga
  2312761 gggaaattgg caacaatgac aacgttcatc cgcactgaga tcgccttgcc aatccagtac
  2312821 ctgaccagat tgagtacagc gaacttttag caattcacca tgcatatgaa taacgcgctt
  2312881 actgccggct ctctcatgca agttatcaat attttgagtg atcaatacca ggttatcacc
  2312941 cagcacggct tctaaatcag ccagagcgaa atgcgcagca tttggcgcta tgtctggctg
  2313001 ctgcaactga cggcgacgtt cattataaaa acgttggacg agctcaggat cacgccgata
  2313061 cccttcaggt gtcgccacat cttctacccg gtgatcttcc cataaaccat cgtccgcacg
  2313121 gaaagtacgg atacccgact cagcagaaat cccagcacca gtaagcacaa cgacaaaggg
  2313181 tttcttcatc tcttttgcta ctgcactatc ccgatgaaaa atacgggagc gaaaacgttg
  2313241 atgccgcaca tgcttactct tacgaaaccg acacagccta tggcgaatgc gcataacctt
  2313301 ttgcctcttt ttctttatct gtcttgttat taatcgtgac gattattttt ctgccaaatg
  2313361 cagaaacgct gcaccacgaa cgcccccgga atcaccataa cgcgcttttt cgatacgcgg
  2313421 taaccgggcc actcgcaata aatgcgcagg caagcgcttt ggcagctcct gatagatttt
  2313481 ttcgaaatta gacaaccccc cacccaccac gaccaaatgg ggatccgagc atagtcaaaa
  2313541 gattgcccaa acagaccgcc agcacatcca taaagcgctc aacatgtgcc accgcctttg
  2313601 gctcacccgc agcataatgg gcaataatgt cggtggcagg taaagtatgt tgataaaaat
  2313661 gactgtacat ccactcgaaa ccgcgcccag aaatataatt ctctatacaa ccgcgatggc
  2313721 cacaaccaca ggggacgcgg ggaatatcgg caccaagaat atccagtgca tctactggta
  2313781 aacggaaatg accgaactcg ccagtgatgt ggttacgccc actgacaata ctgccattaa
  2313841 caattaaccc accaccaaca ccggtgccga gaataagccc cagcaccgtt gggtaagtgc
  2313901 gaaactcagg gtcccaggct tcggagagag caaaacagtt ggcatcgtta tcaatacgga
  2313961 cttcacgctg gatcaagcgg gaaagatcag cctgcaatgg ttgccccatc gcagacggta
  2314021 cattcgcagt aaataccgtg ccatcatccg cattgggtag ccctggaata ccgataccca
  2314081 cactgccttg aacaccgcaa taagtatcgg cttcctcggt taaatcccgc aatatttgca
  2314141 gtaactgcgg gtaatcctca cgtggcgtag gcactcgctt atgccatatt cgctgcaggt
  2314201 tttcatcaaa aacgcctagc tctattttgg tcccgcccat atcaaaaccg taatacataa
  2314261 gcctgccttt cttcaattac tgcccgctga ggacccgtgc cggatcaata cgactggcgc
  2314321 gacgtgccgg ataccaactg gcaatcaagc tgagcaccag tgccgttgcc aacacacaag
  2314381 ccacatcaaa ccaacgcaac tctgacggta gaaaatcaat gaaatagata tcgctcgaca
  2314441 aaaattgatg cccgaccatc ttttctagcc cgcggattat ggtggtcaac tgtagggaga
  2314501 cgataacccc tatcacggcc ccgctgatac tgccaataag gccagccaac aggccatacc
  2314561 aaatgaagat ggcgcgaatc agaccatctt tggcacctaa tgtacgtaat actgcgatat
  2314621 cgctactttt atctttaacc gccatgacca acgttgacac aatattaaaa ctggcgacgc
  2314681 cgatcacgag taccatcgct aaatacatga tagtgcggat catttggata tcacggtaca
  2314741 tatagccata ggtcccaatc cagctactga tataaacgta tgcgttactc acttcacccg
  2314801 cgttacgtac cagttgattg gcgttgtaaa catcattcac tttgatggcg atacccgtga
  2314861 cactatcacc catatcaaga tattgttgtg catcgattag aggcactaat gccaaactgt
  2314921 gatccaactg accactcagt tgaaaaatac cggcaacctg taaacggatg cgcttaggtt
  2314981 gcagcaattt catctcagga tcgctgttgg ggatcatcac cgtcaaccaa tcaccttgct
  2315041 tcacccccaa ggtatcagcc aatcctttac ctaaaataat ctgttgttgc ccggccttaa
  2315101 aatggctcca ggcattgtca agaacgaagc taggcaacgc actgagatgc tgttcggcct
  2315161 cgggatccac acctttgacc tgcactgccc gcagttgcgt actgttttca atcaaaccag
  2315221 taaaattaat ataaggcgca gcagccacga taccgggcac cttttcgata cgctgtaagg
  2315281 tttgtggcca accgctgaac ggctgattaa ccacggcaat ttcgccgtga ggcaccacgg
  2315341 ctaaaatacg atttttcagc tcacgttcga agccgttcat cgcacttaac cccacgataa
  2315401 gcactgccac acccaaggcg atacctagcg tagaaatcac ggagattaac gacaccatac
  2315461 cgccacgacg gcgaccacgg ctaaaccgta aaccgataag aagtgaaagt ggcgaaaccc
  2315521 ccatcactcg gcccccacca gcgtcaaatg gtgttgtagc tgaccatctc gcatttcaag
  2315581 ttgacggctc atccgtttcg ctaattgtaa atcgtgagtc accaccagaa acgcggtccc
  2315641 ctgacgaaca ttcaattcac ctaacagatt aaaaatactg tcggcattgc gttggtccag
  2315701 attaccggta ggttcatctg ccaataccag cgatgggtta tttaccaaag aacgggcgat
  2315761 agcgacccgt tggcgctctc cccctgataa ctccgatgga cgatgtttac tgcgcttctc
  2315821 caaccccacc gccgccagca tctcatgggc tttctcttgc gcttcagcgg gtttactgcc
  2315881 gccgatgagt aatggcatgg cgacattttc taacgcggta aaatcgggca acaaatgatg
  2315941 aaattgatag ataaaaccta actcccgatt acgcaattca gctttcgcgg tagaagagag
  2316001 ttggttaagc gaacgcccct gataaataac ctcaccagag gtaggtgaat ccagcccccc
  2316061 cagcaaatgc aacagcgtgc ttttacctga acctgaactg ccgacaatcg ccatcagttc
  2316121 accaggctcg atagcgaaag agacattgcg caggacatca gtatgcagtt ggccttcctg
  2316181 ataacgcttg cacaggttta tacattgtaa taaaggatga ttactcatag cgtaaagcct
  2316241 ctgcgggttg tgcggcggcg gcgcgccaag aagggtacag cgtggacaac agagcgatca
  2316301 ccatggctag cagtgcaatg accgtaacct gaagtgggtc aatctccacg ggtagcgttg
  2316361 cgccatcaat caatacgccc aaaataggga tcagggtgtt caattggctg gcgagtaaaa
  2316421 cccccagccc tgcccctagc aatgcgccga taaccccagc ggtggcacct tgcaccataa
  2316481 acaccaacat aatttgccgg cgactcaacc cttgagtctg caaaatcgcc acctcgcctt
  2316541 gtttttccat cactaacagc cccagtgacg taatgatatt aaaggctgcg acagcaataa
  2316601 tcagactgag caataacccc atcatgttct tttccatccg cacggcctgg aaaagctcac
  2316661 ctttacggtc acgccagtct ttccatacgg tgccttctgg caaactctgc tggctcaggc
  2316721 tatcgaccga cagcggctgc gagaggaata agcgccagcc ggtaatattc ccaagagggt
  2316781 aacgcatcag gcgtgatgca tcctgctggt taaccaaaat ttgatagcca tcaacttcgc
  2316841 tattcgctgc aaaggtgccg ataatattaa acacacgctg gctgggaata cggcccattg
  2316901 gcgtgaattg gctggcactc ggtaccatca aacgcagtgt ttcaccgcgt ttaaccccga
  2316961 gctggcccgc taacttctcg ccgaggatga tgttgtagct acctggcgct aacgctttta
  2317021 tatccacgtt aaccaaataa ttggccaatg gttcatgctg ctgtggatca acccccagca
  2317081 tcacaccggc ggccaaatta cgcgcacttt gtaacaccac atccgccgtg gtcaacggca
  2317141 caatatcact gacaccgctc agcgatttta gggttgaagc cggtatcttg tttggatcca
  2317201 aagaaccttg tggtgtggta atcagcgcct gtggcataag ccccaaaatc gtatcttgca
  2317261 gattacgctc aaaaccattc atcacagaca ataccgtgat aagagccatc acccccagcg
  2317321 taatgccaat ggtagaaagc cacgaaacaa accgaccgaa gcggtcagaa gcacgcccac
  2317381 gcatataacg caggccgata aatagggcga caggttgata catgaaatct gtttagatcc
  2317441 tgttgctaaa acaaagtgat cgaggataat aaagggtact cccgctttat ggaaccatta
  2317501 accgtctata tctccggctt ttattccaaa aaagggcgct tatctgtagc gatggccttt
  2317561 cgcgtgctag gatagccgcc cagataattt gtcgtcgctg ttgtgctgct actatcatgc
  2317621 caaaattaag cgctggttag cgactggtca atcatcagtt caaccacata caaagagact
  2317681 gtttaactgc ttatgtccca acaatatcgt tattcattgc ctgaacgacg tggtgatacc
  2317741 cgtcagttag gccagttgac cggatcagcc tgtgcggtcg aatgtgccga aatcattgaa
  2317801 cgccatgatg gcccggtaat gctgattacc cccgatatgc aaacggcctt gcgcttgcgt
  2317861 gatgagatcc agcaattctc gccacaaccc gtaagtaccc tctccgattg ggaaacgctg
  2317921 ccttacgata gcttctcgcc acatcaggat attatttcgg cccgcctctc ttgtttgtat
  2317981 catcttccgg caatgaaacg cggtgtcatt attctcccaa ttaataccct gatgcaacga
  2318041 gtgtgcccac acgaatttct acatggccac gctttggtga tgaaaaaagg ccagcacttg
  2318101 tcacgggata agttacgcgc ccaacttgag caagcgggct atcgcagtgt tgaacaggtc
  2318161 atggagcacg gtgagtttgc gacgcgaggt gcgttgctgg acttataccc aatggggagc
  2318221 aatgaaccgt atcggattga tttttttgat gatgacattg atagcctgcg ggtatttgac
  2318281 gttgattcgc aacgcacact cgtcgaagtt gagcaaataa acttactgcc agcacatgag
  2318341 ttcccaatag ataaagcggc gattgaatta ttccgtagcc aatggcgtga acagtttgaa
  2318401 gtccgtcgcg acaacgaaca tatttatcag caagtgagta aaggcatctg gcctgcgggt
  2318461 atcgagtatt ggcagccgct gtttttcagc cagcaattac cgacattgtt tagctatctg
  2318521 cctgaaaata ccttattggt aaacaccgga gatctggaaa gctcggctga acgcttctgg
  2318581 caggacgtta accaacgctt cgaaagccgc cgtgttgacc caatgcgccc actgttggcc
  2318641 cccgagagct tgtggcttcg ggttgatgcg ctgtttaatg aattaaaaga gtggccgcgt
  2318701 gttcagctta aaacagaggc gcagcccgcc aaagccgcga ataccaattt atgttatcaa
  2318761 ccgctgcccg atttatccgt tcaggcacaa caaaaagcgc ctcttgataa tctgcgtcgc
  2318821 tttattgaat cgtttcatgg cagtgtggtg ttctcggttg aaagtgaagg ccgccgtgaa
  2318881 accttacaag acctgctggc acggataaaa ctcagcccaa cactgatcac tacgctgtct
  2318941 caggcggcta accccggcca ttatctgatg gttggggcct cggaacgtgg cttcctcgat
  2319001 actgacaaac aactggcgct gatttgtgaa agcgacctac tcggtgagcg tgtcagccgt
  2319061 cgccggcaag ataaccggcg gaccatcaac accgatacgt tgatccgtaa tttggcagaa
  2319121 ctccgccccg gccagccggt agtccatctg gaacacggtg tcggccgcta tctgggacta
  2319181 accacccttg aagcgggtgg gataaaggct gaatacctga tattgactta cgccggtgaa
  2319241 gataaactgt atgtccccgt gtcatcattg catctcatta gccgctattc agggggtgcg
  2319301 gacgataacg ccccgttgca taggttaggc agcgatgtct ggagccgggc acggcaaaaa
  2319361 gccgccgaga aagtgcggga tgttgctgct gaactgctgg atatctatgc ccagagggcg
  2319421 gttaaatctg gctttaaatt taagcatgac cgtgagcaat accagctgtt ctgccaaagc
  2319481 ttcccgtttg aaaccacgcc agatcaagag caggcgatca acgcggtgct cagtgatatg
  2319541 tgccaaccgt tagccatgga ccgcttggtt tgtggtgatg tgggctttgg taaaacggaa
  2319601 gtggcgatgc gggccgcatt tctggccgtt accaataata aacaagtggc ggtgttggta
  2319661 cccaccaccc tgctggctca acagcatttt gataatttcc gtgaccgctt tgccacttgg
  2319721 ccggtacgga ttgagatgct atcccgtttt cgcagtgcca aagagcagca agtcattctg
  2319781 gaacaagccg ctgaaggcaa aatcgatatc cttatcggta cccataaatt gctgcaaagc
  2319841 gatctgcatt ggcacgatct cggcctgctg attgtggatg aagaacaccg cttcggcgtg
  2319901 cgtcataaag agcggatcaa agcgatgcgg gctgatgttg atatcctgac cctgacggcc
  2319961 acgccaatcc cacggacact gaatatggcg atgagtggca tgcgtgactt atcgattatc
  2320021 gccacccctc cggcacggcg tctggcggta aaaacctttg tccgcgaata cgatagcctg
  2320081 gtgatccgtg aagccatatt gcgtgaaatc ctgcgcggtg ggcaagtcta ttacctgtac
  2320141 aacgatgtgg agaatatcga aaaagtcacg cagaaactgg ctgaattagt ccctgaggct
  2320201 cggataacca tcggccatgg tcaaatgcgt gaacgggatt tggaacgggt gatgaatgat
  2320261 ttccaccatc aacgcttcaa tgtgctggtc tgtaccacca ttattgaaac cggtattgat
  2320321 attcccagcg ccaataccat tattattgag cgagcggatc acttgggtct agcgcagttg
  2320381 caccagctca gaggccgggt cgggcgctct caccatcagg cttatgccta cttgctgacc
  2320441 cccaatccaa aagccatgag caccgatgcg aagaaacggc tggaagccat tgcgtcactg
  2320501 gaagatctcg gtgcaggttt tgcattggcg acacatgatt tggaaatccg tggtgccggg
  2320561 gagctattgg gcgaggacca aagcggccag atgaccacga ttggcttctc gttgtatatg
  2320621 gagctactgg aaagtgccgt agatgcgcta aaagagggcc gtgagccttc attagaagac
  2320681 ctgaccagca accaaaccga aatagaaatg cgcatgccgg tgctgctgcc agaggatttc
  2320741 atttcagatg tgaatatcag gctgtcgttc tataaacgta tcgccagtgc gcgcaacgaa
  2320801 accgagctgg atgagttaaa agttgagcta atcgatcgct ttggcaagtt acccgacccc
  2320861 gcccgctatt tattgcatac cgccgaattg cgtcaacaag cccagaaact gggtatcaaa
  2320921 cgtattgaag gcaatgagcg tggcggtttc attgagtttg gcgagaacaa taaagtggat
  2320981 ccggtgtatt tgattgggct gttacaacgg caaccacaga tttaccgttt ggaagggcca
  2321041 accaaattga agttggtgca agatttaagt gatcgggcgc aacggttgaa atttattacg
  2321101 gagttactgg cggcatttgc acaacatcgc attgcctagc ctcggtatgt acacattatt
  2321161 tataggtata cacctcaacg tgatatgcct gaagttgatc aaacgaaact aacgcgtgaa
  2321221 gggtttctcc acagtgagaa acccgcgtta atgctaatgc cactcgctta actgtgcagc
  2321281 ccatttagct ggctgaacgc tctttctggc taaacgatca gaactaacac tatctccgcg
  2321341 ggttcttggt acaaggtctt ggataacaga tttggtatta cgctcggttg ttcagcacca
  2321401 gttgaccatt tttatcaatg gggatctgca tacctggatc acgatccata cgaatttttc
  2321461 cctgctgatc gccaattttg taggttacgt catatcccag cgtcttctgt gatttgtcat
  2321521 acacggtctg gcaacgctgt tgggttgtgg tataggtatc attttcctgc atattatttt
  2321581 gcacacgatt acctgcatat cctcccgcta acgcacccgc tacggtagcg atatccttac
  2321641 cacggccacc accgacctga tgccccaaca ccccacctgc gactgcaccc aaaactgagc
  2321701 ctgcgatctt attttcgtct tgtactggtt tgcggtgcgt cactgtcacg ttacggcact
  2321761 cttgacgagg cgttttgatg gtctctttta tcggggttgc agtaagcact ttggcatatt
  2321821 gtggtgcact ggagaagaca tctatattcg ccactgcagc aattcccaga gcggcggcaa
  2321881 taccaatccc cacaccggct aacattgatt tgttcacagg aaatcctcct gaaaatgtta
  2321941 ccacgcactt tttgtatcag aattttgcat agacgcattt tcgtcataaa aacaaaaatc
  2322001 tgaccacgcc cgatacagag agttgccctc taaaataccg ggatacggcg tgcgtgactc
  2322061 gccgtttgta aacacagggg ggagtctgca caatgcatgt tgaactggca ataagacaaa
  2322121 ggagtcaaat accccaagag caggtgtaag tgagtgtgtt taggaggaat ctgaccgcga
  2322181 gtgtttattg atgtcgtatt tttagtgaca ggagcctgtc cataattctg tgtaactgcc
  2322241 accgtattaa aggtgatcgc tcaggcggtc accgaactcg ataataaaac ggctcatcgc
  2322301 taaccgccag ttctggatcg gcatactcca tttttttgat gcatccttga tcgccaaata
  2322361 aacaaccttc cgcactgagt cgtctgtcgg gaacactttg cgctttttaa tggctgcacg
  2322421 gatcacgctg ttcaccgatt cgatggcatt cgtggtgtag atagccttgc ggatatcggg
  2322481 cggatagccg aagaatgtat tgagattttc ccagtgcgta cgccaacttt tgctaatttg
  2322541 cgggtatttg tcgtcccagg cctccgcaaa cttatccagc gccatcagcg ccgcctcttc
  2322601 tgtcggagcc tgatacacca ttttcaaacc gctggtgacg gctttatagt ccttccatga
  2322661 cacatatttc aggctgttgc gtaccatatg gatgatgcac agctggatgt gagtctgcgg
  2322721 ataaacactg tttatcgcat ccgggaaccc cttcaggcca tccacgcagg caatcagaat
  2322781 gtcctgaaga ccgcgatttt cagctctgtc agcacactta gccagaactt cgcaccttca
  2322841 ttttctgcca gccacatgcc cagcagctct ttctgacctt cagtgttgat gcccagcgct
  2322901 aggaacactg ctttgtttat cacgctaccg ttctggcgga cttttacgac aatgcagtcc
  2322961 atataaacaa tgggatacag agcatccagt tggcggtttt gccattcagc aacctgctct
  2323021 tttacggcat cggtgacttt agatatcagc gtgggagaca catcggcgtc atacatctct
  2323081 ttgaaggtgg cgacgatttc gcgggtggtc atgcctttgg cgtacaggga caaaatctgg
  2323141 ctgtccatct gtgtgatacg cgtctgattt ttctttatca gctgcggttc aaaggtgttt
  2323201 tcgcggtcgc gtggcgtatt cagctcgatt tcgccgtcgt cgcatagcag tgttttggac
  2323261 gaatagccgt tgcgggtatt cgagcctgat ttaggggtat ttttctcgtg cccgaggtgt
  2323321 tcggtaagct ctgcatttaa cgctgtttcg acggtaagct ttgttagcat acgagaaaat
  2323381 gcattaaggt cggcttcggt tttaagacct ttagccagtt cagccgcaag tgctttaagt
  2323441 ttcttttcgt ccataatttg cctgtctccg ttgttggagt gaagatatca aaaacaggca
  2323501 attacacaat attgtttaca gtctcagtga cagggccgaa taaatgcttc tatttcatta
  2323561 cttcaactat ggtcgtcttg ggactattta taaccccgat atgtactgtt ttatctgaac
  2323621 gttcagattt ccaatattca ccactatcct cagtacgatc taatgtaaaa cctattgaat
  2323681 ataagtaatt atgaattttt tcaatatcat tagaaccatg aaatgtaact gcactaacct
  2323741 ctataccagg cccatccacc gttgcataac caaattcata attcgatgat atacgaggac
  2323801 aattctttat tatctcatct gtgagtaatt gatagtgttt tttatcctgt tcggtataac
  2323861 gtgaattccc tcccgttaat acttttatcg tcggccaaaa atatatcatt ggcaatgcca
  2323921 caattaatat taacacgata aaaattatag ctactttttt cattgtacga ctatcctaag
  2323981 aaatgggtat caacttcaac accatcttgt gaggcaatcc ccacatttcc cgatttgaaa
  2324041 ttattgtaag gtattactgt ttgcataaat gatggaagat atcccaaacg gggtttgcta
  2324101 ttacgaaatt tttctggatc tgggaataac aatgacagaa aattttcatt tttatacgaa
  2324161 cctatgggac cgtagtaatc ccaacgtttt aacgcttctt ctttgctcac tgggcgcaat
  2324221 atctcgaacg gacttgggat ggaaaaaact cgataaaaac ccaacaggtc agatactaaa
  2324281 tcttctccgc taaaaccact atcagtcact aaattgaaag ggaatgatgc ttgcatagac
  2324341 tcaaattgcc gtgccaccct catcatcatc gcgagagcta tactgtatct ctcgtgaaga
  2324401 tgccttcctc tctttattcg ccatttgatc attcgggaaa tagaaacttt ccttttcatc
  2324461 cctagcattc cttgtgaata ttttacatca taataatctc ccaagtttcg cttgctattc
  2324521 gaagactctc cagcactcat ttgtcggaga atgttcctga tatcgtctcc ctgtgcatgg
  2324581 cctaaatcta tccaccccag aacctcagta tatactcatc catgcgttga aattcgcgct
  2324641 aaatggccat caataatttc attacgtcca ctcactgtat tttccctttt ttaaaaaata
  2324701 taatttattc cattacaacg ttctttgcag atatttatca tctcttttct taatattatt
  2324761 aagaagagga aacaactcag aattgaattt ttcagatatt tcttcgatga gcttatacgc
  2324821 gtcattgatt gaaagcgagt gcacataaga aaatgcgccg tagcaccagg cccccccaac
  2324881 gtcattggca ctgcaagtca gcgacaaatc ggttagaaac caatttgaac agcatttatg
  2324941 ctagcccgca gggtgagcct cacgaatgag gctcattaat cccgatgagt ctattgattt
  2325001 taaggtcaac gaccagtaag caattcgggt gagtgaacgc cgctaacgcc gctgcaacgt
  2325061 caaggccgaa ggggaattta gtgaagcttc aaccgtggcc taatcacccg attaatcccg
  2325121 cccaccagca tcatcagacc tgtcttggta taaccatgta atgcgacctg atgcatacga
  2325181 tacaacgaga tataaacgac gcgtgctaca cgcccttcga ccatcattga accacgcatc
  2325241 aggttcccca tcaggctacc gacggtgctg aacttagata gcgaaaccag tgaaccatga
  2325301 tctttgtaga tatatggttt caggctctgc ccattgagta aggccagaat attgctgtag
  2325361 cagcggctgg ccatctgatg tgcagactgc gcgcgaggag gaacaaaacc accgctcggt
  2325421 tgcgggcaag aagcacaatc gccaatagcg aagatatttg gatctcgggt cgtttgcagc
  2325481 gttggctcaa ccaccaactg attaatacgg ttagtttcca gcccggcaat gtctttcata
  2325541 aagtctggcg ctttgatacc cgccgcccat accatcaaat cagcatgaat aaattcaccc
  2325601 tctttggtat tcaggccatt ttcatcagca ctggtcacca tggttttggt caatacgcgc
  2325661 acacccaatt tagtcagttc ttgatgggct gctgaagaga tacgtggtgg caacgccggt
  2325721 aaaatacgtt cacccgcctc aaccaaagtt acattcagcg cgtggttatc taacccctca
  2325781 aaaccataac tgtgcaactg cttcaccgca ttgtgtaact ctgcagacag ctcaacaccg
  2325841 gtagccccgc cgccaacgat agcgatgtct actttgcctt tttcacccgg ttgagcagaa
  2325901 tacttcagga ataggttgag catttcatta tggaaacgat gcgcctgatg agggttatcc
  2325961 aagaagatgc agttatcctt cacgcccggt gtcccgaaat cgttagaaac actgcccaag
  2326021 gccatcacca gaatgtcata ggacaactca cgttgagtca ccagtacatc accgtgttca
  2326081 tcacaaatct cagccaggct gattgttttg ttttcacggt taataccggt taatgaaccc
  2326141 agttggaaat tgaaatagtg attacgagca tgcgccaaat agctcaacgc atcgacacca
  2326201 tcatccaaag agcctgtagc aacttcatgt aacagtggtt tccacagatg gctatggtta
  2326261 cggtcaacca ggactatatc tgctttttta ctgcgcccga gtttatggcc gagactggtt
  2326321 gccaactcaa gaccccctgc accaccacca ataataacga tttttttctt cagcgttgtc
  2326381 aaaatgcccc cctaaatgtg aaccaattgt tagctaaggg taaaaaataa tatccttaga
  2326441 taacataggg ttcgctaata ttaaatcaat aaactgtggt cagaatatca tgcatggtca
  2326501 tatggtcata ccaaaattga tatatatcaa ctttttttga ttaaagtgac accatgggaa
  2326561 ttttttctag aataggattc aaatagttag cgtttagtca cagtttggaa tttttgtatt
  2326621 tgcttaggat ataaaggcta tttttgcttt ttcgatgatg aaaatggctt ggaatagacc
  2326681 gtaaaaaacc cgtcccaagc cgaataaccg gccattcgcg ttttttcaat taacctgcca
  2326741 ttaacaaatc aggccgttaa cccagcgttt taaatgcttt gatccgttgt agatgcggtg
  2326801 agagatcttt aaatttatgg ttctgcttat catcccatac gatctcatag taaggatgta
  2326861 aatcacccgc agtacgctga ctgtcgagca tttcatcatg gcgagagagc accaccaagc
  2326921 agcgatcccg atttttttca cgaaagccat caatacattt actggcaata tcaatgtact
  2326981 cttccggacg atcaattttg ccgctcatat tttcttgcgg atagagattg gggttgaacg
  2327041 ctacctggcg aataccacat aagaaaccaa tacgttcagc ccaaaaaccg cctaatccaa
  2327101 caccacaaat caaggatttt tcatcgcccc cctgctgaat ggctttatcc acttctttca
  2327161 acaaatattg catgtcatgc cgtggatgta aggtgctgta actgataaag cgcacatcag
  2327221 gatcgataaa ttgtagctgt aaaactttct cgtgattgcc ggggctattg gaatcaaaac
  2327281 catgtaaata gacgatcata tttatcctcg ctacggcatt tttctgcgcg gcagtgtgcg
  2327341 ttactgatca aagcccccac agaaaagagg gagctcttgg cccttatgag gcgagtaata
  2327401 ataccgaagc gtacccggcg ctactcctat tgccccaacg tttgtttatg tgcatcccaa
  2327461 cgttcgctga gtgccgttaa tgctttattc gcctgttgcc aacgggatga agccatcaat
  2327521 gtctggcggt caaattgccc tgaatggtac aaacgggtca gttggtcggc tttgatcgga
  2327581 gacagattat ccagcacact cacggccccc tgacggttat tacacaccaa aatcatatcg
  2327641 caaccggcat ccaacgatgc ctggccgcgc tcggcgtaac tgcccatgat cgcagcccct
  2327701 tccatcgaga gatcatcaga gaaaatgatg ccctcgaacc ctagctcttg gcgcaatatc
  2327761 tcttgtaacc aataggcaga accgctggca ggccgtgcat cggcttcggt ataaatcacg
  2327821 tgagcaggca taatcgcatc cagtaatttc cgctggatca attcacgaaa tataaccata
  2327881 tcatgagtac ggatttctgc cagtggccga ttatcatgtg gcgtctcttt atgtgaatct
  2327941 gcggttactg cgccgtgccc tggaaaatgc ttgcccgtgg ttttcatccc tgcactgtgc
  2328001 atcccacgga tgaaacactc cgccattatc cgcgcctgtt gtggatcact gtggaatgaa
  2328061 cgctcaccaa ttgcggcgct gacatggcca atatccagta ctggagcaaa actgatatcg
  2328121 atatccatcg ccatcatttc tgctgccatc aaccaccccg cctcttgcgc cagttgagcc
  2328181 gcagtagcgg catcattgat agccgcgaaa tactgagccg ctggcaggcg ggtaaaaccg
  2328241 tcacgaaagc gttggacccg ccccccttcc tgatccactg cgaccaccaa acgttcatgc
  2328301 gatgctgcac ggatttggcg tactaattcg cgtaactgct ccgcatcatg aaaattacgg
  2328361 ctgaataaga tcaaccctcc caccagtggg tgttttaaaa tctcacgctc ttcagcatcc
  2328421 agctcatagc tggcaacatc taacatcacg ggacccacgg tcacctcact ttattcagat
  2328481 tgataacgac ccttcgtgct tgaagcggcg ggcttggtgc cgcagggctt aaaaagacaa
  2328541 attaaaacgt tggcgcaacg gcgcggccca tgccaagaat attgggtccg cggtttgctg
  2328601 ccaacgcact tcaaaccaca tcaacatcag gtaatcgacc cagggcaacc attgctgaat
  2328661 ctgacgggat aaacgagcga tgtcatgata accgtgctca ttgttgcaat agtcctgcaa
  2328721 aaaagcctgt tgttgtagca ttgaccaatg attaccgcga aatagcgcgg caatttccaa
  2328781 agcaatatcg ccatctgccg catattccca gtcaattaat ttcagcccaa cgggggttgt
  2328841 taacaaattg ccggggtgaa tatccatatg caaaggagca atttttgtta tcgctggtaa
  2328901 tggcctacga agaaaatcat gctgtagccg cactccgcca ggtgaacggc gcgtaggatc
  2328961 aataagcgcc ccatagcggg caatctgagc acgcaaatcc agacggtaac cactcgcggg
  2329021 caaatgatgc aagcgggcca gtaaccgcgc taattgccca tgattcacca atgggatgaa
  2329081 ctgctcatta gtgacaacgt caccttcaag ccagttcacc actagccaac gctgattagc
  2329141 agcaatcacc gctggagaca gcccattgcc agcaatatgt tgcaggaatt tacgctcacg
  2329201 tcgtcggttg acccccaact gacttttgtg cggcgattgc tcacgcgcca gccagtcaat
  2329261 ccctgggcca gtaatacgcc aactttcacc ggttaatcct gataccgggc taatatgaca
  2329321 atcggcggtt ttcaccgccg gattgatgtt tgctattaag gcagacagag aagaatcaat
  2329381 attggacagg cgcattacca gaccaaatga tttcaccggt ttgtgtctgc atcaattgca
  2329441 tttcaatggt cggagatttc acatcgccac tgacatcact gtacagcaca tattgcgcac
  2329501 cgacgtaacg ggccaaaccg atcgctttac tgcgcgagcc aaagctatcc tcctcagata
  2329561 accccagcgt ctgtttagcg acgcccagtt gctggggtga gatcagcaca aactttttat
  2329621 ttgatgacag gacttgatgc aacgcagcag tcgctttcgc tgtttgcaat gcgccattag
  2329681 tattattttt aaccgaatcc accaacagta tgctacctgt cgctacctca tcgctgttca
  2329741 ccatttgggc aaccagaggt tcaacactga cagcccagtc aattgactgc actttcggtg
  2329801 gctgcggaac ggtatctacc ggcggtggca cctcaacatc cggtggcgtt accggttcaa
  2329861 tggtcactgg aggcgtcggc gtgacagaat ccggaggaac gcaacccgtc agcaccagtg
  2329921 cggccagcgc cagagataaa taccttttca ttgttccact ccaataacgt gatcataaaa
  2329981 aaaccaatcc gttataaaaa taaatagaga cgcgcactgc gcgcattaaa attattgtta
  2330041 attgactgaa tagccacatc atcacccggt gcgatcacaa tagaacgcgt tgcttccagt
  2330101 ggccggacat ccagcccctg cgcatcatac caataaaaac gatagtgtat ttttgccggt
  2330161 atgttccgac tgttactgag caccgagcgg gcaacatttt tacccgagga ggcggagatc
  2330221 accggttggg aagccagaat accggccgtc agtaccgatg gatccatcac gacagtttgc
  2330281 tgtgggttaa ccgcgatccc ttgcgggctg ctgcacccca gcaatgttgt tacgcaagcg
  2330341 aacaatatca cgggtaatag caacgtttta agatcgcgca taagttgacc tctgcaaaac
  2330401 ttacttatta tagggctatt tgtggggcaa caaagggcca agctcacggc caccgaccaa
  2330461 atgcatatga atatgataga caacctgccc ggcatggtgg ttacagttga taattaaccg
  2330521 atagccgtct tctgcaatac cttcctgctc ggccagctta gcggctacgg ttaccatacg
  2330581 gccaagtgcc gcctcatgtt cagccgtgac atcattcact gttgggatca aaacattagg
  2330641 aatgattaag atatgggtcg gtgcttgtgg ggcaatatca cgaaacgccg tcaccagctc
  2330701 atcttgataa accacatcgg cagggatttc gcggcggata attttgctga aaatcgtttc
  2330761 ttcggccata acacatttcc ttggtcatta taaaattgaa gaacatgcag tatgagcgac
  2330821 aatttctatt ggtttcaacc tgattagaca ttttccaggg cgaatgacac acaaccagcc
  2330881 caaacacccc ggctgactaa cctttctcac tgacattaag gatcgcggac tgcgcttata
  2330941 aatcagcctc ttgcataagc tgcggcttgt tcaaacagcg cctgacttgg gcggataccg
  2331001 gtgtataaca caaattgctc tacagcctga atagcaaaaa cctcggcacc ggtgatcact
  2331061 gtttttccct gagtctgagc atagcggata agcggggtga cggcgggcaa cgccacaaca
  2331121 tcaaaaacaa ttttcgcgcg gtccacttca gtttcagtaa aagccaattt atcagcatca
  2331181 gcccccccag ccatgccgac tggtgtcgca ttaatgagca tatcagcctg aatattctgc
  2331241 atatcagggc gatagatgta accagattgc tctgcaagtt gcttgccggt cttttcattg
  2331301 gtggcgataa tataaccctg tttgaagcca gcatttttca gcgcaaaagc aacggctttc
  2331361 gccataccgc cactgccccg caaggcaaac acgttatcta ccgggacctg atactcctgt
  2331421 aacaatttgg caatggcaat atagtcggta ttgtatgctt tcagataacc gccagtatta
  2331481 accagtgtat tcactgagtt gatcgctttg gccgagggat ccatctcatc taccattgga
  2331541 ataacagcct ctttaaacgg cattgagatc gcgcagccac ggaaacccaa cgctcgcaca
  2331601 ccaccaatag ccgcagccaa gtcgttggtg gtaaaagctt tatacaaata atcgagatct
  2331661 aaagcatcat acaaaaagtt atgaaaacgg gtaccaaaat tgctgggcct ggccgcgagg
  2331721 gaaatacaca ctgtcgtatc tttgtttaag taccgggtca tcttcttcac cttgatgtca
  2331781 atcgcgtccg cccactggct cccattgtag cgcgagagca caacagacga tgaaatgctt
  2331841 gttgtggtaa aaattatgga ctaaaaagag gatattaaaa actacaggta gagggaaaca
  2331901 tcaatttaat tgatttagat atgaatcaat atgagcatta actaaacatc acaatagtca
  2331961 gtatattgaa tcgagcgttc aaacaacctc agtaaattcg tttaatcttg tttcggctaa
  2332021 taagaaacag agtaaaagaa tgcataaaat ggacaggtta tatttcaacc aattcacaac
  2332081 agttagtttg aaataaataa atatcctccg gcatagccgg aggtttttca tatgcgccta
  2332141 taaggctctg ttaccagccg cgccctaaca ggcgcatcgc gatctgacat ttgcatctat
  2332201 ggattactta cggcccgtaa acgggctacc gggatacggg atcgagagtt gctcacccat
  2332261 tttatcctct tccaattggt gctttatgta ttcttgtatc ctggccgtgt ttttccctac
  2332321 cgtatcaacg taataccctc gacaccaaaa ctccctgtta cggtatttga acttcaaatc
  2332381 gccaaactgc tcataaagca tcagactgct ctttcccttc aggtacccca taaatcccga
  2332441 gacactcatc ttgggcggga tctccagaag catatggatg tgatccacac agtattctgc
  2332501 ttccaggata ttcacgtttt tccattcgca cagttttctt aaaatactgc caatcgctct
  2332561 gcgtttttcc ctgtagaaca cctgccttcg gtacttcggc gcaaaaacta tatgatattt
  2332621 acagttccat cgggtgtgcg ctaagctctt ttcatccctc attgggaccc ccttttgatt
  2332681 tcttgttgaa catttgcagt tgccagaccg caaactgttt taacaaatca aaaggggttt
  2332741 ttataactga cccaaagctg aaagctttac tgaaccccca gcctagctgg gggttttctg
  2332801 ggcacaataa agggaggctt tcgcctccct tttgctctcc cctaacctga attaatggtt
  2332861 acgaatgtat tcgtccatat cagttttcag gttgtcagat ttggtaccga agatagcctg
  2332921 aacaccagag cctgccacaa caacacccgc agcacctaac ttcttcagcc cagcctgatc
  2332981 aaccttggac acatctgcca cgctaacacg aaggcgagtg atacaagcat ccaggttagt
  2333041 aatgttgtct ttaccaccaa atgcttcaac cagagcggct gacatttctg tgccaccctg
  2333101 tactgattgc tcagtagacg aatcttcacg tcccggtgtt ttcaaattca gtttagtaat
  2333161 caatacacgg aagatggtgt aatacaccag accgtagcag atacctacca gagggaacaa
  2333221 ccagatacgg ctgctgttac cgctcaggac aacaaaatca atcaagccat gagagaaact
  2333281 ggtcccatca cgcatcccta acagaataca gattgggaag gccaaacctg ccaagattgc
  2333341 atggataaaa tacaaaattg gtgccacgaa cataaaggag aattcgattg gctcggtaat
  2333401 accggtcagg aatgatgtca gtgctgccga gatcatgatc ccgcccactt ttgcacggtt
  2333461 ttctggtttg gctgaatgcc aaatcgcaat ggctgccgct ggcagaccgt acattttaaa
  2333521 caggaaaccc cccgataact tacccgctgt tgggtcaccc accatataac gtgggatatc
  2333581 accgttgaat acctgacccg ctgcgttggt gtactcacca atttgcattt ggaatggcac
  2333641 gttccagata tggtgcagac cgaatggtac caatgaacgt tcaacaacgc cgtaaatacc
  2333701 aaaagcgacg accgagttct gataagccgc ccactcggag aaaatttgga tagctttgcc
  2333761 gataggtggc cagatgaagg acagcagtat gcctaagaaa atcgcggtaa acccggagat
  2333821 aatcggcaca aaacgtttgc ccgcaaagaa gcccaaatat tctggtaact gaatacggta
  2333881 gaaacggtta aacatatagg cggcaaccga accggcaata atcccgccca ataccccggt
  2333941 atcagctaaa tgcttagtcg caatttcttc tgctggcaga tgcaagacca gaggtgcgac
  2334001 taccgccatg gtttttacca tgatgccgta agccacaacc gccgccaacg cagatacacc
  2334061 gtcgttgttg gtaaagccaa gcgcaacacc aatagcaaaa atcaatggca tgttagcaaa
  2334121 gacggaacca ccggcttctg ccattacgtg agagactacc gacggtagcc agctaaaatt
  2334181 cgcggaaccg acacccagca gaatacctgc gatgggcaac acggataccg gtagcattag
  2334241 cgatttacct accttttgca ggtttgcaaa tgcgttctta aacatagttg agcgtgctcc
  2334301 tgagtaatag tgcttttctt gctgtttttc gcgttatggg cattacaaag gggggagtat
  2334361 gcctttgcga ataagggtgt ctaagcaccc ctttaatttt tacgaagagt aaaataaata
  2334421 gattacataa tgtttgattg ccgtcacgtt tctttcaaga aagcacgtaa tccctctcgg
  2334481 atttcgtact ttacgtaaag aaacgtcaat aataaccgcc atcacccaat aaattgggtg
  2334541 agaacattac ttctttcggc gattaattac gagctaaaaa aaaagtattc ttatggaagc
  2334601 gggcgcttct cactggagag tgttgaaggg tctagatgaa ataaccggca gaagtttgct
  2334661 gtcgtcgctt cagccagcga ttcaagactt acccccttca gcacagccat atattctgcg
  2334721 acatcacgga cataggcagg ttgattctct ttgccacgat gaggaacggg agccagatac
  2334781 ggtgaatctg tttccaccaa cagcctatcg agtggaacat agcgcgcaac atcacgcagt
  2334841 tgttcggcgt tgcgaaacgt gacaatccct gagaaagaga tataaaagcc aaggtccaaa
  2334901 agcgttgctg ccgtggcttt gtcttcagta aagcaatgta agacaccacc gcaatcctgc
  2334961 gcctgctctt cgcgtaaaat cgacagggta tcttcccgcg catcgcgggt atgcacgata
  2335021 accggcttat ttaattcgcg gccaatacga atatgctcac ggaaggaagc ttgctgtaac
  2335081 gggatgttat cttgctgata aaagtaatcc agcccagttt cccccatcgc gacaacatga
  2335141 gtgccagcag ctaactctct caactgctga aaatcatagc caccgtccaa gttgagcgga
  2335201 tgaacaccac atgagaacgc cacattctta cgctcaccaa tcaatgccgt catggcggtg
  2335261 aaacccggca aggtggtggc aacagccaaa ataaagccca catcacgcgc attagctttg
  2335321 gctaatacgt catcgacact gctgtgcaat gtctggtaat caaggctatc aagatggcaa
  2335381 tgagaatcaa ctaacaacat aatattaaac tcttttacaa cgaaggtaag gtggaataag
  2335441 tacccgtgga cagtgctgtt tcccagctaa gcagttgctc agtgagtaac aattcacgat
  2335501 taacacctac cacagataat aattgatggc ggcaatgagc cagttgctta gccaactgaa
  2335561 gtaatactgg cgtcgccgcg atgtgtgcca actgttgcac taagggtaat tgatcctgat
  2335621 taaccgcaaa ctcccctgcc ccttgctgcc acttcaacgc atccaagagc agtgaagaga
  2335681 gccattgcag acgttcagca gcatcatcat ggttaagttg tggtaacaac gacagcaagt
  2335741 ctgagcggtt cagtgcctcg cgtagcccgc tacacaaagc gctgcggata ctccaacgct
  2335801 ctggttggag caaccgctca gccgccagcg gtgcgccttc actcaatttc agggccgcca
  2335861 acatcgcaac gggctccaca gggatctgcc gcttacgcca ttgcagattg agccattgca
  2335921 gacaaatagc cgtatccggg caagccagat accaataaaa acagcggcta cgcagtgtag
  2335981 ccagcaagct ggcgggttgg tggcaatcca acagaaaata ggtcttctct ggaggctctt
  2336041 ccagcgtttt tagcagggca ttagcagcgg catcggtcaa cacttcggca tgtggcaacc
  2336101 acaccacctt tgcaccgcct tgttgagcat gggaatacag tttatcaatc aattgacgaa
  2336161 ccaactcaac cccgatactg cttttgcctt tttccggtgt cagtacatac caatcggggt
  2336221 ggttgcctgc caacatcaag cggcagctat ggcattcacc acaactcttc tcaccttgcc
  2336281 gctgctgaca cattagccaa cgactcagcg cataaatcaa tgcgtcttcg ccattaccgg
  2336341 gtaatgaatg cagcagtaat gcatggtgcc cgcgcccggt actgtgctgc ccaaccagtt
  2336401 ggcggtaagg ggcgttaagc cacggatacc aattcattac acgggttcct gattggtcag
  2336461 ccactgagcg agcgcctggc ttatcgacgc actaacttgt tcaatgggtt gggaggcatc
  2336521 aatcgtttta atactggcat cactggcggc caattcaagg taacgtgcgc gggttcgctc
  2336581 aaaaaacgcc agtgactctt gttcgatacg atccaattca ccgcgcgcac gggctcgcgc
  2336641 caaacccaca gccggtggca gatccaaata taaggtcagg tctggccgga attcgcctaa
  2336701 caccgtgtca cgtaacgagg ccatcagttg gctgtcaatc cctcgccccc cgccctgata
  2336761 tgcctgtgat gacaaatcat ggcggtcacc cacaacccaa ctgccacgcg ccagtgctgg
  2336821 cttgatgaca ttttctacta attgcaccct ggcggcatac agcattaata cctcggcttt
  2336881 atccgtcagg acctcaccgt caataccttg cttaatcaaa tcacgcagtt tttccgctaa
  2336941 aggggttccc cccggctcac gggtaaaaac gatatcgtta atcccttggg cccgcagcac
  2337001 cgcgaccacg gtgtcgcggg tggtggtttt ccctgcccct tcaagccctt caataacgat
  2337061 aaatttactg ttcattttta tcctttagcg actggcgata aacacgcacg gcttgattat
  2337121 gactggctaa attagtggtg aatgtatgcc cgcccttgcc gtctgcgaca aaatagagat
  2337181 agggcgtttg ggccggatgg gcagcagcgg tcagcgatgc caaccctggc atggcaatgg
  2337241 gggttggcgg caaaccggaa ataacatagg tattataagg tgtcggggta tctaagtctt
  2337301 tacgagtaat gttgccgtta tacttttcgc ccataccata aatcactgtt ggatccgttt
  2337361 gtaggcgcat accaagacgt aaacggttaa tgaagacaga agccacctta tcccgctcct
  2337421 catttaccgc ggtttctttt tcaatgattg atgccatagt aaccaaatca cttggggtct
  2337481 tatacggcaa tccgtcatca cgcccctgcc agatttctgc aacggtttcc tccattcgtt
  2337541 gatgggcacg tttgagcagt gttaaatccg ttgtacctgc ggtataggag taggtatcag
  2337601 gatagagcca gccttcgggg tgttcactct cttttaaccc cagtaactgc gcaatttcag
  2337661 catctgtttt cccttccagc acatgtttga tatattttga ctgttgtaat tcatccagcc
  2337721 aatcacgcag gcgcttacct tcaataaaac gaacggtaaa ctgggcttct ttaccactga
  2337781 ccaacaactc cagcatctca cgtaccgtca tacccggcgt aaaacgatat gtcccagcct
  2337841 taaaattagc cagttcgggt tctatgcgca gtagccaggg aaataaacct gtattagcaa
  2337901 tcacatgatc acgtagcaat aaattctcta gagcaacccg cccggtacct gccggtaagg
  2337961 taaagtaagt ctcttgctta atcgccaagg gctgacgcgc aaaatcttgt actttttgat
  2338021 aacccaacag cagtaatccc aaacagatca caacaaaaag gatcagtgct ttggtgcttt
  2338081 ttcttttcat cgggtggcca tttttaaatt tgaatgtggc ggttttaaat tgaatgtggc
  2338141 ggcgttctaa aaacaagcgt gattatataa caattaatca gactgctgac aaaccccgat
  2338201 gacgcgatct tgaacggtga ggatagacag aggagtaaag cgtccgcgcc aaggatggcg
  2338261 cggctcgagc ctacatggat gtatttacgg cgtctttacg atctgcctgt tctctccgtc
  2338321 gcgggcactt tgtcaataac ctcaattaat tatatctatg catcgcaggt atcatcactc
  2338381 atatatcgca gcaatgcagg tttaataggt caaataacac tctcgatttg tatacccatt
  2338441 tacccacttt attgaccggc agtactggca tcaatgcgtt acaaacaata acttcatcgg
  2338501 catcggccag tacattcagc ggctgcacca caatttcaac tggcatatta tgagccgcta
  2338561 aacaggcaat aatccgctgg cgcataatgc catcaacccc cgaatgactg agatctggag
  2338621 tacatacctg gttgcctttg cgccagaata aattagccgc acagcattcc accagctgac
  2338681 ccgcagtgtc aagtaccacc gcctcgtcgg cctctgtctg ttcaagatgt gcgcggatca
  2338741 atacttgttc caaccgattt agatgtttga taccggccaa taatgggttg cgcgccagag
  2338801 gcactgggct aagagccaac gaaataccgc gatcccgcca ggtggaataa tgggcaggat
  2338861 agtcactgag cgaaatgatt cgggtaggat gctgacatgc cgttccgcta tagcctcggc
  2338921 caccacttcc acgactgata ataactttca gtacgccact ctccgtatga cttgctgcct
  2338981 ctaccatttc tttggtcaat attttccagt tgaccgtggg cagtaataga cgttcagtcg
  2339041 cccgttgcaa acgcagcaca tgctggtcaa gccaaacaac ccgcccatcg gatacacgag
  2339101 cagtggtaaa acagccatca ccaaattgta ccgaacgatc cgaagctgaa atcaaatttt
  2339161 gctctacacc gttaatccaa aacatttcag attctcttta gatgggatgt gtcttgtttg
  2339221 tcatataatt agccgccaga cattcagttg ccatgtattt ggttgctctg tatttaactt
  2339281 atacactgac aatatcagat ttaagttgag gatttacccc ttctgactgg ttgccgcagt
  2339341 gcgaatcgct gtcacgcccc caaatcactg acgggtgcat gcactgggaa tgtattcgtt
  2339401 tgctgtttgg ctgcaacacc gcagactgtg aatatatctc tttgtgagac actgatgatg
  2339461 gcgggatgtt tgaatgatat aagatgaatt taaataaata tcctccggca tagccggagg
  2339521 tttttcatat gcgcctataa ggctctgtta ccagccgcgc cctaacaggc gcatcgcgat
  2339581 ctgacatttg catctatgga ttacttacgg cccgtaaacg ggctaccggg atacgggatc
  2339641 gagagttgct cacccatttt atcctcttcc aattggtgct ttatgtattc ttgtatcctg
  2339701 gccgtgtttt tccctaccgt atcaacgtaa taccctcgac accaaaactc cctgttacgg
  2339761 tatttgaact tcaaatcgcc aaactgctca taaagcatca gactgctctt tcccttcagg
  2339821 taccccataa atcccgagac actcatcttg ggcgggatct ccagaagcat atggatgtga
  2339881 tccacacagc attctgcttc caggatattc acgtttttcc attcgcacag ttttcttaaa
  2339941 atactgccaa tcgctctgcg tttttccctg tagaacacct gccttcggta cttcggcgca
  2340001 aaaactatat gatatttaca gttccatcgg gtgtgcgcta agctcttttc atccctcatt
  2340061 gggaccccct tttgatttct tgttgaacat ttgcagttgc cagaccgcaa actgttttaa
  2340121 caaatcaaaa ggggttttta taactgaccc aaagctgaaa gctttactga acccccagcc
  2340181 tagctggggg ttttctgggc acaataaaag acccggaaaa accgggcctt tttagcatca
  2340241 gaaccttaac agccacggtt ataccttacg gaataccaaa gagccgttag tgccgccgaa
  2340301 accaaaggaa ttacacaggg tgtattccat atcttttact tgacgcgcat catgcggaac
  2340361 ataatccaaa tcgcaacctt catctgggtt atccaagttg atcgttgcag gaatagcctg
  2340421 atcacgcagc gccaacacgg taaagataga ctctacggca ccagctgcac ccaataagtg
  2340481 cccagtcatg gatttggtgg aactgaccat aactttatag gcatcttcac caaatacaga
  2340541 cttaacggcc tgcgtttcgg ctttatcgcc agcaggagtt gatgtgccgt gggcattaat
  2340601 ataaccaatt tgcgaggttg tgatgccagc atcacgtaat gcattcacca tggccaaagc
  2340661 ggctcctgaa ccgtcttccg gcggagaggt catatggtag gcatcgctgc tcataccaaa
  2340721 accaacaact tcagcataga tttttgcacc acgcttcttc gcgtgttcgt actcttccaa
  2340781 caccatcatg ccggcaccat cacccagaac gaaaccatca cggtctttat cccacgggcg
  2340841 acttgctgct tgtgggttat cgttacgggt agacaatgcg cgggctgcac caaaaccgcc
  2340901 gacacctagt ggtgtactgg ctttttcagc acccccagcc accatgacat cagcatcatt
  2340961 ataagcaatg atacgtgccg cgtgaccgat attatgtacg ccagaagtac aagcggtagc
  2341021 aatagatatg cttggtccac gcaggccata catgatagtc agatgaccag caatcatgtt
  2341081 cacaatggtt gaaggcacaa agaatgggct aattttacgt ggcccaccgt tcaccaatgc
  2341141 ggtgtggttt tcttcaatca gacccagccc gccaatacca gaaccgatag cggcaccaat
  2341201 acgggaagcg ttggcttctg taatgtcaag cccggcgtct tgcatggctt gcatgccagc
  2341261 agcaacaccg tactgaatga aagcatccat tttgcgtgca tctttacgcg aaatgtaatc
  2341321 ttcacaatta aaatctttta ctaagccagc aaatcgcgtt gcgtaggcac tagtatcgaa
  2341381 atggtcgatc aggctgatgc cactctgccc ggcaagaaca gctttccatg tggattcgac
  2341441 tgtattaccg acaggagaca acatgcccag tccagtcaca acaactcgac gcttagacac
  2341501 ggttgtcctc cagggaggga aaataacact tcggacaaaa aaaacttagg cggtcgaatg
  2341561 accgcctaac tatctaaact taaagcatgt tcgcttactg ctggttagcg ttgataaaat
  2341621 caatagctgc ctgaacagta gtgattttct ctgcttcttc gtctggaatc tcggtatcaa
  2341681 attcttcttc cagagccatt accagctcga cggtgtccag agaatccgcg ccaagatctt
  2341741 caacgaaaga agcactgttc ttcacttcgt cttctttaac acccagttgt tcaacgatga
  2341801 ttttcttaac gcgttcttcg atagtgctca tactcttaaa tttcctatca aaactcgctt
  2341861 tcgcgatggt tttcgtagtg tataaaatgt tgaaaaagat gcaactaaat ctcggctggt
  2341921 caaaccacga ttttacgcta ttttgcggtt tttacctcaa ataacgcaaa tactttcgtg
  2341981 atttttaaat catatacatg ccgccattga catgtaacgt ttcaccagaa atgtagctgg
  2342041 cctcgtcaga ggctaaaaat gcaacagcgc tggcgatttc tttagcatcc ccaagccggt
  2342101 tagctggtac ttgggctaaa atgcctgcgc gttgatcatc cgtcaacgtc ctagtcatgt
  2342161 ccgtctcaat aaagccaggt gccacaacgt tgacagtaat gccacgtgaa gccacctcac
  2342221 gcgccaaaga cttgctaaaa ccaataactc cagctttagc tgccgcgtag ttaacctgcc
  2342281 ccgcattgcc cattgtccca acaacagacc ctatggtgat gatacggcca aatcgctttt
  2342341 tcatcatagc gcgcattacc gcttttgaca gacggaatac ggaagtcaga ttcgtgtcaa
  2342401 taatatcctg ccactcatca tccttcatac gcatcagcag gttatcacgc gtaataccag
  2342461 cattattaac taaaatatcg acttcgccaa attccgcacg aatcgttgcc agtactgtgt
  2342521 cgatcgaagt gggatccaca acgttcaaca ttaaaccttt tccgttctca cccaagtagg
  2342581 cgctaatagc ttcagcgccc ttctcactgg tcgcggtacc aataacacaa gcaccgcgtt
  2342641 caaccaataa ttctgcaata gcgcgaccaa taccacggct cgcgccagtg accagtgcaa
  2342701 tttttccttc gaagctcatg ttaccctctt tcttagtgtt caagcgcact gttcagcgtg
  2342761 acaacatcgt tgactgccgc ggcagccaat gaatcaacga tacgcttggt caggccggtc
  2342821 aatactttac ctggcccaat ctctaacagc agttcaacac cttcagctgc aataaattca
  2342881 acactttcag tccaacgtac cggattatac agctgacgga ccaatgcgct acggatagcg
  2342941 actggggaca cctcagcttt cacatcgacg ttgttcacca ctgggaagag cggctcctga
  2343001 aaatcaatct tctcaagtgc gactgccagc ttgtcggccg caggtttcat tagcgcacaa
  2343061 tgggaaggca cactgacagg caatggcaaa gcccgctttg cgccagcggc tttacatgct
  2343121 gcgccagcac gttcgacagc gtctttgttg ccagcaataa ccacctgacc gggtgaatta
  2343181 aagtttaccg gtgacacgac ctggccctgg gctgattctt cacacgcttt ggcaatggat
  2343241 tcattatcca aaccaataat ggcatacatg gcaccggtac cttcaggtac cgcctcctgc
  2343301 atgagtttcc cacgcagttc aaccaagcta acggcctgtt taaaatccag aacaccagca
  2343361 caaaccaacg ctgaatattc acccaaacta tgacccgcca tcagtgatgg caatttgccc
  2343421 ccctgatgct gccagatacg ccaaattgcc acagatgcgg tcagcaatgc gggctgtgtt
  2343481 tgccacgttt tattcagctc ttctgcaggg ccttgttgta ctaattgcca gagatcatag
  2343541 cccaggacag acgacgcttc actgaaggtc gcttcaacta tcggaaattg tgcggccaaa
  2343601 tcggccagca tgccgaggga ctgagaaccc tgacctggaa ataccattgc aaatttcgac
  2343661 attttgcatt cctgttacat caaaaaacgg ccggttaaat caaaaacgaa ccagtgcaga
  2343721 accccaggta aatccaccgc caaacgcctc aagcaatacc aactgcccac gttgaattcg
  2343781 cccatctcgc actgcttcat cgaatgccga aggcactgat gccgcggagg tgttcccatg
  2343841 gcgatcaagc gtgatcacca ctttatccat ccccatgcct aactttttag ccgtagcgct
  2343901 aataatacgc aggttagcct gatgtggcac caaccaatcg agcgcagtgc gatccagatt
  2343961 attagcctgc aatgtttcat ccacaatgtg ggccagttcc gttaccgcaa ctttaaaaac
  2344021 ttcattgcct gccatcgtga cgtaggcagg ttggtcctgc tgacggtctg gatacggtaa
  2344081 agcgagcaac tcgccataac gaccatcagc atgtaaatgc gtagacataa tacctggttg
  2344141 ctcagatgca ccaagtacca ccgcgccagc gccatcgcca aacagaatga tcgtaccacg
  2344201 atcttctgga tccaatgcac gggacaatac atctgaccca ataacaatgg catgcttgac
  2344261 cgcaccactc ttaacatact ggtcagcaac actcagcgca taggtaaaac ccgcgcaagc
  2344321 cgcagccaaa tcaaaagaag ctgcatcttt gataccgagc attcgctgca cctggcaagc
  2344381 cgaacttggg aaagcatggc ttgaagaggt ggtcgcaacg ataatcaacc cgatatcgtc
  2344441 cttatcaata ccggccattt ccagcgcttt ttctgccgcc tggaagccca tagtcgcgac
  2344501 tgtttcgtca aggcctgcaa tacgccgctc acggatacca gtacgagtga caatccactc
  2344561 atctgacgta tccaccattt tttctaaatc agcattgctg cgcacttgta cgggcagata
  2344621 actccccgta ccgagaatct tagtatacat gtacgatcag tcactcttgg gtaataccgc
  2344681 ttcaaggcgc gcggcaatcc gttcaggaac ttgccgctgc accgcctgca ctgcctgctc
  2344741 gatagctacg gcgaatgcgc gttgattcgc cgcgccgtga ctcttaatta caatacctcg
  2344801 taatcctagc agacatgcgc cattatactg gtcgggattc aaatgaccga accgctttgc
  2344861 cacacgtttt tgcagccagc gcccgatgag cttaagccac caagactgtt tgctgccttc
  2344921 gcccgatggt ttgagcagtg ataaaaacat tcttatcaca ccttccatgg tcttgagagt
  2344981 gacgttaccc acgaagccgt cacaaaccat tacatcagtc ttaccggtaa gtaaatcatt
  2345041 gccttccaga taaccaatat agttgatcgc cggtgtattt tttaatactg cggcggcttc
  2345101 gcggatatta tccaagccct tgttttcctc ctcgccgata ttcagcaaag caacacgagg
  2345161 ctcgactatc ccaacgactt cttctgccat cactgaaccc atgacagcaa attgcaccag
  2345221 cattgtgcta tcgcactcaa cgtttgcccc taaatccagc accacggttt tgctacgccg
  2345281 ctgattgggg ataaccgtca ttaacgccgg acgcgcgatg ccttccaatg gcttaatcat
  2345341 catcttcgcc aaccccatca acgcaccggt attccctgca ctgacacagg ctgcggcttc
  2345401 accgttttta accagctcca aggcaacacg catggaagta ccacggctgg cacggatcgc
  2345461 ttgtgaaggt ttagcatcgc tggcaataac atgctcagca gggatgacct gcaaccgctc
  2345521 cagcaacaaa gaatcggcat tagcaagtaa cggagtgatg gtgtcgggat tcccgaccag
  2345581 caggagttta agctgtggat tagaggccag tgcctgcaat gaagcaggca ctgtgacgca
  2345641 gggaccgaag tccccgccca ttgcatctaa cgctagggtc agacaagcca aggtatcgcc
  2345701 ttgctaaaga ttagcaagta ctactcagcc gatgaccttg cggccacggt agaaaccgtc
  2345761 agctgtgatg tggtgacgca ggtgagtttc accggaagtt ttgtccacag acagcgtggc
  2345821 agtggtcagt gcatcgtgtg aacggcgcat gccacgtttg gaacgagttg gtttgttctg
  2345881 ttgtacggcc attgacctta ctccttaatt acttttcttt aaactggcta atacggcaaa
  2345941 tggattgggt ttctctacct ctgcaggcag tttaccaaat accatgtccg cctcggacac
  2346001 ttcacagtgt tcagaatcat gtaccggaac gacaggcagt gaaagaataa tttcgtcttc
  2346061 aatcatagcc agcagatcga cttcgccaaa ttcatcgact tcgatcggct cgtacgcttc
  2346121 cggtaatgct tcagcctgct catcattgac gatcgggctg aaacaatacg ttgtatgaac
  2346181 atggtgtgca aacgtaccat tacagcgctg acacatcaat gttacatcga cgtctgcatg
  2346241 acctgtaata accgccagac gctgattatc aatattaaac gataatgagg ccacgacatc
  2346301 gctgtccaca cttaccacag agtcggccac tcgtgtaacc tgctcaggcg aatagatacc
  2346361 tgcgtaatct aaacgtttct gagcggtacg gaccgcatca atggtcaggg gtaattttac
  2346421 cttttgcata gggcgcgcat attaactttg taacgacata gagtcaaaga aaaaggccgt
  2346481 tttactgcac ctttcaccaa tattcgcttc cgaagcggcg aacagtttaa gatgcctgat
  2346541 taaattacgc catggtttat ggaaaatatt atgccgcaac tggttcttgc ttcaacatct
  2346601 tcatatcgcc gtgccttgct ggaaaagctc cagttaccct ttattactga tgcccctgaa
  2346661 accgatgaaa ccccacacgc aggggagtca acagaagcgc tggtacaacg gttggcatca
  2346721 gcgaaagcac aggcactggc cgggcgttat ccgcaacatt taatcatcgg ctcagatcag
  2346781 gtctgtgtga ttgacggtaa aataaccggc aagccccttc aatattctac tgccgtaaaa
  2346841 caattgcaac aggccagtgg ccaatgtgtc actttctata ctggactcac actgctgaat
  2346901 acggcaaata acagcattaa ttgcacatgt gaaacctttg atgtttattt ccgcacattg
  2346961 agccaagccg aaatagacgg ttatttgcta cgggagcaac cctggaattg tgcgggaagt
  2347021 tttaaaagtg aaggtttagg tatcacattg tttgagcgtt tagccgggcg tgatccgaat
  2347081 acgctcatcg ggttaccttt aattgccctc acccaaatgc tgattgaaca aggcgtgaac
  2347141 cccctgacgg taaaacccgt cgaatgataa agccagccga attgtaaaaa cggtcgaatt
  2347201 gtaaaaacag tcgaataaaa acggggcgca tgctgtgccc cccgcctttt atgatcatct
  2347261 ttagctgtaa caaattaagc cacaacagat tattttacgg tggcgttctt acgcaaggcc
  2347321 agtaaacagt gacgcaactg gttatccaag ggggcttcga tccgcatcgt ctcaccggta
  2347381 ttgggatgtt caaaacgtaa tgcagcagca tgaaggaata aacgatgcag cccagtgcct
  2347441 tgtaattgtt gatcaaactc acgataaccg taacggtcat caaaggcaat cgggtggcct
  2347501 gcatgtaagg catggacacg gatttgatgc gtccggccag tcactgggct ggctttaacc
  2347561 agcgtggcat gttcgaaacg ctcttcgatt ttaaagcgcg tctctgaggg tttgccttcg
  2347621 ctgctgacct tcacgacccg ttcaccgctt tgcataatat tcttcagcaa aggggcctga
  2347681 attgctttgc agtgagactg ccattggccc cggaccaacg ccagataatc tttctgcata
  2347741 ctctttaaac gtaactgttc gtgcaaggag cgcaatgctg agcgcttctt ggcgaccaat
  2347801 aagacacccg aggtatcacg gtctaaacgg tgaacaagtt ccaggaagcg ggcttcaggg
  2347861 cgcaacgcac gcaacccctc aataacaccg aagctcaaac cactgccccc atgcaccgcc
  2347921 gtccctgaag gtttattcag taccaacagg taatcatctt caaacaagat acaatcagcc
  2347981 aacgcggcca ctttatccag tttggcggat acctgcacct cttctcgttc tgccacacgt
  2348041 accgggggta cgcgcaccac atcaccgtca gccagtttat actctggctt aatgcgccct
  2348101 ttattaacgc gaacctcacc tttacgcacg atgcggtaga tcatactttt tggcacacct
  2348161 ttcaatttgg cgagtaaaaa gttatcgatc cgctgaccgg cttcatcggc agagatggtg
  2348221 attaattgca ctactggatt attcgttttc atggtgcgcg attctaaata caccgaggaa
  2348281 ttagcgccac ccctttttct gtgcttaact gtcaatctgg ctattagaag ataacgtttg
  2348341 cgtacttttg ttgtttaata tgacaacgat agccgtcaac actgtgaata cagtaaaaga
  2348401 atctttacgt agacagataa agtcatcttg ctatatcagt gtcagcaatg gaataatgct
  2348461 acaaattcta cgttgattct cgttagacca agagacttgt ggaataataa actttgcctg
  2348521 atcacacaaa aacgcggcaa tggcgtaaga cgtaatgtga aatcaagcaa ttagcgggct
  2348581 gcgggttgca gcttggccgg caagtgggta aagctctgtt gtcttaaatt cagaagctac
  2348641 cctttatata aaagcgctgt ttttcagaac gaaacacagg cttaccgaaa taatgcgccc
  2348701 ctatgcaggc gacaaccgtg aggttgacgg cttagctaga agactcgggg ccatcggttt
  2348761 atccggtcat gaggttattt tgcccgcagt tctaacgcca atgtaaaaat aacgagtaag
  2348821 ttaaagatga aaagaatgtt gattaacgcg actcagcaag aagagttgcg tgttgccctt
  2348881 gtagatggac agcggctgta tgatctggat attgaaagcc caggccatga acagaaaaaa
  2348941 gcgaatattt ataaaggtaa aatcacccga atcgaaccta gtctggaagc cgcttttgtt
  2349001 gattatggcg cggaacgaca tggtttcctt ccattaaaag aaatctctcg cgagtacttc
  2349061 cccaataatt actcttccca tggccgccca aacatcaaag atgtcttgcg tgaaggccag
  2349121 gaagttattg ttcaggttga taaagaagaa cgcggcaata aaggtgctgc attgaccact
  2349181 ttcattagtc tggctggcag ctatttggtt ctgatgccaa acaacccacg tgcgggcggt
  2349241 atttctcgcc gcatcgaagg tgatgaccgc accgagctga aagaagccct atcttccctg
  2349301 caattacctg atggcatggg tctgattgtt cgtactgcgg gtgtgggcaa atctgctgac
  2349361 gcactgcaat gggatttgtc attccgcctg aagcactggg atgcgattaa aaaagcggct
  2349421 gaaggtcgcc ccgcgccctt cttaatccat caggaaagta acgtgatcgt ccgtgctttc
  2349481 cgcgattacc tgcgcccaga tatcggcgaa atcctgattg ataatccgaa ggttctcgaa
  2349541 ctggcaaaag agcatattgc tgcccttggt cgcccggatt tcagcagcaa aatcaaattg
  2349601 tatagcggtg aaattccgtt attcagtcat tatcaaattg agtcgcagat cgaatcggcc
  2349661 ttccaacgtg aagtgcgttt gccttctggt ggctctatcg ttattgacac gaccgaagca
  2349721 ctgacggcga ttgatatcaa ctcagcccga gccacacgtg gtggtgatat cgaagagacc
  2349781 gcgtttaata ccaaccttga agccgctgac gaaattgctc gccaattacg tttacgtgac
  2349841 cttggtggtc tgatcgttat cgacttcatt gatatgaccc cggtacgcca tcaacgtgaa
  2349901 gttgaaaacc gtttacgcga tgctgtccgt caggaccgtg cccgtatcca gattggtcgt
  2349961 atctcacgct ttggtttgct ggaaatgtcc cgtcagcgcc tcagcccatc gctgggtgaa
  2350021 tccagtcacc acgtctgccc acgctgtagc ggtaccggca ccgtacgtga caatgaatcg
  2350081 ctgtcacttt ctattctgcg tttgattgaa gaagaagcgc tgaaagagaa tacccatgaa
  2350141 gttcacgcca tcgtaccggt acaaatcgca tcgtacctgt tgaacgaaaa acgtgaatca
  2350201 gtaaacgcta ttgagaagcg tcaaggtggg gtccgtgccg tgatcgtgcc aaacgatcag
  2350261 atgcaaacac cgcactactc tgtcctgcgc gtacgcaaag gcgaagaagt cccgtctctc
  2350321 agctatctgt tgccacaact gcacgaagca gaaatggcgc aaccgctgga agaggccacc
  2350381 attgaacgta agcgcccaga acaaccagca ttggctacct tctctctgcc aacagaagtg
  2350441 ccaccagagg aggcccctac cgtagccaag gctaaacctg cggttgcaac acccgccgcg
  2350501 gttagtactg acgtagaaca acctggcttc tttagccgtt tgttcagtgg cttaaaaaat
  2350561 atgtttggtg cttccgctga agcagaagtg caacccgctg aagttgtaaa aaccgacact
  2350621 agcgaaaatc gccgtaatga tcgccgcaat cctcgccgcc agaataatgg ccgtaaagag
  2350681 cgcaatgatc gtactccacg cgaaggtcgt gataattcca gccgcgataa caccaaccgt
  2350741 gataacacca accgtgataa caccagtcgt gataacgcta accgcgatgg cgctaatcgt
  2350801 gataattcca atcgcgacaa cagtggccgc gataacgtta gtcgtgaagg ccgcgaagat
  2350861 caacgccgca acaacagacg tccggcccag ccaacgacaa catcgcaagg gcaaactgag
  2350921 gttgttgaag ccgataaagc gcaacgtgaa gaacaaccac agcgccgtgg tgaccgtcag
  2350981 cgtcgtcgtc aggatgagaa gcgtcaggca ccacaagaaa tcaaagcaga tgttgcggaa
  2351041 gcccctgtta tagaagaggt acaacctgag caagaagaac gccaacaggt tatgcaacgt
  2351101 cgtcagcgtc gccagttgaa tcagaaagtc cgtattcaat cggcaaatga tgagctgaat
  2351161 acgttggaat ctcctgtcag tgcacctgtt gcgcaggtgg tggtggctga agtacaagaa
  2351221 gaagtgaagt tactgccaca aattactgct caaactgatg atgacagtgc taatgaacgt
  2351281 actaccaata atgaaaatgg tatgccacgt cgttcccgtc gttcaccacg ccatctgcgt
  2351341 gttagtggtc aacgccgtcg ccgttatcgt gatgaacgtt acccggcaca atcggccatg
  2351401 cctctggcag gggcttttgc ctcaccagaa atggcatccg gtaaagtgtg ggttcgttat
  2351461 ccagtgacgc cagtcgttga acaggttgtc gttgaacaaa tcgccattga acaaactaca
  2351521 accgttgagc aaacagccat cgtcgagcag gtcagtgtag cgaatattgt cactgcgcaa
  2351581 ttgcctgtag agcaggtgca aaacaccgtt gcagaacaag aatcgagtgc aactccatct
  2351641 gttatgacaa caccaaccgt tgcggttgcc accgcagcgg taacactggc cccacaacac
  2351701 aaaccggggg gttcttcatc ttcggctgct gcggttccag gccgtgcacc tatcgttgct
  2351761 gcagtgcctg tcgttgctga aacgactgct gctgaaacgg ttgttgctaa aactgaagcc
  2351821 gctattgatg cggtggctgt tgtggaaccg atggctgctg tggaatcgat agctgctgtg
  2351881 gaaactgcaa ctgtagaacc ggttgttaca gaagaaccga atgtcacaga accggccgtt
  2351941 gccgagccag cgattgaaac tgatcctgtc gaagaaacaa catcagttgt agagattgct
  2352001 ccaaccgttg aaccaacgcc tatgatcgaa gatacggctg ttgtagtcgc tgcgacggtg
  2352061 gttgacacta caccagaaac tgcgtcaacc gtgcaagatg atattgttga agagacagca
  2352121 gttgaagcgg taaatatctc tgaaactgtg gctgaagaga ccgcaataac ggaacctgct
  2352181 gctgaagcca ttgctactca gcaaaccact attgcgcagg agaccattgc tgaaccaacg
  2352241 gttgaaaccg ctattgatgt ggttgcggta gtcaaacaac ccgcggttgc gcatccggaa
  2352301 ggggtggtgt tcaaacactt cgcttcagcg ccaatgacca aagcgccagc acctgattac
  2352361 gcccctgaat caccgaccaa aggtcactgg gagcgtccaa cctttgattt ctcaggcaaa
  2352421 ggttctgctg ggggtcatgc cgcggctacc caggcaactg cacccgcgac caaaccgcaa
  2352481 tctgttgagt aactgcagta ttacaacgaa aaaaaccgcc attctgaagt gaaccccatt
  2352541 tattggacac tttctctggc ggttgacatg gcctgagttc ggtactgcac cggactcagg
  2352601 ccgtttaatt ttactttgat tctttcgttg ttgtagtaat ggatagactc atccaccgct
  2352661 tttttcagtt gttctacatt ctcgtatttt tcgttatgtc ggcatatcgt ttatcagaat
  2352721 actatttatc aagatattgc tggcagccat caagctatct gcttcacttt tttaatctcc
  2352781 agactttcca gtttgccatc aatggcctta accagttgct taaaatgctc tgttttattg
  2352841 tgcttttcca atgcttcatc ggaagcccag cgttcgaaaa agacaaaaga ccctttttgc
  2352901 tcgctttcgg tatggagatc atattgaaga ttccccttct cctcacggct aggctctata
  2352961 atctgatgaa gcgccgcttt aacctcttca ataaattcag tttttgccac tatactggcg
  2353021 atgacacgaa tttccatcgt tattctccca tgctgaaaat ttcatcagtg aactaccgtt
  2353081 ccatcagtta tcctgacaga caccactatc tcaaactccc tctataagat gctttttttg
  2353141 tcttgttttc aacttaaccc taacaatcag atgcatccta agcactttcc gcatatcctt
  2353201 agaccccgcc ggaaacattc ctgtcacaac ataaaaaccc gatatctcat catgactgcg
  2353261 gagcctgtag aatgactgca caaccccaaa ccctaaaaat tcgccgcccg gatgactggc
  2353321 acattcatct acgtgatgat gaaatgctca gtaccgtgtt gccctatacc tccgaagtat
  2353381 tcgcccgcgc tattgttatg ccaaatctag cccagccaat tacaacggtt gccagtgcta
  2353441 ttgcttatcg ggagcgtatt ttagcagcgg ttcctgcggg ccataaattc accccgttga
  2353501 tgacgtgtta cctgactaat agccttgatg ctaaagagtt gaccacgggt tttgagcaag
  2353561 gcgtttttac cgcggccaaa ctgtatccgg ccaatgccac caccaactcc actcacggtg
  2353621 tatctgacat cccggcaatt tacccgttgt ttgaacaaat gcaaaagata ggcatgcccc
  2353681 tgcttattca cggtgaggta acagatgcgg ccgttgacat ctttgatcgt gaagcccgtt
  2353741 ttattgacca aattttagag cccattcgcc aaaagtttcc cgaactaaaa attgtctttg
  2353801 agcatatcac gaccaaagat gcggcagatt atgtgctggc aggcaatcgt ttccttgggg
  2353861 caaccgtcac gccacaacac ttgatgttta accgcaatca catgctggta ggcggtattc
  2353921 gcccccactt gttctgcctg ccaatattga agcgcagcac ccatcagcaa gcattgcgcg
  2353981 cagccgtcgc cagtggttct gatcgcttct tccttgggac cgattcagct ccccatgcca
  2354041 aacatcgtaa agagtcatct tgcggctgtg cgggtgtatt caacgcccca gcggcattgc
  2354101 ctgcttatgc ttccgtgttt gaggaactga atgcattgca acatctggaa gcgttttgcg
  2354161 ccttaaatgg cccacgattt tatggcttgc ctgttaatga tgacgttgtt gaattggttc
  2354221 gcactccatt cctgcagcca gaagagatcc cattaggcaa tgaatcggtt attcctttcc
  2354281 ttgcgggtca aacgcttaat tggtcagtga aacgctaact catcaagatt acagcaagcg
  2354341 ggcgcatcac tggctttgtt cagtggtgcg tacaacggca acctaaacat caaaataagg
  2354401 cgagaggtag tgacaacttt atagcgaggt gatcgaaggg ataaccgcac ttggtgccat
  2354461 tttggcggcg attctaaata ctacggccct aacgccacac gtctccttta tctgatattg
  2354521 tcagcctctt ggaataacgc ccctccatct caacattttt atatcagtct cttgtcgcct
  2354581 gaatgtttat actgtataaa taaacagtat gaatattcgg aggaccaatt atgcgcgttg
  2354641 aagtcagtat tgataaaaaa aatcagttgc ccgcaggtgc tatcgaagca ctcacccagg
  2354701 aattgactaa aagactcaat acaaaattcc cggacacggc gacggcagta caggtgcgtt
  2354761 atgcgagtgc taataatctc tccgtattag gaggtgccaa aacagataaa gacgtgatct
  2354821 ctgaaatatt acaagaaatc tgggaaagcg ctgacgactg gttcgatgcg gagtaagcca
  2354881 ttaccgccgt catgctgaat ctgtaagtca ttcttggtgg agcctgtaca taaatttgtg
  2354941 tcattacctg gacgctggca gcctttatcc agccacctta agtaagttta aactgttatt
  2355001 ggggacaggc tcctccttgg ggcctcactc tgtgaactag gttaaaatcg gttgccgcct
  2355061 tcctgctact cgaattattt agagtctata atgctattta ctgcattctg agcaccacaa
  2355121 taccattttg ccggggagtc gctcctcagc cttttttgct taaaacaggc gagtttccct
  2355181 tttccatcag acatattggt catttttccc ttcaactcta cattgactaa ttaataacca
  2355241 taaaataaat aatttgtaaa tttttttgta tagtctccaa attcattggc ggttgagtat
  2355301 actaaaacag ctcactcggt aatgagccgc attgatcctc gttagtcact caagccagta
  2355361 actactatat aaggggtctt tatggacaga aataatgaag ttattcagac tcaccctgtc
  2355421 gtaggttggg atatcagtac tgtagatgtg tacgatgcta tgatgatacg tcttcattac
  2355481 ctgtcttcta tggatcaacc acaagaagat gcgttggttg atagaacgct ctggcttacg
  2355541 accgatgttg cacgccaatt aattaatata ttagaagctg gtattgctaa aattgagtca
  2355601 tcagagagcc tgtccataat tctgtgtaac tgccaccgta ttaaaggtga tcgctcaggc
  2355661 ggtcaccgaa ctcgataata aaacggctca tcgctaaccg ccagttctgg atcggcatac
  2355721 tccatttttt tgatgcatcc ttgatcgcca aataaacaac cttccgcact gagtcgtctg
  2355781 tcgggaacac tttgcgcttt ttaatggctg cacggatcac gctgttcacc gattcgatgg
  2355841 cattcgtggt gtagatagcc ttgcggatat cgggcggata gccgaagaat gtattgagat
  2355901 tttcccagtg cgtacgccaa cttttgctaa tttgcgggta tttgtcgtcc caggcctccg
  2355961 caaacttatc cagcgccatc agcgccgcct cttctgtcgg agcctgatac accattttca
  2356021 aaccgctggt gacggcttta tagtccttcc atgacacata tttcaggctg ttgcgtacca
  2356081 tatggatgat gcacagctgg atgtgagtct gcggataaac actgtttatc gcatccggga
  2356141 accccttcag gccatccacg caggcaatca gaatgtcctg aagaccgcga tttttcagct
  2356201 ctgtcagcac acttagccag aacttcgcac cttcattttc tgccagccac atgcccagca
  2356261 gctctttctg accttcagtg ttgatgccca gcgctaggaa cactgctttg tttatcacgc
  2356321 taccgttctg gcggactttt acgacaatgc agtccatata aacaatggga tacagagcat
  2356381 ccagttggcg gttttgccat tcagcaacct gctcttttac ggcatcggtg actttagata
  2356441 tcagcgtggg agacacatcg gcgtcataca tctctttgaa ggtggcgacg atttcgcggg
  2356501 tggtcatgcc tttggcgtac agggacaaaa tctggctgtc catctgtgtg atacgcgtct
  2356561 gatttttctt tatcagctgc ggttcaaagg tgttttcgcg gtcgcgtggc gtattcagct
  2356621 cgatttcgcc gtcgtcgcat agcagtgttt tggacgaata gccgttgcgg gtattcgagc
  2356681 ctgatttagg ggtatttttc tcgtgcccga ggtgttcggt aagctctgca tttaacgctg
  2356741 tttcgacggt aagctttgtt agcatacgag aaaatgcatt aaggtcggct tcggttttaa
  2356801 gacctttagc cagttcagcc gcaagtgctt taagtttctt ttcgtccata atttgcctgt
  2356861 ctccgttgtt ggagtgaaga tatcaaaaac aggcaattac acaatattgt ttacagtctc
  2356921 tcatcagaat atctggatat ggaccaccgt aagcactaat tttttgtcca tcaaatcatt
  2356981 tttttattac ccataaacag gcaccagtaa atattatctg gtgtcttttt attaaccact
  2357041 ccctccctca tatggccaac atctcttttt ctccctccta tcccgtgtta ttactatcgt
  2357101 tttaattatt atcatcgctg tttctatata tacccacagt cactggtacc ccaaaaatca
  2357161 ttggcgttgc aggtagacag atagcgatac tccctcaggg tacaaaaaca tggattatga
  2357221 tttgattgtt attggcagcg gttctgttgg ttcagccgcg ggttactatg cttctcaggc
  2357281 tggtttaaac gtgctgatga ttgatagcgc catgccgcca catcaagcag gtagccacca
  2357341 tggagagacg cggatcatgc gccatgcata tggtgaagga gagaaatacg ttcctctcgt
  2357401 gctacgagca caagccttgt gggaccaact ggcagcacag accggcgaaa aattatttca
  2357461 ggcctgcgga gtgattaact tagggcccga taattcaact tttctgcaaa acgtacagcg
  2357521 aagtgcccaa cagtatgatt tgccagtaga aaccttaaac tcaacacaaa ttcgtgaaaa
  2357581 atggccagta tttactgttc cggataacta tattgctgtg ttcgaaccac aatctggcta
  2357641 tttgcgctca gagttagcgg tgaaaacctt aatcaaagca gtcactgaag cgggttgcgg
  2357701 tattttgttt aattgcccgg taacggctat tgagtcacac caagcaggtg ttgatgtcgt
  2357761 gaccattgat ggcacgtaca gcgccacgaa agtcgtggtg acagcgggga catgggtgaa
  2357821 agaactgcta ccgacattac cggtgacgcc agtacgcaaa gtgttctcct ggcatcaggc
  2357881 cgatggtcgt tacagtgagg ccaaccactt cccagcattt acggtagaaa tgccagacaa
  2357941 tatcctctat tacggtttcc ccgctcagaa tgacgcgcta aaactcggaa aacatcatgg
  2358001 tgggcagcta attgaatcgg cagcacagcg taaacctttt ggccgttatg ctgaggatgg
  2358061 caccgaggtc tttagcttct tacgccactt tctgccaggg gtaggcgttt gtctccgtgg
  2358121 tgaggcatgc agttacgata tgagtccaga cgaagatttc atcatcgata ccttgccaga
  2358181 agatgaaaga gtcatggtag ttagtggttt gagtggacat ggttttaaat tcgccacagc
  2358241 actgggtgaa gtggccgctc tatttgcaca agacaagcca tcacctattg atatctcagc
  2358301 tttttcttta gctcgcttcc gataattagg gcgttaaacc gcaataaatt gtgcatctca
  2358361 aatagaggtc gatgacgata aatattttaa atcagttatc gactttttat gcataatttc
  2358421 acccttattt cagtacaaaa catcattcaa atcgccacgg gcagtatctt atactcggaa
  2358481 aatccgtaaa aaccactcgc gattcccgaa ttgacgttca agcctttagg ggattacctt
  2358541 atccttgttt gcgactaaat atagttgctg tcagacaagg atgtaaatca tatgaaaata
  2358601 ttaatcatcg acgaatgctt ttatactcgt tctggagtca atacctattt gaatagtgtc
  2358661 tcatctataa aattaatgga tgtccctacc gttgaagagg caactttagc tattcaagaa
  2358721 tttcagccgg atataattat tgttaattta actcaatatt gtcgctatgg tggtcattgt
  2358781 ccattgttag cgcaatttat tcattactgt acccgagcta aagtttatat ctatttagat
  2358841 gcttcttacc cttttagtga aacgcctatt cctctgacag aatccgtatc aatgcctatt
  2358901 cctctgacag aatccgtatc aatactggct aagaaacatc tacccaattt actccgcagg
  2358961 ttacctggtt tctctcttga gaggctaggc attcagccaa accaacaggc ttccctgttc
  2359021 agtccacaag agcacaaagt gatgtgttac tggatgacag agatgcctaa ctatcgcatt
  2359081 gccagaaagc taaatatcag cggcagtacg gtttactcac ataaacgtca tatcaccgag
  2359141 aaaataaaag tcaggaatag attggaattg tgtttcattt ataatgtgtt taagtatttg
  2359201 tactagttat tactgataaa tcataaatta tcgacacaat acattccatt ctaattatta
  2359261 acttgttaat cagttagtga ataatatatc atcacttata tcaaccacac tcaatcaaca
  2359321 tggtttgttg aatttttttg ttacataatg aattgtgttg ttaaataaga attgtattct
  2359381 ctggttgaac gcgaaaataa atagaattgt ttatttctta cctgctttct tgcctgagta
  2359441 gtgacctaaa tatatgttct taagcgcatg aatttaaccg ctttagctca ttgtttataa
  2359501 aatataaagt ccctatactg agcgctgatt ttagccacag gcagtaagca tgttcgataa
  2359561 attactctca atggttatca ataatgtaag agagcatctg ctgctctaca tctgcttatc
  2359621 gcttgttttg ctagggctgg acatctattt ctttttttat tagcgcactg ccgaatcatc
  2359681 attcttctta atcacggctc ccttacccca ttttcggttc ctcagggccg taggccaatt
  2359741 aaccagtggc cctgagggtt ttctaaccac cgtgatatca gagcgcttgc tcttcttcaa
  2359801 ccttagcggg tttaccatca ctcaataaaa cggcaaatct ataacccgca ggggttagct
  2359861 caaggacaat tttagcaata atagttaaag gcaccgagag caacataccg actgggccca
  2359921 atagccagcc ccagaaaatt aatgataaga agacgaccaa cgtcgataaa cccagcccac
  2359981 ggcccatcat acgcgggtcg ataatattgc cccctatcaa gttaatcaaa atataaccgc
  2360041 cggttaccgc aaaagcatca gcaaaaccgt taaataacag tgcctgaatg atgggtggga
  2360101 tagcagccag caccgaccca atgttgggaa tataattcag tacaaacgcc aataaccccc
  2360161 aaaggaaggc gaatctaacg cccatagctg ccaagaacag ccaaatgaca atccccgtgg
  2360221 caatgctaat aatcgttttg atcaccagat aatgggtgac accatttagt gctcgtttga
  2360281 ggatagcatt ccctttttcg ggattatcaa acatcaattg cactttatac ggcatccgtt
  2360341 ctacttcaaa caacatgaag accacggtca tcagtaataa gaacgtgctg gtcatggcac
  2360401 cagacaggtg gctgagtaga cgggtgacaa agttcatcgc catgctcgga tcgacatact
  2360461 tcatgatgtc atctactgag aattcaatat taaaatgcag ggcaaattct tgcagatcgc
  2360521 gcattttctc cagcatcatg ccgcgatatt gcggtaatga gcgtgcgaac tcattgagtg
  2360581 aagagcctaa gcggccaaac agcagcacca tcagtaaaat aataatggtt acgagtaaaa
  2360641 taaccgccag tgtccgtggg atttttatcc tctcaagcaa tttgactaag ggattcagca
  2360701 cgatcgcgag aaaaatagcc aacaggaagg ggacgacaat tggtgatgcc gctttaatac
  2360761 cggccatgat gaccaccagc attgccagca tcgccactaa tcgtagccct tggttactca
  2360821 ccacaggtgt tgtcattatc aatccttgta ttcgaaccgc cactgctcaa gacggaaaaa
  2360881 agagacgcca gcggataaag taaccgacaa cgtcaactaa agcctaattt taagtcaact
  2360941 aacgtctaat tttaatagta taaccagcgg gttaagcgga gtggctactt ttcatccgca
  2361001 ctcttttctg gcgagggaat gtgcatggtg gcttgcaaca accctttaga cttattaaaa
  2361061 atcttaatgc cattttcacg ccctgcccgc cgggagcgtt gctcttcctg tggcagtttc
  2361121 agctcttcct ggcaaatctg gctacaacac ccttcaaact tcgccgcgca cactggacac
  2361181 tggataaaca gtaagtggca cccatcgttt ttacagttgg tatgcgcgtc acaaggcgtt
  2361241 ccacattgat ggcagtgcgc tatgacatca tcagaaatcc gttcccccat ccgttcatcg
  2361301 aacacaaaat ttttgccgat gaatttcagt ggtagcccct gctcttttgc tttacgtgca
  2361361 tattcaataa tgccgccttc aacgtgataa acatttttga agccattgtg cagcatataa
  2361421 gcactggctt tctcgcaacg gatccccccg gtgcaataca tgacaatatt cttctcttta
  2361481 tcatgttgca gcatatcaac cgccatcggc agttgttcac ggaatgtatc cgaagggact
  2361541 tctattgcgt tttcaaaatg gcccacttcg tattcatagt ggttacgcat atcaacaaac
  2361601 aacgtatctg gatcatcaat catctgattg acctgatcgg ctttcagata gtgcccgata
  2361661 ttggcaggat caaagctgtc atcatcaatg ccatcagcca caatgcgctc acgaactttc
  2361721 aggcgcaaaa cccaaaatga tttaccgtca tcttcgtgcg caacattcaa ccgtacttga
  2361781 tccagcgcag ggtgtgaggc aaacagcgcg attttaaatt catcatatcg attcgcgggg
  2361841 acgctgatct gtgcattgat accctctttt gccacataga cgcggccaaa aacaccgagc
  2361901 ttaacaaatt ggctatagag gttatcacgg aaggttttag catcttccag agtgaagtat
  2361961 ttataaaaag aaactgtggt gcgcggctcg gtttcagcca acatacgcgc tttgagttcc
  2362021 tcattagaaa ttcggttatg taacactggc atggtgtacg tcctgtcttt cgaagaggtt
  2362081 actgataaaa attggttact gttcaatagg taacatcaaa aaccagccag tatctccgat
  2362141 aaatgattgc ccaaaagaac gggtattttg acaggcatga ccccgtgcgg cccatataat
  2362201 acccgaaaca ccgccatgac acatcctaag cccccttttt cagtcggcta agctgatgcc
  2362261 ccgatgttgt tgttttacgc cattgttggc gctgatgcgt gaggaggatg tttggttaat
  2362321 gtgaatgtat ttagttagtg taaatgtgat gacttacctt gtggccccat ttatgggcaa
  2362381 cgacatgata cgtaaatcat catcggcctg ttacttgcaa cgataatcgt gatcagtaaa
  2362441 accagaggta atgaggccgg ccaacaaagc gatccccgca actatcagca aagacgccat
  2362501 ctgccaatag gctcccccgt aacccaaaat gccacccgtt gccaataaac ctgcactgag
  2362561 ttttgctgcc tgcattgtcc agcctctgat aaatattaat gatgataatt tatacatcgg
  2362621 aaagtgccga tacccaaaca ataaatccct tgtagtaagt aaggtgttca ggctgctaac
  2362681 aaacctcagt ggctcgatct gaaacagaga gacaacgtaa acaggatgat caaccgcact
  2362741 gctacggcac acggatatca atatccagct caatctatcc ctgccacccg ccttgttaga
  2362801 tagggtattg tgcaaccgct ttgctaaccg tttgcaagca cgcgccgatc aaacaggctg
  2362861 atttacctca agcggacatc ctattactgg atattcgtat gacgctaatg gatggcacgc
  2362921 aggtctatac gtagatacgt gaacagcaca gtacgctgtg ccgtgatttt tctcaccggc
  2362981 cacggtgatg tgacaccggc agttgaacag agaaagtgag ccacagtaga cttcttatca
  2363041 aaaccgctgg ctaccgcacc actcacggcg gcattacaac aaggaggaat gcgccaaata
  2363101 gtctactgac caagaccaaa tacaaataga tagcccccaa gggttaacac caacccacca
  2363161 atcgctaact gatagccggt catcaccgtg gtatccatcg tctgcgaaat gcgcttaccg
  2363221 taaatactgg ccgcggagag aataaatgcg gctaatacta ccgagccctc tccgagcagc
  2363281 gaaaaattga agtccattaa atctgaaccc acgttgacca ccatcacccc cacaaaaccc
  2363341 agagcgcagc caataatttt attcaacgtt aaccggtcat ttttatagag gtaatgtgct
  2363401 agcaggacac tgaagaatgt ccccgtcgca ttcatgattg aacctttcac tccagtggtg
  2363461 taagccaaac cgatataaaa aaacacatac tgcaacgccg tttgggttaa tcccaaaata
  2363521 gcaatttgct gatattgtcc ctttttaaga cgccctattg ccttaccact ggcgagcgca
  2363581 aaaagcagca atactaatcc ggctaataaa aaacgatatc cagcaaacac catcttactg
  2363641 ggaatatcat caggcgaaat attaaacaat tgatagccat tttttattgc cggataggca
  2363701 ctcccccaaa gtagacaaca gaaggttgca ccgaagaaga caaacttttt actcgtaaaa
  2363761 agagaaggac tgcggtccac atgaacatcc tttacaatca aaaaatgaaa tgatgtttcg
  2363821 ttatagctac ttcttactga aaagtcctgt ttgatgtcac tttttgctta aaaagccgct
  2363881 tacttggcgc tttatcgcct aaataccact cacacaagca aaatgtgaaa ataaaaaaga
  2363941 cgcatgtcta tttttattct tttataccct gaataattcg aattgcagga aggcggcaag
  2364001 cgagagagcc ccgatgagct tactgtagta agtcattcgg atgaatatag gccacgagaa
  2364061 tcatataaat agaaagttaa aaagaggcga taactccgca tcaagcttat cgctatattc
  2364121 atctcatcac ataaaacacc ttcaacgttt gtactaacac tctaaaatca tgtatgatat
  2364181 tggtttaatt aaataaattt ggtttttatt atgttaaaag tatttaacgt aaactttgac
  2364241 agaatgtcag agaataaatt agatgagatc tttacactta gaaaaataac atttaaagat
  2364301 cgtttggact ggaaagtaac ctgtattgat ggcaaggaaa gtgatcaata tgatgatgag
  2364361 aatacaaatt atttattagg cactatagac gatactctcg tttgcagtgt tcgttttgtt
  2364421 gaaatgcagt atccaaccat gattacgggg ccttttgctc cttacttccg tgatctggat
  2364481 ttacctattg atggatttat tgagtcgagc cgcttttttg tcgaaaaagc gttagctcgg
  2364541 gataaattag gtaataatgg ttctctcagt gcaatacttt ttctctctat ggtcaattac
  2364601 gccagaaacc gtggatacaa aggtatattg actgttgtta gcagaggcat gtatacaata
  2364661 ctgaaacgct ctgggtgggg tattactgtt attaatcaag gtgaatcgga gaaaaatgaa
  2364721 gttatctatc ttttacactt gagcattgac agtaatagcc aacagcagtt gatcaggaaa
  2364781 atacaacgag tgcacaatat tgatactcat acacttgcaa gctggccgct tgttgtgccc
  2364841 agtatgacta aataggtttg atcaattgta actcaatgcc aagtcttatt gcatgtttgg
  2364901 cattgagaac acctaacttc ctaacaatat taccaatatg aaatttcact gtgcttttct
  2364961 taatacctaa aattatcgca atttcagagt aagtctttcc tacactggcc cagtacagaa
  2365021 tttcattttc ccgaggagag aaaatttctc ttttattctc ttttttattc aacgtgttgt
  2365081 tttcatgatg acttttatta tatagaccaa gcattttatc gtgaataaaa ataagtaaca
  2365141 tttgtatttt ttctttgttc acctcgatgc tttcatcgaa aaaaatacta tcatcatcgc
  2365201 cacttgaaac attcaaggtc gccatattat tgttattatc atgaagaacg aaggtataac
  2365261 cattaacaat attatattct ctggcgagat tgaacacggc cgaatcagtt gattttatat
  2365321 tgatgactga attgtcatcc catgcaaatg gtgcgacttt gcctttggcg gtcaaaatca
  2365381 cagggtcgat caggtgataa ctattcttct tgtacttttt tacccagtct agcgggtagt
  2365441 tcgatatgat cgccggatgt agcggtactt ttttattcat tagcaaataa gaatagcgga
  2365501 tattgccata ggcttttatc ctccgttgga tataattttt tatatcttca ttaatgcttt
  2365561 cattatcaaa aaaattaatt atcatagcag accaaattta ctttatccct gcatgcaacc
  2365621 atacaatttt tacacatttt tttcaatgaa aatcaagatg taaaaaaatg tgatcactgc
  2365681 atcacattca aattattgac attcttgaaa aaagaaacct agactaaagg atagtactaa
  2365741 gaactagact taaatagagc tactattata gacctatgtt aactaaaata tttctgcttt
  2365801 aaagaataag tgcttaatat aatagaacta atattttagc ttattgttgc tgaaaaagtt
  2365861 agtctgctgt gaatatattt tagccaacac cagggggctt ttccgtccca aaacggctct
  2365921 atgaactccg ccatctgggt gcatttacat ccagatggtt gtgatgctta ccccctgctt
  2365981 ctcttctcag cgctcacatt tggtgccttg tcttactgaa ccgcaggagc cacattccgg
  2366041 ccaatatctt aattcaatcg ccattgggct gctaaagcac agccggtaga ggtttggctt
  2366101 ccccttttga gtagcgcttg gcaatatcac gcttcaactc ccgctgtaac cactcctgaa
  2366161 aaataatcac ccttggcgaa tggcctttat cctgtgggat ctctagccag tagccatgag
  2366221 tgctggtcac cgtcagcggc aaaacctgtc tcaataaccc attatccagt tcatggctaa
  2366281 tcatcagaat atctaacact gcgtaaccgg caccagtagt gcaggcactg atcacctggt
  2366341 cttgagtact gaactcaagc gcgttatgcc ctgcggctac ggttatctgt gccgcatcca
  2366401 gccattgctg ccagtttgtc agacgactat cgccattaag aatatgcaac tgtggtaaag
  2366461 cggtcagtgg gggaaaacgc ccctgttgca tcaccagagg gctggcgact aaacagagct
  2366521 gttcgtagca gagcaggtgc ccattcgaca ggtcccgacg aatatcacca aagcggatcg
  2366581 cgctgtcaaa atcacaatac ttctgacgaa tctcactgat cagggcaatt tgtagctgac
  2366641 tattacgttg cagtaacgta accaaccggg gggccaacca gcgggtggca aatgtcggcg
  2366701 cgacctgtaa gcgcagatgt tgcagtggat tacttaactg gacatgtttc accccctcct
  2366761 ccagtaaatc caacgactgt ctgacgatag gtaacatagt catctcatct tgggtcaact
  2366821 ctaaccctct gtgtccgcgt ataaatagcg atttccccag aaaattttcc agttgcttaa
  2366881 tctgacgact ggcggcgctt tgcgtcataa ataacgcctc cgctgcttta ctgaaactca
  2366941 gcgtgtggca ggcctcttca aacacacgca acatacggag tgatgggagt tttctcatag
  2367001 gaataccgtc tccataccaa cgatgaaata ttgcctggcg caaaaaccac aacccagaaa
  2367061 atcgttaatt ttatgttgcc aatatgcgca ttttacatgt gggcaggccc gtttatttat
  2367121 aagaattcag aggcgggtca cgtacctttt tctcagaggg gtatgcgtaa aacgcactgg
  2367181 cggctttata ttttggctgg cacattgcca tgacaaacaa aattaacctc acaggacccg
  2367241 gtgatgaaaa tagatcatcc attgccgctg tccgcttctg aaataaccta tctgtctctg
  2367301 ttaggaggtc acctataacc atttttctgt ctctttatcg atacctacct acttccataa
  2367361 cagaaaaata gttagcaaat agcagacaag cgcttgttcc tgttggtgac acagtcagtg
  2367421 gcgaatacaa aatgagggaa tgtaaatgca aacattacca tcagaaaaaa tcaggatgga
  2367481 cgatgtcccc ctaaatcgct tccatataag aattgccggg ctaacttttg gcgcacactt
  2367541 tatcgatggc tatatcttag gtctgattgg ctttgcatta attcaactca aacccataat
  2367601 ggcacttaca ccattatggg agggattact cggatcagcc gcgctgatcg ggctatttct
  2367661 aggcagccta atattaggct ggatctcaga ttacattggc cgccagaaaa ttttcagttt
  2367721 cagttttgtc atcattacct tagcctcagc actgcaattt tttgccagta caccagaaca
  2367781 gttatttatt ttgcgggtca tcgttggtat tggtatcggt ggcgattact cggtgggaca
  2367841 tactttatta gctgaatttt caccacgaaa acatcgcggg gtcttattgg gcgcattcag
  2367901 tgtcatttgg acctttggct atgtgagtgc cagtttcgtt ggacattatc tgagtatggt
  2367961 cagccccgag gcttggcgtt ggttgttatc ttctgccgcc ctgcccgctt tacttattct
  2368021 ccttgtacgg attggtacgc cggagtcacc gcgctggcta atgggaaaag gtcgtgagga
  2368081 cgatgccatg gccattgtgc ataagtactt tggcccgaac gtaacgttga ttgatgagga
  2368141 acccgcgact tccacccgcc gttttctgtc tttatttggc cgtaaatact ggcgacgtac
  2368201 cgcttttaat agcttatttt ttgtttgtct ggtgatcccc tacttcgcga tctatacctt
  2368261 tttaccctcg attcttaacg tgatggcgtt gagccagaat tttgctaccg acttgttatt
  2368321 gaacggcttg ctcgtggtgg gtgctttagt cggtattgtc ctgactgcat tctgctcgcg
  2368381 ccgtagcttc ctgatctctt cctttatttt cctggctacc tgcctactct tgctgagcat
  2368441 actgccttcc aatcaaacat tttggctgat tgcactcttc gcggctttta ctcttgtgat
  2368501 gtctgccgtc agtaacctag tcggtgtgtt cccggccgag agtttcccga ccgaagtacg
  2368561 ctcaatgggg gtgggatttg cgacttccat gagtcgcttg ggatcagcta ttggtaccag
  2368621 cctgctgcca ttagccattg tcaattatgg aatgcccgta accaccaccc tcttggcatt
  2368681 cgttttaatt attggagcca tcgtttctat cgcttgggca ccggaaacga aaggactcac
  2368741 cctcgttgat gcctcacaat cagcaaccac accacgccca ccgtccagca ttattccaaa
  2368801 ctgaatgtcc gtagcgctat ggtcgataca aacgatacag gaggaacagc atgcaaatgt
  2368861 atattggcga aggttttgca ggtaacgggg tgaatgccgc ccatatcaat attatgatcg
  2368921 gcccgcgcga tggtgttgtc ggtcaggctt tcgcggccag ccttgcctct cccagtcagg
  2368981 ggcattaccc ttttatcgtc gttatcaagc cgaatgtagc cgccaagccg atgaccctgt
  2369041 atgtcaacaa agccgagatc cgcagtgaac ttcatggccg tgcaacttgg ggagcctccc
  2369101 aggctgcagt tgccaaagcc gtcgccgaag cgttattggc gaatcttttt cccccagagg
  2369161 cagaggacga ctggtgcatc attaccgcta attgggtgaa tattgattgt gacgatattg
  2369221 atgaggttta taggaataac tatcgtgcct gtactaccgc ccttcatgca gccatggcaa
  2369281 aaacaccaaa acgtgatcaa ctaacacatg cattgacgca actgagcaac cccttcttta
  2369341 cccccaaagc ctgaggatta actgatggat tacattaagt tgggccattg cggtctgcaa
  2369401 gtttcacggc tttgccttgg caccatgaat atgggcagca aacagtggaa accctgggtt
  2369461 tttgataaag cagaaagcac gccactgatc aaacatgctc tagattgtgg gataaatttt
  2369521 atcgatttgg ctgacttcta ttccgctgga gtaggtgaag aagtggttgg gcgcatcgtg
  2369581 aaaaatttga tgtcgcgtga tgagttggtg ctaacgacta aagtaggtta cccaataggt
  2369641 catggcccga ataatcaggg acattcccgt aagcatataa tggccagtat tgatgccagc
  2369701 ctgaaacggt tgggtaccga ttatatcgat atctatatgc tgcactactt cgatatcaat
  2369761 actccagttg aagaaacctg gtcggcaatg aacgacatta ttcattccgg taaagcccgt
  2369821 tataccggcg tttccaccat gtttacctgg caactgagta aaattttatg gtgctgcgaa
  2369881 cgtaatggtt ttgccaaacc gatcaatatg caattacagc ttaactgcgc ctaccgagaa
  2369941 gaagagcggg agatgatccc acaatgtcgc gatcaaggct tggggatttc cgcatttagc
  2370001 ccactggcgc gcggcttact cagttgtgat ttcagttcag tacgcaataa gacagatttt
  2370061 ttcactcagg agatgtatgc cgatgtcacc tcactgaata ttgcgcaatc tgtcgaacgg
  2370121 gttgcaaaaa atcgtggcat tactcccgct caggttgctc aagcctgggt gcttaatcac
  2370181 ccaggaaccg actgcatgtt agtgggggcc gatactatcg aacagatcaa cagtgctgtt
  2370241 accgctctga gaatttcact caacgccgaa gaacattttg aattggagcg taactacacc
  2370301 ccgtgcgatg ttattaatga ttacaccgca ggccagcgga tcgcgcggga agctcgcccg
  2370361 ccaagcggta tttttgcccc ataaaatagc tgatatacgt gattctttaa ctattggcca
  2370421 gtgcaacata aaatcaatac gttaacactg gccaaaaaga atcaaaacca agggatcgtg
  2370481 gcgttaacgc ttaggccata agcgctgaac tcaccggtag tggctgacgc ctgcaaagta
  2370541 ccttgctcaa taaacaatag aaaatactgt tcactggaac ggctttttaa acgcagaaaa
  2370601 ggcaaatcac agcgcttatc atggctatcc ggaatacgta acctagcttg ctcctcggtt
  2370661 aaccaccctt tgctaaccga gcggcgacgt aaccgttgag cactgctttt tacctgcaca
  2370721 cgcctgatgg tccggtgctt cacgtcggca ggtactggca ggatctcact gcattcacag
  2370781 taatcctgta aacctttcag ccacccggcg gactgcaact caagtaaatc gccgcggcta
  2370841 ccatggagac gtaattggct ccccagtgtc ttgcctgcag tgggaaaact aacgcctacc
  2370901 cgccccggaa ttgtcgccac cagtgcgcgg tgtaatttag caaacaaggc ttccaataac
  2370961 gtctgagcgc taaattcagg atcaggaagc acacgtatat caagataatg atccatgccc
  2371021 cctcctttat tcgcctttct caccaaagac accaccacgg atcaaggttg ccatcacata
  2371081 atgttgctgt tcgaccgccg gtaccgtgcc ttttgtcacc cagttgtcca ataaggtgta
  2371141 gaaatccatt ttttgttttg gctgccgata ggctttaccc cggctggtca ccgagccata
  2371201 gggttcaacg gcaatcggcc ccaaagccaa ctcagtggca tctggatacc aatcatcaat
  2371261 ggtacgtaac gcattaccca ctttctgtga atgcagggcc gcaataccat caatctgata
  2371321 taacactttg cttttcttac tgttgctgtc cagcaccaac tcctgagacg ggaacacttc
  2371381 ctgcccgtta cctaaacgaa caaaagcatc aacggtgaaa aaggcaaaac cgttgcccgc
  2371441 taaaccttgt tctatttctt gtgccagcgc agtcagttcc ttgctgggtt ggctaaattg
  2371501 acgcaagcta aattcattgc tatcaaattg ataactcttc gtttggctgg tgatacacac
  2371561 tttaatatct tcagccccga cccggttgcg ccacaagaaa cggccattag ccagattctc
  2371621 ggcatagcgc gccgccagca cactaaaact ctgctcactg atatagccat taataacact
  2371681 ggccagttca gcctgatatt cctgatcatt acatactgat ggcgtagcga ggttgcccag
  2371741 cacccgcagt gtaaaactca ttttcagggt gtcagtatca aacggcagtg cggccacatc
  2371801 cacacgttgt aagtttgctt tttggatctc tgcatccagt tttgccggat cagatgccag
  2371861 ggcatttttc aaccggttgg agatggtgcc ccgcaccgct ttttctttaa tgatgatagg
  2371921 ctgccagttg tcggtttgcc cccagttacc ggcatacatc atggcgtcgg aattggataa
  2371981 cttacgttca aatgccagta cagaagcggt tttaatcgtt gctttagcca tttttagatc
  2372041 ctttaaaatt attcttcatc atttaataga taggtatcaa ccgatgccgg gagtgcacag
  2372101 cgacagaggt aattatcgcc ttcctggtga tagccccaga gcaattgacg cagatccgtt
  2372161 atacggtgca acccgcgcca ctcaccgatg ccataaaggg attcaacaaa gcggaacggc
  2372221 gtatgcgggt cacgggtttt atccacttca cccggcgcat acagcggtga aatggcacga
  2372281 taaccagtga caatggggac caaataccct gctgctggct taccaacata accccacggt
  2372341 gcaggagcac cgctttccac cggcgtatcg ctctgcgggg gaatggcctg tattttgagc
  2372401 gcggagaaat cgagccaggc atccagcatt tctgcctgtg gattggtttg tcttagccgg
  2372461 ttaagatgtt cagccaacaa ttcagagcga tccagtaacg caaaacctgg cagtaagcgg
  2372521 cacaataatc tgcgtgtggc gacctcggtt tcaggataat taatgacttt aactctgcga
  2372581 atgttggtga tagtgccccc ggctaaacgc tgagtcaggc acagtgacgc cagatgtttt
  2372641 tccagcgcgt tagcaccgtc atccccatta gcaatcgtgc catcacattc aatcaccaga
  2372701 gacaccgtca tatgcatacg gccctcttca ttaaaggcgg cggttttggc ctctttagtg
  2372761 agtggattcc gcgttagcga gaagacataa tcccacccag agagataagc atgaacctgc
  2372821 tggtagtggc agataacggc acaaccccgt agtgttaaac cgtgactgga ttgcaattta
  2372881 cgtgataacg catggctgta gcccagaaaa tgggtgatcg cggggaaacc ataagttaaa
  2372941 cccgcgatgg cattggcgtt ctcaacgcgc acctgatgta aaacaatcag tgagctcatg
  2373001 acgatgtctc caggctacct tgttcaaatt cacgtagccg ctgcttaaat aagcttgacc
  2373061 actcccgctg ttcaacatag ccaaagacca gttcatcatg ctgtaaccaa cgatttaacc
  2373121 agtaaccgaa gtcttggctg acctcttgtt tccaatcctc cttctcacgt tcgagcttaa
  2373181 atacggggtc atccatagca cgggtcgggt caagccaaag ctgctctgag cgttttaact
  2373241 tacaatcttc agcgtcactc cagccattgg taccgtccag attttgaatt tcagccacat
  2373301 aattaaacag aatatcaatg atttcatcgc agcaggccaa acgagcggcg cggatgtcca
  2373361 tcgtattgct caggggtttg acacccagca aatatagctg catttgccac aggttattgc
  2373421 gggccagtac agtaaattca ctgcgatcat gaaaaataga tctatatttt attggcggtt
  2373481 tctgaatatt tttccaagac ggtgcgccac agggcagcaa ccaaactttt ccgccacgga
  2373541 cgctgtttag gtaagagata ttttggggtt tggtaccacc aatatgttgc accgccgtat
  2373601 caaggtacaa gaccctgacc gtaggatgcc atcgccctgc tttatgggca gccttggcct
  2373661 ctttcgattg gtcactgaaa cgggcttcaa taatacgttg atgcatggcc tgcgccaatg
  2373721 atgaggagaa aagtggactt aacaagtggt attgatctgg ccccacaggg aaataaaatt
  2373781 gcttggccag tttatgtgac gtgaatttct cattattcaa aatgctttta aattttgtag
  2373841 tccactcttc aactaactcg tcatcatttg agaatagttt cagtactgaa ttatcacctt
  2373901 gctctaaaca ctttattaat gagccgcctt cacattcact ctgcaatagc tttacaagat
  2373961 caaatacggc tgcattacca ataacatcac tggcttgttc agcgaggtct acgctggaga
  2374021 aataatcctt tttcttactt tgtaactcaa tattcaaaat accactactt tttgaatcac
  2374081 tatgagtgta tttaggtgca tgagttgcta actttatttg cccggcacgg ttagccgcat
  2374141 cggttaacca attgcgcacc tcataacggg ctatcaactc ctgccgttgt tgggcaatct
  2374201 cttgctgggc cagtgcaata tcttccgcct gagttagccc tgccagcctt ttctctgcct
  2374261 ctttatcaaa agcctcaagc tttggctgct cgcggctttt gatataagag acaataaacg
  2374321 ccgctaatcc ttcgtccgac atacaagact ccttagataa tccggctgtt cagtatcact
  2374381 cagaacaacc ccttattgaa agtaatagaa aaaatcgaaa atgatcgttg atctttaact
  2374441 gcccaagatt cattttgaac cgtggttacc atcggcttta tacagataag gcaaacagtt
  2374501 aaaaccaata ctgctcggcc cgctttctca aataatcccc gtttcatcat agccaccttc
  2374561 tcatgcgaat ttgagaatag cctagcccaa acaatcaccc taatcaatgc aaatttaaaa
  2374621 aaaagaaata tacatggagt ttgcttataa aaatcattat gataacaaca ctgtcgtaca
  2374681 gacagctcag aaataatcaa tgcagattta caaaaaacca caactcactg ccgtacaggc
  2374741 agcggcgcac tcaatcgagt gcgccaaaca cccctaatag cggatgataa tgccacctct
  2374801 cgccatcttt tttgggcagg cggacctcac caaattgccg gctaacctcg tttaattcct
  2374861 tatttaatga ctctgccagc cactgataaa tccgcagaca atcggtgtct atccatgcac
  2374921 tgtttcctgc tgccagtgtc agttcaacgt cctgaaaccc atcactgact ttccactcaa
  2374981 tctggtcgct atcaagacgt ttaaacaccg gtttatccgc ttcatcgtca atccacagat
  2375041 tatgctgttc atcagggctg gattgtcgga aaggggtgca ccgttgctgc tccccactcc
  2375101 aggtcgcctg tttacgccac cataatgcgg cataatactt caacggttca gcgctaccct
  2375161 gcaatatcaa cctcaagcta agatgttcta aatcaacaaa attatctcga ggttcgagtt
  2375221 tggttctttc ttgaatacgg ctgatggcat taatcacttt atattgtgag ggtaagagca
  2375281 gcttatccag atcatgggtg ttcagccgac aacgggtggt ctcaaaaccg ggtttgcaat
  2375341 aaacggggat cgccggatct ttttgagtca gtgccttaaa attcttttgc agaatatgca
  2375401 tattcgccat ctgcggcgcg acttgccggt gccgttgtac acgccctgcc aactggataa
  2375461 acgagcgcat agagctgggt tcggctagcg cccaatcgta gtcatggtcc ctgcccactt
  2375521 caaccaccga ggtggcgagc accacaaaca ggtgatgctg ctccggatgg tgctgtagtg
  2375581 catgttcaat ttcggctacc tgccaaagtg cattaggctg atagcgagtt aacgtcacat
  2375641 ccaaccgccg ttcaatagca gaacgcaccg ctagcggatg ctgactatga tagacacagt
  2375701 aatgaatacg gtaattttct ggcgcggcca tcgcgtataa gcgctgggca atcgccacca
  2375761 gcggatcaat attggccatc ctgaccacac ccactgaaac ggttttctca gaagggtgag
  2375821 tttgatgatg tgcctgatgt aagcgcagca tagaatcgcg catcaccgcc gccatagcat
  2375881 ctagcaccga gccattcttc acactggcag agctgaccgg aattaactcg gctctgcgca
  2375941 gcacctctgc cgtagacagt ttccccactc ggcgagtgat aaaatcgcca tgatgttgga
  2376001 taaaatcttt tgactgctgg atatcttgct gtgcaacgcc atgttcatca aaccaggcac
  2376061 agcaaatatt aaccggcgta tccggttgcc cgctggcttg ttgataatca gcccgccccg
  2376121 cacgataagc attgaacaac gcttgtacta atgctggcgg caatgtggct gacgaaagca
  2376181 gaacgcggga acctaacatg cccgcccaat tcaccaagcg gcatagcgcg ggcaagtcat
  2376241 tgcgatcaaa atcatccggt tcatccaata ctaaatcgga ggttagcaaa cgcagcattg
  2376301 gggctatctg cttgccaccc cgtaggctct cggtggcagg gatcaggtgg tcaatggtgc
  2376361 agaccagtac tggcgcacag agcaaacgct ttaatctatc gttattactt aaccaagtgc
  2376421 tcagccgccc atcatccaaa ctgccgtcat aactgacata ctgatgctca gaaaaaaact
  2376481 tatccgccga ctgactgccg gttccacgag gttccaattt atcgttattt aattgatata
  2376541 attgcaagac cgattgagaa ccaatcaaga cggccaaatc gtccttttgt aaggttaact
  2376601 tctgctgcaa tgcggtaccg gtctgcaagg ttaaggtgcg taggcccaaa gcaacagaaa
  2376661 agcggcatcc ctgtttttca tcggacaaac catacattat ccgggcattt gcaaaggttt
  2376721 taccgcaccc ggttgaggcc atattgacgc cgaaaaaacc ttgctgcaga gaacgctcgc
  2376781 gcagcgtgac agccagatca aaggctttat cttgccaacg atacttttcc tgaaccgaac
  2376841 gttgtttaaa tcctttatgg cgagtgattg ctggtaaggt tttgcggata tgtggcaagc
  2376901 tgcggccaag caacagcgcg ttctgcccca caccaatatt atgttcatcc agccgctgct
  2376961 tcatttcaat cgttttactg tgggcattcg catccctcat tttattgtgg gtatttgcaa
  2377021 atacttgata gtttttatcc tgccaaccgg gagtggccgg taatgaagaa taatgatgat
  2377081 cggccagcat taacaccaga cgcgccatat ggctggtaaa acgctggttc aagtgaccat
  2377141 cattaaccaa tgacggttgt cgcaaagcgc gtttggcaaa cttttgtgcc tttttacacc
  2377201 attcggcact ttgtagtggc gtgccatgcg ggaagcgcca tacatccagc ttatcttttt
  2377261 cacgccagtc accgctgtcc atattggtcg aattccatac cggcataagc tgctggtgca
  2377321 accaatcatc gatttcctct actttaggtg gtctatggta atccttggag ggatacacgg
  2377381 gtaagcgatg gtgtgaaagg atcaaccacg cgatagtctt ggcaagagga ggtaatgcag
  2377441 cgaggggatt ggtatagtcg tctagcccat ctttaaccaa attggacatt aaagtggttt
  2377501 cgtcagcggg attaatttgg cttaaggctg tgagccattg aatatcattt ttctgttcaa
  2377561 caaaagcttg aaataaacgt aatgaaaccc actcatgccg atagggttga tatgttttcc
  2377621 cctgcccttg caacccttgt tgaaatagta cattggcctt accaaaatca tgaaataacc
  2377681 cagcgatacc ggccagcagt gcaatggtct ccacgctgtg ccagttattt tcatcctggc
  2377741 tgcgcaagat atcccgttgc gtagtattgg ttggcacggt tccctcagca ttgaaacgcc
  2377801 ttaaattccc aacaatccat agcaactcgc tttggttatt acttttgatc caatggcagg
  2377861 ccaccgcact attacgccgc gccgttctac gcaataattt acgtaatgta tttagccctt
  2377921 cctgcgttat tgccgtctgc catgtccgat cacctttacg ttcagcaaac tgatccaaaa
  2377981 tacggcgtgt ttcattaagc gcccgtttat ggcattggga tatcagtaaa atattcatcg
  2378041 cggaacctgg ctacataacg ctgccgtttc ttttattcca tcaatcatca catccagcgc
  2378101 ttcggttcgt tgaaacccgc taatgcagcg ctgacgaaat tcttgctctt cttctccctg
  2378161 catggcggca ataaatgcct gcggtagcac cagcgcatct ttaattaaat cggccacatc
  2378221 aaagaccaaa ccaccacgcc gggtcttacc gtgtaaaaca gacagaccat ggggtaagcc
  2378281 aataacccat gtcgccgtcg ccgctaagcc ataggcgaga taatttccgt gatcgagaaa
  2378341 acgattagct agatcgatgc ccccaccgcg tttagcgcgg gtgaaatcgc cgtaattcac
  2378401 tgtattagca gccagtttat agagtgcctt tgttaatacc gcttcctgaa ccataaggtc
  2378461 attactggtg agacaatttg ctaaattttg ctcaaaacgg gtgaggataa ataataattg
  2378521 atcgtgatta accggaaaaa gagattcgcg ctgtatgtgg ctgctgagcc aatgttgttg
  2378581 aatttgggcg atcctgatgc gctggaaagc cactgctgct gccagtcttt tttcatcatc
  2378641 gaaccagaaa ctgacccaat cgtgcagata ctcggttggc cggtattcgc tttgtgcagt
  2378701 gagccacgag acattgacct ctacgtcatt agccgcaaaa agcggcgtcc cacccccgcc
  2378761 acaaaaaccg actaagaccc cggctcgggc aaactcacgc atagcagcct gagtcaccga
  2378821 agtcccggtt cccagcataa taacggtggt gttcgctatg gggatattcc agtaaaggga
  2378881 ttgtttacct tcatcggtga catattcaac tcgcccacca ttaaccaata cacggcaata
  2378941 ttctaaatag taaatattgg atcgttttga atgcaggatc gttttcaaat cagaggaatg
  2379001 aatagcgttt tccatagcca aaaaactcct tagcgggata tccaccgcgc tatttttccg
  2379061 ttagcgcttt attagcagat attattccag aaaataactc tctctatacc caaagtaatt
  2379121 cgagttgcag gaagccagta gttgagtcaa tccccaagcg cttacaccag taagtgactg
  2379181 ggataattga gcgcagccaa catacatgca atttgaagta tgacgggtat atattgatat
  2379241 gccacctgct atttacccta ctctaatact cacaaagtca gtaataaaag atgccattct
  2379301 ccctgttgtc agttacaaaa tgcgcttccg ctcgcaattt tgctccccaa atagcatcag
  2379361 cacatggccc aggatttgat tattgcctgt gcggcagtga actcagggga ctggcgaaca
  2379421 atgtctttca tgattttcta agctgcctgt gcggcagtga actcgccatt ccgtgaacct
  2379481 gagcgcgttc gcgatttcta agctgcctgt gcggcagtga actcggtcaa acaaatttag
  2379541 gcgacgattt aatttctaag ctgcctgtgc ggcagtgaac agtaagataa tacgataaca
  2379601 tcctgtttgt aaaatactta tttcgctaat ggggaaaaaa cccttttttt agaccaccga
  2379661 taaccacaat gtaaaatcaa tgagttagca gtagctaaaa aaatagggtc agaacataac
  2379721 tcataataaa accacagtac aattccacaa accatgtcat aaaccacagc ctataaatat
  2379781 gtctcccccc tcgctgggca acaatcgaac aaagatacag aaccacaatg taaaaaaggg
  2379841 taaacaggtg ccccccctgc gcccatagcc tttaggctaa ggccttttag tcagattgat
  2379901 gctttatagg agcagtgatg caacaaagaa taagccagtg gctggaaaga ttggggatgg
  2379961 agttctccga tgtgatgtca ttgacgatgg tgattgggct aatattattg atttctgtga
  2380021 tgatccatct ggtgctacac cgtgtagttc tggccgccct ccagcgccgt gggcagcaat
  2380081 cgcaacgcat ctggcaacag gccatcacaa aacacaaact gttccaacgc gtagcgctac
  2380141 tgctgcaagg gatcatcatc aatctccagg ccgtactgtg gttgcaaaac ggcagccaga
  2380201 cgcaggcagt tatcgttacc gccgcgcagg tgtggattat ggccttcgct ctgctggctc
  2380261 tattttcttt acttgatacc ttgctagccc tgctccgcca gagttcagtt gctcatcaat
  2380321 tacccctgcg cggtatctgc caagggctga aactggtggc tgcgatattt atcggcatca
  2380381 tgatcgtttc gctgttgatg ggccgatcac ccctgttgct actcagcggc ttaggggcca
  2380441 tgacggcagt attgatgttg gtgttcaaag acccaatcct tggtctggtg gccggtattc
  2380501 agctctctgc taacgatatg ctaaaaattg gcgattggct ggaaatgcca aaatacgggg
  2380561 ctgatggcgc agtgaccgat attggcctga ctacagtaaa agtaagaaat tgggataaca
  2380621 ccgtcacgac catcccaact tatgcgctta tttccgattc cttcaagaac tggcgctcaa
  2380681 tgtcggaatc cggtggccga cgtataaaac gcagcatcaa tattgatacc accagcgtac
  2380741 attttctgtc agaacaggaa caacagcgcc tcaccctcaa cccgctgtta caacactacc
  2380801 tcagtgaaaa atcgcaggaa ctgaaccaat ataatcagca gatagccctc gacctcagtt
  2380861 caccactcaa tggccgccgc ctgactaaca ttggaacgtt gcgcgcctat ctggtggctt
  2380921 atctgcgggc acatctgggg atccatcagt cgatgacatt aatggtgcgc caacttgccc
  2380981 caacacccga gggcttgccg ctagaagttt atgcttttac caacaccacg atatgggcag
  2381041 aatacgaagg tattcaggca gatatttttg accacatctt tgccgtggtg agtgagtttg
  2381101 atctgcgaat ccaccaaaca ccaagcggta acgatatgcg cagtatgctt gccaaagtct
  2381161 aacgaaatca tttttactgg taattatcct cagctaattg ccagtaaatg tcccctaccc
  2381221 gccactctct tggtagcaac aataattaat atgtgaggcc cggatgagga tgaggatgag
  2381281 gatgaggatg attaaaattt agcctggcga tgctactcga caacacgcct cacaattaac
  2381341 acccctgaaa attgattggc tgattgctgt gagtagcggg ctgattgtag cgtttattaa
  2381401 gtggtatttc aaagtatgta atacgtcaga catggtcacc ctaatatgtg acgataagcc
  2381461 atattttctc tctgaattac ccaatattca ccgttccgct gcccatcacc acaccaccac
  2381521 aatcaatgag atcgccagat ctggctgcag cctaaaaaaa accagtaggc aaatgacttt
  2381581 tctacttgag tcacgcgtga agtagacttg ctgagagata atgaagataa agatggcgat
  2381641 aaatataaat agaatatggc tggtgtacta atggtgctct gaaatataaa aataattcag
  2381701 agcaccgggg ctactattta caggatgatg cggttatcac tgtttgatat tccgcttttc
  2381761 aagtgccgat tccaacatgc gcttggcatc agggatagat tcaatcaact gaagagtgag
  2381821 caacgcttca atcgtggatt ctgctcccga gtttttattc acggtagtgg ccgaatcaat
  2381881 accatcaaat gcgatcccgg ttacggggta atacatttgt gcctgtgccg gattattttt
  2381941 aaagaaccac agcgataaat ccaccgcgcg ctccagataa acggcgtcac gcgaaatctc
  2382001 ccaagctttg atattggcaa ataccatcgg gcggatgatg taagcaatct gggaaaactt
  2382061 cttctgttca atcagcgtga ctttttcacc ctgctgccga acggtaaact catttaacaa
  2382121 cccattactg atcaaccaag gatggaaatg atccagctcg ttaaaggcag ctttaatcat
  2382181 atccctatcg cccagccggt tacccgcaac caacaaagca taagcctggc tgttaccata
  2382241 gccatgccac aggttttgcc agcttaaaaa ggcgccattc accggtgaag atgtatcctt
  2382301 aacctgcatc agcatgatgc cagccgccag tgaacgcatc atcttttcaa tttctggttt
  2382361 tgcttccagc gcttgtgcat cgctcagggc catcaacaat acagaggctt ggtcaccagc
  2382421 ggtatggggc agccactctg gcaccgccac gccctctttt tcgccacgag tctgtttgaa
  2382481 attaaagtct ttataaataa catcgatggt ggcgaaaata gtctcgcggg ttctttgcgc
  2382541 caacgcgtta tcggttttca ccagcgtagg ataaacctga gtcagcgccc ataatgcacg
  2382601 ccatgtccac caatttggct ccgccacact ggttttatac tctttattaa tggaatgatc
  2382661 agggtagata aaattataga agtaaccatt atctgcccgt tgatacagaa taaattcgac
  2382721 cagcgatttt actttttcta aatctgccgc tgagcctgtt gcctggtatt gacgttgata
  2382781 aaaaattgcc gcgcgggcga catcatcaat ggcggataca ccttcgatgg gatctttaac
  2382841 ccagcggtaa tctggaaatt cgctatagat atgaatcaga cccagttctg ttttgttcgc
  2382901 caccgtgacc ttttgatata aggcatccag atgctcagca ttaaccagct tcgcagagga
  2382961 agaaaatgat gttaaaccaa tgatacaaac cagggtattt agtagtttca tattatttct
  2383021 cttattctaa gttagttatt tatagccgct taaaaaatat aattaattcc taacttgcca
  2383081 aaatgcgtgg tggtatcact gtagctttta ttgtcgcgta cgccacgatc ccagaatttt
  2383141 ttgtcatgct ctacccggta gaaatattcg gcaaccaaat agactctatc ggcgatagga
  2383201 tagctatagt taaaaatata tttttgagct ttcgaggttt ctctataacc atcttgcccg
  2383261 ccgatacgtc ttaattgtgg ttccatttta aacaggaagt tatttttacc catgttccag
  2383321 gcaacccaag ggcgaagttc ctgttccaag acgtttgctg ttttggtgcc attatgatta
  2383381 aagtcctggc cttctttacg gaacacctcg ataccggcgt gcacattatc ggcgacccga
  2383441 taatttacat taacaagtgc ttcgtagaac tggaaccgtc cattatctgc accacgggca
  2383501 tctttatctt ctaccagcat ttttacatca gtattgacac ttaagcgatc tgatacctgg
  2383561 tagcggtaat agggccgaaa accataacca tcgccgccaa tattgttatc gccgcctgtc
  2383621 gtgcggtttt tttcgtagcc tgttttacct aaatagatcc cttcgaacat aaaccagtgc
  2383681 ttgtcgatac ttttcgacca ggcggggcgg atttccattt ctaccatgcg gaaatcaact
  2383741 ttatgattgc tctcattacg tgagtcgctg gtaaaccgta cctgcttgag taaaaaaccg
  2383801 gtattccagc ccgtatcgcc aaaattgacg cgcccatcag caaagacaat ttcatgcact
  2383861 ggccgagagt tagtactgcg cccctcattg cggaaatgtt ctattttata ttctgccaac
  2383921 cagttgccat ggaaataggc tttttcatcc ttagggatgc gcacaatccc aatattatca
  2383981 tcgctgagtt ctacgacagc ttctatcgtc tcaccaccat cttttactat tctgattttg
  2384041 tcaccggcaa aaaaagtccg gttatccatg ttattagcgc ttaccacatc cggagaatta
  2384101 tccgcttgag caacagaaca gatacctgcc atcagaaaca ggggtaaata ttttttatgt
  2384161 ttcatatgca ttccatgtaa gtaggtggta ttcccaatcg ataaataatg ggaactccac
  2384221 ccaatctaat tgatattagg ttttttctat aaatcgagtt aaaaacgcaa tttagatttt
  2384281 ctggtaatta aaatccgcta aaaggatctt caatatcaat ccagtgcgct tccgcatcgc
  2384341 tggcaccaac atataatcgc cagccgttgt taggtaatac aattaagccg cccggaaaaa
  2384401 taacatccac taagtccggg cgtttagttg caccgggtag aaaattatct ctggctgcaa
  2384461 taatttttat tggcgtatag tttttggtgt ccgggttaaa gataaatacg cccgggtagt
  2384521 agtgtctcct tccatgttga tcgaaacagg caatatggga aagtaaccca atggtgccat
  2384581 cgcaaagtaa atgcgtttcg ttgacgccgc cccattcttc ggaattaaac tgctgctcga
  2384641 acagttcggc gctggtgata gtttctggcg ttagcgcctc caggttgttt atttcaacat
  2384701 acccaatagt gcctctaccg cctattttac cttgtggtcg ggtaaatacc ccgatgcgcc
  2384761 cctgctgaat atggcacaaa cggatatctt tcatccccgg tgggccggag gcgaaacgcg
  2384821 ttaatgagtg aatatctcgc ccacggaaaa atacggtgtg ccagatgagt tgccttgggt
  2384881 tatcagggtg tggattaatt tcaaccccgc ccaaaataag ctcatcctca atcctggtga
  2384941 aaaaaggatc ctgtaattgg aacgtcggtg cgttttcaac aggcgcccat tgcccttgct
  2385001 gttcactgaa aaacacaata gtcgaatgct cggagtctct cgcttcaaca cgtccggcga
  2385061 tcacaacctg cccggcagag gtaaatggcg cggtgatgtt ataaacatcc ttgtcaccga
  2385121 cccccgtgaa ttcgagccga ccggtggaaa aggtgttgtg agccgtccgt ttttggtaat
  2385181 cggcgaacaa ttgggcaacg ctggctggtg gggcatgtct catcatagaa gccttatttt
  2385241 tttatcccgt aattacaccg acaggtgctg ccacagttga gccagcggca tttcagccag
  2385301 gcacatacat tcatccgccg caccgtaata gacccgtagg ctatcgttct caatgagtgc
  2385361 gccgcaggta aagacgacgt taccaaaaaa gccgtgcagc tcataaggag cctgcggttg
  2385421 aagcaacggt accggcgatt tagcaaggat tttagtaggc tgttccaggt ctagcagcag
  2385481 cgcaccgaga gaatagcgtt gggtcgcatc taccccatgg taaatttgca gccacccttt
  2385541 ttctgttttc agcatttgcg ccccgccccc cagtttcaag gcatcccaag ggtcttgcga
  2385601 tgtccccagt aaatgccgat gatctcccca atgcagcaga tccagagagc tggccagcca
  2385661 aatctcgggt ttaccgaagt gtttaggtgc cgggcggtgc aacgtcatat atttaccgtt
  2385721 gattttttcc gggaacagac acgcatcgcg attatcaggg cagaaaatca gccccaaacg
  2385781 cttaacgtcg gtgaaatcct gggtaaccgc cagcgcggtg caaatgccct ttgctgacac
  2385841 tgcggaatag ttaatatagt aagcgccgtc gatctgagta atgcgagcat cctcacaacc
  2385901 aaaagcttca tcaccgttgg ccgggaagat aaagggttga tcgtcaacga cgaaagtaac
  2385961 gccatcatgg cttcttgcca cacgaagatg ggagagagat gtcaggtaca cggtcgatgg
  2386021 atcggcaata tcactgatca gccgaggatc actaaaatcg taggcggggt catcgtgctt
  2386081 aaatacccgc gtggtcacct gccagtgccc ggaaatttcc ataagcaaag gcacgacggt
  2386141 aataccctca ctttcaggga taacgctctc cgcgatacga atcaacataa tcgtctcatc
  2386201 gcccagtttg gtaatgcccg cattaaaggc gcattcaacc ttaaatcccg gatggcttgg
  2386261 cgtaatatcc tggggtgtga ttaacggatt gccggaatac ctcatcatta tggtcctcta
  2386321 tataaatagc aatatcgtgg tgagtcattt caccgcgttt tcgagtatca aatactttcg
  2386381 attatcaaat aatttcgagt atcaaataaa agcatttcac gtcactattt catatcagtc
  2386441 atcgcgtcag ccccctactt taatgatagg gacatgccct gcatgaaata tttacggaat
  2386501 aaaataaaca gtacgacgat cgggatggtc tgaatgaccg caccagcgat cactggccca
  2386561 acataaacgc cataagattt gctgaatgtg gccagtaata ccgagagcgg cattttgctt
  2386621 tcatcctgga taacaatcag tggccataag aagttgtccc atgtgccgac aaaggtaaac
  2386681 aatgccacaa tggcgataat tgctttattc agcggcatca tcaggtaaat cataatttgc
  2386741 cacagactag cattatcaat tttggccgca tgaatataat cattcggcgt cccctggaag
  2386801 ctctgtgaaa tcataaagat cccccaagaa ctcatgagaa aaggaacaat catggcgcta
  2386861 taggtgttta ataaccccag ttctctgact aaaacgaatt gcgggatgat aaacatcgac
  2386921 gcagggaaaa ccatttgtaa aaacagtaaa ttcctaaaca gggactggcc tttaaattgc
  2386981 atttttgcca gcgcaaatcc aataaacatg gagctaaggg taacggctac cgtcactact
  2387041 gttgaaataa agagtgagtt aaatagcgtc tttaaaaaag gtttttccac ccggccactg
  2387101 ttttcaaaca aaaaacggta attatcgagt gagtaagcgc taccaaacag cccggtagta
  2387161 taaatatcgg cagactgttt aaaggaagaa agcaccatcc agatataggg atagagccac
  2387221 gaaagcgcca gagaaaacat aaccagatgg ataattaaac tgttgatgtt ttttttcatt
  2387281 taaacaatct ctacctttct ttccagcaat tttctgacac ccaagataat tccaaaactg
  2387341 atgagcgcga taaagattga catggtcgct gcccaacttg gttgcatctt cataaacgcg
  2387401 gtttcataca tcacgatcat tggcgtggtg gtgctattaa gcggcccgcc accagtaatg
  2387461 agatatggct cggtaaaaat agcgaaggag accgtaatgg ctaaaaccag caccataatt
  2387521 aattgcgggt tgatcatcgg taatgtgata tggaacaagc gcttaatggt gcgagtatta
  2387581 tctaattccg ctgctgaata aatttctttg ggaatactgt ttaacccaga aaagagaatc
  2387641 aacccgtagt acccgacaaa tttccaggta acgaccaaag cgatagataa catggcgaag
  2387701 tccgggctgg ttaaccaagg cagcgtaaat ccaaaccaat catataagaa ggtattcagc
  2387761 ggcccattct gactaaatat cttagagaac acgatggaat aggccacgcc agatgagacg
  2387821 ttagccagta aaaaacttaa tgcaacaaag gtcctgccat gttttaattt ctgtaaacca
  2387881 aacgcgaaca ggaatgaaga gataaataca atgggcaagt aatacattaa gaaacgcatc
  2387941 acgttcagca tcgatttcca aaacaaagga tcttgcatta ccagaataaa gttattcaga
  2388001 ccattgaacg taggaatacc aacaaaacgc cactcagtta gcgataaaac ggcgagccaa
  2388061 ataaaaggat aaaaccagaa tatgctggta tatcccagat aagaggccgc taatacgctg
  2388121 cctacctgtt tatctttaag ctttaaaaaa gtcataatga aaggccacct ggctcacttt
  2388181 gatgcagaaa gcaagaaatt aactcattct tactgctagg attccaaaat attaggactt
  2388241 taaaatccta gcgttttaaa atcttagggc tttaaaatcg cgttcacttc ttttattgac
  2388301 tgttgcaatg cttcatcagg cgttgcagta ttaaacgcgg tcttctcaat catttgtgtc
  2388361 atgctgcgtt gaatttccac cgtttcacca ctggaaaccg gaggtatcgc cacgttgaca
  2388421 tattcagcgt aggccgcggc atacgggtgt tcctgataat attcggcaaa gaaaggattg
  2388481 gtgagcaaat ctgccctagc gggtggcata ccggtcaatt ccatccaacg tttatcgaat
  2388541 ttgggctggc tgaataccca ctggataaac tcccacgcct cgggtttaac ctttgaatga
  2388601 ctaaacagca ccagtccttt accatcggcg aaagtatgtg gtttatcttg ctgctcttta
  2388661 accagcatcg gccccatttt tatgtgcttt aaaatttccg gatattgttg ttggtagcgg
  2388721 ctaatatccc aaggaccgcg tactgcgccc aatactttac cggtgactaa tggatcatcc
  2388781 tggccaaaat cataaagggt ccattttttt gaaaagagtg tgtgcataaa gtccagaacg
  2388841 tcacgaccgg cctggttatc atagctggct tgctgattgg cgatataagg cttgccatca
  2388901 ctttgggcat aatagagggc aataaaatca aaccaacggt cccaccagtt acggccagaa
  2388961 gtagcttgta tcgcataacg tttgtctgga atggtgtatt tttcggagag tgcgtaaacc
  2389021 tcgtcatacg tttttggcac ctcgctaaag ccctgctctt ttaataaatc gccacgccac
  2389081 caaaagagta ccgggttcat ataaatcggc aggatgtagt tttttccgtt atagcgccaa
  2389141 ttatccataa tatccgtcat ctgacgggta ctaattaagt tttcatagcc atccagcgtc
  2389201 gagagatcaa cgacctgccc taagtcagca agctgagaac caaagccggt aaaaatattt
  2389261 tctgagatat caggtgcgcg atcagaagca atcgcattca ttatcgcctc ttcagagctg
  2389321 cccgctgccg ggatcgttga gaagacgact ttctttttat ctggttgttt attccactcc
  2389381 ccaaccactt cgctccagaa tgcctcttgg acattgttcg gcgctatcca aagcgtgatg
  2389441 tcctgttttt catttttagc cgatgccgta tcattgtcac agccagtaaa caccacacaa
  2389501 ctggaggcaa ttgccaatga aatcagggta ttcttcattt tttctaacat tattctattc
  2389561 ccagggccgt tgttgaaaga aaaggctgga agaccaattt taacgttaaa ataaaatagc
  2389621 agcgtaattt cgataatgat gtgaagtatt tcacatctca tcattttatg tttaacgtta
  2389681 aaatcgtgac gttcgttcaa attttaacgt taaaattgag ataacatgct attcctgaac
  2389741 ggtgaggttt gatcatttca caagacggag gggggtataa tacaggcagt ttgtttagtt
  2389801 cttcttcccg gagcttttaa catgaccact ggtaaaaaaa gagaaacgct taaaaccatc
  2389861 gctgaaacgc ttaacgtaac gcatacaacg gtctcgaatg tgtttaatcg gccggaaaaa
  2389921 gtatcgcctg aattgcgaga gaaaatttta gcctatgccg aatctataaa ttatcacggt
  2389981 cctgcaggtg ctggccgctt tctgcggacc ggaaaatgtg gaacgcttgg ggtcatcttt
  2390041 aatgacaacc tcagttatgt tttctctgat cgccatgata ttgcgttgat gcgcggtatt
  2390101 gccgaagagt gcgaaaagaa tggtattaac attgcactga tgccattaaa aacgaataac
  2390161 gcgctaaaaa aacggatgat gggtgcactg gtcgatggtt atattttaaa tgcgacctat
  2390221 aacaatgacg aagtggtcca ggcggcgttg accagtggct tgccggtcat taccaccgat
  2390281 atcaaactcc agaatttcac ctgtgtttcg atagatgacg gggctgctat gcaggctatt
  2390341 tgccaccact tgttggcagc cgggcataag aaattcggta ttgtctcttt ccctgtgaaa
  2390401 aggctccccg gcgagctaac atcactggct gaattctcca ctgactatga caatggtgtg
  2390461 gctttcgggc gaattagcgc ctgtataacc gcgctgtctg acgctggaat tgatttgcat
  2390521 accagttatg tcgcggaaca accgcacagt gaaaccgggg gcgaaaaagc ggccaaagcg
  2390581 ctgctggcaa aggaaccggg tatttcggct attatttgtt tatctgaccg ttttgcattc
  2390641 ggcgtttatc aattttgtca agaccacaat attcccgtgc caggccaaat tgccattacc
  2390701 gggtttgacg atattgatat tcaggatccg ccggttggtt taacgaccat tcgccaacct
  2390761 accgttttaa aaggccgtga agccgcaagg gcccttattt caggccaatt agacaatgat
  2390821 atatctttag attttgaact tgtcgtccgt gattcagcat aatcagattg gaaaggaaat
  2390881 ggaaaaatta acctgtttta aagcttacga tattcgggga aaactgggct cggagttaaa
  2390941 cgaagagata gcctatcgaa tcggacgcgc ctattgccag tggctaaaac cagccaaagt
  2391001 cgtggtgggt ggggatgcac gggcaaccag tgtcgaatta aaaaacgccc tggcaaaagg
  2391061 gttaatggat ggcggtgcgg atgtcattga tatcggcatg gtggggactg aagaagtcta
  2391121 tttcgccacc cgcttttatg gtgtcgatgg cgggattcag gtgacggcta gccataatcc
  2391181 gattgactat aacgggatga agttagttaa aaaagatgcc caaccgatta gcggtgataa
  2391241 cgggctgtat gaaattcagc ggctggcaca ggataatcat tttgcgccac ctggcgtcag
  2391301 gggccagctt gaaacccagt tggtccgcga acactatgtc gagcacttat taagttatat
  2391361 cgatctgaat gcgttactgc caatgaaaat tgtggttaat gctggcaacg gcgcggctgg
  2391421 ccccactctt gatgcactgg aagctgcgct ggcaaaacgt aaggtgccaa tcagttttat
  2391481 taaaatcaac catcagccag atagtagttt tcctaacggg atcccaaacc cgatgttgcc
  2391541 agagaatcag tggtcaactc ggcaggcagt ttgtgagcat caggcagatt taggcattgc
  2391601 ctgggatggg gattttgacc gttgtttctt cttcgaccac cttgggaatt ttattgaggg
  2391661 ctattacatt gtggggctgc tggcagaaaa attcctgctc accaataata tgggtaaagc
  2391721 gactcacaat actgacaaaa taatccacga ccctaggttg acgtggaata cgatagatat
  2391781 cgtacagaca cttaatggta cagcaatcga atctaaaacc ggccatgcct ttattaaaga
  2391841 tgccatgcgc caccatgatg ccgtctatgg cggggagatg agcgctcatc actatttccg
  2391901 agagttcggc tattgcgaca gcggtatgat cccttggctg ttagtcatcg aattactgtc
  2391961 gaaaaaaacc acgtcgctgt tttcattaat tgaatcccgc aaggcgaaat tcccggtatc
  2392021 gggcgaactt aatttcaccg ttagcgatcc aaaaactaaa atccagcaga taaaacagtt
  2392081 ttacgctgat agtgccatcc acgtaactgg aattgatggc cttagtatgg aatttgaaca
  2392141 ctggcgtttt aatttacgct catcgaatac tgaaccactt gtgcgtttaa atattgaaac
  2392201 tcgtggtgat gtcacacttc tggagcagaa aacagcgcaa ttaactcaac tgctttatcc
  2392261 aaagtaatta aagttgcaaa taacctttcg ttaaaaacta ataaaataaa tatcctccgg
  2392321 catagccgga ggtttttcat atgcgcctat aaggctctgt taccagccgc gccctaacag
  2392381 gcgcatcgcg atctgacatt tgcatctatg gattacttac ggcccgtaaa cgggctaccg
  2392441 ggatacggga tcgagagttg ctcacccatt ttatcctctt ccaattggtg ctttatgtat
  2392501 tcttgtatcc tggccgtgtt tttccctacc gtatcaacgt aataccctcg acaccaaaac
  2392561 tccctgttac ggtatttgaa cttcaaatcg ccaaactgct cataaagcat cagactgctc
  2392621 tttcccttca ggtaccccat aaatcccgag acactcatct tgggcgggat ctccagaagc
  2392681 atatggatgt gatccacaca gcattctgct tccaggatat tcacgttttt ccattcgcac
  2392741 agttttctta aaatactgcc aatcgctctg cgtttttccc tgtagaacac ctgccttcgg
  2392801 tacttcggcg caaaaactat atgatattta cagttccatc gggtgtgcgc taagctcttt
  2392861 tcatccctca ttgggacccc cttttgattt cttgttgaac atttgcagtt gccagaccgc
  2392921 aaactgtttt aacaaatcaa aaggggtttt tataactgac ccaaagctga aagctttact
  2392981 gaacccccag cctagctggg ggttttctgg gcacaatcaa cctcgcgttc attattgaac
  2393041 gcgagggtaa atagcagcat attgttggag cttataatgg ctagcgtttc tctcgcaaat
  2393101 gtcgtgaagt actatggaaa aattaaaacg attgataacg tcaatcttga aattgcatcg
  2393161 cgggaattta ttgtcttagt tggcccttct ggctgcggaa aatctacgtt attaagaatg
  2393221 attgcagggc tggaggacgt taacagcggt gaaattaaaa tagaagataa agatgtcacc
  2393281 caaactaatg caggggcacg cggggtatcg atggtatttc aatcctatgc gctttatccc
  2393341 catatgaccg tgcgagaaaa cttggcgttt ggtctcaaaa atatcaaaat cccgaagcaa
  2393401 gagatcgccg acagaatagc taatgcgtca aatatcctgc aactggataa ttatcttgag
  2393461 cgcctgccgc agcatttatc cggtggccaa cgccagcgtg tcgctattgg tcgatctatt
  2393521 gtcagtcgat ccaaagtatt tttatttgat gaacctttat ctaacctgga tgctgcgctg
  2393581 cgtattcaga tgcgacaaga gatcggcaaa ctgcatgaac gcttaggcaa aaccacaata
  2393641 tacgttaccc atgaccaaac ggaagccatg acattggcgg accggatagt gattttaaac
  2393701 caaggaagaa tagaacaaat cgggaccccg gaagaagttt ataaccatcc agccaatctt
  2393761 tttgtcgccg gatttattgg tgcccctaaa ataaatctat ttaatgcagt ttatgagcag
  2393821 gatggctacg ttaatattaa tggactccgc ttttttattc cgcgattggt gaatttggat
  2393881 ttggcaatgg gcgccgtact gactttagcc atccgccctg aacacttctc cttaaccaac
  2393941 agcaccgaac tgagtctggc agtgaagaca gacatcaccg aaatgcacgg agattccacg
  2394001 gtggtgctat ttagctcaac agagcacggc acgctacaaa tgaaagtccc ctatcaactg
  2394061 aaactttccg ttggtgaaga tgttactatt ggcgcgtcct gcgaacatat tttagtcttt
  2394121 gatgagcacg gtcaggcaat acacggcgag tcatagcagg tttaggcgtg tgtcattcct
  2394181 gtatatttcc ggaatgacac tcagatcgca tcttgcaaag catcattcaa aaacacccta
  2394241 tttataaacc acattcccac ccgtatccgg cttgccatca gtattactgg caccatttct
  2394301 cgccactttt atctggtgtc accaacgctg ttcccttgtt ttgatcgggc gcagaattta
  2394361 tcagcttacc cccggtggga tcatcaactg gattagggaa tacagtcatt atcaggttga
  2394421 ttatctatca aacgttattg ataacaagga ggctttggct gaatcgctgt aggtattcca
  2394481 gagttcttct gtgctgttaa atgcgatgat aacgcctctg tccataaagg aagttattag
  2394541 catgacatta tgaatatctg tatctattgc cttagaggta aaattaagca gccatgcctt
  2394601 ttggccctta tctacaatta cactctctgc cgctggttgg tagttgcgca tcgcatgtaa
  2394661 caacaagtct ttataaccat ctaattgttc aatcttaagt ggtaatatgc ccacgctcat
  2394721 agctaagttt accgtccctc gctcattggt aaaaaccact tgagggcgat tatctgaagg
  2394781 gtatttatat tttttcatcg tctcatccat acgaagaaaa cctttaggaa tattgagaga
  2394841 tataccctgt tcaggaatct gctggcgttc cataagtatc tgagcttggg cttggattga
  2394901 aaagacaaga ccaatcgcga cactaaatat ccccttaagt gcttttttca tagatttgta
  2394961 gtccaagata aataggctta tttaatggca attatgatgc aacaaagtgt ctaagggaaa
  2395021 agaaacgatt cagactgatc ttccccgcca tcattgtcag cataacaaaa tgatcaagat
  2395081 cgtcttccga tatcttgtct gcgatctctt tggcgacaat acccgtaata cccgctttaa
  2395141 caccgaactc cagaacttgc ttcgctatca gacttcggca gggtgcagcg ataccacatc
  2395201 ccttgagagc cagacccagc gcattattct ctacgatagt tataatgttc aggaacttga
  2395261 tagtcttcag ggaaagaaaa ttcttttgtc tctctgataa aaaagtcaat atcttcaact
  2395321 gattgataaa aaaccccata aatagacatc ataaaaaccc tgatatctaa aagagccgct
  2395381 ctcatacctt cagaaacggc cgcatgggtg gtgctgtcgg cgtggccttc gttattggcc
  2395441 ccgaccagca agccgttggc catattgcca acaaactgac tgccgatatt ccccccggta
  2395501 ctgataccga cactttgatg ttcaaccttg aaatcggctt gattatcgat atcactgaag
  2395561 cccagtgtcc cggtatccag cgtgttttta tcggccgtcg ccgtgctgcc aatcaccgca
  2395621 ccgtcaagct gggtaccctg tacagttttg ccccttgtac tcctcagcgg cggcaacgac
  2395681 ctgtatctgc gcgttctggt acttctcttc ctgtgacaca ccaaagactt tgttctcgat
  2395741 tatgtcactc agcgcattat tctccacgac tgagtttaac tataaatata taaatcaata
  2395801 gaactttcag ctccaatact acccaaaaaa cgatttgttt ctgctgacca atagatagat
  2395861 ggtttttccc cattctctat ttcgatcaaa agagaaaaaa tgaacgtaac actatatttc
  2395921 tcttttattt cctccaaagc atcaatttta cattttaatg aagacaacaa ttttcttgtt
  2395981 tgctcatcta catcatagga ctcttctttc tctgtacaga ttgaccagct agtctctgtg
  2396041 ctcggtcttt ttctcgttcc gctgatgaca ccttttagat gaacctccat aggttctatc
  2396101 tgtagtaaag tagttatctc attgggatca aagatatcac cgcaaatgga aaactctgct
  2396161 ttcactgttg ttttattcat gtaacgatcc tacttattaa taaattcgcc agtcggaata
  2396221 ccttcacctt ttctgaaaat ccacaactgt ccgttatctt tatcaacata aatgtcataa
  2396281 agctttattt cggctttagc actgaggaaa tcttttttga tctaatgagc atccacacca
  2396341 ttatttttca ggaacttatc atctgcaact tttatattag atggcttctc tgctctatta
  2396401 tcatgcccat cacttgtcat atgatctggc aagtcaaata ccaaaacaaa aaccagcaac
  2396461 ctactccagc agagccaacc tttaagcatt taaatacatc ttctttagat atattaaatg
  2396521 gcaattgata aaaaataaca aaaaacaatt caatgataac tttgcctatg agtacagcta
  2396581 acacgacatt tactatgcaa gatgttaata agtatacaaa tagaagaaac catcttagag
  2396641 tttgaagcaa gccccagcca aattggccgg gcttgcttca tcacgggttt cttaatacca
  2396701 ttttacatta aaatcagcta attgattatc taggaattgt tttttctcaa accaataatc
  2396761 aaaaacctca gccccctcac tacgtaaaat caggtaaaaa cctcctgttt cacccttagt
  2396821 gtcatcaatg agttggattt cccatccaac atattcacca tcattaacga tgcctttttt
  2396881 caagatcatt ttgcttcctt aatctttata aggaacatga ttgttagaaa tatacttacc
  2396941 tgtttcagga ttttttacac caaagtgtac atgtggaacc cctggcgcat gagccccatc
  2397001 aattgaacct gagtcaatcc taaattcttt tgttccatcc gcgctatggt aaacaccaga
  2397061 tcctgactta ccgatctctt tatatcctgt tcctaagaat tttaaaccag cagcgagtgc
  2397121 ttcatctgaa gtcaatgttg tcgaactggt aaagtttttc ttacccgata gagtttcatt
  2397181 gataacagta tctatcttac cgttagggtt ttctgaaaga taaactatgt ctttcttcgt
  2397241 gagaggatcc gcccccggat ttaccaacac attcccaccc gcatccggct tgccatcagt
  2397301 attaccagta ttagtagcac cctgacctgt agattgatca ttacctgtat gatctggcga
  2397361 attatccgct atttgattgc cccccgtatc ggttggaccc gacccagcgt tctgatcacc
  2397421 accggtatga gcaggtgcat atttatcctg aagcgaattc aggtattttt cggtgatctc
  2397481 atcattgccc atcatcttca gagtaacaag atgatcaaga tcgtcttccg atatcttgtc
  2397541 tgcgatctct ttggcgacaa tacccgtaat acccgcttta acaccgatct ccaaaacttg
  2397601 cttcgctatc agacttcggc agggtgcagc gataccacat cccttcagag ccagacccag
  2397661 cgcattattc tccaccgcat ttttcccagc ctgcgcaccc gcaaccgcgt cggcgctgct
  2397721 gtctcccgtc aagccccccg ccagccctgc cgctaatgta cttaacgcgc tgatggtctg
  2397781 tttttctgtc tcgctgagtt cactgaccat ttttcccggg tacaactgct gcatgattaa
  2397841 atcagccgct atctcacccg tcaaggcacc tgcgcctccc gcaaccgcgc tattgccctg
  2397901 tagatgtgcc agaacagaac cgaccaccgc atgtgccgcc agtcgcgctt cttcgttatc
  2397961 acccgtgctt tgcttaatca cttccgccag atacggcgca ctgcctcccg ctatcgcttt
  2398021 ggctatatct ccgcccgcca gcccctggag ggccgctgtc gccgcttgta ccgcctgctg
  2398081 gaatttaccc ccggtgccgt aacccgatgc attgaatgcc tgatcatagg ccgttttata
  2398141 aacctgaccg ttgatatctt cagccgttgc aatctgaccc ggattggctt tttcccagtt
  2398201 ggctttcgcc gcctcacgat cagcctcact cacctcctgc attttttcag tcgccgcctg
  2398261 agtggcgata atctgcccct gtgtgcggaa cacatccccc acctgactgc ctatctcgcc
  2398321 gataagctgc gcttccttca gccggttttg ttctttctct ttatcaaaga taggggaaag
  2398381 ggcattgttg gcctgctcca cgtcacggct caggtcatca acattttgct gctggttatc
  2398441 cgtgtcgcgc accgtgatcg taccttcaga aacggccgca tgggtggtgc tgtcggcgtg
  2398501 gccttcgtta ttggccccga ccagcaagcc gttggccata ttgccaacaa actgactgcc
  2398561 gatattcccc ccggtgctga tacccacact ttgatgttca accttgaaat cggcttgatt
  2398621 atcgatatca ctgaagccca gtgtcccggt atccagcgtg tttttatcgg ctgtcgccgt
  2398681 gctgccaatc accgcaccgt caagctgggt atgtccaccc accgtgatat caaagccacc
  2398741 cgagccggca aagatacccg tctgctcctg caccgagtca aagttgctgt gcagcttgtc
  2398801 ctgactgcca ttgatactga tactgcccgt catggatcca gggctgaaac tgccgccaac
  2398861 gctgctattt tgttgtttgg cgtcatagtt atcgctgtcc tgctgacttt gcagcaacag
  2398921 gtcgcggccc acctccacct tcaccgtttc gccgctgacc tgcgcaccga ccagtgaggt
  2398981 atcgcggcca ctgtacagcg acagcgtgcc gccgctgtca agggtcgttt cagtccagga
  2399041 ggtaccgtcg ccgtgctcac ttccctgacc tttattggcg ttggcaaaaa tactcagacc
  2399101 actgctggcc ccactgatgc ccagactgac accaacactg ccgccactgc tgctgttgct
  2399161 gccgtcggtt ttttgtgtgt tagcagcgcc gagtagcagc acatcacgcg ccgcatccag
  2399221 cgtggtatcg ccaccggcct ggagctggct gccttgcacc acaatatcgc cgctgtttgc
  2399281 cgcattcccc tcaccggtgg cattgatggt cagattgttg cctgccgtca gcgtcgagcc
  2399341 cgtcacgtgg gtctgttcct gatgttgctc cgaggacgat ttttgtgagc ccaaggacgc
  2399401 actgatgccg aacatgctgg cggcatcgcc cccctccgcc tgcaccgcct gcacgccatt
  2399461 gagcgccgct ttaaccccct gcaatgcccc caagcggcca ctgctctctt cgctggccgc
  2399521 tttcgcggtg gtcaccgcgg tattgacggc actgcccacc gcaccggaca gtgccagtgt
  2399581 caggccgctc tgtttttgct cgacggtgtg gctctgggta agctgattct ccgccgccag
  2399641 aatactgaca tttttacctg tcagattgat gtctttaccg gccaacacct cggcaccttg
  2399701 caccctcagg tcttcaccgg cggtcatgct gacattgccc agtacgctgc ccaccgtgct
  2399761 gcccacgctg gaaatcgatt gaccagaatc ggtcattttg gtactgctgc tgcccaccgt
  2399821 gacaccgata ccgccggtgc tcatcaggcc cgattttttc tgttcgaaca ggtgcgattc
  2399881 gctctcgctc tgctgcgccg tgccgacggt aatgttctcc tgcgcacgca ggctgatatc
  2399941 ctgatcggcc accacgttgc tgcccatcac cgcgatattt ttaccgctga catcaataga
  2400001 tcccgccgag agcatcgagc ccaccgccag tgtctggcta agactgtctt cggtgcgtgt
  2400061 cagggtgctg gatgcaatcc ctttgctgag accggtatga ttgcgctgtt cgtcatgctg
  2400121 ctcagtctgg gtggtcagga gcacatcccc gcccgctgcc agtgtcagcg cgccatcggt
  2400181 ttgtaccgca ctggctcgca gggtgatgtc ttgcgccgcc tgcaaattga tatcgcccgt
  2400241 ggcattcaac tggctgccaa gcagggtttc atcatagagg ttcaccgagc tggtatgccg
  2400301 cttgctcgac gattcgccgg taacgtgcag gctgtcggtg gccgcgctga ggctgatgtt
  2400361 ctgcgcctgc acctcaaggg tagcggcatt aatgttggcc cctaccgccg tcagattgtc
  2400421 gacgttggcc gtcagcgcgc cgccgacatt cacttcactg cccagatggc gaatatgctc
  2400481 actggtcgca ctgccacggc catcatgggt gcttatctgg tcgcgtgttt gtaccgtctc
  2400541 cagttgccag tcgccgccag tcgtgacctg cagatcctga ccgacattga ggcttgcgcc
  2400601 ttgcatgata aaatcacgcc cggtattaat agtcgcatta ttgctgacat tgatgctggc
  2400661 cagcggcccc aagatcgttt gatcccgcga gactgcgcca ttgtcgctac tgagctgcgc
  2400721 actgtcggtg cgcaatatca catcgcggcc gctgtccagt tgcaggttgg tggcattgat
  2400781 ccgcgcgctg gtcaggtcga tatcgctgtt cagtgtgctg agctgcatat cgccgcccgc
  2400841 ctgaagcaag ccaccacggt tattcagcgt gatatcttgc gccatgctga ttttcaggtc
  2400901 attcgtggcg gttatcgccc ccgcattggt gaacccctga acctcggtca ggctgatatt
  2400961 ctctgccgcg atcaatgccc cgttggcctg cagatcgccc ggtttaaccc ccgccagata
  2401021 gaccacgggg actaatacgg tttgcccggc gacgtcacgg gtttccatca gcacgatatt
  2401081 gtgggtcagg gccgccatct gctccgcact gaggtgggtg ccgagggcaa tattgaacgc
  2401141 cttgctgtac tcaaggcccg ccgcaaacag tgcctcgaac tgctcttgtg cactgcggta
  2401201 atcactggcc accgcctggc cggtcaacgc cagcacctga tcccgcacca gccgctgttc
  2401261 ataggcgtta tcccccagac gtttgaatat cacgtccggg tcattattca actgctggag
  2401321 cacgtaatct gacccgcgcc agttattcag gttggcaaac gccgggtggg tttcgatcag
  2401381 ataaccgcca ccgccgacgg tgtggtcggt tgtgaactga tacagcccgc cattcggctg
  2401441 tgtcagagag atcccgttaa attcgaccgc cagatctttg ccgctattat cgcgatcggc
  2401501 aggcggtgcg atggcaccgg ggttggcccc attgttaatg gtcgtgccac tgccgctgag
  2401561 tgtttttgcg gtaaaacttg aggcatattc actggtggcg cgctcactga cttcaggtcc
  2401621 ccactcacgc gtccacaaac cgcctttgta ggttcggtag cgccagacac cgctggaggt
  2401681 ggtctgctcc atcaggcgtt gctggtcacc ccagccatcc tgttgcaggg tgacgccggt
  2401741 gagatcaatc tccccctgtg cactcacttt gctccagaaa ttctccagcg tgcccacctg
  2401801 cggtgtcagg tttccccccg ccagcagttg cgcttccggg ctgctctgat cgatgccgtt
  2401861 ataggcgata accgacgtat actctgtgcc gatataatcg ctgttatcgg caccgccatc
  2401921 cggcggttca gcatagcgcc cgcctggaat atcggggttt tctgccgtcc agacagccgt
  2401981 gcctgtcacc gtatcggcca cgataaagtc ggtgttggcg gtcaaaatat ggcggctgtt
  2402041 ggtcagcgtc gtggcgtaaa tcaacatgtc tttgccggat tcgatcaggc cggaaaggtt
  2402101 gagcacctga gccgcagagg cgtaatggcc atcacgcgcg tgcccgccgg ccagaataac
  2402161 cgtgcccatg cctaaaatcg tggtggtcgg cgcggtgtca gtgtgggtga cggtatcgct
  2402221 gttttcaatc accggggcca gcagggctag ggtgccgttt tcatcggtag caccgatcag
  2402281 ggcgtcaggg ccggagttgg taatacgctc ccgtgcgtta agtgtggctt cggcgctaat
  2402341 aatactgccc gtgttgaaca gggtgttgga gtcggtatca agcccaccga gggtcaatat
  2402401 ctcgccatgg ttaatcaatg cgccggtggc gttgagctct gcttgcgtcg cgatcaggtt
  2402461 gccgctattc agtaagctgt ccgagtgggt actgagtgtg ccccccgcca ccagttgccc
  2402521 gtcattggtg accgcgccca gggatgtcaa ggttaaatca cgcccggcct gaagggtcga
  2402581 gcccgcctgg tggctgaaat cacgctgtaa atcgatggtc agatcctggc tggccgtcac
  2402641 ctggccgcct tggttatcaa actggcccag atccaacgcg agcgtgttgc ccgccagcgt
  2402701 gcccccctga ttattgaggg tttgagcggt gttgatgctc agtgtgtcaa gggcgagtac
  2402761 agtggcgcgc tgggtgctga tatcgccacg gttggcggtg agggtcatct cacgggcttg
  2402821 cgtgtaactg tcggccagat caatccggct gccggttaac gccatggcac ccgcggcaag
  2402881 ggtctgcccg tgtgcgatca ggtcctgacg ggtggtcacc ctcaggtcac cgatttccgt
  2402941 caggcggcca tcactttgta ctcccgcccc cagcaggctg ttgccgttgc tgttcaggct
  2403001 ttccgcctgt agcgagaggg tgccgcttga gaggagggtg ccgcttgaga ggagggtgcc
  2403061 gccccggtta tcgacatcgc ccggcagatt cagattaaaa tctgtcgtcc cggtgtgggc
  2403121 tatcaggccc ccgacattgg agagtgcctg cgcgtcgagc gtaatctgtt cggcgatcag
  2403181 gctggcgtta tcggtgcgca ataacgcggt ggttgcagcc gacaggcgat cactggctaa
  2403241 cagttcagcg ccggtcagat cgatctcacc cccttgtgca atgagcgtga tatcacggct
  2403301 ttgcgtctgg ctgccactca gatcaagacg gtgtgcggtg aaacgctgcg ccgtgccgct
  2403361 gatatttttt ccctgggcgg tgatcttccc gctagcttca acgctcagtg tgccactggt
  2403421 aatggcgctg ttgtcggact tcacacccgc ccccagaaca gaattgcggg tgctgttcac
  2403481 ctccgccgca cggacagagg tatccccccc cgccgcgagg gtgccgctgt tgctgagtgt
  2403541 acccgccgta gtgagttggg tattgccctg tgcatagagc acaccggtgt tctctatatc
  2403601 cgcagcggta ttgaccacca actgttggct gctgttgatc tggccgctgt tcatcagcat
  2403661 gccatcggcc gttatcgtaa tatcgcccgc tgacgcccct atctcgcccg cattgtgcac
  2403721 accgacaccg ctttcagtgc caatcaggcg aattttaccg gcgtacatgc cccccaaatg
  2403781 ggcgacatcc accgccacgg ttggccgcgg gctgccatcg gcggctttgg cgttaatgtt
  2403841 ttgatgggcg gcatccacct gattgcgccc ggtggtgaca ctcagttcgt tggcccagat
  2403901 cccggcattc actttgacgg agcgggcaat caggtcggta tgatcttgac ggctgctgtc
  2403961 catgccggtg ccctgaataa caatgtcccc ccgctccaca tcgtaaccgg tgagctggcc
  2404021 gttattgagc tgcgcctgac cggtcgtcag ggtcacacgg ttggcgttga taaaaccgca
  2404081 gccctcgcag gtaatgcccg ccgagttagc gataaccacc tgtgccttgc gccccgccac
  2404141 ctcgatatac ccgttaagtt tactggggtc acggctgttg acttcgttga ggataatgct
  2404201 ggcctcaccc cgcgccagcc acgggttgcc gtcgataaaa ccaccgagtt cggtctggtt
  2404261 gacgccgtgg ccgttattga ggatcacgcc gcggccatca acatcaaact ggctgtaaac
  2404321 gttacgtgaa accccgccgc tgctgggggc ctggatattg acctgtggcg tgccgttggc
  2404381 gctgttgata atggtgggtt gctggttgcc cggcgcactg gcatcggcga caatcgccgc
  2404441 ctgaacggag agcgagacac agcccagcgc cagtaacagg ctgaaactta gcgtggacaa
  2404501 ggcactgata cggcggtgtt gcgtgtgccc taatcctgat gaaggcgaag aggacgcccg
  2404561 accagaagca gcaatatctg cgacgacgat catcatcccc cgcactttgt taaaaataat
  2404621 acggtacagg ttcttattca tggtcggtct caaaaggtta tccccttcgt ccttgaagcc
  2404681 acagggggtt agctgcacgc actcactcga atcacttact tgagtaagct catcgggatg
  2404741 agtttgctgg ctgcctacct gcaacgccaa tgacgttggg tgcaataaaa ggagtattag
  2404801 tattgccagt tcaggttaaa gcccacggtc acggcatcgg attggaagcc atcgggttca
  2404861 gacaggggtt tgccggcaaa caggtcatag cgggtattga gtacgttgcc gcgaataccg
  2404921 acagcggcac ccgccagatg gttacccagc agataagcgc ttccgcggcc acccacttcg
  2404981 ccataatcaa ggccgacata gatctcttgc ccctgtatcg gtgtgtacca acccagatca
  2405041 ttacgcaccg tccagccacg atcagcactg agggtccgct ccccattaaa gccgcgcact
  2405101 gaccaacggc caccaatgct gaattgatcc tgtggggtca acggggtgct gctgctctga
  2405161 cgctggtatt gcacgttgta atggaaattt tgcgccatca ccgagaaggg aatatccagt
  2405221 tgtgcattca attgcagaat cttgcttaac gccgtgcctt catcaaaata ttcttcttga
  2405281 gccggaaccg ccccaaacca acgggtaccg cgctgataac tcaccccggc atccagcgtg
  2405341 gcctgcgaaa taaagtggcg atgttgcagc cctatgcgcc aggcagatgt gcggcggcgt
  2405401 tgaacctcaa cttcggtatc attgatgtag tttttcgacg aacgggtcag gacatcgtag
  2405461 gtgagtgtgg ttttttggct ggcattgcgg tgcaacaggc ggctgagttg caatgacaca
  2405521 ttttcacttt cgccccgata gttgtaatcg ctattcaggc ccgccactgt ctggtgataa
  2405581 tcataactgc tggcggttat gccggctgtc cagtaaccga acggcaacga gtagtggcca
  2405641 gtcaggttat tggtgccttt atcgccgcga ttttttattg agccacccgc cgagacataa
  2405701 aactggtcac tcaaagagaa tgggttatcc agaaacagcg tcgcaccgcc ctgataacgg
  2405761 ccagtactgc gagtccctga gtcatccagt gaggcggcca aacgccacat tttgctctgc
  2405821 ttccagctta gggcgatatc ggtctctccg ggcgcgctgc cggggatcaa ttccatgctg
  2405881 gcttgcactg tggggatacg ttgaagattc tccagccctt gctcaatatc acgcagatcc
  2405941 aataagtgac cggggcgtgc gggaaaggca ctgaacagcg tgacatggcg gtcactctct
  2406001 ggtgtcagcg ccacgcggtg tattttgccg ggcaccactt gtaacgccag tgtgccgctg
  2406061 ttcaaatcct gctgtggagc aagcacccgg gtcgtgacat aaccatgacc cactaaacgg
  2406121 ttttgtaatt ggctcatcaa ttggttaatc ccctgcccgc ccaaacactg ccccagtgcc
  2406181 tgattagcaa tacgctgtaa cggcaaccaa cggggtaacg gttcagtgcc gctgagtgtg
  2406241 acgcggtcaa taacaaagca gggcttttcc acagggaaaa taaggcgatc cgaagaggcc
  2406301 gaaggtgcag ataagcgcac atctggcgtc ggtggagcca gacgttcttc cagcgcccgc
  2406361 tgccgctctt gctgatggag agtttgctgt tgaataggcg ttaattccgc actctgtccg
  2406421 gcgcgagaaa taaccaacag tggaaataat atagccgtgt gtaatataaa ataacaataa
  2406481 cgcaaagaga atgcctcgcc tctgcattag aggcatgtat atatagaaat aattttctgc
  2406541 attatgctgc caatagcgtt tttttcaatc aaaatatgag gtttagcaat aattcaagaa
  2406601 gaatacgact ttattgtatg aaatatccta cacaagagag attgatgaaa acagaatatt
  2406661 tattcactct gagaaaatgt taatttacgt ctaaaattta tatcgaaaat ataataaata
  2406721 aaacattctc cctttcggat tacaattaaa aaagagaata gcaacatcct tatttttata
  2406781 atttcaaaca cgatgacagg cgaaaatcac acagtaaaaa acacctacca aataaataaa
  2406841 aaaacaaatt aaaccaataa tttaacaaaa aataaacgat agatcctgca ttgaaaattt
  2406901 attttttcag agggctaaat aagtctaaaa acaatgcgtc tattttgtca taaaaaagag
  2406961 agcaatacgt taaaaatcct ttttaatttg caagctaaac aataacaaaa actgaagaaa
  2407021 tcattaaagt aaacattata aaattagcgt attaatgagc atcaacattc aatttcatct
  2407081 accacaagaa agccgactca atgataaaac agaaaatcac ttattagccc cctcctctta
  2407141 taaatctagc actaaccgcg ccccttttgc ccttgagcaa caaatcaaaa tagatttctg
  2407201 actctttttt tcttcatccg taagataccg atcacggtga tcagcttcac cttccagaat
  2407261 cgctgtttca catgttccac aaataccttc tcgacataaa cattctacct gtgccgcatg
  2407321 actgttttcg atagcctgta ggatggtcat atcacagcca acattcagtt ccacgccaga
  2407381 gcgagccagt acgagcgtaa actcaccgcc acgttggttc tcagccgtaa actgttcaaa
  2407441 atggagatac gtttgcggta taccgcgttg tgttgccgcc gttttaacgg cgttattcaa
  2407501 tgataccgag ccacaggtat aaatatgtgt ctcaggttca caatccatca gtaaccgcac
  2407561 cacatccaac cggctgccct gagaggagat atggcaagaa agatgtttag caaatgctga
  2407621 attttcgagt tcagattgaa aggcattgtc atcacaacag cgaaaacaat agtgcagatg
  2407681 gtaatgatcc tgacgacgtt caagttcata gagttgggag ataaacggtg taatgccaat
  2407741 gccaccggca atcagaagat ggcgttgcgc ctcgggtacc agtggaaata agttattggg
  2407801 cccagacacc ctgagcttat cgccaacctt cacatggtga tgcataaaat ccgccccccc
  2407861 acgagaatgc tcactcaggc gcaccgctat ttggtagcgg tgcgtttcaa aaggagaatt
  2407921 catcaatgaa taggcattac tgaggttttt ttcacccagc ggtatctgta ccagaatatg
  2407981 gcttccgccc tcaaaaatcg gcaagggcct atcattgccc gcggtgaggg taaaccgttt
  2408041 tacatcagat gtgatgactt caatcttgct gaccacaacg tcaaacatct gatgagacgc
  2408101 catagaaaac cccggtattt taagcgtgtc tgcgcgagct atttgcttac gctatcagag
  2408161 aagacccaca gcggctcact gtgggccata ataataggct actcttgaaa gaccttcgcc
  2408221 accagattat ggaagtgagc aataccatgc tcactgatcc cactgccttt atcatcagcc
  2408281 atgatacgcc cttgaccacg atagccgcgt gatttcagcc ctttctgaac gctttcaacc
  2408341 aagcgtaaat cttccgggcg aaagacattg cgataccatt cgataagcgc cttctggtct
  2408401 tccgtcagtt cttcgttcgt aaaataaata tcatagtttt gcagcgtcgt ttctgcatcg
  2408461 actgggaact cataaattac ggtcatcatg cctttcagtg gcggcacatt gaacattgag
  2408521 catggccata gccaaaagcc gtggaaagag gactcttcac cctcttcaaa tttaaaggac
  2408581 ttttctgagg gtttcgcata gccaaattgt aatgaccaat taccgtgcat ggtgtgccag
  2408641 tagcgatcaa tctgcactga atcggcgaat cctgggtgag caggctcgca gtgataacac
  2408701 tccatatagt tatcgacaat attcttccag ttagcagggg tacgggtggt gaagcgagcg
  2408761 gccaatttca actcgtgcac atcggggcac gcttcgaaaa ctttatcctg taagcccggc
  2408821 aattgttgtt ccacgctttc ggcgtctggg ttcatattga tgaaaataaa accggcatat
  2408881 tcctctaagc gcaccgggaa aagcgtcgcc cgatctttat caaaattagt gacattctcg
  2408941 cagttacggg catgtgccag ttcaccgtcg agcttgaagg tccaggcatg ataggggcaa
  2409001 gtaatgacat tctttgcttt accttcccca ctgagtaatt ggtgcccacg atgcggacag
  2409061 acattataaa aagcccgcaa tacgctatca cgtccacgca cgataacgat gttctcacca
  2409121 ataatctcac gagtgatgta atcattaggc tgcgccactt cactgccgtg cgccatacaa
  2409181 atccagctat tagtaaatac cctctctttc tcatgctcga aggccgcctg ttgggtatag
  2409241 aaataagcag gaatggtgta agcctcacgc gggtttgcac aaaagtcttt tggcaaaaca
  2409301 aagtcaggat gttgattact cataatgtca cctctggcta tcttggtgtt ataggtaaaa
  2409361 tttttagtca tacatttagg gaataccgac acggcataca acgacataga aacgtaaaaa
  2409421 cagagcctgc tatttatgct tactggttat gcttactggc gggtggcgcc gcagtttcca
  2409481 cgactaaagt ttccacgact aacattgacg cagtagcagg cggtaaagat tcagccggca
  2409541 acatgacttg cggggtactt tgctcaataa ggtgcgcggg aacatgggca taatcctgct
  2409601 taatccagcg gacaaagcca taaacctcga tcaagagaat caataaaaaa ggcagcgcag
  2409661 tgagtacaac cgtcgttttc atggtatcca acgaggcacc agcaaacaga atggagagag
  2409721 ggatcagtgt aatcactaca caccaaaaca gccgcagcat acgattagga tcttcgcctt
  2409781 cccgcagatt acgggtgctg gttgccgcca tacagtacgc caccgcatcc atatgtgaag
  2409841 ccaggaaaat aatcatgatg aacagatagg cagcaaggaa taatttgccc atgggtagcg
  2409901 cgctgagcag catttgtacc gcagtttccc cgccctgagt atttaggatg aggggaacat
  2409961 ctaacgcacc actaataaac tgttgtatcg cgtagctttc cagtacccca aagaagaacc
  2410021 agcaacccaa cgaactgccc agcagcaaag cccatataac ctctttgagt ttgcgaccac
  2410081 gtgaaacccg cgtcacaaac atcgcaacac cgggggtata tgaaatccac cataaccaat
  2410141 aaaagaccgt ccaactgcgg gtaaagcggc catcccccat agggtcggtg aacaggctca
  2410201 tttgcaggaa attttgtgtg gttaatccga tggagttaat ggtgttattg ataatgaatt
  2410261 cagttggccc cactaaaagc accagaacgg caaaaccaaa agcgccccat cccaccattt
  2410321 tgctcaggcg ctgcatacca tgatcaatac cgatatacga actaaaggaa aagataactg
  2410381 ccgctaccaa catcacgcca gcctgcaccg caaagttatt aggcacgccg ataagcgcag
  2410441 tcagtccacg ggtaaatgtg gcggcggtga tcactaatga gatcgtcagc gcccctattg
  2410501 tcgcgattaa aaagatcaga tcgaccagac gcccccaaaa accctgcggg ttgaccccgg
  2410561 taatggccga gataatcccc gataaactta accctttgtt ttttctgaca tgaaaatggt
  2410621 aagccataat cagcgaggcc aacgcataag ttgcccacgc actgatcccc caatgaaaga
  2410681 aggagtaact gacgctgtat tccagtgcct tcggcgtttt tggcgcaata ttcagacccg
  2410741 gtgtctgata gtaataagcc cactccatca ccccccaata cagggttgat gaaccaagtc
  2410801 ccgcgcaaat aaacataaac aaccatggga tagtacgata ctcaggcttt ccctcaccca
  2410861 gacgaatatt gccgtatttg ctcaccgcga tataaagtac caatattaag ccaagcagca
  2410921 ctaatatttg gatcgtcgat cccagtagcc gggtaacgcc actaaaaatg gtctctgcca
  2410981 tttggctgct ttgctgcgga aataagctga atgccaaagc aatcagaatg atgcagagca
  2411041 aactggtgac aatcagcggt atatcttttc tcgggttgtt caacatgaga agctcctgct
  2411101 tatagagagg tgcgctcatt aaagggctgt cacctcgctt ttatttttgt tatggcacgg
  2411161 tgttttatcc tctgtttatt tcgtctacct ggttttatgc gtgtttaaat taggggtaaa
  2411221 aaacctcgtt accccctagg aagacaccga aacgctgtat ctcacagatc aattaattaa
  2411281 caacataagt atcttcttgt aacatcgata aaacaatcgt gtgttttgtg aacagataaa
  2411341 acacgtggcg taaataattt cttgtgaagt tagtcaggca atttgtcagg aatagcgcgc
  2411401 aggtcgggct aaagaatatt attctcaaaa agttaatagg cattcgtccg attaaaacgg
  2411461 acgcataccc aaacccgcca acgcaggaaa ggaaaataat gaggttattg acaaagtgcc
  2411521 cgcgacggag agaacagaca gatcgtaaag acgccgtaaa tacatccatg taggctcgag
  2411581 ccgcgccatc cttggcgcgg acgctttact cctctgccta tcctcaccgt tcaagatcgc
  2411641 gtcatcgggg tttgtcagca gtctgataat aaggggccag gacgataaaa taggcgggag
  2411701 gattagtgag ataagacctg cacaatggca gaacccactt gttgggtgga ggcatcacca
  2411761 cacatatcag gcgttttagg gccttgcgca atcacctgtt caatagcgtt taatattcca
  2411821 ttatgggcag catgatagcg ctcatctcct tgccccagaa aatcgagcat catcgccccc
  2411881 gcccagatca tcgcaatagg gttagcgata tttcttttat aaatgtctgg ggccgagcca
  2411941 tgtaccggtt cgaacagtga agggaagtca cgctctggat tgaggttcgc tgaaggcgca
  2412001 atgccaatcg tccccgcaca cgccgggcca aggtcagata aaatatcacc aaataagtta
  2412061 gaggccacaa ccacatcaaa acgttcagga ttcaatacaa aacgggcgca caaaatatca
  2412121 atatgctgtt tgtccgcgct aatttgtgga tactgcgccg ccatcacttc gaagcgctca
  2412181 tcccagtacg gcatactgaa cgccagacca ttagatttag tggcagacgt caggcgctta
  2412241 cgtgggcgca tctgcgccaa ttcaaaggcg tattttagaa tacggtcaac gccacggcgt
  2412301 gtgaatatcg acgcctgtaa aaccatttcc tgctcggtgc cttcaaacaa acgcccgcca
  2412361 accgatgaat attcaccttc ggtattttcc cgaaccacat aaaaatcaat atcaccgggc
  2412421 tgtttaccca ctaacgggca gggtatgcca ggaaataagc gcaccggacg taaattgaca
  2412481 tactgctgaa aatcacgacg aaacttcaac agcgaccccc acagcgaaat gtggtctggc
  2412541 acggtcgcag gccagccaac cgcaccaaaa taaatcgcat cgaagcattg tagctgcctc
  2412601 tgccaatcat tcggcatcat ctgcccatgg tgttgataat attcacaact tgcccattca
  2412661 atattttcaa atgaaatatc taaatcccag cgcaaagcgg cggcctggag cacgttgatc
  2412721 ccttctggca tcacttcatg gccgataccg tccccgggta tggcggcaat tcggtaggtt
  2412781 ttcttcatcg caagtctcat ttatcagcgg taagaattga catctcctcc atcctataat
  2412841 tgactaattt acatacaata caaaaactgg tgatacataa aacacagatc atgaataatc
  2412901 tgccgatact cagtgacctg cgcgtttttc ttctggtagc ccgacgcgca ggttttgccg
  2412961 ctgccgctga agagatgggg gtttctcccg cctacgtcag taagcgtgtc gcgatactgg
  2413021 aaaaaacgct gaacgtggca ttactgcatc gcacgacacg gagagtcacg attagtgagg
  2413081 atggcgagcg gacttatgaa tgggcacagc gcattttgca cgatgtcgat cagatgatgg
  2413141 acgagctgtc agccattcgt caggagcctc agggcacctt aagggttatc agcagttttg
  2413201 gttttggccg acgctttgtg gcccccgcac tctctgcgtt agctcgcgag tatccccgtc
  2413261 tggaactgcg gtttgatgtg gaggatcggc taatcgatct ggtgactgaa ggggttgatt
  2413321 tagatatccg cgtaggcgat aacattggcg acaacctgat tgcttgccaa ctcgccccga
  2413381 accgccgcat tctgtgtgca tcccccgatt ttctacagcg ctacggcaca cccaaagccc
  2413441 tcagtgaact ccccggtttt gcctgtttag tgatcaaaga gcgtgaccat ccctttggca
  2413501 tatggcgctt gcataatggc accgaagaac aatcgataaa ggtcactggc ccaatggcct
  2413561 ctaaccatgg cgaaatcgtt caccaatggt gcctggacgg acaaggtatt gctttacgct
  2413621 cttactggga tgttaaagac aatattcatt cgggcaaact ggtgcatatc ctaccggagt
  2413681 actttcaatc ggctaatatc tgggcggtgt atgtcacccg gctggcgatg tcggcaaaag
  2413741 tcagagtgag cgtagaattt ttacgtcgct attttaatga gcactacggc gcagaaaata
  2413801 catctgcaaa tggcggaacg ctgaagcgct gataaaccgc ccgcttattg ttcccaaccc
  2413861 accgcgtaat cgccctaaat aaagcaaagt cgggatattc agagagaaag aattaacgtg
  2413921 gaataaaaac tcaggacgct tgagaggtaa aaattaccca gtgacccgaa taagccaatt
  2413981 gtcattattt ccgacaaaga cactcactta tatctggcat actttaagcg gcttccctac
  2414041 aataagtatt cagttgacga ataaagcaag gaataaaggt gtcgaaagct tattcaaatg
  2414101 ccacgattgt ggatattgcc cgtcgagcta atgtgacaaa catcacggtt tcccgtactt
  2414161 ttaatcaacc tggattagtt aaacaagaaa cccgtgaaaa aattcatgct atcgcaaaag
  2414221 aacttaatta cgtccccaat gcttttgctc agggattaaa acgcagtagc agccaaatta
  2414281 ttggtattgt caccagcagt atgtataacc ctttttactc tgaattaatt caaacggtct
  2414341 ccagaattgc acgaacacag tgttatcaaa ttatgctgtt tgataccgat ggcagtgaag
  2414401 aggcagaaat ggaggctatt caggcgctat ttggctataa agcctgtgga attcttttgt
  2414461 caccggttcg cgatgataaa aactaccaac cggcctatct cgatttagcc gaaacctatc
  2414521 gcgttccatt gattcttatt gatagagata tctataatcg gcaactgagc ggagtatttc
  2414581 ttaataacaa agagatcggg ttactggcgg ggaaatacct gtctgagcag ccagagagga
  2414641 aaatgctaat cattggtggg cccgcagaat cagagataac acgggtacgt attgaaggga
  2414701 ttatcaatgc gttagaaaat aaaaaaaatg acgtgcatat tattaatggt gattacgatt
  2414761 ttatttcaca ggaagctgcc gttagagatt atctctctgt ccctcagaat caacctgatt
  2414821 atattattgg cttaaatgga attttgacac ttggcgctat tgcaatttgt catgaactga
  2414881 aaatttataa taatataaaa ttcttctcga ttgatgaacc acctaaagca gcagattatg
  2414941 gccttcatat tgccggtgtt taccacgata cccagatgct gggggagatt gctgcagaac
  2415001 tcctttttaa tgccattaaa aaaccccaca acgatcaggc agtaagacgc gaattcttca
  2415061 ccggatctct gctcacccac taaagcggcc tacgaaaata tggggcaccc atgttcaacc
  2415121 cgccgtaatg gcggccatta tcgcgccgcc attaccctca ctgcatcaac ttaattactg
  2415181 tatcaaattt atcactgtat caaattcatc accgcttatt tgcgccgaac ggaactgaga
  2415241 tagatcgccg caagaataat gccgcctttc acgacattct ggatataagg cgatacgctc
  2415301 atcaggttga gaccattatt caacaccccc aacatcatcg cccctaccaa cgtaccaata
  2415361 atcgccccct tgcctccgga gattgccgca ccgcccaaaa caacggcggc gatagcgtcc
  2415421 agttcaaacc cttcgcccgc attaggttgc ccactcatta gccgcgaagt cagtaccagc
  2415481 ccggccaacg cggctgtcag gccactgacc acatatacca gcattttata gcgcgacaca
  2415541 cggataccac tcaaacgcgc cgcttcttcg ttgccaccga tagcataaat atagcgacca
  2415601 aacgataaat ggttgagcat gatccaagcg aacagataaa caccggccat gatcagaatg
  2415661 gggacttgaa tacccagtac cgtacctcgg ccaaagaatg aaaacatgtc aggtaaaccg
  2415721 gagatggggt accccccggt gtacaacaac gccaaaccac gggcgatccc catagaggcc
  2415781 agcgtcacga tgataggcgg catccgcaga taagcaatac aactcccatt cgccaggcca
  2415841 aataaggcac cgactaacag agcggccatc atggctaacg gaataggaat accggccagc
  2415901 atcagcccgg cagcaataga ccctgacaac gccatgactg gcccaaccga aagatcgatc
  2415961 cccccggtca agatcgcgca agtcatgcct accgcgataa tggcattaat cgacacctgc
  2416021 cgcgccacgt tagtgaggtt atttacggtc aaaaaactgt catttaaccc gctcattaag
  2416081 acaaatagca caacaaaacc aataaatggc aacatggccg ggtgatgtaa taatttctcc
  2416141 caacgtttat ggcgatggag agtgctaccg ctctcttgcg tagaagaaga gtgttcagtt
  2416201 ctgatcataa tgcactccct gttgcgtgaa gcatgatgtt attagattca atttcatcac
  2416261 ccgccagttc ggcaacaatg tgcccaccac ggaaaaccag gacgcgatca caaacgccaa
  2416321 taatttccgg taattcggat gaaatcatga tgatagatat gcctttctgc gtcagttgtt
  2416381 gcattaattg ataaatttca gacttggccc ccacgtcgat accccgtgta ggttcatcga
  2416441 aaataagaat gtcgcaatcg ttgttaagcc agcgggcaat taccactttt tgttgattgc
  2416501 caccgctcaa ggtactcaca gccgtatcgg catccggtgt ctttacgcca accgcgcgaa
  2416561 ttaatcgctg cacgatatcg tgctctttac ctgcattaac gaagattttg ccgcgttttt
  2416621 catgccgatt aagcgtaatg ttttgggcga cggaaaacgg caagaccagc ccttcggttt
  2416681 tacggctttc cggtaacaga ccaataccgt gatccaacgc ctgcgctgga ttacgtagca
  2416741 cggtgggctg accattgagg ctgacactct tttgatagca ggagcgcgca ccgatcagtg
  2416801 cggacatcag ctcagtacgg cctgacccca ccaacccggc aaaccccaat atttcgcctt
  2416861 tatacagatg gaagctgttt tccatcacat gttttgtgtg ctgaaccgtc gcctccagca
  2416921 cccgcaccga ggtgtctacc ggatgcgatt tcaccgggaa ggtattctcg attttgcgcc
  2416981 cgaccatcag cttaaccagc tcttcgacat tagtctcggc agccggcagt gtctgaatat
  2417041 aagcgccatc acgcagcacc gtgatctggt cacaaatcgt gaaaatttcg tccagatgat
  2417101 gcgaaataaa caccataccg acaccgagca atttcagatc gtgcatgatg ctgaataaat
  2417161 gttcggcttc acccggtgtc agcgtcgccg tgggttcgtc caagaccaga atgcgcgcat
  2417221 ccaacgacag agctttggct atctcgacaa actgctgttg cgccacactg agttgttcca
  2417281 cggggcaatc aagatcaata tccaccgtca ggcgcttgaa aatagcgcgg gccttgcgcc
  2417341 gcatttcacg gcgatctaat aacccccaac gattctttat ttctcgatta agaaaaatat
  2417401 tatcaatcgt attcatatag gggatcaggg agaactcttg aaaaataatc ccaatacccg
  2417461 catcaatggc atcacgataa ttcgcaaagc gacagcgttg accttccaga aaaatccccc
  2417521 cagaatctgg ctgataaata ccacacatta ttttaaccag tgtagatttg cctgccccat
  2417581 tctcccccag caacgcatga acctctccgc gttgaatggt gagatcaatt ccatccagtg
  2417641 ctttaacacc cggaaaagat ttttttatct gctttaactc taataaaggc gtcatggtta
  2417701 tcgctctgcc tgagcagagc gagaattgac acgcttacca gctaaaacct tgcgcattgc
  2417761 tactgtcgat cagtttcact tcgaccggaa tagttgccgg aacattggct ccccaataac
  2417821 gggccaacgc gatacccagt gcaatacgta tttggtcacg aggaaactgt gcggaagtcg
  2417881 caataaaagg tgaattgggt ttcaggatct ctttaatggc ttctggttgg ccgtctacgc
  2417941 taaccagctt tacttttgcg ccattacttt cgattgctgc cagtgcaccc aatgcaccaa
  2418001 catcattcac actgaaaatc ccggccagat cagggaccga ctgcaacata ttttcggtta
  2418061 ccgtcaaggc cgtatcacgc ttctgcttgc cgttttgttt ggtgacaatt ttgatgtctg
  2418121 gatatttttt tatcgcatct tcaaaacccc gtacacgctc aagaattggc actacgggga
  2418181 tgccatccag gatcgcgacc ttccctttcc cccccagtga tttcgccaga tactcaccgg
  2418241 ctaaaaagcc tgcatcatag ttctttgaac ccacgaaaga gtccagcgga ccttctgctt
  2418301 gtgcatcaac ggccaccaca accgcacccg ctttattcgc cgccataacc gccgattgaa
  2418361 cgccaacgga atccgttggg ttaataagca gaatatcgat tttcttttgc aacatgtctt
  2418421 cgacgtcatt aatctgtttt gagacatcat gacccgcatc agcgatatat actttggcac
  2418481 caatatcatt ggccgcctgt tctaatgcct ctttcatcga aacaaaatag tcgttattta
  2418541 attcttgaaa tgaaacacca ataacaattt gcttagccat gacactttgg ctggcaaaca
  2418601 gcatgacgcc tgcaatgcta aatgacaggg cttttttgaa aaatgaaaac atatattatt
  2418661 ctcctgtagg ggaagtgtat ttttggttat cagaacaacg gtatgttttt acttcacttt
  2418721 catcataaaa agttaatatc ccacatgata taaaacggta ctttaccttt gagtaagata
  2418781 aataaaccgt caatatcaaa catcagcaga taattactaa caataattaa ggaaccagaa
  2418841 tgaccttaat agaattcgtg gagtccgcta gctcaaaagc cttttcccaa tcatctaatg
  2418901 aataactgtg ggtgacgata ccttttgagg taaccagacc acgttcaaag agatcggtgg
  2418961 caatttcata actgtaaggt gccaggtgag caccgcgaat atccagttct ttacggtcgc
  2419021 cgataatgga ccaatcaacg gtagtttcct gaccaaagac actgaactcc acaaaacgcc
  2419081 ccagcttgcg gatcatttgt aaaccttgag tcacaccgat gggcgcaccc gtcgcttcaa
  2419141 tgtaaacgtc gcagccatag ccaccggtca aagatttcac tattttgtca gcatcttctt
  2419201 tcagtgggtt gatcaccaca tcggccccaa aggcttttgc cagtgccagg cgttcttcaa
  2419261 tagtatcaat gacaatcaat ttcttcggtg tcttcaggcg ggcaacctgt accatgcaca
  2419321 gccccagcgg ccccgcgccc gccagtacga ccacatcatc cagttgaata tcccctcttg
  2419381 ccacagtatg aatcgcacag gccatgggtt cgatcaggac cgcatcttca tgactcaggc
  2419441 tctctgggat tttgtgaaca atggcattct cagaaaaacg catatattcc gccatgccac
  2419501 cttctgcgac atctttttgg aagccataga tattgtgcgt ttcacacatc cagtagctgc
  2419561 cagagttgca atagcgacag tcccagcaag ggactatttg ttccgcaatc acacgttcgc
  2419621 ctaacttata ctttgattcg gtcccttccc ccagcgccac aatatggccg tagaattcat
  2419681 gtcccggtac cactggtggt tttacccacg gggtttctcc ccaaaacatt tttgccccat
  2419741 tcttacattt acagtcacct gcacaaatcc cacagccttt cactttgatc accaactctt
  2419801 tggctttcgg cacaggtgtc ggcacgtgtt ctaaacgata atcctgcggg ccgtgacata
  2419861 cgacagcgct cattttctca ggtaactgac tcattaactc ctccaatagc aacagaactc
  2419921 ggtgtatgga tacaatgttg acgttgtcat ttttgaacaa accaacaaaa gtaaaattac
  2419981 tcacttcaac gctcaacaat gacatcgcat tcataataaa tattgaaatg acaacgtaaa
  2420041 cattgagtat catataacca aattggcaga aactatttgt tgaacaaagt cacacgctgt
  2420101 taaattgatg ttaaacaaag tcattaattt agatcctgat cgcaacaacc gtctctgctg
  2420161 tttatattaa ataattaata aaaacaatta atgcattgaa aaataatgat aaattatttt
  2420221 ttaggaataa ctgttaaaaa taacgaaaat gaataatcaa acaaactcgg tcaaccaaag
  2420281 ttgagaatca tcttgaaaaa gtagggtaaa tgcccagata agatgcggta acttaattat
  2420341 tgtcagcagt agataatctg agtaacggcg gtagataatc tgagtgacag tgagggtctc
  2420401 aattcaaaaa gacaaaacgt cggtgacggt gagaaataaa aaagacagac cgtggcaagt
  2420461 attgagttat tattcaatat gcacaatctg tcattgtaga catgaaaata aacagcgaat
  2420521 tataataaaa tttaaatcac agatcccctc aacaggttta tctatttaaa taattaaaat
  2420581 taggaaccat agcaccaaat ctgtacttta tacttttata tgacaactta tattttcatt
  2420641 tccctcccat tagacacata cagatcagta atccagtctg tcctgcgcat tccaaagagc
  2420701 gaataccaca ttcaagtgca tggttaccat agctataatc atacgcagaa cattcagagt
  2420761 cactatattt aaaatcaggc aatttacgat cttcattcag tgcctttatg tcgccataca
  2420821 cagcgccttt tcccatgaca tcaaaaactt tacttagtga ttttttatat ttaataggtg
  2420881 cattatctat ttcattacga ataagatcct gcaatttact gagataaata atccccttaa
  2420941 gataactatt tctatgtgtt tcatcacatc cagattttaa tattatcttt tcacctctgc
  2421001 ccgttctttt atcaatgata acatcataaa tcttatcccg gtaactctct acagagttaa
  2421061 tgtactgggt aactttattt cttaattctt ttattttttt cctgccagta ctagtactaa
  2421121 taccgttgtg ataacaatca tctatagatg attttatatc cttcaatccc ttttcttgct
  2421181 ctagtgttaa cctgttttta tcaagaccga tatcagataa aaaaacaact gattgaattt
  2421241 tttcactttc ttctattgaa gacgaatgac atattagtga tgccgattga atacctgaca
  2421301 acataaataa acctttagta aaattaatta gatatagaga tatgaaaaat agaaacactc
  2421361 aatactgata ggatactaat ttttccgttt aaaatatggg ctatttcaat atgattacga
  2421421 aagaaataac ccgtcaacat agtgtatatg ttaaagataa agtctagtta tttacgataa
  2421481 gtaaattatc taatctgaat catgactgtt taggtacgtc accattttta tttagtgcct
  2421541 ttaagtcacc acaaatataa tcataatgat gtaaatcaac cattcgtttt actgagtccg
  2421601 tatgtttttc tatcttcgcg actttatcac taacagcctg acgaatatga ttgtaagcga
  2421661 tcaatttttc taaatagcgg tctctatcgg ctgcgttaca tccttctctt aagcgcacca
  2421721 tttgaccact ttctgtcccg taatttaaaa ccatttcata gacctggctt cgagtagtta
  2421781 atacatcgtt atacaatgcc cctattttat cgcataactc tttaatacat tggtccacag
  2421841 tggtactgtc catttcccag gcgcaaataa ctttcatctg ggcgtctatt tcctccagaa
  2421901 attgttctgt ctcttcagtt tttatatctt tattaagact actgtctttt accaaacccg
  2421961 ttgatggttg ctttacaatt tctgtaacgg gccggctagc ggtaagccat gattgaggca
  2422021 tttcttgaat acgacctggc atagaataac tccttgtggt ggttaagccc ttattgggtg
  2422081 aaaaataagg acgctcaatg ttgataagga gtattaatta tttttagggg atattctttt
  2422141 atattaaatg ataatttttg gttatgatcc caaacaccat tattttcact tatccacctt
  2422201 ggtaaccatt aaaaaccccc agcaaatcac ggctggggga agataaaagc acggctaaaa
  2422261 accaaacagc tatggccagc tataaccact tggcatcacg cgtaaaggag atggttaacc
  2422321 agcggtgagg cccagactca ccaatctcat gggcgatctc atcgcggata gtatcgaaat
  2422381 gatgaacccc gcgggtatcc atttctggcg ggatcaccac gtggatctcg ataaataaac
  2422441 cacggccagc acgggtggca taatgcgagt aatcaacaaa tttatattta tccaccaggc
  2422501 gttccatcaa ggtctcaatc gccgtatcca gtgtatcggg cgtcatttgt aaaacttcac
  2422561 gcactgccgc aatcactgtt ttaattggga ccggaattaa tactaacgtt aacagcgcca
  2422621 gtaccatggg gtcagcataa acaataaggt gttcatagcg cgtaccttcc ataccccatg
  2422681 agagtaaaaa tgcaactaac agcgccgtac tgatacaagc ggacatgaac caactcttcg
  2422741 tatccaatgc aataagctcg gatttcaccc gtttattcaa gcgccgctgt tttaaataaa
  2422801 tggtgaaaca aaaaatactg acagccaatg tgtagacaat ggcccaaccg agctccaatt
  2422861 cccgcccgcc atcaaaaata ccttttatcg cattcacaaa agcgtaaaga caaaggaggg
  2422921 ctaataagct gccattaaag gccagaacca acggttccac atgccaaaaa ccatattgaa
  2422981 aacgtcggct atgcggttga ccaagtagcc gagataccaa tagagataaa ctgcacatcc
  2423041 ccgcatccag ggcggagaac ataccatcaa agataatcga cattgagcca catacaatac
  2423101 cgaagacgat ccccattact gcaataatca aggtataaaa aatcgagcgg cgcaagattt
  2423161 gctgttcaag ctgagtatcc tgcagtagag gaggagcttg ctcactgagt gttgtcatgt
  2423221 gtacaacctg tttttttgat tttaatttag cttgatgagt aaactctcat attaggaata
  2423281 ttattacatc aactcaattt aataagatca catgccaaga ttaaaggcgc cactcaggcc
  2423341 atcagataat ttttattgtg gtaggtagaa ataatttttt attgtgataa acagtgtaga
  2423401 tatcgcgcta tgccagcgta acgctgtagt gcagataaaa atagcaggca aaaaaaatcc
  2423461 gctcgaaagc ggacttttat cagacacagt atttcaccgt tgaaggccaa tactcaatag
  2423521 ctcaggctat cacttagaaa gtgtaaccta cgccagcaac ccaagtacct acgtcaacgt
  2423581 tacggatacg gctctgctcg taagaaacat ccagagcaac gttttcggct gggttgaact
  2423641 gcaagccagc accgtaggtg aagccgtagt cactggtgct gtgtttatca ccaacgaatg
  2423701 ctgactcgtt ttgggtgaaa cgaccatgac ccacaccgac cagaccataa atgctagccc
  2423761 aatcattgat gcggtatgct ggaccaccgg taatcgcatt atattgcgct ttgttgtaaa
  2423821 ccgcttcgtc accgaaaccg cttttttcag tgtgagtgaa agaggtgatg taacccagtt
  2423881 gagagtcact ccactcataa cggtatttca ggttaaaacc tgaagacttg ttcgcaacac
  2423941 cttgataatc gctctgggca taaccaccag aaacggtgct ttgacctgca aaggcagaac
  2424001 ctgcggtcac ggctaacaca cacgctgcta ccgctgaaag acatgcaatt tttttcataa
  2424061 ccacctcgaa agacgcaaat tattgagtga cacaaaaaca ccgtgcgact atagcaataa
  2424121 acaggatgaa actctgttat atattaattg tctaattaat tatttcatgt aacaaagaat
  2424181 ttcaagaatc atccatctta ctaatacatc tcggattttg ttatacctta ctgcagtatg
  2424241 tgacctccat cacccaaagc cattccagat aattccgaac cattatgctc aattaatcac
  2424301 ccgaaatggg gtaaaaaaag ccgccatctg tgtttgattt ttcttttttc tcttttttat
  2424361 tttttctctt ttttgccgtt tgatgatttt tcaacactca gttggcattt catttacact
  2424421 ggaaaaactc acgcataact cttttcttcg aggctccaaa ggatgtcgtt gtctccttct
  2424481 tctaaaaact cactgccatt actccccatt ttgttgctcg tgatcgccat gatctcaata
  2424541 caaagtggtg catcactggc aaaaagctta ttcccactgg tcggtgcaca aggtattacc
  2424601 tcgctgcggc tcggcatcgg tacacttatt ctgtttgtta tttttaaacc ttggcggatg
  2424661 cggtttgctg caggcagccg tttaccccta ttaatttatg gggtggcatt aggtgggatg
  2424721 aacttcttgt tctacatgtc gttaaaaacg gtgccattag gcatcgctgt agcactggaa
  2424781 ttcacagggc ctctggccgt cgctatgttt tcttcccggc gtgcggtaga ttttatctgg
  2424841 gtggggctcg ccattctggg gttatggttc ctgttaccac tggggcataa cattggcacc
  2424901 attgatttat ttggtgcagc ctgtgcttta ggtgcagggg cctgctgggc aatctatatc
  2424961 atttcgggtc aaaaggccgg aggtgaccat ggcccaggga ccgtcgcggt cggctcgttg
  2425021 attgcggcct tgattttctg cccaattggg gtggcctata acggcatggc actgttcgat
  2425081 ccggcgatct tgcccattgc actggccgtc gccattttgt ctactgcatt accttactca
  2425141 ctcgaaatgg tcgcgttaac tcgccttcct gcccggacat ttggcacatt aatgagtctg
  2425201 gaacctgcat tagccgcaat ttctggcctg gtgttcttaa atgagcatct gaccttggtg
  2425261 caatggctcg cgttagcatc aattatcagt gcctccgttg gtgccagcct gaccataaaa
  2425321 cctaaaccac aacttgacca ggtcacctga taggaggagc catcaatgga aatcagaacc
  2425381 gcaacgcccg ccgattttgc tgagatatgg cctctgttcc aggcggttat ccgcagcggt
  2425441 gacacctacg ttttcacgcc cgaaacaccc gagcaagatg cgtatgatta ctggtttggt
  2425501 cgcggcgttc gctgctgggt tgcagtacac gagcagcgca tcgtcggtat gtataaatta
  2425561 atcgataacc agcgcggcct tggtgcccat gtagcgaatg cttcatttat ggttgatcag
  2425621 aaagtgcgcg ggcttggcat tggcaaggcc cttggcctac attgtattga ccaggccacc
  2425681 acgctcggtt accgggcgat tcagtttaat tttgtcgtca gcacgaatac actggccgtc
  2425741 gcgttgtggc aaaaattggg cttcaaaatt attgctacac tgcctgaagc gtttaaccat
  2425801 cgccaactcg gttatgtcga tgcctatgtg atgcatcggg tgctggtgcc aactcagtcc
  2425861 taacccgagc catcggaggc catacatgca agattgggat cctgatttat atcgtcaatt
  2425921 tgaagccgag cgcacccgcc cagccactga tctattagcg catatcacga taacctcgcc
  2425981 gcagttcatc agcgatttag gctgtgggcc aggtaactcg actgaattac tgcatcgacg
  2426041 ttttccagat gcccaattgg ttggtattga tcattctcag gcaatgttag ccagtgcaca
  2426101 gcaacgcctg ccacattgca cctttattga ggcggatatc caccaatggc gcccttcaca
  2426161 gccgcagaac cttatctatg ctaacgcctc attacagtgg ctaaccgatc acccgcatct
  2426221 gttcccgtcc ctgctttcac agctagcccc aagaggggtg ctggcggttc agatgccgga
  2426281 taatctggat caacccagcc atcgcgctat gcgagaagtg gccgagaacg gcccatggca
  2426341 acaaacctta caagaagccg gcgcaacacg ggcgaaagtg ctctcggcca atcactatta
  2426401 tgatttactg gctccccacg ctgagcgagt cgatatttgg cgtacaacct attaccaccc
  2426461 gatgccatca gcgcaagcaa ttgttgactg gctgcgggca acggggctac gcccttatct
  2426521 tgcccccctg actgaagcca tgcagttggc gttcctacaa aattatctgg ccatcattga
  2426581 taaggcttac cccgcacgga ctgatggccg ccgcttgttg gctttcccac gtttatttat
  2426641 tgtcgcccat gctcaaagat aaccccttat attgccggta gaataacctg tccggcatgc
  2426701 ccccctgaaa taagaaagta ttcaaacaat tcactaacta tattatttat aacaaacgtt
  2426761 attttagcgt ataaacccca ttcaaatagc ttgtgaaatt agactgaaat agcaaacgat
  2426821 taatttgata ggcagcatct gacctgcaaa ataaaatacc tttgttatac ttacttcagt
  2426881 gaaagacaga taaccaactc tataaggaga tatccattat gagtacagca aaactggtaa
  2426941 aaacaaaacc ctccgaactg ctttataccc gtaatgacgt tgaggagcat gttaaagttg
  2427001 ctacgattaa gcgattgaac caaatggtca ttcagtttat cgatttgtcg cttatcacca
  2427061 aacaggccca ttggaacatg cgcggtgcta actttgttgc tgtccatgaa atgctggatg
  2427121 gcttccgtac tgcccttacc gaccatctgg atacctttgc cgagcgtgct gtacaactcg
  2427181 gtggtgtggc attgggtacc gcacaggtca ttaatgataa aaccccgcta aagagctacc
  2427241 caaccaatat ccatagcgtg caagagcacc taaaagcatt agccgagcgc tatgcgatag
  2427301 tcgcaaacga tattcgtaaa gcgataaccg aagttgaaga tgaaaacagt gcggacatgt
  2427361 ttactgccgc ttcccgtgat ctggataaat tcttgtggtt tatcgagtca aatattgagt
  2427421 gatcacaccg ctggtaacct tctattacgc tgaacagggc cgttaaccgg ccctgcttgc
  2427481 cgccctcctg tgactcgaat tattttgagt ctcgttgttc actctttcct tgttaatgtg
  2427541 acagaaccta taaatatctc ttttcaatag agagattatt ttagagaggt gttaatgttt
  2427601 tctcattagc attattcact aaggtagcga gaaataaata atttaaaaaa accacttgca
  2427661 cccctgcccg ttgccaataa attttaatga cataattgat acctctgata cagattatat
  2427721 ttttaacatg gagaataaat aatgaagaaa aattgtttaa aacattatcg tgctgggcag
  2427781 cttttagtgt tggctatcgg tttggcgttt tctgtaccca gcgtagcgct aaccgatgtt
  2427841 gctcaacctc aggaacgcta tgaaaattat gtcacacagc gtcagaccgt tgatttactg
  2427901 atcaatcagg cacaacaagc ctttaaaaat cccactcgaa tttcaggtgc agggtttaca
  2427961 ggtaaattac cctctaatat ggaagtggtt gcacagaagt tattacaagc acaccaactc
  2428021 gagccatacc gtgttgatct cttatttagt gcagcaagcg catatattta taataacaat
  2428081 attgaaaaag cattagcgat ttataaagat attttaaaag atgcgccgga tgatattgat
  2428141 gcgctgattt atctctctgc atggtcacgt tttgcgggcc aaacatcaga aagccagagc
  2428201 tattttgcac aattaaaacg gcttaatccg ctgaaagcac aacaacttga acagttttat
  2428261 gccgttatcg ataaagccgc cgctatgccg atttcagata ccttatcagc acaacagttg
  2428321 gcgcagttga aagcgaccca aggcgaaaat gcgattgtca ccttgggcta tgcgttaaat
  2428381 cctgatggta cgatgaatga tgttcttatt cagcgtttag aaaaaacgtt agaaattgct
  2428441 caacaattac cagatgcgtt aattattgtg acgggaggcg tgccgcaaaa taaccaaacc
  2428501 gaaggtaaat taatggccga ttggttaatt aaaaaaggca ttaaacctga acgtatttat
  2428561 caggataatt atgcacgttc taccgtcgaa aatgcgttat atagccgtta tgccttggcg
  2428621 aagcatagaa ttaaaaatgc catcatcatt agttcaggaa gccatgttcg ccgtgccgat
  2428681 gcgttattca ctattgcaag ttgggaaagt ggcccccacg atattaattt cctgactatt
  2428741 gcggccttgg ataagccctt aagtgaatta cagaaaacaa gcccagccga tctacagggt
  2428801 atttatcgcg atggcctgaa aacactgggt ttatggagtt tccgtagtta cccacttgag
  2428861 gagcgttaat cattacatac ccgtagtcct tcaagatgca ggggtgctag ctgcccctgc
  2428921 tcaccccatc ctattttctc tcctgttttt tttaatctct gggcagaggc taaaaatcag
  2428981 aattggctga aatctcccgg cactgataag aaaattagac gtcatcaaca tctttgttaa
  2429041 attaatgtta tgtatcgatg gtttgttgtt gactaccgcg ctaataatta gtagataatg
  2429101 gattagttgc acaaaaatga cgctatcgca ccttttgggt gtcccgtgtt agtgcagcct
  2429161 ttgctagcta agtaattgca agctaagtga ttggggtaaa tctgttattt tttagtatgt
  2429221 tgcatttctg gcacgatctt ttcatattgt tatctgaaat ataaaaagcg gacctctata
  2429281 cccaaaataa ttggtgttgc agccaagcgg taaacacgta atgcccgatg aactgacgaa
  2429341 tatatcagta aattggataa gtaggtgctg ctgctcgtcg cgctgcaatc tcaagtaaag
  2429401 gagggtatct ccataaaagc acaaaggaat tcccacttat gaagtcactt gtcaaagttt
  2429461 cattggccgc actggcgctg gcctttgctg ttagcgccta cgccgcagaa aaagagttaa
  2429521 ttgttgctac agacaccgct ttcgtcccat ttgaattcaa acaaggggat aaatacgttg
  2429581 gttttgatat cgatttgtgg gatgccatcg cgaaaaaact ggatctgaag tacacgctaa
  2429641 aaccaatgga tttcagcggt atcattccgg cgctgcaaac gaagaatgtc gatctggcac
  2429701 tggcgggcat tactatcacc gatgagcgta aaaaagccgt tgatttttct gatggttatt
  2429761 acaacagcgg cctcttggtc atggtaaaag cggataataa tgacattaaa agtgaggccg
  2429821 acctgcaagg caaagtgtta gcagtgaaga gcggcactgg ctcggtggat tacgccaaag
  2429881 ccaatatcaa gaccaaagac ttgcgccaat tcccgaatat cgataacgcc tacctggaat
  2429941 taggaactgg ccgtgcagat gcggttttac atgatacgcc gaatattctt tacttcatca
  2430001 aaaccgcagg taatggccag ttcaaagcag taggtgagtc gattaaagct cagcagtacg
  2430061 gtgttgcatt cccgcaaggc agtgacctgc gtgaaaaagt taacgcggca ctgaaatctc
  2430121 tgaaagaaga cggcacttac gctgaaatct ataaaaaatg gttcggcgta gaacctaagt
  2430181 aatttatttt gccgtattta tatcaggaga ctatccatgc agtttgaatg gagcgctatt
  2430241 tggcccgcca tcccacttct gcttgaaggt gccaagttga ccctatggat ttccgtcctg
  2430301 gggctacttg gtggcctgat tattggggtg atagccggtc ttgcccgcgc ctatgggggt
  2430361 tggctgagca gtcatatcgc cttagttttt attgagttga tccgcggtac gcccattgtc
  2430421 gtgcaggtga tgtttatcta cttcgcgcta cccatgatga taccgctacg tatcgatcct
  2430481 ttctctgccg ccgttgtgac gatcatcatt aactccggtg cctatatagc ggaaatcacc
  2430541 cgtggtgcgg tgctgtctat ccacagtggg ttccgtgaag ctggtttggc actcggtctc
  2430601 tcccaacgtg gaactctgct ttacgttatt gcgcccctgg cactgcgccg tatgttgcca
  2430661 ccgctaggca accaatggat cgtcagtatc aaagacacct cactgtttat cgtgattggc
  2430721 gtagccgaac tgactcgtca gggtcaagag attattgccg gtaatttccg cgccatggaa
  2430781 atatggagcg cggtggcggt gatctacctg attatcacgc tggcactgag cttcgttctc
  2430841 cgtcggttag aaagaaaact gaaaataata tgattaactt caaaaacgtc tccaaacact
  2430901 ttggcaaaat tcaggtactc cacgatatca atctgaatat cacccagggt gaagtggtgg
  2430961 ttattattgg cccgtccggt tcaggtaaat cgaccctact gcgctgtatc aataagctgg
  2431021 aagtgattac ccgcggccag ttgattgtcg atggtttgga tgttaatagc cccaacatcg
  2431081 atgagcggca aatccgtctg gaagccggca tggtattcca gcagttttat ctgtttccgc
  2431141 atctgactgc cttggaaaac gtcgcctttg gcccaacaaa agtgcgtggc acatccaagg
  2431201 aagaggcaaa aaaacaggct ctcgcgttgt tgtctaaagt ggggttggaa gaccgtgccc
  2431261 accattatcc ggctgagctg tctggcggcc agcagcagcg tgtggctatc gcccgtgcac
  2431321 tggcggtaaa acctaagctg atgttattcg atgaacccac atcggcattg gacccggaat
  2431381 tacgccatga agtcttgacg gtgatgaaag atttggccga agagggcatg accatggtta
  2431441 tcgtcaccca cgaagtgggc tttgctcaga aagtggcatc gcggctaatc tttattgata
  2431501 aaggccggat agcagaagat ggtgatccag acagtttaat ctccaatccg cccagcgaac
  2431561 gtttacggga attcctgcaa cacgtttcct gatctgcgat ttaatgttca ttcaatggaa
  2431621 tgttcattca agtaaatgtt agctcaattt ggtattggct agaaatcaca ctggcggaca
  2431681 tcttactgat acccgccagt tttttatagg ctatcgatca cttattcctt tcgttcactt
  2431741 atcccttacg atcacttacc ccttgcgatc aattggccct ttactatcac tatcctttga
  2431801 tagaaatagc caccgctcgt cacactggtg ctcactgatt ttttacctga gaaaaagtgg
  2431861 tcattaattt caccacatct tgcatcccca cattgaccag attaatcacc tcaccagcat
  2431921 cttgtgtcag tatcaccccg ccccccgcct gctcaacaca ggttcccatc cctttgatcg
  2431981 cggcggtaac cccattctga atggttttag tcatttgctc gatttcactt gccgccttgc
  2432041 gcgattgatc agccaacaag cggacttcac tcgcgactac agaaaaccct cgcccatgtt
  2432101 caccggcatg ggccgcttca atcgaggcat tgatagccaa taaattggtt tgtgatgaaa
  2432161 tcttgcggat agcctccaca atgctgccga tctcttgcga gcaacggccc aaatcgctga
  2432221 ccacatcgga ggtttcacgt gcaatagatt ccacctcttg cataccacgc actgcctgct
  2432281 gaacaatttc agccccctgt gaagcggaac ggtcagtggt caatgataaa tggtggacat
  2432341 cgcggatcag gttctcctcc tgctcctgtt gcagcatcaa tgcggtaata tcctgcgcaa
  2432401 ttttcaccac ttttagaacg ttcccttcat tatccatgat cgggttataa ctggcctcca
  2432461 gccatacccg ctcaccacgg cgattaaggc gttcaaagcg gccgataata aactcgccac
  2432521 gggccaagcg ctgccagtgc tggtgatatt cctcggagtg ggcaaactca ggcagacaga
  2432581 gtatctgatg agacttatgc tgaatgtctg ccaatgaata cccaataaca tttaataaat
  2432641 tgtcattagc agccaaaata atgccttggg gggtgaaggt aatcatcccc attgagcgat
  2432701 taagtgcctc cagcaagctt tggtgttcct gcgattgtaa aatacgctca gtaacatcac
  2432761 tggcaatttt aatgatttct atcacattac cctggcgatc aacgactggt gtataggtcc
  2432821 cctgtagcca aattacgttg ccatccttgc ggatacgctt aatattatcg ctaattggcc
  2432881 gcccttcatt aagcaattgc caatggcggc gataagcgtc actggcagcg tattgtgggt
  2432941 cacaaaatat tttgtgatgt ttgccaatca cctcatcctt ttggtatccc atggcagcta
  2433001 aaaataactt attcacctgg actaccgtgc catcaggttt aaaaataatc atggggacag
  2433061 cgttatcaat tgaggtcaat tcggcacgcc agggggcatg agatgagcgg aaattaaaca
  2433121 gcataggtta agtccttatg atgaatgatt gagcagcaaa cagaaggaat gcttatcaac
  2433181 atgctttacc cgaaaaaaaa tattaatcag actgctgaca aaccccaatg acgcgatctt
  2433241 gaacggtgag gataggcaga ggagtaaagc gtccgcgcca agaatggcgc ggttcgagcc
  2433301 tacatggatg tatttacggc gtctttacga tctgcctgtt ctctccatcg cgggcacttt
  2433361 gtcaataacc tcattaatga aatattcttc agattttact cttcaccctg gacggtaaaa
  2433421 tagttgagat aataaggtgt aaacacgaca aaaatcacaa taattactgt ttttcaaatc
  2433481 ttgtcagcta gggtgccaac taagatttat cgccttcgga ctgggcgcca aactggttag
  2433541 aaagactaat gattttgagt gtatcttaat gagcctagac taaagcattg gaattaacag
  2433601 gtaggttgtt tgaaagaaat aaaaataatg atttataaaa atatctttat aaaaaaacaa
  2433661 attaacgcag actattaccc tgtgataaca gaaataaaaa tggaaaaata aaatggtgtc
  2433721 cgcagggaat tcttttaagg cagcattcaa tattagcgtc cattgaatgc tgccgggtct
  2433781 cgccttaccc catagcgttg cgccatgctg gttcgttaac cacggtaact ggctgatcgt
  2433841 gatcactgac ttatcgtggt cactggctta tttggcttat atagtggaaa cgttatgccc
  2433901 agcgctctgc aacccacgcg gcttgctgct cgggcgtcag gaacgtccag gccacaaacc
  2433961 gactgacttt ttgcccttgc gccatctcaa tagtgcgcac ctcaactgcc ttcacatatc
  2434021 ttagagcatg ataaatcgcc ggtaacgtgg tcttcttgga aatcaatgag gtaaaccaga
  2434081 aacagttctg cgctttcgct acgctctctg ccaccatgcg gctgacaaac ccttcctccc
  2434141 caccttcaca ccataactca ctgtttttac caccgaagtt ctgtactggc tttgcagcga
  2434201 cttcattttt ccccagtttg tgcaatttac ggcgagtggt ggccgccgct tcttctgctg
  2434261 aaccatggaa tggcgggtta cacagcgtcg catcgtaacg ctcattcacc gcccacaccc
  2434321 cttcaaaaat agcgtgtgga tctttttgct gcttcaggcg caaggtattt ttcagggtcg
  2434381 ggttcatcga caccaccatt tttgccgcac tgagcgcgtg tgagtcaata tccgtaccgg
  2434441 taaaacgcca gccgtactcc cgctgaccaa taattgggta aatacagtta gcgccgacgc
  2434501 caatatccag caacgcaata ttcttgccct tagggatcac ctcgccattg caactggcta
  2434561 atagatcggc cagatggtgc acgtaatcgg cacgcccagg aatgggagga cataaagaat
  2434621 cggctggaat gtcccaatat tcaatgccat agaaatgttt taataatgcc ttattcaaca
  2434681 tttttactgc taatggatca gcaaaatcga cagaaatatc accataggcg gtcggggcca
  2434741 gaaaagggat tagctcaggg caactcactg aaagcgcatc aaaatcatag cgtgagcgat
  2434801 gacgatttcg gggatgcaat ccgctttttt ctttggggaa tactttttta ttttccatcg
  2434861 tactggctct ctgataggca ttttctggcg cgtaagatag cataaattac agctaaacgg
  2434921 gtgtacggtg aataggtttg acaccaccag cccctttgtg cggccgatgt caaacaacat
  2434981 gatgatccgc tgctggccca tcgcctgaat attatcggtg agccgttcga ggcgatcgac
  2435041 acgttcaatc cacaaagcca agccgcaagt tcaaataatt tgattgattt gctcaattct
  2435101 atccggtttt aaaatttcgc ttaaggtgta acatagcttc tatcgaaagg gagcgccctt
  2435161 tcaaccttaa aaaccgaata ggatcatatc atgaaaaaca tcaaaaattt cgttgcagtt
  2435221 atcgcattgt ctactctttc tttcggtagt ttcgctgccg attatgtaaa cagccaaaaa
  2435281 gcggcacagt tagaaccagt gggcgtcatc acggctaacg gggcaaccag cttgagcagc
  2435341 ctgaaagcac aactggcaga gaaagcagat gctgccggtg caaaagcctt cactatcaca
  2435401 tcgacaacag gtaacaacct gatgcacggt agtgcggtta tttataaata atcgactaat
  2435461 aataaccaat tcattaataa caactgtcgc caaatagatt gacgttgtag caaggcagta
  2435521 agtgaacgca tcccaataaa ctggctcatg tcagtgatgc aataaatagc tgccaacacc
  2435581 ttggaaatac aaaagcccat ccgttcatct gatgggctca gactgctgac aaaccccgat
  2435641 gattcgatct tgaacggtga ggataggcag aggagtaaag cgtccgcgcc aaggatggcg
  2435701 cggctcgagc ctacatggat gtatttacgg cgtctttacg atctgcctgt tctctccgtc
  2435761 gcgggcactt tgtcaataac ctcagcccat ccgttcatct gatgggcttt ttctggtggt
  2435821 gaaacagtaa aattacacaa tcttaatttg ttgcaacgcc agttcgacag aatcagcctg
  2435881 ccctgccgcg accagacaac aagctaactg ttttagaatc gagtctggaa taggctgctc
  2435941 tccggccaga cagccttcaa tccaacgtgc cgtaatcacg gcatccttcg acaacggtaa
  2436001 ctcagggaca accgattctg atgaacgatc gagtaaaatt gtctgttcgc catcattgat
  2436061 ataatgaatc ggtgggcagc gcagtggatt agcataaacc tcgccttcgg tgccctgtag
  2436121 caatagcccc ggagcactaa ttgcttggaa gaaccccccc actttttgca tatattcagg
  2436181 atgagagacg ctggcaacgc gcaacgcttt atcatgagta aacggtgttg ccagctttgc
  2436241 caaggtgtgg ctactgtttc taacccccat acgccagcgt tgttgtaatt gctgatccaa
  2436301 ttgcatagac agtgcggaga cggggataaa tacgggcagc ccattatcta agcgttgttg
  2436361 agcttcctgc acacttagcg accagggaat attcagttgc tggaaaattt ctgcactggt
  2436421 aacccggcta ctatcttccg tcacgccgtg gaccacgacc ggcaaaccaa gacgcgacag
  2436481 cagcagtgcc agcaacgggg ttaaattggc ctgtttacgc gcgccgttgt agctggggat
  2436541 caccaccggt aatgggcgat ccaccggggc gcgtagtgac atcacctgct cttgcatcgc
  2436601 ctggtaaaag cccagaattt cctgctctga ttcacctttg atacgaaagg cgatcaggat
  2436661 gccgcccaat tccaatgcgg gtacctgccc tgccaacatg gctttataca gtgcataggc
  2436721 ggttggctga tccagatcac gggcatggtt cttaccgcgc ccaacctctt tgataatttt
  2436781 actgtaatcc atggtgcggc cttcccccta tgggtctctc gttaacaata aactgggctg
  2436841 agtttgcctg acatgctcta tctttcgcca atcttctccc cttcatactt gccgcgcagc
  2436901 cagtcggcaa gttgctgcct tgagatctta atcccgccac gcttcaaaaa tgtgggtagc
  2436961 cggtaaaaag caatgggccg ctggaagaca gccaatcgtg gggctaacca atcagctaaa
  2437021 gccacgacat ccacctcatc agcggaatca atgaccgcca ctggccggtg accgaattca
  2437081 gcgtcagcaa caggaataac aaaagcgtgc tgcacccctg aatactgcaa taaaactcgc
  2437141 tcgatgtctt ctggctggat cccctcgcca ccactgaaaa acagattatc caaccgcccg
  2437201 agaatacata attcgccttg ctgccaccta ccgcgatctc gggtatggaa ccacccgtcg
  2437261 ctgtccgtga gtggcagtaa ttgcccctgt tgccagtaac cggcagccag acaatcggct
  2437321 tttatccaga cttcatcgtc taccagtttc acctgacggc ctgcgagcgc gacaccgaca
  2437381 ccaggtcgcc cgtctgcccg cttggcacag accgttgatg ccaactccgt caagccgtag
  2437441 ccacaccaac agcggatgcc gtgggcctcg gcctgttcgg tcagttcggt tgggatcatc
  2437501 gcgcccccca acagtacctc tttcaacgtc aagggggggg cggcattcgc caacaaacgc
  2437561 cataattgcg tgggaactaa tgacgcatgg ctgcaccccg ccaaagcctc aaccagtggc
  2437621 acgccctctg gtacccccag tgtcgccccc gccgtcagcc aacgccagac aatcccctgc
  2437681 cctgagacat gaaacaacgg taacgacagc aaccagctat cactggcggt gaaattcatc
  2437741 agcgccagta cgccgtcggc attagcccga tgtgcgccca gcgagtgtac tgcggccttc
  2437801 ggtaagccgg aggaacctga ggttagcgtc agcgtcgcca gccgttggcc atcccacgct
  2437861 atcggggtca cggctgccga atcaacggtg cggggatcca acggagtaaa ggcaaaatgc
  2437921 gggggcaacg gggtggctaa attcagcata aagtgaatat ccagcgttgg caggcgctgc
  2437981 gccaaaagcg catccggcaa ttgcggattc agcggcaaaa cgcgagctgc acactgcaat
  2438041 gccgccagat aagccaatag cagggtataa ctgtttttac cgcgcaaggc cacgccgctc
  2438101 cccggcacca caccttgctg ttgaaaaaaa gccgccaacg cattgatatc actggctaac
  2438161 tgttgccaac tgatccgttg ccccccagaa cggatagcga gcgcttgagg ccgcagattg
  2438221 gcccaatact gccaaggcca atgctcccaa ggcggatggc ctaacgatgc cataccacgc
  2438281 ccaactgctc ggtcgtgatt agcggcaacg ggctgtctgg ccacggccgc acgacttgcg
  2438341 cctgcatcag gtccagcgta tccaaccccg gaaccgtgac gggggtcaac caagcggcca
  2438401 aacgggccaa ttgcgtcaga cccagactgg attcaatact ggagctaata accgcaacca
  2438461 aaccggcctg atgcgcttgt tgaaccagtt gctgacagcg agcaagactg cccaccagcg
  2438521 ttggtttgat cacaattgcc gccactcccg gctcggcttc aacctgaaaa tccgcctcac
  2438581 gcacactttc atcccaggca atagcaatac cggtatcttg agcaaactca cgggattcag
  2438641 cgcgggtttt gcacggttcc tccagaaagg caatacgcga acgcagcgcc ggattgacat
  2438701 acttcgcgaa cccatcggcc ttcgctcggc tccaactgcg attagcgtcc agccgcagtg
  2438761 tcagatcagg cagggcttcc aacagaacat taacgatcat gccatcacgc accgcttcat
  2438821 acagcccgac cttcaccttg gcaaccttct cacccggcaa tgcctggagt accgcaaaca
  2438881 gctcatcagg atcgccggta cacagtggcg ctttgcgata atccgctgac agcggtaagg
  2438941 tttgcttgag ttcggcctgc gcacaactga gaccaaaagc cacggagggc aacacgctgt
  2439001 catccgattc gacaccactg acccagtgtt gcagccaaca ctctgccgcc acttgggctt
  2439061 gatccagtgt ttcttgactg aattccggta acggggcaat ttcgccccag ccgctcaatt
  2439121 caccttgctg taatttgacc agcaacccat cgcgactttt cagccgctga tggcgcagta
  2439181 tcacccccgc ttccatcggt acactgtagc ggtaaagggt agccgtgcgc attacggatt
  2439241 acgcttgaat ttgctgaagt ccggttggcg tttttcattg aatgcgttac gcccctcctg
  2439301 cccttcatcg gtcatataga acagcatggt ggcgttaccg gctaactcct gcaaacccgc
  2439361 ctgaccatcg caatccgcat tcagcgctgc tttcagacaa cgcagcgcca tcgggctgtt
  2439421 ttgcagcatt tcacggcacc aacgcacagt ttctttttcg agatctgcca gggggaccac
  2439481 ggtattgacc agccccatat ccaaagcttg tttggcatca tattggcggc acaggaacca
  2439541 aatttcccgc gcttttttct ggccgacaat ccgcgccata tacgccgcac cccaaccgcc
  2439601 gtcgaatgaa ccgactttcg gtcccgtctg accaaaaatg gcattatctg ccgcaacagt
  2439661 taaatcacac atcatatgca agacatgccc gccgccaata gaatagccgg ccaccatcgc
  2439721 gaccaccggt tttggacagg tgcggatctg acgttggaaa tccagtacgt tcaggtgatg
  2439781 aacaccactg ttatcctgat agccgccgta atcgccacgc actttctgat caccgccgga
  2439841 acagaaggct ttatcgcctt cccccgtcaa aataatcaca ccgatattgt cgtcataacg
  2439901 ggcatcggcc aacgcctgga tcatctcttt aacggttaat gggcggaacg cattacgcac
  2439961 atgtgggcgg ttaatggtga tcttggcaat accatcgttg gatttgtgat aacgaatatc
  2440021 ttcaaatccg gcggagcaat ccagccagtc gatggcggcg tacaattgtt cttcgctcgg
  2440081 ataaagcata gtaaacattc ctttaacgag ataatgatga cggtggtaag catgatgact
  2440141 gtgacaaaaa tgccagcacc tgtgcagcaa aagcaccggg attcgcccga tgggcattgt
  2440201 gcccggcgcg ggctagcgtg tgtaatggca atcgatattg ctgtgccagt tgcaggaact
  2440261 tatggtcacg atcaccacac aaataagtat aagggacgtt gagccgttgc agggccggta
  2440321 acaaccacgg ttgatgccct agtgacgttg cctctagcat ctcggccaca gccgggccat
  2440381 ggttatcggc ccgcaataac accagttgtt cacgttgttg tggatctaaa tcggcaaata
  2440441 ccgcctgctg ataccagtca tccaatacct gtggcagagg ctcctggcga aagcgctgcg
  2440501 cccattggcg gtcttgttgc aaccgcgcct gacgtagttc agcgttttcc agcccgaggt
  2440561 ttcccccttc aaccaataac ccctgcaagc catgatggcg accataacag gcgtgatata
  2440621 tcgcgatcct accgcctaaa gagtagccgg ccagccagta ttcgcgaata ccgttagcct
  2440681 gtaatgtttg tgacaactgg cgactgatat cggcaaaacc atcggcgctc agggagacgg
  2440741 attgtccatg gcccggtaga tcgatcaaca atgacggata atcgccacac agttgtgcca
  2440801 cgggcagcca atcttgtccg ctgcccaaca aaccatgtaa ccaaaccaac caaggcccag
  2440861 cgtgttgatg gcggggcgat tccggatgag gggccagttt tcggcaagcc agtgtcgtca
  2440921 tggggccacc tgcggtatta atgtcacctg ttgtactaac tgttgcagtg tttctgcccc
  2440981 ctgacttggt ggcacctgga cttcaatcag cgtggttccc ccccgtagcc agcattgatg
  2441041 cactagctcc cgtagctgag gccagctatt agggcgagca taacctaagc tgaacataac
  2441101 cgccgcgtgt tcgaagttca catcctgcgg catacagtag aaacgctggc gctcggcctc
  2441161 tggcgttggc aataaagaga aaatctgccc cccattgtta ttgatcacca gtagcaccat
  2441221 cggtgccgag ctctggcgca aaagtgccag cgcattaagg tcatataagg cagacaaatc
  2441281 accgacgata gctaatgtcg gtttcgccgt cgcgcgctgt acaccggcgg cggttgacag
  2441341 caaaccatcg ataccgctgg ccccccgatt gctgtaaacc ggatagcctg cgggtagctg
  2441401 ccccagcgca tcaatcaacc ggacaatcaa actgttgcca acaaatagct ggccgttatc
  2441461 cggtaataat tccgcgagct gatgtgccac ggcggcctca ctgaattggc cggccagcgt
  2441521 ctcgatcacc tgtgcttgcg cactttccga atatgccgcc agttccgtgg cccaaggtgt
  2441581 acgccgctgc gcggggtgcc gactcaacca ctcgcccacc gggcaaataa tacgtcggcc
  2441641 acgatggtta gcaggatcaa ggcggcctgg ggcgctatcc accagccagt attcctgtgg
  2441701 ctgacatgcg gtctgccatt gtaaaaggcg cttactggtc agactgctgc caaattgcaa
  2441761 caccatctgt gcttgagcga gggtttcttg cgcccgtggg tgcgccagcc ataagtcagc
  2441821 acaaggcaat ggctgaccgg tttgtgacaa tacatcgcca atcagtggcc agcccagcat
  2441881 tgcagcccat gcggtcagtt gcctaccctc ttgcgcgccc atccgtccgg caatcacgac
  2441941 gccacgtttt tgccgccaga aaaaccagtc agcttgctgt gctggtggtt gataaagaga
  2442001 gggcgggtaa caggtttgac gcagccatgg gtgacaatcc tgccaccaat cgcccagcga
  2442061 ggcagaccag tcggcatact gttgctcatc ccccccatac agtggttcag caaagggaca
  2442121 attaatgtgc aaagcgccat gttgcaattg cgccatcgcg ctgtcgagtg tggaaaccaa
  2442181 ccaacgggca gagatatcgg gcgtcggtct ggggagatta acacttaggg ttggatggct
  2442241 ggcaaacagc ccctgctggc ggatagcctg attggcaccg caatcgatta actccggtgg
  2442301 gcgatcagcg gtcaataata tcagccgctc acccgttaac cccgcttcga ttagcgcagg
  2442361 ataaagattc gccaccgccg tacccgaggt gacaatgacc gccaccggtt ctgttgaggc
  2442421 cttcgccagc cccagagcca gatggcccag accgcgctca tcaaaatggg tatggcaaac
  2442481 caacgacgga ttagcggcag ccgctaacgt taacggtgta gagcgagacc ctggggcaat
  2442541 acagatatga cgcacaccgt ggcgggtcaa agcctccagt agcagtgccg cccaacgacg
  2442601 gttaaaaaca cttgtcgaca tggtttgctc aaaagtcagt taacagacgc tacggccgtg
  2442661 ataattaaga taaagagaaa cgttaccttt gaaaaatccg cagcgaccgc tttatggtta
  2442721 aagttttacc gatctataca gggcaagtgg ctaatacttg ccgagttgtg gctccggttt
  2442781 gacagtctac accgcccaca tgggggcgac aatccgtccc tataacaagt gcggttaatt
  2442841 gcggcatttt aggctttaac gggctgcgct tcgtgctcca acaagctttg taaacctgct
  2442901 gacttattat cgatctcttg ccactcttgt tccgcatcag aaccggccac gatccccgcc
  2442961 ccggcataca ggtgaatctg ctgcccatcg actcgcgctg aacgcagggc cacactgaat
  2443021 tcagtgcgtt taagtgacaa ataaccggca gaacccgcat accagccacg ggaaaatagc
  2443081 tcatgtttgg caataaactg ccgcgccgcc tcacggggca accccgccac cgccgcagtc
  2443141 ggctgcaagc gttgcaggca gtcagtatca ctggcccggc tgagttgcgc gcagatacgg
  2443201 cggcgcaaat gctgtacttt gcgcaagcga ataatttctg gcggcatgac atccacggcg
  2443261 gttaccccac cttgcaagcg ctgacaaata tcgtctacca ccaataaatt ctcgcgctga
  2443321 ttcttttcat catgcatcaa ccaatctgcc aataccgccg cctgtgggtc gctatcaaga
  2443381 ttagagacgg tccccgccaa tgcttcggtt tctaaatgta attgctggcg tagatagagc
  2443441 cgttcgggac tggaacccag aaaggcctgt cgatcatcaa aacgtaacat aaagtgataa
  2443501 caacggtgat tgacctgtcg gctggcagcc ataaatgcag cgcacgaaag cggtttattc
  2443561 agcgtcaacg tcgtggtccg tgccagtacc actttgtcga gcttttgctg ctcaatatca
  2443621 tttagcgctt gctgtatcag attgcgccat tgcggatatc ccggtgtatg actcgaatgc
  2443681 tggatacgcg cattcaacac aggtagagcg cgggctgcca tcaattggtc aataaacgtg
  2443741 atggcctgta aggcatcttt ctgtagggag gtctcgctgc tcaaattaag ggtgagcgag
  2443801 gtttttttac cccggcgtaa tatttcaaga cgcggtagaa aaagaaagct ggcttgggcg
  2443861 ttttttccac tgaccaggcc attatctgtt agttgcccga ataccatcac cggttcaaat
  2443921 gcattgaggc cccaaatacg cagcccatta gcatcagggt tttgctgaat aaaatcatcg
  2443981 gcatctttca tatcggcaaa tgagcgggtt tgcccgcaga cggcggcttc ttcatggttg
  2444041 tcacggtgac gccaataaaa ttgaggaaag tgagtctgag cagttaacca ctctaacaat
  2444101 tggcggccca ccaagccggg tgctggaaaa ataagttgtt gaatacctgc ctgttcaggg
  2444161 aaaccggcac ataatttctg tcgtaattca cccagcaaac cagaaagttg tttcacgacc
  2444221 acctcggtaa atcaacagaa agagtgggat tatacggggt gataataata agaaaagtcg
  2444281 gattggaaag ttattgttac ttatcacact aatgtttgat attgatgatt tcgcatacta
  2444341 aaaaagagtt atcgaggttg atgaccacgc aatttatagc tcagtgagta acaggttgag
  2444401 cgcacctggc tgtcgtctta cccattatct gccttcccca ttatctacct tccaaatcac
  2444461 taccttccaa atcatttgcc ttccaaatca tctggcaagc ggcattcccg ccgcaacgca
  2444521 aatggtttgc ccggcgtcaa tacttatttt atctttcgat actcatctta tctggagttg
  2444581 caagcagtaa acgaacaaca aattagccaa gaaccgtatt taggctagcc ggtagggtga
  2444641 acctcaagca gagggcctat tagccttgtt aagtgcgcgg gtatccatga tccggcccaa
  2444701 gggaaacgct gacactgctg caactccaat gacgttgatt atattaagca ggtacgacat
  2444761 tccattgctg tgtttcatcc aatgtggcga ctaatgaata tatattaccc gagtatttca
  2444821 actcattact gttcgtcacc gtttgtgcca acacctgccc catctggacc ccctgacccg
  2444881 cagcaataaa atagaggggt tcaggcgtat agagttgagt tgtattggct aagacttgct
  2444941 gggcaaaggt gccctgcccg gacatgccaa tccccgtcga ataaacatta tttggcatgc
  2445001 tgccgccttc aataatcgtc aatttacccg cttgccctgc ggttgagaga ttgctaaaag
  2445061 tgggtgtgtt atccgcagta tcaaacgtca cctgattatg actggtggga tcagcatcca
  2445121 aaatagcacc cgcttcaaaa agaaccccgt cagtgagatg cccggttctc ccccagacaa
  2445181 atgagtagtt aatcgaccat ttaaacgtaa agaaactatt aggtgcgact ttaaatggcg
  2445241 aggcttgcca agccaaagaa aagacatccg agggttgatt tggcattttt tgatataaaa
  2445301 aaacagtcca ggccgaagat gaatgattaa cgaacttaac ttgatagggg gtgccagcag
  2445361 cggctgatag atccaaagta ttactcatga tgagttcctt attacattta tgtaaagtat
  2445421 attattcacg ctaacgatat tcgcctattt caaataaagg tgacatagag agccaagcca
  2445481 tttctcagcc taaaacctca atagagaaat ggcttaattc attaaaaaat aaaattaaaa
  2445541 cggcaaagca cgaattttat taaagatatt aatttaatgg gtaattaatt aaccaccata
  2445601 ccaatgccat gcacgtaaaa tcatactccg tcgctttaat atgatagagc aaaatactta
  2445661 actagaatca ctctcacacc aacaaataaa ataaatttat gtagtggatt gatgttaata
  2445721 agcattttaa tggtattttt atttatcaca tcaagctaaa attcaacact tcaaaacaaa
  2445781 ataaataaaa ataatattat gacatgtgaa attaatgggt tttgtaaaag tgaataaaaa
  2445841 atgatgagta aggcgaatat ttattatcaa cacgctcatt atgcttacga taaaagtggc
  2445901 ccacttaagg gccagtaacc acaacgtaag caagagaacg ggttagcgac gagccaccaa
  2445961 tagcccaaca atcagtccaa tagtcgcgcc aatacccacg ctacaccatg ggttctgacg
  2446021 aacataatca tcagtacaac atgccatggc ttttatctgc ttgatatgac atccaccgtg
  2446081 gtcactcaag cggctttgaa cctcctttag tgctttctct gcacgcgctt taatttcttg
  2446141 atagctttca tcagccaacg ttccggaata gcgcagtacc tcttccaggg tatcggtcaa
  2446201 catagccagg tcatcctcta acgaggttgg tggttcatta tctcggttca tgtgcattct
  2446261 ccatgcgtga aaaaggcatc ttatacccaa aataattcga gttgcaggaa ggcagcaagg
  2446321 gagataatcc cgatgagctt actgttcgta agtgattcgg gttattgagt gcagccaacg
  2446381 catacgcagc ttgaagtatg acgggtatat aaggatagtc gaattaataa cagtatgttg
  2446441 acgctgacag caaggattgc attaaaaaac ccttatcgcg acggttgggg gattaacacc
  2446501 aaattatgta atgttatctt tactgtgtct cagtatctct tttattttaa atcaatatta
  2446561 ttttctgcaa cctaccgggt aaaaaaagca atactcggtt aatcatagat aaactacact
  2446621 gtgcttattt agtgtagtgc gtacaactta atcgccctac ccaagatttt aatgacatac
  2446681 taaataaatt tacgtactag agcaagaggt taaaaatatc cagttactga ctcactaata
  2446741 ataacgctca ttaaccttat gactgtcaaa tattattgag ttacaaaaat aacgcttata
  2446801 aaaaggcaag aaaaatgaaa aacgaattgg cgatggcttt cggtgggatg atagtcggta
  2446861 taagtttagc gatattgatt ttatgtatta tctttggttt aacatctcct gaaacggtta
  2446921 ttagctatgc cgactgtgtt atcaaatcca gaaattaaat cattttcttg aatgataata
  2446981 tacccatcag gcttcaagct gcctgtgtgc tggttgcctt cgtgactcgg cccgtccatg
  2447041 gaccccgcct cttcgaggcc actgcaagtc acgtacaaat ctgcgttttt atttattgac
  2447101 ttgaaactca ttcatatatt gaaatcctgc gcggaaatgg cgcacagtgc tctgaataaa
  2447161 actacctaaa tagcatttag aaacgaatac aacacgcccc ctgctctgca ccagaaagct
  2447221 gttcacgtaa tgccccaaac aactcacggc cacatcccac atggaaagca gagatagccg
  2447281 gtaacggact atcgcgagtg gccaattcag cctcatccac cagtaatgac agctcgccac
  2447341 tgaccccatc aacccgaatc cggtcaccat tgcggacgtt ggccagtaaa ccaccgcaat
  2447401 aggcttctgg cgtcacgtga atggcagacg gcaccttgcc tgatgcgccg gataatcggc
  2447461 catccgtcac caacgctacc ttaaagccac gatcaagtaa tactcctagc ggcggcatca
  2447521 gcttatgtaa ctccggcata ccaatggcct gcggcccctg ataacgcacc accaccacac
  2447581 aatcgcgatc caaatcaccg gattcaaagg cggcttccac atcatgctga ctctcaaata
  2447641 cccgcgctgg cccttcaata acctgatgct cccgtggcac tgccgaggtt ttcattaccg
  2447701 cccgccccag attgccgttt aatactttcg tccccccctg agcagaaaaa ggctgttcca
  2447761 gactggcgat caccgtcgca tccagtgact gttgcggccc aggacgccat tgcaatttac
  2447821 ccgccgccag ataaggctct tgcgtataac gctgcaaacc aaatccagcg acggtatgca
  2447881 cctcttcgtg cagtaaaccg ccttgcaata gcatattaac cagcagtgcc acaccacccg
  2447941 atgcctgaaa atagttgatg tccgctgggc cattagggta aatacggcat agctgcggca
  2448001 ccgcttccga cagttcagag aaatcatccc aattaatgat gatgcccgcc gcccgcgcca
  2448061 tcgcgaccaa atgtaaggtg tgattagtcg aaccgccggt tgccagcagc gcgacaatcc
  2448121 cattgacgac cactttttca tccaccaatt ggccaacagg caaatagctg ctgttgatat
  2448181 ggctactgtt gatatggtta acatcaatat gattgccatc aatacaatta atgccggttt
  2448241 cggtcagacg ggtgatttga cgtgccgccg ctgcagtcag cgcatcacgc agtggtgtat
  2448301 tcggttggat aaaagaggct cccggcaaat gcagccccat cacttccatc accatctgat
  2448361 tagaattggc agtaccgtaa aaagtacagg tcccggcact gtgatacgaa gcggcttcag
  2448421 cctccaacaa ggcttgccta tccactttcc cctcggcgta aagttggcgg atccggactt
  2448481 tctctttgtt aggcaaaccg ctggccatag gcccggcggg gacaaaaata gccggtaaat
  2448541 ggccaaatga cagcgctgcc attaacaaac cgggaacgat tttatcgcac acaccgaggt
  2448601 agagagcacc atcaaacata ttgtgtgaca ggccaatagc cgctgacata gcaatcacat
  2448661 cgcggctcat tagcgacaac tccatcccat cctgcccttg cgtcacccca tcacacatgg
  2448721 caggaacccc accggcaacc tgcccaatgg ccccaacctc atgcaatgcg tctttcagtt
  2448781 gttgtgggta atgttcataa ggttgatgag cagacagcat atcgttatag gacgtaatga
  2448841 tggcgatatc gctacgcacc ctatttttta gggccgcttt atcctctggc tgacaagccg
  2448901 caaagccgtg cgccagatta ccgcaagcca gttgtgaacg gtgaacggta tgctcttttg
  2448961 ctgcactgat acgttgcaga tatgccgtgc gtgtggccgc tgagcgcgca atgatacgct
  2449021 gcgtgacacg ggtgataatg gggttcatct ccattcctta tgcgctcaat ggggttaatg
  2449081 gggtcaaaag ttcaatgctg ccagtgggca ggccgacaaa gtcggccagt acctgtaaca
  2449141 gtaaattgtg gtcatccaag tgcggtgcac cggaaacatt aacgctgccg ataatacctg
  2449201 cctgtttaat ttgcagcggg aaagcaccac ccaatgcggc gtaatcccgc agactcacgc
  2449261 catagcgagc gtcgaggagg tctctcgctg ctgtaacatc aacccggcag cataggaact
  2449321 ggtgctgagt aactccacga cattacgttt acgccgcagc caatcttggt tctcggcaca
  2449381 ggtgcccgcc atcgcatagc taaagagcgt ttgatgattc acggtgatat caatagccag
  2449441 tgccacgcct tgtttctctg cctgtcgctt tattttttcg cctagctgcc aggcggtttc
  2449501 gttatcgaaa tgcctcagtt gcaagcgttg ttggtgctgc tggcagtagg cgagttgttg
  2449561 ctgtaaattc atcagattct ccggtgataa atggcatcgg cttacgcacg tttcgcttta
  2449621 gtcaaaccgt tgtcagcgat agctttccct gtagatttca cctcgacatc acactctttc
  2449681 ggcaacgtta aggtaatcag cccagcaata atcaatgatc ccgccaacat gcagaccgcc
  2449741 gcgctctggc catagaaaaa gatcatcacc cccaccagat aggggccaca gaagcccccc
  2449801 agattgccta aaccgttaat ccccccccgc gcaccaccag ctacttctgg caccgcaata
  2449861 cggccaggaa ttgaccagaa tgggctggtt gccgctttca ggaagaagcc acagaccacc
  2449921 aatgccagat atgacacaag aacgttgtga cggaaaataa ccgatgccac caacgccgca
  2449981 gcaaagcaga acagggaaat cataatcagc aaacggcgtt taccggtttt atccgccagt
  2450041 gcggaaataa cataaatacc ggcggtggta gccacaaatg gcaacaccgc cagaataccg
  2450101 acggatgcca tattgccgcc ggtcaggttt tttaagatag tgggcaacca caatgtgtaa
  2450161 ccataatccc cggtctggta gaagaagttc agcgccacca gcttcatcaa acctttattg
  2450221 agaaataccg cttttaacgg cgcattggtc accggcttat tgaacattcg ttccgctctt
  2450281 tcccgcgaca gttcagtgac cagataatca cgctctcgcg ctgatagcca tttggcctcc
  2450341 tctgggcggt cactgatcac aaaccaccac atcaccaaca ccagtgctga caacccgcct
  2450401 tcaaggaaga ataaccaacg ccagtcgagc gtattgatga taaaacccga caacggtgcg
  2450461 gtgaacatgc cgccaatcgg tgcaaacatc atgacgaaag cattagcgcg gccaatttcg
  2450521 cgctctggga accagttgct gaccatggtc aacaccacgg gcaacatacc cccttcggaa
  2450581 acccccaaga caaaacgcag gaacagcaat tgataatgat gggtaacaaa accagtcagg
  2450641 atagagacga tggcccagac cgctaaagaa taagcaatga attttctgcc gctgccatgt
  2450701 actgcaatac ggccaccggg tacttgtaga aataaataac cgataaagaa aataccgccg
  2450761 gctaaaccgg ccatttggct ggtaatcgcc aaatcacttt ccataccgcc cggtagagca
  2450821 aaactaatat tgacccgatc cataaaagaa ataatacaag caatcattat tggcacaata
  2450881 acgcggaacc aacgggcatt agggatctta ctgtccatat aaatacgcct catgataata
  2450941 tatccgtcat acttcaagct gcatatacgt tggctatact caattgccca aattatttct
  2451001 tggtcgttga ccttaaaata aatacaccca ccttcctgaa gctagaatta ttttgggtat
  2451061 agactcattg gggctttctc gcttgccact ctcctgcaat tcgaattatt taaggtatag
  2451121 gttgtgaata atattgggtg agaaatttaa aaaaactaaa tgcgtttttt attggttaaa
  2451181 tagcaaaaaa taattttcga ttgacgcgtc agataaactt tattttctga cgcgctatta
  2451241 ctcatggata actaaaatca ctaaagagtg attgaggtta ttgacaaagt gcccgcgacg
  2451301 gagagaacag gcagatcgta aagacgccgt aaatacatcc atgtaggctc gagccgcgcc
  2451361 atccttggcg cggacgcttt actcctctgc ctatcctcac cgttcaagat cgagtcatcg
  2451421 gggtttgtca gcagtctgaa tcactaaaga gtgattgatt ctattaatag gtaattgctg
  2451481 taggtgccgt ttcgccagag aaatgggcca aaatatttga gaacacaata tcactcattt
  2451541 ggatccgggt atcagtggtc gcactggcaa tatgtggcag caagaataca ttgtccattt
  2451601 caatcaaggc ttgtggtaca tgaggctcat cggcgaagac atccaaacca gcaccgccaa
  2451661 tctgttgctg ttgcaacgca ctgattaaat cgtcctgatt aaccatactg ccacgggcaa
  2451721 tgttaatcag gatcccatga ttaggcatcg cggcaaaaat ggctttatca accaaacccg
  2451781 cactgtcttt tccaccagaa attgccacca ccagaatatc gctttgcttt gccaggctaa
  2451841 ttaaatctgg cacatattga taaggcagac tgctgtcgtg cacggtgtca gtataggcaa
  2451901 tttgcatatc aaacccgaca gcacggcggg caatagcgcg gccaatacgc cccataccaa
  2451961 agatccccaa gcgtttgccc gtcactttag acgacaaagg caagctgcca ttcggccact
  2452021 cccctgaccg gaggaactga gaggcttgat agaaacggcg ggaggtggca ataatcagcc
  2452081 ccagagccgt atcagccaca tcatccgtca agacacccgg cgtggtagtc acgataatat
  2452141 tgcgctcacg ggtataatcc agatcaacgg catcagtccc gacaccaaat attgagatga
  2452201 tctgcacttc aggcaataac gccaggacct cattagtgac gccaatatca cctctagtca
  2452261 cgataccttt aatattcttg ccctgatctg ccagaaattc agcatggtcc gtaacctggt
  2452321 agagtttatg gacggtgaaa gtttgttcca acttttcagt cagatagtcc attaccggag
  2452381 cgattatcaa tacggcttgt ttgctgtgtt tcattacgag tacctgatca tgtcaataaa
  2452441 tcaaaaagaa atcagaatag tggcaggcaa aattatcgga tgacaacgcc agcccatcac
  2452501 ggtgggcttg attacctgcc cccttgcttg ccattctgtc ggtctctgga gccattcagt
  2452561 gaatgtcgtt atgagacctg ttttctctgt tttattttgt gacgtaggtc actgtagacc
  2452621 atgttaaaaa aacatgttac cggtaacgtg accagcttat cattaccgaa gctgaattgt
  2452681 ttcagctaca gaataggcgt taacaatctc tgtcgcacct taggggggaa tgttattggt
  2452741 tgatacgcat tgttatacgt tggcgtcacc tgttaacagg cgataattga tgagccgatg
  2452801 ctctacccgc gtgcattgcc aatgcacagg gccgtggtga tgaaaaataa caggaaaccg
  2452861 aatcgacttc cctttagtct cagatagtcc caccgagaga gatacgataa tgcaggtcaa
  2452921 cctgttcaat agtcgggatt tttttgattt tcttaatcaa aatttcggcg gcaactttcc
  2452981 ccatttcaaa acgcggtgtg gtcacactgg ctaatattgg tgttgtcgcc tgaccgatat
  2453041 ccaacccatg gaaaccggaa atcgccattt cagccggtat tgccaccccc agtttcagac
  2453101 attcttgtaa cactccgaca gccatatcat cattagtaca aaaaatagca tcgacatcgg
  2453161 gatacatttg cctcgccaat gccagcatcc ctgcgccaat agagacggag gacactttat
  2453221 ttggggtaat gtgcagcggt gtgaagcctg catcagtcac cgcctggcta tagccctgat
  2453281 aacgcttacg atcacgcgca tctgacattg agccaaaata aacaatatgt tgcttgccgc
  2453341 tagccaacag cgtggtcgtc atgtcgtaag ccgcttgata gttattaaaa ccaacggtta
  2453401 ttcgattctc ttgcggctcc agctccatca cttgtgcaat cggaatctct gctgcattca
  2453461 aatatttatc tgcgcgtaag gtatgttcgg aatctgtgag gatcaagccg gatatctgac
  2453521 aggagagcag gttaataatc tgctcctctt cccgcgcttt attgtagtta tagttaacca
  2453581 ccaacgtctg atagccattg gcaacggtga ttgattcaat ccctgccagc agatcggaga
  2453641 agatttggtt attaaacgag gggaccaaaa taccaatacg cggacttttc tgatttaggc
  2453701 tggtttcact ttcgggatcc gcactgtaat tcacttcagc catcacctga gcaatgcgct
  2453761 caccggtttc tggtgccact ttttccggca tccgtaaata gcggctgact gtcattttag
  2453821 tcacgcccgc cagtaacgcg atatcctgta acgtaactcg ctggtttttc atggcaaata
  2453881 cctggtacta aagtgcgaaa aaagtgggtt gattatggcc caggttgatc gaaatgttaa
  2453941 tgctattaat gcataacctc agcgcgtaga tcgataaaaa gggataactt tacggcagtt
  2454001 acaccgtcgg gaggggatgc ccgcccgtat ttctcaatgg cagaagcgcc ccttggtctg
  2454061 ctcaatgaca ggctaaaaaa tgttgtccat accgctattg cctaaaaatc atgtaaaatc
  2454121 aggccgataa attcggcgct ttgggggtac gggataagac gttgatgaat gtatggcgtt
  2454181 gatgacggtc tgacattgat aaataaaaac gtcattttgc ggcaaccacc gtccccgaga
  2454241 aagaacctgc tcagagctat atcccaacgg cctctgagcc acaatacccg ttaaagggga
  2454301 tcaataaatt ctgcatcccc ccgcatttaa ggaataggtc atgttgttac atctgaaagg
  2454361 aagccaccga ttcattagcc tgatgctctg cgcattatta ctcgctggct gtggacatca
  2454421 gcggatgcca gagaaacccg tgagtccggt agggaaagaa gagccggttc gtggtgtctg
  2454481 gctaaccacc gtgctcagac ttgactggcc ttcactttca tcgattaacg ctagctcaga
  2454541 ctcgatcagg atcagcacgc aaaagaaaga actgacagac acattagatg acttggtgaa
  2454601 aaacggcgtc aacacccttt tctttcaagt aaagcctgat gggagcgcgc tttatcattc
  2454661 agccattctt ccctggtcgg atgttttgac cggtgtaacg ggtaaagatc ccggttatga
  2454721 ccctctggcc tttgcggtat ctgaagcaca taaacgaggg cttaagatac acgcgtggct
  2454781 gaacccctac cgtgtctcaa tggatacccg gccggaaacg agtgcatcac ttgagcgcac
  2454841 gctctcttct tcgccagcca gtgtctacgc gctgcataaa gattggatac gcaccgccaa
  2454901 tggccggttt gttctcgatc cggggttacc cgaggtacgc cactggatca ccaatattgt
  2454961 tgccgaactg gtcaaaaatt atgacatcga tggcatacag tttgatgatt atttctatta
  2455021 tgaaaccccg tcatcccggc ttgatgatga tgccacatac cagaaatatg ggcagtcctt
  2455081 cagcgataag gccaattggc gcaggaacaa tacgttgttg ctcataaaac aggtctcttc
  2455141 aaccgtcagg tcccttaaac cagagattga gtttggtgtc agcccggcgg gcgtctggag
  2455201 aaatcaggcc gatgatcccc tagggtcaga gacacaggca ggcagccctt cttacgatac
  2455261 cgcatatgcc gatacccgtt tatgggtgca ggacggttta ctggattata tcgcaccaca
  2455321 actctactgg acgcatagcc aaaaaaaggt caaatatgac acgctggcaa catggtgggc
  2455381 agataccgtc aggcatagcc acaccaaatt gtatatcggc gtcgcgttat acaaggttgg
  2455441 ccaaccctcg caggccgaat ctgactgggc actggaaggc ggtgtgcctg agctaaagcg
  2455501 gcaactggat ctcaatgacg cgctgccgga aatcagcgga acgattctgt tcagggaagc
  2455561 gtttctccgt cagccccaga cggaagaggc ggtaaaatat ttgaagtcca ggtggcgtaa
  2455621 ctgaaatcat aaaacgcagc cataggcgga gccattttta accaaaaatt tggctcccca
  2455681 catgcatcgg tctgtaaaaa caatattgat taaaacccag tgtcgttata ttacgctggc
  2455741 gttcctatcg agaagatgcg catcgatgac gcgttgaatg aacaatatgt taccggctaa
  2455801 aaagacaata acagccacag ggcttaatct taaatcactt gattatcaac atattaatct
  2455861 taaataccgt caagaagcgg agcaactccc cgcagtataa gatttttgcc cacctgtaag
  2455921 tcgatgttgc tcacgtatcc ggtaacagcc tgctgtaaca tgacttatag tgatctgcat
  2455981 cacagtttaa tcagtcagaa aacggtctga taagcacatg ttttcagtaa gctcaattta
  2456041 atggttatcg tgttaacaga ataggtgtgt ttataaaatc ttaatattga gagattaaga
  2456101 gtaaatcata ttattgcctg actaagcctt atagcttggc ttattagcga taattaaacc
  2456161 gccttcatat ttaatatgat tcagactgct gacaaacccc gatgacgcga tcttgaacgg
  2456221 tgaggatagg cagaggagta aagcgtccgc gccaaggatg gcgcggctcg agcctacatg
  2456281 gatgtattta cggcgtcttt acgatctgcc tgttctctcc gtcgcgggca ctttgtcaat
  2456341 agcctcatta tttttatata ttatcgctat caggaagtga ccatgaagaa tctattttcg
  2456401 ttggaaaatc gcaaagtatt aattactggc tctgcacagg gtattggatt cttactggca
  2456461 aaagggttag ctgaatttgg cgcagagatt atcattaacg atatcaccgc agagcgtgct
  2456521 gaaaaagccg tggctgaatt acgtgctagc ggctttatcg cccatgccgc cgcatttaac
  2456581 gtgacgaacc atgatgaagt caatgaagct atcgagaaaa tagaaagcca tattggtgct
  2456641 atcgacgtgt taattaataa tgccggtatc caacgccgcc atgcctttac cgaattccca
  2456701 gaaaaagatt gggatgatgt gattgctgtt aatcaaaaat cggtattttt agtttcacaa
  2456761 gccgttgccc gttatatggt taaacgccaa cgtggaaaaa ttattaatat ctgttcaatg
  2456821 caaagtgaat taggccgcga tacgatcacc ccgtatgccg cctctaaagg ggcagttaaa
  2456881 atgctgaccc gtgggatgtg tgtcgaactg gctcgctaca atattcaggt taacggtatt
  2456941 gcaccgggtt atttcaaaac ggatatgaca aaagcactgg tcgatgatca agcctttacc
  2457001 gattggttgt gtaaacgcac accagccgcc cgttggggag atccagaaga gctcattggt
  2457061 gcagcggttt atttgtcatc caaagcctct gactttgtta atggtcattt gctgtttgtt
  2457121 gatggtggca tgctggtagc cgtttaatcc agggttcagt cgtgctcccc acataatggg
  2457181 gagcagagga aaattatgtc tggtaaatgc attattgtca tgggtgtctc tggtaccggc
  2457241 aaatcctgtg tcggtcaggc gctggcattg gcccttggcg ctaaatttat tgatggcgac
  2457301 gatctacacc cacgggccaa tatccaaaaa atggccgccg gccagccact gaacgatcaa
  2457361 gatcgtgcac cctggcttga gcgattaagt gatgtggcgt atagcctgca acaaaaaaac
  2457421 gaagtgggtt ttctggtgtg ttcagcactg aaaaaacagt atcgagaccg cctgcgtgaa
  2457481 ggtaatgaag ggatacgttt tctctggttg accggtgatt acgatttagt gctacaccgg
  2457541 atgcagcagc gggccgggca ttttatgcca gagagcctac tcaagagcca gttcgccacg
  2457601 ctggaagcgc cggggagcga tgaaccggat gtgattccca tcgatatttc atcttccatt
  2457661 gccgatgttg ttgaacactg tattgccgca ttgtcactgg aaaaccacgt gagcgcgatt
  2457721 cttagtgaat agcggtgctg aatgaatagc gttctttatt gaatgacggt gcttaactgc
  2457781 gcggacccca taaggggata ggaaaaataa tgatacttga tgaactaaaa aaagcggtga
  2457841 ataaccccat ctatccagaa gtgattcgtc ggacactggc ggcaatcagc caaatggatt
  2457901 tagcggccct ccccgccggt gaacttgaga ttgaagggcg cgaaatctac ctgaaccata
  2457961 tgatcgccac gacgaaacca ctgtatgagc aacgccctga attacaccgc tattacattg
  2458021 atattcatat tctcttagaa ggcagtgaag tgatcggggc ttcgccatca acccaaggcc
  2458081 aacgcccgac gatggatttt gatagtgaga aagattacgg tttgtttgag gggatgagta
  2458141 ccgagacctt gctgacgtta gcaccgggtg atattgccct actgttccct ggggaattgc
  2458201 atcgcccgat ggggacatta acagacccgg cccccatccg taagctagtg gtgaaggtgg
  2458261 ctaatcatct tttatgatgg ttggtacaga tgacagatga cagatgacag atgacagatg
  2458321 acagatgatg attgttacag atgatgattg gcgttgactt gaacgaataa acgctcaacc
  2458381 gagagttcca agggagccat gctcccttca gacggcagat aacccgcggt gacgtaatat
  2458441 tgaacggtga gaataggcag agagtcaggc ggccacgaaa tttggcacct ttgctgtctg
  2458501 tctctactct ctgtctgtct ctactctccg tcgtgggcac cttgccaata accccttatt
  2458561 ggctccgtct cgccgtcaga cacaacccgc tattcttcat taacacaact taagtcaccg
  2458621 atcatactgt tcggggcaga tacgtaccat gacgccgatg ttctattgct gctgagatat
  2458681 ggccgctgcg cgtgagttgt tccgtaaact caacttcagc caaagaaggt attttcagcg
  2458741 catacttttc acgggcaaat tcataataat ctttgcagca ccggagaata tcatccgcag
  2458801 agatgttttc attgatctcc cgtaaatgtt gctcgactcg ctgataaagt tcactcttgc
  2458861 ggatatcgaa ggtcttatcc aataagaata agcggatgaa tttattattt aaattatcag
  2458921 taagataatg tttatatttt cggttatggg taataggaat atcttttgca attagagttc
  2458981 tggccaacgc atttaaatga gaaagatgac aatgtttttc ataattaata tctataatca
  2459041 tagggtcaat aatagcttta gagataaggc gataggcggc agtctcagaa tccggataat
  2459101 taatactctg cggcacctct ttcatgattt tttttattac gtctacacta ggtaattttt
  2459161 ctttctcact atagaattta taacatgaat aaacgatccc attcatagca tcttttaata
  2459221 catcttgttc attgccgcta tagtcatgaa atatatttct tttgttaaat tcctgaaata
  2459281 aaacttgcgt tatagggtct gaaccatagc gttgctttgc tccctgtatt ttatctttag
  2459341 tcaaccctac taaatacgaa accattgaga taatatcttc atatgccttt ttgttctttt
  2459401 ttttagtaaa actatcggtt gtactgggtt gcgatattat tgcttcatct actgttttca
  2459461 gtatctctct gatagcaaat tcacaaagcg attctctacg gtagtcatca agcctatatt
  2459521 ctggtttgat gtttccacgt gaaacgggtt gatgtgtatt tgtccacgcc tgttctacaa
  2459581 tcagcaaact cagcgcgaca ctagtgtatg atttttccaa aaagtaataa aaataatcca
  2459641 gatttttata tatttcattg cggactctca tttcagtagt caatttttta cattttccgg
  2459701 tatcaggaca aaaataaagt tccaattcat cgatctgtcg atcgatataa actctatcca
  2459761 ccattggtgg atgtaaaaca gtcggattag aatttatagg taaaacccac atgacgatga
  2459821 tccctaaatc agataaagcg agaggctgaa cagtcaatta aatattctaa ctccccagcc
  2459881 tactgacaga tatccatggt taaccccaat ctggtttaaa tcacctttat tcagcggtta
  2459941 gccgccacct cctgagcccc agataaaaca aaaccccctg taagccgata ctcacagggg
  2460001 gtagggtcta tctcgacatc attcgtctgt gccggtttaa cacatcatca catcaagggc
  2460061 tgagccatct gcaccagtgt tatcaacggt tgcggataga tacccaacac cagtaccaaa
  2460121 atcgcggaga tcagtaccac cacaccaccg gccgttaatg cccagttgct cggggtatca
  2460181 cgtactaagc tctgcggcgg gctgaggaac aaactgacgg taacgcgcag ataatagtac
  2460241 aagccgatgg cactgcctaa caccaccgcg ccagtcaacc accacaagtt ggcgctgacc
  2460301 cccattgcca ccacaaagaa tttaccgata aagcccagtg tcattgggat accggccagt
  2460361 gacaacatca tcactgtcat caccgcagac agaataggct tatgccagaa caagccacgg
  2460421 taagagaaca gggattctgc atctgggcct ttgtacgggc tggacatcag gctaacgacg
  2460481 ccaaatgccc ccaggctact gaacagatac cccgccagat acaccccgat ggtttccagc
  2460541 ggtaatgcga gctcgtgtgt ttgtactgcg accaatgcaa tcagcaaata accaaggtgg
  2460601 gcaatagagg agtaacccaa caggcgtttg atgttggtct ggctgatcgc catcaggttg
  2460661 ccaaacagga tcgaggccac cgcaataatc gacagaacca aacgcacggc ttcgctatcc
  2460721 gccgccggtg cgtacataaa caagcgcatc actacggcaa agatagcaat cttgctggcg
  2460781 gtcgccagga acgtggaaac tggcgcgggt gcgccctgat acacatcggg tgtccacaat
  2460841 tggaacggta ccaacgacag tttaaagccg aggccaacaa tcatcatgcc cagacccgcc
  2460901 agaatcagcg gttggtgcac catcgagtca cttaggctct ggcccaaccc tacgaaggac
  2460961 aggctaccgg actcagcata caacagcgcc ataccgaaca gcaggaatga cgatgccgcc
  2461021 gccgacaaca gcatgtattt gatactggct tccagtgaac gcttctggcg ataggcataa
  2461081 ccaatcagac caaacagcgg caaagtaagc aattcaatac ccaagaacag cgacgccaga
  2461141 tgattggcac tggcgagcag aataccgccc aaagccgcaa tcagcaccag cagatagaac
  2461201 tcttcgcggt tatccgggta gccgaccaac caagggtaag caaacgtgct ggtcgccaag
  2461261 ctggcgataa tcaccagccc ggtgtagaac atcgaatagc cgtcaacccg catcagcgga
  2461321 gtgacatcca tcggcccgac ctgtccaaca aagtaaagtg acagcagcgc cagattaagc
  2461381 ccaatgacgg tcagtgtggc attaataaaa tgatcgcgtc gccacgcaat ggacagcatc
  2461441 acaaccacca ccgtcaatcc gacgatcaac agcggtagca ttgcgatcag ttgttgagga
  2461501 gttattgtca tggcgaatta tggccttgta atagatggag ctggaataga tgcagctgaa
  2461561 aaccactgtt gcacattact cattgccgca tgggacgtgt cgaggatcgg ctgcgggtaa
  2461621 acccccagca acacaagcaa caccaccagc agcaagacga tggacagttc tcgcgcggtc
  2461681 atacccggta aggcttcctc cgattttggc gtaccgtaat aagcacgctg catcataata
  2461741 agcgagtaaa ccgacgcaaa taccaagcca aaggtcgcga tcaccgtaat cactggaacg
  2461801 acctggaaac tgccgaatag gatcatgaat tcgccgacga agttaccggt ccccggcatc
  2461861 cccaatgtcg cgacagcgaa gaacagggag agcgcaggca ggtattttat ccgcccccac
  2461921 aaaccgccca tctggcgcat atcacgcgta tgcaaacgtt cgtacaactg accacagata
  2461981 atgaacatcc ccgcggctga taaaccgtga gcaatcatct gaattaccgc gccctgataa
  2462041 gccagttggc tgccggtata gatggcaatc aatacgaagc ccatgtgcga cacgctggtg
  2462101 taagcaataa gacgtttgat atctgtttgg caaaacgcca tccatgcacc gtagaagatg
  2462161 ccgataaccc ctaaccacat agcgataggg gcaaactcat gagacgcatt cgggaacaga
  2462221 ggcaggctga aacgcagcaa accataagcg gcggtcttca gcaaaatccc cgcaaggtca
  2462281 acagacccgg cggtaggtgc ctggctgtgt gcatccggca accagccatg taacggcacc
  2462341 actggcattt ttaccgcaaa ggcgataaag aaacccagca tcagcagata ttctacattc
  2462401 cgcgacatcg gagtgttcaa cagatcttcg tagttgaatg tccaaatacc ggtggcattg
  2462461 aagtgcacaa ataccagccc cagaatggca atcaacataa tcaagccgct ggcctgcgta
  2462521 taaataaaga acttggtcgc cgcggtgatc cgggttttac cgtctgaggc tttatggccc
  2462581 cacaaggcaa ttaggaagta catgggtacc aacatcattt cccagaagaa gaagaacagg
  2462641 aacatgtcga tagccaagaa cacgccgatc acccccccca gaatccataa cagattcagg
  2462701 tggaagaaac cctgatagcg ctgaatttca cgccatgaac agaggatcgc cagtacacca
  2462761 agtaggccgg ttagcaccac cataagcaag gacaaaccgt ccaacgctaa atggaatcta
  2462821 atgccgaaac gtgggatcca cggcacatta taatatgtct gccactgcgg aatacccgtc
  2462881 gggttcatca gtgaatagtt gccctgcccc cacagataca gggaaagcac caatgtcagc
  2462941 cccatcgcga ttaacgcaat ccaacgcggt actttggtac cgaagcgttc aagctgccag
  2463001 cacagcagac cgccgataaa ggggataaga attagccaag gtaatagcat ggcgttttgt
  2463061 gtccctaatt aatgagccta ttcaggcatc tacacgaaaa gcaacagagc cagcacaatc
  2463121 actgcaccca aacctataga ggcggcgtac caacgcacct gcccattctc actgacggtc
  2463181 agaccgcgat tactccagcg cgaaagcacc gccggtgtat tcatcagtga attcagcgga
  2463241 tcacgttgca acagttttgc aatccacaga tacgggcgga caaacaggtt atggtacaac
  2463301 cagtcgaagc cccacgcatg gaaccaccag accgtaaaga agcggcccgg cgcactttgc
  2463361 gcaatgctgt taaccaattg gcgtttgccc agatacaaga acgcggccag tgcaataccg
  2463421 atcaccacca agacaccgga gaaaatttcc aacggcattt tgccctcgtc accaaagtga
  2463481 agctcgggca acacacccgc cagtggtggt gttatcaacg caccgacaaa ggtcgacagc
  2463541 accagtaaca cgattaacgg caggctatgg gtgatccctt taaccggatg tgctttagtt
  2463601 tttggctcac catggaacac aatgaaaatc atccggaaag tatacagcgc ggtgaggaat
  2463661 gccccgacca accctgctac catcagattg atatggccac tggccaatgc gccccacaga
  2463721 atttcgtctt tgctatagaa gccggcagtg acgattggca aggctgccaa tgctgcacca
  2463781 cccaccagga agcagatata gaccaatgga atggtcttac gcagaccgcc cattttgaag
  2463841 atattttgct cgtggtggca ggccagaata actgagcctg aggaaaggaa cagtaacgct
  2463901 ttaaagaagg catgggtcat caaatggaag attgccgcat cccacgcctg tacgcccagc
  2463961 gccagaaaca tgtagccaat ctggctcatg gtggagtacg ccaacacccg cttgatgtcg
  2464021 gtttgcacca gtgcggcaaa gcccgccaac accagtgtga ccgcaccgat aaccccgact
  2464081 aaatgcagta cttcaggggc catcaggaac aggccatgag tacgggcaat cagatagaca
  2464141 ccggcggtca ccatggtcgc cgcatggatc agcgcggaaa ccggcgtcgg gccggccatc
  2464201 gcatcagcca accaggtttg tagcggcaac tgagctgatt taccgaccgc cccccccaag
  2464261 agcattagcg tcgcccaggt aatggcggtc gagcccatct ccagtttctg cggtgccaaa
  2464321 atcatcagtt cgcggatgtt cagcgtgccc aactcttggt aaagaatgaa cagcgcaaaa
  2464381 gccaggaata cgtcacccac acgggtcacg ataaaggctt tcatcgccgc cgcaccgttg
  2464441 gcagaatgct tgtagtagaa accgatcagc agataactgc acagccccac gccttcccag
  2464501 ccgagataca tcagcaacag gttatccgcc agaaccagaa ccaccatgct cgcgataaac
  2464561 aggttggtat aggcgaagaa gcgagagtag ccctcttccc cacgcatata ccacgaggca
  2464621 tacatgtgga tcaggaagcc gacaccggtc accaccgaca acatggtcag cgacaaaccg
  2464681 tccaatgtca gggtcagcgg aatgttaaag gtgccaacag acatccagtt ccacagcgtc
  2464741 tgattaaaca cctgtacgcc agtggctttt tggctgagga aatccaccgc cacatacaac
  2464801 gtcaccagcg cagtcagccc gatagacccc accccaacgg tagccgcggt attttcagac
  2464861 cagcgcccac gggagaatgc caacagcaag aagcccagca gtggcagcag aattgttaaa
  2464921 tataataggt tcatccgcgc atctcactga ctgtatcgat atccagagta tggcggcgac
  2464981 gatacaactg cagcagcagt gccaggccaa tactggcctc ggctgccgcc agcgtgatcg
  2465041 ccaggatata catcacctga ccgtctgcct gcccccagta actgcccgcc acgacaaaag
  2465101 cgagtgcggc tgcgttgatc atcacttcaa ggcttatcag cataaacagt aaattgcgac
  2465161 gaatcagcaa ccccgttagc cccagcacaa acagaatggc cgccagaatc aggccatgtt
  2465221 gtagagggat catgcttgtt cctccgtttt tcttttcgct gaatcactcg cacccatcac
  2465281 gtcacccggc ttatgttcac gcccgatatg gaacgccacc actaaaccgg ccaacagcaa
  2465341 cattgacgcc agctcaaccg ccaacacata agggccaaat aagctgatcc caacggcttt
  2465401 ggcatccacc atttcaccgc tgataccctg atcagagaca gagctaatgg catagatcag
  2465461 tactgatagc agaaccagag cgagtaaacc ggggcctatc cacatactgg gtttcagcca
  2465521 ggcacgctct tgttgctcga cgttgcccag gttcagcatc atcaccacaa acacgaacag
  2465581 caccataatg gcacccgcgt aaacgatgat ttccagcgca ccggcaaaat aagcccccaa
  2465641 cgagaagaac accgccgaaa tagccaacaa agagataatc aggtacagca acgcatgtac
  2465701 cgggttggtg tgagtgataa cgcggatcgt cgccaccacg gccaccaatg ctgcaatata
  2465761 aaacgcaaat tccatggaaa acggctccta gggcatcaga cctttaacgt cgatcggttt
  2465821 ggcttcattt tcggcttcgc ctttctgctt gccatcaatc gccataccgg ccatccggta
  2465881 aaagttatat tccggatatt tacccggacc cgagatcaac agatcttctt tctcatacac
  2465941 caggtcttgg cgcttaaact cacccatttc gaaatccggc gttagctgga tagcggttgt
  2466001 tggacaagct tcttcacaca gaccacagaa aatgcagcgg gagaagttga tacggaagaa
  2466061 ctccggatac cagcggccat ctttctgttc tgctttctgt aatgagatac agccaaccgg
  2466121 gcaggcaacc gcacacaggt tacaggcgac acaacgctct tcgccgtctg gatcgcgcgt
  2466181 cagcacgata cgaccacggt aacgcggcgg caggtaaacc ggttcttctg gatacattaa
  2466241 ggtttcgcgc ttgtggaagg catgaaggcc aatcatccac aggctgcgca cttgggtgcc
  2466301 gaaaccaacc actaactctt tcaacgtcat ggtttattca ccccttattg agcgttgtac
  2466361 aaaatgaccg cggcagtcgc cagcagattc agcagggtca acggcaggca cactttccag
  2466421 ccgaaggaca tcacttggtc ataacgtggg cgcggcaaag atgcacggat tagaatgaac
  2466481 atcaccatga agaaagccgt tttcagcgca aaccagataa atggcggcag gaacgggcct
  2466541 tgccaaccac caaagaacaa ggtgacgatc aacgcagaga cggtcacgat accgatgtat
  2466601 tcacctacga agaacaaacc gaatttcata ccggaatatt caatgtggta accatcggcc
  2466661 aactcttgtt cagcttctgg ctggtcaaag ggatgacggt gacaaacggc aacgcccgcg
  2466721 atagcaaagg tcaagaaacc aaagaattgc gggatcacat tccagacgtg ctcctgagag
  2466781 ttaacaatat cctgcatgtt aaacgagcca gcctgtgcta ccacgcccat cagcgataag
  2466841 ccgaggaaca cttcgtagct cagggtctgt gccgatgcac gcatcgcccc taacagagaa
  2466901 tatttgttat tactggccca accggcgaac agcacggcat ataccgccag gcccgccatc
  2466961 atcaggaaga acaaaatacc gatattgagg tctgctaccg cccaagtcgg gctgaccggg
  2467021 acaatagcga aagacagcag cagtgaggta aaagcaatca ccggtgccag ggtaaaaata
  2467081 gcccggtcgg agaagcgagg gacccagtct tctttgaaga acattttgat catgtcagca
  2467141 accaactgca atgacccgcc ccaacccaca cggtttggcc cgtagcggtt ttggaacagg
  2467201 cccagcagac ggcgctcacc aaagctcata aatgcgccac aggtcactac caccagcaaa
  2467261 atcacgaccg ctttcaggac agagattaaa atctcaatca attcaggcgt aaaccagctc
  2467321 attgtactgc ctcccgcaga tcctcaaccc gcgcacccac cagaattggt ggaatacccg
  2467381 gtaagccaag cggcaagccg acctgacctg gagccaaggt gtcactcaag cgcacaggca
  2467441 gacgcagggt ctgacccgca cagttgaact caaccagcgt accgaggtta accccgagcg
  2467501 ccgcagcatc tgccgggttg accatcacat aaggtgttgg catccgttgc tggataacat
  2467561 ctgaacgctg tgacatctct tcgctaccaa acaaatggta ataaggcgca atctgccaat
  2467621 tgcccgccgt agcggtaaag gcagccggta tggaatcgaa gtaatccaac gttccctccc
  2467681 ctgcttcaat cagccggaca cctggatcac caaagcgcag gctccccccc acttccgcct
  2467741 ggaatttgtt ccacgcctgt ggtgagttcc agccgggtgc ccaagcgaat gggatctgct
  2467801 gacgatcggc caatgggctg ttattccctt ccattgagaa ggagaatggc gtgtcgatgt
  2467861 cctgtggttg acgcggttca tgcacactga tatctgcacg catcgcggta cggccactgt
  2467921 agcggtgtgg tgaacgtgcc agccgctgac cacggatacg gaatgtcgca tccggtgccg
  2467981 cttcaacgat accttgcaac tgtggcaatg cttccacaca ggccgcaatc acatgatcca
  2468041 gttgcgtcca gtccacatgg cggctggtat aggttgagtg caaggagtgc aaccaacgcc
  2468101 agctttccag catgatactg cggctttccg gctttttcgg atcgtcataa taagtggggt
  2468161 cataaacctg gaagaagcgc tgtgcgcggc cttcctgatt gaccagcgtc ccgtcgcttt
  2468221 cagcaaaact ggcggccgaa aggatcaagt tggctttatc catgatcgcc gtgcgttggt
  2468281 gatccaccac aatcaggtta gcaacgttgt ccaacgccgc atcgacttta tctttcgctg
  2468341 catggcgata cagatcgttt tccatcacga tggcactgtc tgcctcaccg cgggttaaca
  2468401 actccagcgc ctgatccagt gaaccgccgc caatcatcga taatccgatg ctgttggccg
  2468461 cactggccac aaaggtgata ccgacatcag aaccgcggtt tttcagggct ttcgccacgt
  2468521 tcgccgccgc ctcaatgatg gcatcgctgc ccgcactgct gccagtgata atcagtggtt
  2468581 tcttcgcccc tgccaaggcc tgtacgataa tatcgacttt gcctttcaga ctgcgatcga
  2468641 ggtctgcgac tgcgggtgcg gactcatcca gcgcatgcgc aatggcgaaa cctaaacggg
  2468701 cttggtcatc aactggcgca cggtagttcc atgccgcaat atcatccatc cgagtgttat
  2468761 caacgttcgt gataaacagt ggatgtttgg catgctgacc aatgttcatg atcgcggcaa
  2468821 tctgccagtc agccactttc tgtgcagcgg ccatctcgcg ggctttgcct ttcaccgcct
  2468881 gacgaacaga gagggcaata cgtgcaccgg tttgcgtgag gtcttcaccc aagatcaaca
  2468941 ccgcatcgta gctttcaatt tcacgcagcg ctggcgtata gataccgcct tcgcgcagca
  2469001 ctttcagcat cagttgcagg cgttgttgtt caccggcggc gatgccggta tagaagtttt
  2469061 ccgcaccgac cagttctcgc aacgcaaagt tgctttccaa actggcacgt ggagaaccaa
  2469121 taccaatggt ttttttcgcc tgacgcagaa tatctgccgc accttgcatc acctgatcgg
  2469181 cattcaggtg gatccagtca ctgccacgca attgctgtgg ctgacgtgga cggtctttca
  2469241 ggttgacata accataacca aaacggccac ggtcacacat aaagtagtgg tttaccgagc
  2469301 cgttatagcg gttttcgata cgacgcaatt caccatagcg ttcgcctggg ctggtgttac
  2469361 agccgacgct gcactgctgg cagatgctcg gggcgaactg catatcccat ttacggttat
  2469421 aacgttcgga atgggttttg tcggtaaata cgccagtcgg acacacttca accaggttac
  2469481 cggagaactc gctttccagc gtgccgcttt ccgtacgccc aaagtaaacg ttgtcatgag
  2469541 caccgtagac acctaaatcc gtgccatcag cgtaatcttt gtagtaacgc acacagcgat
  2469601 agcaggcaat acagcggttc atttcatggg agatgaacgg gccgagatcc tgattctgat
  2469661 gagtccgttt agtgaagcga taacggcgga agctgtgacc ggtcatcacg gtcatatctt
  2469721 gcagatgaca gttaccccct tcttcacaga ccgggcaatc gtgtgggtgg ttagtcatta
  2469781 accattcaac cacactctca cggaacgctt tggcttcact gtcatcaatg gaaataaagg
  2469841 ttccatcggt ggccggtgtc atacaggaca tcaccaaacg cccacgggta tcatccgcgt
  2469901 tttggtattg ctttaccgcg cattgacggc aagcgccgac gcttcccagc gccggatgcc
  2469961 agcaaaagta aggaatatcg agtccaaggg agagacaagc ttgtaacagg ttgtcggccc
  2470021 catttacgtc gtattctttg ccgtctacat gaatcgtagc catatcagca tgcttccaaa
  2470081 tgacccacct tacggcaggc gttaatcaaa aattctgacc cctacggcaa caccgtaagg
  2470141 gtatctatgc taccagcgcg cttttaatag attaggttga ataccggcta tggctcgggt
  2470201 gttgccgctc gtcattccag attcataggc cttaacggcg atcccggctt cgaattcgtc
  2470261 ccggaaatat ttaatcgcac tttgtagggg ttcaaccgca cctggcgcat gagcacagaa
  2470321 ggttttaccc ggccctaaga agcggcacag ttgctctagc gtttcgatat cacccggctg
  2470381 gccttcacca cgctctaatg cacgtaagat cttcacactc catggcaaac catcgcgaca
  2470441 cggtgtacac cagccacaag actcacggga gaagaactct tccagattgc gcaccaaaga
  2470501 caccatgccg atttcgtgat ctaccgccat cgccaacgcg gtgcctaacc ggctacctgc
  2470561 tttagcaata ttctcaaaat ccatcggcaa atccagatgg tcagcagtca ggaaatcggt
  2470621 acccgccccg cccggctgcc aggctttaaa tttcaagcca tcgcgcatac cgccagcgta
  2470681 atcttccaga atctcacggg cggtgatccc aaacggcaat tcccacagac ccggattttt
  2470741 cacccgaccc gagaagccca tcagtttggt tccggcatcg ttactcttac cggcagtgat
  2470801 cccctgatac cactcaacgc catgttcaat aatggccggt acgttacaca gggtttcaac
  2470861 gttattcacg caagtcggtt tgccccagac accggaagag gccgggaacg gcggcttaga
  2470921 acgcgggtta gcacggcggc cttccagtga gttaatcagc gccgtttctt caccacagat
  2470981 ataacgaccc gcaccggtat ggacaatcag ttcgaaatca aaaccactgc ccatgatgtt
  2471041 tttgcccagc aagccggctt cggtggcctc agcaatcgcc cgacgtaaat gcactgccgc
  2471101 ttcaatatat tcgccacgca ggaagatata gccacggtag gctttcagcg cgaaggcact
  2471161 gatcagcatc ccctccacca gcagatgagg caattgctcc atcagcagac ggtctttata
  2471221 ggtgcctggc tccatctcat cagcgttaca cagcagatag cggatgttca tactgtcgtc
  2471281 tttgggcatc aggctccact tcaaaccagt ggagaaacct gcgccgccac gccctttcag
  2471341 gccagcgtct ttgacaacgt taacaacatc agtgggcgcc atgcctttta acgctttttc
  2471401 tgccccggca tagccgtttt tgctgcgata ctcatccagc cacacgggct gtttgtcatc
  2471461 gcgcaaacgc caggtcagcg ggtgcatttc tggcgtccgg ataatttcct tggtcgttcc
  2471521 tgaattgatg gtcatggata ttgctccagt aacttctcga tctcttcagg cttcaggtag
  2471581 ctgtgggtgt cgtcatcgat catcatcgtc ggcccacggt cgcagttacc cagacaacag
  2471641 gttggcagca gggtgaaacg gccatcgaag gtcgtttggc ctggcttgat actgagtttt
  2471701 ttctccagtg ccgcctgaat cccctgatag ccggtgatat gacacaccac gctgtcacag
  2471761 tagcggatca catgacgccc taccggttgg cggaagattt ggctgtagaa ggtggcgacc
  2471821 ccctcaacat cactggccgg gatacccagc acatcagcaa tcgcgtggat cgcaccatcc
  2471881 ggcacccagc cacgttgctt ctgcacaatt ttcagtgctt caatcgacgc agcacgggca
  2471941 tcttcgtaat ggtgtttctc atgctcgata gcatcacgtt cttcggcact caattcgaag
  2472001 gcgtctggca tggccgctgg ttcagccgca ttgactgcca gattcaccac atcaaggctt
  2472061 ccgttatgag cctgagtctc tttttgatca ctcataatta gcggtccaca tcagacatta
  2472121 caaaatcgat actgcccaga tagacgatca ggtcagatac caaactgcca cggataaccg
  2472181 atgggatctg ctgcaaatgg gcatagcttg gggtccgtat ccgggtgcgg taactcatgg
  2472241 tgctgccgtc actggtcagg taatagctgt taatcccttt ggttgcttca atcatctgga
  2472301 aagattcgtt cgctggcatc actggccccc atgacacttg caggaagtga gtgattagcg
  2472361 tttcgatatg ttgaagcgtg cgctcttttg gtggtggtgt cgtcagtgga tgatcagcct
  2472421 tgaatggtcc ttctggcatg tttttataac attgctccag aatacgcagg ctttgacgta
  2472481 actcttccac tttcagcatc acgcggtcat agcaatcgcc gttgttaccg acaggcactt
  2472541 caaaatcaaa gttctcataa ccggaatacg gacgccattt gcgcacgtca aattcaaccc
  2472601 cggtagcacg caagcccgca ccggtgacgc cccactctaa cgcctctttc gcattatacg
  2472661 cggccacacc aacggagcgc cctttcagga tgctgttctg caaagcggct ttaacgtagg
  2472721 aatccagacg ttttggcatc cagtcaagga agtcgcgtag caaacgttcc cagccgcgtg
  2472781 gcaggtcgtg cgccacacca ccaatgcgga accaggccgg gtgcatacgg aacccggtaa
  2472841 tcgcctcgat cacgtcgtac actttctgac ggtcagtaaa ggcaaagaac acgggcgtca
  2472901 tggcaccgac gtcttgaata aaggtactga tatacagtaa gtgactgttg attcggaata
  2472961 attctgacag catgacccgg atggtgttca cgcgatcggg caccacgatg cccgccagtt
  2473021 tttcaaccgc caacacgtaa ggcatttcgt ttacacaacc gcccaagtat tcgatacggt
  2473081 cggtgtaagg aatgtagctg tgccaggact ggcgctcgcc catcttctcc gcaccacggt
  2473141 ggtggtaacc cacatccggt acgcagtcga taatttcttc accatcaagc tgcaacacga
  2473201 tacggaaagc accgtgtgaa gaggggtggt ttgggccgag gttaaggaac atgaagtcct
  2473261 cgttttcagt cccgcgtttc atgccccaat cttctggctt aaaggtcagg gattccattt
  2473321 ccagatcttc tttctgcttt gtcagcacat agggatcgaa ctcggtcgcc cgggcggggt
  2473381 aatctttacg cagcggatga ccttcccaac tctgcggcat catgatacgc gtcagatgcg
  2473441 ggtgaccatc aaaggtaata ccgaacatct cccatgtttc ccgctcatac cagttggcat
  2473501 tgggaaaaat tttggttgct gtggacacat gtaagtcttt ttcagacagt gccactttca
  2473561 gcataatgtc gcggttacgt tcaatggaaa gcagatgata gaaaacagaa aagtccgcat
  2473621 cagggaggcc ctggcggtgg gtacgtagac gctcatccac gccatgcaaa tcgaacagca
  2473681 tgacataagg ctttggttgt tttctcagaa acgacattac ttccagcagt tgttcacgct
  2473741 tcacccatac cacgggcata ccggtacggg ttgcttgcac aacaaaggcc tctggcccaa
  2473801 aacggttcga caattcacca atcaccggat catcaagatg atcacgggtt tgccatgcag
  2473861 gctgtaagct gtcggacgtc gttaaatcag tcattattta ttcaccacac tgttttttca
  2473921 ccacactgaa tgtgtcattt tgtggtcatt tgctgcatac atgccccgga aaaaaattac
  2473981 attctctcca aaaacacatc acttacgcac cgggatctcc ccccaaaaac gggtttaaat
  2474041 ctcgtcaggt gtgcgcaggt tagttaccgc aattcgttca gcatgcttac gttctctttc
  2474101 tggctgcata ttggcacggt agacaccttg gtcaccgaca acccaagaga gaggacggcg
  2474161 ctctttacca atggattcct gcaatagcaa tagcgcttgc atatacgctt ccgggcgcgg
  2474221 tggacagcca ggaatataga catctactgg taggaattta tccacacctt gcacaacgga
  2474281 gtagatatca tacatgccac cagaattcgc gcaggccccc atggaaataa cccattttgg
  2474341 ttccagcatt tgttcatata aacgctgaat aaccggggcc attttggtaa agcaggttcc
  2474401 ggccaccacc ataaaatcgg cctgacgtgg ggatgcacgc aagacttcag caccgaaacg
  2474461 ggcgacgtca tgtaccgccg tgaacgaagt caccatctcg acataacaac aagaaaggcc
  2474521 gaagttataa ggccaaagag agtttttacg cccccagttc accatgtcat gcatggcgtt
  2474581 ttcaagttta cccatgtaaa cactacggtg gacatgttgc tcgagaggat cgccgctgac
  2474641 ggtttcctga gtttgcaggg ggtaacggtc attctcaccg ttagggtcta tgcgggtgag
  2474701 cgtatagtcc atgttaatgc ctcgctatat ttattgacca ctataccttt tgcacttgac
  2474761 gctgctgggc tgttagctag gttcactgac ccgaatcact gactgatatc agcttatcgg
  2474821 gattcgttcg cttgctggct acctgcaacg ctaagctctt gggatatatc ttgcggatga
  2474881 ctgctggcgt atctcacggt actgggtttg ctcacacgac gattagaacg tgtaggagtc
  2474941 caatccaggg caccaatgcg caccagataa aacaaaccag ccaagagcac caaaatgaaa
  2475001 atggctgctt cgataaagcc tatccagcca ctctcacgaa tggagattga ccaggcataa
  2475061 aggtagaggg cttcaacatc gaaaataacg aaaaacatcg caaccagata aaacttggcg
  2475121 gacaggcgca tacgcgcaga gcctactgaa tctatacctg attcataagg cacgtttttg
  2475181 gcacgagcct gggctctccc cccgaggaag tacgcaccta aaagcatcaa accgcacagc
  2475241 ccaacagcgc cgatgaggaa tacagcgaac gcccagtgat gagcgataat ttcagtggtt
  2475301 gttgacatac gcattgctta ctcatcaaaa gtggcgtcgg acatgctgct cttgtattgg
  2475361 cagttagtgc accacatcga ttcaaaggga aggattaaaa accacactta acacactgtc
  2475421 tttacaactg cttagccagt gttttactgt gggcttttta ctcctttcga taaccttttg
  2475481 tcaactttga caaaagtaac tacacattaa tttacaaaca tgctgttttg cttaacattt
  2475541 ggtgcgccct gacgagctaa atcgagtcag tcatttgttc agcaagaaca tacacataga
  2475601 aactcgcgta gatagatcgc tttaactata ccattgtctc aggaatatcc tgttcttcca
  2475661 ctcagtagtg gacagtattt ttttgatcca ggacacgttt tgagtgttat ttcataaata
  2475721 ttcagcatta aaacttccat tttcatgaca ataattaatg aaacgttgtt ttaataaaat
  2475781 gcgaaggaat ttattaacgg aaaaataacc cgttggtatt atatggttta tttcctgcag
  2475841 gatcaccgat actggtcggg gtaaattaag taaaacggca cgttgaatat aaaattaagc
  2475901 tgaaatgaaa aaaaagagga tttactaaaa taaataaaaa aaagcccctt aaaatacaga
  2475961 gacttgtgat gatgaattaa aaacagacta cttaatcttc atcacctgtc aaataatcgg
  2476021 aatccaatat taatgaagat tctgacgaca tggtgtgctg ataactgttt tgtaaggcac
  2476081 tgaaaatagc aagtgccagt tcattgtcac actgtttgtc tttacataag acataccgtg
  2476141 tttcaggtaa accaggcaac ccttcagttt cgcccaacac tcttaaatct gggctcatca
  2476201 tctctatagg tctggcggtc accccaagcc ctgctcttac tgccgctcga atggcagaaa
  2476261 gtgaagaggc cacgtaggca atacgccatg gaacacccgc ctgagtcaag tgctcaatag
  2476321 ccatctctcg gtacagactg ggctcatcca tcaccactaa aggcactggc tctccgggct
  2476381 ggaactgata atccaccgaa caataccaaa gcgtgggcga tgttctcaag atgacatggg
  2476441 gatggctatc aaccttagcg gttgtgatag ccaaatctac ctcaccagag ctcaacatat
  2476501 cagcgataaa tgggctgcgc tttacccgca catctatcgc cagccgaggg tatagtgttg
  2476561 ccactcggtt cagcaagaaa ggcagtaacg tatcggcagt atcatcagat gcgccgataa
  2476621 taagtgaccc ttccatattg ctgtacatga gtgatgtaca agcttcatca ttaaaacgta
  2476681 agatttttct ggcatagcca agtagctgga gaccatgttc agtgagtaat ttgttacgcc
  2476741 cgtggcgggc aaataactcc ttaccgacta actgttctaa ccgttgcatt tgttggctaa
  2476801 ctgctgactg agttcggcag accgcagcag cagcagcagc agcagcagca gcaaaagtat
  2476861 ttaagtcagc aacagctaca aaggttctaa gcagatcgag gtcgagatta attatcggac
  2476921 gatttgcatt tgtcatagtg tattcttcac tttttttgaa ttctaattac aaactaccct
  2476981 ggtgttttaa gtatcagcgt tatcaataaa ggacaacgct aagtatgaca gtaccccagt
  2477041 cattggagta gggcaaaaaa attacttata tttcgttacc gttatctctt ttaaaaaaaa
  2477101 aaccatcggc taccgccatg tatataaatg taaatgattt tatagaaatt cactaaatct
  2477161 tcgataaatg aaggttcttt cgttattagc cctaccgttt gatggtttat aaaacctgaa
  2477221 catccctgtt ttaattaaat aaacactatg gttcagtgat taaacatcaa aaaatatcaa
  2477281 tatatttaag cctgtttttt ttatctaacc caacagattc aagtaataac atttgataag
  2477341 catcatgatt taaagaactt aacattagtt attcttaata gttttcctat ttacaggatt
  2477401 ttcccatcct aacgcagcca atatgtatga tgatataaac gaaaaagaat ggatgagtac
  2477461 gattaaagat acgatgcggt ttaatgccat tcggttctat acaaaaaact ttcctcataa
  2477521 gaaattcaac ggctgctgaa tgttctcttt ttaagacctg tatatagcca acatcaacca
  2477581 cagaaagtgt atgatcaatg agtaaatcaa acataattga gaatgaatag ggataaaaac
  2477641 acagatggat ctgtcccaca ttttctatcg gtaatcattt acatgaaact gatgtataga
  2477701 acttcaaaaa tcagtggcgt cggagtacat tgagcacctt gcagtgttcc acgctgagga
  2477761 cacgctttta ccagcaaaag gctcattttt tatgtccccc attgagaaat ccagcaaact
  2477821 ggacaacgtc tgttatgaca ttcgtggacc ggtgctaaaa gaagctaagc gtcttgaaga
  2477881 ggaaggtaac aaggttctga aactgaacat cggcaaccct gccccgtttg gtttcgatgc
  2477941 acccgacgag attctggtgg atgtaatccg taatttaccg accgcacaag gctattgcga
  2478001 ctccaaaggc ttgttttcgg cacgtaaagc cattatgcaa cactatcaag cccgcaatat
  2478061 ccgtgatctg acggtcgagg atatctacat tggaaacggt gtttccgagt tgatcgttca
  2478121 atccatgcaa gcattactga atttgggtga tgaaatgcta gtacccgcac cggattaccc
  2478181 gctgtggaca gctgccgtgt cgctctcaag tggtaaagcg attcattata tgtgtgatga
  2478241 agagtcaggc tggttccctg atttggatga tattcgcagc aaaatcactc cgcgtacccg
  2478301 tgggattgtg attatcaacc cgaataaccc aaccggtgcg gtatacagca aagagctgct
  2478361 gttagaaatt gttgaaattg ctcgccagaa tgacctaatt attttcgctg atgagatcta
  2478421 cgataaaatt ttgtatgacg atgctcagca ccattcgatc gccgcattag cccctgattt
  2478481 gctgaccgtt acgttcaatg ggctgtctaa aacataccgt gttgcgggtt tccgccaggg
  2478541 ctggatggtg ttgaacgggc cgaaaaagca cgctaaaggg tatattgaag gcttggaaat
  2478601 gctggcatcg atgcgtttgt gcgccaacgt accaatgcag catgcgattc aaaccgcctt
  2478661 gggcggctat cagagcatta gtgagtttat ccaacctggt ggccgtttgt acgagcagcg
  2478721 tgatcgggcc tgggagctta tcaaccaaat ccccggtgtt tcctgtgtga aacctcaggg
  2478781 cgcgttgtat atgttcccac gtattgatca gaaacgtttt aacctgaaag acgaccagaa
  2478841 gttggtattg gatctgttgt tgcaagagaa agtgctattg gtgcaaggta gcgcctttaa
  2478901 ctggccgtac ccggaccatg tgcggatcgt cacgctgcca cgggtggatg agctagagat
  2478961 ggcggtgagg aagctggggc ggttcttaga gacgtatcat cagtaattgt atgattgggg
  2479021 gatgagggct gttgatgaat cactaaatca tcatcaactg gagcctgatc ccccgaacaa
  2479081 gtcaattaat gtcaaccgaa acccaatccg atatgatagc cgctgattca ccgacagaaa
  2479141 gaaaagagaa taaattatga gtcacttctt cgctcatctt tcccgcctaa aactcatcaa
  2479201 ccgctggccg ctgatgcgta acgttcgcac tgaaaatgtg tcagaacaca gcttgcaggt
  2479261 cgcatttgtc gctcatgcat tggccatcat taagaaccgt aaatttaatg gtaatcttaa
  2479321 tgccgaacgt atcgccctac tggcgatgta tcacgatgcc agcgaagtga ttaccgggga
  2479381 tttgccaaca cctatcaaat accacaatcc caaaattgca catgaataca aaaaaataga
  2479441 gaaagttgct caacaaaaac tgatcgaaat gctgcccaaa gagttacaac atgatttccg
  2479501 ctgtctattg gatgaacatt attacagcga agaggagaaa gcgctggtta aacaagccga
  2479561 tgctctgtgt gcgtacctga aatgtctgga ggaattatcc gccggtaata atgaatttat
  2479621 tcaggctaaa gcccggttgg agaagacgtt ggcaatacgc caaagcccag agatggatta
  2479681 ctttatggca gtctttgtgc caagttttag tttatctctg gatgaaatca gcctcgattc
  2479741 actggattga tctttatagc ctgcttgtgc aggctataaa ttatgacaag agataattag
  2479801 catttatttc tggtaatatt ttctctcagc acgtttatag gatccacaat actgaccgac
  2479861 ccaacaaagc tatttctgtt ttctatgact cttttcctgc actctgctct tttcttttcc
  2479921 tctaccaatt ttttattttc ggcaagaaac tgctcagcag tcatcgcatg aacatatccc
  2479981 gcttgcatag aaccaaccat aactgcaata caagaggcga ggcccacgga tgggccaagt
  2480041 aacgaagaca gccaacacac cggcaacttg aagtactacg gagatcgggt aatcagaatg
  2480101 ggaatagtaa gggaaccacc atcacactga cgatcatgac cagtacagta aacggcaccc
  2480161 ccatacggac gaaatcaccg aatttataac ccccggggcc taagaccaat gtattcaccg
  2480221 gcgaagatac tggcgtcata aaagcagctg acgcggcgat accaataatc atggcgaagg
  2480281 gatatgggga aagcgccatc tcacgggcgg tcgcaatagc aattggtgcc attaatacgg
  2480341 cggtggcggt attagagata aacagcccaa tcgtcgcaca cagtacaaat aagcacagca
  2480401 gcatcaccct tggccccatt ccacccgcga catccattag tccgcgaaca atcaaatcta
  2480461 ccccaccggt tttctgcaat gcctgggcga aaggcatcat cccgataatc agaatcaaac
  2480521 tcggccaatg gattgaacgg taggcacttt ccatatcgat acaccggaac tgccccatca
  2480581 acagacaggc caccagcgcg gcaatgacat tcgggacttc gtcagtcagc atcatggcaa
  2480641 ccatgagcgc caggcagaat agcgcatggg gagcctgcga aatggctggc gcaacttcat
  2480701 caacttctgc gggcaggttc agaacaataa aatcgcgggt ttttaactgt aactggcgaa
  2480761 tcaatttcca atcgccgatc accagcaaaa tatcgccaaa ctgtaacttg tcatcaacca
  2480821 acttgccttc taaggtctta ccgttgcggc ggatccccac cacgttcaaa ccataacggc
  2480881 tgcgaaaggc cacctcacgc aaatttttcc ccaacagtgc tgaatccggg atcagcgaaa
  2480941 cctccgccat ccccacattg cgggattgtt cagagaaata ctcaccacgt aacaccagtg
  2481001 gttctagcat ctgttcgcta cagaattcac gtaagtccat atcacaatcg gacatatcaa
  2481061 tcagcaacac atcattttca cgcagttccg acgagcctgt cgcactcacc atcacccgac
  2481121 gaaaacgccg ccaccgttca atacccacta cattcgcgcc ataacgggcg cgcagatgca
  2481181 attcatcgag tgaacgacca atcaatgggg agccatgacg aatagccaga cgacgggcac
  2481241 gaccggtcag cttataatcg cgaatcagat cacggaaggt acgccgcttc cattgatctt
  2481301 tctcagtgtg ttcttgtttg ccccccagcc agcgccgggc aactaacatg taagccacgc
  2481361 ccatgaacaa aatgataatg ccaattggtg tcacgccgaa gaaaccgaac cctttgatcc
  2481421 cttcgcgtac taattcactg ttgaccacca tattgggcgg ggttgctacc agagtcatca
  2481481 tgccgctgat taaaccggca aaactcagtg gcatcatcaa acggcccggt gagattttca
  2481541 tccggctagc cacactcagt accactggaa taaaaatcgc cacgacgcca gttgaactca
  2481601 taaaggcacc caatccggcg acggtaacca ttagcaacgc taacattttt gtttcactgt
  2481661 ggccggccac tttcaccaac caatcaccca tttggtaggc gacaccagtc ctgactaacc
  2481721 cttcaccaat cacaaacaac gcagcaatca agataacatt gggatcactg aacccactgg
  2481781 tagcctcaga taatgacaat gttccactca tcacaaaggc aataatcacc aacaacgcga
  2481841 cgacatccat tcgcagttta ttcgtggtaa acagcacaat agctatcagc agtagcgtca
  2481901 acacccacag tagttcgctg ttcaaaatgg cctcgttggc aaaacaaaaa gtgaaagaga
  2481961 atatccggct ctggcagtaa aacattaaat ttaccgaggg ccgctgtctg agatcaataa
  2482021 tgactgcaaa tttatgcgct tactatccca agaccgcatt aatagtaaga tattctgcaa
  2482081 agaaaaggct ttcgatgaga ggatcggacg gatcgcctct ttaacgatac aaaaaaggtg
  2482141 ccgtcgaggc accctactat tggcttatca ccctacgaca gcacctgtaa cggggtaccg
  2482201 ttagccgcca tgcagattaa ggcagtaacc gaaccaccgc accatgagaa gtggcgtcta
  2482261 ccaccaattg ctccagtgag tgaagcacca gatcaacctg atcgagtttt ggggtatctg
  2482321 ttggtgcatt aaccgcgatc acctgacaac cggccgctag ccccgaaagg atcccggcgg
  2482381 gggcatcttc caccacaata caatccgcag gggcaaggcc taaacgttcg gcccctaata
  2482441 aataggcatc gggcgcaggt ttaccctgct tcaccaattc ggcggtcaca aacactttcg
  2482501 gctctggcaa acaacctgcc gcccggcgag ctgaggcaac aggtatcgaa cctgaagtca
  2482561 ctatcgccca cggaatagcc agttcattca accgggtcaa cagtgccacc gcccctggta
  2482621 gcgcagttac cccctccgta tcattggctt caatttgctc taatgccaga aactcgtcct
  2482681 gaatttcagc ttcactggca cccggcataa aatgacgcaa agaggtaatc gcttgtttac
  2482741 catgaataaa atccagaact tctgatggat taacgcctcg acgttgcgcc cagccaatcc
  2482801 aggcacgttc aacaacaggt agtgaatcaa ccaacgtccc atctaaatca aaaagaaaac
  2482861 ctttacactc cacaagcaca tccccttaaa gcctctctcc cctcgcggtt gacgttggat
  2482921 atcaatcggc ggggcaatat tatttgtatc gtgaaccaga acagcatcga ccttccaaca
  2482981 cggctctggt tacgtcttta tccgtcgaca aacttagcaa taatagcagc agattaatca
  2483041 ggcattaata atttgcgaaa tttcgacggc actcaaatga tattgccgtg gacatgattg
  2483101 ccaaatagcc agcatccgct ggtatttatc ccacataggc gtttgggagt tgaaaccgtg
  2483161 ggtacctgaa tcaaagtggg tatagcgccc ttccgtattg accataaacc ggacataact
  2483221 gagataacgg gattccgtgg ccgcatcaaa accgaggaat gaaatacggc gttcatccag
  2483281 gtcctgcttc tctttcaagt tcccccaaga gacctgtaaa gcgtgatgca tctccatgat
  2483341 attaatgata gtacggcaag tatcttcgct catctcacca aagtcgcgat ccaactcacg
  2483401 catttgcaga ccaaatcccc gctcaacaat ggtttgctgg cgacgataac gctctgcatt
  2483461 ttccggatcc aacatggtca tcattttgta ctgatttgac agaatcagtc gttgggcgtt
  2483521 tgtcatatcc atcactaaac tcctaaggca taaataatga gtaaatcatc gcatacaggc
  2483581 tgggagcata ctttgatttg acaagggatt ttcacaggga attaccggcg acaaacaata
  2483641 aaaattcacg atttataccc gtcatatttc aagctacaac agaaaaacca gcccctaata
  2483701 gctataacgt caagcaataa ggcgcgacct ccggctttaa ctctcgcctg ctgttttagc
  2483761 tgtttttggc tttaaactgc tttaaactgc tttagaaaat agagaaacat agaaatagag
  2483821 aaatagagaa ataccgcgct tacaaatcat cgagaaacgt tttgtctaac tgtttaaagg
  2483881 cacgttttag cagatcagcc aaagactgat aagttgggat cggttcgatg ggggcgaccg
  2483941 cttgccctgc ttcgaacagt ttatgacgca cttcatgaaa ccactgcaat aacgtagggg
  2484001 gtaacggcgt gatcgcccgt ttacctaacc accataatcc ttgcagcggt aaaccgcagg
  2484061 caaagagcgc cgtggcgatc gctggcccaa gttgcccccc cagcgctatc tgccaggtca
  2484121 gggtaaaaat ggccaatggg ggcataaaac ggataccaaa acgggtcact accgtgacac
  2484181 gattctcggg gaacaccgga gccaagcgct tgtccgctgg ccaggtcttc atataatgct
  2484241 gaccgcgctg gagtacctga aaccagctta ccgaatcaga gggtttaatt gtcatggctc
  2484301 acctcaactt cataaacaaa gattaaaatt ttttttgcaa cccgcaaact aaaaattagt
  2484361 ctgttaaata tattttgttt ttagcccgcg ctatcggtat cctagcccgg cctttaggcc
  2484421 gctagaagat ggcactgaat atgtcaaact tttatagcag ttaaataact tttgttaaat
  2484481 tttatcgact tttatcatca ggatttaacg ttttatcaga gatttctcta tcatcatgct
  2484541 tttttgctat cgcatgatgt taatcattaa tgtcaacgcc attatgcgct acgcttttgg
  2484601 gcagattgac gttttattaa ctccgtattt ttcactgttt ttgtggagtc aatgggacaa
  2484661 tacgcatcgg tcttgcaaaa aacaaatgtt aaacgcgact atacataggt acttccatgt
  2484721 cgagtaagct agtactggtt cttaactgcg gtagctcctc cctgaaattt gcaatcatcg
  2484781 atgcgaccaa cggtgaagag catatttctg gtttagccga atgtttccat ctgccagaag
  2484841 cccgtatcaa atggaaagtt gacggcggta agcaggaagc agcattgggt gctggtgcag
  2484901 cacacagcga agcactgaat tttattgtta atactatttt ggcacaaaaa ccagcgcttt
  2484961 ctgctcagtt gacggccatc ggtcaccgta tcgttcacgg cggcgagaaa ttcacttcgt
  2485021 cagttatcgt taccgaagat gttattcagg gtatcaaaga ttctatcccg tttgcaccac
  2485081 tacacaaccc tgcccacttg atcggtattg ctgaagcctt gaaatccttc cctaatctgg
  2485141 cggataaaaa tgtggccgtc tttgacaccg cgttccatca gaccatgccg gaagagtctt
  2485201 atctctatgc tctgccgtac agcctgtata aagatcacgg tatccgccgc tatggcgcac
  2485261 acggtaccag ccacttctat gttagccaag aagccgccaa gatcttgaac aagccgttgg
  2485321 aagaactgaa cgtgattacc tgccatttgg gcaacggtgg ttcagtaacc gcagtgcgta
  2485381 acggtaaatg tgtcgatacg tcaatggggc taacgccact ggaaggtctg gtgatgggga
  2485441 cccgcagtgg tgatctcgat cccgctatta tcttccatct gcatgatgct atgggcatga
  2485501 gcgttgatca aatcaacacg ttgctgacca aagagtcagg cctgttgggg ctgactgaag
  2485561 tcaccagcga ctgccgttat gttgaagata actacgccac caaagctgac gcgaaacgtg
  2485621 cgatggatgt gttctgtcac cgtttggcaa aatatatcgg ttcctatacc gcgctgatgg
  2485681 atggtcgtct ggatgcggtc gtcttcaccg gtggtattgg tgaaaatgct gccatggtcc
  2485741 gtgaactgac gctggacaaa ttgggcctgc tgggctttga gattgaccac gaacgtaaca
  2485801 tggcagcacg ctttggcaag tcaggtacca tcaccaaaga tagcagccgt ctggctctgg
  2485861 ttatcccaac caacgaagag ttggttatcg cgcaagacgc agcccgtctg actgcgtaaa
  2485921 taatacttct atacccaaag tcattggcgt tgtaggtagg ctgcgaacga atcccgatga
  2485981 gtctcttcat tttaaggtta acgacccgta aatgattcgg gtgagtgaac gtagctaacc
  2486041 ccctgcaacg ccaaggataa aggggatacc ttaaagaggc ttagccgtgt cccgtacaat
  2486101 aatgttgatc ccaacaggca ccagcgttgg tttaaccagc gtcagcttag gtgtcatccg
  2486161 ttccatggag caaaaagggg taagcttgag cgtattcaag cctatcgccc agccacgtgc
  2486221 gggtaatgat gctcctgacc aaaccacgac catcatccgg gcgaactcca gcatcactgc
  2486281 tgctgagccg ctgaacatga actacgtgga aaccttgctg agttctaacc agcaagatgt
  2486341 cttgatggaa gaaattgttg cccgttatca cgaaaatacc aaagacgcag aagtggttct
  2486401 ggttgaaggt ctggtgccta cacgcaaaca tcagtttgcc aatgcactga actatgaaat
  2486461 cgctaaaacg ctgaacgctg aaatcgtctt tgttattgcc cttggtaatg actcgccaga
  2486521 tcagttgaaa gagcgtatcg aactggcccg ctccagtttt ggtggcagca agaacaaaaa
  2486581 catcactggc gttatcatca ataaactgaa tgccccggtt gatgaacaag gccgtacccg
  2486641 ccctgacctg tctgaaatct ttgatgactc caccaaggcc agtgttgcga acatcgatcc
  2486701 aagccagcta ttcgctaaca gcccgatccc tgttctgggt tgtgtaccgt ggagcttcga
  2486761 gctgatcgcc acccgtgcca ttgatatggc caagcacctg aatgcccgca ttattaacga
  2486821 aggcgatatt aaaacgcgtc gagttaaatc cgtgacattc tgtgcgcgca gcatcccgca
  2486881 tatgctagag cacttccgtc cgggttctct gctagtgacc tcagcagacc gccctgatgt
  2486941 gttggtgtct gcctgtttgg cggcgatgaa cggtgtggaa atcggtgcca tcctgctgac
  2487001 gggaggttat gccattgatg atcgtatcaa taatttgtgt gaacgtgcct tccaaactgg
  2487061 cttgccagta tttatggttg ataccaacac ctggcagacc tctctgagcc tgcaaagctt
  2487121 taatctggaa gtcccagcag atgaccatga gcgtgttgag aagttgcaaa actacgttgc
  2487181 cagccatatc agcagcgagt ggatcgactc cctgaccgcc gcctctgagc gcccacgtcg
  2487241 cttgtctcca ccggccttcc gttatgagct gactgagttg gcccgtaaag ctggcaaacg
  2487301 tatcgtactg ccagaaggcg atgagccgcg caccattaaa gccgcgtcta tctgtgctga
  2487361 acgtggtatc gccacttgtg tcctgttggg taacccggaa gagatccaac gcgttgccac
  2487421 atctcaaggt gttgagttgg gtaaaggcgt tgaaattatc gaccctgttg cggtacgtga
  2487481 gcaatatgtt ccacgcttgg ttgagctgcg taagagcaaa ggcatgaccg aagtggttgc
  2487541 ccgtgaacag ttggaagaca acgtggttct tggcaccctg atgctggaga aaggggaagt
  2487601 tgacggtctg gtttctggtg cagtacatac caccgcgaac accatccgcc caccactaca
  2487661 gttaatcaaa actgcaccgg gcagttcgct ggtctcctct gtgttcttca tgctgctgcc
  2487721 tgaccaggtt ctggtgtacg gcgactgcgc gatcaaccca gatccaacgg cggagcaact
  2487781 gtctgagatt gctatccaat cggctgattc tgcggcagcc tttggtatcg aacctcgtgt
  2487841 ggcgatgatc tcgtactcca ccggtaactc cggtgccggt agcgatgtcg aaaaagtgcg
  2487901 tgaagcgact cgtctcgccc aagaaaaacg cccagatctg atcatcgatg gcccgttaca
  2487961 gtatgatgcg gcaatcatgg cggatgtggc taaatctaaa gcgcctaact caccggtagc
  2488021 aggtagagcg accgtgttca tcttcccaga cctgaacacc ggtaacacca cctataaagc
  2488081 cgtgcaacgt tctgccgacc tgatctctat cgggccgatg ttgcaaggga tgcgcaagcc
  2488141 ggtgaatgat ttgtcccgtg gtgcgctggt agacgatatt gtctataccg tggcgctgac
  2488201 ggcgatccaa tcagctcagg ctgattcagc cgcgtcttaa tctttgggtt cgcatgaggt
  2488261 tattgacaaa gtgcccgcga cggagagaac aggcagatcg taaagacgcc gtaaatacat
  2488321 ccatgtaggc tcgagccgcg ccatccttgg cgcggacgct ttactcccct gcctatcctc
  2488381 accgttcaag atcgcgtcat cggggtttgt cagcagtctg aaacgccagc ctctgcgctg
  2488441 gcgtttttgt tacatcagac acgtaaaaca gggagccgcc ctgcattctg gggcggtttt
  2488501 cctctttagg tactttgccg tggttcaaat ttatagttaa aactttggct gaggggcaca
  2488561 cttttcactc cggcatcatc ctcattgagc atatcaatca gcatcttacc ggcctctttc
  2488621 cccatttttt tataatcgat acgcattgag gtcagcgttg gatgagtttg atcacagctc
  2488681 tctgagccat ccaggcaagc aaccgcaatg ccgctaggga ttttaagcag ccgccgctgg
  2488741 cattcaaaca gcacaccaag tgcaatatct tcgtggctgc atatcactgc atctaattca
  2488801 ggctggcgca gtaagatctc cgtcaaggca taacggccaa attgtaagct ggccgcatcg
  2488861 ggcgtggtga ccgtttggtc agcatttttg taatgctcga gcatcgactt atgccatcca
  2488921 ttgagctgct ggcgttgcaa ctgattatcc cgatgcgccc ccagatagcc aatatgttga
  2488981 tagccacgct ccagtaagtg acgggttaat tcataagccg attcaaagaa agccgcttca
  2489041 agggtaattt tagccccttt aaaataggag ccgacaacat taacgatagg gatattggtg
  2489101 cgctcaagaa tctgatatgt cttatccgcc aactgcgagc caaatatcac cactgccgcc
  2489161 gggtggcttt gcagtaacgt cataagaatc tcagcttctt tacgttgatt gtattcatgg
  2489221 caacccagca ataactgaaa ttcattttta ttgagaattt gctgtagtgc ctgcataaac
  2489281 cgagagctgg ctttatcggt taaagacgga atcaacaccg ccacggtatc gctgtgccct
  2489341 gacgctaaag caccggcggc acggtttgga atgtagccta atttttcaac cgcttgctct
  2489401 attttctcac gtaacttatc tgagacctgt tccggcgttc gtagcgctcg ggaaacagtc
  2489461 atcgagccta ccccagcata atcggctact tcctgtagcg tgacccgccc ggtattacgg
  2489521 cgcttgcgta ttttttccat gctgattccc tgtctgctga aacctggcca ttcgaacggg
  2489581 cttcgacaat gtaacgcgat accggccata tcacgcgata ccggccatac atcaagctgc
  2489641 atctgcgctg gctgcgcttg ttactcggcc cgtttatgac ctttcctcga cgaagctgcg
  2489701 gtaagcagcc tttctaccac tcaaattatt tagaatatat atacctgatc tgaagataac
  2489761 ccaatctcat ggcatgacaa atgatagcgc tatcacaaat tttgatagcg ctaccagata
  2489821 gcgctatcaa ttgagatcca gatcacatta ataagcatga taagtatcta ctctccggtt
  2489881 aacagtcata gggagtcata aatttcatgt taaaaacact gttaacgtcg gatgtcattc
  2489941 aggttgtcag ccaggcaaaa gattggcgtg atgctatcgc gatctcatgc caaccgctta
  2490001 tcgataatgg tgcggtagaa gctcgctatg ttgaagcgat ttatcgctcc catgaagcta
  2490061 ttggccctta ttacgtagtc ggtcctggta ttgcgatgcc acatgcccgc ccggaagacg
  2490121 gcgtaaatag actctctctg gcactaactg tcatcaccga gggggtcact ttcaatgcag
  2490181 aaggtaacga cccggtaaaa ctgctcatcg tgttagcggc aacagacagc aatagccata
  2490241 ttgaggctat ttcccaactc gctcaattgt tcgataccgc tagtgatgtg caagccttac
  2490301 ttaatgctaa aacaccgcag gatattctgt cagtgattgc acgctattaa tcacggtatt
  2490361 cagttcgcat atataaaatc actctccaat agatttcaag atacagagcg gcggcaactg
  2490421 gatggcaccc aagagcggac acaagtcagt aattaggggg aacgaaggaa gccaacgcat
  2490481 ctgcaacttg caagataacg agtaaaaaag gaaagaaaat gaaaattaca gtggtctgtg
  2490541 gtaacggttt aggaaccagt ttgatgatgg aaatcagcat caaaagtatc ctgaaagaat
  2490601 tagccgtcag tgctgaagtc gatcatgttg acctcggttc cgcaaaaggt acgccaagcg
  2490661 atatctttat cggtaccaaa gacattgcag agcaattagt tgctcaagca gtgggtggca
  2490721 aaatcgttgc attggataac atgatcggag cctgtccata attctgtgta actgccaccg
  2490781 tattaaaggt gatcgctcag gcggtcaccg aactcgataa taaaacggct catcgctaac
  2490841 cgccagttct ggatcggcat actccatttt tttgatgcat ccttgatcgc caaataaaca
  2490901 accttccgca ctgagtcgtc tgtcgggaac actttgcgct ttttaatggc tgcacggatc
  2490961 acgctgttca ccgattcgat ggcattcgtg gtgtagatag ccttgcggat atcgggcgga
  2491021 tagccgaaga atgtattgag attttcccag tgcgtacgcc aacttttgct aatttgcggg
  2491081 tatttgtcgt cccaggcctc cgcaaactta tccagcgcca tcagcgccgc ctcttctgtc
  2491141 ggagcctgat acaccatttt caaaccgctg gtgacggctt tatagtcctt ccatgacaca
  2491201 tatttcaggc tgttgcgtac catatggatg atgcacagct ggatgtgagt ctgcggataa
  2491261 acactgttta tcgcatccgg gaaccccttc aggccatcca cgcaggcaat cagaatgtcc
  2491321 tgaagaccgc gattttttag ctctgtcagc acacttagcc agaacttcgc accttcattt
  2491381 tctgccagcc acatgcccag cagctctttc tgaccttcag tgttgatgcc cagcgctagg
  2491441 aacactgctt tgtttatcac gctaccgttc tggcggactt ttacgacaat gcagtccata
  2491501 taaacaatgg gatacagagc atccagttgg cggttttgcc attcagcaac ctgctctttt
  2491561 acggcatcgg tgactttaga tatcagcgtg ggagacacat cggcgtcata catctctttg
  2491621 aaggtggcga cgatttcgcg ggtggtcatg cctttggcgt acagggacaa aatctggctg
  2491681 tccatctgtg tgatacgcgt ctgatttttc tttatcagct gcggttcaaa ggtgttttcg
  2491741 cggtcgcgtg gcgtattcag ctcgatttcg ccgtcgtcgc atagcagtgt tttggacgaa
  2491801 tagccgttgc gggtattcga gcctgattta ggggtatttt tctcgtgccc gaggtgttcg
  2491861 gtaagctctg catttaacgc tgtttcgacg gtaagctttg ttagcatacg agaaaatgca
  2491921 ttaaggtcgg cttcggtttt aagaccttta gccagttcag ccgcaagtgc tttaagtttc
  2491981 ttttcgtcca taatttgcct gtctccgttg ttggagtgaa gatatcaaaa acaggcaatt
  2492041 acacaatatt gtttacagtc tccatgatcg ataagaaagc catgaaagag cgcttatctg
  2492101 cagcattaac cgaactaggc gctttgtaag cggaggctgt catggatttc tttcgtttct
  2492161 taatgagtga tgtgctttct gaacccgcaa tactggtcgg tctgatcgct ttgattggcc
  2492221 ttattgccca gaaaaaaccg gtgactgaat gtattaaagg caccgtcaaa accattatgg
  2492281 gttttgtgat tttgggtgca ggcgctggcc tggtggtttc atctctgggt gattttgcca
  2492341 atatcttcca acaggctttc ggtattcagg gcgtagtgcc aaataacgaa gctattgttt
  2492401 ctgtggcaca gaagagtttc ggcaaagaaa tggcgatgat tatgttcttc gctatggtga
  2492461 tcaatatcct gattgcccgt tttacggaga ctgtaaacaa tattgtgtaa ttgcctgttt
  2492521 ttgatatctt cactccaaca acggagacag gcaaattatg gacgaaaaga aacttaaagc
  2492581 acttgcggct gaactggcta aaggtcttaa aaccgaagcc gaccttaatg cattttctcg
  2492641 tatgctaaca aagcttaccg tcgaaacagc gttaaatgca gagcttaccg aacacctcgg
  2492701 gcacgagaaa aataccccta aatcaggctc gaatacccgc aacggctatt cgtccaaaac
  2492761 actgctatgc gacgacggcg aaatcgagct gaatacgcca cgcgaccgcg aaaacacctt
  2492821 tgaaccgcag ctgataaaga aaaatcagac gcgtatcaca cagatggaca gccagatttt
  2492881 gtccctgtac gccaaaggca tgaccacccg cgaaatcgtc gccaccttca aagagatgta
  2492941 tgacgccgat gtgtctccca cgctgatatc taaagtcacc gatgccgtaa aagagcaggt
  2493001 tgctgaatgg caaaaccgcc aactggatgc tctgtatccc attgtttata tggactgcat
  2493061 tgtcgtaaaa gtccgccaga acggtagcgt gataaacaaa gcagtgttcc tagcgctggg
  2493121 catcaacact gaaggtcaga aagagctgct gggcatgtgg ctggcagaaa atgaaggtgc
  2493181 gaagttctgg ctaagtgtgc tgacagagct aaaaaatcgc ggtcttcagg acattctgat
  2493241 tgcctgcgtg gatggcctga aggggttccc ggatgcgata acagtgttta tccgcagact
  2493301 cacatccagc tgtgcatcat ccatatggta cgcaacagcc tgaaatatgt gtcatggaag
  2493361 gactataaag ccgtcaccag cggtttgaaa atggtgtatc aggctccgac agaagaggcg
  2493421 gcgctgatgg cgctggataa gtttgcggag gcctgggacg acaaataccc gcaaattagc
  2493481 aaaagttggc gtacgcactg ggaaaatctc aatacattct tcggctatcc gcccgatatc
  2493541 cgcaaggcta tctacaccac gaatgccatc gaatcggtga acagcgtgat ccgtgcagcc
  2493601 attaaaaagc gcaaagtgtt cccgacagac gactcagtgc ggaaggttgt ttatttggcg
  2493661 atcaaggatg catcaaaaaa atggagtatg ccgatccaga actggcggtt agcgatgagc
  2493721 cgttttatta tcgagttcgg tgaccgcctg agcgatcacc tttaatacgg tggcagttac
  2493781 acagaattat ggacaggctc gttttacgcc gtggaaattt atcttcctga ccggtcacca
  2493841 cacgctgttt atgtccatga tggtggccgt gattctggca actgctgggc taagtggcat
  2493901 gatgctgatt gccatcggtt ccgtggttgt tggggtagcg atggtcttct tccctgccat
  2493961 tgcccaccct tacatgaaga aggtgacagg atctgatgat gtagccatcg gtcacttctc
  2494021 taccctctcc tatgtattgg ctggttttat cggcagtaag tttggtaata aagaacattc
  2494081 gactgaagac atgaacgtgc cgaaaagtct gttgttcttg cgtgatacac cggtcgcgat
  2494141 ctcctttacc atgtgtatca tttttgtcgt tacctgcctg tttgccgggc cggaagtggt
  2494201 gaaaagcctg agtggcggta aaaactggtt catgttctca ttgatgcaat ccatcacctt
  2494261 tgccgcaggg gtttatatta ttctgcaagg tgttcggatg gtgattgccg agatcgtgcc
  2494321 tgcttttaaa gggatttcag acaagttagt gcctaatgca aaacctgcgt tagattgccc
  2494381 ggttgtcttc ccttacgcac ccaatgcggt actggttggc ttcctgagca gctttgccgc
  2494441 tggcctgatc ggtatgttcg cgttgtattt gttgaatatg accgtgatca tcccaggcgt
  2494501 cgtccctcac ttcttcgtag gtgctgccgc aggggtgttt ggtaatgcta ccggcgggcg
  2494561 tcgcggggcg attctcggtg catttgctca aggtctgtta attaccttcc tgcccgtctt
  2494621 cctgctgcca gtcttaggcg atattggttt tgccaatacc acatttagtg atgcagattt
  2494681 tggtgcgctg ggtattttac tggggattat cgttcgataa tttgctttct cagtaaagac
  2494741 gtcaccatca ccccctcctt ggagggggtt taaactgata ataaaaaacc aaagcgcttt
  2494801 agcggggctt tggttttttt attgagcaag tgggaattac gcttcgcggg gagtgatttt
  2494861 gccgtaatcc tgttcgttgt tgcgcgtcag ccacagtgat aatgctttga gcgaatcagg
  2494921 tgtaaattcg tcacagcggg cggtgatctc ttctggcacc atccagcata cttcatcaat
  2494981 ttcctctggt tgtaacgcaa aggggccatg agacacacaa ctgaataacg ccccccatac
  2495041 tcggcagcac tcttcttcaa aatagaattg gccgtgttcc gcgaacggca caccggcgat
  2495101 ccccaattct tcttcagcct cgcgccgagc ggattcaagg tagttctcgc cactttgcac
  2495161 aacgcccccc gccgtggcat ccagtttgcc gggatgaaaa tctttgctct cagtacggcg
  2495221 ttgtaccaga attttcccca ttccatcgtg caccacaata taggtagcac gatggcgtag
  2495281 tcgctgagct ctcatttgct gacgactgga ctgagcaatg acgttatttt gctcatcaac
  2495341 aatgtcaacc cactcgatga ctgctgctgg attttgctcc accatcctct gaaaccttct
  2495401 atctaggcgc gatgatatac gcgcacatgt taatcaagag tatctgttag taaatgctat
  2495461 ttttaatcaa tgacttaatc ttattacctg acgccgtaat cggtgagttg gctgccgcgt
  2495521 cactgactcc tgtcagcgct tgggcattta ctcaattgcc gccttcctac aactcgcatt
  2495581 attggggtat aaaagctgtg tattgattaa ttttttagtg ccaatcgggc gacaatttca
  2495641 tcaccttgta gggtaagaac ctgcaaaaca cccttgtcca acatgccata gctcgccggg
  2495701 tattccccct ttgggatact cacggaacct gggttaaaac agatgatatc accttgccat
  2495761 tgtgcttgtg gcaggtgggt atgaccataa gccaggacat ccccatgacg caatggagga
  2495821 agcgcaccgg gatgataaag gtgaccatgg gtcaggaata aacgtgtttc aggcataata
  2495881 atctgctgcc aacccgccat gatggggaat tgaagtagca tttgatcgac ttcactgtcg
  2495941 caattgccgc gcacggcaat aatgctatcc ttgtaggcat taagagactc cgccaccgct
  2496001 gcaggtttgt aggcattaag agactccgcc accgctgcag gttgataccc ctcaggtaat
  2496061 gcattgcgcg gcccgtggtt aagtaaatca cccagtagta ccagccattg agcaccgctg
  2496121 tgatcaaaga tcgccaaaac acgttccgtg gccggtaacg aaccatgcag gtcagaagca
  2496181 aacattaact tcatgatatc gttttctctc tggtcatcat ctcaataata aaagaagcgc
  2496241 tattctatca cccaatccag cagattaatc cgataaaagt cagtatctac catgagaaaa
  2496301 ttttgtcgaa aaggatcgcg ctgacagccc agacgaatac ccgcgcgata cagcctatca
  2496361 aggcgcgctt tgccaaaaac attaacgcaa aggttgggag actagctcat ccaatgtcat
  2496421 cgggttaaat agatacccct gcatagcatc aatattactg cctgcgagtt gctcagactc
  2496481 cccctgattt tctaccccga caacaatgac cccaagacaa tattttttaa tgttgttgat
  2496541 caatatcggg aaggtatgtt tgttgtgctg ccagaagaaa tgcttatcaa tttttatata
  2496601 ttcaaagata ttggcagtca ccgcgttcaa tgttgagcct ccgctgccta aatcatccaa
  2496661 ccataatgga tacagtgagg ctaactcacg tagcaaggga ttattcatac catcggataa
  2496721 attggagaat gtctccatga tttccagccg taaaaaaggc atttcatcca gcaactgccg
  2496781 ggtgggcgca tcagtaacaa tcacactcgc taaatcaaaa tcaatattga tcgaaagcag
  2496841 gacattgttc gtgataaacc aatcactgta ggcttttacc gcctgcaatt gattttggaa
  2496901 taaatcgttt tttccgttta tgtccaattc attaataaat ttttcgacat caataggtaa
  2496961 atcaacgggt gtcgctgaaa atcggcttaa caattctact gccaataatc tgccgtcttg
  2497021 cttacgtatg ggttcacaga tataagaaca attaactttg atatttagct tcatacgcac
  2497081 ctggaaaagt atatagataa cagtaagata gttatccgat ctcagcagga ggattgataa
  2497141 actatcgcta atcttttatt aaacgcctaa cattacccta tttatcggcc atgttgagcg
  2497201 gtttattgag tccctgattc ttttttttat tttttacaat aatgattccg acaactgcgg
  2497261 ctacttaccc atgagcagcc ttcctatttt aagtacaaaa aagaaatatt cattcaggat
  2497321 gtgctcagtg tcgtgggata agagcacaga atcgcctatg ctaaaagaga aaaagaaata
  2497381 gatgaggttg atgacttgat aggattggat ttaaatggag attggctatg cgtattttaa
  2497441 tcaccggtgc tacagggttg atcgggcgca gcctgacccc ctttcttctg tcgcaaggcc
  2497501 accaaataac ggccctgacc cgctcactgc agcgggccaa taacctgctc ggtcagcaag
  2497561 tgacctactg gcccactctg gatgatcaag aggatctcaa cagttttgat gccgtgatca
  2497621 atctggccgg agagcctatc gccgagaaac gctggacctc gcagcaaaaa gagatcctct
  2497681 gccaaagccg ctggcaaata actgaacgct tagccacgct gatcaatgcc agcagccagc
  2497741 caccaaccgt ttttatttcc ggttctgcgg ttggatttta tggcgaccaa gggcaggcat
  2497801 tagtcaccga agaagagcct ccccacgacg agtttaccca tcaattatgt gagcgttggg
  2497861 aaaatctggc actggcggcg gagagtagcc atacccgagt ctgcttgctg cgtaccggcg
  2497921 tcgtattagc gccagaaggc ggcgcgctag ccaagatgct tcctctattc cgccttggat
  2497981 taggtggccc catgggggat ggtcgccaat atctgccttg gatacatctc gaggatatgg
  2498041 tgcagggtat ttattatctg ctaaccaccc ataatctgcg cggcccgttt aatatggttg
  2498101 ccccctatcc ggtccacaat gagcaattta cggcgacgct ggccgatgtt ttggatcgcc
  2498161 cagcagccat ccgcacacct gcagcggcca ttcgtctatt aatgggtgaa tccgcaatat
  2498221 tggtgctcgg tgggcaacgg gcgttaccga aacgattaga agaggcgggg tttggctttc
  2498281 gctattatga attggaagat gcactgcgtg atgtactgaa aaaaccaaag gaataagccg
  2498341 ctggcgttcc ctaatagggg tgaggggtga accgtgaaat ggtattcacc cccctaaaat
  2498401 acagctatcc attaatacaa ctatccatta gccattttat tagctactca ttagccatct
  2498461 tatttcagtg agccagaaag aaactgctgt aaacgtgggc ttttagggtt accgaaaagc
  2498521 tcagcgggtg gcccttcctc ttcaatgacc cctttatgta agaaaataac atggctggaa
  2498581 acatggcggg caaattccat ttcgtgcgtg accaccacca tagttttccc ctcttccgcc
  2498641 aacttttgca taatacgtag cacttcaccg accaactcag gatccagcgc cgaagtgggt
  2498701 tcatcaaaca gcaatacatc tggttccatg gccagtgctc gtgcaataga aacacgctgt
  2498761 tgctgccccc cagagagatg tacgggatat ttggcccgcg cccgttcatc aataccgact
  2498821 ttatccagat acaaaattgc acgctctttc gccaccgatt tacttaatcc cagcacttga
  2498881 accggtgcct ccatcacgtt ttctaatacc gtcatgtgac tccacagatt aaagtgttgg
  2498941 aagaccatcg ttaaccgggt gcgcaataat tgcagttgtt ttttatcgaa gacttttaac
  2499001 tgaccatcgc tatcccgtac caagcggata acctgattat tcacgcttat cgatccttca
  2499061 ctgggttttt ccagaaagtt aatgcagcgt aaaaatgtac ttttccctga accggatgaa
  2499121 ccaataatgg aaataacatc ccccgcgttg gcagagagcg aaacgccttt taatacctca
  2499181 tgctccccat aatgcttatg cagctccgtc acggaaagtt ttgtttccgc atttttaata
  2499241 taggacgtat tcgtcataaa gttctccgca ctaatgcgat gcctgaggtt gaatatgggc
  2499301 taaccaacgt ttttctgcct ggcggaacag gctaattagc gtaaaggaga tgctcaaata
  2499361 aagtacagcg gcaatactga acgcataaaa gggttggtaa gtcgccgcgt taatatcgcg
  2499421 agctattttc aatatatcgg gtacggtcgc ggtaaaagcc agcgcggtgg agtgcagcat
  2499481 taagatcact tcattgctgt atgccggtaa agagatacgc aatgcagcag gtaagataat
  2499541 gcagcggtat aatttaaaac gtgagaaacc ataggcgcgt gctgcttcta tttcaccatg
  2499601 aggtaccgaa cggatcgcac cggcaaaaat ctcagtggta taagcacagg tattaagcgt
  2499661 cagcgctaaa atagtgcaat ttaatccact gcgaaaaaaa gcattgagca gatcattgcc
  2499721 tcggattatc tccaaactat acattccgga atagaacacc aatagctgca catacagcgg
  2499781 tgtaccacgg aatatatagg taaaaatcca tactggtaaa cggatccatc tccgttcaga
  2499841 cacccgagca accgccaatg ggagcgccag taaccccccc atgacgaccg aagaaattaa
  2499901 taaccagaga gtgaccgcca tgccggtaaa gcggtagcca tcactccaaa gtaatgcctg
  2499961 ccaatattga tgtaagattt caatcatagc tcagccctct tcaccccatg ggaatagcgc
  2500021 ctttccagcc accacaagac accgttagag agagtggtaa agaacagata aatcgcacca
  2500081 gcaaccaaag caaagaaaaa cggctgataa gtgccttttc ccgccaattg ggtggctttg
  2500141 accacgtcat tcaagcctaa aattgacacc agcgccgtcg ctttcaggat cacttgccaa
  2500201 ttattaccga tgcccggcaa cgcatagcgc atcatggctg ggaacataat gcgacgaaag
  2500261 atctggctgg aggtaaaacc aaaggccgtc gcggcctcaa tttgcccttt agagaccgcc
  2500321 atataagcgc cacgaaacgt ttcagtgaag taagcgccat agataaagcc aagggtgata
  2500381 accccggcag agagagggtc aatatcaatt tgtacaaaac caagggactc ggtaatgcta
  2500441 ttgagggtaa tctgcaaacc gtagaagata agcagcatca aaaccaaatc aggtacgcca
  2500501 cggatcagtg tggtgtagca ctcaaacaag cccgatacca accggtttga cgataacttg
  2500561 ccaccggccc ccatcaagcc gataaccact gacagcagca ccgagaacaa tgctaactcc
  2500621 agtgtcacca gcgcaccttc aaatatcagt ttggaatatc catccagcat ctgtgatctg
  2500681 tgggttatcc tgttttactg agtgaggagt ctggttaatt acggtatgtt agcccctgcc
  2500741 acaatcgaca gaggccacga cgacaaaaag gattaatcac cgtaaacatc aaaatcgaag
  2500801 tattttttgg caaattgatc gtaggtgccg tcattacgca tttcagcaaa cgctttattt
  2500861 aacgcctctt tcagctcaac atcggctttg cgcaacccca tgccagtccc tacaccgaag
  2500921 aattgatcat tttttactga tggaccggca aagatataat ctttacccac aggttgtttt
  2500981 aggaaacctt cactggcggc cacttcatcc tggaaagccg catcaatacg gccagaggcc
  2501041 agatctgcat aaatcagatc ctgattttga taagcaacaa catcaatgcc ttttggctgc
  2501101 cactcagcat tggcaaaagc ttcctgagtc gacccttgta acacccccac gcgcttacct
  2501161 tttaatgcca ccagtgtcgg ctcaatagtg ctacctttag cagcaattaa acgggaattg
  2501221 gcggcaaaga gtttatcggt gaaggcaatc tctttttggc gtttttcagt aatggagaga
  2501281 gaggagataa tggcatcgac ttttttcgct ttcagcgacg ggattagcgc atcaaagtca
  2501341 ctttcaacaa aagtacattt ggtatctata cgtttgcata actccttcgc gatatcgata
  2501401 tcaaaaccca ctaattcacc actcgagttt ttcgattcaa aaggggcgta agtcggatct
  2501461 gtgccaattt tgatctcttt tggaatggcg gcaaaagcac tactagccgc agcgaatgcg
  2501521 aataccaaag gaagaactcg cagcttttta ttcataaaca taaccctcaa attgattttt
  2501581 gatgccacaa agcgcgttag atttctgtcc aagcctgagc gtccataaat caatttgcag
  2501641 taatcgtgcc agtaattatc tggagggaaa atcaattcca ccctactgtt tctttgcacg
  2501701 ataacgacta aaatcgatat acccgtcatg ctgcaaattg cctgtgctga ccgccttcgt
  2501761 tcacccgcag tcacttgcct tctataaggc cctgaagatt cgcttggttg ccaccttcct
  2501821 gcacgcaaat tatttagggt ataaatgtca tgacatctgg tcgtgaacag aaacagaata
  2501881 caaaaaccct actacagcac catcgctgtt gcaggatcat tgtggagcat agcgtgcccc
  2501941 atttcagtgc tatgttgcac aaatgtatca attaggtgat taatcatgtt gattgcatga
  2502001 ttaaatgtgt caatgaggtg attgaatgtg tcaatgaggg caatgaggtc aatgaatcgg
  2502061 ttaatgaggg caatgaatgt tagtttttac cttgccagcg cgtaaacaga tctttaggta
  2502121 actcaatatc aaactgatcg atgatgcgat taactgtttg atcaataatg tcctgaatag
  2502181 tttgtggctg atgatagaac gcaagcattg gcggcataat cacagcacct aattcggcgg
  2502241 cttgcaccat taagcggagg tggcctaaat gcaggggggt ttcgcggaca caaagcacca
  2502301 aacggcgacg ttctttaagg atcacatcgg cagcgcgggt caataaacca tcggtataac
  2502361 tatggacaat gccagacagt gttttgatgg agcaaggtaa aataaccatg ccatcggtct
  2502421 taaatgaacc agaagagata caagccgcaa tgtcccgaaa atcatggacc acatcggcaa
  2502481 attcttggac gtccttgacg ctgtagtcgg tttcgagcgc cagtgtttga cgggcagcat
  2502541 tgctgataat caaatgggtt tccacgcctt cgacatgttg cagcacctgt aacagccgca
  2502601 caccataaat ggcaccactt gcaccactaa tgccaataat aagtcgcttc atggaaaact
  2502661 gcctcatact gatgctctat cgcattaaaa tgtccaatat atatgcagaa aacatatcta
  2502721 ttagcatgat accaaacttt gccgcatcag gtactaatta gcaagttata gcaaaacacc
  2502781 atgaataaaa aggtgcaccg cgcctaaacg caggttgcac ctttttggct cattctgttt
  2502841 tatgacggat acccgtcata cttctacccg ccatacttca agacacagat agaggagatt
  2502901 aaccttcgtt atgcatctct aaattttccg cttcattgtg gctacgcaat gcctgcgcat
  2502961 cgtcgttacg taatgactca agatattcca gatagctctg atccacatct ttcgtcacgt
  2503021 aaataccatt aaagacagaa cattcgaact gggtaatgtc tggattatct tcacgtactg
  2503081 catcaataag atcagtaaga tcttggaaaa tcagtgcatc ggcgccaatc aactgacgaa
  2503141 tttcatcaac ttcacggcca tgagcaatca actcattagc acttggcata tcgataccgt
  2503201 acacattcgg gaaacggatt tcaggtgctg ccgacgcaaa gtacactttt ttcgccccag
  2503261 cttcccgtgc catttcgaca atctgctctg acgtggtccc gcgaacaatg gaatcatcca
  2503321 ccaataacac gtttttacca cggaactcag cacgattagc attcagctta cgacgcaccg
  2503381 atttacggcg ttcttgctga cccggcatga taaatgtacg cccgacataa cggtttttga
  2503441 caaacccctg acggtacggt ttatccagaa ttcgggcaat ttccagtgcg atatcgcaag
  2503501 aggtttctgg aataggaatg acaacatcga tatccatgtc ttcccactgt ttggctattt
  2503561 tggtccccaa cttctgcccc atgcggacgc gcgcactgta aacagaaatt ttatccataa
  2503621 aggagtctgg gcgggcaaaa taaacatatt caaacaagca tgggttgtat tttggattct
  2503681 cagcacactg acgcgtgaac agttggcctt tctcggtgat atacacggct tcgcccggtg
  2503741 caacatcacg caagaactca aaatcaagtg tatccaaagc cacactttcg gacgcaacca
  2503801 tatactcatt gcgcccatca gccagcgtgc gtttaccaat caccagcgga cgaataccgt
  2503861 tggggtcacg gaaagcgacc ataccgtggc cgataatcat tgcgacgcag gcataagcac
  2503921 cacgaatcaa ctggtgcgtc gcggcaacag cggcaaaaat gttgtcagac tccaacggat
  2503981 aatgctggaa acgatccaat tcactggcaa aaatattcaa cagaatttct gagtcagacg
  2504041 tggtatttac atgacgacga gaaacttcga ataatttctt tctcagttgg tgagcgttag
  2504101 tcagattacc attgtgagcc agggtaatgc caaacggtga gttaacatag aaaggttgag
  2504161 cttcagaagc gctggagctg cctgccgttg ggtaacgaac atgaccaatc cccatattcc
  2504221 cctgtaaacg cagcatatgc cgggtttcaa atacatcctt caccaagccg ttcgctttcc
  2504281 gcagacggaa cccattatgg gcatcaatgg taacaatacc cgccgcatcc tgaccccgat
  2504341 gctgaagcac catcaacgca tcataaatcg actggtttac cggtgtaaaa ccggcgatac
  2504401 cgacaatacc gcacatgttg tcttttcctc ataagccgct tcgaatcggt aattgattcg
  2504461 gtaagaaact cgacgtgctc tgcaggtagt caaagaacca cctgatgata taactgaact
  2504521 gcgggattaa ttgtgactgc ttccaatcaa cactctgtga gaagccggta aacgtatcca
  2504581 gaaagaacaa catggcagag acaatcagta cacctcgcag tgccccaaaa cagcccccta
  2504641 acaccctatc ggttcctgat aacccagtac gctccaccag tgaactaatc acatagttga
  2504701 caatcgcccc gacgatcaat gtcgcgatga acaaaatgcc gatggcaatt ccgttgcgaa
  2504761 caatttcatc ctcaaatcgg gtgaaataaa cagcaaggta agtgtaaaaa tggctggcaa
  2504821 caaaaaacgc acatccccat gttacaagtg acaatgcttc acggacaaac cctcgaatta
  2504881 aactgactaa cgcagaaaac ccgataattc ctataatgac gtaatcaatc cagaccatga
  2504941 ctattccaat aacgaaaccg ccgctgcatc ttgttcgcgg cgaattctaa cagaaaaaga
  2505001 aaacgtttgc gtaggggttt ctaaccccaa aacaaattaa agtgtgacga ctaaaaaaca
  2505061 accataaccg catggaaaaa cacaattacc gtataaaaaa tacaaccacc gcataaattg
  2505121 agccgctaaa aatctgtacc cacggatatc tcacacttca gttgtcatcc tgacgcagtc
  2505181 ggcaacctaa gacagtaaca atttaagaca gtacaattta agacagtaca atctaggaca
  2505241 gtagtcaccc taacgcgacg ttgtataagg cttaacttgc ccattcagac cacttaatgc
  2505301 attaagctca ggtaacgcgg attgtaattt ctgttttgat gcatccggcc cgacatataa
  2505361 ccgggttatc tcaccctgaa ccggcgtggc gggtacagtg aacgcccgat gccccgacaa
  2505421 ccgcagcatc gcgacaatct catttacttt ggctgcattt tttagcgccc ccagttggac
  2505481 aacataagcc tgccccactg gcgctttttc ttccaccggc ggtttgattt ctggcttagg
  2505541 tttcacttcc agcggttttt tctctgctgg ttttgtttct atcggcttgg tttctgtcgg
  2505601 cttaacgtct accggcttcg tcacggtagg ttttacctca accggcttac tctggattgg
  2505661 tggcggtgcc acaatcgtag gttcaacggc aagattgccg gcatcattag ccgcctgaga
  2505721 aaccgaatca tcgttgagtt cggcgcctac cgcttgtgct gcaccttcgg gcggcgtaat
  2505781 gggaagaggc tgattgagcg gcggaaccac atcaatctct tggctatccc ctggttttgg
  2505841 cactaacgga atagcagcaa actcatcctc atagtgcttc tttttgccat ccagtagccc
  2505901 cggtaacaca atcacaccta aggcaactaa aataatggtc ccgactaaac ggttctggaa
  2505961 ctgacttgcc actcgcactc cccgcgttta tctcccgccg gacttgaaga tgcaggaagc
  2506021 gatcgtttac tgcccgcctg caactccatg ctctttgggt ttaaattcaa tctgttataa
  2506081 actggacact gtcacaaatg caatgctgcc ataacatggg caacagtatg gaaagagcca
  2506141 cagacaatga ccacatcctg tgtatctgca tcttgcatag cctggcgcca ggcagtttct
  2506201 acatcactaa actgacgtgc gctcaccaga tgttcggcca attgcccagc actggctcct
  2506261 cgtggccctt caagcggagc gcaataccac tcatcaactc gctcagataa acatgccagc
  2506321 gtacccgcaa tatctttatc cgatagcatc ccgacgactg cccgcacttt gccttgtttc
  2506381 gacgcattaa ccgggttaat aacttgggcc aaccgattga ccagataacg ggccgcatgc
  2506441 ggattatggg cgacatccag aatcagcaac ggttgctcac tgacgacctg aaaacgccct
  2506501 ggtaaactgg cggcctgtaa cccctgccga atcgcctcgt cactcaatgg caactcagaa
  2506561 taatgcagta cagccagcgc cgtagccgca ttcgccagcg gcacgttcgg caccggtaag
  2506621 ccggttaatt ggcgctcacc gcactgccag tgccagccgt ttatttgttg atcaacgggt
  2506681 tcttgttgat caaacggttc ttgctggctg aatttccagg caacatcccg acgatagagc
  2506741 tgtgcgccta actcagccgc cacatcggca atagactggg gcatatctgg ttcacccacg
  2506801 accgcaggtt taccgccacg gaagacaccc gccttctcgc ggccaatgct ttcacggtca
  2506861 taacccagcc aatcagtatg atctaacgcg atactggtga tggcggcgac atcagagtca
  2506921 acaatattgg tcgcatctaa ccgcccaccc aacccgactt ccaggatcac cacatcaagt
  2506981 ttagcctgct taaatagttg caacgctgat aaggtgccaa attcaaagta ggtcagtgag
  2507041 atatcacctc gcccggcttc gatctgggca aaagagtggc tgtgttctgc ctcagatagc
  2507101 tcttgcccct gaattcgaac ccgctcggta tagcgtaaaa ggtgggggga gctgtagacc
  2507161 ccgactcgca gaccggccgc caataaaatg gcttccaatg tacaacaagt ggtacctttg
  2507221 ccgttggtac cggcaacggt aaaaattttg ggggcaggtt taagcagatc cagacgctca
  2507281 gcaacctgtt taacacgttc cagacccaac tcaatgggct gagaatgcaa atgctcaaga
  2507341 tagcaaagcc acgcggccaa aggcgacgtg gcttggggag tttgatgatt gttcatgagt
  2507401 cccgtcactt cccttggttt tatccccgcg atactccaag ttgcctgtac gctagctccc
  2507461 gttgttcctc ccaatatcga aaatgcttag ggactcactc ggttaccgct ctcctgcaac
  2507521 tcgaattatt tagggcatat tacacactcg ttattgccaa attgtcgtta ttaaataacg
  2507581 cttattttct gataaggcac aataaccggg caccatctta caagagtgat gcccgttgag
  2507641 ttaatcagac atctgcctga ttttcaggct gggccacggt atctgctttg ctctcaacca
  2507701 cgcttggctg cggctgatga gtcaatttag acaaaatgct cgccaaagtc tgccgcataa
  2507761 ctggacggcg aacgatcata tcaatcgcgc ctttttcaat cagaaactca ctgcgctgga
  2507821 agccaggcgg cagtttttcg cgcacggttt gctcaataac acgtgggcca gcaaagccga
  2507881 ttaacgcttt tggctcagcg atattgatat cacctaacat ggccaggcta gcagaaacac
  2507941 cgcccatggt agggtcagtc agcacagaaa tgtagggtaa accgcgctct tgcattttag
  2508001 ccagcgctgc actggtcttt gccatctgca tcaatgacat caacgcttcc tgcatacgtg
  2508061 caccaccact ggaggagaaa cagaccaatg ggcaattatc ttccagagcc tgttcaacgg
  2508121 cacgtacaaa gcgagcacca accaccgacg ccattgaacc gcccataaag gcaaattcaa
  2508181 acgaggcggc aacgataggc atcccttgca gcgtcccttt catggcaacc agagcatctt
  2508241 tctcgccagt atctttttgt gcggctgaaa tacgatcttt atactttttg gaatccctaa
  2508301 atttcaggat gtccttcggc tccagttcgc tacccaattc aacttcactg cctgcatcca
  2508361 acagcatatg caaccgtgca cgggctgaca tacgcatatg gtgatcacac ttaggacaca
  2508421 cttccagatt acgctccagt tcagcacgat aaagtacctg accgcagcta tcacattttg
  2508481 tccatacccc ttcaggaata ctcgctttac gggtttgtgt gatattgctt ttgttaagaa
  2508541 ttcgttcaat ccagctcatc gatgaccttt ctgtttgaac ctggctgttg ccagtccgct
  2508601 gttcatgctt taaccatctc cctgaaaact ctccaataaa aaatgcctga gatacacgcc
  2508661 agtgcgacgt ggctaaggca ccgaaacttg gattgtctgc aggaacagac cacaaatgtt
  2508721 actcattaaa ccatattgat tcgacagtgt agataaaaaa ctggtgaacc cacagcttat
  2508781 gtaacgtttt tactgatttt tttgacgtac cgcagcacgc cgatgccgcc aaacttcaaa
  2508841 tacgcctggc aaaattgaca ccacgataat gatcacaatc aataacttca gattattctg
  2508901 cacgataggt acgttaccaa acaggtagcc agcataagtg aataacagca cccataccaa
  2508961 cgccccaatc acgttatagg cagcaaagtg gcgataagac attttcccca taccggccac
  2509021 gaatggggca aacgtgcgaa tgatcgggac aaaccgcgcc agaataatcg ctttaccgcc
  2509081 atgcttctcg tagaactgat gcgtcttatc cagataactg cggcggaaga ttttagaatc
  2509141 tggattgctg aataactttt caccgaagat acggccaatc gtgtagttaa tcgcatcccc
  2509201 cagaatggcg gcaatcacca ttagggtcac catcgtgtgg acattaagat cattggaagg
  2509261 caacgaggcc aaggcacctg caacaaacaa cagagagtcc cctggcagga acggtgtcac
  2509321 caccagaccg gtttcacaga ataaaatcag gaatagaatg gcgtaaaccc atatcccata
  2509381 ttgcgcaacc agttcagcca gatgaacatc aatattcaaa ataaaatcta tgacgaaacg
  2509441 tataaattcc ataaatactc tcgaaatgaa taaacacacc caatcgttcg ttaggcaagt
  2509501 gagattagct gaatttcctt aggtattcct tagcccaaag cgacgcctca gtttgccatc
  2509561 gacatacctg acaattggct ctcggtatct ttagtcaccg gtgaaccgtt aaccctcgtc
  2509621 atccgccaaa aacaaaggcc ccataggaac tttgggtaac gcgaagtggt ccgggtaatc
  2509681 gacagacact aaatacaacc catcggcttt ggcggttgcg gcagcacgtg ttctgtcctt
  2509741 caacgccaac aattctgcca tccaggtcac gtcctgattg ccacaaccaa tttctatcag
  2509801 gctcccaacg atattgcgca ccatatgatg tacaaacgcg ttggccttga tatctaccac
  2509861 gatatacgcg ccatgtcggg taactttgac atgttttaca tttctccatg gcgtgcggga
  2509921 ttgacattgt acggcacgga aagaggtaaa atcattttcg ccgagtaaac attgcgcggc
  2509981 gcgttccatt ttttctgcat ccaatggcat atagcaatgg gtgacccctt gcgccaatat
  2510041 cgcagggcga tagcggtggc taaaaatgat atagcgatag cggcgggccg ttgcgctaaa
  2510101 gcgggcatga aaatcgttat cgacggtttt gacccaacgc actgcgatat ccgcgggcaa
  2510161 atggctgttg acccccatag tccaggcggc gtctttacgt actgcagagg taacaaagtg
  2510221 cacaacttgc ccggtagcat ggacccctgc atcggtacgg ccagcgcaga agaccccaat
  2510281 gggttcatta gccactttgg ataatgccgc ctcaagacag gcctgcacgc tggcaacctc
  2510341 ttgctgccgt tgccaaccaa aatagcggct accgttatac tcaataccca acgcaatttt
  2510401 caaaccggcc acttctgccg gtttttcttg ctgagccaat gtgttttgct gaactaatgt
  2510461 ttcttcctga tctaattcaa acccggacat cagtatagtt gctcctgtaa caggcgctct
  2510521 gccgtttgaa tcgccatcaa tgcgccacca aaacgaatgt tgtcagccac cgaccagaat
  2510581 tgcagcactt caggaatacc ataatcgttg cgaacgcaac caatactcag ggcatcgctg
  2510641 ccggaggcgt cgctgacctg ggttggataa tcatcttctt cggacaattg gatatcgtca
  2510701 caattttcca gttcgctacg agcttcttcg gcagcgatcg ggcgcaatgc ctccagatga
  2510761 accacttgcg catggccata aaataccggt gactgaatgc agcttacggt gatcggcaag
  2510821 ccttcgtcct gtaatacttt acgcacctga tcaaccagac ggcgctcttc gctcacactg
  2510881 ccctcttcat cggccagcag cggtaaaacg ttaaacgcca attgcttagg gaagataccc
  2510941 ggttccgcag gaatgccatt gagcagcttg gcactttgcc cagcgagatc gtccaccgcc
  2511001 gctttgccat gtgctgaggc tgaaatcagg ttagtcacat gcaggcgaga cagccccgcc
  2511061 tgttctgtca gcggtttaat cgccgtcagc aactggctgg tcaggctatc ggctaccgcc
  2511121 acgatattac gattacggta atcagccagc acctgaggat tgacgctcgg caccaccaag
  2511181 ggaatatcgg gttccatagc gaacaagccg ctactgtcga tcaccagaca accggcattc
  2511241 ccagcctctt ccgcatattg tgccgatgct tcacggcctg cgacaaagaa ggcgagttga
  2511301 gcctgggacc agtcaaattc agccacattc tcaaccagta tacttttacc gttaaaacgt
  2511361 acagtagcac cggcactgcg ctcgctcgcc aaaggataca attcaccaac tgggaactgg
  2511421 cgctcattta acagctccag caaagcttca cctactgcgc ccgttgcccc taatagagca
  2511481 atattccagc cgtcagacat gttggttttc tccgctatag ttcattggaa taatatgagt
  2511541 tcactgaatg atatgagctc attaaataat gattaaatta ttgaataaca tgacgttatt
  2511601 gaacagcaag ggcggtaaca caccgccctg ttattaattt ttacgcgtga tattcgtact
  2511661 accctatcgt cacagcaatt gagtagtaaa acctagctgc tgcaagagtc cagcactggt
  2511721 agcatcatcg cactgtacac acagtgatga ccattcacgc cgctcctgat aatgcttgcg
  2511781 caggcggtca aactcccctg gcaggccagc gacatggcgc aatggcgcgt catcgcggcg
  2511841 cacatcatac actaagtgca tcaatcgttt taatttgcct tcatccaact caccatttag
  2511901 acgtaaatgg ctaaactctg gcactggcaa taaagaggcc agttcgaccg actgtggttg
  2511961 ccccaaatgc tgactgaacg cctcaaaaac ctgtgtggta ccccgtgctt tgccttctag
  2512021 cgtatatccg gcaatatgcg gtgtgccaat atcgacacgg gccaacagcg gtaaagagag
  2512081 atccggttct ggctcccaga cgtccaatac cacgctgagt tttttccctt tttccagcgc
  2512141 ccgtaatagt gctgcgttat ccaccaccgc accccggcag gcgttgatca gaatacggcc
  2512201 atccggtaag gcggccagca gttcatcatc ggccatatgc agactttggt aggctccggt
  2512261 tttattcagc ggagtatgga aggtcagaac gtcagcctca cgtaccagtt tttccagcgg
  2512321 ccagaaggct tcgttatcac cacgatcagc acgcgggggg tcgcacaaca aggtccgaac
  2512381 acctaaggct tgcaaacgag cattcagccg tgaacccaca tttccgacgc cgataatgcc
  2512441 cacggtttta tcgcgcaact ggaagccatc ccgttcagcc atcatcatca acgcagagaa
  2512501 aacatattca accacggcga tggcgttaca accgggggcc gcagagaaac cgatcccctg
  2512561 ctgacgcagc caagtgtcat cgacatggtc ggtacccgcc gtcgccgtgc caacaaaacc
  2512621 aattgaggta ccgtgtagca gcgcctcgtt cactttggtg accgaacgta ccatcagagc
  2512681 atcggcatca accaacgcgt cacgaggaat gggacgccct ggcacagcct gtacatcacc
  2512741 taaacgccgg aacagctcct cagcgtacgg catattttca tcaaccagaa ttttcacttt
  2512801 actctccgac agcgaactgc catacagatg aaaaacaggg ggcttagtat aagccactat
  2512861 tgccccgccg gaaacgctca ggcgtggtac ccgatatttg ctgaaacatg gcgataaaag
  2512921 cagaggcgga gctataaccg acatctaatg ccacactgtt taccgttttc ccctgttcta
  2512981 acaatgagat ggcatgtaaa aaacgtaagc gctgccgcca ttcgctaaat gccataccaa
  2513041 gctcctgctg gcaacggcgg gataaagtac gttcggtggt atatacccgc ttggcccaaa
  2513101 gtgccagcga ggtgctatcc gcagggcagc gctccaatgc ggctaaaata ggcgacaaca
  2513161 gtttatcttg tgaagttggc agataagtcc gctgcaccgg tgacaccttg agttgatcaa
  2513221 tcaatacatg ggccagacgt ctatcctgct gagtttctgg catcaataaa tcacgtgtaa
  2513281 aacaatcctc cacaatggca ttaaagatgg ggctgacatt catcagtcca ggtgacgccg
  2513341 ggagttcggt acaaaaatcc agcgcaatat caatggcacg aaaatgcatg ggtttacgat
  2513401 tatagctaga gtgctccatg cccgcgggga tccagacaat aaactcaggt ggtgcaagga
  2513461 aacgctgacc accaatgctc atggccagaa caccggattt aacgcatatc aattgcccaa
  2513521 aaggatgtgt gtgaggcaaa aattcggtat tggcattaaa cgcttcacag cgaaaggaca
  2513581 aggtctgtgg gatccttgag gtgactacag gaaaatcagg ttctgtcatc gtccattatc
  2513641 ccccgcagca aaataatgct cttcatggtt attgccttaa tttcggtgat gactgtctta
  2513701 atttcgctga tgactgtctt aatttcggtg ataaatgtct tcatcaccca cgttattgtc
  2513761 ttaatcaccc aagtcattgt ctgattatcg ttatatagaa taaatcagac agctgtagac
  2513821 tacaccgcat attttttagt taagaattat tatcatgaat gttttatttc cattgtttgc
  2513881 ggtgattatt tggtcagtca atgccgtggt gagtaaaatc tccgccaccg ccattgatcc
  2513941 ggcagcaatc tccttctacc gctggttact ggccctgctg acattatccc catttctgct
  2514001 gctcggtgtg gtccgcaatt ggcaggcgat acgtgtctat tggtggaaat taatgctact
  2514061 ggggatgctg ggcatggtgc tgtaccaaag cctggcttac tatgccgccc acagtgtcag
  2514121 cgcactgttt atggggatcc tcagttcatt aattccgctg ttgacggtgc ttatcagtat
  2514181 tgtgttgtta cgcgtggcac caaccgttgg gattgctctg ggtagcctgc tgtccttagg
  2514241 gggattagtt tggttgatca gtgcgggcaa cccagttcaa ctgctgcaac atgggatcgg
  2514301 taaaggcgaa ttaatgatgc ttggcgcgtc agcctcttat gcgctgtatg gggtattaac
  2514361 aaagcgctgg gccattcaac taccgaattg gcaatccctt tatatgcaaa tcgtttttgg
  2514421 tgtcgtgctg ctgttacctg gcttcctgat gaccccagac gtgcagctaa cggcacagaa
  2514481 tattcctttg gttctctttg ctggtattcc agcctcaatt cttgcgcctt atttatggat
  2514541 tcaaggcgtg atgcgactgg gtgccaatac cgcttctatc tttatgaatc tgacacccgt
  2514601 atttactgcc attattgccg tcgtcttctt gcatgagcag ttgcacagtt atcacttgat
  2514661 tggtggcggc attacccttg ctggagtggt gctggcccaa cgtctgcgca gcccattgcg
  2514721 gcgcaattta gatcttgctg gacatatccc aaacaacaaa aacagtagat agcggcaaga
  2514781 cttctggtag aaccccaagt gggtataaat atgtataccc aaaataattc gagtggcagg
  2514841 aagatggcaa ctgcgtcagt ccccaggaga ttattgattt taagatcaac aacaagtcag
  2514901 tgattgtggt gataacgatt attggcactt aaagtcaaaa gagaaaatca aaagcaagaa
  2514961 gaatatattg gtcgcgctca tttacaggta tcataatatc ggcctgcgcc taccgccggg
  2515021 tttcccttat ttcctccata gcgaaggacc ggttatatgc aacctttgaa cggcccaggc
  2515081 gttcccattg gcaatgatcg ccatatcacg cccactaagt tgaccgccca atccacggtg
  2515141 gaagatcagg cgctaacccc agcgcagcgt actaccttag agaaactgat cgtacggatt
  2515201 atggccctca gccccgtcaa atcggccgag atctgggccg ggcttcgcca taacctctcc
  2515261 ttggacgcaa ccggtgatct ccttgcacgt cacttccagc cggccgagca gctactgcaa
  2515321 acccgcctgt ctcaagcaca ggaaaatcat gctagccaac agcttcgtca acaactcact
  2515381 gcattattac cacaagggaa taaccggcag gcagtcagtg attttatccg ccagcaattc
  2515441 ggccatacgg tattaagcca gttaagccac accgagttac aacaagtcct ggtgttattg
  2515501 caatccggta cgctgaatat tcctcaacca caactgacaa ccctaaccga taggccattg
  2515561 ctacccgccg agcatcagaa tattcaatca ctggtggcga aactcagtgc cgcaacgggt
  2515621 gaacaaccca caaaaatctg gcaaacattg tttgatatgg ttggagtaaa acatcatgat
  2515681 ccgctacccg ctcgccattt ccagctactg agtcagttct tgcaaactaa agtggccctc
  2515741 agccaacaaa ctgccccaac attagttaac ctgcaaactg cccttaagca accagccgat
  2515801 gcacaagaac agcagttatt ggccgattac agccaaaacc gttttcaggc cagcccaacg
  2515861 accccgctga cacaggcaca gctgaacgat attatcaata ttctgtttgc cgcccgatta
  2515921 gagaaggcca atgctgccca atatttagat gaagaacaca agccccttca gccactgatt
  2515981 aacccgttca ttgcctcact gccagagtca ttacagcctt tattacagaa gccgtcactc
  2516041 gtggttgtgg cattgattat cgtgatagcc tttctattgg cgatttttct ttgagccacc
  2516101 aatagccctt cccccaagta aaaaaaacct ggctcagttc aaggtgacta tttaaataca
  2516161 aaaatacaaa aagcgactaa tatcagtcgc tttttaacaa accgcttacg ctgtatgccg
  2516221 ctcaaggaga atttaggctg atggacttac cctacccatt ataaataatt aatgtccggt
  2516281 ctaatgcaat tttggaatag ctgtaaaata ccaattaata agatcgtatg aatggaagtt
  2516341 aaaaaaattc attcttttat acagcatata aaaaagcatg cagaatatct tccacatgct
  2516401 ttttttaagc aatttagaca gcttaaaatc tgtaattaat tataagcgag ggtaaagtta
  2516461 gctacgctgc tgaattcgcc ggggactaca ctaccttcat ctgcactggt acctttcagg
  2516521 taagcagaga atttcaagct gttactgccc tgatccaggg tcttgcccac cgacgccaca
  2516581 ccacgtttaa ttgtcgcacc cgcttcatcg gtgatcacaa tacctgcacc atcagccaaa
  2516641 ccaatcagtt tcaacatctc agcatccaca ccatcgggtg taccatcaaa ggtgacagac
  2516701 acattcttca tcgtagccac atcacatttc tccagaccaa tgctgaaact acgtggttca
  2516761 gaagagccca tgttagccag tgatgtagta gaaatttggc ccagttcaac aacctgatca
  2516821 gccgcttcgg aagtaattga acaaggtgct tcaatgatag aaccggtaaa agtcacttta
  2516881 cccttacctt ggtcagcagc attagcagcg aaggcagaaa gagacaatac agcagcaact
  2516941 aatacacttt tcttgaagtt agacattata taaccttaat ttaatttgaa gttttttcat
  2517001 taatatagaa agaccttatt atcgcaaaat attttatctg cggaagcgtc ttactactta
  2517061 ttataatgaa ataaaaagat gcaattatcg ttacagccat tttaaccgat aaaaaggaca
  2517121 tccattcctt atgggaaagt caaatcgata aaacaggctg tcatattcag ttaatgcgtc
  2517181 atgcgttaac acaactcatt attaaaggag agatttcggg agactaatga ctccctactt
  2517241 agcgacttat taattcagcc cctctcgacc atgtgaagaa gtatacgcga ttctttccgc
  2517301 tggtaaatag agaattggcg ggcatttagc gcgtaaagag actttacata tgcgcattaa
  2517361 tcccataaaa acataaaaaa ccagttcata tgaccatcaa gaattatctt ggcaacagaa
  2517421 acacccagaa tattaaccat aagtaccaca ctgcggttac aaatataatg atggtaaagt
  2517481 cataatatca gaaataacat ttactctctc tgatttgacc tacacatcaa atatgaatag
  2517541 ggcgagttat ttgtgggaat tttcttaatt ttccacgatg acatctcata ataccgttta
  2517601 tacccaagtg actccgagtt gccgaaaggc agtaagcgaa agacaaatcg gtgtacgatg
  2517661 gctttcactt ataacgtggg ggcgctgtcg cccttcaaga tgcagggagt tagctgccct
  2517721 tgctcacccc agtcactgag tgatggaata ataatgatga aaattttagg tcttattggt
  2517781 ggcatgagtt gggaatcaac cattccctat tacagaatga ttaaccagca cgttaaagca
  2517841 caattaggcg gcttacacag cgctaaaatt attctctaca gtgtggactt tcatgagatt
  2517901 gaacagcttc aggcaaaagg tgactggcaa acagccgctc aattactctc taatgccgct
  2517961 atctcattaa aacatgctgg cgcggaggtt atcgtggtgt gcaccaatac catgcacaaa
  2518021 gtggccgatg atattgaagc agcctgcggg ttgcccttac tgcacattgc tgatgccact
  2518081 gccgtccaaa ttaaacaaca aggaatagat aagatcggtc tattagggac ccgctatacc
  2518141 atggagcaag gcttttaccg tggccgttta acagaaaaac acggcattga ggttatcact
  2518201 ccagacgata cagaccgaga ggcagttaac cgcattattt atgaagagct ctgcttgggg
  2518261 atcatcagtg aaacctcccg ggatgcctat cgccgggtga taaagaaact cgaagcacag
  2518321 ggtgtgcaag ggattatttt tgggtgtacc gaaatcacgc tactggttaa cgcgcaagat
  2518381 gcctcagtac cggtgtttga taccacagcg atacatgcca gcgccgcggc tgattacgca
  2518441 ctgcaataat taagcatgtc actcacaata aaagaagagg cccgcaaccc tgtgactcac
  2518501 catagtgaaa aaacctatgt tgtgaataaa acgtttggtc gaaaataaaa atcgaccgac
  2518561 agtaaaagtt gctcgaatgt aagcattaat aaaaagtaaa aagcctacga tctctcgtag
  2518621 gcttcagact gctgacaaac cccgatgacg cgatcttgaa cggtgaggat aggcagagga
  2518681 gtaaagcgtc cgcgccaagg atggcgcggc tcgagcctac atggatgtat ttacggcgtc
  2518741 tttacgatct gcctgttctc tccgtcgcgg gcactttgtc aataacctca agcctacgat
  2518801 ctctcgtagg ctttggggag taaatctgaa tcagcaaaac agttttgcgt ttaagcttac
  2518861 ttctgatatt tacgcatcac taatgttgca ttagtgccac cgaaaccaaa actgttagac
  2518921 atcaccgtgg tcagttcacg ttgcgttgtc tcagtgatga tattcatccc ctgcgcttgt
  2518981 tcatccagat tatcaatgtt aatgcttggt gcgataaagc catgttcaac catcagcaag
  2519041 ctgaagatag cctcatgtac acccgccgcc ccaagggaat ggccagtcat tgctttggtt
  2519101 gaggaaatcg ctggcgtgtt attaccaaac acttcacgaa ttgcacctag ctcttttaca
  2519161 tcaccaaccg gggtagaggt accgtgtacg ttcatgtagt cgattggcgt atcaacacct
  2519221 gccattgcca tttgcatgca acgaactgcg ccttcgcctg acggtgcaac catgtcagca
  2519281 ccatctgaag tggcaccata gcccacgatc tcagcgtaaa tatgtgcgcc acgggccaga
  2519341 gcatgttcca gctcttcaac cacgaccata ccgccaccac ctgcgatcac aaaaccatca
  2519401 cggtcttgat cgtaagtacg ggaagcttta gccggggtat cattatattt ggtcgataat
  2519461 gcgcccatcg cgtcaaattc acaggccatt tcccagcaca gttcttcacc accaccggca
  2519521 aagacgatgt cctgtttgcc caattggatc agctccaaag catggccaat acaatgagca
  2519581 gaagtcgcac aagcggaact gatagagtag ttaacccctt tgattttaaa cggtgttgcc
  2519641 agacacgcgg agacaccgga tgccatggct ttagtcacca tataagggcc aacacctttc
  2519701 aggccgcgtg gagtgcgcat cgcatcagaa ccagcaacct ggttacgtgg cgacccccca
  2519761 cctgaaccca ccaccaatcc gctgcggaaa ttagaaacct gagaatcaga caacccagag
  2519821 tcagcaatcg cttcttgcat cgcaagataa gcataaatgg aggcatcgct cataaaacgc
  2519881 agcactttgc ggtcgatgag atctttaggc tcagactgga gttttacatc accccataca
  2519941 tggctgcgca tacctgcgtc tttaaattct tgagcgaaag taatgccaga gcggccttcc
  2520001 tgcaaagatg ccaaaacttc ctgctggtta ttaccaatgc tggaaacaat acccaagcca
  2520061 gtaattactg cacgcttcat taaatacctc ttccactaat tttacattcg ggattttgca
  2520121 acgcacttta gcgtacagtt gtacgccgaa caagtccgat cagcgtaata tagccagaaa
  2520181 gttttacaat ttgcacgtgg aacaccacct cgttagaatc gctctacccc ttgagatacg
  2520241 agtcttctaa cgtgaaccaa cgcccaatcc aaaccgcaac actcagctgg aatgaacagg
  2520301 gtacacctgt atctgaacag tttggtgaca tctatttttc caatgaagat ggtctggaag
  2520361 agactcacca cgtttttctc aaagggaatg ggtttcctgc acgcttcgct tcccacccgc
  2520421 agcaaagctg tatttttgct gaaacgggtt ttggcactgg tttaaacttc ctgacattat
  2520481 ggcgtgattt tgccctattt aggcagcaat cgcccaatgc tacgcttcgg cggttgcact
  2520541 acattagttt tgaaaaatat ccacttcacg tcgccgatct agcctcagcc catgcccgtt
  2520601 ggccggagtt agcctctttc gctgaacaac tgcgagcgca gtggccccta ccgctggccg
  2520661 gttgtcatcg tattttgctg gctgacggcg ctattacgtt ggatttatgg tttggtgatg
  2520721 tcaataccct attacccaca ttggacgata gcctgaataa tcaggtagat gcctggttcc
  2520781 ttgatggctt tgctcccgcc aagaatccag atatgtggaa tgagcagttg ttcaatgcca
  2520841 tggcgcgaat gaccaggccg ggaggcactt tttcaacctt taccgccgcc ggatttgtgc
  2520901 gtcgtggttt gcagcaggca gggtttaacg taaccaaagt gaaaggtttc gggcaaaaac
  2520961 gggaaatgct gacgggcacc ctgccacaac agattcatgc gcccacggcc ccttggtatc
  2521021 atcggcctgc cgccacgcgc tgtgatgata ttgccattat cggtggcggg attgtcagcg
  2521081 ccttgaccgc actggcctta caacgtcgcg gggcggtggt cacgctctac tgtgctgacg
  2521141 cacagccagc acagggggca tcaggcaacc gacaaggggc actctacccg ttgctcaatg
  2521201 gtaaaaatga tgcactggaa acctttttta ccagtgcctt tacctttgcc cgccgtcagt
  2521261 acgaccaact gcttgagcaa gggatcgcct ttgaccatca gtggtgcggt gtcagccaat
  2521321 tagcgtttga tgataagagc cgtggcaaaa ttgagaagat gctgcataca cagtggccag
  2521381 ttgagtttgc cgaagcgatg agccgtgagc aactcagtga gttggccggg ctggattgcg
  2521441 cccatgatgg catacactat cctgctggcg gttggctctg cccttctgac ctcactcacg
  2521501 cactgatgat gctagcgcaa caaaatggca tgacctgcca ctaccaacat gaactgcagc
  2521561 gattaaaacg cattgatagc caatggcaac tgacctttgg tcaatcacaa gcggctaaac
  2521621 atcatgccac cgtcatttta gcaactggcc accgcttacc tgaatgggaa caaactcacc
  2521681 atctgccctt gtctgcggta cgtgggcagg tgtcacacat cccgaccacc ccggtgctca
  2521741 gccaactgca acaggtgttg tgctatgacg gttacctgac gccagtcaac ccagccaatc
  2521801 agcatcattg tattggtgcc agttatcagc gcggcgacat cgcgactgat tttcgcctaa
  2521861 ccgagcagca ggagaaccgt gagcgtttgc tacgctgtct gccacaagtc agttggccgc
  2521921 agcaggtaga tgtcagcgat aatcaggctc ggtgtggcgt tcgctgcgct atccgcgacc
  2521981 atttaccgat ggtcggtgcc gtgccggatt atgctgcaac actggctcaa tatcaggatc
  2522041 tgtctcgtcg tattcagcat gggggtgaga gcgaggtaaa tgatatcgct gtcgcgccag
  2522101 tctggcctga gttatttatg gtcggggggt taggctcgcg tggcttatgc agtgcaccat
  2522161 tggtggccga gattctggcc gcgcagatgt tcggtgaacc attgccgtta gatgccaaaa
  2522221 cgctggcagc attgaatcct aaccgttttt ggatcagaaa attattgaaa ggcaggccgg
  2522281 tacaaactcg ctccccggcc acccaagagt catcaagatg agtgacaagt gccgctaact
  2522341 atcacgcccc cacggcgtca agaacgaagg ggaacgccca aaattattgg cgtcgcaggt
  2522401 aggcagcaag taaatgaatc ccgatgagtc tatctatttt aaggtcaaca accagtcagt
  2522461 gattcgggtg aatgcacgta gctaacaccc ctgcggcttc aagaacgaag ggcgtgtgct
  2522521 aataaacgat cccaaagacc taacaccaaa acctgatctg gaggggaaag ctcaccggcc
  2522581 ttgatggcct tctccagact ggtttgtact cgcgcatgta actgttcagc ggagtgctca
  2522641 ccgtgctctt ccgcttcagc cacggccagt gtcagatggc ctcgcaggta ccctccggca
  2522701 aataaatcat catcactggc gtgctctacc atgtcatcga tttgcgccaa gatacgtgtt
  2522761 tcaaattctg cgatcatcac tcttcctcat tatatttatt ttgtgcccaa cgtcattggc
  2522821 attgcaggta ggcgctaaat caaatcttcc gggtaaggaa agagttcagg agccaacggc
  2522881 ggcgtattgt aaaacgattg gagtgcctga ataaagccct gaggtcgtgt ggatataccc
  2522941 tgatccagca accacaacac ctgttcacga acttttcgct ggaatatgat gcgatctggc
  2523001 tcgcagtcac cctctaggtt gtcgcaactg acattgaaag ggaaaccggc ggcaacacaa
  2523061 aacatccatt ccaacgcctg tggcttgatc tctaccgctt caaattggct ctgggttaat
  2523121 gcatcgcgcc catccgggca ataccaatag ccaaaatcta cctgcttaca ccgttcctcg
  2523181 ccagcaatac accaatggga gatttcatgc atcgcactgg cataatagcc atgagcaaaa
  2523241 atcacccgat ggtgaggaga ttcttcatcg gcgggtaaat agatcggctc atcgtcacct
  2523301 ttcaccaagt gggtattata ttcgccgcta aaacaggtgt tgaagatatc gattaactgc
  2523361 tgataatgat gattcatact ctggtccgta agagagggta aacaccgcta aagtcaccgt
  2523421 atttagcggt ggtgggtgcc taaattgatg caaaagccaa gctatataaa accaggctat
  2523481 gcaaaaacat gctgtcccag ccaagagcca atttcagcac cgtggttgtc atacagcagc
  2523541 ttgcaactca tgacgaatga caccacgaca atcattggcc gaattaattt ctgaccacgc
  2523601 gtcaatacca tatgtgcgcc aaggcgcgcc cccaggactt gccccaccag catcaccaag
  2523661 ccgatactcc acaccacctt cccgccgatg ataaagaata ttagcccgcc taaatttgac
  2523721 gtgaaattga gtactttggc atgggcggtg gattttgcca gattaaaacc gcacagggta
  2523781 acaaaggcca atgcatagaa cgaaccggca ccggggccaa agaagccatc gtaaaaaccg
  2523841 atcccaccac cagcaattaa tgcgaaaggc aaagcagaca agcggcgctg ttgatcaacc
  2523901 acgcccagtc ttggggtgag taaaaaatag acgccaatac cgatcaccaa cagcggtaaa
  2523961 atttgtcgca gaatgtcagc ccgcatgtac tgaactaaaa tcgctccgag catcgacccc
  2524021 accagcgtca gagcaattgt cagtttttgc tgctttaggt taaccgcacc acgacgaata
  2524081 aagtacaggc tggcggagaa cgaaccgcca acagattgca gcttattggt cgccaaggcc
  2524141 tgcgctgggg gtaatcccac cgctaacagt gcggggacgg ttaacaagcc gcccccgccg
  2524201 gcaatggaat caatgaaccc ggctaataat gcaacggcaa agagtatccc caaaacggca
  2524261 ggaccaaggg taaaccaatc catgacttat tccgtagcga agtggttatc cagtaaagcc
  2524321 tgacaagaag gcggtaatgg cggtggcaag gttttacctg gtttagcact tggcggaggc
  2524381 ggttggaacc agctttccag ctcagcacca cagccatcgc ccggcggtgg agtgtcttgg
  2524441 tccacacact ctaggctatt ggccggacaa cgtaagcgca catgcatgtg tgcacgatga
  2524501 gcaaaccacg gccggacttt atgcagccat tgacgatcgg cacctgcatc cagacaaagc
  2524561 tgctttttaa ttgccggatt gacgaagata cgcgtgacat cgttatcttt ggcggccaat
  2524621 ttgatcaaac tctcaatttg tggctgccaa agtgcgggga tcacccgctt gccatcaacc
  2524681 gcgaccaagt ctatcggctg cggtttcaat aactgctgct ggctccaacg ctgctttggc
  2524741 agttgtagcc aaatatccac atccaaacca gactggtggc tggcatgccc actgctaaaa
  2524801 cgcccgcctg caggcatcgc catatcacca atcaacaccg tgcccaattg ttgttgatga
  2524861 gcttgtgcac tgagacggtg aataaaattc agtaaatcag ggtgaccaaa ataacggcgc
  2524921 tgatccgaac gcatcacttg atagtctgca gactcgagcg gcaaaggctg cgcgccaatc
  2524981 acgcaaccat tagcaaagcc accgattgac tgtggagaac ccgccaccgg gtgcgtaatc
  2525041 ttttgccatg gcgtggccgc catgacaggg accatggtga ccaatgccac catacccact
  2525101 atccaatttt tcatgctatc taccagcgcg gaacgtctga agccacatcg ccgcactgcg
  2525161 cgcgctggcg cagtaggtga tccataagta cgatagccat catcgcttct gcaataggta
  2525221 ccgcccggat acccacacac gggtcatgac gccctcgggt caccatttca accgcttctc
  2525281 cttgccgatt gatagtttgc cccggaacca taatgctgga ggtgggtttt aatgcaatgt
  2525341 gagcaacaac cggctgcccg ctgctaatcc cccctaaaat gccgccagca tgattacttt
  2525401 ggaagccctg cggagtaatt tcatcacggt tttcactgcc acgcttagtg acgacagcaa
  2525461 aaccatcgcc aatttccacc ccttttaccg cgttgatact catcaatgca tgagcaagat
  2525521 ccgcatccaa acgatcaaat accggctcac ctaaacctac ggggacattt tcagcgacga
  2525581 cggtgatttt ggcaccaatg gagtcaccgg cttttttcag ctcacgcatt agggcatcca
  2525641 gcggctccag tttgctggca tcggggcaaa agaatggatt ttgctcgacc aaatcccaat
  2525701 cgagcaaatc acagctaaca tcccccattt gcgccagata accacgcacc tgtacaccaa
  2525761 atttttgtgc taaatacttt ttagcaatag cgcccgccgc cacccgcatc gcggtttcgc
  2525821 gggctgaaga gcggccacca ccacggtaat cccgtacacc gtatttttgc tcataggtat
  2525881 aatcagcatg accggggcgg aacacatctt taattgcgct gtaatcttgc gaacgctgat
  2525941 ccgtattttc aatcattaac ccgatactgg tccccgtagt gacgccctca aatacgccgg
  2526001 ataaaatgcg aacttgatcc agctcacggc gctgagtggt ataacgagaa gtccccggac
  2526061 ggcgacggtc aagatccaac tgaatatcag cctcggtaat cggaatgccc ggtggtacac
  2526121 catcaataat gcatcctagg gcgataccgt gagattcacc aaaagtggtg acgcggaaaa
  2526181 actgcccaat actgttccca gccatcacgg ctcctttgag tcataagcgg tctgccagat
  2526241 agagattaac cgtactgaca gacttgataa gaagtgatca attaatcacg gtacatgctg
  2526301 aaatgtgcag cgcagtcaat cagttgctgt ttagtcagca taaagacccc gtcgccaccc
  2526361 ttttcaaatt ccagccaagt gaatgggaca tctggatact gatccatcaa atgcaccatg
  2526421 ctgttgccaa cttcacaaat cagcacgccg tcatcctgta aaaagtcggg ggcacaggcc
  2526481 aaaatacgac gagccagttt cagaccatcg ctacccgcag ccaaacccag ttcaggttca
  2526541 aaacggaact cttgcggtaa atcggccata tcttcggcat caacataggg cggattggtc
  2526601 acaatcaggt catatttgat tggtggtaaa tcgcggaaca gatcggaacg aatgggcgtg
  2526661 acctgatgct ccatgccgtg ttgctgaata ttgtgttcag ttaccgccag cacatcattg
  2526721 gagatgtcca ctgcatcaac ttctgcgtca gggaaagcat aggcgcaagc aatggcaata
  2526781 cagccactgc cggtacacat atccagaata tgatttggct gatgatgaat tagcccatca
  2526841 aagcgatttt cgatcaactc accaattggt gaacgtggca ctaatacccg ctcatccaca
  2526901 taatattcca tgccacagaa ccacgcttta ttggttaggt aagcgaccgg gatacgctcg
  2526961 ttaacccggc gaataacccg ctcaacgatg cgatggcgct cgctggacgt taggcgcgag
  2527021 ctgcgtatat cctctggaat atcaaggggc agaaaaagac tggggaaaac cagttgtacc
  2527081 gcttcgtccc acggattatc cgtaccgtga ccatagaaaa tattagctgc attaaaacgg
  2527141 ctcacggtcc aacgcagcat atcctgaatg gtgtgcagct catttactgc ttcatcgacg
  2527201 aaaatcttgt ccaaggtatt ctccaactgc ttatgtgtaa atttattatc tatatgccta
  2527261 gtttgccatg aagctcgtga caaatcagca gcaatacatc agttgaatga taaccgaata
  2527321 ataaaaaaag cctgcccccc tatttaactt atattctaaa taattcgagt tgtcggaagg
  2527381 cggtaactgg gcgacaaatc agtcataacc caatttaaac ttggcttgca gcggcctcgc
  2527441 cgcgctgagg cccatgaatg ggatgagtaa cgaaggtcgc caaggcataa acaactaaaa
  2527501 gtatgacgaa tatcgacatt tatttcgaca gatggtttgc agcaggtaaa ctgggcgcaa
  2527561 ttgaattagg tatagaacag acgatgaaaa agaaatatca cctgacacca gatgagttac
  2527621 agctatttaa agaatcgata gcgggtgcta aaaaactcag acaagacaca atcgtccacc
  2527681 atacaccgcc gaagttaggc aaaaaaattg caccagaacg cttgctgcaa gagcaggtgg
  2527741 atgccagtta ttatttttct gatgaattcc aaccgctgtt agatactgat ggaccgacac
  2527801 gctatgttcg gcctggtgtc gataactttg aagttaagaa actgcgtcgt ggtgattact
  2527861 cgccagaaat gtttttggat ctacacggtt taacccagaa gcaggctaaa caagaactgg
  2527921 gggcgttaat tgcggcttgc aagcgcgaac atgtgcattg cgcgtgtgtt atgcatggtc
  2527981 acggcaaaca tgttttgaag caacagacgc cgctctggat ggcacaacac cctgatgttt
  2528041 tggcattcca tcaagcccct aaagagtggg gtggaaccgc agcattgctg ttattgattg
  2528101 aattagaaga gtgacggtac ttgattgaat tagaagagta acggtgctgg cagttatgtt
  2528161 gtcagccaat agcgctgcat cagtagtcaa taagcgggtg ttcttatgtc atccgccaac
  2528221 aaacttgttt cgccaaaaaa ttaagtccgt gctgtcaata agtcaataag tcaataagtc
  2528281 aataagtcaa taagtcaata agtcaataag tcaataagtc aataagtcaa taagtcaata
  2528341 agtcaataag tcaataagtc aataagccaa taagccaata agccaataag ccaataagcc
  2528401 aataagccaa taagccaata agccaataag cgaaagcgcg gcaagaatgc cgcgccagtt
  2528461 agacgttgat ggaggctata ttttagtggc tggtggcttg gtcatgacag cccatggtga
  2528521 gccttatcca tgacacgcct tcgccaacaa ttgtgaaggg ctcacctgcc aatcaagcgt
  2528581 acccttttcg ctcttaccat tgagatcaat acaggcgatg gctgaagtag caaacatcgg
  2528641 agggcattgc cctgggcaaa gctcggcgac caaatacccg accagtggca agtgcgaaat
  2528701 cactaacact gctgcgcaat cttctttcgc caacgcttgc agataagaac aaatgaaggc
  2528761 ggcatcccca ccgggggtta attcgggcat cacttcaggt tctgccggta gcgccataac
  2528821 ctcacgcacc acttccaatg tttgtctggc acgtaaataa gggctaacca gaatctgatc
  2528881 gatatccact gactgctcac ttagccagct tgctatctga cgtgattcat cctgaccaca
  2528941 cagagttaga ggcctttgcg catcactagc ggcatcaagt gccgcgtcac cgtgacgcat
  2529001 aatgaaaact tgcatattgc accgtttttg ttaaccaaat aacgctatac agaaacgctt
  2529061 tgcgtgctgt accgccgaaa cccttgcccg caagcaaaga aacttcataa cgataacgcg
  2529121 ccgtctctct atggcggccg ggcattttgc ctgaaactga acctaaagaa aatggctgtt
  2529181 tttttacctc gcgaagacta acagcctacc gtgaacggtc atataataac cgcatcaata
  2529241 gcttaatcca aacttgaaca cctatgcaat aagtggctat tgattcattt tcgcacaaat
  2529301 agtcacataa cgtaattcaa gctaaggtag cgcgagctgc cccatatgta tagccacatt
  2529361 cccccttaga attccaggtg gtgatcatgc tcacattctt aaatttgtga cctgaacccg
  2529421 ctagttttat gacttgagcc cgacaattgc gttacgtaaa tcgccctaaa tcgggcaaat
  2529481 aatcatcacc gaataagcca tcaccccgta aaccatcaca aaacgggtcg tcacaaaaca
  2529541 ggtcatcaca aaacaggtca ccaccaaaaa aggggggcgg gttcagcttg ccacgtccgt
  2529601 cacctcatct atattggcgt ccacgggata gaattgttgt tgttgttcag ccattgttac
  2529661 caaccgctgg caaggttcga aacgctcacc gtattgctgt accaataatc tgagtgcttg
  2529721 taccacctta tcggctccca ggctatccaa atagcggaac ggaccaccga ggaaaggcgg
  2529781 aaaaccgatc ccaaacactg caccaatatc accatcgcgc gggttacgaa tgatcgattc
  2529841 atccagacag cgtaccgctt cgttcaacat cagcatggta caacgttgag taatcacgcc
  2529901 tgcaccaaga tgggctttag gtgtcacccc caacaaggta tagatactgg catcgactgg
  2529961 ttttactttg ttttttctcc acttaaagct attacgcttc gccggagaat tcccattttt
  2530021 tgttggagat gaattttttg tggggtttga atataaataa aagccacggc catttttgcg
  2530081 ccctttacgt ccatccttca aaataacgtc aaatgacggg ggcgcagcaa aacgcggccc
  2530141 taattgctcg accagaatcg gcattatttt ggtcgcaaca tcaatcccaa cctcatcaag
  2530201 cagcatcatg gggcctacgg ggaaaccaaa atcgaccaac gcgttatcaa ctgattcgat
  2530261 aggctctccg tcgagcaggc aacgggcagc ttcattaata taaggtgcca aaatgcggtt
  2530321 tacatagaac ccagcgcgat cagccaccac aatggctgtt ttaccctgtt tccgggctaa
  2530381 agcaacggtg gtagcgatgg tctcttcact ggttttttca tgggggatga cttcaaccag
  2530441 tggcatttta tctactggac taaaatagtg caggccaata acctgctctg gccgttgcgc
  2530501 caaagcagca atctggctga tggggagtga tgatgtattg gaggcaaaaa tagtatgggc
  2530561 ggcaccaaat cgttcgatgt cagcaaccat ttgctgcttc agtgataaat cctcaaatac
  2530621 cgcttccacc acaatatcga cacgttcaaa accacggtaa tccgtactac cagagatcaa
  2530681 catcatctgc cgctgctgtt cagttgggcg catccgctta ctacgaaccc gtttacccaa
  2530741 tgcgtcccag gtatatttca gcgcctgatt aattccttgc ggattgatat ctttgatacg
  2530801 cactggcaag cccgctcggg tagccgttac gttggcaata cctccgccca tcaagccacc
  2530861 gcccaatacg ccgacccgat gaattgcacg cgctgtggct gcacttccgg tctctttttt
  2530921 cagtgacgtc gtggcaaaaa acaggctgcg taatgcggct gactgaggcg acatcgccaa
  2530981 ctcgccaaat gctctggctt ctgcctcata accacttggc ccgccctgat ctaatccttt
  2531041 acgcaccaca tcaataatac gttcagccgc cgggtagtgc ccccgcgttt tagctagcgt
  2531101 ttttttacgg acaatacgga ataataaagc tttacccaac ggcccactga gtaaacgctc
  2531161 ctgccatggt aatgctcgtc gattaagcca ccccgctttc gcgcgctgaa tcgccacatc
  2531221 caataagata tcgcgtggca caacatcatc caccagcccc atttttagtg cctgacgggg
  2531281 ccgtatctgt ttaccggtca atatcatatc cagtgcttta ctgaccccca ctaaacgcgg
  2531341 cagacgttgc gtcccgccgg agccaggcag taaccccagt tgcacctccg gtagcccgag
  2531401 aacggtttta tcatccagag aacatatgcg gctatggcaa gccagcgcca gctctagccc
  2531461 tccccccaga caagcgccat gaatcgcagc cacaaccggc acagggaaag cggcaatttg
  2531521 cgccaaaatt gattggcctt tttgtgctaa tacgcgggcg tcgtgagcgg tacgacaagc
  2531581 cgcgatcatc gtgatatccg caccggcaat gaaggagtct ggtttgccag aaacaatgac
  2531641 gagtccctgt aattttggta gagcgtgcgc ttgttgcaat atagtggcaa tttgatcagc
  2531701 aaattcagcc tttagggtat tcactttgtc accaacaaca tcaatggtga taatgccaat
  2531761 attgtccggc cttacgttga gggtaaatgc gggatgggta actgaattcg tggccgatgc
  2531821 gcccacatca ttattcactg taggttcact gactgcattt tcactgacag ctgtattttc
  2531881 acgggtaacg atattttcct tgctcatcac tccacctcca gaatcatcgc agcacctaac
  2531941 ccaccagcag cacaggcggt ggttaagccc aatcccccgc cacggcgacg caactcattc
  2532001 agcgtttgag ttatcatccg agcgccagta gcggcaaatg ggtggccata tgcaatggaa
  2532061 ccccccaata cgttgaattt actcatatcc acctctccga tggcttggct acgccccagt
  2532121 ttttcgcgag caaaagtatc actggcaaac attttcaggt tagccagtgt ttgtgcggcg
  2532181 aaggcttcat gcatatcgat aagtgtcaaa tccgccagtg taatacccgc ccggtctaac
  2532241 gctaatggcg tggcatagga tggccctaac agcatatcct gccaaacatc aatggcagag
  2532301 aaggcaaaac tgcgcaggta gcccaaaggc ggcaacccca gagctttggc ttttgattcg
  2532361 ctcatcatga gtactgccgc cgccccgtcc gtcaacggag tactgttcgc cgccgtcaca
  2532421 ctaccgtgct gacgatcaaa cgccggacgt aatttggcat attgcgccaa tgtggaatct
  2532481 ttgcggatat tgttatcttc aataatggcc tctcgataag gcggaatata agccgtcatc
  2532541 acctcatcgt gcagccaccc ctgttgccag gcttcagcgg ccaattggtg ggatcgcagc
  2532601 gctaaagcat cctgatcctc acggctgatg ccataggttt ttgccatctg ctcggcagta
  2532661 tcccccatgc gcaggccggt tgaatactct gccaccgcag gtgcaactgg caacagatca
  2532721 cgtaatctaa gtcggctaaa caatttcaac ttctgggata aactgcgggc cttgttggcg
  2532781 tcaaccagtg tgcgggccag ggctttactg acgccgatgg gcagcacgga tgaagaatct
  2532841 gccccgccgg ctatcgcgat atcaacggag ccagcaataa tactttccgc gacattggcc
  2532901 accgcctgaa aactggtcgc acaggcgcgg gaaacgctgt aagcatcggt atgaacgctc
  2532961 atgccagtac ccaaaacgat ttcgcgggca atattaggtg cttcaggcat ttgcactact
  2533021 tggccaaaaa ccagttgatc aatcaactca gaagaaatgc cacttctggc cagcaattca
  2533081 ctgaccacta ttttgcctaa atctacagcg ggtacgccat ggtaagcagt tgcctgcttg
  2533141 gcgaaagggg tccgcaggcc gttaactatt acaatgcgat cgccctgacg cgtcactaac
  2533201 ggtaatggct tactcataag cgctcctgat aataagtaga gtggctgcga ttaaaagata
  2533261 acaaataaca ggtctgacct gatccgaaca ttgttaacca aacgtttaca tttggcaaac
  2533321 ctatagaata gaaaaatgcg agcaggagca actttcaaga taaaaaatgt gggaggagag
  2533381 aagggacggc catttagccg ttacgccagt ttatagacta acgtggggca tcatctaaag
  2533441 taataacgcg aagcaaaagg cttcgcgttg gtcaggtatg tatgatcctt tcggaaacgt
  2533501 aaattaacgc agaccgagtt ggaaaatcat tgtttctgcc tggcaggcaa aggtgaaatc
  2533561 gatagtcaaa cgaacaccgc cctcgacatc ttccagttta tgttcaatca ggcatgggtc
  2533621 tgattcgact gcccgtgctt tatcagtcaa tgttttcaac atcgcttctg cttcatgacg
  2533681 gctagcaaac acacagctgt aggatgctgt ccgatccgta ttgtccatca ctgtacccac
  2533741 atctacgcaa cagcaagccg cggtttcttc cgcactacaa cgattaattg catctgacat
  2533801 cgtcaattct cctcaacgaa catttcaaaa taggtgcaaa ttgcctgtta gctagcgcaa
  2533861 ataagacctg gcacaaaaat atttttctct gttgccattt tactaccaca gatcgttagg
  2533921 cactaggact tactgtttat aggcttatta actggtggaa atcacagtta aattgtctat
  2533981 caactcatca aaagcacaac aattgatacg tgattgtgag ttttttgtta agtgcgtcta
  2534041 ttttttgaga tcaaaattga acaaactcca aaacatgctt gcaacactcg cacaggtcgg
  2534101 acctatactt cagtcactgg tctgctttgt ctgaccgata acagacccta caatcccgca
  2534161 ctttcttgtt acggtatgta acatagttta aataaaacaa tgaggttttg gtcatgaacc
  2534221 agaaaaacct gtttacccgc tcagctctgg cagcagctat cgctcttatt tcatcgaacg
  2534281 tttctgcagc cggttttcag ttgaatgaat attcagccgc cgctctaggg cgtgctttct
  2534341 ctggtgaagg cgcagtggct gataatgctt ccgttggtag ccgcaatcct gcagcaatga
  2534401 ctttattcga ccgcccttct ttctccggtg gtgtgattta tattgatcca agtgttgata
  2534461 tcacggggac gtcgccaagt ggcaaaagta cggatgccag taacattgcg ccatcagcgt
  2534521 gggttccgaa tctccacttt attatgccat tggatgaaca gtgggcaatc ggtgcttctg
  2534581 cgacctctaa ctacggttta gccactgaat ttaatgatga ttatgtggca ggcatgttag
  2534641 gcggccaaac cgatctgaaa acggctaacc tcaacctaag tgccgcgtac cgcctgaatg
  2534701 ataacttcag ttttggcctg gggtttgatg cagtctatgc tgatgcgaaa attgtgcgcc
  2534761 atctcggtga agctggcggg ggtctattgc ctgctaacac tgaagccgcc aggttggaag
  2534821 gtaccaaatg gggttacggc tggaatacgg gtattttgta tgaaatcgat aaagaaaacc
  2534881 gctacagctt cacttatcgt tctgaagtca atatcgattt tgacggtgat tacagtaacc
  2534941 aactacctgt tattttcggt ggtctgggtg gaaaaacggt ccctggttcc ctaactctga
  2535001 acctgcccgc cgtgtgggaa gtctccggct acaataaagt cgcgccacaa tgggccattc
  2535061 actacagcat ggcttacacc acctggagca gtttcaagga gttaaaagca accgcgtcta
  2535121 atggcgatgt gctgtttgat aaacatgaag gcttcagaga tgcctaccgt attgcgttag
  2535181 ggaccaccta ttactacgat gataactgga cattccgcac cggtattgcc tttgatgata
  2535241 gcccgatccc cgcaggaaac cgttcaattt ccatcccgga ccaagatcgt ttctggctca
  2535301 gtgcaggtac cacctacgcc ttcaacaaaa atgcctctgt tgatgtcggt attgcttata
  2535361 tgaaaggcca gaatgtcagt attaccgaaa agaccccggc cccatctaac accacatatg
  2535421 agttcaactc gaaaggttcc gcgatgctat acggtgtgaa cttcaactac acattctaat
  2535481 agccagtcat tcatcacctt atccaataga aaagcgcctg atggcgcttt tctattttga
  2535541 atacggcggt gagtactgcg ctagaccagt taatatcaat gagtctcaat cggcggcatc
  2535601 tatgctatcc agatcgccct gaatagcctg agcattcgag ttaacttcag gtttcagttg
  2535661 gccaccattc gccaggaaat catgacgctg gaaataagcc tcgcgtatca tgagataagg
  2535721 atctgaagaa ttacgcacta aaccatcaga gtccaatagc tgtgcgcggg tttcaacccc
  2535781 ttcaagcacc catttccctg cggccatcca gaacgtcaga taactcagta ccggatacac
  2535841 cgtatctgcc aactggccgc catcttcgcg gagggtaaaa ctgccatacc ctggtagcac
  2535901 cacatacggg ccgtagccca catcatagtg gcctaatgta ctaccaaaac gttgaggcac
  2535961 ttgttttgcc agtttcggat tagccatccc ggcgacatcg atcaaaccgc ccatacccaa
  2536021 aacggtattc aggaagaagc ggttaaaatg cttcatcgca ttatatggat caccgaccag
  2536081 gaagctgttc accatactgg cgggttcttc gaggttaccc aaaaagttgc tcataccgtt
  2536141 acgtgctggt tgcggcacat aatcacgcca gacgacggcg accggacgca ccacataagg
  2536201 gtcgaggacc tcatagttaa aattgaacat tgcccggttg aaaccttcca gcggatcaga
  2536261 gcggccctgc tccatgtgat ccggtgaact actggcgcac ccaactaaca gtacgcttgc
  2536321 gaaagccaac ccagtaaggc ggaagttcat atttttctcc atgaaagtct gtctatccct
  2536381 ttcacttaag ggatttgttt atttatttga acgcctattt tttgctcact cgacggccca
  2536441 ttgcctttga aatcctgcac cgcgctctca ccgtaccagt cgccagactg cgcattcgcg
  2536501 gccccatcca aagagaggcg tacacgtact ttcacctgct gtaaagaaga gagcaaacgt
  2536561 tctggcatca ttgcattgct gtcatccagc gtaaccgcta gcgggaatct gctcaatggc
  2536621 agttgcttta cagcaaccgg taccggattt atgccattgg tcacagagat aatcagtgcc
  2536681 ccttgttggg gtaatgcttg cgccgcatca gaggatagcg aaacctcaat tcccagtgta
  2536741 gctgtttctt gctctatctg tgatttggct tgctgaatac tgcgttttac cacgtctaca
  2536801 cgtgaatcgc tagccggcaa caattttagc ataacttccc acacggctat cgcttgtttg
  2536861 aaatcaccct gctcaaaagc attaaaagcc aataaactca tcgcacgtaa attcgtatgg
  2536921 tcttgcccca ccattgcacg caacatctgt gtcgccaatt ggttatcttc tggatcattg
  2536981 gatcgggtga gtacttcgac atacccgagt ttaacctcat tattatcggg cgcgagttga
  2537041 taagcgtgcg caaaagcctg tgttgcggtg gtggcattat tgagcgccat ccctactcgg
  2537101 cccaacatca tccaatcatt gacgttacca gcatcctgtt gcagagaggt acgtaaaccg
  2537161 agccccaagc gggccacatc ctccatactt aatggatcgg catgttcgtt ggcaacccga
  2537221 gcgcgtaatt caggcatttg cgcagcaacc tgatgccatg ccgcgacctg ctctaaaccg
  2537281 ccggttttta ggtacaaccc gaccgctacc accaccaata ccacgactcc gggcaataat
  2537341 acccagcgat tgatcgggtt ttttacttct cccaactgct gcgggatatc tgtcagcaag
  2537401 ttttgttgca gctctttaac cagttcaggc cgttctgcga tcacgccctg cgcttcatct
  2537461 tcggccaatt cagataaccg atcacgataa atagccttat tcagctcatc cctggtggta
  2537521 acccgcttat tttcattttt tcggatgacc ggaatgacca ataaggcccc tgcaaccgcc
  2537581 aacgaaatga tgactatcag ccaaaaagcc attatggttt tttcctgtca gattcttctt
  2537641 gtaacttatt attttgtaat gcgttatttt gtaatacgct attttcagcc aataagcttt
  2537701 gtaaccgttg ctgttcttgt tgtgaaagtg gcggctcttt ctcgactcgc cgccgggcgc
  2537761 gtaacaccac tatcgccgcc ccaattaaca caaacagtag cggccctgcc catagaatta
  2537821 tcgtcgcagc cgttactggt ggttcatagg tcacaaagtt accgtagcgg gccaccatat
  2537881 aatcaacaat ctgctgtttg gaataacctt gttgcatcag ttcatacact ttagcgcgca
  2537941 tatcggccgc aatggtggca ttcgagtcag caatactgtt gttctggcat tttgggcaac
  2538001 gcagttgctc ggtcagtgca cggtattgct gctcttgttc taccgaactg aagcgataag
  2538061 tatcgatggt cgccaatact ccccagctca atatcagacc cagtagcaga ctgagtaacc
  2538121 tcatgcgccc ccctggtact ttttatacag cggtaagatt tcctgctgcc agacccgatc
  2538181 attaagatca ccagcatggc ggtaacggat aaccccttga ccatcgataa ggaacgtttc
  2538241 tggtgcgccg tataccccca aatccaggcc caacattcca tcaccatcat acaaactgag
  2538301 aaaataaggg ttacccagcg aattcagcca ctgcacggct ttgctacggt catctttata
  2538361 attcaggccc accacacgga taccttgagc cgccaattta ttcaggtatt catgctcggc
  2538421 acggcaagtt gggcaccatg ttgcccaaac attcagcagt atcggtttac catcacgtaa
  2538481 taccgcctga tcaaaggttt tacccggctg ttcgagggat tccagtttga atgccggtac
  2538541 gggcttgccg atcagcgccg actccaacat cgttggatct tcgccgttgg cattacgggt
  2538601 cagttgtatc aggaatgcca cgaccagcag taagaaaagg accagcggaa taaacatcag
  2538661 cttattgaat gaggattgag gtttcatgac tctgcctccg gtatcgcacc gcgttttagc
  2538721 tttttactca tccgatagcg cggatcgagc atacagaaga tgccgccgac ggccataaag
  2538781 atcccgccaa accatatcca acgcacaaaa ggtttgtaat acaagcggac cgcccatgag
  2538841 ccatcgccca gctcttcacc caaggcggca taaagatcgc gggtcagccc cccatcaatg
  2538901 gctgcttcag tcatcattga gcgggcgaca ctgtaatagc gtttttctgc atgtaatgtg
  2538961 gcctccaatt taccattacg ggtgacatca ataatgccaa cgccgccggt atagttaggc
  2539021 cctttgatat cgtggacatc gcgaaaagtg aagtgataat catggatatc gatactatca
  2539081 ccggccttca tgcgcacatc gcgttcgaca ctgtaattct ggctaaacgc aatcccaatt
  2539141 accgtaaccg ccaccccgag atgccccaac accatgcccc agtggctacg ggaaaggtga
  2539201 gtcaacccac gccagaagcc ataacgatgg gtggcccgtt cgtgcaattc cattaatgtc
  2539261 aggatgatca cccaaatggc catcatcaac ccgacgaccg tcataccggc gacactatct
  2539321 tgcagcagcc acggtacgga tatcgataac agcagagtga ccaccagagc cacactcaac
  2539381 cgcttccaca gtttgctcgg ttcatcacga cgccaacgca cgagcggccc tatccccatg
  2539441 agcaatgcca tcggagccat taaccaagtg aacatcgtat taaagaacgg ttcaccaatg
  2539501 gagatactgc ccaatcccaa ctgtttgtga accagtggca gtaatgttcc cagcaacacc
  2539561 acgagcattg cggcaataag caacacattg ttgccgagca ggaaagtctc gcgggaaaag
  2539621 acttcatgct gagtccggct gcgcacctgc gcgcctttta ccgcatacag cagcagggaa
  2539681 ccgccaatca caatcaccag ataggccaga ataaacatgc cacgggccgg atcagaggca
  2539741 aaggagtgca ccgaaaccag cacgcctgag cggactaaga atgtccccat caaacacaag
  2539801 gagaacgcgg tgatcgccaa caataccgtc cacgctttga aagtaccgcg cttctccgtg
  2539861 acagccagtg agtgaatcag tgcggtacct gccagccacg gcataaagga ggcattttcg
  2539921 accgggtccc agaaccacca gccgccccac cccaattcat aataagccca cgctgagcca
  2539981 agtacgatgc caagcgttag gaaaatccat gcggcctgag tccatggacg tgaccaacgc
  2540041 gcccaggcac tgtcgagcct accggccatt aatgatgcaa ttgcaaaagc aaacgcgacg
  2540101 gagaaaccga cataccccat gtagagcagc gggggatgga aaatcaaccc aacatcttgt
  2540161 agtagcgggt tcagatcgcg gccatcaata ggaaaatcag gtaatgtgcg agagaacggg
  2540221 ttagacgtca gaataataaa tagcagaaaa ccgccggtaa tcattcccag cacggataac
  2540281 acccgcgcca ccgcatcctc tggcatcgaa cggctaaaca gcgctaccgc caatgaccaa
  2540341 caactgagca gcaataccca taataataag gagccttcgt gcgctcccca actcgcggca
  2540401 atacggtaat aaatcggcaa atatgagttg gaattcgccg cgacatagga gacggtaaaa
  2540461 tcatttacca caaatgcata tatcagacag ataaatgaca acgtgatcgc ggcaaacatg
  2540521 ccataagtca gtggcctgcc aaccgccatc atacgggcat cctgacgcgc ggctccccat
  2540581 tgtggataca gactcagcag cagtgaaatc gccaacgcca aacataataa aaaactgcca
  2540641 atttcaggga tcataaggca ttacccgtcg tattagtgcc acgataagcg gccgccgggc
  2540701 gagagtggtt ctctttcatt gcctcttcaa cttcaggtgg cgtgtatttt tcatcatgct
  2540761 ttgccagcac ttctttggca tggacggtat taccttcagc aaatacccct tgcgccacga
  2540821 ccccctgccc ttccctaaac agatccggca gaataccggt gtatgtcacg gtgacagcgc
  2540881 cacgcgcatc ataaacttga aaactcattt ccaaagtctt tgcatcgcgt tgcacggatc
  2540941 ccggcatcac catgccgcca atacgtaaac gttggcctat tgctggtttc tcatggcgtt
  2541001 cgcctttgcc ctgtaaaatt tcgccggggg tataaaatag atcgatattt gaacgcagcg
  2541061 catacagcac caacgtggtg gtcaaagaga tgccgatcag aaccaccatc gccagataga
  2541121 gccgactttt tctacgtggg ttcacggtcg cttctcctgt aaattggcga tgtgctgggg
  2541181 tgcttgttgt aacggtgctt gatgtaatgg tgcttgatgc aacggtactt gatgcatcga
  2541241 tgtctggtta agctgcgcct gacgaatacg ttgttcccga gcctgacggc ggtgaatatc
  2541301 ggccagtagc tgtttgtgct gccacagcgt gtgcattagc aagcccagca atgataacaa
  2541361 ggtggctgcc acagcgagcc agacataaaa ggcatagttg cccatggcaa aaaattctgc
  2541421 ccatgagtga aaagcggggg tcatacgcgc ggctccttgc gtaataaggc agtaacccaa
  2541481 ggacggtggc gctcttgctg caaaatcaaa ttacgcaagc gcattaatgt cagtgtgata
  2541541 aagcataaaa gaaaacccaa aatcgcccag cgcagaggtg agcgcatact cggatcaata
  2541601 ctttgctgca tattggtcga gccttgatgc aaggtattcc accaaacaac ggagaaatga
  2541661 ataataggga gattaaccac gccaaccaac accagaatac cggcagctcg cccagccaat
  2541721 ttacgatcat caaacgcgtt atatagcgcg atcacgccga gatacaggaa taacaggact
  2541781 aattccgatg tcagccgtgc atcccagatc caccaagtcc cccacatcgg tttaccccac
  2541841 gcagagccgg tgaccaaagc aataaacgtc aatactgcgc ccaccggagc catagccgcg
  2541901 accaggttat cggccatttt tatctgccag accaatccca caaacgcagc aatagccatc
  2541961 gacatataga tacccatcga ccaaattgcc gccggaacat gtaaatacat gatgcggaaa
  2542021 ctgtcacctt gctgataatc cgatggtgcg aaacccaatc cccataccca gcccacagcc
  2542081 agacaaataa tggccccgcc tccgaaccac ggaataaggc ggccacacaa cggatagagc
  2542141 cgttcaggtt tggcaaattg atgaaaccat ttccacattt ttcattgctc actgtaaaaa
  2542201 attggacatt aggcagactt aacatcagcc cattgggtga ttactgtatg ctcacccgta
  2542261 acgctgctgc cgtcgcaaaa ggcgcaagtg tcacactccc tgccagcatc gcacctaaaa
  2542321 tagccagata accgtcgatt ggcatcgcca ttgacgcggc atcaatggcc gccgtcgcaa
  2542381 agattaaaac cgggatatac agcggcaaaa ccaatagact cagcagcacc ccgcctttac
  2542441 gtaaccccac cgtcaacgcc acgccgatag caccgataaa actcagtgtt ggtgtcccaa
  2542501 gcaggagcgt cagccccatc gcgatagcgg tattgacgtc cagagaaagc aataaagcaa
  2542561 ccagcggtga taacaccaat aaaggcagcc cagtgacgac ccagtgagca catactttgc
  2542621 ctaagacggt gagggggagt ggtgtaggca ataacagcaa ctgttcaagg gagccatcgt
  2542681 aaaaatcatc acggaataag cgctccaacg agagtaacga ggccaacaaa gccgctaccc
  2542741 acacgatgcc cggtgcaatg cgagccagca attgtggctc tgggcctatc cccaatggga
  2542801 acagcgtaat aacgatcaaa aagaaccaca gcgggttaac gatttccgca ccttttctaa
  2542861 aggctatttt taattcacgg cgcaacacgc tgataaacat gacttctcct gcgtgttggc
  2542921 taaacaaatt ttacggacat tgtggctaac cgcgcccaaa tcctgatgcg tggtcaacag
  2542981 caccattccg cccttagccg catgttgtac aaacagggcc aacaacgtac tgaccccttg
  2543041 cttatcgata gcggtcagcg gctcatccaa aatccacaaa ggtgccggac ttaaccacaa
  2543101 gcgagccaag gccactcgac gttgctgccc cgccgataac tgagatacgg gtaaatcttc
  2543161 ataccctacc aacccaacct gagctaatgc ctgccagatg gcggcgctat caaccttctg
  2543221 aaaaaccgat tgatagaaca gcagattttc aaacggtgtc agcacagatt taattcccgg
  2543281 ttgatggcct agaaacaata aatcctgatg atatttggcg cgatcccgac gaatattctt
  2543341 atctcgccag ttcacttgcc cctcatcggc ctcagcaaga ccggctaaaa tacgcagtaa
  2543401 actggtcttt cctgccccat ttggcccttc aatctgcacg atctcgcctg gtgcgataca
  2543461 gaaactcaac tgctgaaata aacagcgatc atcgcggata caggtcagat tttttgcttc
  2543521 cagcataagg gggtgtcttc cgatcgtcgg atggccagtt caggaaaacc gaatgataac
  2543581 ataaggctta acccttacgt agggaacgcc taagactatc cctaccctta tagaggtaat
  2543641 attcggtacc agatcaaatt tttgtaggaa agtccatcga cgttaacatt tcatgatgtt
  2543701 tttatcgtga caataccatt gggaatagta tggacataga cagagcagaa tcaggcaggc
  2543761 agaagccagc gtagaaagcc tagtgtcgtt gttgacttaa ccatcagggg acctttgtta
  2543821 aaaatccacc gccgtatttc catcggggtg catgaatgcg attaagcggt aaggctaaat
  2543881 attgggggga attacactgc gacggcggtt ttcagttgct gaagattatt gatgatataa
  2543941 cctcccccta atcgctctca ctaattattt ttatttatta caatggccga cgagttcttt
  2544001 ataggcatca tcaatttttt tctttgcagc ttctactcga ccactaacaa gataagtatc
  2544061 tgttctttta gggaaatcag ttaggaagtc tatatagctt ttataaaact ccactaaacc
  2544121 tgacgtttcg ataaatgcga gcaaagaaat tcctatgaca ctatcatcat ccacgccctt
  2544181 aaattttgta tatttttcta gtacagccat ccactcatca tcatatgaac ggtaatacca
  2544241 ttcattaaaa gcttcgacat tgacatttgt ttttgtaact tctttaccat cgcctggttt
  2544301 cacgttcatt ttacctgaaa aataagcggc atcgtcaaag ataccgtatg cttgcttaca
  2544361 ctcatcagac atagctaaag taccaaacga aaccaccaac aataccccaa aaattagggt
  2544421 ggattttatt aaactcatca tcattccttg tcttattttt tgccaagacc ccgtcatact
  2544481 tcaagttgca tgtacgttgg ctatgtaatc cctccggttt ttagtaccac cgccaaggag
  2544541 cgtgccgtaa gcacctcgcg ttatacaaca tgctatacaa gttttgcgtg gctgttacgg
  2544601 gtatttctgg gatttctttg gacgtggatt tttataacgc agttgttttt aaaggttttt
  2544661 taggctttat tgaacatctt gagaagtgct aatggtgtcc ccgactggaa tcgaaccagt
  2544721 aactagccct taggaggggc ttgttatatc cgtttaacta cggggacccg atcatcggcg
  2544781 cgctggatgc cgatgggggg tgaccggtgc attatacgca ttttgaccca aataataagc
  2544841 agttagcgat ctgtttggtc attctgtcgc caaatggtag tgaataacca tgaaaaaccg
  2544901 cccaaacctg ttcatttatg gcttgccacc ttcctgtaac tggaattatt taggcgatat
  2544961 atcatcacga tttacccagt ctgccagtgt agggtgttat ccatataaat atcatgggat
  2545021 aatactttct ctgtcaaaca tggattgaaa aaaatggaaa tttatatcgg tttagctgtt
  2545081 gttgccttaa tacttatttg ggcggtcatg acctataacc gctttatctc ccttcggcgt
  2545141 ttcaaagatg aagcctggag cgatattgcg gtacaactca agcgccgaca cgatctggtt
  2545201 cccaacctgc taagtctggt caaacgctat gcccagcacg aaaaagaact cctggaagag
  2545261 atcacccgcc aacgtagcaa ccttgttggt aatacccgcc aaattgccga aaatgagcga
  2545321 gaatattctg gcattcttgg ccgcgtattt gcgttagcag aagcttatcc cgatttaaaa
  2545381 gccaatgaga atttcctgtc tctgcagcaa tccctcgctg aaatagaaga acaacttcag
  2545441 atggcacgtc gttattttaa tggcacagta cgggacttca atattctggt ggagtctttc
  2545501 ccaagcttac tgttagccca tttatttaat tttaaagcag atgtattttt tgaacttgaa
  2545561 aatcctgatg aagccaaatt accacggatg gaatagcaga atggcacgct tgtctggcaa
  2545621 ggcattatac gttatctgga tcttattgtt acttgtgacg ggaaccgttc aggctaccgc
  2545681 cgatgagatt tccgtgagta caccggctgt cgaagcacca aagggccacg gccttatccg
  2545741 tgcttatgaa cacattctat cgttcgatac tcatgcgcgt tttgacgccg atggcagtat
  2545801 ggagatgcgt gagaatatta aggtgttgtc cctcgggaaa caaataagcc gtgggatttt
  2545861 ccgtacgctg ccgttaacct ggaaccgaca ggatggcaaa tttttcagcg tcgaatatca
  2545921 gattaaaaat gtattacgtg atggggtggc cgaacctttt agtgtgacga aagaaggcga
  2545981 aacactgatg gtccgtattg gtcgcgctga ccatatattg aagcccggta tttataatta
  2546041 tgtgatccaa taccaagtca gcaatcattt cagccgattc cccgattggg atgaactgta
  2546101 ttggaatgtg acaggtaacg gctgggaata tcctattagt aaagccagtt tccatctgga
  2546161 attacccgca agcgaagcgt ttctaaatag tgaaggcaaa gatacccggt tgagcacgat
  2546221 tgatgtttat accggcaggc tcggcgaaaa agaacaaaat gccaaaattc tggccgatgg
  2546281 tagcgtacag acgtcgcaac cactcaaaca aggtgaaggt ttgaccgtcg cctatacttg
  2546341 gccgcgcact attcttgcta acgcacctgc accggaaacc tcctcactgt tagtctatct
  2546401 gctgctgcct accgtgcaaa ccagcgtatt atggataccg atactcctcc tcattggcta
  2546461 ttacctgctt tggtggcgta aaaatgttac cgcgattggg ctgaaaatgc cgccgatagt
  2546521 gccgctctat gcgctccctg ccacgctgtc accgggctat ctgcgttatg tcactcagcg
  2546581 taaatacgat gcgattgcct tcagtagcga tttgctgaat ttagtcgctc aacgtagcgt
  2546641 agccattaaa acaaaaaaga gtaaaaacaa aagcccatgg gttttaaaca gccgcgatga
  2546701 acagtggcta tcactccaat ccgatggcaa tcagctcgat atccatgata agcaattact
  2546761 gcatacgctg tttagtagca accgtaagaa tatcaatctc agtaagcccc atcagcggcc
  2546821 aatgcagaag gcgctgaagt ttttagagaa acgctgtgag gatcagcaag agaagttatt
  2546881 cagtcaatgg cttgggccaa tatggcgtgg aatatttatc atgctattgg tgcccgttat
  2546941 ctgcggcctg ctattcaata cgggtatcgc cttcattact attcccgttt tattgttgct
  2547001 gctattgggc atcaacctcc tttctttacc gctgaaattt ttatttagcc ccaaacaagt
  2547061 attggatagc cggggggctc tctctgtatg cttcgcgcta ttatttggct tattggctct
  2547121 ccttcccgtt ggtcttttta tctttaacct ccccccctta acccagttac cggctggata
  2547181 cttaggcgct ttattggttg ctattttgct ctgcgttact tttaccagga tggtaccccg
  2547241 ttacacacaa cgagggctaa atcatcttgc tatcgctcgc ggactaaaat tatatcttgg
  2547301 taccgcagaa aggcatcgct atcaggccct ttatccgccg gacaaactgg ttgcccattt
  2547361 tgaaagtatg ttgcctgtgg ctttggctct cggcgtgggt aaaacgtggg cgaatagttt
  2547421 tgcacaatat ttggtcagca caggcaccct gtcggtggtc tttgccaatg ccgactggag
  2547481 cagcgtgaat cacttcagcc aatcctgtag ctcatccgct acggcaaccc ccagccgcag
  2547541 ttctgactcc agttccagct ccagttcgag tggttcaggc tcctccggcg ggggttcgtc
  2547601 tggtggtggt tctggcggtg gcggcggcgg tggctggtaa cgttcgtcag tcagggaaaa
  2547661 gatggcgaat gttctgaatg agaagaatac tcattaattt tgtctgttat tgggtatcag
  2547721 ttcgatgtgt ccgtcactcg gtgttgggac atttttttat tctattttta ttatttatct
  2547781 ataataaaca atgagttatt tatttttatc gtgattcgcc aaaaaatgaa aatccaggcc
  2547841 ggatggtaga acagcgactc tactgcagag acccgcaatt atcccattac ggccgttatt
  2547901 catcacttag ctattcttta attaaataaa aagtgtaaaa tgcatacaca tcaatacagt
  2547961 aacctgtaat taactacgtt ttaatattta tatcgtttta ttttaaggag ttaccgtgca
  2548021 gacattacca aactgtccaa aatgcagttc tgaatttaca tggcaggaag gggagcaact
  2548081 gaattgcccg gagtgtggtc atgagtggtc agaaagcagc cattcaaccg aggccgacga
  2548141 gggccttgtg gtctatgacg ccaatggtaa tctgctggct gatggtgatg cagtgacggt
  2548201 ggtgaaggat ctgaaagtaa aaggcagctc ttcaaccctg aaaatcggca ccaaagtaaa
  2548261 aggtatccgt ttggttgaag gtgatcacaa tatcgattgt aaaatcgatg gatttggcca
  2548321 aatgaagctc aagtctgaat ttgttaagaa aagctaatgc attaatgggt tctttgccac
  2548381 ccaagcagag agcccttcta ttatcttgga agatcttatt atcctggaat atcagcgcgc
  2548441 tccggacata acatcgataa taacgattat agaaagtagg ctaaagccaa taaaaataag
  2548501 ccaactgact gagtggaaag gatacgttct ggtgaatctg gcaatttccg tcccctcttt
  2548561 ggtggtgaat tttttgctaa caacccggaa actaatgatg tatccaaggc tatagagata
  2548621 ccacccaggt agtgtccata ccgccaactg acgcccgcca ataagggcca gacacagcgg
  2548681 aatagcaaaa aataggagcc tgtccataat tctgtgtaac tgccaccgta ttaaaggtga
  2548741 tcgctcaggc ggtcaccgaa ctcgataata aaacggctca tcgctaaccg ccagttctgg
  2548801 atcggcatac tccatttttt tgatgcatcc ttgatcgcca aataaacaac cttccgcact
  2548861 gagtcgtctg tcgggaacac tttgcgcttt ttaatggctg cacggatcac gctgttcacc
  2548921 gattcgatgg cattcgtggt gtagatagcc ttgcggatat cgggcggata gccgaagaat
  2548981 gtattgagat tttcccagtg cgtacgccaa cttttgctaa tttgcgggta tttgtcgtcc
  2549041 caggcctccg caaacttatc cagcgccatc agcgccgcct cttctgtcgg agcctgatac
  2549101 accattttca aaccgctggt gacggcttta tagtccttcc atgacacata tttcaggctg
  2549161 ttgcgtacca tatggatgat gcacagctgg atgtgagtct gcggataaac actgtttatc
  2549221 gcatccggga accccttcag gccatccacg caggcaatca gaatgtcctg aagaccgcga
  2549281 ttttttagct ctgtcagcac acttagccag aacttcgcac cttcattttc tgccagccac
  2549341 atgcccagca gctctttctg accttcagtg ttgatgccca gcgctaggaa cactgctttg
  2549401 tttatcacgc taccgttctg gcggactttt acgacaatgc agtccatata aacaatggga
  2549461 tacagagcat ccagttggcg gttttgccat tcagcaacct gctcttttac ggcatcggtg
  2549521 actttagata tcagcgtggg agacacatcg gcgtcataca tctctttgaa ggtggcgacg
  2549581 atttcgcggg tggtcatgcc tttggcgtac agggacaaaa tctggctgtc catctgtgtg
  2549641 atacgcgtct gatttttctt tatcagctgc ggttcaaagg tgttttcgcg gtcgcgtggc
  2549701 gtattcagct cgatttcgcc gtcgtcgcat agcagtgttt tggacgaata gccgttgcgg
  2549761 gtattcgagc ctgatttagg ggtatttttc tcgtgcccga ggtgttcggt aagctctgca
  2549821 tttaacgctg tttcgacggt aagctttgtt agcatacgag aaaatgcatt aaggtcggct
  2549881 tcggttttaa gacctttagc cagttcagcc gcaagtgctt taagtttctt ttcgtccata
  2549941 atttgcctgt ctccgttgtt ggagtgaaga tatcaaaaac aggcaattac acaatattgt
  2550001 ttacagtctc aaaatcatcc cgtttaggcg taaaagtatc aatcaagatg ctgttgtctt
  2550061 ccaacgatac tgcaccgtgc atttcatttt tcaccgcgcg atacgcatcc cctgctttca
  2550121 aaatacgttt ttgcccttca atctctactt cgaagctacc tgctgcaaca taagcaatct
  2550181 ggtcatggat atcgtgttta tgagcgacac caatagcccc tttttcaaag tgaacacaga
  2550241 ccatcatcag ctcatcgctc caggtcatca ctttgcgttt aatgccattg cctaactctt
  2550301 cccaaggagt ttcatcattg ataaagaaca ttttcattat cttgcctcat tttacagaat
  2550361 aagtttctgg tgtagcgcag tcacagtttt acgctgaatc gagtgcattc tacgggtaaa
  2550421 atccgtaggg tgaccataat taatccaaaa atcatgacgt gcctcaaaaa acaataaaac
  2550481 atcatttcat ttttattgaa ttaacttccc gcaaacacta tcatctctgc atcacaagaa
  2550541 acactcggtc aaaaatcaga ctcgtgtaga tgccagcgca caccatggct tcatacgcac
  2550601 tttctgaccc tatcgtggtt tctggcctgg gttatcccca ccaagatacg gttctacaag
  2550661 agaggcactg acatgcaagt tcgtcaaagt attcatagcg accacgctaa gcaactcgac
  2550721 acagctggcc tgcgccgtga atttctgatt gaaaagattt tcgccgcaga tgactacacc
  2550781 atgacctata gccacattga ccgcattatc gtcggtggca ttttaccggt cagcaaagcc
  2550841 gtcagcatcg gtaatgaagt gggtaagcaa ctgggtgtca gttacttcct cgaacgccgt
  2550901 gaattaggtg caatcaatat tggtgggcca ggtctgatag tggttgatgg gcagacttat
  2550961 gacattggca atgaagaagc cttgtatgtc ggtaaaggtg cgaaagaagt aaaatttagc
  2551021 agcatcgaca gggctaatcc tgccaagttc tactacaaca gtgcccctgc tcacaccact
  2551081 tatccaaaca aaaaaatcac cctggcagag gcgtcaccac aaacgttagg tgatgatgcc
  2551141 accagtaacc gtcgcactat caacaaatat attgtgcctg acgtgttacc cacctgccaa
  2551201 ttgagcatgg gtctgaccaa actggctcca ggtagtctgt ggaataccat gccatgtcat
  2551261 acccatgaac gccgtatgga agtgtatttt tactttgata tggacgaaga gactgccgtc
  2551321 ttccatatga tgggacagcc tcaggaaacg cgtcatttgc tcgttcataa cgaacaagcg
  2551381 gtaatttcac caagttggtc tatccattct ggtgtaggca ccaaacgtta taccttcatc
  2551441 tggggcatgg tcggtgaaaa ccaagtcttt ggtgatatgg accatatagc tgttagcgaa
  2551501 ctgcgttaag tatcacctat taaagccacc tttacggcgg ctttcacctc caataatgaa
  2551561 atcgcggtca tcgttgaccg ccttgagaga gattttagct atgattttag attcctttga
  2551621 attgaaaggt aaagttgcgc tggtgactgg ttgcgatact ggcttaggcc aaggcatggc
  2551681 gatcggttta gcagaagcgg gttgcgatat catcggcgtg aatattgtcg agccacgtga
  2551741 gactatcgaa caagtgactg cactgggccg tcgctttttc agcctgaccg ctgacctgag
  2551801 caacattgaa tgcatccctt ccctattaga gcgtgctgtc gctgaatttg gccatattga
  2551861 tattctggtc aacaacgcgg ggatcatccg ccgtgaagat gccattaatt tcagcgaaaa
  2551921 ggactgggac gatgtcatga acgttaacat caagtctgtg ttctttatgt cccaagcggt
  2551981 tgctaaacag tttattaaac aaggtaatgg cggcaaaatt attaacgttg cctcgatgct
  2552041 gtcttaccaa ggggggattc gtgtcccttc ttatactgcc tcgaaaagtg ccgtcatggg
  2552101 cgtgacccgt ctgttagcca acgaatgggc aaagcacggc atcaatgtca acgcggtcgc
  2552161 tccaggttat atggcaacca ataacaccca gcagttgcgt aaagatgaag agcgtagcaa
  2552221 agagatcctt gaccgtatcc cggctggccg ttggggctta cctgatgatc tgaaaggccc
  2552281 agtagtcttc ctggcctcta aagcatctga ttatatcagc ggttatacta tcgccgttga
  2552341 tggcggttgg ttagcacgat aaaccaccat ctactatcca ctatcgcgat taatttgagt
  2552401 taacacgact tatctacctt attgtgacat tcaactcaaa aacgcatcag gcacaacttt
  2552461 ggttgtgcct tttttattat ttatttatca attagttaac aaataaaatt ttcggttttt
  2552521 ttcttataaa accaccaaaa taaaaaatca aaacaacgtt ccgacttcga tcacactttt
  2552581 gtcattcatc caatgactcg ccagtaaata caaatataat agattgaaac gatgtttcta
  2552641 tttataagga acctaaagcc ggttccgtcc tgacgtttcg aaggtggggt tacgacgatg
  2552701 ggttttacag gcaacattaa aggcagcgac gcaatgatga ttaactggct cagcgctatc
  2552761 cgcagctatg ttgatttagt ccagtctgtt ggtcacagtc agcttaatcc atccccattg
  2552821 ctagccgatg gttttgatgt attgactcac caacctgttg tttgggaatt ccctgacggc
  2552881 caccatactc cgatatctaa cttcgccagc cagcaaaact ggttacggac attggatgcc
  2552941 ctcagcttgg tgactcagga tccgcaatat caccagcaag cccggataca aagcggctat
  2553001 tttatgcagc atggtgtcca taacgaaagt gggctttttt actggggtgg gcatcgtttc
  2553061 ctcaatctgg ataccctaaa aactgaaggg ccagcctcaa aagaccaggt acatgagcta
  2553121 aaacatcatc tgccctatta cgatctactg gtaaccattg atcgggagag gacccttaat
  2553181 ttcttacaag gattttggca cgctcacgta gaagattgga aaaccctgga tctgggccgc
  2553241 catggcaatt acagcaagca acgtgaccca caggttttta cccatcctcg atatgatgtg
  2553301 gttaacccag cagagttacc aaaactgcct gaaaccaaag gactcacctt tgttaacgcg
  2553361 ggcactgact taatttacgc agcctataaa tatgctgaat ataccggcga tgctgcggct
  2553421 gcggcatggg gaaaacatct gtaccgccag tatgttttag cgcgtaatcc tgaaacaggt
  2553481 ttaccggtct atcagttcag ttcaccacaa caacgccagc caatacccgc tgacgataac
  2553541 cagactcaat cttggtatgg cgaccgtgcc aagcgccaat ttggcccaga gtttggtgaa
  2553601 attgcccgtg aagccaatgt gttgttccgc gatatgcgcc cattgttgat agacaatcca
  2553661 ctcgccatgc tggatatctt gcgccagcag cctgatgcag aggtcttgca gtgggtgatt
  2553721 gatggtctca agaattacta tcgctttgct tatgatgtcg agagcaatac attgcgccca
  2553781 ttatggaacg atggccaaga tatgagtggc tacgtcttac cgcgtgatgg ctattatggc
  2553841 gtcaagggca ctgttatctc accattccca ttagacgtcg attatttgtt accgctggta
  2553901 cgtgcctggc ggttaagtga agatgaagag ttactggatt taattggcgt gttattgctc
  2553961 cgctggcaat tagctgagct gaataaaaca cagcggcgcg caacactgat ggccgctcaa
  2554021 cgccctattg cctctcccta cctgctactg gctctagtcg aactggctga gcattgtcaa
  2554081 tgccctacat tgtttacctt ggcatggcaa ataggtgatg acctctttaa acgacattac
  2554141 caccgcggac tgtttgtaga atcggctcag caccgctatt tccgtatcga caatccgatt
  2554201 gcattagcat tattaacctt gattgccgct aaacaagata agttagcagc aatacctcaa
  2554261 tttattacta acggtggtta tatccatgga gattatcggg taaatgggga aagccgaact
  2554321 ctgtatgaca tcgattttat ttatccgaca cttttgaatc agtagtttta tttatctttc
  2554381 attttattaa aaataggtaa gcattatgaa tgaaaacaga atgctggggt tagcctatat
  2554441 atcaccttat ataatagggt tgataatatt cacggctttc ccctttgtat catctttctt
  2554501 tctcagtttt actgagtatg acttaatgag ccctcccgtc tataacggga tcgagaatta
  2554561 tcgttatatg ctgacggaag atgacttatt ctggaaatcc atgggcgtga ctttcgctta
  2554621 tgtgtttctg actattccat taaaattggc ttttgctcta gggatcgctt ttgtactgaa
  2554681 ctttaaatta cggggtatcg gtttcttccg taccgcattc tatatcccat caatcctcgg
  2554741 cagcagcgta gcgattgccg tattatggcg cgcgttattc gcgattgatg gtttgcttaa
  2554801 tagctttatt ggtgtctttg ggtttgaggc tatcaactgg ctgggagagc catcactcgc
  2554861 gttgacctcc gtcacattac tgcgtgtgtg gcagttcggt tctgccatgg ttatcttctt
  2554921 ggccgcgttg cagaacgtac cacagtcaca atatgaagca gccatgattg atggtgcctc
  2554981 taaatggcaa atgtttatga aagtcaccgt gccactgatt acgccggtta ttttctttaa
  2555041 ttttattatg caaactacgc aggccttcca agaatttact gcaccttatg tcattaccgg
  2555101 tggtgggcca acccattaca cctatttatt ctcactctat atctacgata cagcgtttaa
  2555161 atattttgat atgggatacg gcgctgcatt agcctgggtg ttattcctgg tcgtcgccct
  2555221 ctttgcctca attgcattta aatcatctaa atattgggtc ttctactccg ccgataaagg
  2555281 aggaaaaaat gactgacgta caacaaactt ccaaccagaa aaaatcagat ctggctcagg
  2555341 atattgctga tgcggaaatt agccgcacat tacgcaaagc taaagtcagt gctgctttcc
  2555401 gctatatcgt tttgattatt gtcggtctgt taatgcttta tccgctgttg tggatgttct
  2555461 cagcagcatt taagcctaat aatgaaattt tcactacatt aggattatgg ccagagcacc
  2555521 cgacaagtga tggtttcatt aacggctgga aaaccggtac tgaatataat ttcggtcatt
  2555581 acatgctgaa cacctttaag tatgttattc cgaaagtgat cctgaccatt atctcttcca
  2555641 ccattgtcgc ttatggcttt gcgcgctttg agatcccttg gaagaaattc tggtttacca
  2555701 ccttgatcac caccatgttg ctgccaagta ccgtgttgtt gatcccgtaa tacatcatgt
  2555761 tccgtgaaat gggcatgctg aatagctact taccgctcta tctgccgctg gccttcgcca
  2555821 cacaagggtt cttcgttttc atgctgatcc agttcttgcg cggtgtcccg cgtgatatgg
  2555881 aagaagcagc acaaattgac ggctgtaact ctttccaggt gttgtggtat gtggtagtgc
  2555941 caattttaaa accggccatt atctctgtcg ccctgttcca gttcatgtgg tcaatgaacg
  2556001 actttatcgg cccactgatt tatgtctata gcgtagataa gtacccgata gcgctagctc
  2556061 tgaagatgtc aattgacgtt accgaaggcg caccgtggaa cgaaattctg gcaatggcaa
  2556121 gcatctccat tctgccgtcc atcattgttt tcttcctggc tcaacgctac ttcgtgcaag
  2556181 gcgtaaccag cagcggaatt aaaggttaat agaggattta tcatggctga agtcattttc
  2556241 aataaattag gtaaagttta ctccaacggt ttccgcgcgg tacatggcat tgacctgaag
  2556301 attaatgatg gcgaatttat ggttatcgtt ggtccatctg gctgtgctaa atccacgacc
  2556361 ctgcgtatgt tggccggtct tgaaacgatc agtgatggtg aggtccgtat tggtgaccgg
  2556421 gtggtcaata atttagcgcc caaatcacgt ggcattgcca tggtgttcca gaactatgcg
  2556481 ttatatccgc atatgacagt aaaagagaat ctggcctttg ggttgaagtt aagcaaatta
  2556541 cccaaagatc aaattgaggc tcaagttgct gaagccgcca aaattctgga attagaagat
  2556601 cttctggacc gcttaccccg ccagttgtcc ggtggtcagg cacagcgtgt tgctgtgggc
  2556661 cgtgccattg taaaaaaacc agatgtgttc ttgttcgatg agccactatc aaacttggat
  2556721 gccaaactgc gcgcctccat gcgtattcgc atctctgatt tgcataaaca attgaaaaaa
  2556781 agcggtaaag cagcaaccac cgtttacgta acccatgacc agacagaagc catgactatg
  2556841 ggcgaccgta tctgtgtgat gaagctgggc cacattatgc aagtggacac ccccgacaat
  2556901 ctctatcact accctaccaa tatgtttgtt gccggtttta tcggcgcgcc ggaaatgaat
  2556961 atcaaaccga gcacgctggt agaaaaagag gggcaaattg gcctgacagt tggtcaatac
  2557021 accctggtat tgaatgaaag acagcaggcc aaagttgcca cccacaccgg agaaaaagtg
  2557081 ttctttggcg tacgtcctga atttattagc atgtctctgc aaccgtttgt cggtaatcac
  2557141 tcacaaggtg aactggttcg ggtagaaaac atgggccatg aattctttat gtatatcaag
  2557201 gttgaaaact ttgaattgac ctgccgtctg ccgtctgacg aagcacgacc gattattgaa
  2557261 aacggcctgc atcgcaccgt gtacttccag tttgatatgg ataaatgcca tatctttgat
  2557321 gcaaaaacag aaaaaaatat ctctctttaa caggagcagt acccaatgaa aaaagcgatc
  2557381 ctacacacgc taatagcatc cactctggct ctattgtcac atcaagcttt tgcagcacag
  2557441 gacgacgtca atttacggat gtcatggtgg ggagggaacg gccgccacca ggtaacattg
  2557501 aaagctctgg aagaattcca taaacaacat ccgaatatta atgttaaagc ggaatatacc
  2557561 ggttgggatg gccatttatc tcgtttgact acacagattg caggcggtac tgaacctgat
  2557621 gtcatgcaga ctaactggaa ctggctgcct attttttcta aagacggaac aggattcttc
  2557681 gatttaaata acgtaaaaga acaactggat ttggcgcaat tcgatccaat cgaactgcaa
  2557741 cagactaccg ttaatggcaa actgaatggt attccgatct ctgttactgc acgtatattc
  2557801 tatttcaatg atgcgacctg ggctaaagca ggtttagaat atccaaagac atgggatgag
  2557861 ttactcaacg caggccaagt atttaaagaa aaattgggtg accaatatta ccctgttgta
  2557921 ttagagcatc aagatacttt agcgttaatc cgttcttata tgacacagaa atacaatatt
  2557981 cctaccgttg atgaagcaaa taagaaattt gcctacacac cagagcagtg ggttgagttc
  2558041 tttaccatgt acaaaaagat ggtagatagc catgttatgc catcttccaa atactatgct
  2558101 tcattcggta agagtaatat gtacgaaatg aagccgtgga ttaatggtga gtgggcagga
  2558161 acttatatgt ggaactcaac cattactaaa tactctgata acctgaccaa acctgcaaag
  2558221 ttagatctgg gcccatatcc aatgttgcct gatgcaaaag atgctggctt attctttaaa
  2558281 cctgcacaaa tgctctcaat tggtaaatca actaagcatc ctaaagaaag tgcgatgcta
  2558341 attaacttcc tgctaaacag caaagaaggt gttgatgcat taggccttga acgcggtgta
  2558401 ccgctgagcg cagcagctgt agcccaattg cgtgccaatg gtgtgattaa agatgaagat
  2558461 ccttctgttg ccggtttgaa tatggcattg gaattaccac atgaaatgaa gacctcaccg
  2558521 tacttcgatg atccacaaat tgtttcactg ttcggtgatg caattcaata tatagactat
  2558581 ggtcagaaaa gcgtagaaga aacagcagaa tactttaata agcaaggtga tcgtattctt
  2558641 aaacgtgcaa tgcgttaatt aatctaatta tttaacttaa gtcacaaaat aaccctgcca
  2558701 tttatttggt ggggttattt tgtttaatca aataaaataa cccgccaact agatcggtat
  2558761 cacaaaataa tatcgaaatt ataaattagt tactaagaaa gatcttgatc acacaattaa
  2558821 ttaaaaatac aaatagaatg tatgacaaca acaaatgaaa cattgcttct ttttttgtgg
  2558881 ttgcgcgttt tgttcatatg ttgattttta tagttttgtt gttttgaata accataactc
  2558941 tgggattata taaaaatgaa attaaaatta attactctgg cagtggcagc agcagcagta
  2559001 tccgttatca gttttagttc cgttgcaaca acgattgact atcgacatga aatgaaagac
  2559061 accagtaaat ccgatcacaa agaccgttta ctgatctcaa accgttttgc gaatggtttt
  2559121 ggtttgtcct tggaaggtaa gtggggccag cacagctctg ataccacgcc aaataagcca
  2559181 ttcaatgagc aggtcagtaa tgggaccgaa atggtggcca gttatgttta taaattcaat
  2559241 aacaccttcc agatcgaacc tggtttctca ttagactcta cttcagattc caacaactac
  2559301 cgtccatata tccgtggaaa agtggctttc actgatgatt tctcaacgtc actgcgctac
  2559361 cgtccatact acaaacgtaa tcaacctgct cagactaaat cgactgagaa aggacatgag
  2559421 ttcaccatgt tatttgctta taacttcttg aaagactatt cagctgaata cgaattaaac
  2559481 tacaagaagt ctgaagacga aattctggct aataaagaaa aatacgaatg ggcacatgat
  2559541 gtaaaaatcg cctacaaatg ggataaaaac tggaaaccct atatggctat tggtaatgtc
  2559601 ccaggcagta aagtgactga cgaacgccaa actcgttacc gcgtaggtat ccaatacagt
  2559661 ttctaaatat cgtgtcgtta tgagtaccct catcattatt tgttaagtta tgcccattct
  2559721 ctgcattatt ttggggaaaa gttgactccc agtcactttt cccttttttt agcttagcga
  2559781 tttatgtccc ccctctcgtc agccgttata catttatagt tgttattgca tttatagtcg
  2559841 ttattgcatt tatagccgtc attcatttgc agcctgaata cattggtcgt cggtatacct
  2559901 ctacgtctta tacctctatg tgatattgca gccaccggcc attagaccag ggaatacctc
  2559961 ggtattgagc caattaccct aatcagcacc atcctgtagg gatccatcct aaatgctcaa
  2560021 aggttatcca ccttttatct ctgtcaggta aaaataagac atttagttac aacgtaacga
  2560081 ctgttcacgc caagaaaaat ctcatatact ggataaatca acagctacaa attcggaatt
  2560141 taagtatgac aggggaagga caccttattt tttctgttgc ctgcgttatt ttagccaaaa
  2560201 aagtcggtct cacgccggaa ctggcacatg gcgattggtg gcatattatt cccggcgccc
  2560261 tgctgacctc tctgctgcca gatattgatc acccaaagtc aatcctcggc cagcggttaa
  2560321 agtgggtttc tgtgcctatt gcccgcgtat ttggtcaccg cggatttacc catagcttat
  2560381 tggcggtgat tgctggcatt gcactgtttc aggtagatgc accattgaat ggggtgctcc
  2560441 ccccagatgt atttcatgcc atgataatag gttatttcag ccatctattg gccgatatga
  2560501 ttacgccagc cggtgtgccg ctattgtggc cctgccgctg gcgtttcagt attccgctat
  2560561 tgcggccaca aaaaggtaat caattagaac gcgtattatg tgttctgtta gtttgttttt
  2560621 ccgtctactg gcaaactgac accaccatcc cgttgctcta ctatatggaa caattgaaaa
  2560681 gctttaggtt atgaatacat caagccgtat gaataacatt caaattgatt tgatttaata
  2560741 caaatcaata ctaaaactta tatagaattc tttttggata taagtgagct aactcagtaa
  2560801 ctgctaccat atacggctag ctgtaccacc gtcgtgcatc gtacttggct gtataaaata
  2560861 aaatgcgtca atataataat attttggaga tttggggatg aatttaccac ttgtggttaa
  2560921 tgtgctggta tttgcaacac tgctattgct cttagcacaa actcggcata aacagtggag
  2560981 tttggctaaa aaagtattga tcggcttagt actgggtgtg ctgtttggtt cagggctgca
  2561041 atgggtctat ggcgcagata atccaatact gaaagagtct attacttggt ttaatattat
  2561101 tggcaacggc tatgtgcaac tcttgcaaat gattgttatg ccgctggtat tcgcctcaat
  2561161 tttgagcgcg gtagctaaac tgcacaatgc gtcatctctg ggtaaaatca gtattttgac
  2561221 cattggtact ttgctcttta cgacattaat tgccgccttg gttggtgtat tcgtgaccaa
  2561281 cttatttggt ctgacggccg aggggttgat acaaggtact caggaaacag cccgtctaag
  2561341 cgcaattgag agtaattatc taggcaaagt agccgacctg actgtgccac agctgatctt
  2561401 gtcatttatt cccaaaaatc cgtttgccga tttaacgggt gccagcccaa cgtcaatcat
  2561461 cagtattgta atattcgcaa ccttcctcgg tatcgcggcg ctacaactgt taaaagatga
  2561521 tgtcacgaag ggccaacgtg tactggcagc gattgatacg ctgcaagctt gggtgatgaa
  2561581 gttagttcga ttagtgatga agttgacccc atacggtgta ttggcactga tgaccaaagt
  2561641 ggttgccggt tctaatattc aggacattat gaaactgggc agctttgttg tggcatcgta
  2561701 tctgggcttg gccatcatgt ttgttgtcca tgcggtgttg ctgtcgctca cgggtatcaa
  2561761 tccgctgaaa ttctttaaaa aagtgtggcc ggtactgact tttgcgttta ccagccgctc
  2561821 cagtgccgcc agtattccat taaatgttga agcgcaaacc cgccgtctgg gtgtcccaga
  2561881 atctatcgct agcttctcag cgtcttttgg agcaactatt gggcaaaatg gctgtgcggg
  2561941 cctgtatcca gcgatgttgg cggtcatggt ggcaccaacg gttggtatta acccgttgga
  2562001 tccggtatgg attgctactc tggtcgggat tgttactatc agttctgcgg gtgttgccgg
  2562061 tgtgggtggc ggtgcaacct tcgccgccct aattgtactg cccgcattgg gcttgccggt
  2562121 gacattggtt gcgttactta tctccgttga gccattgatt gatatgggcc gtacggcatt
  2562181 gaacgtcaat ggctcaatga ctgccgggac gatcaccagc caattaatga agcaaacaga
  2562241 taaaaacatt ttgaataatg aagatgacga cgttctgact caccagtaaa cgctaatttg
  2562301 gccattatta agaccgtcag atcaagctag tcacttttta gcccccaacc gtgggatacc
  2562361 ccacgagtga gtcgctttat ttttgactgg cttttttgtt tctgtaaact gcccttcacc
  2562421 acgctgtgtt agctatttga gtagacgaat tatttactca aatcagtgat tcggatgagt
  2562481 ggacacaact ccccccggca gcctcaagtg ctaagggtac gatatttttc aactaatgct
  2562541 aatgcaatgg cttcagtttc aacatcaggc acaccactga aatcctgagg ccggaaatgc
  2562601 atctggaacg ctttgatcac ttggcgagtt tcagtatcca actggccatt ctgggggatt
  2562661 ttgtagccat aagccgctaa tgcctgctga atgacggcta ctgaagcagc gcccttctta
  2562721 tctcttccac caatatattt tgccactgtc gcatcatctg gccaagcacc tacgcccttc
  2562781 tcggccaagc gcttccatgg gaataatggg ccgggatcag attttctcag tggagcaata
  2562841 tcactgtggg ccacaacatc agacggagaa atattgtaac gttgtacaat gtctttggtg
  2562901 agctgctcta tcaattcaat ctgtgattcg ttgtagggat accaggttct tcctagcatc
  2562961 ttttccgtga agcctaggtt gacgatttcg ataccaatcg aggtgtcgtt gaggttgtta
  2563021 cgcccctgcc aagagctgac acccgcatgc caggctctct gcgcctctgg cactaattgc
  2563081 aaagcaatgg cttttccacc agctttcttt gggtgagtag ggattaaata atgggcactc
  2563141 acctcaccct gagtgagcaa tcttagtgac tcggcgtcac cgactgcagt gtaatgaagg
  2563201 actaaaaacc gtacccgctc attttttgca acagagggat agtgggtatc aatttgatat
  2563261 gtgccacggt cgatcaactc attcgagttg cgatgatctg aactactgca gccggccagc
  2563321 aacaataata gccccccact caatagcttc ctcattattt atctccctat aatttaatta
  2563381 atcgcggtta tcatgaccta aaaaaattaa acaaattata aacaatactt atcaataatc
  2563441 agtaaaaagg ccaaataagg cttattacct atgatagtgc caagtcagta atcatacgcg
  2563501 cagtaattat taaggtggat agcaatatta aggtggatag taatattaag gggaatggtc
  2563561 attattaaga aacataatat ccatgcgaac agtatgatta ttcatgtgat gaaaaacagc
  2563621 ccctgccaga ggagctgttt ttataaaaag agataaatag tgataaatag tgataattaa
  2563681 cagctaacta aagttatcca ataacgataa agtacttacc ctatttatcg acacttttat
  2563741 cagaaaggat aatcgcggta acccatttgc tcagaaatat tgcgggctgc gcaatgtaac
  2563801 gatttaacgt aatcactctt tctgtcttca gcgaaacgta gtgtcgggaa agaaatactt
  2563861 aatccggcaa tcaccacacc aaaacggtca aagacaggaa ctgcgataca acgcaaacct
  2563921 tcttcctgtt cttcaatatc ctcaccaaac ccttgctcac gtaccttatc taaaaccggt
  2563981 aacagtgcag cagtgctatc caacgtatat ttggtgctgc gggtaaattc gatatgagac
  2564041 agaatttctt ctacttcacc acgatcacgc caggctaata gcaccttccc aatggcagta
  2564101 ctgtgtaatg ggttgcggcg gccaatgcgg gaatgcattc gtaggttata catcgagtca
  2564161 attttatgaa tatacacaat gctatcttca tccaatgcac ccaagtgaat agtttcacga
  2564221 gtttcattag ataattcacg catctgaata tcagcactgc gaatcaaatc gacattttgc
  2564281 agcgctttcg cacccaattc aaatagcttc agggtgaggg aatatttctc cgattcgcct
  2564341 tcctgtgcca cataacccaa ggacttcatg gtttggagaa aacgataaac tgtactctta
  2564401 ggcatcatga ctcgctgaga aagctcggta atacctattt cccgttcttc acccaacgct
  2564461 tgtaatatgc caaaaacctt cagcaccgac gagacagagt cgggctgttt atctagatct
  2564521 gcaatagcca ttttttagtt accctactca gttttctttg attcataaaa caatatgttt
  2564581 tagaaaaaat agaacaatgg ttttattata aagggaagtt gcgagactgt gcaataaacc
  2564641 aatgtgaata atcggataaa agccttgcag acagcaaatt agcctctttc taagagagag
  2564701 gctaatggaa aactcggcta ttgccaaaca gactcaggca atgtcaccat atataatgcg
  2564761 ggcttgccgt ggacgtctga cgtaaacagg acctgcttat catcaggcgt aaaagaagga
  2564821 tgaggatgcg taacctggcg atcaccttca aatacctgcc atgatgtatc atgtcgagca
  2564881 atacgatgct gtgtcccatt ctttatattg aagacataca agaaaggatc attttcgatc
  2564941 ttataaccgc tgttatcttg cacatcaacc ggtgcgtcag acccatcacc taccatcagt
  2565001 gtgccatcat aattactcat taaatgtgag caggcaggca tagaagtcaa ttgacgattt
  2565061 ttcaatgtca ctggatcagc actataaata aaacgatcgg agctgccttt caaataagag
  2565121 acataaacca atgctgaacc atctggaacc cagacttcat gcgtacagct ctcaccttct
  2565181 gcatgggttt tcactttacg catattgctg ccatcttcat tgatgagcca catacgtgca
  2565241 tcaaccagat cgtgtggccc ttcatggcag aacgccacgg tgctatcgtc ataagggcga
  2565301 taaatagggt gaccaagcca ctgattttct tgcaggataa ccgctgattc gccagttttc
  2565361 aaatcaacgc gcatcaggcg gcaacacggt ttggtgaaat aaaattcgtg gaatttcttc
  2565421 caatctgtca acggttgcca gtcttcccgc ttaatctcaa taccgaccaa tttagtacaa
  2565481 tcagaatttg ctacccacgt tccataaccg acccactctt ctggcacctg ataaaccacg
  2565541 ttctcttcta atgtggcgag atcaacacgc atcaaattac ggccatcctt cacgtagaac
  2565601 agcgcatcat cttctggtga gaggaaaccc ccaaaggtat tatcaccgcg cccttcagtc
  2565661 agttgtgttg cgacccggct gttaagatcc agtaaatagt aattccatgg gccatcaaaa
  2565721 gcaccaccga acaacagttt actaccatca cgggtgaaac atttctgata gaaatagtta
  2565781 cggtgacaag tgacatcagg gggcgtcagt cgggtcactt gtgcgccggt agaggcatcc
  2565841 tgataagtgt gatatgtcag ggggatttgt ttaccttttg ccatccggaa aatccttaaa
  2565901 atcgtcagag aattaaaatt tactcgcagg agaacctgtc gactaatact atctcacatt
  2565961 atagaaacaa tgtttcattt ttccgtgatc gcggttctac tttttctttt tatcgtaaat
  2566021 tactcttttt atcgggcggt taatctggtg caagatatgc gattaaccat tacacttatg
  2566081 attaacgcca tgaacctacg attaatccta tatacttaca attaatctga tgtgtaagga
  2566141 tgcaatcagg ggcaataatc gttagcatat caatactcac ctattttatt acttttacag
  2566201 atacgcacct atgaacccat caacaagtga tggcttacct gtacctcaac gctatgccgc
  2566261 gatactggtt attgctttag gtattatgat ggcggtattg gacggcacta ttgccaacgt
  2566321 ggcattaccg actatcgcac gtgacctcaa taccagccca gcgacatcta tctgggttgt
  2566381 caatgcttat cagctcgcca tcaccatctc actgctttcc atggcgtcat tgggcgatat
  2566441 cattggttac cggcgggttt atcaagctgg cttactgata ttcagcgtga cctcactgtt
  2566501 ttgtgctctg tccgattcgt tatggaccct gacgtttgcc cgtgtgctac aagggtttgg
  2566561 cgcggcggca ttgatgagcg tcaataccgc cctgattcgt atcatttatc ctcgagccca
  2566621 acttggtcga ggtattggta tcaatacctt gattgttgct gtgtcttcag ccgcggggcc
  2566681 cagtattgcc gctgccgtgt tgtctgtcgc ctcttggcaa tggctgttcg ccctcaacgt
  2566741 gccaattggg ctattagcgt ggtgtttagg tataaaattc ctacccgcca ataatacgaa
  2566801 aagcaacggc aatcgctttg atatcaccag ttgtgttctg aatgcgctga catttggctt
  2566861 attgatcacc gcaatcagtg gtttttccca agggcaaagc ccggcagtga ttgctgctca
  2566921 agtggttgcc ctattactga ttggtttctt ctttgtgcgt cgtcaactca cgcaatcctt
  2566981 cccactgctc cccgtggatt tactgcgtat tcctattttc gcgttgtcga ttggcacttc
  2567041 aattttttct tttgccgctc aaatgctggc aatggtgtcg cttcccttct ttttacagac
  2567101 cgtattgggc cgcgacgaag tggcaaccgg gctactgttg actccatggc cgttggccac
  2567161 catggtcatt gctccgatcg cggggcgttt ggttgagcgc tatcatgcag gtttattagg
  2567221 tgggattggt ctggctgttt ttgccagtgg tctattcttg ctggcggtgt tacccgccaa
  2567281 ccccagcgac gtagatatta tctggcggat gatactgtgt ggcgcgggtt ttgggctgtt
  2567341 ccagacccca aataatcata cgatcatttc tgccgctcca cagcatcgta gcggcggagc
  2567401 cagtggcatg ttggggaccg cccgcttgct aggacagacc tcaggtgctg ccttggttgc
  2567461 gctaatgttc aatatgttct caaccaacgg cacccacgcc tccttgatac tggctggctg
  2567521 ttttgccagt atcgcggcac tggtgagtct cttacgtgta acacaaaaaa gtcattaggc
  2567581 tcttggggga agcctgaata ttggcttccc cccggcaaga cgatcactga tttattgtag
  2567641 tggctgctgc ccttcaatgg gtgagccaaa atcatcaata atggtgaaaa acacactcat
  2567701 attcttcgcc agcgcgttgt tgcccactgg ggcactgtcc acgctgcttt ttggccccac
  2567761 catatcatca gcgcccagtt tgatagtgac gccctgcgcg gtatgacttt gggcgatagc
  2567821 caatgtctgg aatgtgacat tgaatggcgt cggattagcc acgcgtaata cacggccctc
  2567881 ccctttaggt accagagtga aagacaactt agttgctaca ccttctgaac tgatcggtat
  2567941 tcctgccggg cggtaaaata atttaatacg tgagcgaaaa gcgatttgta ccgcattttg
  2568001 tgatgattga tttgcagacg ctttgggcgg cacttccaac acattaagcc aaaacataga
  2568061 ttcacggtca gacggcaact gattagcgcc tccggtataa taaatacgga tagatttatt
  2568121 ggtcttggcg ttaaggcgga ataccgggct atcaaccaca aacgggacgt ttatctgctc
  2568181 aatgggctta tccatttcag cgatattatt atccacccag agttgcagca acgctggatg
  2568241 aaggccgtca ttgaggatct gcacactgcc ggatttatca gcaccggtca ctatcacccg
  2568301 tgtcagacca atcgccacac cggcttgaac cgtagcactc aacaccaaac tgcttaaaat
  2568361 agccgtaatc agtaaagtac gcagattatt caccttacgg gcacgcggcc tgaggattag
  2568421 ccataacgtt ttcatttata gatcaacgta aatgtgaact caccttttac tgaaccaggt
  2568481 gtcacggtgt tttctatttg gtaaattccc gcctgcatgg ggaccgtgta actttgtgtg
  2568541 ctactggtgt cataaccact catcgtgtat tccttatcca attcaatcgc cgcatctgat
  2568601 tggctgcgca gtaatacccc caccccctca gcagtcgagt tggcatccaa cgcaacaaca
  2568661 ccattagccg aatccagaat actcgtcgtc gcaccaaatt tataattaat accgtctagt
  2568721 ccacctgggc aatgattaaa attcagatta aaagctttaa gtgctttcac cgtaccaatg
  2568781 ccggtaaact gccgcgaatt gacctcaggt agattcacga ccacatcagg cgtggtacag
  2568841 gtttgcgtca ttatctgaat atcaatgcta tttgccggga cctgaacaat cctgtaacga
  2568901 gcaccactat tatccggcac accatcaatg gagcgccgat ggtaaagata agcaaaatca
  2568961 aatatcctta cgccacccga tcttagctcc tcactcgcct tcacatagtg aatttgcatt
  2569021 tccattccta agggaaattt aatcccatca ttataaggaa tcggtcctat taatggggca
  2569081 ctcaccgtgc cgtctacgag cccaaaaccc tctagttggg tccaatcgct gctaaaaccg
  2569141 gccccgatag cacgaaaacg tacggcaatt cccaagccag gattagtatc gccagtgcgg
  2569201 aaaactttgt aattaccacc atcaatattg gtcgtaagca atggattata aggtgaaaat
  2569261 accaaaatcc cagcccgcac atcccgggac tggtaagcgg gtaatagcgc gcatgaccaa
  2569321 acttcaggtg cactgatggt catccatgaa ccaataggat cacctatggc cgcattaggc
  2569381 ttaacacgaa taatactggt agggggattg atataaatac tgccagtata gtcacaattt
  2569441 atcccgaggc cttcagccca cactttactg cttggccccc cagccacaac gaccaatatc
  2569501 agtagcgtag caacagaacg gacatgagca taaacgcgca ggtacatgtt gatatgccga
  2569561 atcactgttt tcaccctata gaaataagca ctcatttgca tatcacctct aagcgccggt
  2569621 agtcaccttt gaccagatga ccttttacta ggttaccttc cggcaattta tagtcaaaac
  2569681 tgcaactctc accgatgcca tcaccccata tcacgcgcag attaccggct tgttgattca
  2569741 ctcggaccat tgcctgaccg ccctgagcaa taaagccgac gcgggtccct ccgccatctt
  2569801 ttacttccgc cccaaacggc aagggggtgt tatctgccag atgccccctg actaaaaccg
  2569861 aataaccggt tgaggtctcg aatgttacca atgcaacagc acctgcggtt ggcgcaactt
  2569921 tttggctagt acttttaaac tcaacatctg cagatagccc tttcggatct aattcaacct
  2569981 cattctgccg atacggactt aaataaggca atatcgcacg cccacgacga tcaagataca
  2570041 tactggagta gctgccgaca cgcgctcccg cagcatctgg agcctcaata ataccgacgg
  2570101 tatcacccag tgcaggggcc aatatcaccc caccacgata agccactacc ccccctgaca
  2570161 agctggcact ggcttgatca tagctgttac tcttcgaata actaccgccc accgtggcgt
  2570221 aaggtgcctg ccaactgcca ttcgcaccta gggtgttata actgccattt tcatcgctac
  2570281 ggttattcgc tgcagatacg ccatagctaa attgattatc ctcacccgca gagccggaaa
  2570341 ccccggtttg tattgcactg ctaccacgag tattggaata actggagctc aaacgtggtg
  2570401 caccagcatg tgtccccaga ggaatcgaaa gggaaacact taattggttg tcccaatcgc
  2570461 cgctaggtat atcacgcaag cgattaagcg ccacgttata actcagcgac ttatagctat
  2570521 tcgtgtagcc gaattgaaaa ttcatatcgc ggttacgtcc atcccagtaa tcctgcacat
  2570581 tggcatttgc gtagaacgag ccatagccat caggtaagcc ctgagcgata ctcacttgcg
  2570641 cctgattgcg gcgacgatac ttaaaactat catcgtagcg atcactgcca ttcggccaac
  2570701 ttgaatcaat ctgcgtatta ttgacttcac catgctgtaa ataatcacgc attcgcatag
  2570761 cttctgctgg tgtataaaaa ccgttactgg aatagtgata actggcgatg gtcaagttgg
  2570821 tattggtttc cggcaaggat ttagcatagg tcataccaat actttgccca cgttgattat
  2570881 ctttattagg cagacgggtt tgtgcttgcg tcacattaaa tgccactgca ccaactggtg
  2570941 tgttaaatgc cagcccggca gaggctgata aatagccttc agccgcaacc atcccgccgt
  2571001 taccggtgag taaattggat aacccatgac gcaccgttcc cataaagagg accggtttat
  2571061 ctaccatcga attgtcacga tactcaccgg ccatcaatga gtaacgcgtg gttcccggtc
  2571121 gcagcaactc cgctatcgag gcaaaaggaa cgataaatgt ctgttcgctg ccatccgctt
  2571181 cggtaatggt gacattgaga ttgcccccct gaccggtcgg gtagaggtcg tcaatgacaa
  2571241 aaggccctgg gggtaccgtc gtttcataaa taggccgccc ctgttgacgc accacgacgc
  2571301 gggcgttcgt tcgagcaaca ccccgtacca ctggcgcata accccgctga gaatccgcat
  2571361 acatccggtc atctgaggtc aactcaatgc cgcgatagct aaggctgtcg aacacctgac
  2571421 catccgtgtt tgaatcacca atagtcattt tgctgtatag cgagggaacg gcccgttcaa
  2571481 cataagtggc caggttctga taatcaaagc cttggctatc acttcgattc aatgcactgc
  2571541 ggtaatatag acgccagctt tgccagttaa gcccgcccaa gagccccaga tattgataag
  2571601 tctggctacc gatatcattc tggttactgc ggtaaccggt atagtcatat ttcaaggtgg
  2571661 ccgctgtcac gccatcatcc caatatttag gatgcacata accgcgagcc tggcggatca
  2571721 gataagcttg aggaacctga atatccaagc gttgctgatt gtcgtcgaaa atagcatttc
  2571781 caccttccag caaacgactc aacggagagc atgccccgcg actttcgagc aatttcacgg
  2571841 tatcggaaga taacttcgcc gtatcaaccc ccaactcatc aaagagtttt acgtcaaaac
  2571901 agggggtggc aactttcgat tctggcgacg gcaaggcaaa acgcatttcc tgacgaccaa
  2571961 tccattgatc atttaaatag atatcaacct gacgctcacc gggggaaaca ggattaccct
  2572021 cactgtagcg ggtggcatca acgggaaaac ggaggaaggc gtcactaaat tcaacgtatt
  2572081 cagaattctc ggcggcagat gacggaatat ataacatgcc accaatacca caaatagcga
  2572141 aagagaatgc cggtaaatat tttaggcact cgtttttttg aaaaaatatg aaagcactaa
  2572201 gcattatatc gaggccatta aattaaatgc agtatataaa agtgcaaaaa atacaaatta
  2572261 cccttaattt gtatttttta tagttttatt gggtcagttt ttgcgtacct tgagtttcgc
  2572321 cgccctgatc attaataaca gaataaaaaa cttgtgccga attattgatc gatgcttttg
  2572381 cactcgtagg taagcttagt tcactaaaag gggcaaccat tttattattg attttagtaa
  2572441 aattagccaa tacaggccct ttctctgacg tgcgtaattc tagctttctc aaggtaatgt
  2572501 aatacggtga ggcattcttt atgacgatct gattgccttt cattgaaaat gcgagactct
  2572561 tggccgcttg cgcaggtaat acggttaatc cttcagggcg gtaaaacatt ttaattctgg
  2572621 tacggaaagc caattgcatt ttgttctcac caccagccgc actttggatt ggctttggcg
  2572681 ggacttctaa taagttaaac caaaataggg tttcacgatc agccgctaat ccaccatcag
  2572741 tgcgaaaaag acgaatagtc tgatcccttt tagggtctaa acgtactact gggggggtta
  2572801 cactaaacgg caccttgata gcctctgggc gtgcgttcgc atcaccttta tctatccagg
  2572861 cctgaagcag gaccggcata tcgcccgtat tggaaacctt taccaccccc tcacgttgtt
  2572921 tctcttcata aataacacgt gtcccactga tcatcacttc agcacgagcc acagtcgcca
  2572981 caaccgataa tattaagagt gtcagtgtcg ttaagagtcg cactgtcctt aaaaaggaca
  2573041 atatagtaag gagcgttctg cgcatatggg ttccaatgat gtcgaactta taaagctggg
  2573101 agcactaagc tcccatttta tgccggattg gacttgctat ccgcgttagt taatcatgaa
  2573161 caagtgttaa tcataaataa gcattaatca tgaacaagta ttaatcataa acaagcatta
  2573221 atcataaacg atagtatagt cgacattcgt cgcgaccaaa cctgcttcga cattcgcttc
  2573281 atttgcataa tattgtgcat aatagcttaa tgtcgcgcca tcaccagaaa tatcttctac
  2573341 gacattacct tggttgccag aacccaccac aataggtgca ctatttttgt ctaatagacg
  2573401 aacctgtacg ccggttgcac catcgatgtc actgttattc aaacgaccag tagacgcttc
  2573461 tacggtagta ccctgttcaa aatgagcata ggcattaccc attgtcgccc cagtacaacc
  2573521 ggttaatacg atattgaaag gtgtggtacc cgctacagaa ttaatgccgt ctaatgcgct
  2573581 tgcagagaca actggcaatg tgacggtgcc atctttagtg ccattattaa cagagatacc
  2573641 acacgtcgtg tcagtaattt taccgttaat agtaatagta ccatcggctg caaatgctga
  2573701 ttgggcaata aataagccag cgaaagctgc aattaacaca ttgcttgatt taattttcac
  2573761 gtttatttcc tgtatttaat agcaaggttt tatattaata aactgagcgg aattaatata
  2573821 atcagttagt gtggttcgat ttcgattaat ctattattac agcatttagg taattgtcaa
  2573881 tttgaccaaa attagacaat tgtcaattca tcataaaatg ttaagaatga tcagaagtgc
  2573941 aataaagaaa aacggaattg ccttgtatga attatcccaa tttgcgtaag aaaattccta
  2574001 caaaacattt tttatttaaa aaaataataa tatgaaggtc tattggagtc aaaaaataat
  2574061 tggcgaataa aaatcaataa aaacagcagc atgagatttt tcttatgtta gcattagaat
  2574121 gaaaagacaa aaaaattcat ttttcaatga agtaagtcac agatttttta atgaaattag
  2574181 cgacagaaac atttttacac attatttact taactaaggt gaaaaaaaat ttttatttag
  2574241 gaaaattact gtaattcatg ctatccacct atcaaatcta ggcgtttggc attatggcca
  2574301 cggtaaaaaa acaccctgtc agcttaccgc tcacagggtg tgaagaccat attatcattt
  2574361 cgcgaataga aacctcttat ttcgctctat taatttctat tacctcaaat actgatatta
  2574421 cttcagatac tgaccagaac gtaatgcctc tatacgttta tctaaaggcg ggtgtgacat
  2574481 aaacaattca ctaaacgttt tagatttacc attaatacag aaagccatca tgctacccgc
  2574541 ttcctgcggt tcatagctgg ttttcagccg ttgtaatgcc gcaatcattt tttcacgccc
  2574601 aaccaatttt gcggaaccgg catctgcatg gaactcacga tggcgtgaaa accacatggt
  2574661 aataatactg gcaagaatgc cgaacactaa ttctagtacc attgatacgg caaaatagac
  2574721 cattggatta ccggggctgt tactttcacc gtctcggtca cctgataaga aaccagcggc
  2574781 aatttgtgca atcagtcgtg aaataaagat cacgaacgta ttcacgaccc cttgaatcaa
  2574841 agtcatggtt accatatcac cattagccac atgactgatt tcatgggcaa tcacggcttc
  2574901 agcctcatca cggctcatat tttgcaataa accggtactg accgccacca gagaggcatc
  2574961 tcgacgtgcc cccgtcgcaa aggcgttaat atccggtgcc tgataaatag ccacttgtgg
  2575021 catggcgatc cctacctgtt gagactggcg acgtacggtt tccaacaacc aatattctgt
  2575081 ttcattacgt ggccgttcaa taacctcccc gcctactgaa cgtaaagcca tccatttgga
  2575141 catcagtaac gaaacaaatg cgccgccgaa accaaacaga cccgccataa tcatcagccc
  2575201 ctgcacactg cttgactgaa ttcccgtcag acttaacacc aacccgaaca ctagcatcac
  2575261 cgccaggttg gtgagaagga acagagcgat acgcatcata aaaatttttc cttattgtgt
  2575321 tggtcaaatt aattgtgttg gtcaaattaa ttgtgttgaa ccaaattaat tgtgttgaac
  2575381 caaattaatc gtgttgagtc atatttgtgt taaataaaaa gatgcttgga taaattactg
  2575441 tagatacgtt aatcgtatgg gcatctgata aattttcaag gtttgttaag ttctaacaaa
  2575501 aaaaatcaac acaactttac aaatttggac gctttttatt acatgtttta tcatttcttc
  2575561 accatatgag atccttggca gagcaacgta catatcccta tttattcatt attattttgt
  2575621 agatcgatta agaatgagtc gctcagagct ggtctgaacc gcctaggcaa gacaccgtga
  2575681 cctctgattt taacaagggt taagcagcct gttcatccgt catgcacctg aaaaaagcaa
  2575741 aaaaaaatcc gagtccaata agacccggat tcttcatatt atttgcagat ttattttacc
  2575801 gttgccccag cggtagcagc agcgacaggg cgagatgcaa tctgtggctg agctttttcc
  2575861 ttgtgggcta aatccaaggc aatattcacc gtttcatcca aataagggtc tggctcctga
  2575921 taatcttttg gtaaatcatc caacgatttc agaggcttct taccttcacg gatgaagcgt
  2575981 tcatttaaac gagtcaagcg cgtcatatca tcatcacggt tctctttttc acgctgggcg
  2576041 taattgagag agacaatgtt acgcttatct ttcaaagcct tataacgctc aatatctttc
  2576101 tgaatatact ggaattcagg attagcggcg atacgctcag catgattctt cagtaactca
  2576161 ggctcccagg gtttcaaatc acccgttttg gtataactgg cagcattgat cctgtcccat
  2576221 ggcaaagcat tatcttcgaa gttttcaccc gtttccgccg gatcaacccc tgtaggcatc
  2576281 acgatatccg gagtcacacc tttgcgctgc gtactaccgc catccacccg ataaaacttc
  2576341 tgaatggtgt attgcagtga gcctaacgct ggccactcag ggcgtagcat ttgatcgtat
  2576401 atacgattaa gtgagcgata ttgctgaaca gtgcctttgc cgaaggttgg ctcaccgaca
  2576461 attaatgcac ggccataatc ctgcatagcg gcggcaaaaa tctcagatgc cgacgcactg
  2576521 tagcgatcaa ccaataccac cagcgggcct ttgtaataca ccacaccgtc agtatcactg
  2576581 tcttcacgca ctttgccatt gttatcccgc acctgaacca ctggcccact cggaatgaac
  2576641 aaaccagaaa gtgaaacagc ttcggttaat gcgccgccac cattactgcg tagatcaatg
  2576701 atgatgctgc tgacattctg tttctcaagc ttctgtaatt gcaccttaac gtcttcggtc
  2576761 aggccaacat agaaacccgg aatatccaac acacctacgc gttctttacc gatggttttc
  2576821 accgacattt tcaccgcgcg atcttccaga cgaatgcgct cgcgggtcaa ggttacagta
  2576881 cgaggtttag tccctttacc cgcaggtaaa atttctaacc gtactttact gccctttggc
  2576941 cctttgatca gagcaaccac atcgtcaaga cgccagccta taacatcaac cattggctta
  2577001 cccgcctgcc ctacaccgat aacccgatca cccaccgcta tcgttttact cttcgccgcc
  2577061 ggaccaccag ggaccataga attgatgagt gtataatcat catccatttg caataccgcg
  2577121 ccaatacctt ccagagacaa actcatctcg gtattgaact gttcagtatt acgtggagaa
  2577181 aggtagttgg tatgcgggtc aatctcgcga gcaaaggcgt tcatgatcaa ctggaaaaca
  2577241 tcttcgctgt tgctttgcgt caaacgctta atagctgatt gatagcgttt cgtcagcgtc
  2577301 tctttgatct ctttatccgt tttacccgct aacttcaaat taagctggtc gtattttact
  2577361 tttgcatccc aaagcgcatt cagttcggct tcactgcttg gccacggcgc tttggcccga
  2577421 tcaatatcaa tcgtatcgtt accagtaaaa accattggcc ggtccagtac tgacaacgca
  2577481 tattgatagc gttcaaaacg gcgtttctgt gccagattga ataaggcaaa aggcgtgtct
  2577541 aattgacctg attttaactc tttgtccagc gaatactttt tatccgcgaa ctgtgccaca
  2577601 tctgatgcca acaatacgtt atggctgtaa tccagcatat tgaggtagcg gtcaaatatt
  2577661 ttggcggaaa actgatcgtc caatgcaaat tggcgatagt gagagcgagt aaagcgcgat
  2577721 gttacgcgct cactcacggt tgcatgctca ggttcctgac gtaattgagg gagttgatca
  2577781 attcgatacg ttgtatcggt tgcgtaactc gccccagcca gtaacaagcc tgcgattgct
  2577841 gctagtctga caaatttgtt catgcctagg ttggcctccg tatcagaact gcaagtgttc
  2577901 tgcgcgcaca atcatcgcca gaccggaaga tagctgcacc cgtacgccat ctttagcgat
  2577961 ttccaatacg gttgcatcca ttgcactctt gcctgctctg actttgattt cttgaccaat
  2578021 ttgcagttta gagatatctg tgaccggcac aggacgtggc tggttttcct caacctgtgg
  2578081 acgaggtggc cgaacctgtt gcgggcgagg tgactgacga ggcttgcggt tttccggagc
  2578141 cgcacccgct tcacgacgcg gtgcaggttt tttacctgcc ggacgtgggc gacgtggctc
  2578201 tggcgtttca cccgcagcaa tggcagcttc gcgcttttta gcctgttgtt cagctcgttg
  2578261 tgcctgaaca cgggctttcg cttcttccag ctgtttgcgg gcatgttcta catgttgttc
  2578321 ttccagcaca ccacaagggt tgccatccaa atcaacacgc tcagcaccga ctttgacccc
  2578381 ataaagataa cgccagcttg aggtgtagag acgcagcgca gaacgcaatt gcgttttgct
  2578441 taaattctct tccccctgaa cacgttctac cagatcctga aaaataccga tcttaagagg
  2578501 gcgtgcttcg ccttcggcgg tgaaacaaag cgggaaccgc tcggccaaaa aggctatgac
  2578561 ttctttgcta ctgttcaact taggttgatt ttccatgaaa tttcctgatt acaacgggtt
  2578621 tgccaaccag cgcaggcatg aacaggcgtc attataatga cgccatcagc aattgccacg
  2578681 ttatccgtat atcaacttgc agtctctgtg acatatttgg cactatcaca aaactcaaga
  2578741 tgctcgcaaa gccccgccac aactgagatt aaacccaatt cgtcgtcttc atcaaagcga
  2578801 tcataaacaa tgctatcaat atccaaaatg ccgataactt tcccctttac agtgattggc
  2578861 agcacaattt cagcgttact tgctgcatca caggcaatat gaccggggaa agcatgcaca
  2578921 ttacctaccc gctgaacgcg gttttctgct actgcggttc cacacacccc ttttcctacc
  2578981 ggaatacgca cacatgcaat ctttccctga aaaggcccga gtacaagttg tttgccatcg
  2579041 accaagtaga aaccagccca attcaagcca tcaaggcgtt cataaagcaa ggcactggca
  2579101 ttggccagtg tggcaataaa attcgtttca cctgcaacta aggcacataa gtcacgtttt
  2579161 aattccgcgt agaattctgt ttttttcatg tgatgaccgt tagaaaccaa agaatagcca
  2579221 agggcaatga atgcttggct tatataaaat aatcattaaa tacccttggc gacaagggta
  2579281 ttcctctgta atgttgcaaa agagttacct atgttatgaa ttcacctgtt tcgcccgatt
  2579341 acgccatcat gaaccgtgct attttttaca aaacgatacg atatactgat gacatcctat
  2579401 gtagagctac cctctatccc atgaaaatac acgcaattca acgcccatta tccaccgctc
  2579461 gagcccaacg atgctgcgag tgcgatgccc tattcacctt gccaccattg gggggcaacc
  2579521 aaacagccta ttgcccacgc tgcaacgccc aaataaccag tgggcgtgac tggtcgctga
  2579581 cccggttgac cgccatggct tgcgccatgt tgctgttaat accgttcgcc ttcactgaac
  2579641 ccctgatcag tattcgctta cttggcacac gtattgatgc cagtctgtta gccgggattt
  2579701 ggcaaatgag ccgtcaaggc gaccccatca cagccagcat ggtggcattt tgtgtcctcg
  2579761 cggcaccggt aaccttaacc ttctctattc tatatctgcg tattggtagc cggattggca
  2579821 taaatctgcg cccgatactg cttatattgg agcgactgaa agagtgggtc atgctggata
  2579881 tctatttaat cggcatggcc gtcgcctgca ttaaagtcaa agaatacgct gacatcatgc
  2579941 cgggtacagg tctgatagcc tacctgacct tgacattact gagtattctg accttggttc
  2580001 atctgaatct ggagcaactt tgggaacggt tttatccgca agaacagcct ccaggcccgc
  2580061 aggaaacact gcgcgtttgc ttatcgtgcc actacactgg acaccccgat agccatggcc
  2580121 gttgtccgcg ttgccataca cctctccgac accgccggcg tcatagccta cagaaaacct
  2580181 gggccgcatt gattgccgct atcgttttgt tattgcccgc caacctactc ccaatatcaa
  2580241 tcgtttatgc caacggcgca cggatagagg ataccatttt ctccggtgtg gtttctttgg
  2580301 cgtcatcggg taatttccct attgctgccg tggtcttcat cgccagtgta ttggtgccgt
  2580361 ttactaaagt gatcgtgtta atcacgttgc tgctcagtat tcacctaaag acacaacaca
  2580421 gcctgaaaac ccggatgcgt ttgctgcggt tgatcacctg gattggtcgc tggtcaatgc
  2580481 tggatctctt tgttatcgca ttaatgatgt cgctaattaa tcgcgatcag cttttttcct
  2580541 tcactatggg gccagcagcc ttctattttg ggtctgcggt tattttgact attcttgctg
  2580601 ttgagtggct agatagccga ttgatttggg atgcatatgc aacaggaaac accgagtaca
  2580661 ccgactgagg ctcatgtaaa acataaacgc cggttctccc ccttctggct actgcctttt
  2580721 attgcgctac tgatcacggg ctggctgatt tataacaatt ggcaagaacg tgggacggaa
  2580781 atcactattg attttcagtc aactgctgga attgttgctg gccgcacacc catccgctat
  2580841 caaggcgtgg atgtaggttt ggttcaatcc atcagattgg atgataacct gcgtaacatt
  2580901 aaagtgaccg ccagtatcaa aaatgatatg gaggattcac tacgtgaagg tacccagttc
  2580961 tggctagtga cccccaaagc ctctctggcc ggtgtttctg gattggatgc gctggtgggc
  2581021 ggtaattata tcggcatgat gcctggtgag ggtaagccgc aaagccattt cactgcattg
  2581081 gatactcagc ctaaattccg cctgaataca ggcgaattaa tgattcatct ctctgcccct
  2581141 gacctcggct cactcaataa cggctcgttg gtttactatc gtaaaattcc ggttggcaaa
  2581201 gtgtatgact acacgatcgc ccctgataat aacggggtta ttattgatgt cctgattgat
  2581261 agacgatttg ccaatttggt gaaaaaggac tctcgattct ggaatgtttc tggttttaaa
  2581321 gctgatttca gcctaagcgg tgcctcggtg caaatggaga gtctggcggc gctggtcaat
  2581381 ggcgcaattg ctttcgattc cccacaaaat agccaagatg ccgcgccaga tcagcctttc
  2581441 caactttatt ctgatttagc gcacagtcag cgcggggtgg ccatcaccct ggatttacca
  2581501 gggggaagtc acttgagtga gggccgtacc cccctgattt atcaggggtt gcaagttggt
  2581561 actttgacta aaatgacgct tcaaccagac caaaaagtga cgggagagct aaccattgat
  2581621 ccctccgtag tgaatttgat gcgtagtggc acacgcattg aaatgaatag cccgcggatc
  2581681 agcctcagta atgccaacgt aagtgaactg cttactggta atacattaga gctgatccca
  2581741 ggcgacggtg atccacaaca acattttacc gtactgccca gcagtaaaag cctgttacaa
  2581801 caacccaatg tccttgaatt gcaactcacc gcgccacaaa gctatggcat tgatgtcggc
  2581861 cagcctattt cactacgtgg tatcaagatt ggtcaggtgt taacccgcga actgtcagcc
  2581921 gatggcgtca cctttacggc cgcgatagaa gcgaaatatc gccatctggt gcacaaggac
  2581981 agcaaatttg tggcaaacag ccgccttgat gtcaacgtgg ggattgatgg cgttaacgtg
  2582041 caaggcgcca gcgcacaaga atggattgat ggcggtattc tgcttttatc aggtagcaaa
  2582101 ggcgaggtat caggtagcaa gggcgaggca ctgaaacaat acccccttta cagtagcgtg
  2582161 gcaaaagcaa ctgatgggat tttaggcagt tcaccggcaa cgaccctaac gctaacggcc
  2582221 agcagtttgc ctgatataca ggccggttct gtggtgttgt accgtaagtt tcaggtgggt
  2582281 gaaattactc acgtacgccc taaagccaac gccttcgaag tggatgttta cattcaaccc
  2582341 gagtatcgca atctactaac cgaaaagagt attttttggt cagaaggggg cgcaaaagta
  2582401 caactgagtg ggagtggcct tactgtacaa gcctcaccgc ttaaccgggc cttaaaaggg
  2582461 gccatcagct tcgataatct agaaggcgtc actctggata aaggggccaa gcggacattg
  2582521 tatagtaatg aaacggccgc acgggccgtg ggtagccaga ttatattgcg tacatttgat
  2582581 gccagtaaac tgtcggcggg tatgccaatc cgctatttgg ggatcgatat tggccaagtt
  2582641 gagtcgctga agctggcacc cgagcgtaat gaagtcttag ccaaagccgt actttaccca
  2582701 gaatatgtgc aaaactttac ccgcgcgggt acccgtttct ccatcgtctc accggagatc
  2582761 tcggctgcag gggtcaataa tctggagacc ttgttccagc cctacattaa tgtagagccc
  2582821 ggtaaagggg ggcccttgcg caattttgag ttgcagaccg ccaccattac tgactcccgt
  2582881 tatcttgatg gcctgagcat catactggat accgctgaag cgggttcgtt gcaagttggg
  2582941 acgccagtcc tgttccgtgg gcttgaagtt ggcactgtca ccggttttaa tctgggtgca
  2583001 atgtccgatc gagtgcaggt atcactgcgg ataagccaaa agtttcagca tctagtaaga
  2583061 caaaacacgg tattttggct agcatcaggt tataactttg agttcggtct gataggtggt
  2583121 gtggtgaaaa gcgggacctt ccagcagttt atccgtggtg gtatcgcttt cgctacgcca
  2583181 ccaaccatac cactggcacc gagagccaat gtcaatcagc actttttgct cgcccccgaa
  2583241 gagcctaaag attggcgaaa atggggaaca gccattccac gttcttaaat aattcatcag
  2583301 ggtggttcgc cataagctgc cctgatgatt acccgtactc atgccctgca cagcaatcgc
  2583361 cattcttata aacccttttt ctaaattcct gtagcactta ccgctgtttt ctttttttat
  2583421 ctctaaattc atctctttat tttccatcat ctctattttt cttcgcctat ttattcaaaa
  2583481 gagaagctaa tcaatttact cacccatcaa taataaagtc ttcatgtcgt ttttttgctg
  2583541 aatggattca tattaaattt ttttaaaaaa aataaaaata atattgaacc taaaataaat
  2583601 caacattagg ataatgaaat ttattattta ttgcgtcttg ttggcgttaa ttaatcattc
  2583661 ctttctctaa tgtttagcaa caagaaatat tagttgcttt acattattct ctcaacagca
  2583721 tcacgcaggt ttcttggcgg ttaattatag ggttaagggg ggggtaatga ggaaaacctt
  2583781 atttacttta agtgtaatag ccatattaca gacagcacca cacataacct atgctgctgc
  2583841 aactaccggt acactgtcat caacactgac cattatctcc ggctgttata tcaacgatgg
  2583901 gaccgggtct ggaagcctga gtaatttggg aaccataaac ttcggtagtg tagtggcgct
  2583961 atcctcagta attaacgtcg cattcagtgg cacactgagc gggactctca gtttgtattg
  2584021 tagtgctaat accgcgtata ccatcgctat tgataatggg ctgtacagca cgtcaggaca
  2584081 gcgtcggctc cggggtgggg ccgcagcacc aaccaccttt gagtatgtta attataatct
  2584141 gttcaaagac agtagttaca atcagccatg gaacgcaacc ccgacgacgg gtgttcaaag
  2584201 tggtaccggc accgggattg ccacgcctat tcctttgact atctatgctc aagtcccgat
  2584261 acaaacaacg cccagtgtca gtacttatat tgatactgtt atcgttactg ttacttggta
  2584321 ataacagtga aaaatcacac tcttgttgta ttcagtttaa gtctagtgtg cggtttactg
  2584381 ctattccaag catatccagt aaatgcagta tcaaaaacag ccaatataac ggtaacggcc
  2584441 acgctactgc ccacctgcct tgcgcgtttt ctggtcagtg gcagcacaag ttttggcacc
  2584501 ttggattttg gatcaactgt cgcgttaacc caaccaatct cggtggcagg tcaaaccaat
  2584561 agtggcgcta tcaccgtgca atgcagcaac ggtaccagtt ttaacgtatt actgagcagc
  2584621 ggacagagtg gcaataccaa taaccgttat ctgtccgggg ggccatcagc ccagcaagtg
  2584681 agctacaacc tgtataccaa cgcgacctat agtgtcatct gggatgatgt ggtgggtgta
  2584741 tcgcaggttg ctaccggaca agtcgtcacc ataccggttt atggcctggt tcctgcacaa
  2584801 tcgacgcctg cggtagggac ctatactgat accgttcagg tcacggtgag ttggtaagta
  2584861 tagagggagg gctaacaatg ataagtcttt tttctccatg tcacctcagt gccgctttac
  2584921 ttatctcagc actgtctatc gtacctacca acgcggcacc ctcacccgta tctagccctt
  2584981 ttactgtcaa cgctaccgtg ctaactggat gtgttctggg gggaggcgca actgacagct
  2585041 ccaattttgg ttccataaat tttggcaata ttacttcgct ggcaaccgcc attaatgcaa
  2585101 cttctgggct gaatgcagga accattacca ttcagtgtaa tggtaatcct agcgtaacac
  2585161 ttgcgctcaa ttcaggggcc aacatgacgg gtaacatctc cgcgggtagg cacctgctta
  2585221 acagcagtac cggtgaatac ttgctgtatc aaatttatca aaatagcccc cgaaccctta
  2585281 tctggggaga tggttcaaat gggggggcaa cacaagtcat tgctaccgac ggcacgctac
  2585341 agcaagttat tttatatgca caactgtttg ccagtaatac acaacctact gcgggagttt
  2585401 atctagatac gttattggtt actgtcactt actgatcaat aacacatacc ggagaaaaac
  2585461 ttacgatgat aaaatatcac ttattatcta aattgatatt atcctttatt ttgctaccca
  2585521 tcgcccctct acatgctgct gtttccgtat taatttggcc cattgaccca gtcattaacg
  2585581 atgacgaaaa tgccacagca ttatggctgg aaaataaaga tagccaacca acttatatgc
  2585641 aaatacgggt actgagttgg cgacaggtta atggtctgga cgactacaac gctcagactg
  2585701 ccattattgc cagccccccc gttgccaata ttcaaccagg caagcgccaa ctgattcgct
  2585761 tagttaagaa tgcacaagtt cctgcgggaa aagagctggc ctaccggata ttaatcgatg
  2585821 agatcccccg tcaggaacct aatgataaaa ataacccgtc atcaacacaa ttgggtctga
  2585881 catttcaaat gcgctattcc gtgcccctat ttgtttatgg gaatggtatg cagatagcac
  2585941 ccgaggcgac acaaccgact gatattgcac aacctacgct cagctatata ttgaatcggc
  2586001 aacaggggaa gcaatggctg acgatccgca atcaaagtga aattcatgca cgtatttctc
  2586061 aggtcacact caacggccag acggttaaca acggcttatt gggctatgta ttagcgagat
  2586121 cacagatgag ctttcccatc agcttagccg ccagaaaagg tgagttggcg gccattatca
  2586181 atagcaacac caaaccagta actattccat atcagtaact agcccatatc agtaactagc
  2586241 ccataccagt aattagccca tatcagtaat tagcccatat cagtaactat tccataccag
  2586301 taactagccc ataccagtaa ttgagagaca taaaaaaaat gagattttac acaatgaact
  2586361 gaggatcgag gatgattatc agattccggc taccgccatt atcggtactg atatatggct
  2586421 caatattgtt accgtcactg atacccttga ctattttagg agggagcctc cctccgccct
  2586481 cgacatcaac aacgatgcct gatactacgt tatatcttga actcgtggtc aatgaccgta
  2586541 actttgggag tactgtacct attagttacc gcaacaaccg ttattacctt tctcaatcac
  2586601 agctaagaac gattgggctt cctatatcag agccactggc acccgagatt gccattgata
  2586661 atatggcggg cgtgaacgtt aaatatgatg gagagaacca acgcctatta atcaatgttc
  2586721 ccagcgagtg gctaccaaag caacaaatcg aggttaccga acaagatgat ttcaatcttg
  2586781 cgcaaagtag tttgggggct ttattcaatt acgatatcta tgccacacaa ggttacccgt
  2586841 actcatcttt aactcatttt tcagcatgga cagaacagcg catttttgat cgttttggct
  2586901 tgctcagtaa taccggcgtt tatcgcaccc acttcccaag taataacaac acagatgacg
  2586961 cgaaaggcta tattcgtttt gatacccagt ggcagaagaa tgacgaagaa catctgctgc
  2587021 gttatagcac aggtgacctc attaccggtg ctttgccatg gagcagtgcg atacgtcttg
  2587081 gcggcattca gatagcacgg cattttgcta ttcggcccga tctcataacc tacccattac
  2587141 cacaattttc tggtcaggcc gcagtcccca gcaccgttga tctctacatt gataacttca
  2587201 ggacacaatc ggccaatatc aacccaggcc cttttgtcat caataatgca ccgcgaatca
  2587261 atggtgcagg ccaagcgact atcgtcacaa ccgatgccct tggcaggcaa atcagcacat
  2587321 ctgtaccctt ttacgttgcc agtacactgc taaaacccgg agtgtgggat ttcagtctct
  2587381 cggggggtgc cctacgtcgt aattatgcga ttcgctcagc agattacggt gaaatggttg
  2587441 ccagtggtgt cgttcgttac ggcacaacac cttggttgac actggagggc cggggagaca
  2587501 tcgccaaaga aatgcatgta attgggggtg gcgttaattt tcgcatgggg ttattgggtg
  2587561 tcctaaatag tgcatacagt ataagcaaca catcgaacgg cgcttttaac aatgtggctg
  2587621 aaccgctaaa taccaataat gccacgccga atagattacc gtccccagca gcgtcacgcc
  2587681 gtggacgtgg caaccagcgt tcattaggct atagctacag taatgcattc tttaatttaa
  2587741 atgctcaaca tattatctct agtgatgaat acagtgacct tgccaattat aaaacgcctt
  2587801 ctctcttaag ccgacgcatg actcaactca cgggaagtct cagcctcggt agttacggca
  2587861 ccgtgggatc gggttacttt gatgtcaggg atgctcttgg cgaacaaacc cggctcatta
  2587921 atatcagcta cagcacctca ctgttacgca atagcaactt ttatagcgca ctaaaccgtg
  2587981 agctgggccg taaaggttac aatgtacaac tggtctggag cattccgtta ggcccgcggg
  2588041 gatcaagcag catcagtgca acccgcacaa atgataacca atggattcaa caactgaatt
  2588101 atagccgttc agcgccctcg aatgggggat tgggctggaa cctcgcttat gccaacagca
  2588161 cgaataacaa taatcaatac caacaggcag acattgtttg gcgtacttca atgatggaga
  2588221 gtcgcatggg cctatatggt aacagtaata actacaacta ttggggggga ttaaccggtt
  2588281 cattagtggt gatgaatagg agtgtctatg ccagcaatat gattaacgat gcttttgctt
  2588341 tggtatcgac caatggtttt agtaatattc cggttagtta cgaaaatcaa cttattggca
  2588401 caactaatgc caagggttat ttgctgatcc cgacagtcgc ctcatattat caggcaaaat
  2588461 tccagattga cccaatgaat ttaccggcag atgtcatgct acccaatgtt gaacggcggt
  2588521 tagccattgg tgaacgcagt ggctatttaa ttaatttccc cattaagcga atttccgcag
  2588581 tgaatattag aattacagac gcatcaggcc aagacttacc gaaaggcagt gcaatatata
  2588641 ctaccggtaa catccccata agttatgtcg gttgggatgg catggtatat atcgagcaag
  2588701 tggcacaatt aaataacctt aggattatac gtgccgataa tggcacacag tgctacagcc
  2588761 agttcaaact aaagacgacg gaaggtatac aggatgctgg caccacagta tgccgatagt
  2588821 cgctacatga tgctctcaat atacccaaaa taattcgagt tgcaggaagg caacaacaga
  2588881 gtaggtcccc aggaacttat ttattttaag ggcaacgaca ggtaattgac tgaggtgaca
  2588941 acggttattg acacttagca ccgagaacag atttgaatgc agcttgaagg acgacaggta
  2589001 taaacttcat atgaggaacg acgaatgtta tccatcacca gagaaatcac aaccataacg
  2589061 aacactccca agtattggct tagctggcga acattaccta tattatggct attttatgta
  2589121 gggaatacat tagcctgtac ctttagctcc cccaccgtta cgctcccacc caattcgtca
  2589181 tttaacgtca ataccctaac agaaagtggc agcggcacca ttgcaatgct ctgtactggg
  2589241 accggtgtga gcctattggc ttctcctgta ttaaatgcaa ctgtagccag taccaccaat
  2589301 accttgaagc taaaaaattc agcgggtgac gttattcctt atacaattta ttctgacgca
  2589361 ggttataaca atgccattgc tataggcaac gtgataaatt atgccggcaa tagcagctta
  2589421 ctcattgtga cgcttttcca aattagtgct aacctcccta tttatattcg aactggtagc
  2589481 aataatgcta ttaatgttaa cgtcagtgcc gggacatata ccgatgtcat taatttaaac
  2589541 tggaattacg atttatgtgc tatctctcta tttagcctct gccttggcgg ccccttcagt
  2589601 gggacagcga cctctaccgt gacagtcaaa ttaacggtca gtaatgactg cgtcattaac
  2589661 agtgccccca atgttaattt cggcagttat gcattaatta cccagtttgc tcctgttaat
  2589721 caaaatatct ctgccacctg cacaaaaaat gctactttca cgacctacat aaccaatgga
  2589781 aataattttg tcgcgccatg gcctcgaatg aaattaacct ctggaactga ctatttacag
  2589841 tatcaactgt atcaaggggc tggagtcatc ccgtggaatg taacgaataa aagaacaagt
  2589901 accgcgacag gcactcagca gttgatccct tataatgcgg tcattaatcc gcagcaagca
  2589961 caaaaaacgg tgggaactta tcaagataat gtgagtgttg tattggaata ttgaattgaa
  2590021 gagccgtgca tacctgaata tatctcagtg ttatgtttcc aagggctatt tggcttccaa
  2590081 gggttatttt tccgaatact cgttcgcttc caagcgctat tttttagaga atacctctgg
  2590141 cgattttctt cagctcagct attctcaata aggctgtcaa tctggtcata cctcctgcca
  2590201 cactattagt aaggagcctt tatggggaaa agcatcgtaa aaatcaggca gtttgaagtt
  2590261 gatgatgcag aattatcatc acagacaaaa ggtgagcata cgctcagtat tccatgtaaa
  2590321 tcagaccctg atttatgtat gcagctagat ggatgggatg aaaacaccag tattcctgct
  2590381 atcttggatg gcaaggatac gctgttatac aagcaacatt acgatcaaca tcaagatgcc
  2590441 tgggttatga aggtaacctg aacatggcga taagaagatc cgtcaaccca tagttcatgc
  2590501 ttatgagtga cggtttcttc tcttggaacg tggcgaagct aacggactaa aacaacggcc
  2590561 tgatacagca tcagaaggtt tccagtactt taaacttcat acagatcagc atcatatctg
  2590621 gggagaacat atcatactcc tcgaaaaagc gttgttgagt tttacgccag taagccagtg
  2590681 tactatcgcc ttcaccttcc gccagtgcat gcgcctcatc aacttgatca aacgttttca
  2590741 gttccacctc ggttaactct accgcacatg ctggctgatt ccggccatta accacgacaa
  2590801 atatgtcacc cgcctgagga accccctcgt catccaatgc tgcacaggtc gccgttttgg
  2590861 tgccattcag taccaatgcc aataactcat ccgcaacctg ctcagtatca ccaaatgccc
  2590921 aacgttcaac gtcttcatat ttctgtggga gtgtagccat aatctaatta ttcctattcg
  2590981 taatattatt gatgcagcgc atattacact ttatattaat cagcacgaac tgactaactc
  2591041 tcgcatcagc ataaatttcc gctactatac ccgatacttc aagtcattgg tgttgcagcc
  2591101 agaattatgg ggaagatcat tgattccggt gagtcaaaac cactcacgtc tggtgcagca
  2591161 attcatcagg ctataatact caaatcattt aaggacctat ggtgaccaaa cgcttagcta
  2591221 aaaagcattg gaaaatgttt ttggtgttac tgtgcatctg tgctgcattg atgctattac
  2591281 tgtaacgaac ggtgcaatag tgatccacac ccaacgcctg aaatcagatc cagggggtaa
  2591341 tctgctctcc tgattcagga gagtttatgg tcacttttga gacagttatg gaaattaaaa
  2591401 tcctgcacaa gcagggaatg agtagccggg cgattgccag agaactgggg atctcccgca
  2591461 ataccgttaa acgttatttg caggcaaaat ctgagccgcc aaaatatacg ccgcgacctg
  2591521 ctgttgcttc actcctggat gaataccggg attatattcg tcaacgcatc gccgatgctc
  2591581 atccttacaa aatcccggca acggtaatcg ctcgcgagat cagagaccag ggatatcgtg
  2591641 gcggaatgac cattctcagg gcattcattc gttctctctc ggttcctcag gagcaggagc
  2591701 ctgccgttcg gttcgaaact gaacccggac gacagatgca ggttgactgg ggcactatgc
  2591761 gtaatggtcg ctcaccgctt cacgtgttcg ttgctgttct cggatacagc cgaatgctgt
  2591821 acatcgaatt cactgacaat atgcgttatg acacgctgga gacctgccat cgtaatgcgt
  2591881 tccgcttctt tggtggtgtg ccgcgcgaag tgttgtatga caatatgaaa actgtggttc
  2591941 tgcaacgtga cgcatatcag accggtcagc accggttcca tccttcgctg tggcagttcg
  2592001 gcaaggagat ggggcttctc tccccgactg tgtcgcccct tcagggcaca gactaaaggt
  2592061 aaggtggaac ggatggtgca gtacacccgt aacagttttt acatcccact aatgactcgc
  2592121 ctgcgcccga tggggatcac tgtcgatgtt gaaacagcca accgccacgg tctgcgctgg
  2592181 ctgcacgatg tcgctaacca acgaaagcat gaaacaatcc aggcccgtcc ctgcgatcgc
  2592241 tggctcgaag agcagcagtc catgctggca ctgcctccgg agaaaaaaga gtatgacgtg
  2592301 catcttgatg aaaatctggt gaacttcgac aaacaccccc tgcatcatcc actctccatc
  2592361 tacgactcat tctgcagagg agtggcgtga tgatggaact gcaacatcaa cgactgatgg
  2592421 cgctcgccgg gcagttgcaa ctggaaagcc ttataagcgc agcgcctgcg ctgtcacaac
  2592481 aggcagtaga ccaggaatgg agttatatgg acttcctgga gcatctgctt catgaagaaa
  2592541 aactggcacg tcatcacgta aacaggcgat gtatacccga atggcagcct tcccggcggt
  2592601 gaaaacgttc gaagagtatg acttcacatt cgccaccgga gcaccgcaga agcaactcca
  2592661 gtcgttacgc tcactcagct tcatagaacg taatgaaaat atcgtattac tggggccatc
  2592721 aggtgtgggg aaaacccatc tggcaatagc gatgggctat gaagcagtcc gtgcaggtat
  2592781 caaagttcgc ttcacaacag cagcagatct gttacttcag ttatctacgg cacaacgtca
  2592841 gggccgttat aaaacgacgc ttcagcgtgg agtaatggcc ccccgcctgc tcatcattga
  2592901 tgaaataggc tatctgccgt tcagtcagga agaagcaaag ctgttcttcc aggtcatcgc
  2592961 taaacgttac gaaaagagcg caatgatcct gacatccaat ctgccgttcg ggcagtggga
  2593021 tcaaacgttc gccggtgatg cagcactgac ctcagcgatg ctggaccgta tcttacacca
  2593081 ctcacatgtc gttcaaatca aaggagaaag ctatcgactc agacagaaac gaaaggccgg
  2593141 ggttatagca gaagctaatc ctgagtaaaa cggtggatca atattgggcc gttggtggag
  2593201 atataagtgg atcacttttc atccgtcgtt gacacaaata gtgcactatg agaatgattt
  2593261 ccccgttcag gttgaaaacc gttgcgtaaa cccaagtacc gcccccgatt atatgaaaca
  2593321 ggatttcaac caaatcaccc cgtacagcta cctgacacaa gccgccccgc tcaccgaagg
  2593381 tgaacacatt gttgaagccg taatgccaag cccaatcgag cgacaactac tggaactgag
  2593441 tgaacatgaa ccttgcttgt tgatccgccg tagaacttgg tatgggaaag ccatcgtcac
  2593501 cgccgcacaa ttgctctatc caggccctcg ttatcagctc tatggtcgtt ttaccccaca
  2593561 aggtacggtg acgtcctgaa caattttgtt tctctgtgag aactgcgaag tgttacgcaa
  2593621 ttgtgaattc gctatcttgc tgatagtgaa tttataggct aggttgtcca tgattgtata
  2593681 tacaagttga tttcgttcat ccagtaaatg attcgggtga caaatctgcc gagtgcagct
  2593741 aacaccgcag caacgtcaaa tgagaaggga aaggggaaag aaatggtatc agtaactcac
  2593801 tgtgacagct tatggttcgg ggccgatatc attacgatgc gcgggggaaa ttatcagttg
  2593861 attccgcaag gggcaatcgc tgtcactggc gataagatag tctggattgg gccacatgcc
  2593921 gaattaccgc ctattcatgc cgcacgtcag gtcgtatatg aaggtggtct tatcacccct
  2593981 ggattgattg actgtcacac ccatctcgtg tttggcgatg atcgtagcaa tgaatttgag
  2594041 caacgcctta acggggtcag ctatgccgaa attgctgcta atggcggtgg tattatttca
  2594101 accgtcagag ccacacgcca agctagcgaa cagcaactac tggaacaagc cctatttcgt
  2594161 ctgaagccct tacttgctga aggggtgact acgattgaga ttaagtctgg ctatggcctt
  2594221 aatcttgaaa gtgaaataaa aatgttgcga gtggcccgcc gattggggga gttactgcct
  2594281 attgacgtca aaacgacttg tttggccgcc catgcgctac cgcccgagtt tatcgggcag
  2594341 cctgatgatt atattgatgt cgtatgtaat agcattattc ctcaggtggc agttgaaaac
  2594401 ttagccgatg ccgtggacgc attttgcgaa catttagctt tttcaccggc tcaagttgag
  2594461 cgagtatttt tagccgcaca aaaagccggg ctacctgtaa aactgcacgc agagcaactt
  2594521 tctgctctcc gtggcgcgac tctggccgct aaattccatg cgatatcggc agaccatctg
  2594581 gagtacgcga ctgaatctga tgtccaggct atggcaaatg cgggtactgt cgcagtctta
  2594641 ctaccaggtg cctactactt attgcgggaa acacaatgcc ccccaattga tctgttccgc
  2594701 cagtataagg tccccatggc actggccagt gatgccaacc cagggacatc tccggtactt
  2594761 tcactacgct tgatgctcaa tatggcttgc acgttattcc gcatgacacc agaagaagca
  2594821 ctggctggtg tcacgtgcca cgcagctcaa gctcttggtg tacaacagac tcaaggtacg
  2594881 ttggagacag ggaaattagc taactgggtg cattggccct tatcacaccc agccgagtta
  2594941 gcttattggt taggagggca attacctgcc actgtcgtat tccgaggaga agtacgccca
  2595001 tgaatttaac tgactcttac tactttcagg gcggaaaaat acctttgctc attagcattc
  2595061 cacatgcagg tacacgcctg actcccgcag ttgaagctgg cctgacagca gcagcacagc
  2595121 ctttatccga tacagattgg catatccatc gtctctatga ctttgcccgt gagatgggcg
  2595181 ccagtgtttt aatcggccag tattcccgct tggtggtcga tcttaaccga ccgcaagatg
  2595241 accaaccact ctatgctact gcgaccaccg ggctattccc cgaaacactg tttgatgggc
  2595301 gcgcttgttt tgaagcaggt aaaacacctt caccaaatga gcggcaatcc tacttaacgc
  2595361 atatctggca gccttatcat cagcggcttc agcaagagct tgccagatta agtgcgcaat
  2595421 ttggctatgc actccttcta gacgcacact ctattgcgtc cgttattcct cggttatttg
  2595481 atgggcaact tcctgatttg aacatcggca ctaacgacaa tgccagttgc ctactttcgt
  2595541 taactgaaca gctcattgcg tgctgccagc gtcaaacggc attcagccac gtactcaatg
  2595601 gccgttttaa aggcgggtat atcactcgca catatggatt accacaaaac caccaccatg
  2595661 cggtgcaact agaattagcg cagttaaact atatgtcgga gaccgagcct tacgcttatc
  2595721 ggcctgatcg agccattcat ttacagcaat tgctccagca gttcatcaca accatgctga
  2595781 cgtggggtga gcaaacttac cgttgatagc acacctatta cttgattact tgattacttg
  2595841 attacttgat attacagcct tgacttggca aaggtgtgag cggcgggttc tcatgctgat
  2595901 caacaccact caaacaatga gtaccggatg aagtggttta cagctcacag taaaaagacg
  2595961 gggtttcccc cgcctttcta tctttctatc tttctatctt tctatctttc tatctttcta
  2596021 tctttctatc tttctatctt tctatctttc tatctttcta tctttctatt cacctgtttc
  2596081 cgacacagaa aaaaggcaat aacaccaata ttcataacgc tttagatcta ctgcttaaaa
  2596141 acggtaagtc aagtttaccg caacaacatc atccgtattc aagcccaatg ggttcttatc
  2596201 gttatccaat aaattaatct tataatcaac ataggtgtac atgttcttgt tgaaatggta
  2596261 agtcacaccg atttcagcat atttcaccag atccgtatcg ccgacccccg ccagatcctt
  2596321 acctttagat tgtatgtagg caagagacgg gcggatacca ttctcaaact ggtattgagc
  2596381 gaccaactct acgttttggg ttttgttcgc gatcagtctt ttgtacggcg tcatgtttag
  2596441 tgtttcgcca tacattgctg caatataggc ctgattggca tcgtatttta gcccagtagc
  2596501 ccaagcttga gctttgtcac ccgcagcact gttcactaat tctttctggc cctcggtacg
  2596561 attagatgat gagtatgcgc ctgcaaaact gacgccgctg ccctgaatgt tttgataatt
  2596621 aaaagacaaa ccgaaaccat caccattggc cttttggata gaacgttcat ttcgggtaac
  2596681 atcaccgtct tcgttacgcc cctgatactg agcggcaact tttaagccct ccacaagtcc
  2596741 gaagaaatta tcgttacggt aggttgccag gccagtagag cgggccgtca tgtaattatc
  2596801 cgtcgctgcc atggaatcac caccaaattc aggcaacata tcggtatagg acagcacgtc
  2596861 atagacaaca ccatagttgc ggccatagtc gaaagacccg taatcagcta acttcagacc
  2596921 cgcaaagccc aaacgggttt tattgccctt atcaccctga gattctgtgt tgttagctgc
  2596981 gatgttatat tcccactgac cgaaaccagt tagctggcta tttatttttg tttcaccctt
  2597041 gaaaccaata cgcacataag ttgcatcttc attgctctgt tttttaaata ggtatttcgc
  2597101 agcaacccgc ccataaaaat ccaacttgtt gccatcttta ttataaattt ccgctgcact
  2597161 tgaaagagct ggaatgatac ccagtgtggc tgccaaagcc atcgcgatgt ttttcattaa
  2597221 tatcttcctt ttaattttta taacattaac ctcagaattc gttaatgttt aatcttacga
  2597281 tgaggattaa gtcttgctgt gagaattaag tcttgttgta tagcgaacca tctgcaaagc
  2597341 aaaaaaacat tatcattatg ggccgctcaa ttaaaaaccg aatgaaaata agtgttatct
  2597401 cacgcaataa agcaattgta ataaaaaatt cagagaacat aagccattgt tatttaattg
  2597461 attaattgat tattcccggg attttaatgt tataacgatt aatgttactc aataatttaa
  2597521 agatattaat ttagattatt acattagatg gttaaattaa aataacaagc aaaaataaat
  2597581 cctaattatt tgtttttgct gattaagatt ttattgttat catttcaaga gaggattaat
  2597641 gttaatattt aattatgttt cacatcaata taaaaacaaa aaataaattt attttatata
  2597701 ttaattaccg ctaccgataa tattttatcc aatcagtagg gaattcgcat gcgccacata
  2597761 aaatcagata aaaataacaa taaaaaccat tagccaaatg aataaaaaaa acaagtagca
  2597821 tcatctaata attcattatt ttcgaaccgt caagacagtt catttgaaat tagattaatt
  2597881 attactattt gtatgggtat aactccagag aaccgcccac atcggtattg gcccccaaca
  2597941 agctcatgta atcggtaatt cactttcaca catttttacc aacatcatcc cagcccgtaa
  2598001 tcccaacgca acatgtggat ttggaaataa gatccactca taggggtgtt caacacgata
  2598061 gttatcattg ggttgttctg taagtagagt gccttgtgcg aagcgtgtga aatttaccgt
  2598121 atcctcagcc acccgtagtt taaaatcagg gtgttgccta agcagtgatt taacgacccg
  2598181 gtagtacttc atgttctctg tcttacgtgc aggcaaggca ctatcactga ctaaggagcg
  2598241 taatccttgg gtgatcgcac tgaattgtga taattgattc tcaccaaaag gtaatgcttt
  2598301 gcctaactcc aacgtacaac tggctgcctg acagcgctca ctgctaaagt gagcgaatgt
  2598361 ccctcctgcg gaggtgtgca taaccaaagc atccagttcg atgtcccgca accaacgaaa
  2598421 catagcagcg gaataagggg tctgctggta gggtaacaaa ccaaagcgag gatgatagga
  2598481 cccccgaatt gcggtgtgta gatcataatg caaacgctct gatgtgtgac ttgcctggaa
  2598541 aaatgccatc acccgttgct ccagagtact cgcccttcgc gtctcgtcac tgggtgtata
  2598601 gtgctgataa cgcccaccaa acatacggtt aatgtcattg ctgaggtacc gcttcccttt
  2598661 gcggatcgcc ggtggatttc ccaataacac taacagacgg acggacagcg gcagttgacc
  2598721 cgctaataaa tcggtgacta attgattcaa aatttcaatg ggtgccgttt cattgccgtg
  2598781 gataccggca gagatcacca ccgattgtgt gtagctgcgg tgcggaacca gtgtcaatat
  2598841 cccctcaccg agccattgcc atttcagatt aacggtttca ccctgtatga cttgtggagg
  2598901 tttacccgat agggttatcg ctaaaaaatc cagcatcatc gctcctctat tggttctatc
  2598961 attgagccgt tcggttattc gctaaagcca caccggctaa ttgcgctgga acgggtacac
  2599021 cggccccaga ttgaggattc gcgttaactc atccaacgct tgccgccctt cttgtaacaa
  2599081 gtgcggatct gccaaatctt taaactgcag gtggtcccga taatgttgat cgacccaatt
  2599141 attcaatgtg acaaacagtg ccggtgtcag catcactcgg ctgttaactg cctgtagctc
  2599201 agcatcattc aagactaccc gcaaccgtaa gcaagccggg ccaccgccat tacgcatact
  2599261 ctcgcgcaga tcgaaaacac ggagttcatc aatcggccca tcgccgctga ccaactcaga
  2599321 taaataccgc catacactgg ggttatcttg tgactcctgc ggaataacca acaacatttt
  2599381 gccattagcc ttatgcaata attggctatt aaacagatag gttgacacgg catcagcaac
  2599441 ggaaacttcg gcttctggta cttcaatatt gactaattgt tgttccaagc ctgccatctt
  2599501 gcagcgaata tcgtccatga cctgtgtgct cgatagaaaa gccaactcat gatggaataa
  2599561 tacattgcgg ttactgactg cgatcacatc gttgtgaaag acgccttgat cgatcacggc
  2599621 tgggttttgt tgcacaaaca cggtgcgttt ggggtccaac tgatgcaacc gtgccaccgc
  2599681 ctggctggct tcacgtgttt gtctggcagg ataacggcca ggaaccgccc cgctctccat
  2599741 gccttgacgc ccataaacaa acatctggat tgctgggcta tcgtactcgc cccctaaacg
  2599801 gttatggttc gccgcccctt catcccccaa taaggtcacg gaaggtaaag catcatgatg
  2599861 aacaaaatga cggtggttat tgaacaccgc gggtagcaat actgcggttg tctctgcttc
  2599921 aattgcccga tgaaacttat tatgcaaatt cgcaacggta aaatggaccc gcccatcagc
  2599981 actgtcagct gacggtgata ccgttgcagc attggccgtc cacatggagg atgctgaact
  2600041 caccgccgag agtaaacgtg gcgcgttacg tgcaacatcg cttaagacct gttcatctga
  2600101 gccactgaac cctagcttgc gtaatacgcc tatggccggc cgctcctgag gggggagaac
  2600161 cccttgtttg tagcctaaat ccgccaaggc tttcatcttc aataaccctt gtttggctgc
  2600221 caaacgaggg ttggaagtac gattttgatg cgtggttgat gcctcattgc caaaggataa
  2600281 ccccgcataa tgatgcgtta gcccaaccaa tccatcgaag ttaacttcat atcctgccat
  2600341 tattttctcc acacacggtt caatcacacc ttgggcaaat caaaagagat accgggggat
  2600401 aatgttgcgg gtaacgtcaa gtgctcacac tccagtgatg ccatgggcca cgcacaataa
  2600461 tctgcggcat aaaaggcgct gggccgatgg ttacccgatg ccccgacacc gccaaagggt
  2600521 gcagcactgg aagcccccgt caatggtttg ttccagttaa caatccctgc tctggcttcc
  2600581 agtaacaatt gttcaaattg ctggcgatct tcagaaacca agccgacggc cagaccaaat
  2600641 cgggtctgat tggctatttt cagcgcctca gtaaagtctg tgtagcggat cacactgacc
  2600701 agtgggccaa aatactcctc gtcaggtacc tcgctgatat tggtaatatc aatgataccc
  2600761 ggtgtcagta gcgcactttg gctatctggc cgagtcatgt ttaataatga ttccccccct
  2600821 aacaacagca aatgttgctg agccgccaac atccgttctg ccgcctgaga tgaaatgacg
  2600881 gcacccataa agggggccgg ttgctcatcc cagcggccaa ttcgcaatgc ttgcgcaacg
  2600941 gcggtaaagc gcagtaaaaa agcatcgccc tcagccccgg ttttaaccag caaacgacgt
  2601001 gaacaggtac agcgctgacc ggcggaaata aaggcagatt gaatggcaag attgacaacc
  2601061 gcatcccggt ctttcacctg ttcaacgatc agtgcattgt taccgcccat ttccagcgcc
  2601121 agcatttttt ccggctgacc cgccagttga cgatgtaagt ggtagccggt atgggcgctg
  2601181 ccagtaaaca acaagccatc aatatcaggc tgggcagcca atgcctcgcc cgtttcacgc
  2601241 ccgccctgca ccaaattaag cacgccgtca ggaatccccg cctgttgcca caatttgacg
  2601301 gtttcttctg cggtccatgg ggtcaattca ctgggtttga ataccacggt attccccgcg
  2601361 agcaaggccg ggacaatatg accattgggc aaatggcctg gaaaattata ggggccaaag
  2601421 acagctaata cgccatgagg ccggtgacgt agcactgaca tgctgtcccc cattggggtt
  2601481 tggctatggc cggtgcgggt ttgataggct tgcaaagaga tagccacctt gccgatcatc
  2601541 gcctgcacct ctgttagcgt ctcccaatat ggcttgctgg tttccagact gatagttcgc
  2601601 gctaatgatt gtttatgctg ttcgagtaag gccgcaaact gctgtatcac cgtggcccgc
  2601661 tgttcaagag aagctcgtgc ccatgccgga aaagccgctc ttgcggcatg gcaggccaga
  2601721 gtcacatccg tatggtctgc tgcacgcgcc tgccatagcc gctgctgact cataggatcc
  2601781 tgtttttcga aagacacacc gttaccgatg cgccattcac cttgtataaa cagggccgga
  2601841 tggctagaca ataccgcgtt aaacatgacg tgctggctca tcgttttgtc tccggggcaa
  2601901 agaggctcac tattcgaacc gaatcaccgg cagcaacccc cagtgcctcg gcactctcgg
  2601961 gggttaaacg cagccgttcg tcggagagat gagtattcat taatatggcg cggaaatggt
  2602021 gataatggtc gttagccacg agataaagcc gaccgttggg atcgatatcg taatcctcga
  2602081 tatcataatc cttgataacg acagtacgct tgctgctatc gcgtaccaca cgcacatcat
  2602141 ccgtgttggc ttccaatgtt ggcccaccat caaagatatc cacgtaaccc tgatattgca
  2602201 gcccctcggt ttccagcaca gcacgggcag gcgcggtgtg aggatgaacc tgaccgatga
  2602261 ccgcccgggc ttcttccgcc agaaaatcca catacaacgg gtgtttgggc atcaactcag
  2602321 caataaaggc tttctgccct gtgccactga ggtaatctgc tttcgcaaac tcaatggaaa
  2602381 agaaatgacg gccgacactc tcccaaaagg gtgaacggcc ttgctcatcg gtataaccgc
  2602441 gcatctctgc aatcactttg cgggagaaat attggcgaaa cgcagcaata aacaaaaaac
  2602501 gcacttttga taaaaaaggg ccatttttat ccttgcgata atcaggatcg agaaacagcg
  2602561 tgcacagttc gctatacccc gtgtgatcat tgctcaaaaa cagtgtcggc accgatttat
  2602621 acacattgag tgctttggag gcgtgcacca gagtccctac gcggaagtta taccaagggt
  2602681 cgttcaggcc aacagcaact tcaatggcac tgacgccaac cactttctgc tgttcgctat
  2602741 cttccaatac aaacagatag ccttgttcgc ccggatccaa agagccttgc caggtattta
  2602801 atgcccgttc tatccgagcg gcgagatgtt gctcattttg tggtagagag gtcatgccta
  2602861 cgcctgtttt accggccagt tcaaagatat cagccagatc gcggcgctct accgggcgca
  2602921 ctttcatcat attcgagtcc cttgcctacg gcataaacgt tacgacgtaa ctttttgaca
  2602981 aacctgttca atccccatgg cgagtcgagc taagccttct ttaatctcct tcggcgaaat
  2603041 aatcagtgat ggagcaaaac gtacaacgtc agggccagca atcagggcaa taagcccgta
  2603101 ttgagccgcg gcctgaacaa tctctttaga tttgcccgca tattgggcat tgagcacaca
  2603161 cccgatcagc agaccacgcc cgcggatttc agcgaaaacg ttatgccggg cattgatttc
  2603221 agccagttca tcgataaacc actggtggcg tgctttaaca ccggctaata gcgtaggttg
  2603281 attaatcaat gacagaacgg tgcccgcgac ggcacaggcc agcgggttcc ccccgaaggt
  2603341 cgtgccatgg ctaccgacac tgagcgcact ggcatatttt gtggtagtca gcattgcgcc
  2603401 aatgggaaaa ccgcctccca acgctttggc actggtcagc acatctgggg acaccccata
  2603461 gtgcatataa gcgtagagtt ctccggtacg ccccaccccg gtttgtattt catcaaaaat
  2603521 cagcaatgca ttatggcgat cgcacagcgc ccgcaaaccg tgcaggaact ctttatccgc
  2603581 aggtagcacg ccgccctcac cctgaatggg ttccacaata accgcacagg tttgatcggt
  2603641 gatcaggtgt tccgctgaag caaggtcatt aaaaataccg tgatggatac cgcctggcag
  2603701 gggagcaaaa tcttgcgagt atttaggctg cccacccgct gagaccgtaa acagcgtgcg
  2603761 gccatgaaac gcatttctaa acgccacaat ttggttcttc tcaccttgct gacccgcttt
  2603821 attggcaaaa ttatccagcg catacttgcg cgccagcttc agtgccgcct cattggcctc
  2603881 cgcaccggaa ttacagaaaa acactttttc tgcaaaggtc gcatcgatca actgcttcgc
  2603941 cagacgtaat accggctcat tggtgtagcc attgcccaaa tgccagactt tatcagcctg
  2604001 ctcaatcaat gcggccctta ctgccgggtg cccatgcccc aaggcattta ccgcaatacc
  2604061 acccgcaaaa tcgatatacg atttaccttg ttgatcccac aatgtcgacc cttcccccct
  2604121 taccacgata aaatctgctg gcgcataggt gggtacgatc cattcatcaa aagactgacg
  2604181 agtgacagga cttggctgct ccatattgcc ccctttaatc agcgtaaata gtaggtttag
  2604241 aaactcatca tcagagtgaa tctctgcccc ccaacaaaaa tcgcttattc tgttaaccat
  2604301 aacgaatgaa atatattcac ctgatataaa gtgtacagca gctttcgtgc cacaccgctc
  2604361 agaatgtgaa taaattgtat attttccatt aaaacaggca gttaaattgc ataattatgc
  2604421 aaaatattcg cattcacact gtatttaagg agataaaatg cgcgaattaa cgtatttatt
  2604481 gcgaaataat atgcagctaa gaataatttt gacttttgct ctgcaagatc acatttttgc
  2604541 aacataaaaa taacgagttc cgtttttttt gcactacaaa tgtacagaga atgcctcaat
  2604601 caagtgcatt tcttctgctt aaaaagtgaa aatagagagt gggtattagc catttatgca
  2604661 ataacggtta tgtaataata tttatgtaat aacatcggag ggggagaaaa aatgacggat
  2604721 tggcagagag gaatgcaggt gtagccccga ttctaagagg ccatctgggt caacagatcg
  2604781 aagatgttga tgttgatgtt gatgttgatg ttgattaatg atcattaata gcctctacgg
  2604841 ctatcgacgt tcgttcgtca attggccgat taacttcgcc aaaatacgaa tcgcttttgc
  2604901 gctttgttct gaccaggcaa aggaggcatt aaggcgaaag caatgatcaa actgactccc
  2604961 tgtggtgaac attctcccag gagcaatgct aaccccctgc tccagtgccc gtcggtacag
  2605021 ttcactggca ttaaaaggtg gctccaattc taaccataag aaatagccgc cagcggggtg
  2605081 gctgattttg atgtttttgg ggaagtgttc aacaacggcc tgatgcaacg tgctcatccg
  2605141 ctgttccatt acccgacgca agcggcgcag gtgagtatcg tatccccctt ggctcagata
  2605201 atccgcaatc gccagttggg tcgggacgct ggccgaaacg gtgctcatca actgtaaatg
  2605261 ttgaatacgc tgagcatgtt cacctgctgc cacccacccc acacggaacc ccggcgccag
  2605321 gcatttagaa aaagaggagc aatgtaaaat ctgccgatgc tggtcaagcg cttttgccgg
  2605381 tagcaagcgt tcagcaccaa aatacagttc gccatataca tcatcttcaa tcagtgaaat
  2605441 agccttctgc tgtagcaggg tgacgagtcg ctgtttctgt gaccacggca tggtggcccc
  2605501 cattgggttt tgaaaatggg gcattaacca gcacgctttt atcggatact ggctgataac
  2605561 ctgctcaagg gcctccaaat ccacaccttg ctggggatcc gtcgtaatgg caatagcctt
  2605621 aagtcgtagg cgttcaatcg cctgtaatgc accataaaac gcgggcgatt caataacgac
  2605681 ccaatcaccg ggctgtgtca cggcttgtaa gctaaggctc agtgactcca tcgcccccgc
  2605741 cgtaatcaca atttcctcgg gtgatacatt catcccgcag gcagcataac gttgcgcaat
  2605801 attgcgccgt aaactttcat tacccggtgg caaattcgtt acagaacttt gtggcgagat
  2605861 cttgcgagcg acgctggcca acgcccgcga caaacgcggt tgtaacaata aactcggatc
  2605921 tggaaatgct gaaccgaacg gcatgattgc cggatctttc cctgcctgta acacattaaa
  2605981 aataaaggta ttgatatcaa cctgttcatc cagatggagc ttattacccc gctgtggttg
  2606041 cggtaactgc gtgggccgtg aggccacata gtagcccgat tgtgggcggg caacgatcca
  2606101 cccctggctt tccaacaact gatacgattg caccacggtc atcaggctta gccctgattg
  2606161 tttacaactt tctcgcagcg aagggagctt atcgcccgct tgccagacct tcgattgtat
  2606221 ttgtgctctg atttgctgcg ctagctgttc atatcgtgtc ataagccatc tgttatagat
  2606281 aaaattcaat taattttcac tattatagcc actttaactt atggttaact acctgccaag
  2606341 tttcccctga aatactcacc acccgataca tcgccatctg ccggatagcc tatctcggcg
  2606401 tgatttattt tatcgttatc tggtgtggca gcgtgttggc attattggcc gtttccaggc
  2606461 ggtttcgcat gatgatgacg gccgcgggta tgaaacccca ttagcgctaa cacttcggcg
  2606521 ctaaaaacgg taaggtaacg gcgcttattg gtcaaaggaa tctcccacgc gatgaaacgt
  2606581 tatctgaccc cattggttaa tcagattgct ttgttgatga tactgctggg catgctaggg
  2606641 ctggcgggta tggttatttc atcatggatg gcacaaagca ttcagggcaa tgcccacgcc
  2606701 atcaaccaag caggctcatt gcgtatgcag agctacaggt tactttcaat gatccctttg
  2606761 gatagcaatg agttatctta tctggtggca ttggagcaag acaaaaccag tcacgacctg
  2606821 caacaagcgc tactgcggga agggttaatg ggtcaatatc agcaaattga acgttactgg
  2606881 caagacacgc tgaagcctca gttacaacag gccaaacacc ctgatgaggt ggcggccagt
  2606941 gtggcggatt ttgttcacca acttgatgct ttggtattag ccattgacca taaaactgaa
  2607001 caacggctgt tacaggttac cctgatcccg ctggtattca gccttctgac actcagccta
  2607061 ttgttggcaa tgatctatta tttgcgccgc cggttactgc gcccttggct gaagttaatc
  2607121 tcaatggcga atgccattgg ccgaggtgat tttagccaac gctatacgct ggactatcag
  2607181 cgtgacgaaa tggggatgct gggtacggca ttgaatcgaa tgtcgcaaga attgtcattg
  2607241 atctacggcg atcttgagca gcgagtcgta aataaaaccg ctgatttaca acagaaaaat
  2607301 caggttttgg cgttccttta tcacagtagc cgccaactgc atactcatca gccattaagt
  2607361 gagcgtttag cccctgtcat tgaacagcta caagcgttaa ccacgctaga aaatgtacaa
  2607421 atttgtttgt atgaaaacca tctgtatcgt gaccatgtca atcacaatgc ggatgcagaa
  2607481 tatctgatgc ctaaaaaccg cccggcgtca ttaacgatca gcggccctgt tcgccccatc
  2607541 agccaccctg agttatggca atcactgagt tggagtttaa gcgataaact cggtcaatat
  2607601 ggtttattac tggcaaaaca acccctcgat aaccccctca attctgacca gcagcaactg
  2607661 gtcgatatgt tagttgagca actgaccagc acactggcgt tagagagcca agccaaacat
  2607721 cagcaacagt tattgttaat ggaggagcgt tccgccattg cgcgggaact gcatgactca
  2607781 atcgctcaat ccctttcctg cctgaagata cagatcagct gtttgcaaat gcaaactccg
  2607841 gacttaccgg aaaacagcaa cctattgata aaacaaatgc gtgatgaact caatatcgcc
  2607901 taccgtcaat tacgtgagtt actgaccaca ttccgtctga aactaaatga agccactctg
  2607961 gaggccgcgt tacaggctct ggtgaatgag ttcagcgaaa gagctggtct atcgattacc
  2608021 ttcaaatatc aattacctcc agatcaggta ccaaaccatc aagccattca tatggtaaat
  2608081 attgtccgtg aggcgctgaa taatatctat aagcacgccc gtgccagcga agccacggtt
  2608141 aacgtccact tagaacaagg cgatgtggtg atgtccataa ccgataatgg ttgtgggata
  2608201 gggcaagcca gtgaacaacc caatcattat ggtctgatga tcatgcaaga tcgcgccaac
  2608261 agtttacatg ggcactgtag tatcaatcag aaagagggag gcggtactga ggttcgagtg
  2608321 caatttaccc ccgagaataa tgaccttgac tgataatcta tcttgaagca cgccaaaacc
  2608381 actgatttct cgacgacacg cgacttcaat agacacgtca cttaaataca atacttcaat
  2608441 aaatacaatg atctaataaa tataattttc taataaatac aatactcgaa aatacagcgc
  2608501 gtgaatgggc acgctggcag gtgcagataa aggtcatgta gtgacaccgt cacttatgct
  2608561 atagcaaaag ggagtgaaca ccaataacag tatacgacgc ccttactggt gaaaaatctt
  2608621 aatggagagg gttattacca aaaatgccat gaggccatgg accctttggt ggatagagga
  2608681 ggatacgcta atccttatta aatcaatggg caccccgtct cctgtccatt ctctccctct
  2608741 ctccctttac tttttcagtt aaaatcttgt aaatttgctg cgacaatttc ctgttatttg
  2608801 ttactcttat gactacttag cctgtagtat ggcacttatt tatcgttaac cgggcctaat
  2608861 gcccgtttaa tacagtaaag ctttttagga gccttctcaa tatgaagtcg caacatgatc
  2608921 ctggccgatc taaatctcgc caccaagaat actcccttat tctaccgatt cttgcgctag
  2608981 ttattcttaa cttctggggc aataccagca atttcgctgc cattattata attaacttga
  2609041 ttgcgttggt tggtattctg agcagtgctt tcagtgtcgt gcgtcatgct gacgtgctgg
  2609101 cacaccgctt gggtgaaccc tatgggtcgt tgattctgag tctgtcggtg gtggtactcg
  2609161 aggtcagtct gatctcagcc atgatggcaa cgggcgatgc ggcaccagca ctgatgcgcg
  2609221 atactctcta ctctatcatt atgattgtta ttggcggttt ggttggggtt tcattgctgc
  2609281 tgggtgggcg taaattcgca actcaacacg ttaatctcgt gggtatcaaa caatatctga
  2609341 tggctatctt cccgttggcg ataattgtgt tggttttacc cagcaccctg cccggcggca
  2609401 attttaccgt ggcacaatcg ttagtcgtcg cagccatttc cgcagcaatg tacggtgtat
  2609461 ttctgacaat tcaaactaaa acacaccaaa gcttatttgt atacgaacat gaagatgagg
  2609521 gcgatgaccc acaccacggt aaaccctctt ctcatagcag cctgtggcat accgtctggt
  2609581 tattgataca tttgatcgcc gtgatcgccg tgactaaatt tgatgccaac ccgctggaag
  2609641 ccctattaac tgaattaaat gccccagcga aatttacggg cttcctgatc gccctgctta
  2609701 tcctgtctcc agaaggcttg ggcgcattga aagcggtgct ggcaaatcag gtacagcgtg
  2609761 ccatgaattt gttcttcggc tcagtgctag cgacaatttc cctgaccgtt ccggccgtta
  2609821 cactgatcgc cgtgttaacg ggccaggaac tgaatttcgg gcttgaagca ccccatattg
  2609881 tggtgatggt tagcgtactg attttgtcga aaatatcgtt ctctacgggc agaaccaatg
  2609941 ttctcaacgg taccgcccat ctggcgcttt ttgccgctta tatgatgacc atcatgctct
  2610001 agcaaccgtc tgaatagcaa agggcaagcg ctgttaacgc ttgccctttt ttgtgtattc
  2610061 ttgattcaca ggcgagttgg cttataacct atacgctcta tacgctatga ataagcattt
  2610121 aatgttcgct gacagagtac cgaacgaaca cagtcctgtt tatcaaaacg gatgatgccg
  2610181 atcatctcat cctcagtaaa acgctccagt gcatcgctga gacccgattt cacgcctcta
  2610241 ggcagatcgc attgggtaat atcaccatta acgatgaccg tgacattttc accgaggcgg
  2610301 gtcagaaaca tcttcatttg gctggcggtt acattttgtg cctcgtcgag gatcaccacc
  2610361 gcattttcaa aggtacgccc gcgcatatag gcgaaaggcg caatctccac tttaccgatt
  2610421 tcaggtcgca agcaatattg cataaatgac gagcccaggc gacgcagtaa gatgtcatac
  2610481 accgggcgga aataaggcgc aaatttctca gagatatcac cgggcagaaa acccaggtct
  2610541 tcatctgcct gtagcacagg tcgcgtgacg atgattcgat caacttcttt atgaattaac
  2610601 gcttctgctg cttttgcagc gctgatatag gttttaccgc accctgcttc accggtggcg
  2610661 aagatgagct gtttactttc tatggctgat aagtaatgac cctgagcttc cgttcgcgcc
  2610721 tgaataaccg aggtatcacg gctatcccgc gccataccta tggattcaac accccccatt
  2610781 tgtactaacg atgtcacact ttcttcctca cgttgacgat gactacgtga atcacgtcta
  2610841 atcacgcgtt tcgcttcacg acgcgctttg atcactgctt tctgtcttcc cattgtggca
  2610901 ccttactgtt tgtttcacct accgtagcag ccgttgctgg tacgattatg tttcacatac
  2610961 ggatgaggtt ttggcttcct ttgcagccaa taatagccaa tgaaaaatgc gcatagcaat
  2611021 aaacaccaaa gccgggtatg ggcttggatg aaaacagtat cgcaagggga gtattacgcg
  2611081 ccattaacgc agagaacaac cacaaaatat caaaaggaga taataaacgt actgtaggaa
  2611141 attgagtgcc ggagaggaag ccctcgtaac aacgagtcgc ttgagtcaat ctttgatttt
  2611201 gttttaacag cccaatcacg gactctacca ttagcaatcc ccgcagtgat aactctatcc
  2611261 gctatacccc aaattgcatc tgcattggct ctcttcgttc accctggtca cttgcttatg
  2611321 tcagcgcctg aggattcact ccgtggccgt ttttctacaa ttcgaactat tttaaggtat
  2611381 accagcctaa acgttgcacc gtgtgaaaaa taccgccaga tgattacagt ataatgacac
  2611441 tggccaattt cgcgattttt gagtgtaaaa aaataataac ttcacttgct cattttttac
  2611501 actcattcct ttttaacatg atgctccgct attaacgccc caccctctcc ttgcatgaaa
  2611561 aacgataatg atttcgccct tacttttttt cttggtttca tctgtaaagg cgaaatattt
  2611621 ttaatctttt aaaaaaataa atagcattag ctgttaatga tattccagat catgagtggc
  2611681 ggcctcttag atcttgtaag cgcacttttt gcttaccttg gctatcaaag ttttcggcca
  2611741 tcagccagtc cttaaatgcc tgcttaatta atggccaatc tttatcgata atggcatacc
  2611801 agttagtgtc tctattacgt cctttagtga cgatagcctg ccgaaattgc ccttcgtact
  2611861 gaaaaccaaa acgggctgct gctgcattcg atgactcatt taaggaatca catttccact
  2611921 cacagcggcg ataacctaat ttatcgaagg catagtgtaa tagcagatat attgcttcag
  2611981 tccccgcagt gttacgtttt aagcggggtg accaattaac cgaaccaatt tcaattacgc
  2612041 cgtttttttc atcaatgcgt tgtaaaccaa cggtacccaa tgcatggcct aactgagggt
  2612101 caaccgccgt ataatgaaca gcatcatttg catggatcaa tgtttgcaga taatgatgga
  2612161 aatcatcttt attctcagga cgttcacaat aaaaatatgt ccaatcctgc ccgtcactca
  2612221 ccgcgtgata agcctgatac agtgacgctt cgtgcttatc agcgctcaca ggttccagag
  2612281 aacaaaaatg accgggtata atctccctct gagggggccg ggccaagtgc caatacggta
  2612341 attccgcacc aatcgtttgt ccaaatgggt tttgtttcac gctatgctcc cgttttatgt
  2612401 catctgaaaa gtgatatcca ttattgagaa ataacagtaa cgctgcaaaa agcatagcaa
  2612461 tatatatgac gttattataa acaacagcac acgttgggta cttcccttcc caaagcgctc
  2612521 cccgattcat ctgacccaat acgccataat aagctgcgtg tccaaacata aatcttaaag
  2612581 cacatgtgac ttcttcctcc ttctaaatat cttcctcctt ctaaagatag taagcccact
  2612641 gatggagtga atacctcaaa atttgggggg ggtgatgggg agattttagg taatggcgtc
  2612701 tgtttttagg tgattgtaat tgaaggtggt tttagataat taaccgattt taagataatt
  2612761 aaccggtttt aagataatta attgatttgc tgatgacggc acaggctggg tatagcattc
  2612821 aaccaaaatg cgtcctgaat acctgataat actcactcaa gtatccagaa cttttacgga
  2612881 ttcataatag agtggcgcgc ttcatccctg gcgtaaatgg atcactggag caacttctgg
  2612941 cagttggagc ccctctttca catccaataa atgcccgtgc tcatcattgt ataacgtgag
  2613001 acacgagcca cttttgagtt gggcgatcaa ctcaggtgaa agcgccatgc tgcttgccaa
  2613061 ttcatcatca tccagatcgg gtcggtggcc acggcgttca acctggaaac ggacctgatt
  2613121 gtatttggcc cagataatca gtacgacggc attaaatgcc gctatcgcca gatataatgc
  2613181 aatcgtcgtc aaaccgctga gaatataaat cctcaacggt atcggcccca tatgtggcgc
  2613241 tcggctaatc atttccaaaa agccccgcac cagcaggaag acaaaaccaa accaggctaa
  2613301 cgccgtaatg ataatgtcaa tccagcgcgg tagcagacgc tgttccgtaa aaatcagggg
  2613361 cgtactcatg atttcaccct cccaatgccg cgatcagggc ttacccaacg cgcacgctta
  2613421 cgcttggtga taagcatcac tttcgggaac gacaccaccg tggtaaacaa gttaagcatc
  2613481 caataaacca tgggatacca gataatccaa aacagggaat gacccagttt aggttcatag
  2613541 cggcgttcga tcaccagact aatagcaaat tgcaatagac atgtcagtgc caataccatc
  2613601 ccggtaaagg ctggcgggaa gacactttga acatgaatac ccggcggcag agtgataacc
  2613661 agccccaata ggtataatgt gatgctaaac aggtaagtga atgcccaagt gatcgacaac
  2613721 gaatactcca gaaacagcag ccacatccgg cggttacgcc agcgccaaag tttgaacata
  2613781 tttttcaaaa atacttccgc accgccttgc gcccagcgga gacgctgttt ccacaagccg
  2613841 cgcagggttt caggcatcaa aatccaacac aacccacggg gttcgaagaa taccgaccag
  2613901 tgcttcagct gtagtttcca actaatatca atatcttccg tgatcatatc cgggctccag
  2613961 tagccaacat ccgccagtgc tctacggcga aaagcggcga ccacaccgga gacggtaaac
  2614021 acttggccgt agactcgctg tgtccgctta atcaaaccaa tgatcgaaga gaactccccg
  2614081 acctgaacgc ggccaatcaa tgtcgaacgg gtacgaatac gtgggttacc ggtcaccgcg
  2614141 ccagtacgcg gattcgcaat cagtggcgcg accagataag gcaccgcatt cttgtccaac
  2614201 aaggcatcac catcgataca gaccagatat tcactgcggg cggcggcggc ccccatacgc
  2614261 agggcaatcg ctttaccctg attatgagcc agatgaatga cgcgcaagcg tggatcttca
  2614321 gcaagcagcg catctaggac ttgtgcggta tcgtcactgg agccatcgtt aatagcaata
  2614381 acttcaatat tggtgtaggt ctgtgccagt gctgcgtgaa tggtttcccg tgcattcaac
  2614441 ccctcattga aacaagggac taagatagac acgagcggat gacctttcag ctctggtgcg
  2614501 ggtacatcat cgccccacgg ccagtgcctc tctcggcgta gccagaaata gacccccccg
  2614561 gttatccaaa taccggacat aaaaagtgga tagaagaaaa caaagttcaa cagtacatcg
  2614621 ccggtaaaga gcaaaatcat tcccgcaggg atactcagca ccagacatag gatgagtaaa
  2614681 gcaataattc tatcgatcat ataaagggta ccaggcagaa gacagcacag ggcggacatc
  2614741 ttttagcggt ggttcgccag taataaagtt atccgggtag taaccaaaac tttgcgcacc
  2614801 acttaactgc aactggcgca tccatcccgc cagtattggg ccgctgatgg cgttattgcc
  2614861 ctcaggttgg gtccagtcct tagattgcag ttcaaacacg gttttctcca aagcaccggg
  2614921 gcgttgcgca actttattga ctagctccgc taaccattca ttagattcag atagcggcac
  2614981 tttctccatt aacggcatgg ccattggtgc gacccaatca tagttagcga ggaaatcatc
  2615041 aagattctgt gcaaaccatg cttcgctttc tggttctaaa ataggcatag cgaaaatatt
  2615101 acgcgccgat tttacctgtg ggccacggat atcacggact tcgcgggtca actcattagt
  2615161 aaaatcaatc agatacttac tcttgtaacg agtccaccgc tgcatcatct ctggatcttg
  2615221 gcgtatcgtg gtaatcgaac cagggaagcc cgctttttca taggcccgga tagcatcggg
  2615281 ggaagcatct tcaaaatcag acatcaccgc atcatcgtga tagataattc cgtcaatcgg
  2615341 cgcgctatag gccatatcac gatagatatc aataatgcgc tgtcttactt cagggttaaa
  2615401 aggtgataaa cggcgatatt gatctgggtc gatactcgtt ttaccggttt tagggtcaat
  2615461 acgcgtgatc cgaggtaaag acgggtccat atcaaacgcc aataccggca tccaggcata
  2615521 gacttcaaca tcaggccgtg aagccaattg ccataccacc cggttaaaca aatcctgacg
  2615581 catcgggatc caacggttcg ggaagtaaac ctggcgaatg ttgccatccc ccttcggatc
  2615641 agaaaatgct tgcaggaaaa cgtgagtgac acgtaggtca gaaattcgct gaaccaactt
  2615701 atcaagattc tctttttcct gagccgggtc tggatcgtag agataatcca aatcaacatg
  2615761 cgccacccgc atgatatttt tttcctgcac gctggtaacc gtgagggcaa agtccttcag
  2615821 tgacggatta ttactgatta aaatgcgcgg tatattcatc aagtcattaa tattagccac
  2615881 accaggatct agggtcatgg cgagttgata accatgctgg cgtaaaatat ttagcaccgt
  2615941 accattcggc gcaccgtatg gccaaaccca aacccgtggt tgtttccctg ttgcctggac
  2616001 aatacgctga gttatcaacg caacgtcttt ctccattcgc tgcttaaagg cttcaacagt
  2616061 ttcatactgt tttgttttgg gatcatattg cagattggcc gccgccggtt cggtattccc
  2616121 ctgtgggtta gcaatcacac catagtgaga agcgtaagta tgcgccccga tttcaaccaa
  2616181 ccctgattta gacatttcag taatctgctt ccatgtggca aaacgatccc gatcagtgct
  2616241 caagccacca aaatccactt ttttatcggt ggcagtatca atccaagtgc ccactggcgc
  2616301 taatacggca ctccatttgt atgctttcag taagggataa acgcgccgat aaaaactgct
  2616361 gtaaccatcg tcaaaggtga ggagcaccgc cttatccggc aatgtagggc caccattacg
  2616421 ggctgccaaa atttgatcaa cagaaaccac gtggtaaccg ttatcacgca accacacgaa
  2616481 ctgctcattt aatgcgctgc ttcttaccga cagatagcgt tgatcggctg aatcgtcttc
  2616541 aacgtcatga taagcaatca caacaaatgt attcttttgc cacggtcttt cactttgcgg
  2616601 caatgcacgt tgtgcaggcg gaacgaacgt tggcttctcc gcacacccca tagtggacac
  2616661 gatcatcatc ccaacaatga gcgatttgat aaaaattaat agcttcgcca tggtccaatt
  2616721 cccttaaaaa cgataattta aatcgaaaga aagcgtaaca tcgtgctcac gtttaccatc
  2616781 gtaaggacgc ttgtcataaa ccacagcaac accggtatcg ataacatcat tccattgaac
  2616841 acgttggcca tagcccgccg tggtcaccaa gccattaccg taatttttct cccagtaccc
  2616901 tcccacaccc agttggactt gctggctcca gatggttttg taccgccggt acataatgtg
  2616961 attgagagtc actgccggaa cgtaagcaaa atcacgtttc gggttgtagt aaatcacatc
  2617021 ttctttactg ttttggctgg ctgccaaccc cagattaaaa tctgccgtta ggtaaggccc
  2617081 agtccagata cgctgacgcc cgttaaattc atattcccaa cggttgttac cgtcagaaaa
  2617141 acgcgacggc gtcacgctaa gttcagcatc acgcttatca tctgctttcc agaaaacata
  2617201 agcagacgcg ctattcgcgg tcactttatt cttcagtgcc cgtagtggtg tgtctttagc
  2617261 taaacgttca acctgccccc ctacacgcca gtggtcatta aggtcgtacc aggttgataa
  2617321 acgggccccg actttattgc cattgccata attctgattg gaaatttccc cttcaaccca
  2617381 atggtcacgg gaggtccatt caccacctaa gcgcagaatc cggctaatcc ccgtcccctc
  2617441 ttcaaactgc ccattgttat aactgccgcc accaaatacg cgccaattct ctgcaatagg
  2617501 tgggctgtaa aggagagttt cgaccccata atctttattg ccgctcaccg ggctgttgga
  2617561 ggagataacg cggttaccac tcacccgtag ttcatacatg ttatggactt tacgttggcg
  2617621 atctaattct tgagagggga tatcttctgg ggaacggcta atcacatcat cagtcagtaa
  2617681 ctccatctga tgccattctt gtagcgccat cgcagtttca gcctgcgcac gttccagaat
  2617741 aaggctgcgt ggtgctaatg attccacggc cttcaattct tgctccgctt tacgcggtaa
  2617801 atcccgggcc agataaatac tggctaatgc gatccttaaa ttctgattag cgggtgcagt
  2617861 actggataaa tcttccaatt ttttttgtgc ggtgggcaga tcattcaatg ccaccaatga
  2617921 ttgaaccaat agcgtttggc cttcaatcca atcatcattc ggttctttgc ccggcaggcc
  2617981 ataaacccca acctgatacg gcgtttgctc gctataattg accgcaaatt ggtaggcttt
  2618041 atcaagttgt tcgctttcat tcagtgaata gtaaagatca tcggcatcaa gcaaatcgtc
  2618101 gctgttacgg aaggttttac cgtctgaata atagaggctg gagaggatag gcgctgcttt
  2618161 ttccggcaac cttcggtcaa tataggcaga agccgcccaa cggcgggcat aatcaggcat
  2618221 tttatagccc tcagcctcca tcgcttcata ctctttgatc agatcagccg tctgatgacg
  2618281 gaccaataac gcccctaatc ggtcaatgcg tgcgcgttgg tagtcagcct gtgcctctgg
  2618341 atctttgccc caacgggtca ataaattctg ataatccgct aacgccttat ccgctatgtc
  2618401 aaaacgctcg gtttcgctgc gcgttggcaa caccgccatc cgaacttgtt ccgcagcagc
  2618461 atcgcgctca agttggcgat aatgctcagc agaaaccaaa tttgggttct ctttagcaag
  2618521 ccgtaacgct ggctcaacaa tacggtttct ctgtaatatt tcgagatgat ttttgagcac
  2618581 ttcttcagat gttggtgcca atcgcaccgc ttcgctggag gcttgcaaag catcataatt
  2618641 acggtcagta gcccggttta aataagacag cgtcatgtaa ttttgtaccg tgggatcacg
  2618701 ctcggctaac tctgttgcct gttttaaaac aaccccaccg cgtccagcat cagcctgagt
  2618761 catgatcata ccgctgataa gatcaggatt ggtggggtct ttctttaagc tgctttgcca
  2618821 caaggccaaa gcctgatccc agcgcttttc gttgcggtaa gctcgagcgg cagaagccaa
  2618881 acctctggaa gagatattca tggaagattg atatcgttca taaacatcaa tcacttcttg
  2618941 atcgcgccct gcccaacctg caatttgcag ccagtcatca acctgcccac tctgcaatgg
  2619001 acccgcttta gattcttcct gtaaatagtc caagactggc gcagtatcac cggctctggc
  2619061 acgaataatt aatgagtcat actgcgtatc cgccatagca ggattaacga caaagccaga
  2619121 aataaatagc gctaataaag tcattctgtg ccagtgcaac gggcgcagta gtgttgtaaa
  2619181 tgcgttatac attatataac ccttaagcca gcaacttgtt tgatgatcaa ggaaagcgac
  2619241 ttcctgaacg tacatttttc attatggaat gatgatgaaa tggaattctt agaatgtatt
  2619301 ataccatgcc atataggtta gctgaaaggg attattgttg caaagtcatt ataggatatt
  2619361 gttattgcag cgattaatgg aggtgaaaat gtaacaaaga cgttaattaa aatgcaatta
  2619421 agaataatcc tagattaata tcccttaaat atgcaaaaaa ataagagtaa atatttttac
  2619481 taagtgaatg ctgcgataca gtgttctgct ggaagagcag cgtaatttgt tcactgaacg
  2619541 gatttcaagg gacatttatc gattttagca ctgaatatta ttaatttttt ttatgcattt
  2619601 ctatgattat cgtgaatcaa acgtgacaag tcttcagcaa agtagattat caatgacgtt
  2619661 ataatcatat atcgaatcat tacaatttta attatcacag aaagaatcta gcgaaataag
  2619721 tcattaaaca actttcgtaa tttaactcgc tatttattac cactttaaaa tctaagcatc
  2619781 tgacagagcg acacgatgaa aacagatcca gcgaaaatta gatgaatctg ttttatccgg
  2619841 gctacgatac aatgaataaa ttagaaatac cgacgtaagt cacgatccag tttgcttaaa
  2619901 aactcaaagc cactgtcagt aattaagatc atgtcttcta acataattga gccaacccca
  2619961 atgccgtaat aaggcgtttc aaggcttaag accataccgg gacaaaacgt ttcagttgcc
  2620021 tgtgtgctaa caaaaggcac ttcttcaagg cccagaaaca caccatcacc gtgcccaaga
  2620081 tggccccggt tataatgagg taaacctgac gtcttaatca ccgccatcgt ggagtcaaaa
  2620141 accgctttta atttcacccc cggtgccacc attgatagca tatgctcatg acccgttctg
  2620201 atggtgtcat atatctgctg cgtcagttta tccggctcac cgagcacaaa cgttcttgcc
  2620261 agatcagcac cgtagccagc aacatcgatc ccgcagtcaa acttaatcaa atcccccact
  2620321 tttgccggtg tcgtatctgc gattattttt ggtgagaaat tgtcccccac cgagatcaga
  2620381 ttaaagcgtg aaaagttcgt ttctgggaac gacattaccg ccgctttaaa tgcagcagtc
  2620441 aattcagctg ccgtacaccc tacccgtatt tttttagccg cgctggcaat accatattca
  2620501 gtgatttcag cactttttcg taggtgttca atttcccacg ggcttttaat cattcttatt
  2620561 tcattgaaca atgccgttga atcgactaat ttcagcccag gtgcaacttt atctaataca
  2620621 cctttaccgc cgtttgacat cgcctgtaat tcaatggcaa tcgtcttatc cagcactccc
  2620681 gcatcttcaa gtgcgttttt aactaaacta aagaccgctt ccactggtgg gccaataggc
  2620741 cgatcacgtt ttttataatg atgatgcgga ttacgcgggt catcaacatc aacccacacc
  2620801 ggaaacgttt tcagtacact attcggcata tcaaaatgcg tactggcagc ctcaaattca
  2620861 ttcatgatga tttgtgaagg gatattcgca tcacgaaaca tgatcgcaac cgccgcaccg
  2620921 gtatgccgga aggtatacat aaagaagctg gcaaaacccg tgagataata gaaattgtca
  2620981 caaacagtca ccaccagcgc atcaatcccc tcacgctcca tgaccacgcg ggctttacgg
  2621041 cttactgctt ctaaatgctc aattttttct ttacccacgc gattatcctt tgtttttaaa
  2621101 tatcatgtag caacaccact attattgata catgcctgac attaagttgc ataaatgttg
  2621161 attttcagcc gcctgaaagc cattctgatg ccagcgatgt ctacaccgag tgatgtactt
  2621221 atgagatttt ttttgccaat aaagtcgcaa aacgtagttt tatccggtta ccttgtgcat
  2621281 cggtcttgtg aagttgcccg acatcctcgt tgtacttgag gatcgcccaa tcctgataat
  2621341 aatcttttaa ctcaccagac tggaatgtga aagagaaagg tacggtgcaa gggaagtcat
  2621401 cggtcgacat tgcggagata atcaggttat agccgccggg taaagtacac tcctgcatat
  2621461 tactgataat atgtgggatt ctttctggtt gcaggaacat caagaccacg gttgatagaa
  2621521 taaaatcgta gcgctcatcc agactggcct cattaatatt atagctgctg gcagtaatcc
  2621581 ctttcagggc ttccttatca atgatctgct gtaaattacc aatgctgtcg ttatttttat
  2621641 ctacagcagt aacatcgaaa cccaataggt tcaggtacag cgagttgcgt ccagagccac
  2621701 accccaagtc cagcgccttc cccggcttaa ctgtttttac cgcttcaatg acttcagaat
  2621761 gggtcggggt taaattatat tttttatggt aaaaatcttc tggctggcag tagaaactga
  2621821 gctgacattg cagatcatct gagcaggtag caatgcgatg ccagacttgt ggctcgataa
  2621881 atggtggttg ctgttcgcag gagaactggt gcttttccac ggtattaccg gcttcatcaa
  2621941 gaattaagaa atccatctct ccagccaaaa tggtcagttt tgcccacgtg cccgctttcg
  2622001 tattgtgctt ttcctgaaac attgccggta cgccatcacg gttccagaca gggagtttct
  2622061 tgtaacatag cagtgtgggt gctagctgtg cagaggtgtt ttccatcgtg attttcctta
  2622121 gataacttaa agatgcattt tatatgcaac atatagtacc gcatccacgt tatcaaatga
  2622181 agtcgctaaa tcatacaagg gaaaatgtgc tgttgatggc ctgtcccctg atgttcactg
  2622241 cactaagtat tgtgaggata atactttaac gaggtgtatt agggagtttt aggtttcgcg
  2622301 gttttcagat gctgaatgtg gtcagccaac tgttgaatat catcatcact aagatgagct
  2622361 ttggccttat tgcctcggcc aataatcttg ccatcacgcc gcgccgtcaa gccatcaaca
  2622421 atttcatctc tggataatga aatcaatggc ggtgctttat caaggccttt cctatctgcc
  2622481 gaacgcccgt gacaacttga gcatgtttgc ttatagatat gttcaccgtc agcagcttgt
  2622541 acggctacgc tgaacactcc catactcgcc actaacagca atattttcat cattgtttct
  2622601 ctgacacctt ctgtttaaat aaagcggtca gttcctgctc attacgcaca ccctgatgcc
  2622661 attcaatgac cttgccattg cggtcaatca aaaacgatgt tggggtgcct ataacctgat
  2622721 aacgttcttg tgtaataccc aattgatcac ggatgaccgg gtaattaata ttgtgctgcg
  2622781 ccaataccgg ggcaatctcc acttgctcag gatcagtgtt aatggcgacc accactgcct
  2622841 gatcctgata ttcctgactc aattgattca atgtcgccat ttcagctaaa cacccgccac
  2622901 aatttactga ccaaaagttg agatagacca gcttgccttc ccattgctca agcgcgacgg
  2622961 cctccccttg taagtcgtaa gcggccagcg taggtgccac ttcaccaagg gcgacttttt
  2623021 cctgcttaca ggcgctgagc agcaataata aactgcacaa tccaatgatc ttcaagttac
  2623081 gccacatgat ggcggctctt ttcatcaaga tatttaccat gttgcagccg gataacccgg
  2623141 tcagcaacac agcttaaatc tggattatgg gtcaccatga caatagtacg gccttgacga
  2623201 tggatatggt ttagcaattc caagactcgc tgttcattct cttcatccag gttgccggtc
  2623261 ggttcatcgg caaaaatgat cggcggttga ttcaccaacg cccgtgcaat acatacccgt
  2623321 tgctgttcgc caccggatag ttggctaggt aaatggccca tacgtggtgt catccccact
  2623381 tgttccaata cttgtctggc ggcctcttca tcgaccacac tgtgataatg ctgggccaac
  2623441 atgatatttt ctaaggcagt aaggtaagga ataaggtgaa attgctggaa gaccaaccct
  2623501 atcttatcgg ctctaaattg tcggcggccc tcttcatcca aacctgcggc atcaattccg
  2623561 tcgagtaata cttggccttc acttaccgta tccaggcaag tcaggatatt cattaatgtc
  2623621 gtttttcccg agcctgatgc ccccataatc gccacaaact caccacggtt aatacgaata
  2623681 ttgatgtctt ccagtgccgt aacttgacca aagcgcttat acaaatgtcg ggtttcaata
  2623741 acggcatcag ccagatgttc aggtttcatc cctatgattg acgaggtcat tcgctactct
  2623801 cctttaagaa ctttagcggg ttcaatatga atagcccgtc gggtgggaac aatcgccgcc
  2623861 acagcggcaa caaacaacga aagcaccaag gttagcggca ataccggtgc acgcaatgta
  2623921 attgccgcac tgaacaccgc ctgccccaag acctgagcca gcaaataccc taacacagca
  2623981 ccacagaccg cggcggctag cgaaataatc atcgtttcag tcaacatttg gcggataatg
  2624041 tcacgcccac tggcacccag tgctttttgc aacgcaaact ctttcgaacg ttcacccact
  2624101 atcgccatca acgtggtatt gacacacaga gaggagagaa tgaggatgac caccgagacc
  2624161 agccccatca acccttttat cttgtcaaga acctgcccct cagaggcaga tactttgcga
  2624221 attgggcgaa tttccagatc tggatattgt tcgcgtagat gactggcaaa ggtttctacc
  2624281 tgcccaacat cattgctgac actcagtaat gcattactga tccgctcagg ttgattgagc
  2624341 cacttttgcg ccagctccaa attgacgatc aacatgttat cggtcgcgtc acctgcttca
  2624401 acaatacctt ttatttgtaa gcgttggcgg gtcccttcgc ccaccaatgt tagggtatcg
  2624461 cctacattga catgcaaacg ttccgccagt ttggcaccga tcatcgcatt gcgatcatca
  2624521 aaactgaccc cgatccaatt gccggttacc tgccaatagg ggactaactg ttgcaaggat
  2624581 tcaaaccaga cgcccatcaa aaccactttt tccagctcgg tacgagccat accataaata
  2624641 tagggactgg aagcattaat cagacctttc ggcgcggaat caataatggg ttgaaaagtc
  2624701 tgctgttcaa aggtactacc ctggcctggg ccaatataaa aattagcgcc gaatgtccgt
  2624761 aattcctgac tcattttggc attaatatcg aaatagactg ccgacattgc ggtaacaatc
  2624821 gccgcgccaa cggtcagtgc ggcaaagacg acactgacac gttgcatacg taaacgaagc
  2624881 gcacgcagca ccaaccgcca aaacatacta tcattgcctt tcatgccatc attgccttta
  2624941 tgatgattac cggccatata gcacctccac cgggtagagg cgagtaatac gacgagcggg
  2625001 gaaccaggtg ccaaacacgg ctatcaatac cgatagcacc aacacacaag gcacgaccat
  2625061 ccaggcgaaa ctgatcggcg caccgaatag catcagccca atggttttgg ctaaccccca
  2625121 gccagccaga cacccggcca ccccccccat cagaccacta atagcggctt caagataaaa
  2625181 cagcattaaa atttgccact gacgagcgcc cagtgccttc attaaaccaa tctcttttgc
  2625241 ccgctccata atggtactgg tcatcaatga tgcgataccc atcgccgcgg cgatcaaagc
  2625301 cgccaacgtg actaccgcca gcaacagttg tattttctcg atcaccacgc cttctgacgc
  2625361 ggcgacttgc cagataggcc gcaccacaga gccggatatc gcctcttcta attgatgggc
  2625421 aattgacgac acataagcag tgcaatacca gagatcgtat tcttcggcat taagcgcttc
  2625481 aagattatcc cgcgccttac gtgatagctc attttccggc accgtcagtg ccgacacccg
  2625541 caccgcctgg acctttccag gtaatccgag cagagattgc acggcggcta atggcagaac
  2625601 caagcgccct tcttcttcac cgccactgct caacacacca ctgattttca ccgtcaacgg
  2625661 ccctgatgca cctttaagag gcagcacatc acccaccttc caacccgttt gttgcgccaa
  2625721 ctgcttaccc aacagcgcct gaacctccgt ggccccagcc ttaaccggct cttgcggcca
  2625781 atcacccgcc acttgccaat atgggctgat tatctgctga cccgtgtgat aattctcttc
  2625841 atcggggaca tcaacaggtt gattaaaata ggtacccagc agtgagataa gatggccatt
  2625901 tacgtcgact tcaccactga gtaacggggc aaaaccaaca atattgttac gccaaaagat
  2625961 gtctttgata ttggggagtt cagcttggtc aagaaaatcc tgcccagcca gtggattgct
  2626021 tcgctcgcca aacagcgacg gcagtgcgac ctgaccggcc ggttctatca atatattggc
  2626081 cccgtatgac ttaagctcac gggacatttt atcgccaata tcgatcgaga cagccagcag
  2626141 tgaagagata agcccggcgg caagaaacac cgtaaatacc gccagcgatt tacgccgaac
  2626201 gtttctaaac cacgattgct tcagcatcag ccataacata attatgggtt ctcctgtcta
  2626261 tcatcgctgg catcaccttc gccggctacc ggcgtgacaa actgttctgg gtgatcgcgg
  2626321 aaacggttgt aattcgcctc ggaggagaag aaataggttt tcccgccata gctgtattta
  2626381 tactcggatt tttgattggt cagatggctc ttatcaaccg gatcaacgac atccagtgtg
  2626441 accaccgtcg taaagtaatt gacgcccgcc gccaaagacg ctctgggaat aatcaactcg
  2626501 ttatcatcac tctgccaatt ttccagaggt atcgggttac aaccaccggc tttaccgatg
  2626561 gagggaatga agatatgtac cgcgcaagca acacaaatga cctgattacc ttccatgaca
  2626621 taaccttggt cgccgcacaa taggcaagcg tcgaagacca cactcaggcg cagtcggtct
  2626681 ggatagcggt tgataataaa gaagcgaacg gctttgccgt catcagcgat ccagacaaag
  2626741 cggtgtagtt tgccatctcg gacttgctca accgggatat ggaccaaccc atcagacgac
  2626801 agtgtcacgg gcaatgcttc tgataactga ggaggttgcg aggccacttt atcccaataa
  2626861 aactgagccg cagcgaccac caccaatgcc agcaacgata aaaacaaaat tcgccggaca
  2626921 ttgcggtacg ctgccagcgc tttacgtttg gcaatggctt ctgacgtttg gctgaccaca
  2626981 tggcgggacc ggctccacgg ccacaaatag cacagcaccg tgaatgctaa taataaggca
  2627041 caaatatagt taagccatgc atgcccgttg gtcaccagag ccacgtagct aaggagtgat
  2627101 ttggttagcg gcaccacgtg taacttcata agcagcagga agacatcccc gctaataggc
  2627161 aagatcaata gcagggtgag tgcgaccagc aagggtccgc gacaacgtgg caactgtcgt
  2627221 accatcatca ataataatac ggcgcagaat ataacccagc caaatgccac cacggtggca
  2627281 gccagattga gcaataaatc agtattaata acatgggtat tagtgagcgc ccctagattg
  2627341 gggttgttgc cccaattcaa tgccgcacca aagaccaata atgcttgcca gaaatagcct
  2627401 aatgacaccc gacatataaa ttggctacat aagaataaca gtagtgaaag gagttgaatc
  2627461 cccgccaatg ccaactgcca ctgttgcgat tttggataat aattacccat ccagatgcca
  2627521 acgatggcca tcagtatggt tatccacact atccgattca gtactggtgc tggccgaaca
  2627581 acccagttca gccccaataa cagagccaca ggtaaaaagg cttgtagtac ggatatgaaa
  2627641 aaataactca ttggcatccc ttgggcgagg aagtcacagc acctgccagt tatcactgca
  2627701 tagcatagac tgattattta aatggaattg agagtaatgg ttaaactgac cgtctcgcgt
  2627761 caaggctata ccgttattgt caaaatagca ccgtagcttt aaaggcaaca cattgatcct
  2627821 aaatgcaatg tttcctcaaa aaatattttc tcaaaacaat gttttctcaa aacaatactt
  2627881 ttattttcaa tgacaataac gttcaaaacg atgccgtgac cgctgtgtat cagttatcac
  2627941 ggctacggtt atcaattcaa gccgacatat ttaaagtcat agctcacatc gaatggtttc
  2628001 caccaacgac caacaccggt ttcactgtca gtgtgacgat gtaaacccgc tttggacggt
  2628061 tcgctgatgt gataagtgac tttatagtta cccaccccca tcattttaat atttgcgccg
  2628121 tagtgcgggc catcactggc aaccatcggc atgaatgtcc cttcctgttt atcgccagta
  2628181 tcggtattga ccaacgtata agcgatggtt aggtacggta tccattcacc tgcaccgaag
  2628241 ccatttttat taccttcggt ggcgtgaata tccgcttcca ggtggatatc agcttttgcc
  2628301 gcaggtaaac ccatcccacg cggctccata tcaatcggtt gtaaataaac agcagcaatt
  2628361 tccatatcgt taattttgat aggctcgcct gcaggatatt ctttaaacgc caaagcagca
  2628421 ggtgcggcaa aaatactggc aataatactg ctggcaataa ttgttttctt catggtcata
  2628481 ggacataccc tctggtatca aatgataatt acgttgtcgt tattcgcagc ggcattttgc
  2628541 caaactgctc attcagggct tcgcgtcgca aacccttaat gggggatact ctttaataat
  2628601 gaatatccct taaatgatga atcgcccttc aatagccaac gatttttctg tgaccaacga
  2628661 ttcctctgtg gtcaacagtc ccttagcggt gaaccgtccg actacgccat tgcataaccc
  2628721 aaagggcaac taatgctgca atcagtaaca cgccttgtgg gatcagcgtt tccacataag
  2628781 gatagatgcc caaccaacta atttcaggta cacccggcag taaagtgggt tcaaacaatt
  2628841 taccttcgat cagttccaga acacttttac cggcaaaaac aaatgccatc aggtacataa
  2628901 agccaccggt aaatataaag aatggtttaa gtggtagttt gaccacggta aagcgcatca
  2628961 ccaaataagc caccagcaag atcacacaac caacgccaaa accggccaga accgataagt
  2629021 ggccgctggt ggtattggca tcgcctatca atgcgaggta gaacagaacg gtctccgccc
  2629081 cttctcggta taccgccagg aagctagtga gccataaacc tattattgat ccactgctaa
  2629141 gtgatttagc gaattttcct tcgaggtacg ccttccaatt acgggcttca gccttcgata
  2629201 acaaccaata actcatggag aacagcatca ccaccgcaat catcatggtg aacccctcca
  2629261 acaactcgcg gctttggcca gagttggcaa acaaccattg gaagatgaat gccgttaata
  2629321 cgctggcgat gagtgccacc accaccgatt gacgaatcaa cggcaatttg tcctgatggt
  2629381 tgttcttcac caaataagcg acaatggccg caacaatcag taatgcctcc agcccttcac
  2629441 gtacaatgat caacaaactg taaacgaaca gactccagtc ggtctctccg ccatcaccca
  2629501 gcatctcggc tgcattgacc agatcttttt gcaaggcaac cgcttcggct tgtagttgct
  2629561 caaccggttt ctcagctttc attaaaccaa ctaagcgggt gaagtggcct tctaacgttg
  2629621 atttaaatgc tgcatcacgc gatcccacct tgttttccat gccactggct tcgaacaagt
  2629681 caaagtaggc atcctgcacc gccatcattg ccggtgttat tttcccttgc tggtattgcc
  2629741 cgatagcctc agtaaccgct tgattgattt tgctggatac ctgcgcccaa tcagcattag
  2629801 cttgtgtatc ggggatggcg tcggaagaga tgggttggtc aacagtaatt tgttgttgtt
  2629861 cgcgagtggt tggtaagccc ggtaagatgt cttcaatggt gtgtagcaac ccggtgacac
  2629921 gataggccac ttcggtcatt ttatcgggct ggcgcgccaa atcgatcaag gcggtaaatt
  2629981 gctgatttat ctccgctgct tgctgtgccg agcgatttcc ccgcaccgac atctccattt
  2630041 cagagttttt aaacccctga taatgcgcct gctgcacact tttactggct tcggcatatt
  2630101 tgccgtcctg atattcactg atagcttgcg ccaataaatc atcaataatt ctaaagctct
  2630161 gttgccaata tacggcaata tcgctgtttt cataagcagc gtgttgctgc tcagcagtga
  2630221 gtttgtgtcc atcaactaac acgggcaaga cacccgttag ttcgcctttc aaccaattga
  2630281 ttttattatc gacatcagcc tgtgatttgc cttcaccaat catccgcctt atttcgccaa
  2630341 aggccgcctc catctggaag cttttttgcg cggagatgtt gatacgaatc ggcccctcaa
  2630401 ggttttcaaa cacctcaaaa tacgccatct gtaccattgc tctcgcttca tcagtttttt
  2630461 gttgttgata caactgagcc gttttatcta accgggattg aatatcatta acccacagtg
  2630521 agtagtctgt tgaagcccac actagcggac cagataacac ccaacagcag aagagcagca
  2630581 agaatttttg ccaaatgcgc ataatgatta atgtacatga agttaataat gagatttatt
  2630641 aacattaaca ctaaacaaag gaaatgtgtc ttgaccagta tcaagaaaca tttaaccttc
  2630701 tgaaattttt tcaaaaaatg cgtactgatg cgcaatttac cccaccaata tagggaaagt
  2630761 gccgccatcg actgaagata attatgtaga ttgaagataa tgctaatcgc taaagcaaag
  2630821 tcgtggtttc gagttatata cccgtcgccc ttcaagatag attttggatt ttgggttata
  2630881 gaggggataa gtcgcggtag ccagaaagaa aaaactggca gtggctgctt tcgcaacaca
  2630941 ctgccagtca cttttatttc aacattttat atttcaaaaa attaaatttt aacagcaact
  2631001 tacttgcttc agactgctga caaaccccga tgacgcgatc ttgaacggtg aggataggca
  2631061 gaggagtaaa gcgtccgcgc caaggatggc gcggctcgag cctacatgga tgtatttacg
  2631121 gcgtctttac gatctgcctg ttctctccgt cgcgggcact ttgtcaataa cctccagcaa
  2631181 cttacttgct ggctttttta tccagattat cagcaggcag ttcacccggc agatagtcag
  2631241 gtaagcggcc agcagggaag atagccaaca gcgatagcag cgccataacc agtaaaccga
  2631301 atttcagcgc acgtaaccgt gcttcttcat tcacccgcac cgcttcggca acctgttctg
  2631361 gggtcgcgga ggtttgagcc aatacactgt tcaggcgatc attactgacg aagttgatgc
  2631421 tatccatatt gacctgagct tggatctcat ccgtcagaat cggcgtttca gcgacaccgc
  2631481 gcatcacgtt ggcacttaac aagcccacca gcaaggcacc tgcaaccgct gtaccgatgg
  2631541 cgcttgccag gttgttggtc gtaccacgta aagaacccac atcgcctgcc aattcttttg
  2631601 gtgatgcact gaccagtacg ttgaacagca aggtgacgag tgagccttgt ccgataccga
  2631661 acaccaccaa accaatcaag accgaccact cactccagtt attacgtacc acgaatgcca
  2631721 gccacaacag cgccaaagta caagtgatga aaccgtaacg accaatttta cgcggagtca
  2631781 gtttcttgta gaaacgtaca atcagcatcg cagagaagaa taccgatagg ttaaacggca
  2631841 tcatagcgat agctgttgcc atcggcgaac tgccctgcac gatttgtata tacagcggaa
  2631901 cagaaaagtt cagcatggct tccagcgcaa ccaccgcaaa catggcaaat accgccgccc
  2631961 gctcactggg tgatgtaatc acgtctagcg ccagtaatgg cgttttacct tgctcctgac
  2632021 ggcggcgggt ccagaccaca aatgcctgac ccaagacgat acccaacacg atcataaacg
  2632081 gcgctggtga gaaaccgagc aggtcaaacg gcgcgccgtc acgaaccaga ccaaagcccc
  2632141 aacggttcag gttattaaag ccgaacgaca acaaaataat cgcagatgca gctaaaacga
  2632201 caccgataac atcaataccc acttctgggc ggcctttatc tgctttcaga cggaaactca
  2632261 gtacaaaaac gataacagac aacacaatca aaataccgaa cgctggacgc cagccgatat
  2632321 gggttcccaa aataccgccg atcaggaacg cagcaacacc cgcccctgcg cgagcagaac
  2632381 ctaatgcccc cagtgcggtg gcctgttgag gcccacggta gttttcagca attaacgcca
  2632441 ccagtgccgg taccaatgcc gcacctgcca gaccactcag tgcctgcgca ccgatcatta
  2632501 cagtgacatt cgggctgaat gtcatcatgg tctgagccag gccgaataac agaactgtac
  2632561 agcggaatac tatcaatggc ccaaagcgtt ggttgagttt ggcacccaac atcacaaagc
  2632621 ctgcaaccga caatgagtac atgactatcg ccgtggcaat agtggttggt ggcacattaa
  2632681 agctctttac catcccgccc aacgcaacag gtagggaggc cacgttgaat gacatcagga
  2632741 tctgggccag cgcgatggta atcatcggca cccaggactc cttaacttcc gtacctgtac
  2632801 gagaaactga ttgatttgcc ataaattttc tatccttttg atctattttt tgtttttaga
  2632861 acaacttaat tttcgatata acctgattgc caagaccgcc tggctttcag aacaacatcg
  2632921 atatcccaca gatcaattct tttcggtgta aggctcagaa acgaacatat ccatcccgag
  2632981 actgcgtgat aagaaccgag cagcaagttg ccctttgata ctgttacccg cactgtcgag
  2633041 taacggtgcg aacgtcccca accctccctt gccaggtgac actgtcacaa ttccaccgcc
  2633101 aatgccgctt ttaccgggca ggccaatatc gtagagccag tctccagagg tctcatacag
  2633161 ccctgccgtt accatgacgg ctaatgcata atggcagata tcattgtcca ccactcgctc
  2633221 acgagtcagt gggttaacgc cgccgtccgc taatgtcgcg cccatcacag ccagatctcg
  2633281 ggcactgaca ttcagtgaac actggcgggt atagagatca gtggcgataa taggatcaca
  2633341 ccccagacgc ccataacctt gcagcacatt agcgataccg cgattacgga aattggtttc
  2633401 acaagccgat tggtatactt cttcattcag tgttaattcg cggccagcaa agcggcacaa
  2633461 accgtcataa atgaatttcc attgttcatc actggtcgcg ccaggaacca gactggtcgt
  2633521 cgcaatcgca cccgagttaa ccattggatt tgtacggcca tccgatgccc gctcaatggc
  2633581 cgttaccgag ttaaacgcca taccggtact gttaaccccg agtttttcac gggcggtctt
  2633641 cgccccaata gcctgacaaa ccagtgcaaa aacgaagggt ttggaaacac tcataatggt
  2633701 aaattcataa tccacatcgc cagcagagtg gattttgccg ttagtgccaa ccatgcaaat
  2633761 gccaaagaga tcagcaggaa ttctctctaa tgccggataa acattagaaa ccacaccagc
  2633821 agtatccgta ctaaatcgct tatgggcttc ttgcactaat ttaacgactg tttccgggtc
  2633881 aggtagatga cctgttgata cgtagtcgat aattccgtta ttgctatcat ctgtcggcat
  2633941 atctgttatc tccattcgcc ttttgtttat tttctatctt tttagttcta gaacctattt
  2634001 agagcgccag gaatatttat tccgttttaa attaaatgga atagtgacaa cgaatcacta
  2634061 cacttttcat cctgtttttt ataatttcat catgaaattc tcatcgtaag ataacgtagg
  2634121 ttaagagagc tgtatatcac ttgttatcaa caatttgatt atatccaaac gaaaaagata
  2634181 agcctgtgtc gatgcggtta gcattccata gcaatacaag gcataaaaga aaaataagtg
  2634241 gcgcgaaata cgttaattaa agcctaaaaa ttatcatggt atagccattt aaccttacac
  2634301 tttaaatggt ctattgttaa cgcaataaag tgaaaattct tcacataaaa tagccttgca
  2634361 atgaaatttt ttgcaataat tcaaaagtct actacagaga ggtggggggc tcccccaagg
  2634421 ccaatacttg tgtcgcagcc actaatggct gatactcaca atcagcccag ccagcacagg
  2634481 taatacaacc aaacagaatc aataaatacg gatgattgcc ctcctcttca tctaatttat
  2634541 agtgatcagg tgccgatgta atttgaatag tccctatgaa gccgcaccat gaatgcaatt
  2634601 aaacggttgc agctgactcg ccattatttg agtatagaag gtattcagtt gcgcaactac
  2634661 attataacgc ccaataagat tgacccgttc gacatgtggc attgacagga aaaagagaat
  2634721 tagactctat tttcaagctg aatactgtaa ttatgacgct aatactacat tcagcaaata
  2634781 tatctgccgt atagagcacg ttattgataa atatttattg gcaattttct cgacgtatac
  2634841 aggcaggaag gcaccggtca tcacatagac tgaccagtta atgaaacacc aaaactattt
  2634901 ttctcaacac tgcctgacta tcgcttactc gctggaaact ggcgatatct atagtacaaa
  2634961 tgagatcatc aggacaaatg aggtcatcga caatcgcccc taacctctcc aatgttaatt
  2635021 ttggtgatga tcttattttt caggtgaaaa ttaacgttaa aaaatgagaa gtacattttt
  2635081 attgctggca tataatcaca ttaattatca tcatctattc tctcgtatat taactgagtg
  2635141 aggggtacac gtgataccga ttgaacgtca tcaaaaaata ttggcactgg tcgctgaacg
  2635201 tggcgtggtc agcatcgctg aactaacgga acgtttgggg gtatcacata tgaccatacg
  2635261 ccgcgatgtg cagaaattag aagagcaagg tgcagtattg tccgtttcag gcggggtgcg
  2635321 ttcgacacaa cggctggcaa ttgaaccctc tcatcaggat aaaacgatga tgtttagtcg
  2635381 ccaaaaacag gctattggca catcggctgc tctgcatatt ccccgtaata gctgtattta
  2635441 tcttgatgca ggcaccacaa cgctggcatt ggctcgtcaa ctggaggaca gagatgatct
  2635501 gttagtggta accaacgact ttgttattgc taactttttg atcgaatcct cccaatgcag
  2635561 gatgatccac tccggcggga cgctgtgccg taaaaatcgc tcttgtatcg gagaggctgc
  2635621 cgcgcattcc ctgagaaacc tgtccatcga tattgccttt atttccgcgt cctgctgggg
  2635681 ccttcgaggt atatccacgc cggatgaaga taaagtcccc gtaaagcgcg ccatcagtga
  2635741 ggccagtagt aagcgtgtat tgctggctga tgcatcaaaa tacggcaagg ttgcgactta
  2635801 tctggcattg ccactcacgg cattcgacgt ggttatcact gacaacagtt tatcctccac
  2635861 cgtgtatgag gaactggcag aaaaagcact cgagttaatc atcgcctctc ctccgcgtta
  2635921 gtacttatga tgatggttaa aaagaaggtg atagttaaaa agagggtgat agttaaaata
  2635981 aagtggtagc taaaaaattg agcgtagtta aaaaatcgat catgattcag gcagttccgc
  2636041 ctttatttat gcagcgaccc cattattgtg gttaatagtt aaaggcgaac aactatttat
  2636101 tcatcattaa tgcttttcat aataatccat tcaccattga tgtccttaga catattaagc
  2636161 ctgtttaatt aaataaatta taatttataa aaataaataa atcttattcc atgggttaga
  2636221 tacatatgaa ataagataaa atgcaatata atagattagt atactttcaa taataaaatt
  2636281 aatctttaaa tatattaatt ataaaatcgt acaaatataa tttatactca cggctaacta
  2636341 attatttatt tttactctat ttaacaagtg gttacagttt tcttgttggt ttatgaataa
  2636401 ttatggggaa tagttttacg ccatgacacc cgtgatggta atcatttaat catgttataa
  2636461 gtgaatattt ttttgcctca tcccagaaga aacgatagca tgcccccccg agatccactg
  2636521 gtattgataa aaaccataat aactgaaggc gctaagacgc tatttatgca ttaaccttta
  2636581 gcaatcattt gctgtagtac attcacaatg attgccgaca gacaagaata tagggaaagt
  2636641 ttatgatgtc aggaaaacac tctgcggaga cccatcacgc cgcgaaaaaa cgctggttag
  2636701 attctcatga tacgggttac cacaaaagta tgggcctacg tcatatacaa atgatagcca
  2636761 ttggcggatc catcggaaca ggactgtttt taggtacagg tgcccgctta caaatggctg
  2636821 ggccagcatt agcactggtt tatctggttt gtggaatttt ttcatttttc attctccggg
  2636881 ccttggggga actggtctta catcgcccta ccagcggcag ctttgtttct tacgcccgtg
  2636941 aatttctcgg agaaaaagca tcctatgtcg cgggctggat gtacttcctt aactgggcga
  2637001 tgacaggcat cgtcgatatc accgcagtgg cgctttatat gcattattgg gggacatttt
  2637061 ctgatgttcc gcaatggctg tttgccctag gcgcactctc gattgtcgct accatgaata
  2637121 tgattggagt aagatggttc gccgaaatgg agttttggtt tgcactgatt aaagtcgccg
  2637181 ctattgccct gtttttgatt gtcggtgtga tcttcctcgg tacgggtcaa agcgtcgcgg
  2637241 gtcatacaac tggtattcat ttgattaccg acaacggcgg tttctttcct cacggcctct
  2637301 tacctgccct gataatggta caaggcgtta tattcgcctt cgccggtatt gaattaattg
  2637361 gcactgcggc tggtgaatgt aaagaccccg aaaaaatgct gcccaaagcc attaatagcg
  2637421 tgatatggcg tataggtttg ttttacgttg gctccgtcgt cctactggtc tgcttgctac
  2637481 cctggcatgc ttatcaagcg ggtcaaagcc cattcgtgac attcttcagt aacttggggg
  2637541 tcccttacat tggcactatt atgaatatag tggtgctatc cgccgcactc tccagtttga
  2637601 actccgggct ttactcgacc gggcgaatcc tccgttcact gtcaatgggg ggatcggcac
  2637661 ctaaatttat gtccaagatg agcccgcaat ccgtgcccta tgcagggatt ttggtcactg
  2637721 tgggcattta tgtcttgggg gtactactca actacctcgt tccctctcaa gtttttgaaa
  2637781 ttgtcctgaa tatagcctcc ttggggatca ttagttcatg ggcatttatt atcatttgtc
  2637841 agatgaaatt acgtcaggca ataaaaagag gaatggcaaa acctgtctcc ttcaaaatgc
  2637901 ccggtgcgcc agtgacatct tggctgacat tgatcttttt ggcgggcgtt ttggtgatga
  2637961 tggcctttga ctatccaaat ggcacctgga ccatcgctag catacccgtg ctcacactgc
  2638021 tactgatcgc cgggtggttc agtctgcgta aacgcgccaa tgaggtagcg gccgcaccga
  2638081 tagatgtctg gtcacaagaa atattgttcg aagaacctga tgctcaaaat gtatcgccta
  2638141 aagagttata tgagcaaaaa tcagtaggtt aatacggttg tcatgctgta gcagcctgta
  2638201 ggccagttat tacacctaca ggctggattg atttttataa tttatactcg ttatacttca
  2638261 agctgcatgt gcgttggcag ctttcgttac tcggtccatc tgaaatttat ttcgattcat
  2638321 tcagcgtctt caattaatga gtcaatgaga ttcaccgata gcccatctta tgcatgttcc
  2638381 tgcactaaac ccgctaatat tttcagccct acatccgctt gttcttccgt cgcatggcta
  2638441 aaattaagcc gtaactgacc gcagccttca gatgaatgag ggaggaacga ctctccgggc
  2638501 ataaatgcaa tattgcttgc cagcgcttta ggcaagagtt gacgagtatc tatgcagcga
  2638561 ttaagggtta accagaagaa cagccctcca gccggttttt tccacgtcgc aagagagcca
  2638621 aaatggcgtt gtagggagat ttcaaacgca tcacggcgag ttcgataata ggctgccagt
  2638681 tcatgcatat gctcagtatg cctagggcta cgcaactgct gtaacactaa ccattggctg
  2638741 atccggctgc tgtgcaaatc tgcggcttgt tttaaacgtg tcaaataggg aatcaattct
  2638801 gaagatgcga caagatagcc caaacgcagc gccggggata aacttttaga aaaagatcct
  2638861 tggtaaatcc acgaagctcg ctgtaatgaa gcacacactg gcttacgctc acaagggtca
  2638921 taaaccaagt catggtacgg gtcatcttca aagagcggta acataatgtc atcacatgtc
  2638981 ttcgccagta actctcgttg ttcagtatca aggcagtgac cgcttggatt ctggaaggtc
  2639041 ggaatagtat aagcaaaagc aggtttttcg gtgcgaagct tgtcgatatc aggctgagtt
  2639101 gaatcataag ccacaaattg agcaccgaaa aaacggaata cctgtaacgc agccagatag
  2639161 gtaggcgatt caacggcgac gggggttccc tcgtcaataa acaacttagc gaccagatca
  2639221 atgccctgct gtgagcctga aataatcagg acttgttcct cagtacagga taaacctcgc
  2639281 tcacacaaat tttgagcaat ctgttgacgt aattccagct ccccttcact cgcgccatat
  2639341 tgtagcatcg gctgcggcat tccctcaagg ctcatatgag gaaaactttc tactgcgggt
  2639401 aatccgccgg caaacgagat cattcccgga cgatcaatga cagacagtat ttccctaatt
  2639461 ggcgacgggt gaaggtcatt cactcgtgag gaaaattggt gacgctgatc cgttataatt
  2639521 ttattcattg cagttcttcc acaaaggtca accaatttgg catttatgga aagtaaaatg
  2639581 cgctgctcat tacgtcaaca taatttcact ttctacccta ttgctaacac taacagggtc
  2639641 ttattgatac accgatctac ccttgctcac agttaagact atcgctacat aataatgatc
  2639701 aattcttctt gctagctctc agttgtgatg tcagagccgc aattagaaaa gaattaaact
  2639761 caccaaatgt agctttcaag ataattctaa aaaagccgcc aggatgaaat atattaagaa
  2639821 ataatcagta acataatgat acaatgtgac tccatatgga cgatttagga gtgtgtgtaa
  2639881 tgaccgagag ttatttgacc atttttatta gagctgtttt tgttgaaaat atggcattaa
  2639941 atttctttct tggaatgtgc acatttctgg caatatctaa aaaagtagaa acagcctttg
  2640001 gccttgggtt gacagttaca gccctgctgg cgatagcaac acctctcaat aatcttattt
  2640061 acacctatat actcagagag aatgctctga ttgatggagt ggatcttagt tttcttgatt
  2640121 tcattacctt catcggggtg cttgcggcat tagtccaaat acttgaaatg gtacttgagc
  2640181 gatttttgcc aagcttacat cacaccctgg gggccttttt accactactg acgatccact
  2640241 gtgcaatatt tggtgcaacc atttttatgg ttcagcgaga atatacgttc accgaatctt
  2640301 ttgtttacgg gactggctgt ggtttaggtt ggatgctggc cattatatcc atggcaggtt
  2640361 tacgagaaaa aatgaagtac tctaacattc caaaagggtt gcaagggctc ggcatcgtct
  2640421 ttatgacggc agggctgatg tccttaggat ttatgtcatt ttcaggtatt cggctctaac
  2640481 gcggacgtgg atgacattca gttatttatg atagacaatg cggctcagaa gtcatttctt
  2640541 ctttctaaac tagaatcatt gttcatcatc agaattagcg cttaaatggt atcacaaatt
  2640601 tgttagtcat cttcgttgag cttgtttgta attttcgctg aatttgtttg tgatcttcgc
  2640661 tgaatatcga aacatccctc ttttcgttga cgacactatt tatgtctatc cttggattgc
  2640721 gattattgaa ggtgaccaac ttaccaccta atagctaaat gtatgcggaa tttgcacact
  2640781 aaattaatca cgttgtggta gtgaatgatg tagtggtagt gaatgatgta gcggcagtga
  2640841 attatttagt ggcagtgggc tatttagcga gaaatcggcc aggtcggcaa ccaacacacg
  2640901 catttttctg attagtgggc gtggatcatc acgccgccat tggaaggagt aattcaatgc
  2640961 tgctaaaggt tcagagcaag gaagatattc cagttgattg tgtagggaaa gcttttcagc
  2641021 ccaacttgtt ggcagaatgc cgatgccgac tgacgcaatg agcataccca caatggcccc
  2641081 ccaactgttg caattgatac gggccaccga ggcaattcca tatgccatga gccaagcgtc
  2641141 gataatccgg ctagaacccg ctcctggcgg gagtgtaatc agaggaagcg cctgccgtaa
  2641201 cgcactgtcg gcggtaccga cagtatttgc taacgtcggc gatgccatcc agacaaactg
  2641261 cgcctgagca atgggcaacg acaaaatatt ctgccgagaa gaacgccccg caatgatcgc
  2641321 aaaatccatt tcgcccttat taactcgtcc ttcaagagcc gcaccaacat caacatgtgg
  2641381 cgctaaaagc aacttcggat aaagcaaacg ggctgaagca ataaaactcg gcagccacgt
  2641441 cagagcgctc aactctccaa cgccaaaatt acagatgcca gacaaacctt cgcttgcgcc
  2641501 cagagtattg cggatttcag cagcagactc caacaatgca aatgcgcgcg gtagcaggtt
  2641561 ctgaccggtc tccgttaaca ccgcccggta tccagagcgg tcaaaaagag tacaccccag
  2641621 tgacgcttcc agctcgacta ttcgcttgga taaggaagag atagaaatat gcagccgctc
  2641681 agcagcaatg gaaaaattag aacatctggc cgcccaataa aaggcctcaa gctgtttcag
  2641741 tgtcatattc ttgttctggt ttgttctatt tttgtcaatt aatttatatc aaaacattcg
  2641801 ctttctatat caataattgc cttctaatct gaattttatt tttacctgtg tttaacaatg
  2641861 aaaaactctt ctgctaactg cccagtccca ttcgatatta tggaaccttc gatttttgcg
  2641921 ctacccgaag atgcatgtga tagccacgca cacgttatct cccctcgcgc tatctacccc
  2641981 atggtggcgg aacgcagtta taccccgcca ccagcacctg aagagaaata cctatccatg
  2642041 cttgcagcaa caggtatgag ccgaggtgtc ttggtacaga tcagcgttta tggttcagat
  2642101 aaccgttaca tgcttcaggt actgaaacgg catccggaat atttacgcgg tgtggcagta
  2642161 gtgacggaag atgtcaccga ccaagaattg caagacatgg cattggccgg tgttagaggg
  2642221 ctacgcatca acgtgctgtt cgggggagga atcggtttcg atgccatgga aaatttagca
  2642281 tcaaaaatag cgcccctggg ctggcacatg cagttcctga tggatgtacg acagcttccg
  2642341 gcactgatac cacgaatgaa aaaactgcct tgtccgtgcg tcatcgacca catgggacat
  2642401 atgcctgtgt cattgggact caatcaccca ggctatcaga cattgttgca tatggtcaga
  2642461 gaatatggat ggtgggtaaa attatcagga gcctatcgta tcagtgaatc atggcaagac
  2642521 ggctatctcg atgtcgtgcc ttttgcacaa aagcttatcg aaaccgcacc tgaccgcatg
  2642581 gtctggggaa gcgactggcc acatgtctcg gtatctcgaa tgccagatac tggaggatta
  2642641 cgcaatttgc tcgccgcttg ggtacccgat gagcaggtgc gcaaccggat cttggtcgat
  2642701 aaccctgctc gtctatatga tttttaaaaa taacaaaata acttgtgagg tgctcacaag
  2642761 agttaaaaag ccagtctgta aaggagatat ttatgcgttg gtttagcgat ctcaaccaga
  2642821 cagaaagaaa aactttcatt gctgcttttg gcggttgggc attggatgcg ctagatttca
  2642881 tggtttttac attcgtgatt gctacgctga tggctctctg gcaaatcgac gcaggccagg
  2642941 ccggaatgtt gagcaccgtc accctgcttt tctccgctat tggtggctgg ggtgcgggta
  2643001 tccttgctga tcgttatggc agggtgcgta tcctgcaaat aactatttta tggttctcct
  2643061 tatgtacggt actcatcgga tttgctcaga acttcgaaca cgttttcatc ctacgcgcgc
  2643121 tacaaggttt aggttttggt ggtgaatggg ccgtaggttc tgtattgatg ggggaaatcg
  2643181 tccgcgccga acatcgcggg aaagccgtag gcaccgtgca aagtggatgg gcgattggtt
  2643241 ggggtgcagc agccttgctt tacacgctaa tgttctcggt actatcagag gagtgggcgt
  2643301 ggcgcgcatt attctggatt ggtgtgcttc ccgccctttt agtactctac atacgtaaaa
  2643361 acgtcccaga acccgcgtta ttcctgaaat cccgccacga gcagcaagcc aaggatcgac
  2643421 gcgtttcttc cttcgccatt ttctcccccg cgctactcaa gaccaccgtt ctggcttctt
  2643481 tactctgtac cggagtgcaa ggcggctact acgccatcac aacttggctg cccacttttc
  2643541 tcaaactcga acgcaatctc tcggtgatcg gtactggtgg gtatctcatg gtgattatat
  2643601 ttggctcttt cgtcggctat atttgtggcg cttatctcac cgacaaactt gggcgacggg
  2643661 caaatctgat tatcttctca ctgctgtcgt gtataacaat ttttgcttat acccaactta
  2643721 cgctgaccaa cacgcagatg ctcgttctgg gattcccact cggcttttcg gcatccggga
  2643781 tcttcagcgg catgggtgcc tttctcactg agctttttcc ttcggcggta cgtgctacag
  2643841 gacaaggttt tacctatagt tttggtcgtg ccgtcggtgc actctttccg gggctggtcg
  2643901 gctatctgag tcagtcaagt agtctggcat ttgccattgg agtcttcgct ggcagtgcct
  2643961 attgcatcgt attggtaatg agcctattgc tgcccgagac caaaaataaa cagctagaat
  2644021 aagtgacgat ttatggccat gagcatcaga ctgtttctct gatatttatg cttctaagct
  2644081 gcctgtacaa cagtgaacag aaagcaacgc atccgtttgg atcatcgccc taactcgcca
  2644141 agcatataat agcgtcgtct cataattaat tgtgttactt catttatcca tacaaattaa
  2644201 aatggtatat gataaccatt tagcgcccaa ggacgaacat aatgaccgca gtaaaccaat
  2644261 taatcagcgc attagcacaa agtataccct tgctggatat tgagccttta caggcaaata
  2644321 aactcgaaaa attggatcaa ggaaacgtac tgaactggct ttatacccat ttaagccaac
  2644381 aacagctgat ggtttatgaa gaatggaaag aatattgcgg atacacgcca gagctgaagt
  2644441 cccttgactg tctcttttta ccggaaaata tgggggattt tgtcatatct ctggttgatg
  2644501 ggattgattg ggacagcatt gaccctatga ctgcagaagt cgattacttt atgctcccat
  2644561 atcaactgcc ttacttagag catatgaatt cttatcttca acaatacaaa ctgaggttag
  2644621 ttgaccttgc accgtttgaa aatgcttata ttttctgtat tcatgacatc cctcagtcaa
  2644681 ttaatcagct taaggatgca ttaaaagtat ttgatatcga actctgtgaa cgtgacgcat
  2644741 tagatcaaca gcaagcagca gaatatatcc agtctttact acaccctaat agtgataaat
  2644801 aatttaaaaa ataggattat taattaatgt ttaaccaaaa cattcaatgc aagaaaattt
  2644861 tatcactgtt tttagttttg tctggcactg cctttttaag cgggtgtgta taccataatt
  2644921 atggtagccc ccatattaac ggcgttatca cagatcaagg gcaaacattg gctggcgtga
  2644981 aagtttcttt agcgaatttt gatcaaaaaa tacagacaac caccaccgat accaagggac
  2645041 atttctcgtt tattccgcaa ggcgagtgga atgtttttat tcccattggt ccacaagatc
  2645101 gcatgaataa ctggtcaatc attattgaac aaggcccgtt ggagatcacc ggatataagc
  2645161 gttctcacct gggtggtgct ttctctgggt attcatatcg tgatcatatt acgctggttt
  2645221 gcgacgtgtc tctgtcaaga aaagatattg gcgactcgga taataatcct gtatgcaggc
  2645281 cggatattga tagccaataa ttttgctctt ggggcgtttt ttaaccgatt ggatcgtttt
  2645341 aacctataga gtcgccttaa cctacggaga gaattcaagg aaacacggtc aggacaaagt
  2645401 ttcttaatac cggcgaggta tcccctcgcc ggtacgccaa cgcgagcttt gctgtcggcg
  2645461 tctggtcagc aatgtgtcga tatacaaccc caataacttt cacttggctc atggaagccg
  2645521 gaacgattga aacgcccatt tctgccgcaa cgagattaat gaccgaagcg atttgtggtg
  2645581 ccagttggcc aatagtcggc tcaaaacccg cagtacggca tgactcaatc actgaatcgt
  2645641 aaagcgtcag accaatctct cgtggaaata gcaggaaagt ttcatccctg aatgcgctaa
  2645701 gcgaaatttc ttcatacgat gccgccgggt gattttccgc catgacaatc atcatcggct
  2645761 cttcagatag cattctgagg tggaaacgtt cgctgccagc aaagcctggc ctcaggaaag
  2645821 cgacatcgag cgagccttca ttcaatccat cagccagtcg agtcgtgtta tcttcctcta
  2645881 gctgtaatcg tacatcagga tatgcacgtc taaaggcacg gatcgccgta ggcactacgc
  2645941 tgttaaatgc tgatgacgcg gtaaagccaa ctctgagtac gccgagttct cccctgacag
  2646001 cccgctgcgc agcttgggcc gctctttctg ccatcacagg tatctctttg acaacatcca
  2646061 gaaatgcaat acctgcctca gttaattctg cgccataaga aacccgccgg aacaacaacg
  2646121 caccgagttc cctctccaga tccttaattt gctgactgag aggaggctgt cctattccta
  2646181 gccgggcggc agcgcgtgtg aaatgtcgtt cttcagcaac agccagaaaa tagcgtatat
  2646241 gacgtaactc catcttcata tccaaaagca attaaacaca ccggtatcat atattggata
  2646301 aatgataacg gcgaccatag actaagcgaa gttggaggag gaacatcatg tctaatcttg
  2646361 atacttacca aacccgcagt tggctcttta cgccagccac tcgctcggat cgctttgcta
  2646421 aagcggctga aaacggtgca gatgtcgcca ttattgatct tgaagattcg gtctctcaag
  2646481 cggataagga gcaggcccga caaaaagcca tctcttatct ctcttcacgt ccggctacat
  2646541 cactaccgct ggcactacgg atcaacggac tggatactcg tgccggtatt gaggatattc
  2646601 acgccttact cgaatgtggc agccttcccg attacctagt ccttcctaaa acggagtcag
  2646661 cggctcatct gcagattctg gatcgcctaa tgatgttcgc aggctctgat acgcgcctta
  2646721 tcggcatcat tgaatctgta cgtggcctca acgctgttga gtctattgct gctgccaccc
  2646781 caaaattggc cggattgata tttggtgctg cggacatggc cgccgatatt ggcgcagcat
  2646841 ccacctggga accgctagcg ctggcgcgtg cccggttagt ctccgcctgt gcgatgaatg
  2646901 gcattcccgc tattgatgcc cctttttttg atgtccacga tgtttcaggc ctacagtctg
  2646961 agacccttcg cgcatctgat ttcggctttt ctgcaaaagc ggccattcat cccgcacaaa
  2647021 tcagcacaat caatacctta tttaccccca ctgcagcaga gatacgccat gcccgcgcag
  2647081 tgctcgccga gaataccaaa ggggtcggga ccgtcaacgg aatgatgatc gatgaggctg
  2647141 ttgcacgtca ggcccgccgg gtacttaccc gagcgggtat ctctgcctga tatcacttta
  2647201 tctattgatt taacggtgtt ttacacttca ctgtcgctga tggaggatag tgctatggat
  2647261 tctttattat ctgcttataa aacagttggt gattgccgct accgcgagat ttcaggcctc
  2647321 tactgggagg acttcacccc cggagatgtt tttgagcacc gacccggacg taccgtttta
  2647381 gatgccgata acgtgtggtt caccctactg acactcaatg tacagcaggt tcatttcgac
  2647441 gcagcttatg ccagcaaaac cgaatggaag aaactactgg ttgattcaac attcacctta
  2647501 gcgctgttga ccggcatgag cgtgcgtacg gtcagtgcca aagtcgtggc caatcttggc
  2647561 tgggacaagg tgaaagcaac ccatccggtg ttcgccggtg acacgcttta tgccgaaagt
  2647621 acggtacttc ataaacgcct gtcaaacagc cgcccaggtc aggggatcgt cacggtgcaa
  2647681 acccgtggca tcaatcaaga tggcatagag gtgatgagct tcgaacgcac gatgctggtt
  2647741 tatcgccgcg gtcactcacc agaagaaatg gcaggatact gagaaaaaca gcgagggtta
  2647801 tatcatggat atacgtgcat tgtatgacga gaaactcacc acgcctgagg aggccgtttc
  2647861 ctctattgca tccggcagtc acctctctat ggggatgttt gcggctgaac cacccgcgct
  2647921 gctgaaggcg ctggcagata gggcgacaag gggggatatt ggcgatctac gcgtttacta
  2647981 ttttgaaacg gccaaaattg ccggtgatac tattctgcgc tatgagctaa ataaccgcat
  2648041 caagccctat agcatgttcg tcactgccgt ggagcgggcg ctcattcgcc gaggtataga
  2648101 ggatggtggg cgtaaagttg tcaattatgt cccatccaat tttcatcaag caccacgtct
  2648161 tctggccgaa gaaattggta ttgatacgtt catgcacacc gtttctccga tggattgcca
  2648221 tggctacttt agcctcggtg ttggaaatga ctattcatcc cgaattgcac gttcagccag
  2648281 acgattcatc gttgaggtga atcggtatat gccgcgcgtt cagggggaag cggcggcgat
  2648341 tcacatctct gaagttgatg ccattgtcgg aaatcatgtc cctttgattg agatgcccgt
  2648401 acgttcagca atacccgaat atacatctat tagccacatc attgctgacc tcgtacctga
  2648461 tggtgcctgc ttacaaatgg gggtgggcgc gctaccaaac ctcgtttgtg gagtgctaaa
  2648521 agatcgcaat gacctaggga tccatactga agtgttgaac cccggactgg tcgatttaat
  2648581 ccgaaggggg gtagtgacga accagcgaaa aacactggac aggggcaggt ctgttttcac
  2648641 ttttgccatg gggcaacaag aaatgtacga ataccttaac gatcacccag cgattttcag
  2648701 ccggccggtc gattatgtta acgatcccca catcattgcg caaaatgaca acgtggtatc
  2648761 cattaatgcg accctgcaaa ttgacctgac gggtgcctgt aattctgaac atatgcttgg
  2648821 acaccaatac agcgcttcgg gggggcagtt ggactttgtc aggggggcat acgcctctaa
  2648881 aggtgggcgc tccatcatcg ccacgccttc aactgcggcg aaaggtactg tttcacgtat
  2648941 tattccccgc attgacggac cggtaaccac accccgtatc gatacccact atatcgttac
  2649001 cgagtttggt gctgttaacc tcaaaggact ttcttcaact gaacgggcgc tgagaatcat
  2649061 tgagctggca catcctgatt tccgggatga gctaacgcag gctgccaaaa aaatgcatct
  2649121 aatctgagat aaccaccctg tcaacactct gccaaacagt atttttcgct ctccggcatg
  2649181 gggagcgcta tacggtgttt ccccctgacg gtcatgcagg cgggtgataa acaaatgatt
  2649241 gggcgccgcc agattagcga gcaacaaatg gcaatgcagc gccagcaaac tttattgtaa
  2649301 gtagctgcaa cggtcatcag ggccagcgag ccgctgaacc gtgatgacaa agcgtaaaaa
  2649361 catcaccatt tttggcgtta ttttcccatt tataagcaaa taatcctatc tgactaaagt
  2649421 ctctccacgt gttttggtgt tgcgccatcg tcagattacc tcaagcgatt caatgtaata
  2649481 tcatccattt catcgcgttg ccctcgattg tcatattaat aaattaatta ctatctatat
  2649541 gatatgtata tacaattgtt ttcaccacgt taacgtgagg aagtttccta caacaaacgc
  2649601 tgaaaaatcg ggtatattta ctcatagcat gatgagttaa ctatttcttc tcggcttttc
  2649661 tgaaatggct atttttattt agctaaaaaa aatcctaacc cgtttattat caactaacta
  2649721 agcaacagaa gcctttcagt cacttttagt gaatgttgca gataggtaag caagaatctt
  2649781 ttcttgataa tctataatta gggattagaa tcaccgaaat agtactttgg gcatcgacag
  2649841 taggggttct tgtttacttc accttgggta aacatttagc gtctcttggt gcacgcgagg
  2649901 agcagtaagt tcactctgcg aatcccaaga tataacggtt tacggagagt acatgacaaa
  2649961 atcagtgatg atagttgatg accacccagc tattcgtgtc gctatccatg cattgctatc
  2650021 acaaagcaaa gagttttcga cgatcagtga atccgttgat ggcagtgaag cattggaaaa
  2650081 actaaaaaat aatcccgttg atctggttat tatcgatatt gagcttccta attttgatgg
  2650141 tttctcgttg ctaaaaaaat tgcagcaacg tggttttacc ggcaaatcac tgttcctgtc
  2650201 agccaagaat gagcaagttt ttgcagtgcg ggcattacaa gctggcgcta atggatttat
  2650261 cagtaagaat aaagatatta gtgaaatact ttttgcggcg caaaacgtat tacgtggtta
  2650321 ctctttcttc ccatcagaaa cgttgaccca attagctggg caaccttcca gccatgatcc
  2650381 tgtcaatagg gcgcggttgt tgtcagagcg ggaaattaac gttttgcgtt atctggtaaa
  2650441 tggtctgtca aataaacaga ttgccgatga aatgtttatc agcaataaaa ctgtgagtac
  2650501 ctataaaacc cgaattttga ccaaattggg actcagttct gtcattgaat tagctgatta
  2650561 tgcacacacc cataatttgg tgtaattcac tgcgtactac atttctttta cgtggcaggt
  2650621 tttctttacg tagctggttt tctttgcgta ccgtactcta ctgcctgcta ctgattagcg
  2650681 ggcagcttca tgcgtctcta atgacgggcc gtcaaggatg tgatactggg cagcccttga
  2650741 cgatccacag tatcgccaac agctacaatg acgatttgtt gctcacccct gccaccgata
  2650801 cccgccaatc aagccgacgc acagttaaag tcggcgtggt catggacgcg aatacccctt
  2650861 ttgtggttaa ccgcgatgat aatgccattg aaggaattgt tgctgattac ctgaagataa
  2650921 tcagcgatgc cagccagctc tcttttcaga tgattggtta ctgcgattac gggctggtat
  2650981 taaatgcgtt ggagaatggc caaattgact taatggcagg cactcccatg ttggcccagc
  2651041 cggggctaat cgcttctcat gctttcttca caaaccggca tgttgaagtt cgtagcaaaa
  2651101 attgggatcc taccaaacgt acacatccag aaaccgtggc tattgtgaat aatgagccat
  2651161 tgtctcccga gtttctcttt aattatcacg cagaccggat tgttgcttac cccaaccaat
  2651221 tgcaaggatt gctcgctgtt gcctatggta atgctgatgt ctttgtggct aatgcaacat
  2651281 cagcaaatta tttaattgac caactacaat tgctgacgct gcaaattcga aattttgcac
  2651341 cttatcaccc tgccccttat tcattcctgg ccagggaaag taatcagaag ctgatcgatt
  2651401 acctcaacca aattctggaa ttattaccca cccgcgctac tggcgatatt caacagcgct
  2651461 ggtttggtag caagcatcac tacaatatcg atgctaaatt gctgctgaca gaacaagaac
  2651521 tcagttggat ccaacatcat ccggtggtga cctatattgc cccactcgat ctggcaccgt
  2651581 tgattttccg tgaccgccgg accggagaaa tggccggttt ttctgtcgat cttatcgata
  2651641 tcattgcccg tcgtaccggg attaagtttg atccggtcta taccaaagat accggcgaag
  2651701 gtgttcgcag ttttaaagct ggcaaggtcg atttattacc gattgttgct gtgcgcaatg
  2651761 gtcagtatgg caataatctc tactcctcct caatagccca atcgctatgg gggattatga
  2651821 cccgtgaaga ccgcatggat atcaataacg tcggtgatct ggcaggaaaa cgggttggga
  2651881 tccaggcggg cagcgcctcc agcagcatta ttagtaaccc actgctagca cagagaatta
  2651941 cttttgttga agccccagac accatgacgt tagtacgctg gctacagcaa gggaaagttg
  2652001 acgccgtagt taaaaacatg atgaccgcca actacttgtc agcacaaaat ttcagcccaa
  2652061 atatcaaaac cgtggcggta gccggtgaag agccattaat gatggcattt gccatacgcc
  2652121 ctgacctgcc agaattaaaa actattattg ataaagtcat tgaatctatc ccaccggaag
  2652181 agttcgataa cctaaccagt gagtggagta cttttaaacc aaaacctatc agttttgatg
  2652241 aaagctcact ggataatgaa cttctgatga tcgcgctgaa aataagttcg gggctgctct
  2652301 tggtcttcgg cttgtatctc tgctatttgg tcttcaataa acgccgtcag gccaaattgt
  2652361 tgcatgcccg tttattgcag caggagtcca ttatcaatgc attaccgttt gccgtattca
  2652421 ttcgcaccgc aagtggtgag ttagccgttt ataacagcca ctttgctgat gtgcacagcg
  2652481 ataagcttta cgacatgctc aatcaaactc atgagccagc acattggcca atgaccagcc
  2652541 cgcttgatcg tgaaattgat aagtattgcc gcagtgtatt actcaataga aaaccacaac
  2652601 tggttgactt atctgtagaa ataaagggtg atatacggga tattttcctg tggattattc
  2652661 ctcttaataa tgcggaacag ggggtgttgg gcggctggct agacatcagt cagcgcaaaa
  2652721 ctgtcgaacg gcaattggaa gcggcccgtg ttgaagccga aagtgctaac cggaccaaga
  2652781 gtactttcct cgcaaccatc agccatgagt tgcgtacccc gatgtacgcg attatggggt
  2652841 tattggaact ggaaattcgc agtaaccggc ctgtcgaaaa agatacgcta gtgaccgtgt
  2652901 ctaaatctgc tcaatcactg atgctcctgc ttgatgacat catcgattcg gctaaaattg
  2652961 aagctggtca actgagtatt catccaactg cggtcgactt ccatcaggaa atggagcgga
  2653021 tgtttacgct ctatcaacct attgccaatg agcgcgggtt acgtttctcc ggttggttgg
  2653081 atgaccatat cccaccgtta ttgatggccg atatgctgcg agtacgtcag gtgatgggca
  2653141 atttgctcgg taatgcgttg aagttcactg agcaaggcag tgtttctgtt gatattactt
  2653201 gggaaccaag cgacgaacag catggtgtga tgaatattga tatcaccgat accggtattg
  2653261 gtatctcccc tgccgcacag gcgaccttat ttcagccatt cagccaagcc aatgagggta
  2653321 aatcgccacg cttcggtggg tccggtttag gtttatggat ttgccaccaa ttgattcata
  2653381 aaatgggggt aaaatagcgc tggaaagcca attaggcaaa ggaaccagcc tgcttatcac
  2653441 actaccactg aatattgcga ctgcggatga tttagcccaa gatgcagcga taacacatgt
  2653501 tgatgatgaa cggctgaatc aactgagaaa cctgcgaatt ctggtcgttg atgatttacc
  2653561 cgcaaaccgc cagttacttc aacaacagtt ggcctttatt gggatcgagc aggtagtcac
  2653621 cgccgaaaat ggggcgaaag cctgccaaat attgcagcac aataactttg atgtggtaat
  2653681 aactgattgc agtatgccgg tgatggatgg atatgaactc gcagcacata ttcgccagga
  2653741 tccagcctta aaagacctca tcgtgattgg gtgtactgct gacgcccgcg aagaaagtgc
  2653801 agcacgctgc attgatgcgg gaatgaatgc ctgcatgatc aaacccgtgg ccatcgatac
  2653861 tttacaggcg accttactgc gcaaagatat cgtgagccag atttcgaata ccaatcatag
  2653921 ccaaagtaca gaagataatg accgcggtgg caaccaaagt aatttgagtg aaaaaaatac
  2653981 agcccagcaa gaaaatgctc cagctatcca cagcacaacc atcacctctt cggttaatag
  2654041 gctagctgcg gcacagaata agctgcggac attatcgggg gggaaccctg cggtagaatt
  2654101 gcaattattg caatcattgc tggaaagcaa tttgcaggat gctgtcacat tgacgcaact
  2654161 ttatcgccaa ctctgtgtag aagacgaaga cgttgtggaa actgtagata ctgcggaaac
  2654221 tgtagatact gcggatactg tggaagatgg ggagaccaga ggaccgggta gcacggtagg
  2654281 tcgtcatagc acggcaggca gtgaccacat ccctcacgca gatatttata aacagatggc
  2654341 aagcctggta caccgcatta aaggcagcgt acaactgatt gatgctcaag aactggtcgc
  2654401 aagttgcgtg aaatttgaat ctcaataaca tgcacagaat aaacaagcag cgatgacaca
  2654461 tggcgctgat tgtctggcat tgtttattga atctaatcag ttattagtca cattaatttc
  2654521 tcaatatcct aaagccgcta ctgaagactc gccacaataa aggttatagc gtaattcccc
  2654581 tattaaaagc gccagtcttc ttggcgtttt tttttgattc agcgatgagg ataaccgcct
  2654641 atataaaaag ctaattcatc ccatcaaaca ctcaaaggcg tttaattata tgaaatagaa
  2654701 tacattttta attatgctat tttttaccag gataggttcc tacagggctt gtaggaaatt
  2654761 tcacagataa aacaaggacg tctctcattc tactctgcac tatttccccc tagactggtt
  2654821 ccggtcagaa acaaaatcag caatatacag ataatggccc atgttattcc tctcaatgaa
  2654881 tattcatttt gctgaatagc gttgttatca aaatacacat ccatattaag cgggaataac
  2654941 atgaaaaaaa ctttagtgac gttgatgcta tttatcctgc cgggtatagc ttttgcggaa
  2655001 acctcgaaca ataccataaa gttccaggga gaagtcgcag aacagacctg tatggtggat
  2655061 atcaatggta ccgccaacac cccggtggtt ctgctgccga ctgtctcgac cagtaacctt
  2655121 aatcaagtca actcggtggc gggaaagacc aactttacga tcaatctaac aggctgcaat
  2655181 attgcgattc aagataccca aatcagctct gtttttcagg ggatgaatgt cacgtctggc
  2655241 ggaaacctgg gcaatattgg cacagcaaga aatgttgcca ttcaattaat tgatccccgt
  2655301 ggcaccccga ttcgtatgtc tggtggcagt gtggaagttc cgggaattac cttggcgact
  2655361 ggcgcaacct cagcatcaca ggatctgtcg gcacaatata taacggaaga aggccaggca
  2655421 accgcaggca gtgttattgc ctctgcacag tatgcgatca cctaccccta accgttcatg
  2655481 gcaactgagc attttcatga atatgtcggc caaccggtaa cggggcctta atggaccaga
  2655541 gaaaacaagg ataagtaagt aacatgatct tgattgcccg ccaaattatc gcctgctcga
  2655601 tgttgctgct caccagcgta tccttatcgg tacaagccag tgttgtcatg acagggacgc
  2655661 gtatcattta tcctgaaggc tcgcgggaaa aagtattaca gctgagtaat aaagatgacc
  2655721 atcctaattt agtccaactg tggatggatg atggaaataa tcaatcttca ccctcgaaaa
  2655781 gtgatgttcc tttcgcactg acaccacaaa tattccggat ggaagccaac agtgggcaag
  2655841 ttgtccgttt gacttacatt gcgcgtaatt tacccaaaaa tcgtgaatcg gttttttatc
  2655901 ttaacttttt acaaatcccc gcattaaaag ccgatacgct aggtgaaaaa ataagcgtca
  2655961 ccctagatac aacgacaggt aacaaaatta aagtacataa cccaacaggt tattacatca
  2656021 gcctgcgcga tgctaaaatt gtcagtaacg gcaaaaccgt ttcgtttgcc actagtgaaa
  2656081 tgttcgcgcc cgactctacc actgatttgg ccctgcccat tgggattaaa gccaagaaag
  2656141 gggaattact gatactgaac gtagttaatg attacggtgc caccattcct aataattatt
  2656201 atctgtaatc tgctcctgat gttaatccaa tctatcacca gacactggga acactggtga
  2656261 gaatcgctcc ttggctctca tgcttgctga cacaaagctt gctggtcacc catatttcgt
  2656321 cagcggcgga taataacaat caagacgact atatatttga tgatgcgtta gtgcgcggtt
  2656381 catcactcgg tttagggtcg attgcccgtt ttaataaaaa aaacagttac gacgcgggcc
  2656441 agtatcaagt tgatatgtat atgaacaaca aatttgttga tcgcctaaaa atgctgtttg
  2656501 ttgataaaga taacagtgtt gaaccttgtc tgtctgttgc gcaattatta caagcgggtg
  2656561 taaaagaaga ggccctgaaa acagcagatc ctaaaacgcc atgtttggcc ttccaatcca
  2656621 tacttccggc cagtgacttt cgatttgatc acgctaaatt gcgttttgat ctgtccatcc
  2656681 ctcagaaatt tgttaaaaac gtgccccgtg gctatgttga cccgaaaaat ctcactgcag
  2656741 gcaatacgat tggtttcagt aattacaact tgaatcaata tcacgtggat tacaacaaag
  2656801 aggggattaa gcgcaccaca aactctactt atctgagtct gaacagcggt atcaatatcg
  2656861 gcatgtggcg ttttcgtcag caaggatccc tacgttatga cgctagccga gggactaact
  2656921 ggacatctaa tcgtctgtac agtcagcgcg ccctgccgac tatcggcagt gaaattacgc
  2656981 tgggtgaaac cttcagttcc ggccagtttt tctccagtct tggttttctc ggtgtcgcgc
  2657041 tgtcaacaga tgatcgcatg ttacccgaat cgcaacgggg ctatgcaccg gttgtccgtg
  2657101 gtattgccag aaccaacgcg cgagtgatgg tttatcaaaa caaccgttcg atttatcaaa
  2657161 ccacggtatc accaggcgca tttgaattta atgatttatc ggtcacccat tttgggggtg
  2657221 acctgacggt tgaaatcaat gaagctgatg gcagtgtaag cacctttcag gtgccattcg
  2657281 cctctgtccc ggaatcccta cgccccggct attcacgtta tagctttgcg gccgggcagg
  2657341 ttcgcgatgt tggcaataac gagacgttca gcgagttgac ctaccaacag ggtatcagta
  2657401 atgccatcac agctaacaca gggatccggc tggcttcggg ttatcaggct atcatgctgg
  2657461 gcggtgtgtt tacccactat attggtgcgt taggtctgaa tacaacctat tcccatgccc
  2657521 gtttacccga tggggaacag cagcaaggct ggatggcaaa agcctctttt agccgtacct
  2657581 ttcaacccac gaataccacg ttatccgtgg caggttaccg ctattcaact gacggttacc
  2657641 gtgatttaag cgatgtactg ggcgtgcggg cgaccagcaa tgacagtagc tggaattcca
  2657701 gtacttatcg gcaacggagc cgggctgaaa tatccctcaa ccaaaatttt caccgctacg
  2657761 gttcattata tttaactgcc tcctcacaag attatcgaga tgatcgttca agggattcac
  2657821 agttacaact gggttattcc aacaccttct ggcgtaatac cagtttcaat ctggcgattt
  2657881 cacagcagaa aaccggaggc gcaaataaaa tttacttcgt tgacccaggc agtggcatgc
  2657941 cagcctcaaa tggtgcgaac acactagcca cccgtgaaac tgtggcccaa atgtcaattt
  2658001 ccttccctct agggggtagc tcgtctgcac cttatgtctc ggctggcgca gtaaacagca
  2658061 gaactagcgg agccagctat caaacctcac tttcgggaac catgggcagt gaccaaaccg
  2658121 caggctacag tgtggatgtt gcccgtaacg agccaaccaa cgaaaatacc ttaagcggca
  2658181 gtttgcaaaa acagctcccg accaccagtt tgagtggcag tgcctcacgc agccccggtt
  2658241 actggcaagg ttctgccagc gcccgtggat cggtcgcatt ccaccgtggc ggcgtgacgc
  2658301 ttggccctta cctaagcgac actttcgccc tgatagaagc gaagggtgcc agtggtgcca
  2658361 aagtaatgta tgggcaaggg gcccgtattg accgcttcgg ctatgcattg gtcccgacat
  2658421 tgacaccgta tcgctacaac acactctctc tcgatcccga tggtatggat ttcaatactg
  2658481 agttgcagga tggagagcga cagattgcgc cttatgctgg ctctacggtg aaagtgacgt
  2658541 tccggaccct caacggttat cccgcattaa tcacaattaa aatgcccgat ggcagccaat
  2658601 tgcctatggg aaccgtcgtt tataattaca acggcaaggg cactaacgat aagaatgaca
  2658661 tcgtgggtat ggtcgggcag tcgagccaag cctatctacg ggcggaggag ctcagtggta
  2658721 ccctcacatt ggtgtgggga gagagtagca aagaacgctg tcagttagat tacgatctgg
  2658781 gtaagccgac ggataacgat aaacagctgt ataaactcga tgccttgtgt gtcgcggtac
  2658841 agcaataaat cagagaaaac cgcatgcatc ctattatcac gcgaaatacc actcgttacc
  2658901 gattcaacca gaataggcca gtattctgcc gtttaatgag cgtgttatct tcactgtgcc
  2658961 tgctcggttt taccttaccc agtcaggcac aatgtgtctg gaaagggagt gatattggcg
  2659021 gggataacta cggtgcctca ctgtatttag gcaatatcaa tatcaccagt aattatattc
  2659081 aacccgtcga ttcaattttg gcctctaacg tcatcagctt agtgcccgcc catcggtggc
  2659141 cagatccaga agccgttatc tatgaatgtg acatcgccga taaagacagc ttatttgaag
  2659201 tgtttgctac caatggtgac agcaatgttg gcggctacac ccatatgggt gataactatt
  2659261 ttcaaacgtt tttcccttat accgcgctga aactgattca tgtcgattca ggtgttgaat
  2659321 tcacccgtat ctggcaagaa atcccattaa aaaagtacga tatccttgac aataaaatcc
  2659381 agataaaagg taaacacttc agccagatcc gcgcagagtt gaaaaaaaca ggctcagtag
  2659441 atcgctcacc cggcccgacc agttggggtt gccctggacc ggcggaggac aactactcag
  2659501 gcggctatac ctgtaatcaa cctaatggtt atgtggtatt caaaggaccc ggcatggcgg
  2659561 tgccagaagc aggatatgat tcagcgacga attaccaaac ttggggaacg ggccgctata
  2659621 tggcatttgg catgaacaca tcccccatca ctatcctgac gcgtaaaaat acctgtgtag
  2659681 tacgcaatgt gacgccttat gtagttttcc cgatcattac agtgaatgaa cttaatgata
  2659741 accaaacacg cagtgctgaa atcacagtag atatcgagtg tcagtcaggt accgaatcag
  2659801 ggacatccag tggccaaacc gccattggga tccaaacctc attaccgggc taccttaaag
  2659861 cgctgggatt aggattggtg aatacggcag gaggagtgag ttacttgctc tcagacagtt
  2659921 acggtactga tagccgtatc gccactggcg tgggtatcag cctaagcgat agcaatggca
  2659981 gtaccatgaa ttttgttggt tggggaggat gtgcacagac tcaggactgt ctaactaccg
  2660041 ccgatgcggg ctggtacccg atactcactg gggccagtgg taatggcagc cactctgcag
  2660101 gttacaacaa ttatgtccat cacttcaccg ccaccttaaa aaaactgcct aatggtcacc
  2660161 ctactgcggg gaagatcgac gccacagctt acgttctggt gaaaatacaa tgagattact
  2660221 gagcctgttt ttactgttat tcacgatcag ctacgatgca ctggccggtt tgatcgccgg
  2660281 atctacccgc attatttatc agcctgagtt acgtgagcgc acgcttatgc tggctaatac
  2660341 taatgattat cccgtcgtcg tgcagacatg gattgataac ggcgatgtgg acagtacgcc
  2660401 ggatcaggct aaggcccctt ttatggtatt gcctgccgtg tttaaaatgc aggcaggatc
  2660461 ggttcaggca ctacgcatca tcaataaagg cgaaaacctt cccagtgacc gggagtctgt
  2660521 ctattggttg aatttgtatg aaataccgcc cagagaacgg agtaacattg atgttcatgc
  2660581 acaagttgcc atggcaatga atacacaaat gaagattttt tatcgaccaa acggattagc
  2660641 cccgcccccc atcgatgcca tgggtaagat aaagttttca cttaaaaata ttgataatca
  2660701 atacgttata atcgcgaata atcccacgcc ttattttgtc tcttttggcc agattcagtt
  2660761 acagagccaa caaaaaaact acctgatcgc acagtcgatg gatatgatga ccggcccatt
  2660821 ctccacacga ccctattatt ttgaacagcc tcccacctca cttaaaggca agtttaccgt
  2660881 cagttatatt tattttgatg atgcgggtaa ccaagttaaa aacagccagt cagtgacggt
  2660941 aacgctataa cagattttta tttttcgccc tttccccgtt atgtattcaa taacgacagt
  2661001 actgccttac cctaatcctc gccactcgcc ccaacaaata tgaacgtatc tattcgttca
  2661061 ctgataaacg gcagccatcc gatcacgtcc ccctcaaaac cgcatagttt ctgaggcaac
  2661121 tgcaaataaa atcaatcatt ttgctgaaaa acaagccaat aagctcactc tctcagcaaa
  2661181 cgaacctatt aagtgttttt ctactttgac aaacaccccg ccccccgcta ttattcgcct
  2661241 cgttcacacg attcctctgt agttcagtcg gtagaacggc ggactgttaa tccgtatgtc
  2661301 actggttcga gtccagtcag aggagccaat tttctgtttt catgcatcct tgcgaatctt
  2661361 tatctgatgt tgattcaaca ggttagtgtg aaaactcttc tcggtgcatt ttgattttac
  2661421 cctacgcatc gggaaaaatt ggtggtcaaa tctggggtca ggttagttcg ataatggagt
  2661481 gacccccata tgtcccttac cgacgcaaaa atccgcaccc tcaagccttc tgataaaccc
  2661541 tttaaagtct ccgattctca cggtctgtat ctgctggtca agccgggtgg ctcccgccac
  2661601 tggtatctca aataccgtat tagcggtaaa gaatcccgca ttgcgctggg tgcctatcca
  2661661 gccatctccc tgtctgatgc gcgacagcaa cgtgaaggta tccgtaaaat gctggcgctg
  2661721 aatatcaacc cggtacagca gcgggctgct gaacgtggct cacgaacacc ggagaaagtt
  2661781 tttaaaaacg tggcgctggc gtggcataaa agtaacagga aatggtcgca gaacaccgcc
  2661841 gaccgtctgc ttgccagcct gaacaatcac atctttccgg tcatcgggaa cctacctgta
  2661901 tcagaactta aaccccgtca tttcattgac ctgctgaaag ggatcgagga aaaaggtctg
  2661961 ctggaggttg cgtcccgcac acggcagcac ctgagtaaca taatgcgcca tgcggtccat
  2662021 caggagttaa tcgatacgaa ccctgcagca aaccttggcg gcgtgaccac acctcctgtc
  2662081 agacggcact atcctgccct gccgctggag cggctgcctg aactgcttga acgtattggg
  2662141 gcatatcatc agggccgtga actgacccgg catgccgttc tgctgatgct gcatgtgttc
  2662201 attcgctcca gtgaactgcg tttcgcccgc tggtcagaga ttgatttcac aaaccgagtc
  2662261 tggacgatac ccgcgacgcg agaacccatt attggcgtgc gttattccgg ccgcggggca
  2662321 aaaatgcgaa tgccgcatat cgtccccctc tcagaacagt ccatcgccat tctgaaacag
  2662381 attaaggata tcaccggtaa taatgaactg atcttccccg gcgaccataa cccgtataag
  2662441 ccaatgtgtg aaaacacggt caataaggca ctgcgggtga tgggttacga cacgaaaaag
  2662501 gatatctgcg gtcacggctt ccgggcaatg gcatgcagtg cgctgatgga atcgggttta
  2662561 tgggcaaagg acgcagtaga acgccagatg agtcatcagg agcacaatac cgtgcgcatg
  2662621 gcttatattc ataaggcaga gcacctagaa gcccgcaaag cgatgatgca gtggtggtcg
  2662681 gattatctgg aagcatgccg agaatcttat gcaccgcctt atacaattgg taaaaataag
  2662741 tttatcccat agtatactaa cgaatcccac actctggcaa attaccacca cctccacagg
  2662801 aggtggttct atatagactt ttatcaactt catgacgaaa aacacctatt ttatcccaaa
  2662861 agaagacaat agagtcacag aggaatcaaa gagcgactca attgtctttg gacagtctgg
  2662921 ttgtgaggtt agaaaacagt tactcctaca ccattaaata gggcgcaatg ctcgctaatt
  2662981 tctcccgggt ttctgtcagt tcgcgttccg gcgtagattg cgcgatgatt cccgcccccg
  2663041 cctgtatcca gcagcgctgg ctatcctgaa atacggaacg cagaactagc gccgcatcaa
  2663101 agcgcgtatc gtccagcagc aggattgcgc cggaataaag ctctcgcggc gtcttctcaa
  2663161 tttgcataat cgcgttcaga gcagcatttt tagggatacc tgaggcggta atcgacggaa
  2663221 acagcacggt aaacgcatcc caggcatcct tgttttccgc aagctgaccg ctcacgccag
  2663281 accccagatg ctgaacgctg ccgcgctggc gaaccgacat taaatcttca accaccacgc
  2663341 tgcccggctg gcaaacggcc tccagttcag caatagcttc tttgacagaa aggatatgct
  2663401 caagcacctc tttactgtcg tgcagcagtt ctgcctcttt cgccttatta tgctccgggt
  2663461 ttcccatgcg atcgcgggtg cccgcaagcg gttcagtgac cactttattg cccgtcactg
  2663521 acatcaccag ttccgggcta aagcccagcg cttcgcgtcc ttcctgacgg aacataaacg
  2663581 agcgcacaga tgtgtttgcc tgccgcccgt ataacagcgt ggcgggcata tcaatccgcg
  2663641 atggcagggg aatggcgcgc gagacaatca ctttgacata ctcgccacgg cggatctccg
  2663701 caacggcgcg cgcaacctgt tgtttatatg cctcaccatt gagggcggta tccaccgcca
  2663761 gtggtgcgtt ctgcgtcgtt gtaccggcct cttttaccca ctcgcacaaa cgtcggcacc
  2663821 cgtcggcgga gtccgcataa acggtgacat ttcccttttc aaaaataagt tcttcacggg
  2663881 gaacggttaa cgtcagcagc ggccactccc cggcgttaaa ggcaatcccc cgcgcatgcg
  2663941 ccgcaaagtt gaacccaacc tgtccatata cccgacgtcc tttcacctga ggatgcgcca
  2664001 taaaacgacg cgcgcagtcg gcaatggaat ccaccgccca tttttgctcc ccggcatcat
  2664061 caataaatgt cgcctgcgtt ccgtcggcat taatgtgcag ccgtgcctgg caccctttgc
  2664121 ctaaatacca acagggttga cgctcataga cataacactc ttcttctgcg aactggcgta
  2664181 aaacgccaga aatcgtcggt agccattgtt cctctggtaa cgccagatgt agaaattcac
  2664241 tgattttcat cccttacctc tctgtgttat tcccggatca atcaattgcg cttgtcatca
  2664301 gttctcttgc cgaatgcagc cggatataag caacccacgc cgccagcaac gtgaatgccc
  2664361 cggcaaacag gaagcaggcc gcatagccaa aatgttgagc aacaacgcca ccgataacgc
  2664421 ctgccagaat ggcgattgcc gcgtcagtac attgaaagag ggtgaagtcg acaccggcct
  2664481 gcaaaggcga tgaaagcgac atcagcgtgg cgtaaagaca gaccagcgcg caggccagcg
  2664541 aaatggactg gacaatgacc agacactgga gaatcggcag cagcagatga cccggcgcca
  2664601 tcatgagcgt catcaccacc gccagcagcg cgatcccctg gacgccataa gccgtcaaca
  2664661 gcgctctgcc gggtgaggtg tatttcatca gcaatccgcc ggccagcgtt cctgctatgc
  2664721 ccgctgcaat attgccgccg ctgaacagcg cgcccaatgc ggacatgctc aacccatgat
  2664781 ccaacaacag cggtgccaga agaggcagca caaaccgcat gcctgaattc agcatcaata
  2664841 ccagcagtaa gcccaggcgc gcctgcttcc tccttagcgc ataacctaac gccggaacat
  2664901 gcgggatagt cgctgttcgc gtcggctccg taatgcgcca cagcgggagt gacagcgcca
  2664961 taatcagcac cgccatcatc agcatggcga caggccagcc ggatgccgcc gacagcatca
  2665021 ggaacacccc gccgccgcac atcattccca gatagctgcc gccgacctgc acgctgtttc
  2665081 cccagccgta acccgtgcgg gtcagttgat cgacgcaaaa gccgtcgctg gcgatatcaa
  2665141 tggtggaggc gaccgtgcct gccaccataa acagaacaaa taacgcgacg atttgcgtat
  2665201 cggggaatcc cccttctcgc ccaaaccagc caatcgctgc ggcaatagtc aggatcgccg
  2665261 ctagcgcgac ctgaccacgc aggattaaca tgcgggaacg gcgttcctgg ctaccgggcg
  2665321 gaagccgcca gcgctcgatc cacggcgccc aaataaactt cagcgcccag ggcagcataa
  2665381 acagggttgt cgcaccggca agcgccagcg aaccgccagc agcgcgcacc agcgcgggta
  2665441 aggactgcat agacagcgcc gataccagac tctgcgtcac atagacgccg gcaatagcaa
  2665501 aaatcacccg cccggtcgtc aacgtcagcg gtttcacatt cgactgaaca tcactcatgc
  2665561 acccactctc cagacgcgga aaccccgtcg tcgcgccaca cgcgcgcggc catttgcgcc
  2665621 tgccacagcg cctgataacg tccatgatgt gagagcaatt gcgcatgagt accctgctca
  2665681 accacctgtc cctcttccat caccagaatg tttccggccc cggcgatggt ggataaacgg
  2665741 tgagcgatga taatcaccgt ccggttgtga accaggttat cgatcgcttt ttgcaccgcc
  2665801 agctcgcttt caatatccag cgcggcagtc ggttcatcga gaatgacgac cggcgcgttt
  2665861 ttcaataacg ctctggcaat ggaaatccgc tggcgctcgc cgcccgatag ctggccgccc
  2665921 atctctccca ttggcgtcag ccagccttgc ggaagacggg aaataaactc aaggcactgc
  2665981 gccgcgcggg cggcctcttc tacctcctgc cgcgtcgcct gtgggcgcgc gatacggata
  2666041 ttcgccagca gcgtgtcatc aaacagccag acatcctgga aaacaacaga aatcaggcta
  2666101 ttgagctgtt ccggcgtcag gcggcgaata tcgacgccgc caatagaaat ctgcccttgc
  2666161 tgcggatcgg catagcgcat taacagtttg gtgaccgtag ttttgcctgc gccggaggca
  2666221 cccaccagcg cgctcatact ggctgccggg aacgtcaaag aaacatgatt aagcgcgtgg
  2666281 ccgtcgcctt cttcgtagcg atagctgacg ttgtcaaagc ggatatcgta acgttccggc
  2666341 atctcgcttt gctctgcgac gggaagcggt gctatcgcca taaaccgctc aatccgttgc
  2666401 agggcgctgg cgatcagttc cacaaccgag gtgtagctga taaacatcgc catcggttct
  2666461 gcgaagcgca taatcatcgc gacggcggca atcaaaaagg cgaggttcag agtgcccgtc
  2666521 actacccaga cgatcccgga taacaccacc acctgtaggc ccaactccac gacgctggcg
  2666581 atcagcatcg tcgcgccagc gccctgacgg tgagtgcggg tctgtaagtt ttccagcgca
  2666641 ttgaaatgcg ccagcagcgc ccggctttta tcggcatcgc tgccgcaggt gcgcaatacc
  2666701 atcatcccct gagcaaattc aacgatatcg ccgctcagac gctggtgcgc ttcccccagc
  2666761 gtctgcattt gtcgccgcat cgccgggcgg cgccagtaat aaaacggcac cagcagaggg
  2666821 aagatcagca acatcaccag ccccagccgc cagtctatcc acaatgtcgc cagcgacgcc
  2666881 gtcagcggcg tgacaatggt gagcagcaaa atattggcta tcgcaataac ataattgagg
  2666941 ttttcatcca cgctgcccag cagcaaggcg ttcatttcac ccgccctgcc gcgctggagc
  2667001 ttctccagcg gcacgcggcg taactgctcg ccaagtcgca ggcgcaactc atgggtggcc
  2667061 tgcgccagat gaccacggta ttcaaagccc aggccatacc agcgtagcac cagcgtcaca
  2667121 attgcggcga cgctgaaggc catagcccag ttaagaagtt gcggcgcgtc tccccgtaac
  2667181 agcgcatcaa tgatcggata aagacaggca aaggcgatcc cctgcatgaa tgccgccagc
  2667241 aacagcgcca gcatactgcg tcgcagcatc ctggcctgac tgccaacgct ggagataagc
  2667301 tggcgccaga tgacgcgcca ggccaggtta tccgcaggat tattgtcttt cattttccac
  2667361 cacctcttcc tgtgttccac ccggcaccca atgctgcgcc tgctgatagt gttgccagag
  2667421 ccgttgatac aggccgccct gcgccaacag ttgcgtatgg ttccccattt ccctgagctg
  2667481 tccgtcggaa aacagcaata tcacatcggc ctgagtcacc attgagagac gatgcgcgac
  2667541 catgatgacc gtccggccac gcatggccgc cgcgagcgcc ttgataagcg ccgcttcgtt
  2667601 ttccgggtca gcaaacgccg tcgcctcatc gagcaccagg atggggcgat cctgcaaaag
  2667661 cgcccgggcg atagtaatgc gctgccgctg gccgccggag agaaataccc cacgttcccc
  2667721 gactcgtgtg ttgtaacctt ctggcagagc gctaataaaa tcatgggcct gcgccactct
  2667781 ggccgccgct attaccgcct ccagcggcgt atccggcgcg cccagacgaa tgttattggc
  2667841 tatcgtgtcg gcaaaaagga agttgtcctg aaacacaaac gagagttgct tcatcagggt
  2667901 gtccgtctgc atatcacgca gatccacgcc gccaatacgg atatggcctt tgtccgggtc
  2667961 ggcgtaacgc agcagcaagc gcgccacggt gctttttccg gcgccgcttg gcccaaccag
  2668021 cgccacaatt tgcccggcag gcacatgaaa gctcacctcc tgcaacgcgg cgccagtacg
  2668081 cgcttgcgga taatgaaagc tcacctgctc aaaggtaatg ctcgcctctt gcggctgctg
  2668141 gtcagactgc ggcagcgata actccggcat cgcgagaacc tgataaatac gctgaatgct
  2668201 taaacgcgtt tgcgcgacca ggttattgag catcatcatt ggcattacgg cttcggccat
  2668261 tccgctgccc agcagtaaaa cggccaccca cgcgataaaa tcgaaactgc catagtgcaa
  2668321 caggccgtat cccgaccaga tcaggacaaa cagggtcggg agaggattca gaatcgagaa
  2668381 ggaaaaacgc gctgaaaaac cggctttgcg ataccaggtt ttgagcacat cgacccactc
  2668441 ttcaagggcg cgttgatagc gcaaaaaact ggtgctgccg ctatcaaacg ttctcaccac
  2668501 gggcatggcc tgcacgaact caataaccgc cgcgctaacc tgctcgcgcg ccttatgata
  2668561 acgctgagcc atatcttccg aacgctggcg ggcgagcacg agaacaaccg atccaaacgc
  2668621 cagtaccccc agcgtcgcga ttgccagccg ccagtccagc cagaacaaga taacgattgt
  2668681 cgccagcggc atgatgatcg cgcgggcata gagcggcgtg ctgtcggcca caaaaatatg
  2668741 taacgacttc acgtcatcca gcatcacttt cgccactgac ccgctgccca tttgctgtaa
  2668801 cacgccaggc ggaagctgca atgctttacg ggctaacctg ctgcgcagaa tgttctccag
  2668861 atgaaaagcc gcgtaatgag aggtgttgaa cgcctgtaag cgcagaacaa aagttaagac
  2668921 cacgcagccg atcacgccgc ccagcggcca ggccggaata gcgtcaggcg tcgcgcgaat
  2668981 gtcacgcagg ctccacgcca gaaaaaggag cgcccccagg ctggttaatg ccgccagccc
  2669041 cgccagcgcc atagctaaaa taaccttcct gcgaaccggt gtaatcacct gccagagagg
  2669101 aaatcgggac agcgattcag tattggatga ttgagatgac atgggagtaa ctgaatttcc
  2669161 tgatgaattt ttacggacgc caaaaacgac aattcagggt ggcgttctga gaattaatgt
  2669221 gaataataac cattatcaat aactcatcta ccccattcgg ttctatttat acccgcattg
  2669281 gtctaagcca cagggagata accaggtcat gacagagtca ccgcaaacgc aatctgaaat
  2669341 ctctattcac cagttggtgg tcgggaaacc tgcaaacgat ggcaatattc ctgctcagtg
  2669401 tgaactgctg cgctgttcgt tgcaggaagg tatggatatt ttgctctgga ggggccattt
  2669461 tgcgcggcct gagacgttgc agctacacga cgatctgggc aggattaact tctcgtgcat
  2669521 cctggaaggc acatcgcgct ttgcgattca gggactccgg cgccacaccg actgggagct
  2669581 tgcgcgcaat cgccattaca ttacccatac gccagactgt cgcggcagcg cctcctattg
  2669641 tggccgattc gagagcatta ccctctcctt cagccctgaa accctcgcgc tgtgggtgcc
  2669701 ggatattagc gcggtcatta agaataagat cgactcccac tgctgttgcc agcagcagcg
  2669761 ttgtaatgct gaaacccact taacggctca ggccttgcgt cacgcgctga tgcgcatgca
  2669821 cggcggcttc agtcatgaac aaaagccgtc gacgctatgg ttgcaggggc aaagtctggt
  2669881 catgctcagt ctggtgctgg atgaacatcg cgaagacgcc agttgcctct cctgccactt
  2669941 caacccgatg gaacgccaga aactgctgcg ggcgaaggat ctgctgctgg ctgatctgac
  2670001 gcaagcgccg ggcgtcgcgg agctggccag agagtccggt ctgagcgttc tcaaaattaa
  2670061 gcgaggcttc cgcgttctgt tcaacaacag cgtctatggc ctgtttcagg ctgaacgaat
  2670121 gcaggaagcc agaagacgcc tggccaacgg caatacctcc gtcatgacgg tggcggccga
  2670181 tctgggctat gccaacgcca gccatttctc tgccgccttc cagaaacagt ttggcgtaac
  2670241 cccttcgacc tttaaacgcg tgatgtaacc ggggtcgcgc ccccctaaac tcctccctga
  2670301 cagaggcccg gataccccat ccgggcctct gttctttccg cctgttacca acccgaaacg
  2670361 ggcataaata aacccgtttc gggtagcatc caattgttaa taataattat tatcatatga
  2670421 gcaatgcttt tcggtaagac gtgccatcag gaggaagaat gatttctggc gcaccatctc
  2670481 aggattcgct gttaccggac aaccgccacg cggctgatta ccaacaatta cgcgagcggc
  2670541 tcatacagga actgaattta acgccgcagc agttacatga agagagcaac ctgatccagg
  2670601 ccggcctgga ttccataaga ttgatgagat ggttacactg gtttcgtaaa aatggctacc
  2670661 gccttaccct tcgcgagctg tatgccgccc ccacgctggc ggcatggaac cagttaatgc
  2670721 tcagccggtc gcctgagaac gcggaagaag aaacgccgcc cgacgaatca tcctggccga
  2670781 acatgaccga aagtaccccc ttcccattga cgccagtaca gcacgcctac ctgacgggcc
  2670841 gcatgccggg gcagacgctt ggcggcgtgg gttgccacct gtatcaggag tttgaaggcc
  2670901 attgtctgac ggcgtcgcag ctggagcagg ccatcacgac cttgctgcaa cgccacccaa
  2670961 tgctgcatat cgcctttcgc cccgacgggc agcaggtctg gctaccgcaa ccttactgga
  2671021 acggcgtcac cgttcatgat ttacgccata acgacgctga aagccgccag gcctatctgg
  2671081 acgcactgcg ccagcgcctg agccaccgtc ttttacgcgt ggaaatcggc gaaacgtttg
  2671141 attttcagct gacgctcttg ccggacaatc gccaccgcct ccatgtcaat attgacctgc
  2671201 tgattatgga tgcctccagc tttacgcttt tcttcgatga gcttaacgcc ctgctggccg
  2671261 gagaatcgct gccggctatc gacacccgct atgatttccg ctcgtatttg ctgcaccagc
  2671321 agaagatcaa tcaaccactg agagacgacg cgcgcgctta ctggctggcg aaagcatcga
  2671381 cgcttccccc cgcgcccgtc ttgccgctgg cctgcgaacc cgccacgcta cgtgaagtcc
  2671441 gtaatacccg acgccgcatg attgtcccgg caacacgctg gcacgccttt agcaaccggg
  2671501 ccggcgagta tggcgtgacg ccgacaatgg cgctggcgac ctgtttttct gccgtgctgg
  2671561 ctcgctgggg cggcctgacg cgtctgctgc ttaacatcac cttattcgac cgccagccgc
  2671621 tgcacccggc ggttggcgcg atgcttgccg acttcaccaa tattcttctg ctggataccg
  2671681 cctgcgatgg cgataccgtc agcaacctgg cgcgtaaaaa ccagctcacg tttacggagg
  2671741 actgggagca tcgccactgg tccggcgtcg aattactccg tgaactcaaa cgccagcagc
  2671801 gctaccccca cggcgccccg gtggtattta ccagcaatct ggggcgttcc ctctacagca
  2671861 gccgcgcaga atcgccgttg ggcgagccgg aatggggcat ctcgcaaacg ccgcaggtct
  2671921 ggatagatca tctggcgttc gagcatcacg gcgaggtctg gctacaatgg gacagcaacg
  2671981 acgcgctgtt ccctccggcg ttagtcgaaa cattgttcga cgcctactgc cagttgatta
  2672041 accaactctg cgatgacgaa agcgcctggc aaaagccgtt cgcagatatg atgcccgcca
  2672101 gccagcgcgc gatacgcgaa cgggtcaacg ccaccggcgc ccccattccc gaaggcttgc
  2672161 tgcatgaagg cattttccgt atcgctctgc aacagccgca ggcgctggcg gtaacggaca
  2672221 tgcgttatca gtggaattat catgagctga cagactatgc ccgccgttgc gcgggcaggt
  2672281 taatcgagtg cggggttcag cccggcgata atgtggctat cacgatgtcg aaaggcgcag
  2672341 gacaacttgt tgcggttctg gccgtcctgc tggccggggc ggtttacgtt ccggtttcgc
  2672401 tggatcagcc tgccgcacgg cgcgagaaaa tctacgctga cgccagcgtc cggctggtgc
  2672461 tcatttgtca gcacgacgcc agcgccgggt cagacgatat tcccgtcctt gcctggcagc
  2672521 aggccattga ggcggagccg atcgccaacc cggtagtacg cgcccccacg caaccggcct
  2672581 acattatcta cacctccggc tctaccggta cgccgaaagg ggtagtcatt tctcaccggg
  2672641 gagcgcttaa cacctgttgc gatatcaata cccgctatca ggttggcccg catgacaggg
  2672701 tgctggccct ctccgcccta cattttgatt tatcggttta cgacattttt ggcgtactgc
  2672761 gcgcgggcgg cgcgctggtg atggtgatgg aaaatcaacg gcgcgatcct cacgcatggt
  2672821 gtgagctgat ccagcgccat caggtcacgc tctggaacag cgtcccggcg ctgttcgata
  2672881 tgctgctgac ctggtgtgaa ggtttcgccg acgccacgcc ggaaaacctg cgcgcagtga
  2672941 tgctttccgg cgactggatc gggcttgacc tccccgcccg ttatcgggcc ttccggccac
  2673001 aaggacaatt tatcgcgatg ggcggcgcca ccgaggcgtc tatctggtct aacgcctgcg
  2673061 aaattcacga cgtccccgcc cactggcgct ccatccctta cggttttccg ctaaccaacc
  2673121 aacgctaccg ggtggtggat gaacagggcc gggactgccc tgactgggtg ccgggtgaat
  2673181 tatggattgg cggcattggg gtcgcggaag gctatttcaa cgatcccctg cgtagcgagc
  2673241 agcaattttt gacgctcccg gacgagcgct ggtatcgcac cggcgatctc ggctgctact
  2673301 ggccagatgg cacaatcgag ttcctcggtc gtcgcgacaa gcaggtcaaa gtcggaggat
  2673361 atcgcatcga gctgggcgaa atcgaaagcg cgctcagcca gctggcgggg gtgaaacaag
  2673421 caaccgttct ggcgatcggc gaaaaagaaa aaacgctggc ggcatacgtt gttcctcagg
  2673481 gcgaggcttt ttgcgttacc gatcatcgga acccggcact gccgcaggcg tggcacacgc
  2673541 ttgcgggaac gttgccctgt tgcgccatct cgccagagat ctccgcagaa caggtagccg
  2673601 atttccttca gcatcgcctg ctaaaactga agccgggtca caccgctggc gccgatcctc
  2673661 tccccctgat gaactcactc gctatccagc cgcgctggca ggccgtggtg gaacgctggt
  2673721 tagcatttct ggtgacacaa cggcgactga agcccgctgc tgaaggttat caggtctgcg
  2673781 ctggtgaaga acgcgaggat gagcacccgc acttcagcgg acatgattta acgttatcgc
  2673841 aaattcttcg cggtgcccgt aacgaactgt cgttactgaa cgacgcgcag tggtcgccgg
  2673901 aaagcctggc ctttaaccat ccggccagcg ccccgtatat tcaggaactg gcgacaattt
  2673961 gccaacagct tgcacagcgc ttacagcgcc cggtacgcct gcttgaggtg ggaacccgca
  2674021 ctggccgcgc cgcagaatcg ctgttagcac agctcaacgc cggacagatt gagtatgtcg
  2674081 ggcttgagca gagccaggag atgctgctga gcgcccggca gaggctcgcc ccctggcctg
  2674141 gcgcccgtct gtccctctgg aatgcagaca cgctggcggc gcacgctcac tcggcggaca
  2674201 ttatctggct taataacgcc ctgcatcgtc tgctgccgga agatcccggg ctccttgcga
  2674261 cattacaaca gcttgccgtt cccggcgcgc tgctctacgt gatggagttt cgccagttaa
  2674321 cgccgtccgc cctgctcagc acgctcctgt taaccaatgg gcagccggag gccttgctgc
  2674381 ataacagcgc cgactgggcg gcattattta gcgcggccgc cttcaactgt cagcatggcg
  2674441 atgaggtcgc ggggttacaa cgcttcctcg tacaatgtcc tgacaggcag gtgcgccgcg
  2674501 atccccgtca acttcaggcc gccctcgccg gacgtctgcc ggggtggatg gtgccgcaac
  2674561 ggatcgtctt cctcgacgcc ttaccgctga cggctaacgg gaaaattgac taccaggcgc
  2674621 tgaagcgtcg tcatacccct gaagcggaaa acccggccga agcggattta ccccagggcg
  2674681 acattgaaaa acaggttgcc gccctctggc agcaactctt atcaactggc aatgtcacca
  2674741 gagaaaccga cttcttccag caaggcggcg atagcctgct ggcgacccgt ctgaccgggc
  2674801 aacttcatca ggcaggttat gaagcgcaat taagcgacct gtttaatcat ccccggctgg
  2674861 cggattttgc cgccacgctg cggaaaaccg acgtcccggt cgaacaacca ttcgtccact
  2674921 cccctgaaga tcgctaccag ccctttgcgc ttaccgacgt gcagcaggct taccttgtgg
  2674981 ggcgtcagcc gggctttgcc ctgggcggcg tcggctcaca tttctttgtt gaatttgaaa
  2675041 ttgccgatct ggacctcacc cggctggaga cggtctggaa ccgattaatc gcccgccacg
  2675101 atatgctgcg cgccatcgtg cgtgatggac agcaacaggt gctcgaacag acgcccccct
  2675161 gggtgatacc cgcacacacc ctccatacgc ctgaagaggc gttgcgggtg cgcgaaaaac
  2675221 tggcgcatca ggtactcaac cccgaagtgt ggccggtatt cgatctccag gtcggatacg
  2675281 tggacgggat gcctgcccgc ctgtggctgt gtctggataa cctgttgctt gacggtctga
  2675341 gcatgcagat cctgctggcg gagctggagc acggctaccg ctacccgcaa cagctgcttc
  2675401 cgccgctgcc cgtcaccttc agggattatc tgcaacaacc ctcgctacag tcgcccaatc
  2675461 cagattctct ggcatggtgg caggcgcagc ttgatgatat tcctccggcg cctgcgttgc
  2675521 cgctgcgctg cttgcctcag gaggttgaaa caccgcgctt cgcccgcctg aacggcgcgc
  2675581 tggacagcac gcgctggcat cggctgaaaa aacgggcggc tgacgcccat ctcaccccgt
  2675641 cggccgtact gttgtcggtg tggtcaacgg ttctctctgc atggagtgca cagcctgagt
  2675701 tcacgcttaa ccttacgctt ttcgacaggc gaccgctgca cccgcaaatc aaccagattc
  2675761 tgggcgattt cacctcgctg atgctgctga gctggcatcc cggcgaaagc tggctgcaca
  2675821 gcgcgcagtc actacagcag cggctgagcc agaacctcaa ccaccgcgat gtgtcagcca
  2675881 tccgcgtgat gcgtcaactg gcgcaacggc aaaacgtgcc tgccgttccg atgcccgtcg
  2675941 tctttaccag cgcgctgggc tttgagcagg ataacttcct cgcccggcgt aatctgctca
  2676001 aaccggtctg gggcatctcc cagacgccgc aggtctggct cgatcaccag atttatgaat
  2676061 ccgaaggcga actgcgcttt aactgggatt ttgtcgccgc gctgtttcct gccgggcagg
  2676121 tggagcgcca gtttgaacag tattgcgcat tgctaaaccg aatggccgag gatgaaagcg
  2676181 gctggcaact gccgctcgcc gcgctggtgc ctcccgttaa acacgcaggg caatgcgcag
  2676241 agcgctcacc gcgcgtatgc cctgagcact ctcagccaca cattgcggcg gacgagagca
  2676301 ccgtcagcct gatttgcgac gccttccgcg aggtggttgg cgagtctgtc acgcccgcag
  2676361 aaaacttctt tgaggcaggc gcaacgtcgc tgaatctggt gcaactgcac gttttgttac
  2676421 aacgtcacga attttccacc ctgacgttgc ttgacctctt cacccaccct tctcctgctg
  2676481 ccctggccga ttatctggcc ggcgtcgcca cggtggagaa aacaaaacga cctcgccctg
  2676541 ttcgccgtcg tcagcggcgg atatagcgcg aagcaaactg attttccccg gaacgccatc
  2676601 gcgaacgcat ggcgttccat tgactttgtg aatcttagga aacgggaccg attatggata
  2676661 acttgcgctt ctcttctgcg ccgacagcag attccattga tgcatcgatc gctcaacact
  2676721 acccggactg cgaacctgtc gcggttatcg gctacgcctg ccattttcct gaatcgccgg
  2676781 atggcgaaac gttctggcaa aatctgctgg aaggtcgtga atgcagccga cgctttacgc
  2676841 gcgaagagct tctggccgtc ggtctggatg ccgccatcat tgacgatcct cattatgtca
  2676901 atatcggtac ggtgttagac aacgccgact gcttcgacgc caccctgttt ggctattcgc
  2676961 gacaggaagc ggagtcgatg gacccgcagc agcgcctatt tttgcaggcg gtctggcatg
  2677021 cgctggaaca tgccggttat gcccccggcg ccgtccccca taagaccggc gttttcgcct
  2677081 cttcccggat gagtacctac cccggtcgcg aagcattgaa cgtgacagaa gtcgcgcagg
  2677141 taaaaggtct gcaatctctg atgggcaatg ataaagacta tattgccacc cgcgccgcgt
  2677201 acaaactcaa cctgcacggc ccggcgttat cggtacagac cgcctgctcc agctcgctgg
  2677261 ttgccgtgca tctggcctgt gaaagcctgc gcgcaggcga atccgatatg gcggttgccg
  2677321 gcggcgtggc gctctctttc ccccagcagg caggctaccg ctaccagccc ggaatgattt
  2677381 tctctcctga tggtcactgt cgtccctttg acgcctcggc tgagggcacc tgggccggta
  2677441 acggtctcgg ctgcgtggtg ctgcgtcgcc tgagagacgc gctgctgtca ggcgatccga
  2677501 ttatctcggt gatcctctcc agcgcggtca acaacgacgg caacagaaag gtcggctata
  2677561 ccgccccttc cgtcgcaggg caacaggcag tcatcgaaga ggcgttaatg ctggcggcca
  2677621 tcgacgacag gcaggtaggt tacattgaaa cccacggcac cggcacaccg ctgggcgacg
  2677681 cgattgaaat tgaagcgtta cgcaacgtct atgcgcctcg cccgcaggat cagcgctgtg
  2677741 cgctcggttc cgtgaaaagt aacatgggcc atctggatac cgcggcgggc attgccggac
  2677801 tgctgaaaac cgttctggca gtcagtcgcg ggcaaattcc tcccttactg aattttcaca
  2677861 cccccaaccc ggcgctgaaa cttgaagaga gcccctttac cataccggtg tcggcacagg
  2677921 catggcagga cgaaatgcgc tatgctggcg tctcctcctt tggtattggc ggcaccaact
  2677981 gccatatgat cgtcgcctcg ctgcccgacg cgctcaacgc gcgcctcccc aatacggata
  2678041 gcggcagaaa aagtaccgcg ctgctgctca gcgccgccag cgacagcgcg ttgcggcggc
  2678101 tggcgacgga ttatgccggg gcgctgagag agaatgcgga tgccagctct ctggccttca
  2678161 cagccctgca cgcgcgccgt ctcgatctcc ccttccgcct ggcggcgcca ttaaaccgtg
  2678221 aaaccgccga ggcgctcagc gcctgggccg gtgagaaatc gggggcgctg gtttacagcg
  2678281 gccacggcgc cagcggcaag caggtgtggc tgtttaccgg ccagggctcg cactggcgca
  2678341 ctatgggtca aacgatgtac cagcactcaa cggcgtttgc cgacacgctg gatcgctgtt
  2678401 tttccgcctg tagcgaaatg ctcacgccgt cactgcgcga agcgatgttt aaccccgatt
  2678461 cggcgcagct ggacaatatg gcctgggcgc agccggcgat tgtcgcgttt gaaatcgcga
  2678521 tggcggcgca ctggcgtgct gaaggactga agccagactt cgccattggg cattccgtcg
  2678581 gtgaatttgc cgctgccgtt gtctgcggac actatacgat tgaacaggtc atgccactgg
  2678641 tttgtcggcg cggcgcgcta atgcagcagt gcgcaagcgg cgcgatggtg gcggtatttg
  2678701 cagacgaaga cacgctgatg ccgctggctc gccagtttga gctggatctc gccgccaaca
  2678761 acggtacgca acatacggta ttttccgggc cggaagcccg tctcgcggta ttttgcgcca
  2678821 cgctctcgca gcatgacatt aactatcgtc gcctgagcgt aaccggtgcg gcgcactccg
  2678881 ctttactgga gccgatactc gatcggttcc aggacgcctg cgcgggactg cacgcggagc
  2678941 cggggcaaat accgattatt tccacgctca ccgccgacgt cattgatgag tcaacgctca
  2679001 accaggcgga ttactggcgc cgacacatgc gccagccggt gcgttttatc cagagtattc
  2679061 aggtggcgca tcagctcggc gcccgcgttt ttctggagat ggggcccgat gcccagttgg
  2679121 ttgcttgcgg gcagcgcgaa taccgcgata acgcatactg gatagccagc gcccggcgta
  2679181 acaaagaggc gagcgatgtc ctcaatcagg ccctgctcca gctttacgct gccggcgtcg
  2679241 ccctaccgtg ggccgacctg ctggcgggcg atggacaacg tatcgctgcg ccatgttatc
  2679301 cgtttgatac tgagcgttac tggaaagagc gcgtctcccc ggcctgcgag cctgccgacg
  2679361 cagcgctgtc tgccgggctg gaggtggcga gtcgcgccgc gacagcgctc gatctccctc
  2679421 gcctggaagc gcttaaacag tgcgccacgc gactgcacgc catctacgtc gatcaactgg
  2679481 tacaacgctg taccggcgat gccattgaga acggcgtgga cgccatgacc atcatgcgcc
  2679541 gtggacgtct gctgccccgc taccagcagc tactccagcg cctgctgaat aactgcgtgg
  2679601 tcgacggcga ttaccgctgc accgacgggc gatacgtccg cgcccgcccc attgaacatc
  2679661 aacagcggga atcactgctg acggaacttg ccggttattg tgaaggtttt caggctattc
  2679721 ccgacaccat cgcccgtgcc ggcgatcggt tatatgaaat gatgagcggc gcggaagaac
  2679781 cggtggcgat tatcttcccg caaagcgcct ccgacggcgt ggaagtgctg tatcaggaat
  2679841 tcagctttgg ccgctatttc aaccaaatcg ccgccggggt attacgcggc attgtccaga
  2679901 cgcgtcagcc ccgccagccg ttgcgtattc ttgaagttgg cggcggaacc ggcggcacca
  2679961 ccgcgtggct gctgccggaa ctcaacggcg ttccggcact ggagtaccat ttcaccgata
  2680021 tctcggcgct gttcacccgt cgcgcccagc agaaattcgc cgactatgat tttgtgaagt
  2680081 atagcgagct ggatctcgaa aaagaggcgc agtctcaggg tttccaggca cagtcttacg
  2680141 atcttatcgt ggcagcgaac gtgattcacg ccacccgcca tattggccgc acgctcgata
  2680201 atctgcgccc cctgctcaag ccgggcgggc gcctgctgat gcgcgaaatc acccagccaa
  2680261 tgcgtctgtt tgacttcgtt ttcggcccgc tggttcttcc gctacaggat ctcgacgccc
  2680321 gcgaaggtga gttattcctc accaccgctc agtggcaaca acagtgccgc cacgccggat
  2680381 tcagcaaagt ggcgtggcta ccgcaggatg gcagcccgac cgccgggatg agcgaacata
  2680441 tcattctcgc cacgctgccc ggtcaggcgg ttagcgccgt aacattcacc gcgccatcag
  2680501 aacccgtgtt ggggcaggcg ctgacggata acggtgatta tctcgccgac tggtctgatt
  2680561 gcgcaggtca gcccgaacgg tttaacgccc gctggcagga ggcctggcgt ctgctttcac
  2680621 agcgtcatgg cgacgctctg cctgtggaac cgccccccgt cgccgccccg gagtggctgg
  2680681 ggaaggttcg cttaagctgg caaaacgaag ccttttcccg cggtcagatg cgcgttgaag
  2680741 cccgtcatcc tactggcgag tggctgccgc tatcgcccgc cgcgcctctt cctgcgccgc
  2680801 agacgcatta tcaatggcgc tggacgcccc tcaacgtcgc cagcattgac catccgctta
  2680861 cctttagctt cagcgccggt acgcttgcgc gcagcgacga gctggcgcaa tacggcatca
  2680921 ttcacgatcc gcacgcctct tcgcgactga tgattgttga ggagagcgag gatacgctgg
  2680981 ccttagcgga gaaagtgata gcagcgctca ccgccagcgc agccggattg attgtggtta
  2681041 ctcgccgcgc gtggcgagtc gaggaaaatg aagcactctc tgcatcccat cacgcgctat
  2681101 gggccttgct tcgcgtcgcg gccaacgaac agccggaacg gttgcttgcc gccatcgatc
  2681161 tcgccgaaaa caccccgtgg gaaacgctgc atcaagggtt gagcgcagtc tcactatcac
  2681221 agcgctggct cgccgcacgg ggtgacaccc tttggctccc ttcactggcg cccaatacgg
  2681281 gatgcgccgc tgaattaccg gcaaacgtgt ttaccggcga tagccgctgg catctggtga
  2681341 ccggagcgtt tggcggatta ggccgccttg ccgtgaactg gctcagagaa aaaggggcgc
  2681401 gacgcatcgc cctgctggcg ccgcgcgtgg atgagtcatg gctacgcgac gtggagggcg
  2681461 ggcagacgcg cgtctgccgt tgtgatgtgg gcgatgccgg gcaactggcc acggttcttg
  2681521 acgatctggc ggccaacggc ggcattgccg gagcgattca tgccgctggc gtcttggctg
  2681581 acgcgccctt gcaggagctt gatgaccacc agctggctgc cgttttcgcg gtaaaagcgc
  2681641 aggcggcaag ccagctgttg caaaccctgc gcaaccacga cggacgctat cttattctct
  2681701 actcttccgc tgccgccacc ctcggcgcgc cgggtcagag cgcccatgcg ctggcctgcg
  2681761 gctacctgga cgggctggcc cagcagtttt ccacccttga tgcgccgaaa acgctctctg
  2681821 tcgcctgggg cgcatgggga gaaagcggtc gggcggccac gccggaaatg ctggcgacgc
  2681881 tcgccagccg aggtatgggc gcgttaagcg atgccgaagg ctgctggcac ctggaacagg
  2681941 cggtgatgcg cggcgccccg tggcgactgg cgatgcgcgt ttttaccgac aaaatgcccc
  2682001 cgttacaaca ggctctgttt aacatcagcg ccacagaaaa agccgcaacg ccggtcattc
  2682061 ctcctgctga tgacaacgcc tttaacggca gcctgagcga tgaaacagcg gtgatggcat
  2682121 ggctgaaaaa gcggattgcg gttcagctaa ggctgagcga tccggcgtca ctgcatccaa
  2682181 accaggatct gttgcaactc ggcatggact cgctgctctt ccttgaactc agtagcgata
  2682241 ttcagcacta cctgggcgta cgcatcaatg cggaacgggc gtggcaggat ctgtctcctc
  2682301 atggactcac gcagcttatc tgttctaagc cagaggcgac gcctgccgct tcgcagccgg
  2682361 aagtgttgcg gcacgacgcc gacgagcgtt atgcgccctt ccctttgacg cccattcagc
  2682421 acgcctactg gctggggcga acccacctca ttggctatgg cggcgtcgcc tgtcacgtcc
  2682481 tgtttgagtg ggataaacgc cacgatgagt tcgatctcgc catactggag aaagcatgga
  2682541 accagctcat cgcacgccac gatatgttgc gtatggtggt tgatgccgac gggcagcagc
  2682601 gaatcctggc gacaacgccg gagtatcaca tcccgcgtga cgatctgcgc gcgctttccc
  2682661 cggaagaaca gcgcatcgcg ctggaaaaac ggcggcatga actgagctat cgcgttttgc
  2682721 ctgccgacca gtggcctctt tttgagctgg tggtcagcga aatcgacgat tgccattacc
  2682781 gtctgcatat gaacctcgac cttttgcagt ttgatgtgca gagttttaaa gtcatgatgg
  2682841 acgacctggc gcaggtctgg cgcggtgaaa cgctggcgcc gctcgctatt accttccgtg
  2682901 attatgtgat ggctgaacag gcgcgccgac agacatcggc atggcacgat gcctgggatt
  2682961 actggcagga aaaactgccg caactgccct tagcgccaga gctgccggtg gttgagacgc
  2683021 ccccggaaac gccacacttc accaccttca aatcgacgat cggcaagaca gaatggcagg
  2683081 ccgtgaaaca gcgctggcag cagcaaggcg tcacaccgtc tgccgcgctg ctcacgctgt
  2683141 ttgccgccac ccttgagcgc tggagccgta ccacaacatt tacgctgaac ctgacgttct
  2683201 tcaatcgcca gccgatccat ccgcaaatca accagttgat tggtgatttt acctccgtca
  2683261 cgctggttga ttttaacttc tcagcgccgg tgacgttgca agagcagatg caacagaccc
  2683321 aacagcgcct ctggcaaaac atggcgcaca gtgaaatgaa cggtgttgag gtgatccgtg
  2683381 agctgggccg cctgcgcgga tcacaacgtc aaccgctgat gccggtagtg tttaccagta
  2683441 tgctggggat gacgctggaa ggcatgacta tcgatcaggc gatgagccat ctgttcggcg
  2683501 aaccctgcta tgtattcacg caaacgccgc aggtctggct ggatcatcag gtcatggaga
  2683561 gcgacggcga gttgatgttt agctggtact gcatggacaa cgtgctggaa cccggcgctg
  2683621 ccgaggcgat gtttaatgac tattgcgcca tcctgcaagc cgtcatcgcc gcccctgaaa
  2683681 gcctgaagac tctcgccagc ggcatcgccg ggcacattcc ccgccgacgc tggccgctga
  2683741 acgcgcaggc ggactacgac ctgcgggata ttgagcaggc gacgctcgaa taccccggca
  2683801 tccggcaggc cagagcggaa ataaccgaac agggcgcgtt gacgctggat atcgtgatgg
  2683861 ccgacgatcc gtcgccatca gcggcgatgc ctgatgagca cgaacttacc caactggcgc
  2683921 tgccgttgcc tgagcaggcg cagcttgatg agctggaggc gacctggcgc tggctggagg
  2683981 cgcgtgcgct acaggggatc gcggctacgc taaatcgtca cggcctgttt accacgccgg
  2684041 agatcgccca tcgctttagc gcaatagtac aggcgctgtc cgcgcaagcg tctcaccagc
  2684101 gtctgctgcg ccagtggcta cagtgtctga cggaaagaga gtggttaatc cgcgaaggtg
  2684161 aaagctggcg ctgccgcatt ccgctcagcg agattcctga gcctcaggaa gcgtgcccgc
  2684221 aaagccaatg gagccaggcg ctggcgcagt atctggaaac ctgcatcgcc cggcacgacg
  2684281 ccctcttctc cgggcagtgt tctccgctgg aattgctgtt caacgagcag catcgcgtta
  2684341 ccgacgcgct gtatcgcgac aaccccgcca gcgcctgtct gaatcgctat accgcgcaga
  2684401 ttgccgcctt gtgcagcgca gaacggattc tggaggttgg cgccggaacc gcagccacta
  2684461 ccgcgccggt gctgaaggcc acgcggaaca cgcggcagtc gtaccacttc acggacgtct
  2684521 ccgcgcagtt cctcaatgac gccagagccc gtttccatga tgaatcgcag gtgtcttatg
  2684581 ccttgttcga catcaaccag ccgctggatt tcaccgccca cccggaggcg ggttacgacc
  2684641 tgatcgttgc cgtcaatgtg ctccacgacg ccagccatgt cgtccagacg ttgcgcagat
  2684701 taaaactgtt gctgaaagcc ggcggacgtt tgctgatcgt tgaagcgacg gagcgaaaca
  2684761 gcgtattcca gctggcgagc gtgggcttta ttgagggatt aagcggatac cgcgatttcc
  2684821 gccgccggga tgagaaaccg atgctcaccc gctccgcatg gcaggaggtt ctcgttcagg
  2684881 ccgggtttgc aaacgagctg gcgtggcccg cgcaggaatc gtcgccgctg cgccagcatc
  2684941 tgctggtggc gcgttcgcct ggcgtaaatc gcccggataa aaaagccgtg agccgctatt
  2685001 tacagcagcg ctttggcacc ggtctgccca ttttacagat ccggcaaaga gaagcgttat
  2685061 ttacgccgct gcatgccccg tctgatgcgc cgactgagcc agccaaaccc acgccagttg
  2685121 ccggggggaa tccggcgctg gaaaaacagg tggctgaact ctggcaatcg ctgctgtctc
  2685181 gccccgtggc aaggcatcac gactttttcg aactgggcgg cgacagcctg atggcgacaa
  2685241 ggatggtcgc gcagctaaac cggagaggga ttgccagggc taaccttcag gatctgttca
  2685301 gccattcgac gctgagcgac ttctgcgccc atctacaggc ggctacgtca ggagaggaca
  2685361 acccgatacc cctttgccag ggcgacggtg aggaaaccct gtttgtcttc cacgcttcag
  2685421 acggcgatat cagcgcctgg ctgccgctcg ctagcgcgtt gaacaggcgc gttttcggcc
  2685481 tgcaagcaaa atcgccgcag cgctttgcca cgctcgacca gatgatcgat gagtatgtcg
  2685541 ggtgcatccg tcgtcagcag cctcacggcc cttatgtgct ggcgggttgg tcgtatggcg
  2685601 cgtttcttgc ggcgggcgcc gcacagcgcc tgtacgccaa aggcgagcag gttcggatgg
  2685661 tgttaatcga tcccgtgtgc cgacaggatt tctgttgcga aaaccgggcg gccctgctgc
  2685721 gcctgttagc cgaaggacaa acgcctctgg cactgcccga acatttcgac cagcagacgc
  2685781 ccgacagcca gcttgccgac tttatcagcc tcgctaaaac ggccggtatg gtgtcgcaaa
  2685841 acctgacgct gcaagcggca gaaacgtggc tcgacaacat cgcgcatctg ctgcgtttac
  2685901 tgactgagca tacgccgggc gaaagcgttc cggtcccctg tctcatggtg tatgccgccg
  2685961 ggagacccgc gcgctggacg ccagcagaaa ccgagtggca gggctggata aacaacgccg
  2686021 acgacgctgt gattgaagcc agccactggc aaatcatgat ggaagccccc cacgttcagg
  2686081 cttgtgcgca acacattacg cgctggcttt gcgcaacctc aacgcaaccg gagaacacgt
  2686141 tatgatgccg tccgcctccc caaaacaacg cgtactgatt gtgggcgcca aatttggcga
  2686201 aatgtacctg aatgccttta tgcagccccc ggaggggctg gaactggtcg gcctgctggc
  2686261 gcagggaagc gcccgttcaa gagagctggc tcatgcgttt ggcattccgc tgtatacctc
  2686321 gccggaacag ataaccagga tgccggatat cgcctgtatt gtcgtgcgtt cgaccgtcgc
  2686381 cggaggaacc ggtacgcagc ttgccagaca ctttctgacg cgcggcgtac acgtcattca
  2686441 ggagcatccc ctccacccgg atgacatcag ttccttacaa acgctggcgc aggaacaggg
  2686501 ctgctgctat tgggtaaaca cgttttatcc gcatacgcgc gcgggacgca catggcttcg
  2686561 cgatgcgcag cagctgcgtc gctgcctggc taagacgccg ccggtagtcc acgccaccac
  2686621 cagccgacag ttgctctact ccactctgga tttgttgttg ctggctctgg gcgttgatgc
  2686681 cgccgccgtg gagtgcgacg tggttggcag ctttagcgat tttcactgtc tgagactctt
  2686741 ctggccggag ggagaagcct gcctgctgct tcagcgctat ctcgatcctg acgatccaga
  2686801 tatgcatagc cttatcatgc accgcctgct gctgggctgg ccggaaggtc atctttcgct
  2686861 ggaggcgagc tacggccccg tcatctggtc atccagcctg tttgtcgcag accatcagga
  2686921 gaacgcccac agcctctacc gcagaccgga gatcctgcgc gatctgccgg gtctgacgcg
  2686981 cagcgcggcg cccctgagct ggcgcgactg ctgcgaaacc gtcgggccgg agggcgtcag
  2687041 ctggttgcta caccagttgc gcagccatct ggcgggcgaa catccaccag cggcctgcca
  2687101 aagcgtacat cagatcgcgt tatcacgttt atggcagcag attttacgta agaccggcaa
  2687161 tgcggagatc agacgcctga cgccgccgca ccacgaccgg ttagccggtt tctacaacga
  2687221 tgatgataag gaggcgctgt gacgcaatct gcaatgtgca tcccgctgtg gcccgcccgg
  2687281 aacggcaata ctgcgcatct ggtcatgtgc cctttcgctg gcggcagcag tagcgcgttt
  2687341 cgccactggc aagctgagca actgactgat tgcgcgcttt ctctggtgac ctggccgggg
  2687401 cgcgatcgcc ttcgccatct ggaaccgctc agaagcatta cacaactggc ggcactgctg
  2687461 gcgaacgagc tggaagcatc cgtatcgcct gacacgccgc ttttactcgc cgggcacagc
  2687521 atgggggcgc aggtggcgtt tgaaacctgc cgacttctgg agcaacgggg gcttgcgcca
  2687581 caaggactga ttatttccgg gtgccatgcc ccgcatctgc attctgaacg ccagctcagc
  2687641 catcgcgatg atgccgactt tatcgctgag ctgatagaca ttggcggatg ttctcctgaa
  2687701 ctgcgggaaa accaggaatt aatgtcgctg tttcttcctc ttctgcgcgc tgatttttac
  2687761 gccaccgaga gctatcacta cgactcgccc gacgtctgtc cgccgctgcg cacgcctgcg
  2687821 ctgttattgt gcggcagcca cgatcgcgaa gcctcctggc agcaggtcga tgcctggcgt
  2687881 cagtggctga gccacgttac aggcccggtg gtgattgacg gcgatcattt ctatcccatt
  2687941 caacaagccc ggtccttttt tacgcagatt gtccgccatt ttccccacgc attttctgca
  2688001 atgaccgcgt tgcaaaaaca gcccagtact tcagaaaggt gacgcatgaa ttcttccttt
  2688061 gaatctctga ttgaacagta tcccttaccc attgccgaac agttgcgcca ctgggcggcc
  2688121 cgttatgcct cgcgaattgc cgtcgttgat gcaaaggggt cgttaaccta cagcgcgctt
  2688181 gatgcacaag ttgacgaact tgccgcaggt ctgtcatcac tgggtttgcg ttcgggggag
  2688241 catgtaattg tgcagcttcc caacgacaac gcgtttgtta ccctgctgtt cgccttgtta
  2688301 agactgggcg ttatccccgt gctggcgatg ccctcgcaac gggcgctgga tatcgacgcg
  2688361 ctgattgagc tggcgcaacc cgtcgcttac gttattcacg gggaaaacca cgcagagctg
  2688421 gcccgacaga tggcgcacaa acacgcctgc ttgcgtcatg ttctggtcgc tggagagacc
  2688481 gtgagcgacg attttacgcc gctcttctcc cttcacggtg agcgacaggc atggccgcag
  2688541 cctgatgttt ccgccaccgc gttgttgttg ctctcaggcg gcacaaccgg cacgcccaaa
  2688601 ctcatcccgc gccgacatgc cgactatagc tataacttca gcgcttctgc tgaactgtgc
  2688661 ggcatcagcc aacagagcgt gtatctcgcc gtcctcccgg tggcgcataa ctttccgctg
  2688721 gcctgccccg gtattctggg aacgcttgcc tgcggcggaa aagtggtgct gaccgacagc
  2688781 gccagctgtg atgaggtgat gcctttaatc gcgcaggaaa gagtgactca cgtcgccctg
  2688841 gttccggcgc tggcgcaatt atgggtgcag gccagggagt gggaagacag cgacctttcg
  2688901 tcgctgcgcg tcattcaggc aggcggcgcc cggctcgacc cgacgcttgc tgagcaggtt
  2688961 atcgccacct ttgactgtac cctgcaacag gttttcggta tggcggaagg cctgctctgt
  2689021 tttacccgac tggacgatcc gcatgccacc attctccaca gccaggggcg cccgttgtcc
  2689081 cctctggatg aaatccgcat cgttgatcaa gacgagaacg acgtcgcgcc gggcgaaacc
  2689141 gggcaattgt taacgcgcgg cccttatacc atttcgggct attaccgcgc ccctgcccac
  2689201 aacgcgcagg cctttaccgc gcaagggttt taccgcacag gcgacaatgt caggctggat
  2689261 gaggtgggga acctgcacgt tgagggacgc ataaaagagc agatcaaccg cgccggagaa
  2689321 aaaatagccg cggctgaagt ggaatcggca ctgctgcgtt tagcggaagt gcaagattgc
  2689381 gcggtggtcg ccgcgccgga cacgctgctt ggcgagcgga tttgcgcgtt tatcatcgcg
  2689441 cagcaggtgc caactgacta tcagcagttg cgtcaacaac tgacccgtat ggggctcagc
  2689501 gcgtggaaaa ttcctgacca aatcgagttt ctggaccact ggccgctcac cgccgtcggc
  2689561 aagatagaca aaaaacgcct gacggctctc gccgtcgacc gttatcgcca ttctgcccaa
  2689621 taagcgcaaa ccgacccgaa acaggttgaa ataaacccgt ttcgggtagc accactatta
  2689681 gaaatagtta tcattttcaa ttcaccattg tcggtatttt tggcgtttcg ccgtcttaca
  2689741 gggactcaca acaatgaaaa tgacacggct ttatcctctg gccttggggg gattattgct
  2689801 ccccgccatt gctaatgccc agacttcaca gcaagacgaa agcacgctgg tggttaccgc
  2689861 cagtaaacaa tcttcccgct cggcatcagc caacaacgtc tcgtctactg ttgtcagcgc
  2689921 gccggaatta agcgacgccg gcgtcaccgc cagcgacaaa ctccccagag tcttgcccgg
  2689981 gctcaatatt gaaaatagcg gcaacatgct tttttcgacg atctcgctac gcggcgtctc
  2690041 ttcagcgcag gacttctata accccgccgt caccctgtat gtcgatggcg tccctcagct
  2690101 ttccaccaac accatccagg cgcttaccga tgtgcaaagc gtggagttgc tgcgaggccc
  2690161 acagggaacg ttatatggca aaagcgctca gggcgggatc atcaacatcg tcacccagca
  2690221 gccggacagc acgccgcgcg gctatattga aggcggcgtc agtagccgcg acagttatcg
  2690281 aagtaagttc aacctgagcg gccccattca ggatggcctg ctgtacggca gcgtcaccct
  2690341 gttacgccag gttgatgacg gcgacatgat taaccccgcg acgggaagcg atgacttagg
  2690401 cggcacccgc gccagcatag ggaatgtgaa actgcgtctg gcgccggacg atcagccctg
  2690461 ggaaatgggc tttgccgcct cacgcgaatg tacccgcgcc acccaggacg cctatgtggg
  2690521 atggaatgat attaagggcc gtaagctgtc gatcagcgat ggttcaccag acccgtacat
  2690581 gcggcgctgc actgacagcc agaccctgag tgggaaatac accaccgatg actgggtttt
  2690641 caacctgatc agcgcctggc agcagcagca ttattcgcgc accttccctt ccggttcgtt
  2690701 aatcgtcaat atgcctcagc gctggaatca ggatgtgcag gagctgcgcg ccgcaaccct
  2690761 gggcgatgcg cgtaccgttg atatggtgtt tgggctgtac cggcagaaca cccgcgagaa
  2690821 gttaaattca gcctacgaca tgccgacaat gccttattta agcagtaccg gctataccac
  2690881 cgctgaaacg ctggccgcat acagtgacct gacctggcat ttaaccgatc gttttgatat
  2690941 cggcggcggc gtgcgcttct cgcatgataa atccagtaca caatatcacg gcagcatgct
  2691001 cggcaacccg tttggcgacc agggtaagag caatgacgat caggtgctcg ggcagctatc
  2691061 cgcaggctat atgctgaccg atgactggag agtgtatacc cgtgtagccc agggatataa
  2691121 accttccggg tacaacatcg tgcctactgc gggtcttgat gccaaaccgt tcgtcgccga
  2691181 gaaatccatc aactatgaac ttggcacccg ctacgaaacc gctgacgtca cgctgcaagc
  2691241 cgcgacgttt tatacccaca ccaaagacat gcagctttac tctggcccgg tcgggatgca
  2691301 gacattaagc aatgcgggta aagccgacgc caccggcgtt gagcttgaag cgaagtggcg
  2691361 gtttgcgcca ggctggtcat gggatatcaa tggcaacgtg atccgttccg aattcaccaa
  2691421 tgacagtgag ttgtatcacg gtaaccgggt gccgttcgta ccacgttatg gcgcgggaag
  2691481 cagcgtgaac ggcgtgattg atacgcgcta tggcgcactg atgccccgac tggcggttaa
  2691541 tctggtcggg ccgcattatt tcgatggcga caaccagttg cggcaaggca cctatgccac
  2691601 cctggacagc agcctgggct ggcaggcgac tgaacggatg aacatttccg tctatgtcga
  2691661 taacctgttc gaccgtcgtt accgtaccta tggctacatg aacggcagca gcgccgtcgc
  2691721 gcaggtcaat atgggtcgca ccgtcggtat caatacgcga attgatttct tctgattatt
  2691781 gtaaaaggga taccgaaaag gtatcccttt tacaccacta gttaaaacca gtaactcagc
  2691841 agagtcgcaa aaaatattaa tccatagtga ttatttaaac aatgaaattg cgattaggac
  2691901 aaatagattt aactttctcg ttcctttctc tccttatact aaagaaataa tcatatcaaa
  2691961 ataaaaattc acaacagtgc aacattaaaa atacaaccaa caaacaatcc tatatacaag
  2692021 gcacatctcc agaatataaa agcacagaca aacaacctaa aaaaaacaac ccgaattaat
  2692081 aaaaccttta caattacaca ccctcaactc aaaacaattt cgaaaactca aagatttcat
  2692141 cggcaaaaac agtcattaac acatctattt ttttgaaatt ctgtagagta aaactgatat
  2692201 aaagcattta tcatattaac atatcaataa gtgcaaactt aaaaatcaaa agttagggtt
  2692261 cagtaaaacc aattcgccac aaaaaaaacc accccataca tataaattat tttataggta
  2692321 aaatagatta tatattctca tagctaccac aaactatact agcctgaact atatttattc
  2692381 tgctgcaatc aatgcataca taacacaaat atcactcagg tacactactc aaaccacgct
  2692441 gggatttttc ctcaagttat aatcatcccc ccgaaaatca ttcggcattt actcattaaa
  2692501 tagtcacccc ataggcctgt acatgttcac tcagaaatat acatcctttt ctctgtcata
  2692561 aaccctctga ttaatcataa ataaatactt gtgacaccaa tctttttcct taacggaacg
  2692621 aattgttgtg tagaaggaga taatattatg tcaaaaaaat atcagccatt gcttataact
  2692681 cattatatgt caacatgggt cactataacg gaagcagttg agatcactac caaagccata
  2692741 aaacaaaaaa ttactcctag cgatatttat cgtcatgcct tgagtggcaa catcctacta
  2692801 tcggtctatt tccagtctcc tgtgatactt aagaagatac aaacttttaa tggaaaaata
  2692861 aaattcaggc agtttgaggg agacctactt gataaactat gcatgcttga cagggacggt
  2692921 tttatttatg gtcaaaattt aagactctgt acagaagcca gatatgtttg tcctgtgcaa
  2692981 caaattatag ataccccccc tgataggcta tgaatatgtt ttgattcagc gcatactggc
  2693041 acgtgaactt aaattcccct ccccaattgt gggggcaaga aaaactaacc atggtattat
  2693101 agtaagattt tcagaggagc tttttcaaat tttcgaaacg atgagttgga aagaacgcgt
  2693161 agaaaaacaa atttccagac tacctgaaaa cacagcatta gatgtcataa aaaaactaac
  2693221 agaagtgacg accataaaat ataatcacaa tgggtgtttt cctctttata cattaccgcc
  2693281 tgatgcctgt tttgttattc gccacaccga agtcgaaaga ctaattaatt tatacaaaaa
  2693341 aagggagagt catcccattt caccttcccg tatgacaaca ccgttatcac gcctgttttg
  2693401 gctggcctgc aagcacaatg atactatcag cccactgctg aatcatccct ataagctcct
  2693461 ttctattttt gaacaatggg catcagacga tggcatcggg gaaaaactgg acgctgaaac
  2693521 actgaaaaat gcgctgaagc gtggttcgcc atcttcgaca tccttatccg gctaatacca
  2693581 tccccatttg taatggccga caaccctaaa taagggtttt gcatccctta tttagggctc
  2693641 accagctttc tctcaggctt ccactgtgtt tttttattct ccggccaccg tttatttcag
  2693701 tcacaggagg atatatgaca tcttatcagt tactacgcct cagacaggtt gagcaaaaaa
  2693761 cagggctgaa gcgttcacag atataccttt atatgaaaga gggtgcattt ccccgttcaa
  2693821 taaaaatagg ccctgctagt gttgcctggc tcgagtctga gattgacgag tggatcaaca
  2693881 aaaagttatc tgaccgataa agacgcaatg aggagaagat gatgaacatt aatatcccgg
  2693941 cactcataaa cttcgatcct gcaggtataa aaaaaagcac ctgcatgtat atttcagacc
  2694001 tgcccggtat tgtgctatat gacactatac cattcactga atattcagct gaattactga
  2694061 gcacttattc agttaaggag taaatttcat gcttccatcc ctgaatcata ttatattaac
  2694121 cgttgctctt caggcgctac gggaaggaaa tattcatcac tgcgaaacta tgggattcac
  2694181 ttacgatgaa atgaatttgc tcggttgctt atcaataaac gatcttatca ccctcagtca
  2694241 ggcaccttta ccgcttgtcg atattactat ccgccatgat gtcctgcaaa aattactggc
  2694301 atcatcccac gaggaaaaca ggcgtcagga acaactgaac agagctgtca ggctgggggg
  2694361 ctcaatcgca ctgatgaacc gttatttcgg ggttggctcc agagaaacct gtgcacgccg
  2694421 ccggttactc ggtgtctccg ttccaaacgg gagaacaccc attccggatg aagaaaccga
  2694481 tgctgcaatc tggcatcagt ggcaaaaata tcgggtcgaa aacattgatt ccccggaggc
  2694541 gctggacgcc atgatgcagg ttacagaaaa cctttcatcg tgtactgccc cctcgctgac
  2694601 cgttgtctgg aactgcatca cgcattgcga aagaaagaac acggtaagga gaatacaacg
  2694661 tgccagatga aatcgatcgc gatcaggcgt ttaatgaacg gtgcctagaa gcactgattg
  2694721 aacaaagccg gttaagaccc acaccgacac cttccctgca gcactgtcga ttttgcggca
  2694781 aggctattcc ggaaaaacgc cgtcagacgc tgccgggtgt aacaacctgt actgactgtc
  2694841 agtcgatact ggagaaacgc agacgttaaa tctgtatgtg cggaggagaa tagctccgca
  2694901 cattttaata tgcaccagcc ggcttgtttt caggttcccg tgcctccatg tcatggatga
  2694961 ataacctgct cacatctcct gctgtggcaa tcctttttta cagtcagtac accagaggtc
  2695021 agacatgaac aaaccggcaa acaagatgga attcgtcaga aaactgcggt aaataaatga
  2695081 cggtagcctg ctggaaaagg ttgtcgggca tatggaagaa aagctcacag ggaatgagct
  2695141 tgaaatgctt tatgccgcag cagattatcg ccgcgcagag attgtaatga accagtactt
  2695201 tgtgtcaacg acggatgaaa agtgatccac ttatatctcc accaacggcc caatattgat
  2695261 ccaccgtttt actcaggatt agcttctgct ataaccccgg cctttcgttt ctgtctgagt
  2695321 cgatagcttt ctcctttgat ttgaacgaca tgtgagtggt gtaagatacg gtccagcatc
  2695381 gctgaggtca gtgctgcatc accggcgaac gtttgatccc actgcccgaa cggcagattg
  2695441 gatgtcagga tcattgcgct cttttcgtaa cgtttagcga tgacctggaa gaacagcttt
  2695501 gcttcttcct gactgaacgg cagatagcct atttcatcaa tgatgagcag gcggggggcc
  2695561 attactccac gctgaagcgt cgttttataa cggccctgac gttgtgccgt agataactga
  2695621 agtaacagat ctgctgctgt tgtgaagcga actttgatac ctgcacggac tgcttcatag
  2695681 cccatcgcta ttgccagatg ggttttcccc acacctgatg ggccccagta atacgatatt
  2695741 ttcattacgt tctatgaagc tgagtgagcg taacgactgg agttgcttct gcggtgctcc
  2695801 ggtggcgaat gtgaagtcat actcttcgaa cgttttcacc gccgggaagg ctgccattcg
  2695861 ggtatacatc gcctgtttac gttgatgacg tgccagtttt tcttcatgaa gcagatgctc
  2695921 caggaagtcc atataactcc attcctggtc tactgcctgt tgtgacagcg caggcgctgc
  2695981 gcttataagg ctttccagtt gcaactgccc ggcgagcgcc atcagtcgtt gatgttgcag
  2696041 ttccatcatc acgccactcc tctgcagaat gagtcgtaga tggagagtgg atgatgcagg
  2696101 gggtgtttgt cgaagttcac cagattttca tcaagatgca cgtcattctc ttttttctcc
  2696161 ggaggcagtg ccagcatgga ctgctgctct tcgagccagc gatcgcaggg acgggcctgg
  2696221 attgtttcat gctttcgttg gttagcgaca tcgtgcagcc agcgcagacc gtggcggttg
  2696281 gctgttcaac atcgacagtg atccccatcg ggcgcaggcg agtcattagt gggatgtaaa
  2696341 aacctgttac gggtgtactg caccatccgt tccaccttac ctttagtctg tgcccgaagg
  2696401 ggcgacacag tcgggggaga agcccatctc cttgccgaac tgccacagcg aaggatggaa
  2696461 ccggtgctga ccggtctgat atgcgtcacg ttgcagaacc acagttttca tattgtcata
  2696521 caacacttcg cgcggcacac caccaaagaa gcggaacgca ttacgatggc aggtctccag
  2696581 cgtgtcataa cgcatattgt cagtgaattc gatgtacagc attcggctgt atccgagaac
  2696641 agcaacgaac acgtgaagcg gttgagcgac cattacgcat atgccccagt caacctgcat
  2696701 ctgtcgtccg ggtcagtttc gaaccgaacg gcaggctcct gctcctgagg aaccgagaga
  2696761 gaacgaatga atgccctgag aatggtcatt ccgccacgat atccctggtc tctgatctcg
  2696821 cgagcgatta ccggtgccgg gattttgtaa ggatgagcat cggcgatgcg ttgacgaata
  2696881 taatcccggt attcatccag gagtgaagca acagcaggtc gcggcgtata ttttggcggc
  2696941 tcagattttg cctgcaaata acgtttaacg gtattgcggg agatccccag ttctctggca
  2697001 atcgcccggc tactcattcc ctgcttgtgc aggattttaa tttccataac tgtctcaaaa
  2697061 gtgaccataa actctcctga atcaggagag cagattaccc cctggatctg atttcaggcg
  2697121 ttgggtgtgg atcactattg caccgttcgt tacagcatgc cagcctgcct ggctaattgc
  2697181 ctcatcggcc gccgccatcg caaactcaat aaagcgatcc attttctttt gatcttttgg
  2697241 ggtaaccgct ttatctggat cgaaaccagc tttagcgtct tctgctaacg taggcacttg
  2697301 cccaccaatt ttagcgggca agtcaccgac aatttcatcc gatagaacac ggatgcctga
  2697361 ttgccctgcc aagagccgtt gccagaccgt ttcgataccg cagcctaatg gggaaacgac
  2697421 acccatacct gtaattacta catggcgtgt actcattctt tttcctttta aactcgattg
  2697481 aacaggagac aacccagaag gccgttctcc ataagacggt tatttaatct ttactgaccg
  2697541 tttttatgca tgaatgtcag ccgttcattc attatatctc gcttgaccgg gcctgctaag
  2697601 agtcagtctc agttaccaag aaggggtctc gaattgcata aggggttcca agctaagtta
  2697661 tgtatactct gtggaataaa tacttatgga tgagcgatta aatggattct ctcttggtaa
  2697721 cactgacaga agcagtggtc agcatattta actttttgtt ttctatagca cgtatcatta
  2697781 ctcgtgttat ctattcactc actagcggcc cttactggaa gcgtgtatta atcaccacga
  2697841 gtgtattcag cgttattgtc ggagcaataa cattctttgt catgagatga ggcggacgac
  2697901 tggtgacggg aaatggcggt ggtctaagaa atggccgtgc tttaaaaagc gctaatagtt
  2697961 taaaaagagt taatagttta ataatcgtta ataatataag aaatgtcagt aggttaataa
  2698021 gtgttaattg tctcactcaa ccgggcctgg cggtgaggct atctcctgaa tctcatgtgg
  2698081 tatatcacgt aaaaacaata aggcgacatg attaatcata ttcgccttat tttacaatgc
  2698141 attgacttat tcgtattaga aagcgttggt gtctttaaac agacctactt tcaaatcagt
  2698201 ggcagtgtaa atcactttgc catcaaccaa gacttcacca tccgcaacgc ccataattaa
  2698261 tttacgcata atcacgcgtt taaaattaat acggtatgtc acttttttcg catctggcag
  2698321 cacctggccg gtgaatttaa cttcaccaac acccagtgcg cggcctttgc cttcgccacc
  2698381 gagccagccg agatagaaac caaccaactg ccacatggca tcaaggccca gacagccagg
  2698441 catgacggga tcaccgataa aatggcaacc gaagaaccat agatctggat tgatatccag
  2698501 ttccgcttcc acataacctt tattatggct gccaccgtct tctatcattt tgacaatacg
  2698561 gtccatcatt aacatattgc ctgcgggtaa gggtggccca ccagcgccaa acaactcgcc
  2698621 acggccggat gcttcaaggt cttcttttgt ataggattcg cgtttatcta ccatgttctc
  2698681 agtaagcctt atgttagtga agtgcgcaga atagcgtaca gctgtacgct gagcaagtcc
  2698741 gattagccct ggttgaacca gtttagccag cgtaatggcc atggccagcg gcgtttatcc
  2698801 tgtgggttta tctgtgcgat acgctcctgg atagcgccta acaggctggg ttgctgctca
  2698861 tcgtcataag tgaccccagt caataatggt agcgcttcag ccacggtatc gacagcccac
  2698921 aggtggaatt gacctttctg taccgcttca accactgctt gattcaggca caagtgacga
  2698981 acattcgtgg taggtaaaat caccccctga ttgcccgtca aaccacggcg ttggcaagtt
  2699041 tcgaagaaac cttcaatttt ttcgttcacg ccaccaatag gttgtacgtt accaaattgg
  2699101 tcaacggagc ctgtaaccgc aatttgctga ttgataggct gctgtgaaag ggcactgacc
  2699161 agcgcacaaa gctctgctag tgatgcacta tcgccatcaa cctcaccgta ggactgctca
  2699221 aacacaatgg atgcggagaa tggcagtggt tggtcaagtt ccaattcaga catcaagaat
  2699281 gcctgcataa tcatcatgcc tttagcatga atattaccgc ccaattccgc tttacgttca
  2699341 acgtcaacaa attcgccatc gcctaaatga accacacaac tgatccgtgc gggttcgccg
  2699401 aacgcgtgag ggtgaccggg atattccagc acggataagg cattaatctg gccaacaacg
  2699461 tgcccttcag tctcaaccag aatttgcccc agctcgatct catcttgcat ccgttcggca
  2699521 agataatttt gccgccaatt tcgggcattc agtgcggctt ctagcgcgtt agctgagatg
  2699581 gtgtcatttt cagcataaag cgccgcttct gcgagctgct gagtaagcca ttgcgggcag
  2699641 agcggcaggc tgccttggtc gccactgtaa cgcacggctt ggcggaacag gaccggccag
  2699701 gcatcggcag ataaggcagg gagctgcttt tgttgcaata gggtgttgat gtaaccgcac
  2699761 catagagcca tgccttcgat atctaccagg gggagttctg cctcgaactc accataaatc
  2699821 gccagatcac ctagctcggg ttccatatca tggaaatcgg caagccctaa acggtcacca
  2699881 accagaatca aacgcaggtc cagtggcatg gagggaatat gcactggcag cgggcgggtt
  2699941 tcatcggtag agagccaatc aaagcgttgt tgaactatca tttgcttcaa acgcagccac
  2700001 atcaatggct gagcttgcaa ggcccgtacc gacaagatca atacaccacc atttacctga
  2700061 tgaactaaac ccggttgcag cgtaatttga tctttataca tcctgacaca gccaaacaac
  2700121 tgttccggct cgacccattc ttgatagaga caggttgatt gcgcagcaaa ccgttcatca
  2700181 ccgtgctgtg ctgattgcca ggtgacgtgg tggccatgga ccagataatc gccaccaagc
  2700241 aggttggagg cctccggttg tagcgcttta accgcttgtg cgatcaatgc cagatagtcg
  2700301 gtactctcct gtgctttgat tagcataaac cgcggttgag attgcggatg acagaacagc
  2700361 gtcatcccat tctctagccg gggctgatag gctgaaaaag caacaggctc caattgggag
  2700421 gcagtagcaa ataacgcttc atatggcgtt gtgttcggca gcagtgactg ccattcgagt
  2700481 cggttattgg tcaaagtgat agatgcaatc gtcaaaaagg gaaagggcga ttatacaaga
  2700541 ataaagcagg ctgcatatac gtagagtggc tcttggtggt aaggagtccg atatgttgtg
  2700601 tgttccgtac aaaaaacaag ctaataatgc gcgtttagca gggtgaaatt ctgtgtaaag
  2700661 ctgttatgct tggcttaagt tacacggtca ctgaagagct cacgatgaaa tatcaacagc
  2700721 tggaaaatct tgagagtggt tggaaatggg cgtatttggt caaaaaacac cgtgaaggtg
  2700781 aagccattac ccgccatatt gaaaacagtg cagctcaaga cgcagtagag caactgatga
  2700841 aactggaaaa tgaaccagta aaagtgcaag agtggattga cgcgcatatg aatgtcaatc
  2700901 tggcgaccag aatgaaacag actattcgtg cccgtcgtaa gcgccacttt aatgccgagc
  2700961 accagcatac gcgtaagaag tcgatcgacc tggagttttt ggtttggcag cgattggcag
  2701021 tattagccag acggcgtggt aatacgcttt cagatactgt ggttcagttg attgaagatg
  2701081 ctgagcggaa agagaaatat gccagccaga tgtcttcttt gaagcaggac ttgaaagata
  2701141 ttttagataa agaagtttaa ccggtagcgg gtgaaaccaa gataagcgat ttagtcagct
  2701201 gttggctgaa tcacaggata aataaatatc ctccggcata gccggaggtt tttcatatgc
  2701261 gcctataagg ctctgttacc agccgcgccc taacaggcgc atcgcgatct gacatttgca
  2701321 tctatggatt acttacggcc cgtaaacggg ctaccgggat acgggatcga gagttgctca
  2701381 cccattttat cctcttccaa ttggtgcttt atgtattctt gtatcctggc cgtgtttttc
  2701441 cctaccgtat caacgtaata ccctcgacac caaaactccc tgttacggta tttgaacttc
  2701501 aaatcgccaa actgctcata aagcatcaga ctgctctttc ccttcaggta ccccataaat
  2701561 cccgagacac tcatcttggg cgggatctcc agaagcatat ggatgtgatc cacacagcat
  2701621 tctgcttcca ggatattcac gtttttccat tcgcacagtt ttcttaaaat actgccaatc
  2701681 gctctgcgtt tttccctgta gaacacctgc cttcggtact tcggcgcaaa aactatatga
  2701741 tatttacagt tccatcgggt gtgcgctaag ctcttttcat ccctcattgg gacccccttt
  2701801 tgatttcttg ttgaacattt gcagttgcca gaccgcaaac tgttttaaca aatcaaaagg
  2701861 ggtttttata actgacccaa agctgaaagc tttactgaac ccccagccta gctgggggtt
  2701921 ttctgggcac aataaaaaac gccgctgatg cggcgttttt tattggctaa atacgcaaag
  2701981 tgggcaatta cttactgcca gcacggcgct gtaattgatc acgcaaattc ggcggagtac
  2702041 ctttaatggt cagcgtatcg gttgccgcat cccagaaaat ccgctcatcc agcagcagtg
  2702101 catcaaaatt aatactcaaa ccgccaccac tgcccgcaaa cttggttaac tgacgcaaag
  2702161 tccctcgatc cgccgggaaa ctctcttcca atgcataacc ttgttcagcc gaaaattgct
  2702221 ggaaatcttt ttcgcccagt ttcggtaact cttgagccaa cacctgtaag gcaatctctt
  2702281 caccggcttg cagttgctca ttacaatagc tgtaaacctg ctgacggtag gcctgacgct
  2702341 catttttgcc taactcggca tcggcgcagt aatcatcaac cgcctgcaat aaaccccggt
  2702401 tttgcgcttt ggtatctaag ccttcagcag cggacagaaa atccataaag aagtcagaca
  2702461 cttttcgccc tacccgccct ttaaggaaag tcagataacg cgttgattcc gggttggttt
  2702521 cccactcggt taaatcaatc cgggcgacaa tatccgcgcg gttgatatca agataatgag
  2702581 tagtactcag atcgagctgt tcgtttacgc gcatactatg acagctgctt agcacagaga
  2702641 tcagtaaata ctccacggcc aaataacggt actggcaaaa cagcaccacc ccgccctcgg
  2702701 caaacggata cttagctagc tcgtcacgta aacgaccggt tgctgcacgg ctaaagctaa
  2702761 ggaaatcttc atcaccctta cggcttcgtt tcagtgcatc agccagttca ctctgctcat
  2702821 taaatagccc gtaagcttta cttttggcac tgtaaacgcg gtgcagttcg gccatcatct
  2702881 cttcaactac cgcattggtc ggtaacaaag aatcccgcaa caccacatca agcgtttgtt
  2702941 catcacgttt aataagctga tgtaaggcta tctggtcaat atccagactc atgataaata
  2703001 ctccttttgg ctaggggcgt attcaatcac tgataaggta gagctgcaac tcaaaagcgt
  2703061 cagcatcgtt caattaatgg ctacagattc ttcgtgctat aaaatagcgg aaaaacctct
  2703121 ccttatacgg taagatgtgg gactttgtca ggcgttgagc acaattttta tgccacaatc
  2703181 atcccgttat agtgacgaac acgtcgaaca gctcctgtct gagctggtca gcgtactgga
  2703241 aaaacaccgt accccaacag atctttcttt gatggttttg ggaaatatgg taacaaacct
  2703301 gatcaatacc agcattgccc ctgcgcaacg caaagtattg gcacgttctt tcgctgaagc
  2703361 acttcaggct tcggtacgtg aagataaagc ccattaattt atcggccaag actgctatct
  2703421 caatatggtg acaaatcgtc agcgctatcg tgaaaaagtt tcccagatga tcagctgggg
  2703481 gcactggttc gccttattta atattctttt cagcctggtt ctgggtagcc gctacctgtt
  2703541 tgtctccgat tggccctctt cgctgattgg ccgtgtttat gcccttgtca gttggctggg
  2703601 gcactttagt tttcttgttt ttgccgccta tttattggtg atattcccgc ttacctttgt
  2703661 ggtgatgtca caacggctac tccgttttct ttctgccgcc tttgcgaccg caggtttaac
  2703721 cctgttattg gtggatactg aggttttcgc ccgcttccat ttacacctta atccggtggt
  2703781 atgggagtta gttgttaacc ccgagcaaac agagttggcg cgcgactggc agctgatgtt
  2703841 tatttcagtg ccggttattt ttctgatcga gatgttgttc ggtacctggg cctggcaaaa
  2703901 actgcgtagc ctcaaccgcc agcggtttgt taaaccatta gttgcggtac tgatctctgc
  2703961 ctttgtggcc tcacatctga tgtatatctg ggccgatgcg aatttttatc gtcctatcag
  2704021 tatgcagcgc gctaatctgc cgctctctta tccaatgacc gcccgtaaat tccttgagaa
  2704081 acacggtctg ctcgatcaac aagagtatca acgccgtttg accgagcaag gcaatcccga
  2704141 tgctctggca gttgaatacc cactaaaccc gataacattc aatgataaag gcagcggtta
  2704201 taacctgctg ttgatcgtgg ttgatggtat tcgggtcaac agcctgcaac aggatatgcc
  2704261 cgcattggcc gagtttggtc gcgaaaacat tcagtttgat caccattaca gttcgggtaa
  2704321 ccggcaagat accggtttat ttggcctgtt ttatggcatt tcaccgactt actgggatgg
  2704381 gattctctcc gcccgggaac cttcagcttt catcactgca ttaggcgctc aaggctacca
  2704441 atttggtctg ttcgcgtctg acggttttaa atcggcatta taccgccaag cgctgttagc
  2704501 tgattttacc ttgccagcgc cggttgcgca ggctgatgcg gaaaccacgg ctcagtggaa
  2704561 acagtggctg gccagtaccg ccgccaatag caacccatgg ttctcatata ttagtttgag
  2704621 tggtcccgcc gaagcgcaag atccggtaat tgggcaaaaa gttgccttac ccaccgattt
  2704681 tatacgtaac tatcagtcgg gggccaaaga ggtagatcag caaattgcgg ccatccttga
  2704741 gacgctgaag caaagtggtc aactcgataa aaccgtcgtc attattactg ccacccatgg
  2704801 cgtcgaattc aatgacagtg gcaataatta ctggggtacg ggtagcagct tcaatcgcca
  2704861 gcaattgcag gtaccattag tggtgcactg gccgggtacc ccaccacaaa acgtgggtaa
  2704921 actgaccaac cacgaagatg tcatgacgac attgatgcaa cgcttgctgc atgtgaaaac
  2704981 agccccagaa gattattctc aaggggaaga tttgtttgcc gcacagcgca ataacaactg
  2705041 ggtcgcaaca ggcgacaacg gcatattagt catcacgacc ccaacgcaaa ctatcgtgtt
  2705101 ggacaataac gggggttatc gcacttatga tcagcaaggt catgaggtca aagatgagaa
  2705161 acctcaacta ccgttgctgt tacaagtgct aaccgacgtg aaacgcttta ttgcaaacta
  2705221 gtgcgttgcc gctcaaaaaa ttacactaac cgcttaaaaa acatgcaatc atttccttag
  2705281 gtattgcatt agcagcagta aaatgtagta taaatgccac agcatcggca tgtagcgcag
  2705341 cttggtagcg caccgtcatg gggtgtcggg ggtcgaaggt tcaaatcctt tcatgccgac
  2705401 caaatacctc aacaaaacca atccattcgg gttggttttg tcgtttgtgg agtgtggctg
  2705461 cggtgtgaaa ctggttggga tgagcaagag tgccgggatg cggcacagca taatttcaat
  2705521 gcctggataa aagaattcgg caccggcaac aaaaagcacc agcagattat tgagctgaca
  2705581 gaggggtttc tgaacgctta cggcttgagt cggttcgcgc ccctgcctta tgacccgcag
  2705641 agcctcccta ttcgtgattt ggccgggtat cgggacaaag gcaaacatga ccgtgacgca
  2705701 atggtgttct acaccttccc ggctgcgttt gaaggggaaa tggcgcgggg attcaatgta
  2705761 aagcacttcg ccaaaagcat tagcgggcgg agggatgtta accccaccag caagcgggcg
  2705821 aggctatcag cgtaaatcac cgcgtattga tggccgacag tttaacgcct acgcactcca
  2705881 gcacatgccg gaaagcagcc agccagatga atcattattt atcacatgcg aggtttttat
  2705941 gttggttcag ttagttcaat ctgaaccaac atacttttgc ttatatatac aaaaactacc
  2706001 cacttaaatc cataatcaac tgttgaattg atggctaaat ttaatacgat taaagtctta
  2706061 aattatctac ttaattgatt ttcactcttt cttctggcag gtggattttt gtcggtatcc
  2706121 tgcgactgga cgacaacccc ctaagaaatg taaggtaatg ccggtgcgac tcactccaca
  2706181 aggaatggga tatgagcttc aacctgcccg gaatgtattt gtattacctt tcaagagata
  2706241 atttagcccc tgaagaatac gagcggataa tcagcccgca cgctgcctgg gcgcgtatct
  2706301 gccgcgaata tgaatttgac gacagtcaca atacccgccg ttaccttatc aatatgcggg
  2706361 aacgtgaaca gcgctcatct ccagatcagc cacgtccagg cgggatacgt gaaaaagaga
  2706421 aactggaaaa attggttttt tcgggtgacg tggtgatgtt aagtgatctg tacggccccg
  2706481 cccggctgtt ctatatcaat ggtgaaggtc agttgatgtc tgccgatccc catgctttcc
  2706541 gtttcgaggg tgccgcaaag attatcaagg catttgacga ttcggtgaaa tgccggaact
  2706601 atcagcgaac gggtggaaag ccacggccaa cgaagtcgcc aatgaaggtg aggccttctg
  2706661 tgtctgaact gccggtaccg aaagcattcg gcacgattaa cagcaaggct gcgggccggc
  2706721 tgcttgctgc gggtggtgtg tataaccaga acccggaaat gtttgctgat accgctaaaa
  2706781 aactgggtgg cgatgcggcg gaagggtttg atcaggtgct gaatgaacag agtgctggct
  2706841 cgctggtggc attgtcatcc atggtcatgc tgggtcgagc ctccgttgct gggcggccaa
  2706901 gcgtagctag cctgggagag ttgaaaaatt atttaggcaa gacaaagggt gaacagaaat
  2706961 tactcaataa tatagacgtt attaaaatgg attatattcg tcgtgaccgt gcggaactta
  2707021 tcacaatgcg cgggcagttc agggggatga ggagtaaatt cttaaaatca atctccgata
  2707081 acccagaagt gaaaaaacgt tttgatagtg cgactctggc agatttggca aatggcaagg
  2707141 ccccgaaagg ttgggatgtg caccataagc taccgctcga cgatagcgga accaatgatg
  2707201 ttggtaatct ggtactcatt aaaagagatt ttgaacacaa cctttttacg aatacgcaaa
  2707261 gcaatataac ccgtcaaatt gggactaatg gagccaaaga gattttatgg cctgttccga
  2707321 aaggtgtgat ttatccataa aggatgcaga ttatgaccca gcttaataac attgtggatg
  2707381 agcttaattc attggctcta aagttagaat atgacgttct tccaccagcc gtgtttccgt
  2707441 cttcactcta tgaatatgat tttggactaa agataggtaa agcacctcaa gaattttggg
  2707501 atcaatataa ggcgcttgta gaactcgctg atggtttcga tttggatggt tttcgtatgt
  2707561 atggaattga aaaacatggg gattatgaaa atgatttgtt tacttataat ggctataagg
  2707621 cccgcttaga caaggaggcc ccatcgttaa tgagcgatga aagtcgttat tgtatagaga
  2707681 tcggttcatc atcactggat acctatacat acgatgtacg atacggtaaa tgggaatcta
  2707741 gagatcgtgt tcagtatgac aacctcttta tttcgtgtag taatctgatt gattttcttg
  2707801 ccgctatatt ggcagagatc cgtgaagcta atgtccagta gtgattattc agaataatat
  2707861 gaataatcaa tttaatatct ctataactgg aggttgctac gtaacgagtg gcgacaaaaa
  2707921 taaacgttta agttcgtcag atggaaacaa atagtaacgt gtggcctacc agccaaatga
  2707981 tattctttga taaggttcaa gccctttcac tagctggggg cgcacgttaa ccgatagtaa
  2708041 gaaatggtaa ggtttactcg ctatcgtgtt aatgagaaaa tgttatacca gttaaacctt
  2708101 aaggggtcga aatggcgctt acagaagaac agaaggcgct tttcgatgcc ctgacgcaat
  2708161 tacagcgcag attcgttacc gcgctgctag agggtgccaa ttaaaccgag gcataccgaa
  2708221 cacctggccg ctgtcgctga attatccact ggcaatgtcg agccgagcct gtcatcacat
  2708281 ttatgtaatg accgtatcct tattgcactc acggcctcct aattgcccac acagcctcct
  2708341 gccttttggt ttattaccgt ggtgtgcccc aaaagttaat agcacaacga gtaggataaa
  2708401 acggaaaaac gctttttatc agcatcctct ctattttttg tgatttacat cacttgctat
  2708461 tatattcaaa tgtcggtgaa tataatgatt gttatgacgt gttaattgcc aaaacatcgt
  2708521 ttaccaccaa ggatgataga atgacatcag caattaaaat aactgttggt tatcacagtt
  2708581 tcttgcttcc tgacacccat actgattacg ccttcccagc ttacatcaac aaacatattg
  2708641 atcttatttg gcgctatata gaaaataacg acaagataga agagttgtct tcaaatcctt
  2708701 tctcaaaggg taggaccgca gtattagtca aagcaaagtt tctctcaagt gaacttaaag
  2708761 agtttaaatt aaaaactggg ataataggtt atccttttga tatgaaagat attagtttat
  2708821 atctcgcatc tcaaaatata aaaatcacgc tatgcacgga gtttaaacgg aatgggacgt
  2708881 tagttaagag actgtaaaca atattgtgta attgcctgtt tttgatatct tcactccaac
  2708941 aacggagaca ggcaaattat ggacgaaaag aaacttaaag cacttgcggc tgaactggct
  2709001 aaaggtctta aaaccgaagc cgaccttaat gcattttctc gtatgctaac aaagcttacc
  2709061 gtcgaaacag cgttaaatgc agagcttacc gaacacctcg ggcacgagaa aaatacccct
  2709121 aaatcaggct cgaatacccg caacggctat tcgtccaaaa cactgctatg cgacgacggc
  2709181 gaaatcgagc tgaatacgcc acgcgaccgc gaaaacacct ttgaaccgca gctgataaag
  2709241 aaaaatcaga cgcgtatcac acagatggac agccagattt tgtccctgta cgccaaaggc
  2709301 atgaccaccc gcgaaatcgt cgccaccttc aaagagatgt atgacgccga tgtgtctccc
  2709361 acgctgatat ctaaagtcac cgatgccgta aaagagcagg ttgctgaatg gcaaaaccgc
  2709421 caactggatg ctctgtatcc cattgtttat atggactgca ttgtcgtaaa gtccgccaga
  2709481 acggtagcgt gataaacaaa gcagtgttcc tagcgctggg catcaacact gaaggtcaga
  2709541 aagagctgct gggcatgtgg ctggcagaaa tgtaggtgcg aagttctggc taagtgtgct
  2709601 gacagagcta aaaaatcgcg gtcttcagga cattctgatt gcctgcgtgg atggcctgaa
  2709661 ggggttcccg gatgcgataa acagtgttta tccgcagact cacatccagc tgtgcgtcat
  2709721 ccatatggta cgcaacagcc tgaaatatgt gtcatggaag gactataaag ccgtcaccag
  2709781 cggtttgaaa atggtgtatc aggctccgac agaagaggcg gcgctgatgg cgctggataa
  2709841 gtttgcggag gcctgggacg acaaataccc gcaaattagc aaaagttggc gtacgcactg
  2709901 ggaaaatctc aatacattct tcggctatcc gcccgatatc cgcaaggcta tctacaccac
  2709961 gaatgccatc gaatcggtga acagcgtgat ccgtgcagcc attaaaaagc gcaaagtgtt
  2710021 cccgacagac gactcagtgc ggaaggttgt ttatttggcg atcaaggatg catcaaaaaa
  2710081 atggagtatg ccgatccaga actggcggtt agcgatgagc cgttttatta tcgagttcgg
  2710141 tgaccgcctg agcgatcacc tttaatacgg tggcagttac acagaattat ggacaggctc
  2710201 gatcatcatg caaaacgtta cgctcatcag tatcgatctc ggcaagcatt cgttccatgt
  2710261 ccattgccaa gatcaatcaa tcaggcaagg cacttctgcg caaaaagttc acacgcacta
  2710321 aactgatgga gtttttagcc tctcacccgt cgactacttt tgtcatggaa gcctgtgctg
  2710381 gtgcgcactt catggctcgc cgcatcgctg atttaggcca tgaggcaaaa cttatttctc
  2710441 cgcagtttgt ccgtccgttt gttaaaagca acaagaacga tttcgttgat gccgaagcca
  2710501 tatacgaagc tgcatcacga ccttccatgc gttttgtgca gccgagaacc gaggttcagc
  2710561 aggcgatgag agcgctacat cgtgtcagag aatcactcat cagggataag gtcaaaacca
  2710621 ccaaccagat gcatgctttt ttgttggaat ttggcatcag catgccgatt ggtaccgcag
  2710681 tgattaagcg gctttcagtc gtgctggcag agcatgaact cccgccttat tttgtgcagt
  2710741 tactgatgca attgcacgac catgatggtg atattgcgtg gtggcgtcga tattttagtc
  2710801 gcgacacctg gccgtttact ggatctggaa catcaaaacg cggttgattt gtccaaaatt
  2710861 gaaattttgg tattggacga agctgaccgt atgctggata tgggctttat tcacgatatc
  2710921 cgccgtgtat tagccaaatt accggctaaa cgtcagaatt tgctgttctc tgccaccttc
  2710981 tctgatgaga ttaaaggatt ggccagcaaa ttgttgcaca acccagcctc tgttgaagtg
  2711041 gctcgccgta atacggcgtc agagcagatc gcccaaagcg ttcactttgt cgataaaaac
  2711101 cgtaagcgtg agctgttgtc tcagatgatt ggcgaaggta actggcagca agtgctggtg
  2711161 tttaaccgca ctaagcacgg agcgaaccat ttagctgaac agttaaataa agacggcatt
  2711221 actgcggcag caatccacgg taataaaagt cagggcgcac gtactcgtgc actggccgat
  2711281 tttaaagacg gtaaaatccg tgtgttggtc gcgacggata tcgctgcccg tggtctggat
  2711341 atcgaccagt tacctcacgt ggttaactat gaattgccaa acgttccgga agattacgtt
  2711401 caccgaattg gccgtactgg ccgcgcggaa cggaccgggg aagcgatttc actggtttgt
  2711461 gtcgatgaac ataaactgct gcgtgatatt gaacgtttat taaaacgtga aattccacgt
  2711521 atcgcacttg atggctatga gccggatcca agcattaaag ctgatccaat tcaaaatggc
  2711581 cgtcagggcc gtggtgcaca acgtccagga atgggccgtg gcagcagcgc gggtcgtccg
  2711641 cagaatgggg gcggtgcagc aggtcgcggt gatagccgca acagccgccc acgcagccag
  2711701 gctgatggtc aacgccgtcc ggcaggccca tcgtctcgcg gtcgtagccg taatccaggc
  2711761 gaataagcga tacctcttgg gtataacggc ttctattcac tgataaaacc gcttcttagg
  2711821 aggcggtttt tttgtgccca gaaaaccccc agctaggctg ggggttcagt aaagctttca
  2711881 gctttgggtc agttataaaa accccttttg atttgttaaa acagtttgcg gtctggcaac
  2711941 tgcaaatgtt caacaagaaa tcaaaagggg gtcccaatga gggatgaaaa gagcttagcg
  2712001 cacacccgat ggaactgtaa atatcatata gtttttgcgc cgaagtaccg aaggcaggtg
  2712061 ttctacaggg aaaaacgcag agcgattggc agtattttaa gaaaactgtg cgaatggaaa
  2712121 aacgtgaata tcctggaagc agaatactgt gtggatcaca tccatatgct tctggagatc
  2712181 ccgcccaaga tgagtgtctc gggatttatg gggtacctga agggaaagag cagtctgatg
  2712241 ctttatgagc agtttggcga tttgaagttc aaataccgta acagggagtt ttggtgtcga
  2712301 gggtattacg ttgatacggt agggaaaaac acggccagga tacaagaata cataaagcac
  2712361 caattggaag aggataaaat gggtgagcaa ctctcgatcc cgtatcccgg tagcccgttt
  2712421 acgggccgta agtaatccat agatgcaaat gtcagatcgc gatgcgcctg ttagggcgcg
  2712481 gctggtaaca gagccttata ggcgcatatg aaaaacctcc ggctatgccg gaggatattt
  2712541 atttatcaaa atacggcctt aatctgatta aaaaatgtat atataaccat tattgaattt
  2712601 aacgttatct aattaaatta aattgtagtt aaagtctata agggctaatt actaaagttt
  2712661 ctatattaat aagttttttc attaaacata aaataattta atttattaaa aatgataatt
  2712721 ttgtcttttt ttgaaataat aacaattaag ttttaatgta ttattgttaa tactgattga
  2712781 gaatattatc taatcagaaa taaacgaata aaaaactgtt tactcatcat taatataagg
  2712841 attttttgta tgccacaagt taataacata tcgacaaaca atatacactc agccggcttt
  2712901 aacaactcaa attcaattca aaaatatact ggagcagtct catctataag tgatgattta
  2712961 cgtattaata atgaaaagtg caagagtgac ataggaacta taagtggtga tataaaaatt
  2713021 aatcgccatt ctgcagtcta cggtaatgtg aattcagtca gtggcgatat tactgtaaaa
  2713081 aattctatag tagataaaga catcaccaca gtaagtggtg atgttaacgc ggtgaattcg
  2713141 actataggaa aaaatataaa aacagtcagt ggttcgattg aggtggaaca atcaactgta
  2713201 agcggcaatt tggaaacaac aagtggtggg atagatatag atacaacaaa aattaacggt
  2713261 aatgtgcata cgacaagtgg ttcaatttcg atgaacgatt caactattga tggtagcgta
  2713321 acatgtaagg cggggtctgt aacaattgtc aattcaacaa ttaaagaaag ccttaatgta
  2713381 accagtgaga aaataattgt tggtacagca tcttgtattg gaaaaattaa catttccccc
  2713441 cctgaatctg taaattttaa catcatgaat tttgggaacg atagtatagt gatgggaatg
  2713501 aggaattttt gtatttcagg agaggtaaat tttaccatta ctaatggtaa agtatttgtt
  2713561 aatgaacaaa gggtcggcca tacagcttcg caatcaactt cgaaaaaagt agaagaagtt
  2713621 actattaata tcgcgaaaaa tgccagtgtt aatgatattg ttttttatac taaaaagtgc
  2713681 catatcattt tagaaggaaa tgctaaatat aacggagaaa aaaaggatgg catgcaattc
  2713741 acccatgtta acgcaccgaa aagtcatgct tatgcgtaaa atacgtattt agactatctc
  2713801 tttggcaatg tccattttca taaatgggca ttgcccatgg gtattttacc acacgacttt
  2713861 aatagccgat tttcagtgtg gtagaacaaa gatgaccaaa caaaaaattt taaggggcca
  2713921 agaatattat tattttttac tctacgtaat ctgtattatt cagtgttatc tcttgttttt
  2713981 atccccgttt ccctcgtatc attgccagcc ttttttgaca ttatacgata tagaattagg
  2714041 ctggcggtca tgacaaataa aggctctgga taatgagtat gcgagtaata ctggcaccga
  2714101 tggaaggtgt attagattcg ctggtgcgtg aattgctcag tgaagtaaat gattacgacc
  2714161 tttgcatcac cgaatttttg cgggtggttg atcaactgct gcctgctaaa tctttctacc
  2714221 gcctatgtcc tgaattgcac aatcaaagcc gtacccagtc tggcacatta gtacgtatcc
  2714281 aattattagg ccaataccca gagtggctgg cagaaaatgc ggctcgagcg gtagcgcttg
  2714341 gttcatatgg tgttgatctc aattgcgggt gtccttcaaa actggttaac ggcagtggcg
  2714401 gcggggcaac cttgctaaaa gatccagaac tgatttatca aggtgcaaaa gccatgcgtg
  2714461 cggctgttcc ggcccatctc cccgtcacgg taaaaattcg tttaggttgg gattctggtg
  2714521 atcgccaatt tgaaattgct gatgccgtgc agcaagcggg ggcgaccgaa ttggctgttc
  2714581 atggtcgaac caaagaagat ggctatcaag ctgaacggat taactggcaa gccattggtg
  2714641 agattcgcca gcgcctgacg attccagtta ttgccaatgg tgaaatttgg gattatcaga
  2714701 gcgcacaaga gtgcatgaaa gtgaccggct gtgatgccgt gatgctaggc cgtggcgcgc
  2714761 tgaatgtgcc taatttgagc cgggtggtga agtataacga accgcgtatg ccgtggctgg
  2714821 aagtggtcaa actactgcaa aaatatgtgc agttggaaaa gcagggcgat accggcttgt
  2714881 atcatgttgc gcgcatcaaa cagtggttgg ggtatctacg taaagaatat accgaagcga
  2714941 cagatttatt cggtgaaatc cgcgcattaa aaaattcgaa ggatattgcg ctggcaattc
  2715001 agcgtattaa tcgttagctc aggaaaataa tgtttcaatt gaataataat gtggttggaa
  2715061 tataaacgta ttgccgagag taacgctatg ttattgtttt ttcttgcggc tgataaattt
  2715121 agctacccct agcatgaata atgcaccgat aaggatgatt aacacatcaa cccagaacgt
  2715181 caatgaggcc attttttcat cgtgaatatc tgctaaaccc gcagcaatca agaatacacc
  2715241 aaagataata ccaaaaattg ttgttcccat gttcgccccc agagtgccgt tttatctgaa
  2715301 aatagatgtg gaccattata gggtgatctt taatccgaca ggcgtttttt atcattattg
  2715361 agcgtagatt tagctcaaaa catcagatat tttagataac ctaattttat aaccggtgag
  2715421 tctggctaaa tttattagaa cagaaatgtg ttaattcgct tttagggttg actgctgcat
  2715481 aacaaacagt caactttaat ctttgtaaca atcatttaaa gaaaccgtga tgcgtgcgtc
  2715541 aggccggtaa tttataatgc gcgacaccaa tcatgtccac tcccgataat ttatttaagc
  2715601 tgacaaacat gtatgtaaaa atccgttttg cactattgag ctttttgctt ttatccaccg
  2715661 gtatcagtgt tgcgcctttg gccattgccc ggggatcagc ggttgaggtt aaagggacgg
  2715721 cacctttgga attggcatcg ggtagcgcta tggtggttga tttacaaacg aataaagtca
  2715781 tttatgccaa taatgcagat aaagttgtgc ctattgcctc aatcactaaa ctgatgacgg
  2715841 ccatggtggt attagatgcc aaattgcctc ttgatgaaat tctctccgta gatattgatc
  2715901 aaactaaaga gttgaaaggg gtgttttccc gcgttcgtgt taacagtgaa attagccgta
  2715961 aggacatgct gctactgaca ctgatgtcgt cagaaaatcg tgctgcggcc agcctggccc
  2716021 accattaccc tgggggctac aacgcattta taaaagccat gaatgcaaaa gccaagtctt
  2716081 tgggcatgaa cagtacgcat tatgttgagc caacagggct gtcgattaat aacgtctcga
  2716141 cagcgcgtga tttagccaaa ttactgatgg cgaccaaaca gtatccgtta attggccagt
  2716201 taagtaccac taccgaaaaa atggctactt tccgtgaacc aaattatacg ttgccattcc
  2716261 gcaatactaa ccatttggtt tataacgaca aatggaatat tcaactgacc aaaaccggtt
  2716321 ttaccaacca ggctggacac tgcttggtca tgcgtaccgt gattggcaag cggccggtcg
  2716381 cattggtggt attggatgct tttggtaaat atacccattt tgcggatgca aaccgcctgc
  2716441 gtagctggat cgaaacaggt aaagcggcgc ccatccctgg tgctgccaaa agttatcgtc
  2716501 agcaaaaaga ttcacagggc cgtttagcgc aggtatcaga ataagagcag cgcatcgcga
  2716561 ctgagaagcg gaatttgcta gcagaggcaa attccgcttt agtgactaat tgtttgcttt
  2716621 cagataatgc ctaagcctaa tggtgctatt tctggctaat agcgtcagtc ttgctgccaa
  2716681 cgcttacgtt ttgaggtttt accaatcccc ggattaaaac tgttggttgg gtcgatctgt
  2716741 tgataaaaat cttttaatgc aggttttgcc agatagaggt ggccgacatt atgttctgcg
  2716801 gggtattccg cacctttgtc attgaggagc gataacattt tttcttttag cgcttttaca
  2716861 tcaacccctt tcttaacgat atagtcttga tgaaagacgt ggcacagaaa atgtccataa
  2716921 tagagcttcg cgatcagaca tttttctatt tctggtggta aggtttcaaa ccactgtttt
  2716981 tcattacggc gcagggcgat atccagtgcc aaaatatctt ccacttgatc ggcgtggacc
  2717041 gcgtgatagc gcactgccgc acctgccgcc gcaaaacggt gtagaaaagc ctttttacct
  2717101 tcatcagccg tgcaggcaat aaagttacct tccgcagtgg caaaaaaggc gcgtagatgt
  2717161 tgttgcgctt cggtaatacc atcgcctgac attttgagca gcagatgatg ttcatattga
  2717221 ttacggtaag tcttaaggcg cttaggtaaa tggttaggca atatctgact aaagccttgc
  2717281 attacacgat cggtcaggtg atcgactaaa tgcggaattt tattgaggcg agcatcaatt
  2717341 ttacctttta acgtgaagaa tcggggcatg ttattggtgc ccatgctgtt aatcatcaca
  2717401 aacgtatctt tgccataggt ttccgcaata tcaaaaatat cacggtgcag atattcaccc
  2717461 gcgataggta aatgtttaaa gtcgcggaga ataatacggc gtaactcagt caatacctga
  2717521 gtttggttgg tgccgatata aaaaacttgt tgttgtttct cactggggaa ggtatccagc
  2717581 cgcacggcaa atattgccaa tttaccggca cagccggagg cttcaaataa acgtctgggg
  2717641 tcggcgttaa aacgcgaagg ggtcgttgca tcaatatctc ttacccgcgt cgcatattca
  2717701 ctatctgagg cttgctgccc ggtctgttcg atatcttcag caccatattg gccttgttcc
  2717761 aaacgttgta gaatctcttc tggtgtattt cccaagctga tgcctaaatg attaattaac
  2717821 tgcaactcac cttgtgcatc aatttgtgca tacagagcca tttcggtgta tgccgggcct
  2717881 ctttggacca atgaaccgcc tgaattattg caaataccgc ctacgaccga ggcaccaata
  2717941 caggaggagc caataaccga atggggttcg cgaccataag gttttaagcg tttttctaat
  2718001 tgattcagtg tgcttccagg gaatcctata acttgtttgc catcatccaa tagctgaatg
  2718061 ttgttaagac gtaaggtatt caagatgacg atagggcgat cataatcatc accacttggc
  2718121 gtcgagcctt ctgtcagccc agtattggcg gcttgcatga taatgatggt atcagcagcc
  2718181 acacaagcct gcagtaactg ccattgttgc agtagtgttg acggaaatac cacggcgagg
  2718241 gccacccctt taccggagcg gaaaccggtt cggtagcgtt cagtctgccg ttcaccggtc
  2718301 agtaaatagc gtgtacccac tatatgctgt aattgagtca gcaagagctg gattttttca
  2718361 ttattgaact ggctcatcaa tgtggttccc tgttagtgac attagccttt tactgcatta
  2718421 gctttttact acatcaacct tttactccct taaccgttta atatatcgac gttgattatc
  2718481 gcggttagcg gactattgtg attaataatt caacccgcat tttgaacagg aggtagctaa
  2718541 agtatagaat cagatctaat ggctgtactg attaataagg cattttatga gtgagcattt
  2718601 tgttgggaaa tatgaagttg aattgaaatt tcgtgtcatg gatctgacga cgttgcatga
  2718661 acaattagtc gcccaaaaag cgacggcttt tacccttaat aatcatgaga aagacatcta
  2718721 tctggacgct aatgggcagg atttagcgga tcaacagatc agcatggtat tacgggaaat
  2718781 gaatccatca ggtattcgtt tatggattgt taaagggccg ggcgctgaac gctgtgaggc
  2718841 cagcaatatt gaggatgtca gtaaagtaca aagtatgttg gcaacgttag gttatcaccc
  2718901 ggcattcacc atagagaaac agcgaagtat ttacttcgtg gggaagtttc atatcacggt
  2718961 tgatcatctg accggattgg gtgactttgc tgaaatcgcc atcatgaccg atgatgccac
  2719021 cgagcttgat aaattaaagg cagaatgccg tgattttgcc aatacgttcg ggttacaggt
  2719081 tgatcaacaa gaacctcgtt catatcggca actattgggt ttttagccgt cagaaagacg
  2719141 agccgcacag attatttttt cattaaagat ttcaaattag caaatgggtt atgggtggcg
  2719201 acgccttgat ccttttgtgc atcatctccg gcaaccacgg ttgagccgta taaatccacc
  2719261 tctgtatatt tggaatgctc atgatcgtga caaaacaggc ataacatctc ccaattgctg
  2719321 ccatcttctg ggttattacc gtggtcatga tcaatatgat gaaccgttag ctctcgcaga
  2719381 ttggaataga caaactcccg tgagcattta ccacaaaccc aggggaaaat tttcagtgcc
  2719441 ttctcccgat aaccgctttc caatcgggaa taattctttg gtatatatgc catatgagcc
  2719501 ttcaattctg cgaaaaatat gctgcttatt ttagcgcgaa agtgggcgtc ggactatcga
  2719561 ctattgagga taaatactca aacgccaaca cgccattagc gcgtttttct tcttatcggg
  2719621 atgtatcaac ggcatttact ggtattttac caaaagttat ttagagaact tttgagactt
  2719681 ttgctgatga tttaagggga taagacgttt tacactgtca gtatggaatt attgagctaa
  2719741 ttttatttta cggcaggcaa taagagcatt tacctaaaac cccttgccga tacagttgag
  2719801 gcgctatgaa agaatctgag gtactggccg aagtcagtaa tgaaaaccag acattggttg
  2719861 cagtcgtgca acaagacctg agggtcgttt atttttatat ttacccgcaa gaagcattcg
  2719921 aagagcgctt cccagtccgt gcttgctggg tgagaaatcg ggttgccgcg cctcagtcaa
  2719981 ccgataatat ggcaatggaa caaggggtgg caccgcgcct ggccgcagag ttctgccgta
  2720041 atatcgctgg cgaggctgag cttgatccac aattgatttc gattatctgg tcagaaagtg
  2720101 atgacggtgc agcactatgg tatcaggggc aattactggc aatcatccca ggctggagtt
  2720161 tatatattga ccattccatt tgctattcag ccagttgcat caaagacaat ccgctggtgt
  2720221 tgcctcttgg gtctgcttcg accaatacgc aatatgccct tgcgcagcac acacgccaat
  2720281 tttggcgacg ctggcagcag gaagagggga atccatggcc cctcttgcaa acggaatata
  2720341 ttcaatgcta tgagcagcat tttggtccat cggtaaaata ttatgcgatc gatcagggaa
  2720401 aatggcctcc aatggcgata tctcagcatg aaaaagaggg gatatattat tttttgacga
  2720461 ttggtgtcag tattcgccca caaccttggg ttgaaatatt atttaatgat gatgccagcc
  2720521 aatatcggcg catggaaatg gcattggcta ttgatgggca atatgtcaat gaggataacg
  2720581 ctattcatat ggccagtgct ctggccgggt ttgcgcatgt tccctggaat aaaataacct
  2720641 ggttaggtga ggggcatacc ttagaatctg cagtcgcccc tcagggatat gagggctata
  2720701 ttttatcatc agcgctctat gctgatgcag accatcttac attgcctcat cagcaggacg
  2720761 atccggtcaa tatatattgg gccagtccta tttttacccg tgagcgagag cttgcccata
  2720821 gcgtgccaaa cggtggctct gatttgttaa aaaaattaca gcagcaaggg gttaatcata
  2720881 ttttctcccc gcgccaagcc gttatttagg tgatactgaa tcagtaccgc ggcctgattt
  2720941 gcagattcgg tgattcgggt cttaacttaa tcaggtcatc gctgttgttt gagactgtct
  2721001 gcttaggcgt aacatgtttt gaatcaaccg atatggtggt ttagaacata tggggtaagc
  2721061 ggaacagtaa tcattaattt tatggaggcg ctcatgggca tactatcttg gattattttt
  2721121 ggccttatag ccggtatttt ggcgaagtgg attatgcctg gtgaggatgg gggtggattt
  2721181 atcatgacca tcatcttggg tattattggt gcattggtcg ggggttatat cagcactttc
  2721241 tttggaatgg gaagagttga cggatttaat ctgggcagct ttgtagtggc agtaatcggc
  2721301 tcactggttg ttctgtttat ttatcggaag ttaagaagct agtaccggaa actaaaaagc
  2721361 cagtactgga aattaagcag ctcgctcctg ccgctgtcag tggtaatgat ttaacatcac
  2721421 agacagtcat taattaaaca cacgaaaaag gtggctattt tgtcaccttt ttcacatgca
  2721481 actatcatca atatgtcata aaaatatccg ttaatggctc atgattacag gcaatctgag
  2721541 agactcatta tgggccaggc attacgtaaa ctcactgcag ctgattatcc agtagtggtg
  2721601 caagaaccac gtaaaaaggt acttgctgtt aaaggattag taaaagcata taagtcgcag
  2721661 caccgtgttc tggataatat taattttgaa ctacacgctg gtgagtttgt ggcgataatt
  2721721 ggtcgttcag gtgcgggtaa atcaacacta ttacatattc taaatggtac gatccctacc
  2721781 agcgcgggtg aaattattaa ttatcatgaa aatggtgata cacaaaatat tgcggcattg
  2721841 acgacaaagc aaatgcgtaa atggcgcgca aagtgtggca tgatttttca ggatttctgt
  2721901 ttggttcccc gattagatgt tatcaccaat gttttattgg ggcgtctaag ttatacatcg
  2721961 acattaaaat catttttcaa actattttct gagcaagacc aggccagagc catcgaatta
  2722021 ttgcaatggc tgaatatgtt gccccacgca ttgcagcggg cagaaaacct ctctggtggt
  2722081 cagatgcagc gggtggcgat ctgccgtgcc atgatgcaga accccaaaat attattagct
  2722141 gatgaacctg tcgcatcgtt ggaccctaaa aatacgacac gtattatgaa tacgttacag
  2722201 aaaatcagtg aaaatgatat tgccgtcatt gttaatttac actcagtcga tttagttaaa
  2722261 gattattgca cccgagtgat aggcattgct cacgggcgaa ttatctttga tgggccaccc
  2722321 agtatgctga atgacagtat tattcaagat atttatagtg atgagtcagc cgagctttta
  2722381 cattaattcc catttgtccc tttatcataa taggttattt taatgaagaa aatattatgc
  2722441 cttacctcat tgttggctgg aatgatgata tttaatgcca cggcagagga tgcgccaaaa
  2722501 gaaattaatc tgggcattct tggtgggcaa aacgcgacac agcagattgg cgataatatg
  2722561 tgtgtcaaag aatttttaga taaagaatta aatgtaaaaa ctaatttaca taatgcctct
  2722621 gactattctg gtgttattca aggtgttttg ggcgggaaaa ttgacttagt attgagtatg
  2722681 tcaccttctt ctttcgcatc aatttatatc aaagatccta acgctgttga attggtcgga
  2722741 attgccattg atgatacgga taaatctagg ggttatcact ccgttgtggt agttaaagcg
  2722801 gacagtcctt accaaaaact tgaagatttg aaaggcaaag catttggttt tgctgatcca
  2722861 gattcaacat ctggcttctt gatccctaac caaagtttca aacagcagtt tggtggatca
  2722921 gtggacaata aatacaataa cttcttctcc agcgtcacgt tctctggggg ccatgaacag
  2722981 gacattttag gtgttattaa tggtcagttt gctggtgcgg taacgtgggc atcaatgatc
  2723041 ggtgattatg atactgggta taccagcggt gcattcacgc gcatgatccg catgggccaa
  2723101 ccggacctca tgaagaagat tcgaattatc tggcaatctc cgttgatccc caatggcccg
  2723161 attttagtcc gtagtgcttt accgccagag tttaaagcgc agttagtggc tgcgattaaa
  2723221 aagttagata aagaagatca cggctgcttc attaaagcga tgggcggtaa acagcatatt
  2723281 ggtgagacgt cacttagcga gtatcaaaat attattgata tgaagcgtga attaaccaaa
  2723341 ggcgaccgtt aatttggccc aacggataaa acaacatggc tctggttcgc cggagctatt
  2723401 gtttttaggt gtaacatttt ttaggtgtaa cattgctttt aggtgtagct tattttgaag
  2723461 actgacttta accactatta tcagcagatt cgtagcaagc aaaagcgtga tacggtgatt
  2723521 tggtcgctga tgctggccat catttatctt ggcgcaggta atattgctga gtttaatctt
  2723581 tataccgttt ttatttctat cccaaatttt ttcgattatt tagcggaaac cataccggtt
  2723641 cttcattggc gtaatttatt tgccgatgga aagaccgaag gatctctggc ttattggggc
  2723701 tatcgtttac ctatccaatt gccgttaatt tgggaaacgt tacaactggc ggtcgccgca
  2723761 acacttttat ccgttatggt tgctactatt ttggcgtttc tggcggcaag caatacccaa
  2723821 agcccaccgt ggttacgttt agcggttcgg acgtttgtga cttttctgcg taccatgcct
  2723881 gagttagcgt gggcggtaat gtttgtaatg gcttttggta ttggtgccat tcccggtttt
  2723941 ctggcgctgg ccttacatac tataggcagc ctgacaaaat tattttatga atcactggaa
  2724001 accgcttctg ataaacccgt tcgtggatta gcggcttgtg gggcaagtca attgcagcgg
  2724061 atgcgctttg cgctgtggcc acaggttaaa cccatattcc tctcttatag ctttatgcga
  2724121 ttagaaatta attttcgaca atcaactatt ttgggattag tgggtgcggg cgggatcgga
  2724181 caagagctaa tgacctcgat aaaactggat cgctatgatc aggtcagcat aacgttattg
  2724241 ctgattatta ttgtggtttc actgttggat tatacatccg gtaaattgcg caaacgagtt
  2724301 gtggaaggag catgataatg ttgactcatc atctgacaac agaacagata ttaacgctga
  2724361 aacaacaaaa tccgcagctt ttcaggcagc agaaacgtta tatcagattg attgcgataa
  2724421 tcactgcggc tatttttttg tattaccttt tcttctttac tgtttttggt atcccttggc
  2724481 aaacgcttgt taatggtagt cagcaactca gtcgctattt tttacgtatg tttgtctggc
  2724541 atgattttgc taactggccg tttaaatatt atttgggtca gattttcatt accttggcaa
  2724601 ttgtattcgc tgggacatta accgccacat tgatagcttt acccctgtca ttctttgccg
  2724661 cacgtaacgt gatgtcgaca ccgggtttac gtattatttc atttgcagtg cgtcgtttcc
  2724721 tggatgtttt ccgcggtatt gatatggcga tctgggggtt gatttttgtc cgcgcagtag
  2724781 gaatggggcc actcgctggg gtgctggcca ttattatgca ggatgtggga ttactgggta
  2724841 aactctacgc tgaaggacat gaggcggtgg ataagtctcc tagccgtggc ttaaccgcaa
  2724901 tgggagcaaa ttctttgcaa aaacatcgtt ttggtatttt tacacaatct tttcctacgt
  2724961 ttttggcatt aagtctctat cagcttgaat ctaatacccg ctctgctgcg gtgttaggtt
  2725021 ttgtcggtgc tggggggata ggtttagttt atgcggagaa tatgcggtta tggaattggg
  2725081 atgtagtgat gtttatcaca ttgatcatgg tcgttattgt tatgatcatg gataaaatat
  2725141 cagcgatatt acgcaagaag tatattcttg gtgaagagat tgcattatat cagccataac
  2725201 aatttatata atgatagaga gtagattggt gtgataaaca aatccttatc aatttatttt
  2725261 ttcagggata atattatatc catataaaat tcaattaatt taaaataaca gttgattaaa
  2725321 attacattga gaaaatcaac ataaatctgt acaatactgc ccgctagacg tcaaagacgc
  2725381 tcttttagtt tttttgcgat attcgcacac gtctactcta cataatagga atagggcagt
  2725441 aaatatgatc aacaacgatg tgctccgcag tgttcgctat atgcttaacg ttaacgatac
  2725501 caaaatagca gaaatcatta agctggctga ttttgaagtg aacaacgcag atgtcgttaa
  2725561 ttttcttaaa aaagaagacg aagccggtta tcaggattgc cctgatctgg tgatggcgca
  2725621 ttttctgaat ggtttgattt tctttagacg tggtaaagat gataagttcc ctgcacctgc
  2725681 ggtagaggcg gttatcacca acaatattgt gttgaaaaaa ctgcgtgtcg cattcgaatt
  2725741 gaaagacacc gatatgcatg atgtttttaa tgccgttgaa ttcccagtct ctaagcctga
  2725801 gttaaatgct ctgttccgta aagagggcag caaaaacttc cgcccttgtg gtgatcaggt
  2725861 tttacgttat tttctgaagg gcctgacact gcgtattcgt ggcgctaaaa aagcctagaa
  2725921 ataatgttag tggcgagtcg tcaataaagg ttggtcgtta atagttaata gttaatagtt
  2725981 aatagttaat aaaggctagt cgttaataaa agctagccgc gagtaaagtc tagctgttag
  2726041 taaaaaaaca ggtgtggtaa tccgccatgc ctgttttaga ttaatatacc cgtcatactt
  2726101 catgctgcat cagtgactga atttactcat atcatttccc tctctgtttt tctcattact
  2726161 atatttcacg tattgcaccg tttatgccct tggtttgtac attattggtg cacatagtct
  2726221 gattgtttat ccgtatattc cgctgccttg gacgtaatag tcaattaaat catcaaagta
  2726281 cagacttggc atggcaattg cgctggttta attcaatttt gcgtgtttac tcaacgatca
  2726341 gaggttaacg ctatgcaacg tcgtaacttg attaaagttt ttgcgctctc ggcttcggtt
  2726401 atcagtatgg gaatggcatt tggcactctg gcggctgaca ccattaaagt gggtattttg
  2726461 cattcgttgt ccggcacgat ggctatttct gaaacaccgt taaaagacat ggcgctgatg
  2726521 agtattgatg atatcaatgc ccatggcggt gtgttgggta agcaattgga acccgtgatc
  2726581 gttgatcctg cctctaactg gccgctgttt gccgagaaag cgcgccaact gttaacacag
  2726641 gataacgttg ccgtggtgtt cggcggctgg acatctgttt cccgtaaatc ggtattaccg
  2726701 gtatttgaag agttgaacgg tttattgttc tatccggtgc agtatgaagg ggaggagatg
  2726761 tcgccgaatg tgttctatac cggtgccgcg ccaaaccagc aagccattcc ggcggtagag
  2726821 tatttattga gcgaagaggg cggtgcggcc aagcgcttta ttttgttggg aacggattat
  2726881 gtttatccgc gaacgaccaa caagatcctg cgggcatttc tgcacactaa gggtattgaa
  2726941 gataaagata tcgaagaagt ctataccccg tttggctaca gcgattacca gaccattgtt
  2727001 ggcaatatta agaagttttc agccgggggt aaaacggcgg tgatctctac cattaatggt
  2727061 gactctaacg taccgtttta caaagaatta gccaatcagg gcattaaagc caccgatgta
  2727121 ccggtgatcg ctttctccgt tggggaggag gagttacggg gtatcgatac caaaccactg
  2727181 gtcggtaacc tggccgcgtg gaactacttc cagtccgttg ataacccaac gaataaacaa
  2727241 tttgttgaac actggaaagc ctacgccaaa gcgaacaagt tacctaacgc cgatagcgca
  2727301 gtcactaatg acccgatgga agccacttgg gtggggatgc acatgtgggc gcaagcggtg
  2727361 gaaaaagccc aatcaacgga tgtggataaa gtccgcgcag ccatggcagg gcaaacatat
  2727421 gccgcccctt cgggttttac gctgaccatg gaccagacca atcaccattt acataagcca
  2727481 gtcatgattg gcgagattga agcggatggc cagttcaatg tggtatggca aaccgatgcg
  2727541 ccaatccgtg cccaaccctg gagcccgttc atcgcgggta atgataagaa acccgatcat
  2727601 ccggtgaaaa gcagccagta gccatcaaat agcgaacaac agtagacaga tgatcgcggt
  2727661 aaacaggtaa tcgctgtgac gtgctgatgt cagcgggatc tgacgtcagc tctttttcac
  2727721 cacatatgtg tgatgagtgg gcctatgaaa tcgttaattc ctgtttggaa tagggcaatc
  2727781 aattatgtgt tcaggccgat gataggtctg ttactgggct tatcgatgtc ggcaatggca
  2727841 gggccagcac aggattttgt tgcggcgaat cgtgcacagc aggccacatt attacaacag
  2727901 tgggcaacgg aacctgatgc tagccgatta cctcttttgc aggcgctaaa acaagaaaca
  2727961 gtagtggtag acagtgccgg ccaagcgttt attaaaaata atcaaagtat taattcgctg
  2728021 gaaggccaat cgcaaccgac cggtacgctg aaaaaaatct ggctcaacaa ccggttacgt
  2728081 atcttgatcg ccaatgccct ggcggcacaa cgcttagtca gtgacgatga aaccgtgcgt
  2728141 ttacaggcgg cagttgaatt acaacggcag gcacagagcg atcaactacc gctgctgaat
  2728201 caacgcctga agttggaaac ggacagtcag gtcaaagagg cattgagcat tgcactcgcc
  2728261 aatttacaac tgacggacag taatccgcag gtgcgtctga atgccgtgca attgttgggg
  2728321 caatcaggtt caccgcaaac tcaatcacgg ctgcaaagtt taaccgatac gcaggttgaa
  2728381 ccgaatgaac aggtccgagc cgcagcagcc accagtttga aacagataca acatcggttg
  2728441 atgattgggg aggttattgg gcaggtattt agcggactat cattgggttc aatcttactg
  2728501 ctggcggcat tggggttagc tatcacctat ggcttactgg gggtgatcaa tatggcgcat
  2728561 ggtgaaatgc tgatgttggg agcctattcc gcctatctgg tgcaatcgct attccaacaa
  2728621 tttgccccac actggctggc actttatcca ttaatcgctc taccggttgc gttctttatt
  2728681 actgcgggca ttggtatggc gttggaacgc acggtgattc ggcatctgta tggccgcccg
  2728741 ttggaaacac tgctagcgac gtgggggatc agcctgatgt tgattcaggg gatccgcatg
  2728801 ttgtttggcc cacagaattt ggaagttgct aaccctgcat ggctgtccgg tggggttcag
  2728861 gttttaccta atctggtttt accgtggaat cggatcgcgg tgattgcatt tgtcattatt
  2728921 gttttgctac tcacatggtt gctgctgaat aaaacccgcc ttggtctgca agtccgtgca
  2728981 gtgacacaaa atcgggcaat ggcggcctgc tgcggagtgg ctacggggcg ggttgatatg
  2729041 ctggcattcg gtttgggttc tggtattgca gggcttggcg gtgtagcact ctcgcaattg
  2729101 ggcaatgtcg gcccggaatt agggcagggt tatatcatcg actccttctt ggtggtggtc
  2729161 ctaggtggcg tcgggcaatt agctggcagt gtggttgccg cattaggtct ggggatgttg
  2729221 aataaaattt tggaaccaca aattggcgca gtattgggca aaatcctgat tttagtgctg
  2729281 atcattttat ttattcaaaa acgaccgcag ggtctgtttg cccttaaggg cagggtgagt
  2729341 gactaatgaa tcaaccactg acggtaacct taacgcaaaa agcaccgctt accagcctgt
  2729401 tattaggtat ggtcacgctg atcgcactga ttgttctgcc ttttttggcg ctgttaccgg
  2729461 cggatcatcc gttggcgata tcaacctata ccctgacgct gatcggcaaa atattatgtt
  2729521 atgccgtggt ggctatcgcc cttgatctgg tttggggata tgccggattg ctatcacttg
  2729581 ggcacggatt attttttgct ctgggcggtt atgccatggg gatgtatctg atgcgtcagg
  2729641 ctgcgggaga cggtttacct gcgtttatgt cttttttatc gtggtctgag cttccttggt
  2729701 tttggagcgg cagtcagtac tttgtttggg cattgtgcct aattgtactg gttcccgggt
  2729761 tgctggcttt tctgttcggt tattttgctt ttcgctccaa aatcaaaggc gtctattttt
  2729821 ctattatgac gcaggcgctg acctacgcgg gtatgttgtt atttttccgc aatgaaacgg
  2729881 gttttggtgg caataacggc tttactggct tcactacgat gctggggttc cctgtctcgg
  2729941 ccacctctac ccgtatcgca ttatttctgg caaccctcgc actgctcatt gccagtctgg
  2730001 cgctggggct ggcattagcg cgcactaaat ttggtcgggt attgacggcg gtacgcgatg
  2730061 ccgaaaaccg cctgatgttt tgtggttatg atcctaaagg tttcaagctg tttgtctgga
  2730121 ctctatcggc ggtactttgt gctctggcag gcgcgttgta tgtaccgcag gtgggcatta
  2730181 tcaatcccag tgaaatgtca ccgaccaact caattgaagc ggcaatttgg gtggcactag
  2730241 ggggccgagg aactctgata gggccggtat tgggggccgg aattgtcaac ggtgccaaaa
  2730301 gttggttcac catggcgatg ccggaatact ggcaattttt tcttggcctg atattcattc
  2730361 tggtcacgtt atttttgccg aagggggtta tcgggctatt gcgcaggggg aaagaccaat
  2730421 gagccggttt caactgacgg agcaactgat ttacgccgag ataaatgttc aggagcctgg
  2730481 aacgatacag catgcggctg atcaatatcg ccagcagcgc gatccggtac tgacgctgga
  2730541 aaacatcaac gtcagctttg atggttttca tgcgttacgt aatctttcat tacaaatcgg
  2730601 tgttggggag ttgcgttgta tcattggccc gaatggggcg gggaaaacca cactgatgga
  2730661 tgtgatcacc ggtaagacgc ggccacaaac aggcaagatg gtgtatgacc aacaccatga
  2730721 tctttccacc atgaatacca ttgagattgc tcatgccggt attgggcgaa aattccagaa
  2730781 acccacggta tttgaggcct tgagtgtctt tgaaaattta gaactggcac aaaaaaacca
  2730841 taaaactgtg tgggccagct tgtgcgccaa actcaacagt gaacaacggg atcagattga
  2730901 tgaaacgctg gccatattgc gtttaagtga tctgcggcag cggcaagcgg ggttgttatc
  2730961 ccacggtcaa aagcagtttc ttgagattgg tatgttgttg gtacaagacc cgcatctatt
  2731021 gttattagat gagccagccg caggaatgac tgatgccgag acggcgtata ctgctgagtt
  2731081 gtttaatcag ttggcgggta agcactcgtt aatggtggtg gaacacgata tggggtttat
  2731141 cgagacgatt gctgatcatg tcactgtgtt gcaccaaggg caggtgttgg ccgagggatc
  2731201 actggcagag gtacaggaga atgatcaggt gattgaggtg tatttagggc gttgactcag
  2731261 tgcagttcaa tgatgagcgc gttatttgga gaatgtcagt gagcttgcat ttttccctca
  2731321 tatttatttg ataattaagg gcgcttttat gctgcaagtg aatgagcttg atcaatatta
  2731381 tggtggtagc catattctgc gcggcttgac ttttgaggcc cgtgtggggg aagtcacttg
  2731441 tttattgggc cgcaatggtg tcggcaaaac cacgttgctg aaatgcctga tagggcttgt
  2731501 tccgattaag aacggcagca tcacttggga ggggaaaaat attagccacc agtcgccaca
  2731561 tcagcgggtc aaagaaggca ttgcttatgt cccccaaggg agagaaattt tcccccggct
  2731621 tacagtggaa gagaatattt tactggggct ttcacgtttc cccggttcac agagtaaaag
  2731681 cgtacctgaa catatctatc aactgttccc ggtgttacaa gagatgaagc atcgccgtgg
  2731741 tggcgattta tccggtggtc agcagcagca gttggcgatt ggtcgggcat tggcgtgcca
  2731801 gccccggtta ttgattctgg atgagccgac cgagggtatt cagccatccg ttatcaagga
  2731861 gatcgggggg gttatcaaaa aactggcggc tcagggggat atggctatcc tgctcgtgga
  2731921 gcagttttat gattttgccg ccgagctggc ggataactat ttggtgatgt ctcgaggaaa
  2731981 aatagtccaa cggggattag gtattgatat ggaacatgat gatgttcgcc gtttggtggc
  2732041 gatttagctc catttagacg gctgctcgtc aataagacaa catctcatca tgttatccct
  2732101 tagcagaatt atcgtattat ttaaaatgat agggtttcta aattaatgga gccaaatcat
  2732161 tgtgactagt ttgccaataa ctgctaagca attcaaaccc tccattgctg aggagcctaa
  2732221 gattgccagg ctaaaacagc ttgatcggca tagtttggaa caattaatcc gtggtgacat
  2732281 cctggcaatt cgtattccca attactgccc tgaaaaaacc gctgcatcat taaatcaata
  2732341 cattaatcaa accgcaaagc tggatgaata cacccatgag gtctatgaaa aagaccaggt
  2732401 ggtacaaaat ttttacggtg tccaccgctg gggaacgcca ttcaatacgg cctacggtaa
  2732461 agctgaaaac gagagtgcaa agcagaagta ttatcgtgac gcagcccaga tgcgcatact
  2732521 gattgaccgt ctttgcgctc cagatttgcc gccaattcaa gcgttaatcg aaaatattaa
  2732581 acagcactgg ccagagggcg tagtgactgc ctcttttgaa gggaaaccga tgtttgccgg
  2732641 tatcattcgc gtgatgtttc ctgaaacggc gcatctatcc gaaacggttc cacatgtgga
  2732701 ttgcctgcca ttttccgttg ccgagttaga gcatcaattc agcgctaata tttatattga
  2732761 tacaccacct gttggcggtg aattagtcgt ctgggatact gaggcctttt ccttcgccga
  2732821 agtcgcgcta tttgagggag gaaaactgcc cgaagagcgt ttgcagcggc ctctgcgcat
  2732881 tcaaccacag aaaaatgagc tggtgatcat caatacccgc cgccctcacg ccatttgcgg
  2732941 gtttgattca ggcaaacgaa tcagcatgca gtcatttata ggttacaaca cgaaccagcc
  2733001 gttctatttc tggtgttaat gacttcaaaa tgagagcttt ttatgactcc tgaagagttt
  2733061 cgccgccatg gctatgccat gatcgacctg attgctgatt accgacaaaa tatcgaattg
  2733121 cgtggcgtta atcccacgac agcacccggt gagattaaat ctcgtctgtc gttaaatgca
  2733181 cctgaaaaag cagaaccttt cgaacacatt atttctgaca tagaagagct catcatgcca
  2733241 gggctattgc attggcaaca tcctgacttt tttggttatt ttccttctaa tgtagagtta
  2733301 tcctccgttc ttggggattg cttgagtact gggctggggg tgataggtct gtcttggcaa
  2733361 tccagcccgg ccctgacaga aattgaagag gtggccacca attggttgct aaaaatgctt
  2733421 ggtcttagcg ttgcctggag tggcgtgatt caggattccg cctcaaccgc cacgttagtg
  2733481 gcgctgatca gcggccgaga gcgaacatct aactatgcat taatgaataa agggatgcaa
  2733541 aacagtgatg cacctttgat tgtctacact tcatcagaag cccatagcgg agtgaataaa
  2733601 gccgctctgc tcgctgggtt tggtcataat aatacccgtt tagtgcccac cgatgagcac
  2733661 aatgccatgt cacccttggc attaaaaaag atcattcaac aggatttggt gaagggaaac
  2733721 cggccttgta tcgttgttgc tacgacaggt actaccgctg cgacagcgat ggatcccctt
  2733781 gatgcgattg gtgatattac tcagcgttat ggtttatggc tgcatgtgga ttctgctatg
  2733841 gctggttcag cgatgatttt gccagaatgc cgtcatctgt ggtgcggtat agaaaaggct
  2733901 gattctgtgg tgataaatcc gcataaatgg ctgggtgctg cttttgattg ttcggtttat
  2733961 tgtgtacaag attcagagca tttgattcgt atcatgagta ctaaccccag tttcttacaa
  2734021 tccgatgccg atgggaaagt gagaaattac cgcgattggg ggatccccct gggtcgtcgt
  2734081 tttcgtgcgc ttaagctatg gtttctaatc cgtgagcaag gggtggaagg gctgcaggcg
  2734141 cgtttgcgtc gtgatattgc caatgctaat tggttagcag aacaaattaa aaacagcgat
  2734201 gattggaaac tggtcgcacc tgtagtgttg caaaccttgt gtattcgtca tgaaccgggt
  2734261 gggctgatgg gcgacgcgtt ggataattat acccgcagtt gggccgagaa actcaatcaa
  2734321 tctggtaagg gttatgttac accagccacg cttggtggcc gctggatggt gcgggtttcc
  2734381 atcggcactt tgggtacgga acgtcatcac gttgagaagt tgtggttgtt gttgcagtct
  2734441 ttggttaagg agagataaaa gggccttacc atattaagaa ttgaacaatg aacaatgagc
  2734501 aatgagcaat gagcaatgag caatgagcaa tgaacaatga acaatgaaca atgaacaatg
  2734561 aacaatgaac aatgaacaat gagtcatgtc agtggctggt ggtgagccag cctttggtat
  2734621 cacgccagag gcgttgcgtc tattggtaga gagtttgacg ccccccattc agcccaagag
  2734681 ccatcataga gtgacactga ccgtgcattc accgccgcta gacccagtac cactaccgct
  2734741 gcggtgaccc ctgaaccaca actggtaata atgggcttag ttaaatccac cccttgagcc
  2734801 gcaaatattt ctgccaatgc ctgtggtgac ttcagatgac cattctccac catggtcccc
  2734861 cacggtatat tgatgctgcc agggatgcgc ccaagacgca aaccagggcg tggttccggc
  2734921 tcttgtgctc tatatcttgc tgatggccga gcatccaata tttgcacctc attattaccc
  2734981 agaaccgcca gtacctcatc gacactagaa acggcggcgg cattgaaagt gacattgaag
  2735041 gtttgtggtg tagggtgtgc aggaccactt tccagcttat agcctgcttg ttgccacccg
  2735101 ctcagaccac ttgccagaat acgcacattt ttagcgccaa atgtgcggaa cgtccaccac
  2735161 acgcgtggtg cagaaaacag attaccctca tcataaatca ccaccgtgtg ttgttcagtg
  2735221 atgcctaact gccctgccat ttcactgaat agctgaggag agggcagcat atggggtaag
  2735281 ccggtactgt gatctgctat tgcatcaata tcaaaataga ccgcgccggg aatatggccc
  2735341 tgttcaaact cagcctgaat attacgtttg gggaccactc cgggaggcga cattctggca
  2735401 tccaaaataa ctatattggc atcattagca tgtgctgcaa gccattgcgg tgtaaccaga
  2735461 aaatctgagt tcataacata ttacctatca aagttataag ggggtaattc cgaggataac
  2735521 gtcatcgggt gactcactat ataacgaaat aattgtaatt aaaccccgac ttatcaatga
  2735581 tgcgtaatgt ttcgcattta ttggtattta ttatttaatg tatttcatac cgtaagcaaa
  2735641 taattcgttg ttgcgtttgg aacactctcg tttttgagcg gcgtgcagaa gtttacttcc
  2735701 tgcttctatc gtcttgtatt aagttgagta gagatttctt cgtgctcttg ccagtatcgt
  2735761 ttttcctgcc attggcttga aagtggacga ttaactggga tatttaactg ttgttatata
  2735821 cagctttttg tgtaatgtta ataaccgatc ttgcttgggt gaacggcttt aaataattat
  2735881 ctatcatatg gttatagtga agatgattga tcgctgaaac gagaataata tatttaatat
  2735941 cagttggtta tttagtgtgt tttgggttaa atctaatagg gcgacgggta ggttaataag
  2736001 ctaacgatat ctccctactg cccagatgtt ttataaacca attggcctta catgcccaaa
  2736061 ataatttgag tttcaggaag gtagcaacaa cgcggtaaat tggtcgggct ggtttgaatc
  2736121 gcatttatgc tagcccgtag aaccaccaac gttcaggcaa catgaagaaa cttgaagtat
  2736181 aacggggata aactgataag aggtgacgta tggcactgtt cctaactcgt agccggattt
  2736241 ttgcagtggc tgctatcatg ctgtctgcat cgagtggtat atcgcacgcg gcagataacg
  2736301 tccgtgtagg ctctaaaatt gataccgaag gctccttgct gggcaatatt attgtgcagg
  2736361 ttttggaggc taacgggatt aaaaccacca ataaatccca actgggagca accaaagtcg
  2736421 tacgtggggc gattactgcc ggtgagattg atatttatcc tgaatatacg gggaatgggg
  2736481 ctttcttctt ttctgatgaa caagatcctg cctggaagag cgccaaagcg ggctatgaga
  2736541 aagtaaaagc actggattac gaaaaaaata aattggtatg gctctctccc gcgccagcga
  2736601 acaatacctg gaccattgct gtacgaaaag acttagccac ggccaataat ttgcgaacgc
  2736661 tggatgattt aggttagtgg atcaatggcg gaggtcagtt taaattagcc gcctcagccg
  2736721 agtttatcga gcggcctgat gcgttacccg ctttccaaca ggcgtatggt tttacgctga
  2736781 atcaagatca actactgtcc ctggctgggg gagataccgc tgtgacgatt aaagcggcag
  2736841 cagaacagat ctcaggagtg aatgccgcca tggcttatgg taccgatggt cctgtagcgg
  2736901 cactgggttt acagactctg gaagatacta aaggcgtgca gccgatttat gcgccagctc
  2736961 caatcatccg tgaagttact ctgaaagctc acccgaacat cccggctttg cttaatccgg
  2737021 tattcgccac actggatggc ccaacgttac aaaagctgaa tgcacgtatt gcggtggaag
  2737081 ggcaggatgc aaagaaagtg gctgccaatt atctaaaaga taacggattt attaaaaact
  2737141 aaccattagc tgggggagcc agccgaccag tgtggcacta taagcttatt cgttttatgg
  2737201 tgctattcgt ttcatggcgc catccgtttt atggtgccat caaagagact cagcgtagtt
  2737261 gtaaatataa atacagttgt aaatgtagct gtaaatataa ttgtaaatat agctgtagct
  2737321 aacgccctac agcttcaagt gagaaagtag acaggtaatc cgcgatgaca cataaggtta
  2737381 tctggtatgg agatggattt ttatggttgt aaaaaaccgg gttttgctaa cactgtctat
  2737441 tttattggtt ttagcaggcg cggggcttgc ctttcttagt catgctccta atcgattgat
  2737501 ttccggacag gggatcatgc tgatatcgct aataaccggt cctgtcctgt ggctgttagc
  2737561 accgatactg gggttaatta tctttgcttt tctcactccc agcatcgccc tctattggtt
  2737621 gattatcttg tttgcagagc tgctgttatt gggtttactg ctattggcgg gtgccaccgc
  2737681 aactcaattg gccggaggcg aagagagcct cgtccgcacg tcattaggtg gcgggttttg
  2737741 gttgatgagt ggggtgagtc tcttgattgc tatcgacagc ttatcccgcg tcattgctca
  2737801 tccagtctgg cgcagtttag ccattgcttt gttgatgcta ccaatcattg cattgctggc
  2737861 aagtgggcaa ttagatcaac tgtcattaat gaaggaatat gtgaatcgtc gggacgtatt
  2737921 tgatgatgcc ctatggcggc acatccaaat actactgact acgttagttc cggcagtggt
  2737981 tatcggcatt cctcttggtt tactttgttt tcactctcac cgtttacaag gcgctatttt
  2738041 ttcgacgcta aacattattc aaacgatccc atcgattgct ctatttggtt tgctgattgc
  2738101 accattgtca gggttggccg cagctatccc ttggcttgct gaactgggta tcggtggcat
  2738161 tggcttagcg cctgcaatta tcgcactggt gctgtacgcc ttattaccct tagtgcgtaa
  2738221 tgtggttgcc ggattagagg ctgtccccga cagtgtggtg gagtcagcca aaggtatggg
  2738281 gatgacacgc cagcagttat tctttcgggt acaaatgccg attgccatgc cactcattct
  2738341 gtctggtgtc cgcattattg ctgttcaaac cgtggggtta gctgttgtcg cggcgctgat
  2738401 tggtgcgggg gggctagggg ccatcgtatt ccaaggttta ttaagcagtg ctctggattt
  2738461 ggtactgctc ggtgtgatcc ccgtgatagc gatggcggtc attgtggatt cactgtttaa
  2738521 attcattgtc atatttatgg atatttcacg tcgatgattc aattccatca agtcagtaag
  2738581 tattttgccg gtaaacgggc ggtagataac ctatccctac agatttctaa aggggagttt
  2738641 accgtgctga taggtacctc cggttctggt aagtcaacca ccttaaaaat gattaacagg
  2738701 ttgattgaac acgatgaagg aaaaatccgt tttgccggtg aggagatccg taactataaa
  2738761 cctgaagatt tacggcggcg catggggtat gcgattcaat caatagggct atttccacat
  2738821 tggacggtag aacgcaatat tgccacggtg ccacagttgc tgaaatggcc aaaggatcgt
  2738881 atccgtcaac gtgttgttga actgctggaa ctgttgcatc tggatccaca acagttttgt
  2738941 caccgctatc ctcatcaatt atctggaggg cagcaacaga gggttggggt cgcgagagcg
  2739001 ttggcggtgg atcctgaagt gctattgatg gatgaacctt ttggtgcgtt ggatccggta
  2739061 acgcgttcag cgttgcagct tgaaattacc cgtattcatc aattgtcggg gcgcactatc
  2739121 gtgctggtta cccatgatat tgatgaggca ttgagtctgg ctgatcgcat cgttttgatg
  2739181 gatgaagggc gagttattca gcagggaacg ccccttgaaa tgttggccca gcctgccaat
  2739241 gattttgtcc gtgatttctt tggccgcagt gatctcggta ttaaattatt gtcacttggg
  2739301 cgagtagaac aacgtgttag atgtggtgaa acgctggcag ggcagccgat actgggtacc
  2739361 accagcttgc gcgaggcact ttccctgttt gtttcccgtc agacggataa attaccggtt
  2739421 gctgatgaac acgggcagcc actaggcgtt ctctattttg ctgatttggt tgcgaataag
  2739481 gaaagagtat gaagccagca gaaaccaaac ctgataatac agcagtgggt gatgtgaaaa
  2739541 gtattaaacc ggggctgcgg ttttggtttt ggctaaaaga tcctctgtgt tgggcgctgc
  2739601 tcatcctgtg tgggttggtc ttcggtatga cctcactaca gcgtttcttt accgcattgt
  2739661 tcccagaact tgatcggcct atctatttgc aagatacctt tttttcattg gtggtcgctc
  2739721 atgtattact ggtattggcc tccagtagta ttgctgtttt catcggtgtt actaccggga
  2739781 ttgcagtaac gcgcccggca ggaaaggagt ttcgttcggt agtggaaacg gttgtggcga
  2739841 tggggcaaac atttccccct gtagcggtac tcgccattgc ggttcctgtg atggggttca
  2739901 gtgagaaacc ggcgattatt gcactggtgc tttatggctt attgccgatt ttacaaggca
  2739961 ccattgcggg tattgaatcc gtttcgacca gtatccgtga agtggcggca ggtgttggga
  2740021 tgagtgcgag gcagatcctc tggcaggtgg aattaccttt ggctgcgcca gtgattgtgg
  2740081 cgggtattcg cacttcggta atcatcaata taggtactgc ggctatcgca tcgacagtag
  2740141 ggaccaagac gcttggctct ccaattatta tcggcctcag tggctttaat accgcttacg
  2740201 ttattcaggg ggccgccgtt gttgcgctct tggcgattat tactgatatg attttcgacc
  2740261 gttggactcg gcggttgtca cgctggaggg aacgacactc tctttctgct ccccgaacgg
  2740321 attaatgatg ctatcaatgg cgattaatgg tgctaccaat ggttctcctt gatctgaatt
  2740381 atcgatgtga gccagtggtt cggtattcac tctttttact tggtcgtaat agtaatagta
  2740441 atagtaatga ctttggatct ggtgcttgcc tgaatttatc aatattacta ttaatataag
  2740501 ttaaaaccat tccccatgga ataatgataa tttaactcat gtaatttatt ttgatgataa
  2740561 tattttaatt tgtgtattaa taattacctt gtgtgtttat tgttgtgaaa tacactgtaa
  2740621 atataatttg tagcaaagta attaaaatca atcgccaatt atccattgtg tctatttata
  2740681 tttgttttta actttattta taaaatatat cgtctacctt tataactgcg tctggctatt
  2740741 catcatcatt ttcagcctat tatagggatt tgtaaggatt acctatgtct acagatgatc
  2740801 agaaggtagg gttaattcct gtaaccctta tggttgcagg aaatataatg gggtctggtg
  2740861 tttttttatt accggcaaat ttggcttcta caggtggaat tgcgatatgg ggatggctag
  2740921 tgactattat tggtgctcta gcactatcaa tggtttacgc caaaatttca tctttggatg
  2740981 atagcccagg ggggtcttat gcttatgcgc ggcgtgcctt tgggccattt ttaggttatc
  2741041 aaacgaatgt cttgtattgg ttggcatgtt ggatcggtaa tattgcgatg gtcgttattg
  2741101 gggtcggcta tctcagttat tttttcccta ttttaaaaga acccatggta ttaacgatta
  2741161 cttgcgtagt atttctatgg atatttgtcg ggctgaatat tattgggcca aaaatgatca
  2741221 cccgtgtaca agcagtagct acgtcactgg cgcttattcc gattgtgggt atcgctttat
  2741281 ttgggtggtt ctggtttaag ggcgaaacct atatggcagc ctggaatgtc agtgggttag
  2741341 gtacctttgg tgcaattcaa agtactctga atgtgacgct gtggtcattt atcggcgtcg
  2741401 agacggcatc ggtggcggca ggggtagtta aaaatccaaa acgtaatgtc ccgattgcca
  2741461 ccgtgggcgg ggtgttaatt gcggctgttt gttatgttct ttccagtagc gccattatgg
  2741521 gaatgatccc taatgcagaa ttgcgtttat cagcatcgcc atttggtgat gctgcccgtt
  2741581 tagctctggg agatacggca ggggcggtcg tttcactctg tgcggcggcg gggtgtttag
  2741641 ggtctttagg cggttggacg ctggtggccg ggcagacggc taaagcggcg gctgatgatg
  2741701 ggctgttccc ccccattttc ggtaaggtca ataaagccgg tacgccagtg gccgggttac
  2741761 ttattcttgg cgtactgatg accattttcc aaattagcag tatttcgccg aatgcggcca
  2741821 aagagtttgg cctggtttct tccgtttctg tgatttttac tctggtaccg tacctgtata
  2741881 cctgttcagc cttattactg gttggtcatg gccatttagg caatcaagtg aaaacgtatg
  2741941 tcggcataac ccttattgct ttcgtgtatt gcatttgggc cgtagtcggt tcgggtgccg
  2742001 aggaagtgat gtggtcattt gttaccttga tggttatcac cgcgctttat actttcaatt
  2742061 acaaccgtac ccacaaaaac ccattcccac tcgatgcacc tgttaagaac gggcagtaat
  2742121 acccactccc atctgtagct gggtgggcat cattgatgtg atgaattata gataaaggga
  2742181 taaatacgat gattgattta agcagtcaca agaaacgcaa cgttttagtg gttgacagca
  2742241 atattcgtga tatcaatacc gctaatggtc gggcggtaaa cgaacttatc attgcgctta
  2742301 atgacattaa ttttaatgtg attgcggcgg cgacgtttga agatggcgcg gcaacagtga
  2742361 tctccgactc ttcgttgtgc tgtatttttg tcgattggac ttcgggtggt aatgatgatg
  2742421 aatcccatag tcaggcattt gcattgctac aagacattcg tcgccgtaat aaatcagtgc
  2742481 ctgtgttatt gatggctgag cattcatgta tcaatagctt aagtttggag accatgcagc
  2742541 ttgttaatga atttgtttgg atgcatgaag atacctccga gtttatcgct gctcgtgcca
  2742601 aagcactcat catcaagtat taccagcagt tgctgccgcc ttttacgcaa gcgctgtttc
  2742661 aatatacgca agataatcct gaatattcat gggctgcccc cggtcatcaa gggggcgttg
  2742721 ccttcagtaa gacggcggtt ggacgcgagt ttcttgattt ctttggcgag aatctatttc
  2742781 gtacggatac tggtattgaa cgtgagtcat tgggatcttt actggatcac agtgggccga
  2742841 taaaagagtc agaagcgtat gccgcacaag tttttggtgc acatgcaagt tactcgatgc
  2742901 ttaatggcac atcgggctct aatcgcgcca ttatggccgc tgtcgtggga gataagcaga
  2742961 tcgcattgtg tgatcgtaac tgtcataaat ccattgagca gggattggtc ctgtcgggtg
  2743021 cattaccggt attttttatt ccaacccgta accgctatgg cattattgga ccaattccta
  2743081 aagcacaatt ccaacccacg gctattgcac aaaaaattga acaaaacccc ttaaagtcat
  2743141 tggcttgtga tagcaagccc gtctatgcag ttatcacgaa ttgtacctat gacggtatgt
  2743201 gctataacgc ccaacaggca caggatttat tggcaaaaag cgttgatcag attcatttcg
  2743261 acgaagcttg gtacgcctat gcccgtttta atccccttta tcgggagcgt tttgcgatgc
  2743321 gtggtgaccc ggctgaccat gatgcgctgg gaccaactat ttttgctaca caatcaacgc
  2743381 ataaattatt ggcagcgctg tcgcaagctt cttatattca tgtgagaaat ggcaaaaagc
  2743441 cgatagaaca ttcgcggttt aatgagtcgt atatgttgca gtcaaccact tcgccattgt
  2743501 acgccattat tgctgccaat gaagtggggg cggcgatgat ggaaggcggg caggggctag
  2743561 cattgacaca agaggtgatc gatgaagctg ttgattttcg gttggcgctg gctcgtgcac
  2743621 atgatgcttt tgcaaaacaa ggcgaatggt tctttaaacc ttggaataca ccggaaataa
  2743681 cggatagcaa aagcggtaaa aagttacctt tctcccaagc atcacgagag caactgacaa
  2743741 ccgatcccgc ctgttgggtt ctcaagccgg gagacccgtg gcatggtttc gagcagttgg
  2743801 aagaagattg gtgcatgttg gatccgatca aggccgggat tatggtgccg ggaatggggg
  2743861 atgacggtaa gttgtcagaa aagggaattc ccgcagcgat agtgaccgcc ttccttgggc
  2743921 agcggggaat tgtaccgtcg cggaccacgg attttatggt gctgtgcttg ttttcggtgg
  2743981 gtgtaacgaa aggtaaatgg ggcacactca ttaatgtgtt actggaattt aagcagcact
  2744041 acgatagcaa tacaccgata tcggtgtgcc tacctgactt ggcgaaaaat tatcctcatc
  2744101 aatacgctca taaggggtta aaagtgttgt gtgatgagat gtttgcttat atgaagatca
  2744161 gtgaaatgga taaactgcaa gctgaggcat ttagccattt gcctacgcca gtggtcttac
  2744221 cccgtcaggc ttttcaagat catatggctg ggcggtgtga gctactacct atcgataagc
  2744281 ttgctgggcg tgtttccgct gtcggggtta ttccatatcc gccgggcatc ccaattgtca
  2744341 tgccggggga gagttttggt agccatgaag aaccatggct acgttatatc ttaagtatca
  2744401 ccaaatgggg ccagcatttt cccggcttcg agaagatctt ggaagggtcc gagcagaaga
  2744461 atgggcaata ttttatttgg gtactaaagc agtaaatgcg cctagggcgg gtctctcacc
  2744521 gctgctccgc cctaaagctg tcagtccaaa atacggccag tcaaaagaaa ctgtcagtca
  2744581 aaagaaactg ccagctaaaa ggggataaca gtttacggtg attcctggcc ggtgttggat
  2744641 aaaccggctg ggccgatgcc aggcaccaga gaggtttcag tagcgtcagt ttcagtagca
  2744701 ttggtttcat gtggcgtcgt tgagcgggtg tagatgttca gccccgccag gaaaacgccc
  2744761 cctagtgaac ttagcgccat aaccgcaatc aggataatga gtgtttttct cagcataata
  2744821 attattttca ctttttatct aaacagtagg aattatagtc cgttcgcggt atgaaacaac
  2744881 cgtgttatat aattgctacg taatgatgat gagtatgcaa cagtgatttg cacgtagaga
  2744941 ttaacggcgt gcgaacaaaa attttcccaa agtgaccaat actacggcag aaacaatcac
  2745001 tgccagtgcg ccccattctg tgggagataa gctttcgcca gcaaaaccaa tacccagtaa
  2745061 caccgccaca actgggttca cataagcata gctggttgca accgctggcc ggacattttt
  2745121 cagcaggaac atataggcac tgatagcgag cattgagcca aaaacaatta agtacagtaa
  2745181 tgcgagaata ccgctcatcg tcggaggttg ctgtaactct tcgccactca gtgtgctggc
  2745241 aagcagcaac acgacacccg ccactagcat ttgtgcggca ccagacatcg caccggctgg
  2745301 caatgctaac cgggagctcc agactgaacc aaatgcccaa ctggcggaag ccagcaatat
  2745361 cagcatggcc cctaccgggt tgcccaatag gttgctgccg gtgttgagta atatgatacc
  2745421 aaccagtccg agagcaattc ctgcccattc cagcttagtg ttacgcattc cccataataa
  2745481 actgaagcac aacgtaaaca gaggaacagt cgccaccatg actgcagcaa taccggaagg
  2745541 aacatgttgg tgctcagcga tggtgactaa tccattacca attgccagta ataagatacc
  2745601 aatggcactg gctgctgccc actgccgcaa agtaggcaga gcatgaccgc gaatagcaag
  2745661 gaaactgaag agtaaaacgc cagcaattag gtaacgtagt ccggccatca tcagtggtgg
  2745721 ccaactttct accccaatgc gaataaccag ataagttgaa ccccagacga agtacaaggt
  2745781 aaaaagtgaa ccgatcaaca accacaggtt acggcgattt tgcttcagca tagttattca
  2745841 acgaaaaaga gagcggtaaa acacaggggg tcagtaaaca tgagaatagt ggtggttagc
  2745901 aaaggatttt attgtttttt tatattttaa ttttttgtct gaatttcact ctaaaacaga
  2745961 gggttatttt tgattcagac cacagatgag tgaataacta tcctcaaaac accatcagat
  2746021 acggtgcata tatacccaag tgacttcgag atgcaggggg gaactacctg gttatctgac
  2746081 tgcaatctca ctgcagttga ggataaatgg cttatggaat atggcagcca tagccttcat
  2746141 gcaggcgagt ggcgtaaaaa agccgggaat aatcccggca taataaatac attcaaagaa
  2746201 ccataattca caataaaatg agggtaacac cttacattca aattagaact gatacaccag
  2746261 accaagtgct acaacgttat cagtattcaa ttttagttta ttatcatcat tgagttggtt
  2746321 tattttataa tcaacatacg tggacatgtt tttgttgaag taatatgttg caccaatatc
  2746381 gacatattta accaggtcgg tgtcaccaat gccttcgata tcttttcctt tagattgaat
  2746441 ataggcaatg gaaggtttta aaccaaagtc aaataaatat tgagccacta actcaatgtt
  2746501 ttgagtttta ttagcaaaac cacttacgct ggttgacacg ttattaatta ccgcagtacc
  2746561 agagattggt gtcatattgc gcgtttctgc ataattggcc gctaaataaa caccgttatc
  2746621 gctatatttc aggccggtag tccaggcatc ggctttatcg cctttaccaa aggtactgtt
  2746681 cttctgggct agggtgcggt tagatgaagc ataggctgca cctacgctga cacctgcgcc
  2746741 aatctcatag ctggaagata aaccgaaacc gtcgccattc tgcttggatg tatcagtacg
  2746801 cccgttattc gtctcgcctt cggcaccgtt cttgccttga tattgcagag agaatttcag
  2746861 accatcaacc aaaccaaaga aatctgtgtt gcggtaggta gcaacgcccg tggtacggcc
  2746921 agtcataaaa ttatcggttc tggtgtagct gtcattcccg aactcaggca gcatatcggt
  2746981 ccaggctgca atatcatata acacgccgta gttacggcca tagtcgattg aacctaaatt
  2747041 accgtaacgt aaaccggcaa aggctaagcg tgttttattg tcttttgctt cttggctctc
  2747101 ggcatagtta gcggcgaagt tatattccca ctggccgtaa ccgctcagtt catccgttat
  2747161 ttgagtgaca cctttgaaac caaggcgaac atacgattta tcaccatcac tttttgtatt
  2747221 atcagaaaag taatgtaacg cttttacttt tccatataaa tccagcttat taccgtcttt
  2747281 gttgtaaatt tctgccgcat gtgaagtggt tgcaactaat aatgtcggta taaggattgc
  2747341 cagaatatta cgtttcatgt tttgccctgt ttctcttatt gaaaaaacgc gaataataaa
  2747401 atttttgctg tattcaatat ctgtctgaat tttcccagcg cagaattttt accgcatctg
  2747461 tgtgatatat ttatgacaaa ttataaataa ctgctttatt gcgtaaattt tatcctgctt
  2747521 tggttaacac caagccggtg ttttagcgct agcgaaagcg ctttcgggct gacgcaggcg
  2747581 gcgctctgtg ggacaatagg gcatcattca gtttagataa gatatgcatg gcgttgtctt
  2747641 cagcagtaaa agaacaaatc agtcaatggt ataaggcgtt gcaacagcag atcccggatt
  2747701 ttatttcccg ggcgccacag cgtcagatga ttgctgaagt ggcgaaaaca ctgtcgggcg
  2747761 atgctggccg tcatttggct attgaagcac caacgggtgt gggtaaaacg ctgtcttatc
  2747821 tgatccccgg tatcgccgtc agccgtgcag aaaataagcc gttagtagtc agcaccgcga
  2747881 atgtggcgtt acaggatcag atttacagca aagatttacc gctgttgaaa aaaatcattc
  2747941 ctgacctgaa atttaccgga gcctttgggc gtgggcgtta tgtctgtccg cgtaacctgg
  2748001 ctgcaatgtg cactgatgtg tccgggcagg gcgatttatc gctatttctt ggtgatgaac
  2748061 tggcaccggc aaacggtgaa gagcaagcga cctgtctggc attgtctaag tcgctgaaca
  2748121 gctacgtttg ggatgggtta cgcgatcacc atcaattggc tctcagtgac agtttatggg
  2748181 ccaaattgag taccgataaa gccaattgtt tggggcgtaa ttgccattat ttccgtgaat
  2748241 gtccgttctt tattgcccgt aaagagatcg aaagcgccga tgtcgtggtg gctaaccacg
  2748301 cattagtgat ggccgcattg gaaactgaat ctgttttgcc caatcccaaa gagctattac
  2748361 tggtcttgga tgagggccat catttaccgg atgtcgcacg tgatgcatta gaaattgaag
  2748421 gtgaaatcac agcggtattt gccaatatgc agttggatat gattgttcgg ttggtggatc
  2748481 aatgcctggt gcaataccgg ccaaaaaacc cccctgggct tgcccatcct gaacgcctta
  2748541 aagatcactg tgaacaactg cgcgaactga tgctcagtgt tgaacagcaa gtgagtcagt
  2748601 tgctgcccac tgaaggcaat cccgcggtgt accgttttga gatgggcgat ctacccgaga
  2748661 atttaacgga aagttgtgcc aaattattca aactgacgga tgcgttacgc ggggtggctg
  2748721 agtttgtact caatgatttg agtgaacaga ccggtaagca cgatatcgtt cgtttacatc
  2748781 gcgcgatgat acaaatgagc cggacgctgg gttatctgga ggcaatgagc aagctttggc
  2748841 ggttggcggc gatggaaaaa gcatcgaatg cgccgatttc taaatgggtg acccgcgaat
  2748901 atcgtgacaa tcaaacgcat atttacttcc attgtgtcgg gatccgcgtc agtgatcagt
  2748961 tagataaaat gttatggcgc aaagtgcctc atgtgattgt gacctcggca accttacgct
  2749021 cactgaacag ttttgcgcgt ttacaagaga tgagcggctt gagtgagaag gccggtgatc
  2749081 ggtttgaaac attgtcatcg ccgtttaatc atattgagca ggggaaattg attatcccta
  2749141 aaatgcgctt tgaacccacc atggcgaatg aagcagagca tctggcagaa atggcacaat
  2749201 tcttccgtgc gcagcacgcc agtgggcggc ataaggggat gttgatccta ttcagtagcc
  2749261 atcgggcgat gcaaacattc ctaagccacg tcaccgatct gcgcctcatg ttactggttc
  2749321 agggggatca accgcgttat cggctagtcg aagagcatcg taaacgggtg aataatggca
  2749381 ctgccagtgt attgattggt ctgcaatcat ttgctgaagg gctagattta aagggtgaat
  2749441 tactgactca ggtccatatc cataaaattg cgtttccacc gatcgacagc ccggtgatcc
  2749501 tcactgaggg agagtggtta aaatcactga agcgctatcc gttcgaagta caaagtctac
  2749561 ccagcgcttc attcaacttg attcagcaag tcgggcggtt gatccgcagt aatgaatgtc
  2749621 ggggtgaaat tgtgatttat gatcggcgtt tattgaccaa agggtatggt gcacggttgt
  2749681 tagcggcatt gcctgttttc ccgattgaac aaccggatat gcctgagggg ccgttggtga
  2749741 cacctacagc ggtgaaaggg cctgctaagc ggacgaagcg ggttaggaag acacgggata
  2749801 agccataaaa atacacctcc aaatgtcagg gggttatcca acatttgggg tgcagttcaa
  2749861 aggggctgat cgggtttaat tcaggccaag tgcttttttc acaccggcgc cataagccgg
  2749921 gtcaacctgc gtaaacaacg ctatctggcg gcgttggata gcttcaggaa cttgcgataa
  2749981 ctcacccgca atacgggtga acatgcgttg atgctcttct tcactgagca ggttaaacag
  2750041 cgcccgtggt tgagagaaat agtcggtgtc ttcgcggtga ttccaatgat ctgccgcccc
  2750101 ttccaatgtc agtggcggtt cgctgaaatc aggctgttct tggaacaggc caaagctgtt
  2750161 tggctcatag gttgcgccat taccactgtt accatcaacg cgcattgcgc cgtcacgatg
  2750221 ataattatgg aacggacatt tagcactgtt caccgggatc tgatgatggt taacccctaa
  2750281 acgatagcgg gcggcatcac cgtatgagaa caggcggcct tgtaacatgc ggtctgggga
  2750341 gaaactgatc ccagggacaa cgttagctgg attgaatgag gattgttcca cttcagcgaa
  2750401 gtagttttcc gggttgcgat tcaattcgaa gtagccgaca tcgatcagcg ggtaatcacc
  2750461 gtgcggccag actttagtca gatcaaatgg gttataaggt gtttgtgatg cttcgtgctc
  2750521 cggcattacc tgaatctgta gtttccaacg cgggaagtca ccgcgctcaa tcgcttcata
  2750581 cagatcacgc tgcgagcttt ctctatcaga accaatcagt ttttcggctt catcgtccat
  2750641 caggttttca atgccttgct ggcaacggaa atggaattta acccaaaaac gttcattatt
  2750701 ggcattgatt aggctaaagg tatggctacc gaaaccgtgc atatgacggt aagattttgg
  2750761 caagccacgg tcactgaaat cgatggttaa ctgatgcagc gcctctggca gttgagagaa
  2750821 gaaatcccat ttataaaccg ggttacgcag gttggtacga gggtcgcgtt tgaccacgtg
  2750881 gttcaggtcc gggaacttca gtggatcacg taaatagaag accggtgtat cgttaccaac
  2750941 caaatcccag ttgccttcct cggtataaaa cttcatggca aaaccacgga tatcacgttc
  2751001 agcatctgca gcaccgcgtt caccggccac agtggagaag cggacaaaca tgtctgtttt
  2751061 tttaccgatc tctgagaaaa tttttgcgcg agtatattgg gtaatatcat gagtcacggt
  2751121 gaacgtaccg tatgcaccgg agcctttagc atgcatgcgg cgctcaggga tcacttcacg
  2751181 gtcaaaatgg gctaattttt ccaggaacca aacatcttgc agtagcatcg ggccacggcg
  2751241 gccagccgta ataacattat tattatcgac aacgggagcg cctgccgcgg tggttaatcc
  2751301 tttcttcttg ctcatcatgt tctccagtat ggctgttgaa ttgattgcgg ttttgggttt
  2751361 aagcgtgata tcgcgtcaaa aacgtgattg acaagataat aattttaaca aaaacacggt
  2751421 gttattcttt gatctcccca ctagttgtag tcgtattgac cgcattcagc aaataggtat
  2751481 gccttattgt taacatgggt aatcgctatt gctgtgggaa ctgacgatca tttgaaatta
  2751541 tgatcatttg aaatactgtg ctgtttaatt agtttatccg tgtggtctta ggtttttttc
  2751601 gggtaaactc cgcacaggaa aaaccataag cctaaaatgg ctaattggtg acataacgaa
  2751661 caatgagaga gcaatatgaa taagcattta gtggcgtgtg cagccagtct gctgttggta
  2751721 gccggttctg ccagtgcggt gagttttaac gctgaaactg ggcgtcatta cactaattta
  2751781 ggttttggtc tggggacaaa cacgggcggt ttggccatta gtggcaactg ggcgcgcagt
  2751841 gatcatgacg gcgatgtgct ggggcttggg ctggggttta atttaccggt tgggccaatg
  2751901 accgcgacag tgggagccaa agggatttat atgtcaccag aagacggcag cagtggcggt
  2751961 gcggtggcga ttggcggtgg gctaagctat ccgatcaaca aatcattcag cgtatacggt
  2752021 gaggggtatt tcgcaccgga agagttgacc agcggtatga aatcctacag cgaagccaat
  2752081 gggggtgtgc gttggaacgt attccgcccg ttaacggttg atgtcggtta ccgctatatc
  2752141 aatatggaag gtaaagaagg ccgtcgagat aatcgtctcg ctgatggggt gtatatcggc
  2752201 gctggtctga acttctgatt accctttttt atctgacgtt agagcgttgt gcttataatt
  2752261 gcagcgttgt tcttataaat aaacgttagc ggtattcact taccctcatt actgacgtga
  2752321 gtcagtttat cgggcctcgt tcacttgctg cccggcggca acgctaatgg ctttgggtta
  2752381 acggataagg gctttgggtt aacggaaatg acgttgggct gacggaaaag ggcgcattcc
  2752441 tatcaggata tgcgccctta ttattgctta cgtatcaccc taccgcaggt aatgcgccag
  2752501 tgacaatacc aatctgaata ccaatcacgg taacaccaca ggcaaacacg attgccagcg
  2752561 cgggtctccc accccaaacc tgatatttgc cctgatgaag tttacgggct ttccacgcta
  2752621 acattgcagg cagaattaat gccaatactg acaatgccac agcggcaaaa cccaacgcca
  2752681 taataaagcc acgcggataa aacagcgcaa acagtaatgg cggcgtaaag gtaattaacc
  2752741 ccgtttgtaa acggccacgt atggaatttc ggcgtttaaa taaatcagcc aaatagtcaa
  2752801 atagccctaa tgctaccccc aggaatgagg ttgccagtgc cagatcagca aacaaatgca
  2752861 ccgccagttc gacatgggga gaggccacga cgtcgcgcac agcctggagt aaaccgttca
  2752921 aacccgcttg ctgggccaga ataccgacaa aagtatgaga ggaaatcgcc cccagtgtcg
  2752981 ctaattgcca gaagatataa gcgataagcg gtatcgcact gccgatgata aatacccagc
  2753041 gcagtttacg gatattaccg cccatataat taacaatgct gggtacgctg ccgtggaaac
  2753101 cgaatgacgt aaaaattacc gggatcgcag agagtgctag cccttgctct agcggcaatg
  2753161 tcagtaggtt ggttttttcg atatgcggca tcatcagtgc cagcattacg atcaggaaaa
  2753221 tgattttggc actgaacagg atacgattga acaaatcgac cgaatgggta ccgatgcaaa
  2753281 ccactcctcc ggcgactagg gtaaacagta aaacgccgag ataggtcggg aatgattgct
  2753341 gagtccattg gctgatactg gttgccaata actcgccagc accactgata taagccgcag
  2753401 taagcgcata catcagaaac atcatactga aacccgtcag ccattgacca tggccaccga
  2753461 ggtaacgttt ggctaatgta ccaagcccgg tatcagccgc ttcatattga taaacttcca
  2753521 ccagcaataa tgcggtgtaa cacattaata accaaagaga aacaagcaag gccagtgtga
  2753581 cgccaaaccc tacgccggcc gccgccagtg gcatggccaa catgcccgca ccaatggtgg
  2753641 tacctgcaac gataaatata ctgcccagag tgcgattctt cacgctttcc tctactacta
  2753701 tggctattta taccccaact caatggcatc acggccagca tttatactcg cccgccgggt
  2753761 gaacctcaaa tggggctcat ttaatcctga tgagcagatt catgcggtaa ttcggttaaa
  2753821 ttaaagccgt taacaccgct gcaacgtcaa ataagagggg tatattggaa ttattgaggc
  2753881 agaagagtag tggattggcc tgtttgtgtc aaatcgtcgt tacgatgagt gtaaattata
  2753941 gtttacgata ataaaatcaa taaaatagcg acagccctat cttgttgcga tctatcccca
  2754001 aaataattcg agtttcagga aggtggcaac tgaggggcaa attaatcggg accccatttg
  2754061 aacagcattt atgctgcccg tagggtgagt tgcggggatg aggcgcatta atccccagaa
  2754121 gtttatttat tttaaggtca acaacaggta agtgactggg gtgaacaaag gtagccagcg
  2754181 tacaggcaac gtgcagtatg acgggcatac atagtgcagt gatccaaata gcacagagaa
  2754241 atgattgtat ttaggtgacg tcattcttaa agtgacgcag tgagcataaa cggagaagaa
  2754301 aatgatcaga gtcgagatgt tgagtaccgg agatgaagtg ctgcatgggc agattattga
  2754361 taccaatgct gcctggctgg ctgattattt ctttaatcag ggtttgccaa tcagcagccg
  2754421 ggaaaccgtc ggcgatgata tttcggccct tattgaggtg ttgactgagc gcagtcaagt
  2754481 tgctgatgtg ttgattgtca atggtggcct ggggccgacc agtgatgatt tgagcgcctt
  2754541 ggctgccgca cgagctgcgg gtgtggaact gattgagcac ccggaatgga ttgctcgcat
  2754601 ggaagcgttc tttatagcgc gtggccgcgt gatgtcggca actaatcgta agcaggccca
  2754661 tattccggcc aatgctgaaa tgctggacaa ccccgtgggc acggcatgtg gctttgttct
  2754721 gcggctaaat aagtgcctga tgtttttcac cccgggggtg ccatctgaat ttaaagtgat
  2754781 ggttgaacag cagattatgc cgcgtctacg gcagcatttt gaggtggctg aaccgccatt
  2754841 atgtttacgg atgaccactt ttggtcgttc agagagtgat ctggcgctgg agctggatcc
  2754901 gttaccacta cctgaaggcg tggtgctggg ttaccgttca tcggccccaa tcattgagtt
  2754961 gaaactcacc ggcccagcgt cacaacgctc ggcaatggag caagtctggc agcaggtgag
  2755021 ggcggtggca ggcgaaagca cgcttttcga aggtactcag ggcttgccag cactcttaac
  2755081 cgaacaattg acacagcgtg gcttattgct ggcggtgagt gagcaattta ccgctgggct
  2755141 gatgaactgg cagttacaga gtgcgggagc accactggtc ggcggtgagt tgttacccgc
  2755201 gcattgccag gagtcgctga gtgaggtggc tagccgcgca cagtcattgt ctacgctgtg
  2755261 tggtgcacag gtcgtgttgg ctatcagtgc gatgcaacat gattgtctga gtgtggcatt
  2755321 acatacccca gaaaggactt ttgctcagac agtgcgctat caggcgagcc gccatggttt
  2755381 gcgtatccgt caggaaagca gcgcgatgtt ggcacaggat atgttacgcc gctggctaaa
  2755441 gggcggctca gtgtgcgggc agcatggttg gttggatatt attgagattt tgtaattaaa
  2755501 agagaatgtt aatatttagc ccaggcgcgg aatagcgcct ggttaatgag tgctatttga
  2755561 cctgcgcact tctgatatct tcgcccgctt cccagatccg gtatttgact tccacccctt
  2755621 gcggtacata gaccacaatg ggtaggcggc tgttgtaacg ctgcattgcc gcgtcgccca
  2755681 aattggcggt aacaaatttc acttgcggtt tactgtcttc agggcaagcc atcatggttg
  2755741 aggcgggttg tgagatttta tccatcacca gataatcgaa tccccaacca gataatgttc
  2755801 tggtttccag attgccgccg agcatgtggc ggttacagtc aacgttgaga gttttaccga
  2755861 tcagcagctc aactttaaag cggctttcat ctttttgagg ctcaagaaaa atgacctgtc
  2755921 ggctcatccc tttttcagct tgtggataag gtgcgatttt ttctaatggc tgctgctgat
  2755981 tgagaggcgt aggcgtatca gcaatggcat tgattgatgt cgctagtaat acactggcta
  2756041 atatgattga gcattttttc atcttttttt ctctaagttt tatcagcaat acgtctctaa
  2756101 aactcgattt caatgttgcc cttgggttga caacaacagg gtaggatctc tccggcctgt
  2756161 ataaaagcga gtggctgctg caaataacag acttcgcctt tcagtaaacg catgcggcaa
  2756221 gagccgcaat aacctgaacg acactgatat tcaaccggca cttgatggta ctccagcgtt
  2756281 tccagcaaat tgcggctgct ggccggaaca ctaagctgag caccggtggt atttaaggtt
  2756341 acaatcgctt tcacagatta cagctcgaaa tcactcaggt cgtcagcact gacttctgaa
  2756401 tcaatttgac ccaccagata ggaactgact tccacttctt gtggcgcgac ctgaacgtta
  2756461 tcggaaacta accaagaatt gatccatggg atagggttgg tgcgggtgct aaagggtatg
  2756521 cccagaccga ccgcctgcat acggatgttt gtaatatatt ctacgtattg gcacaggatc
  2756581 tctttattta ggccgatcat tgagccatca cggaacaggt attcagccca ctctttctct
  2756641 tgctgtgccg ccagtacaaa cagatcgtag cattgctgtt ggcactcttc ggcaatttct
  2756701 gccatttccg gatcatcctc acccaaacgc atcaggttga gaatatgctg tgtacccgtc
  2756761 aaatgcagcg cttcatcgcg ggcaatcatt ttgataattt ttgcgttgcc ttccatcagt
  2756821 tcacgttcgg caaaagcgaa agaacaggca aaactgacat agaaacgaat ggcttctaag
  2756881 gcattaacgc tcattaggca cagatagagc tgttttttca aatcacgcaa ttttactacc
  2756941 acggtcttac cattaacctg gtgggtacct tcccccagca gatggtaata actggtcatc
  2757001 tcaatcaaat catcgtaata agcggagata tctttggcgc gtttaaggat ctcttcgttg
  2757061 gtcacgatat catcaaaaac aactgatggg tcgttaacga tattgcggat gatatgcgtg
  2757121 taagagcgtg agtggatagt ctctgagaac gaccaggttt ccacccaggt ttccagctca
  2757181 ggaattgaga tcaacggcaa cagcgccacg ttagggctac ggccttgaat ggagtccagc
  2757241 aaggtttggt atttcaggtt gctgataaaa atgtgttttt cgtgatcggg taacgcgttg
  2757301 taatcgatac gatcgcgtga tacgtcgatc tcttcaggac gccagaagaa agagagctgt
  2757361 ttttcaatca gtttttcgaa aatcgcgtgt ttttgttggt cgaaacgtgc cacgttgacg
  2757421 gattggccga agaacatggg ttcgagcaac tgattatttt tattttgtga aaaagtggta
  2757481 taggccatgg tttcctcagg ggtcgtgcaa aggacaaata gcgtaatggg caaataggtc
  2757541 gcgtaacgga caaataaaaa aggcccattg acggcagtag cgtcagagtg agctaccccc
  2757601 cagcgacccg tggcataaat aacgccatca tggataaccg ggggtaaaaa ctaaatctta
  2757661 catgcaccgc cttcgcagtc gtcatcaccc ggcaggcttg attgaatgtc ttcttgcaca
  2757721 tcatcagcgc cgtcacgggt gttttgatag taaagcgttt tcacaccaaa tttataggtg
  2757781 gtcagcaaat ctttcagcaa ctgcttcatc ggtactttac ctgatgggaa gcgggttgga
  2757841 tcataattgg tgttcgccga tatcgcttga tcgacaaatt tttgcatcaa accaaccagt
  2757901 tgcaggtagc cgtcattatt cggcatttcc cacagcagct cgtaagcgcc tttcaagcgt
  2757961 tcatattcag gcacgacctg acgcagaata ccatctttag aggctttgat gctgacgtaa
  2758021 ccccgcggtg gttcaatacc gttggtcgca ttggagatct gcgatgaggt ctcggatggc
  2758081 atcaatgccg acaacgtgga gttacgcaac ccatgagtct gaatctcttt acgcagtgtt
  2758141 tcccaatcgt aatgtagagg ttcattgctg atggcatcca aatctttctt ataggtatcg
  2758201 atcggcaaaa taccttgtga atacgtggtt tcgttaaacc acgggcaagc gccttgttca
  2758261 cgggccagag cgttagatgc tttcaacaaa tagtactgaa tggcttcgaa agtccggtgt
  2758321 gtcaggttat tagcactgcc gtcagaataa cgcacgccgt tcttcgccag ataataggca
  2758381 aagttaatca ccccaatccc caaggtacgg cggcccatgg caccacgttg tgctgctgca
  2758441 atcgggtagt cctgataatc cagcaaggca tccagtgcac gtactgccag tatggccaga
  2758501 tcttctaaat catcgaggct atcaatggca ccgaggttga acgctgacaa cgtacagagt
  2758561 gcaatttcgc cattctcatc gttgatgtca ttcagcggct tagtcggtaa tgcaatttcc
  2758621 aggcacaggt tagactgacg caccggggca attttcggat caaacgggct gtgcgtgttg
  2758681 cagtggtcaa cattttgaat atagatacgg ccagtagaag cacgctcttg catcatcaaa
  2758741 gagaatagct caaccgcttt cacccgttgc ttacggatac tgctgtcttg ctcgtatttg
  2758801 acatacaggc gttcaaattc atcttgatcg gcaaagaacg catcatagag ccccggtaca
  2758861 tcagaagggc taaacaaggt gatatctcca cctttcaaca gacgctgata catcagtttg
  2758921 ttgatttgca caccgtaatc catatgacgg acacggttac cttcaacacc acggttgttt
  2758981 ttcaggacca gtaggctctc gacttccaga tgccacattg ggtagaacaa cgtggccgcg
  2759041 ccgccacgaa caccgccctg tgagcaggat ttaaccgccg tctggaagtg cttatagaat
  2759101 gggatgcaac ccgtatggaa tgcttcaccg ccacgaattg ggctacccaa cgcgcggata
  2759161 cggcccgcat tgataccaat accggcacgc tgtgacacgt atttcacgat agcgctggag
  2759221 gtggcattaa tagaatccag gctgtcacca cattcaatca gtacgcaaga gctgaactgg
  2759281 cgggtggggg tacgcacacc ggccatgatc ggtgttggca gtgaaatttt aaacgtagag
  2759341 atagcgtcgt agaaacgctt gatgtaatcc agacgggttt cacgcgggta gccggagaac
  2759401 aggcaagctg aaaccagaat gtacaggaat tgggcacttt catagatctc accgcttaca
  2759461 cggttctgca ccagatattt accttccaac tgcttaaccg cagcgtagga gaaattcata
  2759521 tcgcgccaat ggtcgatgaa agtgtccatc tgctcaaatt cttctgcggt gtaatcttcc
  2759581 agcagatgtt tgtcatattt acccatttct accattttcg acacatgagc gaaaagcgta
  2759641 gggggttcaa actgaccata ggctttttta cgcaggtgga aaatggctaa acgggcagcc
  2759701 agatattgat aatccggggc atcacgggag atcaagtctg cggcggcctt gataattgtt
  2759761 tcatgaatgt cagaggtttt gatgccatca taaaactgaa tgtgtgaacg caactctact
  2759821 tgtgataccg agacgttatg taaaccttcg gcggcccagt cgatgaccct gtggatttta
  2759881 tccagattaa tgcgttcttt gctgccatcg cgtttagtaa caagtaggct ttggttcatg
  2759941 tgctctttta cctttaatgt gtttatagcg cgtgagctaa gggatcaaca ggccgatttt
  2760001 tcaaaccgcg agctgaattt tcaagcactg atttgtgcca tcgctcagta tacaaacaca
  2760061 atatatagtg ggtgggtgtt ggacagataa caagatagtg agtattgagg cttttggcaa
  2760121 gtgaacaaaa cgggataatt gtgtggataa cttgggggtt aattgttacg aatgccttat
  2760181 aagctgcgcc attactggga ctcactactt atccttctgg gggataagat tttgcggaaa
  2760241 atcttaaaag tttgatcgtt tgccgcttta ttaaacattc taaaaggacc ctgtaattta
  2760301 tcgcttttat tgctgaaaaa aacgctttct gcctgatctg gcgattaaca gcatataaag
  2760361 ggataactgc gagggggaaa agccaggaag agcaggtgct tagccctgct cccagtgggt
  2760421 tctacggctg atctattcgc tgtcccgttg tgtatgcacc atataattta catcaacatt
  2760481 gcggccaagc ttaaaatggt cggtgatcgg gttgtaatgt agcccgataa tatggcgttc
  2760541 aagcaatggc gtttgatcta cccagcctat taactctgac gggcggataa actttttcgc
  2760601 atcatgtgtg cctttaggca ccattttcaa tagatattcg gcaccaacga cggccattag
  2760661 ccaagacttg gtattacggt taatggtcga aaagaaaaca tgcccacccg gtttgaccaa
  2760721 ttgtgcacag gcccgtacca cggaagcagg atccggtaca tgttcgagca tctccatgca
  2760781 ggtcactaca tcgtagtgtt gcgggtgttg ctgcgcatga ttttcaacgg tttcctgcac
  2760841 atactcgagt ttgacgccag tttccagagc atgcagacgc gcaacttgta gcggctcgta
  2760901 gcccatatcc aggccagtca cttgcgcgcc ttcacgcgcc atgctttcgg ccagaatccc
  2760961 gccaccacag ccgacatcca gcactttttt ctcaaaaata ccgcctgagc gctgcaagat
  2761021 atagttgagg cgcaggggat taatacggtg gagaggctta aattcgcctt ctaaatccca
  2761081 ccagcgggag gcaacagctt caaatttagc gatttcttgc tcatcaacgt tatgatggcg
  2761141 gcttgtcgtt ttggctcgca tgatgggttc tcactgtttt gtttctttgc gcggattata
  2761201 catgttcccc atcttttgta ttagccttcg tgctcgacgt tgccgagggc gtgagctgtg
  2761261 gccatcattt gtggtgagag tccgtgctct ggaggatagc gggtgagaat gatccgagag
  2761321 cgctgtcatt taacccaaaa catgcagttt cgccaaaatc tgcgttttgt gatatagttt
  2761381 cgtaccttta aatccggtaa tcagtagagg gatagcggct caatgagcga ccttgccaga
  2761441 gaaataacac cggtcaacat cgaggaagag ctgaaaagct cctatctgga ttatgcgatg
  2761501 tccgttattg tcggacgtgc gttaccagat gtccgtgatg gactgaaacc ggtgcaccgt
  2761561 cgcgtactgt ttgcgatgaa tgtactgggt aatgactgga ataaaccata caaaaaatcg
  2761621 gcccgtgtag tcggggacgt tatcggtaaa taccacccgc atggtgacag cgcggtctac
  2761681 gacactatcg tgcgtatggc ccagccgttc tcactgcgct atatgctggt ggatgggcag
  2761741 ggtaacttcg gttccgtcga tggtgactcc gccgcggcga tgcgttatac cgaaatccgt
  2761801 atgtctaaaa ttgctcacga attgttagcg gatttagaaa aagataccgt tgacttcgtg
  2761861 cctaactatg atggtacgga acaaattccg gctgttatgc cgaccagaat ccctaacctg
  2761921 ctggtaaacg gttcgtcggg tattgcggta gggatggcaa ccaatattcc gccacataat
  2761981 ctttctgagg ttattgatgg ctgtctggct tatatagaag atgaaaacat cagcattgaa
  2762041 gggctgatgg agtatatccc tggcccagac ttcccaacag cagccattat taatggccgc
  2762101 cgtggtattg aagaggctta tcgtactggt cgcggtaagg tctatatccg cgcacgtgct
  2762161 gaagtcgaag cggatgccaa aacgggccgt gaaaccatta ttgttcatga gatcccgtat
  2762221 caggtgaaca aagcacggtt gattgagaaa atcgccgagc tggtaaaaga aaaacgtgtc
  2762281 gaaggcatca gcgcgttacg cgatgagtct gataaagacg gcatgcgcat cgtgattgaa
  2762341 atcaaacgtg atgcggtcgg ggaagtggtg ctgaataacc tctactctct gacacaattg
  2762401 caggtgactt tcggtatcaa tatggtggcc ttgtctcagg ggcaaccgaa gctgcttaac
  2762461 ctgaaagaca ttctggttgc ttttgttcgt caccgtcgtg aagtggtgac tcgccgtacc
  2762521 atttttgaac tgcgtaaagc acgtgatcgc gcccatatcc ttgaagcgtt ggcgattgca
  2762581 ctggctaaca ttgatccgat tatcgaattg attcgccgtg catcgacccc tgcggaagca
  2762641 aaagccggtt tgattgccag tccttgggag ttaggtaacg ttgcttccat gctggaacgt
  2762701 gctggtgatg acgcggcccg ccctgagtgg ctggaagcgg aatttggtat ccgtgacggt
  2762761 aaatattacc ttaccgagca acaggctcag gctattttgg atctgcgttt gcagaaactg
  2762821 acaggtctgg agcatgagaa actgctggat gagtataaag agctgctcac cttaattggc
  2762881 gagctgatct ttattctaga aaatccggat cgcctgatgg aggttatccg cgaagaatta
  2762941 gtggcgatca aagagcaata taacgatctt cgtcgcactg agatcaccgc gaatacctct
  2763001 gatatcaata ttgaagacct gattaatcaa gaagatgtgg ttgtgacgtt gtcccatcag
  2763061 ggctacgtca aataccagcc gttgagtgat tacgaagctc agcgtcgtgg tggtaaaggt
  2763121 aaatctgctg cacgtatcaa agaagaagac tttattgatc gcctgctcgt tgccaatacc
  2763181 cacgatacca tcttgtgctt ctccagccgt ggccgtctct attggatgaa ggtctatcaa
  2763241 ctgccggaag ccagccgtgg ggctcgtggc cgtcccatcg tcaacttgtt gccgcttgag
  2763301 ccaaatgagc gtattaccgc cattctgcct gtgcgcgaat atgaagaagg ctgtcatgtc
  2763361 tttatggcta ccgccagcgg tactgtgaag aaaacggcat tgacggagtt cagtcgccca
  2763421 cgtagcgccg gtattatcgc cgttaatttg aacgaaggtg atgagcttat cggtgtggat
  2763481 ctgacggatg gcagcaatga agttatgctg ttctcagcat tgggtaaagt ggttcgtttc
  2763541 ccagaagggc aggttcgctc tatgggccgt accgcaaccg gtgtccgtgg gatcaacctc
  2763601 aatggcgatg atcgggttat ttctctgatc attcctcgtg gtgatggtga aatcctgacc
  2763661 gtaactgaaa acggttatgg taagcgtact gcagtggcag aatatccaac caagtcccgt
  2763721 gcgactcagg gggttatctc cattaaagtc agtgagcgta atggtaaggt tgtcggtgct
  2763781 gttcaagttg caccaactga ccaaatcatg atgatcactg atgctggcac actggtacgt
  2763841 actcgcgtat ccgaagtgag tgtcgtaggg cgtaataccc aaggtgtgac cctgatccgt
  2763901 accgcagaag atgaacatgt tgttggtttg caacgtgtcg ctgaacctga agaggatgat
  2763961 gatatccttg atggcgaatc atcagaaggt gaagagggca gcgaagaaaa cgcggcacta
  2764021 aatgcaccat cagatgatgt tgccgatgaa gacactgatg cagaagacga cactgatgta
  2764081 gaagacgaca acgcataata atgttgctct ggcaggtgcg gtttattgca cctgctcatt
  2764141 catctgcggc gacccagtct ttaggtgatc gtgtcattaa aaaacagcca gccagtgagc
  2764201 ttaacgccca tcagttaagc aactgagctg gcttttttat cggttatcgg tagtatattc
  2764261 tgttgttaac acagcctgtc tggcgatgct ttttcatcat ggtatccgat tgaaatatct
  2764321 ctcttcattc cgtacgacac taaaaatatc ccgctactta ttccgggtat tggccgttat
  2764381 gttatggtcg cttggcgcat tattgaccac tttttatatc ctgaatgtac ttaacgaaaa
  2764441 aaaagccgat attcgtcagg aatataacaa caactttggt ttggcgcaga actacatccg
  2764501 gcattccgct gaaattatac gcgatatcaa atatatggcg gaaaatcggc tagataaaaa
  2764561 cgccagtgac actgatgcca ctagtggcat ggttatgaat aaaaaggcgg taccacaata
  2764621 ttacccgctt aactcagatt caggttgcac gacggctagc acgtctaatc aagcgtcagt
  2764681 gaatactctc agtaacctta tttggtactg gaaggagaac tttactgccg cttatgatct
  2764741 caatcgtgtc ttttttattg gcacggatac gttgtgtatg gtggattttg acatccgtaa
  2764801 tgctccatcg ctgcaagaaa acctgcttaa gtcgctgtat gagcatacct taaagtaccg
  2764861 tgataccaag aatcaggata aagacagcaa tatttactgg gtggtacctg gtgctcgtcc
  2764921 cgatattggc gtcttgtatg ttctaagccc cgtttatcta ggtaatagat tagaggctat
  2764981 gattggcttt gagcagagtg tccgcttaga ggattttatt tcttcccgaa cactgcctat
  2765041 cagagtgacc ttattaaatc aggataatga acccgtgtta cagatggcat caggtgatcg
  2765101 ttatccggct atactggatg attatcctga ttcaccatct tactttggtt atgctgatga
  2765161 ttataaagat cttattctaa agaaagcttt accaccatcc cccctcagta ttgcttattc
  2765221 attacccgtc aaaacgataa tagaagcatt caaattattg attttcaatg cgttacttct
  2765281 taatgtgctc tctgccgtag tgatttttac attggcttgg ctatttgagc gaaaaatgtt
  2765341 tcatccggct gaagataatg cgctgaggct tgaggagcac gagcaattca accgcaaaat
  2765401 tgtggcctcg gctcctgttg ggatatccat tttgcgtatc agtgatggta ctaacatcct
  2765461 gagtaatgaa ttggcacata attatattag tttactgact aatgaagatc gggaacgtat
  2765521 tacgcgcatt atttgtgagc gtcaggctaa ctttgtcgat gtaatgacca gcaacaacaa
  2765581 taatctgcaa attagctttg ttcattcacg ttatagaaat gaagatgtgg cgatttgtgt
  2765641 gttggttgat gtcagtgctc gggtcaaaat ggaggaatca ctacaagaaa tggctacggc
  2765701 ggcagagcaa gccagtcaat caaaatccat gtttctggct accgttagtc atgaattgcg
  2765761 cacaccgctg tatggcatta tcggtaacct cgatttattg caaacgaaag aattaccgca
  2765821 gggagtcgat cggctggtaa cggcaatgaa taattcgtcg gggttattat tgaaaattat
  2765881 cagtgacata ctcgattttt ctaaaataga gtctgaacag ctgaaaatcg agccaagcga
  2765941 gttttctact gtggaagtga ttacccatat cacggctaac tatttgccat tggtcgtcaa
  2766001 aaaacggtta ggactgtatt gttttattga accggatgtc ccacggctca tagaaggtga
  2766061 cccggttcgc ctacaacagg tgatttctaa tctcctgaat aatgccatta aatttaccga
  2766121 tacaggctgc atcattttgc aggtacgcgt gcgtgattgc tatctggagt ttcgggtgcg
  2766181 ggataccggt gtgggtattg attcacgtga aattaatcaa ctatttgatc ctttcttcca
  2766241 agtgggtacc ggtgtccaac gccattttca gggaaccgga ttagggctgg ctatttgtga
  2766301 gaagttagtc aacctaatgg atggcgatgt cgaagtcata tctgaattgg ggatggggag
  2766361 tatttttgct atccgtattc ccttgtatca tcaccaaaat accgtcctgt ccgccaatga
  2766421 tcgctggcaa ggaaaagtgc tgtggttaga tattcgcaat gcacgcctgg agagctattt
  2766481 actcgatcta cttggctact ttggtgcgac aattcggcgt tactgtggtg agcagactca
  2766541 gccggaagat gtgctgattt gcgattatcc gtcacaactc agcccccctt tactggcatg
  2766601 gatccaactc tccattgaac atattggttt accacaagag acgcgccctg cttactggtc
  2766661 actgagtacc tcaactttac tggagatagt ccccttgctg gactggatac tgcggggcca
  2766721 gcagccggtt gataattcat cgttacagtt acatgcaccg aaaacgaatc aagataataa
  2766781 tgccgatctg caaattctgg ttgtggatga ccatccgatt aaccgccgtt tactggcaga
  2766841 tcagctcacc actttgggtt atcgagtcat tacggctaat gatggcttgg atgcattggt
  2766901 ggcgttaaat actaataccg tggatatggt attgaccgat gtgaacatgc caaatatgga
  2766961 tggttaccgt ttaactgagc gtttgcggca gttgaatcac aatttcccga ttattggtgt
  2767021 aaccgcgaat gctttggctg agggaaaaca acgttgcatt gaggcgggga tggataattg
  2767081 cctgtcgaag cctgtgacgc tggatactct gcgccagatg ctgctttact acagtgacca
  2767141 agtacggcga tcacgttaga tttcattaat taataagccc agtattgcag agcaaaactg
  2767201 ggcttgagag tcgagcgggg caaaaattac agttctttat ccacttggct aattgtcaca
  2767261 gacgaaagat aatttagcaa agcgatatcg ttatcaacgc ccagctttag cattgcagat
  2767321 ttcttctggc tgctaatggt cttgatactg cggttaagtt ttctggcaat ttctgttacc
  2767381 agaaaacctt cagcaaagag tcgcaaaact tcactttctt ttggtgacaa acgcttgtca
  2767441 ccgtaaccat tggcactgat tttttcgagt agtttggcta cgctttcagg agtgaatttc
  2767501 ttcccttttt gtaatgcggc caatgcctta ggtaagtcag cgggtgcgcc ctgtttcaat
  2767561 actattccgt cgatatctaa gtccaagaca gaacttaaga tagccggatt attattcata
  2767621 gttaagacaa ttatagccaa atctggataa tgtcgtttta tatatttgat taatgtgatg
  2767681 ccatcaccat acttatcccc tggcatagag aggtcagtaa ttagcacgtt ggcatcaagt
  2767741 ttggacaaat tgttaataag cgcagtggag tcttcaaatt ctccgacaac gtttacccat
  2767801 tcaatttgct caagcgactt tcggatgcca aacaaaacaa ttggatggtc atcagcaata
  2767861 attacattaa ggttgttcat ggttatgggt taccttcctg caacagtctg gtgatgaaaa
  2767921 aatcaatctg actgatgcta ttttcgatct tcaaccgatc gccatctgcg atatgctgtt
  2767981 ctaatgtttc acatagctgc ttgccgagaa ccaggttcag catggcaaat acgcctttta
  2768041 atcgatgtac ggtttgcgaa agtgatgtta aatcactttg ctgaagttca gtatacagtt
  2768101 tcttcagatc taccggtact gtctcgacaa ataaggaata atagtcactg gtttttagtt
  2768161 gcctctcata gaggtttata tcatcttctg taatgtactc aaccttttgt tgcgattgtt
  2768221 cagataaaat tcgccgctcg attaataata atattgaatc aataaccgcg ctgcttaaat
  2768281 tgtaatttgc ccgtatataa ttgttttgta actggtgaaa ccccgtttca tccgccgcga
  2768341 gcaataatgt gtaattatca taatgttgcg gattatccgt tattgtaaca tcataatccc
  2768401 gccctggtag gcgttcatcg gtgagaatgc agttagcacc aaatgaattt aacaatattg
  2768461 taatgatcga gcgtacttct tctgaggtta tatctaatag tactgtgaca ccatccagta
  2768521 atttttcttg cgtgtcttgt tgttcatttt taacggctat tgttaaccgg atagtatagc
  2768581 gtgtacctat atctacttta ctgcgaatct ctaattggcc gtttaatttt ttacataatt
  2768641 ggttacataa aaaaatgtca gccccgaacc atgattgtat ctgtcggcca atgcttggct
  2768701 aaggaaagga taattaagat tacctatctc ttcatcagaa atacccgcgc cagtatccat
  2768761 tatttgaata accaattgtt ccggatgtcc tggttcatga tctacattga gggtaatttt
  2768821 tccgtaagct gtggtaacga tagaataatt cagcaacaac gaaagtattt tacgtaatac
  2768881 cttttcatca cctagataaa tttggtcaag gctgacatga aaatgattaa acagatttaa
  2768941 gcctttccga ttaatcgagg ggagcagatc cagtagcagg ttatcgatta aggttgataa
  2769001 agagaagacc tgttgttctg tttgccaatc ttgtgtttcc agcttagtca gtaacgtgat
  2769061 gttatcaatc agttcaagga tagttgctga ttgctcaacc agcttggtct taatgtcatg
  2769121 ctgttgttgc aaatcggtag tgtcctgtaa tgtacgaaca agttggctca ggtggtggac
  2769181 cggttggcca agttcaatcc ccaggttgtg caacatcagt ttccgcgctt gtagattttt
  2769241 atcgtactca cgccttgctt gctgcaattt cttattcacc aagacttcct tatcctgatc
  2769301 attaagtaga aaaagatacg tctctggtga gatctggcta cggaacatgt ggatttcata
  2769361 aacttcgtta ttaaccgtcc cttgaatcac accgtggtgc tgctctgcca tagtggcaat
  2769421 tttttgtaga ttcaggtgag gcagtagatt ttccgctatc ttgttgctgg caatgacagt
  2769481 gctgttgctg aagtcataaa ttaataagcc ttgcggtagg ttggtaatga tctcctgact
  2769541 caacaatctc tgagcttcta attgtccggt cacatcagca cttggacgac catattggtg
  2769601 gcggacaaaa taggcggcca gaatggttag cgctaataac acaatattgg ctaggattaa
  2769661 ccaaaagttg tttattaata agtcgataat caaatgacta accggtacac gataaataat
  2769721 tttcagtgtg acatttgcca gtggtgcgga gaactcaacc catgagccgt tcagtgacac
  2769781 gctggttgcc gcaatatctt cgggggtagc cccctcattg agtggcactt tatctggttg
  2769841 aagcaggaag ttcgaacgtg ccatgttcgg tggaattaaa tcattgatcg gtaaatcaaa
  2769901 ggcgatcacg gtggctaaat ggccaggacg gttaaaggtg gttcttagcg tgaaatagta
  2769961 ggcattttgg aagcgcaatt tgcgtaaggg cgagaagctc tcccgctcat ccaacgtatt
  2770021 gacctgctgt agcatttccg cccgtcgcga ttcagcaaag gcagtaaggt agctctcttt
  2770081 aaagcgtgat gtgacctctt ttagtgcctg agtcgtaatc aggagtaagc tattgtcctg
  2770141 cccgttaaga tagtacatcg agtaagtgtc attttgcggc ccccacaggt tatcaagata
  2770201 gtcagatatc tgtaatgcca tggtcagcgt tgcaggctcg tggttaccaa aaatgatagc
  2770261 gtcagtcttt ctgcgaggct tttcaatata gtaaacgtca gggcgcaggc gggtttcctg
  2770321 caccacagga gggggctcac ttgctttgat cggattattg actaaatcat atatttggta
  2770381 agtatgatat cgatagtcat caatgcgttg ttgcaaaccg ttagcgatat tcgttaaagc
  2770441 atgcttcttt tcagtcagat aagcattggt atagttatag gcatatagcc caacagtcat
  2770501 gagcagaagt acgataaata gccagaagta acgtgtaatg ttagccgctg agtgggtaga
  2770561 cgaattgttt tgcataacga taatgccgat tcccttggtt agcgcgtgac ggctctggcg
  2770621 ctggcagcaa cggttaataa cagaagtgct acacagccaa aagcaaccga tagactactt
  2770681 aattgtgcaa taaagccgat agctgccggg ccagccaaaa ttcccgcgta accgatcgtt
  2770741 gtaattgacg caaccgccag gttggcaggc ataacggttt gattacctgc ggcggtaaac
  2770801 aagatcggta ccacattcga tgcgccgaaa cccactaaca tgaagccaat aatggcagcc
  2770861 attgagctat caatactgat tgcgataata atcccgatgg cagaacataa actgccacct
  2770921 aataagacct tgtaacggcc cagcccattg acaatccgat caccgtttag gcggccaagt
  2770981 gtcatagcga tggcgaatac ggcgtagccc atacctgctt gtgatggcga catgccgcgt
  2771041 agcgtcgtca ggaagacggc actccagtca agcatcgagc cttctgccaa aaacatgaca
  2771101 aaacataaaa agccgatgaa catcacccag ccacggggaa aaacaaacaa tggcccatca
  2771161 tggggttcac cgctgccacg taacagattc ttattggctg ccagcagcaa aataatcatg
  2771221 agtactacgg tagccataat cgctgtcagt gggttgaggc ctagccacaa tagagcactg
  2771281 acacctcctg caccaacaat cccaccgaca ctgaataaac cgtggaagcc agacatcatc
  2771341 gcccggccac tggctttttc aacaatgaca gcctgaatgt tcatcgccac atctattatg
  2771401 cccatagctg caccgaatac taatagtgcg atagccatcg tcgcgggagt attcatcaat
  2771461 acgagtaaag gcaaatctaa acagagcact gcgcctgcca gtaaaatgac ggcccgacag
  2771521 ccccacttcg cggtaagcac gccagtgagc ggcatcgcca gcatcgatcc aataccaatg
  2771581 cataacagta ataaacccaa tgaggcatca ttaagaccaa tgcgcgcttt tgcaaaggga
  2771641 acaagtggtg cccaagcggc catgcctaac ccggcaataa aaaaagctaa ccgggtagaa
  2771701 acttgttggc taataccggg ctgtactgct tgttggtgta ttttggtgct catgaggtat
  2771761 cagatctact attgaagtga aaaagtgata tagacagacg tttctatcac aaagctaaat
  2771821 ccgggtcgaa gtgatttgtg ctgataagca gaatacttaa cagctacctt ttaaaatagt
  2771881 gcctcagact tgatacaaac ccggcagatt gtatggatta gaatgtaaat ttctctgatt
  2771941 ttctgatgtg atcgcccccg tggtgagtga gcctggtgtg aaaatgtacg gctgtcagta
  2772001 aaccaataaa acagtttggg atgacttaat aacgtggctg agtggagcag ggggattatt
  2772061 atcaaatact ttcttttttg ggatgactac ttttcactcg gcaagagtca gttatttggg
  2772121 cacgagaatt gaccagatga cattaagcta tttgtactta agtaagttta tgggggaaag
  2772181 ataagtacaa gtgcttttat atatacccta tataattcga gtcgcaggaa ggcagtaaga
  2772241 gagatacaaa tcggccggga acccatttga acagcattta tattacccgt aggatgagcc
  2772301 tcagagatga gactcattaa tctcgatgag tttacttaat tttttaagag caatatcagt
  2772361 aagtgattcg gtttattgaa cgtagaaaat gcatattcaa cttgaagtat gacgggtata
  2772421 acgaccgcaa gtggatatct ttggaccgga gaaaaaaacc ggtcagagac cggtcgtaac
  2772481 attaacgaac tatctgactg tgttagccac aatgatagga aaataatgat gatagcgtgg
  2772541 ctattatata tccctgttga tgtgtttata ttgtcaattt gtgctaatca tatgtgctat
  2772601 aactcactgt ttacaattgc tattatattt aaaacgattg ttatcaacat taaccaatga
  2772661 tttatttttt ataaatactt gttgcaattt acatttttaa atatttctta tgtatatgaa
  2772721 acattattct taatttggtg gcattttcta tatggattaa tggttgtatt attatcacaa
  2772781 tatagttacc tcgtaggcag tatattctcg aaagagtagt ggtatagata tatctaataa
  2772841 tagaggatga taacaatgaa acttcgagtt ctttcattca ttattccggc cttattggtt
  2772901 gcaggcagtg caagtgctgc ggaaatatac aataaagacg gtaataaact ggatttatac
  2772961 ggtaaaattg acgggttaca ttatttttcc gataacaaga accttgatgg tgaccaatct
  2773021 tacatgcgtt ttggcctgaa aggcgaaaca caaatcactg accaactgac tggttatggt
  2773081 cagtgggaat atcaggtcaa tctgaataaa gcagagaatg aggacgggaa ccacgacagt
  2773141 ttcacccgtg taggttttgc gggtctgaaa tttgctgact acggttcatt agattatggc
  2773201 cgtaactacg gtgtcctgta cgatgtcact tcatggactg acgttctgcc agaatttggt
  2773261 ggtgatactt acggtgctga taacttcctg tcacaacgcg gtaacgggat gctgacttac
  2773321 cgtaacacca atttcttcgg cttggttgat ggcctgaact ttgctctgca atatcagggt
  2773381 aaaaatggca gcagtagtga aaccaacaat ggtcgcggtg tagcagatca aaacggtgat
  2773441 ggctacggga tgtccttgtc ttatgacctg ggttgggggg tgagtgcatc agcagcgatg
  2773501 gcgagttctc tgcgtaccac tgcgcaaaat gacctgcagt atggccaggg taagcgtgcc
  2773561 aatgcctaca ccggtggtct gaaatatgat gcgaacaacg tttatctggc cgctaactat
  2773621 actcagactt acaacctgac tcgtttcggt gatttcagca atagatcaag tgatgccgct
  2773681 ttcggttttg cagataaagc acacaacatt gaagtcgttg ctcaatacca gttcgatttt
  2773741 ggtctacgtc catcagtggc ttacctgcaa tccaaaggta aagacattgg gatctatggc
  2773801 gatcaagatc tgctgaaata tgttgatatt ggtgcgactt acttcttcaa caaaaacatg
  2773861 tccacctatg tggattacaa aatcaacttg ttggataaaa acgatttcac caaaaatgcc
  2773921 cgcataaata ctgatgatat tgtcgcagta ggtatggtct atcagttcta attctgatta
  2773981 taggtgtgag tcctgagaga aacgcggtca ttcggccgcg tttcttattg tgagctacgg
  2774041 tggatctcat cgtaatcacc tggtggcaag tatcgtcttg cctttggtgc cgcgccattc
  2774101 attttttata ttgatgagtc agtctgttca agtttctccg gtaatagttc ccccagcgtt
  2774161 gttctaatac tgatagcggc tctggtaccg ataaaagtac aactacgatg taatctgaat
  2774221 aggggaattt ttagccgagt tgactttttt taaccaattt tggcatgaag tttaaccaaa
  2774281 caaattaaat ttctgttttt tttaaatgaa acactagaca tatcatcgcg ctatagatga
  2774341 taatgccgcc cattggaagg atggccgagt ggtttaaggc aacggtcttg aaaaccgtcg
  2774401 actgtaacag gtcctagagt tcgaatctct atccttccgc caatttcgcc ggcatagctc
  2774461 agttggtaga gcaactgact tgtaatcagt aggtcccgag ttcgactctt ggtgccggca
  2774521 ccaattaaaa acctgttatc tgaataagat aacgggtttt tgcttttctc ttaccttcac
  2774581 ttcacatcta ccgcttatcc agcatgtgcc cggtgcgggc tattgctctc attacggggt
  2774641 atgcagtcaa caacggtcag ttcaggccga tagagattgg cggcagtatt taccctgccg
  2774701 ccgtgctaca tcaatgattt ttcaccaact cagcaaccaa ttgattcaca ccatcactca
  2774761 tattgctgaa tttagtcagt tggcttcgtg tgaccaccac aaaaacgcca atgttttttt
  2774821 ctgggaccat cgccatataa gtaataaatc caccgccacc gccggttttt tgcataatgc
  2774881 ccggtaagtc agctttaggt gccatataaa cccagcctaa gcccagagca tcagcttgac
  2774941 cggcgacatc catacctttc aatgacacca agtcaccgcg ctggaagtaa agcgcttgct
  2775001 cacgtttggc ggaacgcttg ggggcgctgt tatcagaagc taagaattgt tgcatccagt
  2775061 gctgcatatc ttcgggggtc gagtaaatgc cgccactacc tgctgctgca actgtattcc
  2775121 cacaacgact gctgccaaca cctatcatca ggcgtttaca ttgctccgcc gtcggggtca
  2775181 gggtggtatt tttcatcccc agtggtgcgg tgattttatc acgtaataag tgggcatacg
  2775241 gtttccccgc agctcgtgac agtgcgtcag ccagtaagtc gtaagctaaa ttagagtaag
  2775301 cggctttcac gcctggtgga acggtcactt tggccagttt caaccattgc cagcgattat
  2775361 ctttggtcgg ccaggtaaac accggtcttt tttgcgggcc gccgggttgc tcacggggga
  2775421 ggccgctggt atggctggcc agatgcaaca gcctaatagg ttgcttagca ctgtaagagg
  2775481 gaacgttgac ccctttcggt gcatattttt ttaacgggtc agttaactta acgatgccat
  2775541 catcagccag ttttaccatg atttcgctgg tcattagctt ggttattgat gcaatgcgga
  2775601 tcagtgagtc tggccgtggg cgaatattgt tgccgggttg cgtttcacca aagctacggt
  2775661 tgacgacctg attgttatcg ataaccacca gagccattcc tacagctcca ctgttataga
  2775721 agatatgttc ggcgtattgg tcaacaattt gcgaggtcaa cagcttagta tcttgcgagg
  2775781 tcaacggctg agtatcggca tggctgtgca acggaatagt ccacaaagca gcagccagca
  2775841 gcggggcaga gagacgtttc aacaatcttt tatccatgtt taaaaggcaa aataagtgat
  2775901 cgtgcgctta tagtaatcgg atatttacat aatacatgct gaaattttca atcagatgaa
  2775961 taatttacat tacaaggacg tattgactgg aagaatgcca aatgcgttga aacaggtcaa
  2776021 taaagacatt gagattattg tcgctgacat tcaacgccga tattttatct acccattcat
  2776081 gttcagggaa gggagaagca aaaaccgcac tggcgggacc ggtgcggttt gtggtcacga
  2776141 ccagaaatta attaactttc agtaaccggt ttgggtatga cggttggcga ctctttgacg
  2776201 ccgagggggt tattgcccca acattgttca tatttccacc ccgtcagttc ttccgcgacg
  2776261 gctctggcat gagcggggat atctgccatg gcaccgccat ttttaatacg ctcaatttct
  2776321 tccagtaaaa tgctgtgatt tttgcgatcc agtttcatct gtgtggtgta gtaaatagca
  2776381 actaatgcca gtgagataac ccctatggca aagacaataa tcgaacgtac cattttcccg
  2776441 gcgaatgtca tcgcgccagc ataaattcct tcacggcgac gcccggtcaa gacttcgtct
  2776501 acatcggcca ggaaggtata aactgtccat ggaatatagt agatcccacc agtacttaaa
  2776561 ccgaaaacag cggtaatgca gaataagacg ataacggtcg tggtttcaga ccaaccggtg
  2776621 aaatacagtg ctgcgtaggc aaccacgctg acaatcacca cttgcagagc aatacggaag
  2776681 ggacgagcga aacccatttt tacgcagatg ccaataaaaa tagcggtgga gatgagctgc
  2776741 ataatcgaac tgaagctatt gagctgcgaa accaatgcgg catcttgtcc caagccaaaa
  2776801 ataataaagt aggtaaatgc ggatgcgaac aaccattcag caccaaaacc gaacagatac
  2776861 atccccagat gcttgcggaa aatgcgcaga tggaaggtcg atgccatatc aacacacagc
  2776921 tttttcagtg cctgacctaa actactggtg gtttccctga ccacttcact ggctggacgc
  2776981 tcccatgatg agctgtaaag ccaaatcatg gcgcagcaca taatcagacc ataagcgata
  2777041 ccggtatata agaagggggt tgcggaatct ttgccataaa ttgcaatgaa ttgacctgga
  2777101 atgaaagcgg ccaggaagtt cgctactttg ccgaagattg ctttagaacc tgtcagttta
  2777161 gagcgtttgg caaaatcggt tgtcatctcg gtagccagtg tttcataagg caccatgatg
  2777221 gaggtgtaaa ttaattcaaa cagcgcatag gtcagtaggt aataccagaa accaaaacca
  2777281 ctcatccaca gcattggata gaccaacacg agtgggatac ccagtaagat aaagaagcga
  2777341 cgacgcccga agatacggcc caaacgggta ttgtagaagt tatccgtgat ataacccatt
  2777401 accgggttac tgatggcatc aataatactg gcgattgaaa agatagtggc tgcttctaca
  2777461 acagaaagtc cgcaaaacgt tgtgtagaag tacatcagcc aggcaccact aatggcgagt
  2777521 gccccactgc ccagcaagtt agcactcccg taagccaacg tatgccttgt tgaaatctgt
  2777581 ttactcatgt ttaccgccac ctcaaattaa aacaatgttt catttataat gaataactgt
  2777641 tttctttata gcggtatagc gtttataaaa atgagttgga gatcacgaaa aagattttta
  2777701 cgacgtagaa agccatgtat atcaataaaa attgatatac atcaattgag aggaagacgc
  2777761 atttattccg taataagaca gaatgtccac aggagcatgg atgcgtgata atgccctctt
  2777821 accaccataa tgactgtgac aatagtggca atattgatat taatcgtatg aaataccatc
  2777881 actgatccgg gggttattgt ttaccctgtg agaaggatca cctttgttct catgtgatgt
  2777941 gttacagaaa atcccaatta atgtatgttg gctgcaacag cggttggcag taaaggacgt
  2778001 aaaatggcga agaaaaaccc ctattatgat gccagcaagc cacatcacac agagtttgga
  2778061 tttcagaata tagaaccggt tgttcatcat ccgcaggatt tgaaacgctg gcgtgaagag
  2778121 agaaagcgcc agtcgctgcc taagccgcct cagcagggct acccgcagtt cgttacagat
  2778181 tggtggcaac aagctgactt ttcagggcag caagatgcgt tgtggtggct tggtcatgct
  2778241 tcattattgt tacgtatcag tgggcaggca gtgttgtttg accctgtgct ttcaagccgg
  2778301 gtttcaccgg ttaattttta tggcccacag cgcaaaacac caatacccgc cagcgtacag
  2778361 caactgcccg atattgatgt gatcgtgatc tctcataatc attacgatca cttggatgtc
  2778421 acgactatca cgcaattatt gcgccgtttc cctgacgtgg tgtttttggt cccattaggg
  2778481 ctgaaaaact ggttgcggca gcatggtgct cgccatgttc atgagttgga ttggtgggat
  2778541 caacggctcg tcgctgactt tgagttccat tgtgtgcccg cccgtcattg gagtatgcgc
  2778601 actccttggg atcggaatca cagtttgtgg tctggctggg tagtgaagcg gggcgaagtt
  2778661 aacttttatt tcagtggtga tactggctat tgccagcaat tactggatat cggtgaggca
  2778721 ctggggccat tcaattatgc ggcactgcca attggtgctt atgcaccacg ctggtttatg
  2778781 caggcgcaac atatggatcc acaacaatcg gtgcaattgt ttcaaaaatt acaccaaccg
  2778841 gtgacgatcc cgattcattg gggggtcttt gaactggctg atgagccatt ggatgaacca
  2778901 ccagaacaac ttcaacaggc gttaaccgat gccggagtgg cgcacaataa attcgtacca
  2778961 attaaaatag gtgcacggat catactggaa tagtcacgtt ccagcgggtg gatgaataac
  2779021 ctgctggaac tgaatgacgg cggttctggt tgatagcagc agcgcgttag atcttaaatt
  2779081 gattaacggt atcagttaaa tcagcggcct gagcttgtaa ggcggctgaa gcggccgttg
  2779141 actcctgcac cagtgcggca ttctgttgca ccattgtatc taattgcgct actgcactat
  2779201 ttatttcgtg aataccacgc atttgttcat cagcggcatt ggtgatctcc gacataatgg
  2779261 tcgtgacatc agagacacta ctgacaatat cggtcatggc attactggct tggcgcactt
  2779321 ggctggagcc ggatgccaca ctgctgaccg tcgattcgat cagggctttt atctctttag
  2779381 ccgcttgtgc actgcgttgt gccagtatac ggacttcgcc tgcaaccacg gcaaaacctc
  2779441 gtccttgttc tcctgctcga gcggcctcga cggcagcatt cagtgccaga atatttgttt
  2779501 ggaaagcaat gccatcaatg acgctagtga tatcgccaat ttttcccgag gccttttcaa
  2779561 ttgactccat cgttgtgatg actttagtga taacgtcgcc accgcgagaa gcatcctcag
  2779621 aggcagaaaa taccgcgttg ttagcttgcc gtgcggcact ggctgattga gcgacggttg
  2779681 ccgaaatttg ttccagcgct gctgaggttt gctgcaaact ggcggcggct gattctgttc
  2779741 tacccgataa gtcttggttg cctgctgcga tttcattcgc tgctacccgg acagactcgc
  2779801 tggtaccacg gatttgagcc ataaccagac tgagcttatc cgcaaactga ttaaatgaac
  2779861 gggcaatctg tgctacttca tcacggcctt cgatcgggag gcgttgagtg aggtctgccg
  2779921 agccggaact gatagcatcc atcgcttgct gaatatgtgt taatggtgtc agggcgcgtt
  2779981 gggtgatcag cgctatcacc cccgccgaga tgaagataat tatcaccaat gttactaatg
  2780041 atgtcgttaa taatgaatgt attcccgcag ttgcttgaga tttatccagc gcaacgacgg
  2780101 taaaccactg ggttccaggg accgcctggg cgagcaataa tttgctgctg ccgctaatat
  2780161 ccgttgaaac aggtaccgtt gccgtcagca gggtttgtaa attcaggttc ggcgcgatat
  2780221 cggccaatgg cttaagggtc agcagcgtct caggatgggc gatgattgtg ccatcagccc
  2780281 cgattagcat tccgaagcta ttatcggttg ggtgtatagc atttacattg gcaatgacac
  2780341 ttcccatagt gacatcggca gcgatcacgc ctttaagaac cccatcctga acgatggacc
  2780401 atgcaaatgt gacgactaac tgctgggtcc ccgcatcgat atacggaggt gtcaccactg
  2780461 gcttgcctgc attcacggct tgtagatacc acgggcgtcc ggtggggtca taatcggcag
  2780521 gaatgccatc cgggttggaa aaaatagccg ttttatcggc atagccaata tagacattaa
  2780581 taaagccgcc tgctgcagcc acttgcttta gtgctgcgag tggatcggcg gtcaatgcgc
  2780641 tgtctttgag cgacataatc atttgtgttt tggatgccac ccattcagca atgctgacac
  2780701 tgtggctaac agtgagtgcc gtcagggtat tatcgatggc gctgttatta tatttattgg
  2780761 caacggaata gttgaggaag gtgttaatgg cgagcgaacc cgcaacgatg ataatacagg
  2780821 ctgccaaaat acgtgagcga atggaatcaa gcatagagtg tcctaataga aaggaaaaca
  2780881 tgattcaagt aacggcttgg caggaaaaaa cttgagctga gtcacagtaa taaactgtaa
  2780941 ttaatgacta ctgttaatta ttgctcatgt gtacatggtg ctttttagtc atgattatgt
  2781001 tgtttatttt cataaaaaac agggtgttgt tggttttggt tgaaagcatt aagatgcaaa
  2781061 aatatgagta aagtttaaaa aaatagtaat gtttattgcg taaatgagtg cctatcagtt
  2781121 taccaatggg gtacatatat agctgagctg tgtgcagatg tactgtgtgc agatgtattg
  2781181 tgtacagatc gattgtgtac agatcaattg tacacaaccc ctgattttcg atttccggcg
  2781241 cttattgtgt ttttatccga ttaaaatttg tactgaaaac ccacggtaag ggtttggctt
  2781301 tgatactcaa tacctgattt actactgcca acattcccgg tggcgtagtt gagcgtttgt
  2781361 gtctctcctc gcccttcaga atattggttc caagcggctt ccacgaaaag tttagtattt
  2781421 tctgtgaagt aatatccaac atcaataacg gccgagtagt aacttgaatt cttgctactg
  2781481 tctttaaatg aaactttgcg gttatagtga ttatcgtatg cattggcatt aacccaattg
  2781541 ctgtatttca ataaggcatt aaattctaat tgttgatagc gataacttcc tgctaagcca
  2781601 atataaagca tatcaaattt ttgtttataa ccaacgccaa caatgccgtc aggagcagta
  2781661 aagatatttg caccattatt ataattaaag ttaccaccat aagctgtcca gctttgattg
  2781721 ttttcctgat aacctaaaat aggcccaacc cgataattgt gttgttttaa aaaccaaatc
  2781781 ttcgcattta tgtcaatttc attggcataa ttcaaattgg ttttttcgtg atgagaccaa
  2781841 tcactccact gtgtttgttg tggggtaagc caatcataat tatccatcac tccctgacct
  2781901 gatgaaagcg tgctccagcc cttggctgtt agggttagtc ggggtaacgc atcccaggcg
  2781961 atatccattt ttacgatggg tgtattgttg gcttcccagt ttaactgact gagcttttgg
  2782021 ttaggttcac tggattgata aacagattcg attgactcgg cattcaataa tccaagcgag
  2782081 gtgctgacag tcacgttgcc tgctgtatcc gtattattgt tggccacggc aggatgactc
  2782141 agaataagta atgccagtgc gccggcccct ttttttgcta gtgcttcttt attcattttt
  2782201 aacctttaat tcacttaaat catcatgatt aaaactaaca tcgataaaga tttaattttt
  2782261 taaattaaag attaaaaaaa ttttaaaaaa attaatttct cattgagagg gccggtaaca
  2782321 ttctggtgag aatagatccc gggccaatct acccggataa atttctgtta gaattcattg
  2782381 ttcaaccatt catcggcttc atcaaacatc tcttcaacca aacggttgag tactgacttt
  2782441 tcttgtttgc tggcattggt attgatgcca ttggcatgca tcgctttgac gttaacctcc
  2782501 gcatcgggga agacacgatg tacgcgcttg gtgagctctg ctctaataat ttcagtggcg
  2782561 ttagcaaggg aaccgacatt ccgcttgtca taaattaatt caacacgcat gactttttcc
  2782621 tgaacaataa gtactgtgat aatatacagt atttgtgggt ggcagacaac cctgatggca
  2782681 taaataaatt accgcaggtg atttgttggt taattactgg cggttatttt ttatataaaa
  2782741 agataactgg ttgtatagac acatgattta gttattttat tttgtaattg gtttttaagg
  2782801 aaacggacgg cctggctaat ctatttgcaa ccaacgggca tcaacaacca caccgagtat
  2782861 cttacagtta ccgttcagtt caattaaccg atacgcggga ttcaagggtt tcaagtactt
  2782921 aatgcccgca tcaaccacta acttcttaaa tgttgcttcg ttatcatccg tcagtttggc
  2782981 gatcacaaaa ttacccggca tgggctcttt ttctgggtca accaggataa tcatcccttc
  2783041 tgggaagctg atacctgatg gcgaggtcat ggaatcgcct tttacactca accaaaatgc
  2783101 actctcatgg gcatgcttgg tcgattcagg ccagatctca atgtcacgca gcgtatacgg
  2783161 ctctatcgct tcataccagt tacccgcgct tatccaactg attaacggat agctattagc
  2783221 gacggaaacc gcgggtttat cctttgcacc tgagcgggta gtgatggaca ggctctccgc
  2783281 catttttgcc aactctttgg ccagagaagg gctaaagcta ctgatgggtt cattcagtac
  2783341 ttttgcaaaa gcagccgcgt tggtgatatt gagcgggttt acgccgttga ggaactggtt
  2783401 gacggcactt tggccgacgc ccaattcatg tgcaacagat tcctgggata tacccagtgc
  2783461 ttttttcttc gcattaaaca gctctttcag ccgcttagcg tcatctaact gttcgggcgt
  2783521 taatggcttc tttttcatga gtcaatttta ttaccgttag caataatatc caatcacttg
  2783581 cggtgttgac tataaaatca cttgcggtaa taatcaatcg aaatgtataa gggaagtgca
  2783641 tgggatcatc tctgaaaagc ctagcgccaa ggtgctcaac gggggatgtg acacgagttg
  2783701 agccggttag cacccgcaga cagcagccag attaaccggt gattttcgtt gttgaccaat
  2783761 aaataggcag aggtgtcatc gctgaccccg ccttttgtgg agtaagggta tatgagttca
  2783821 ttaaacggtc cgcaagccgg aaatcacagt cagaagagcc agggtatgag agacatccaa
  2783881 ttggtattag cgcggtgggg ggtatgggcg aggtatagct cggggctgga ttattcatcg
  2783941 atagccgcag gtttcaaagg gttgctggcc gatacctcta aaagtaaggc gtcatgttgt
  2784001 gacgatgatg gcctggtggt cgatggctgt gttgcacgat tgaaacaatg tcggccaaat
  2784061 gaatatgaat tgattattcg ccactatgtc cttaaccagt caaaacgggc gattgcacgg
  2784121 cagcaaaaaa gagacgaaaa gctgattagg attaacatgc agatggccga aggtttcatc
  2784181 gatggctgtt tggcgatgct aaatgtgaaa ttaaccatgg atcctttcat tgagaattta
  2784241 cctatttatg aacagccatc agcacggtcc gaagagaatg cctcagcctg atattttggg
  2784301 gagatgcgtg gcacacaaat attcacaatt ctttgtgaag gactatttta gtctaaaata
  2784361 aataaagtta tttaataaca ttaagttaaa ttgaattttc ataaattcat tattttaaaa
  2784421 tttgtgataa cagtcatctc aatgtgaagc ccaaagctta acaatagtgt caattcaaac
  2784481 ggtttcacag gagtggctga gatgtctatt caacttggcg tgattgcaga tgactttacc
  2784541 ggggcgactg acattgcaag ttttatgtca gacagcggct ggaaagtggt gcagtttatt
  2784601 gaggttccca cgtcaaataa tctgtgccct cctaataccg atgctgtcgt gattgcgttg
  2784661 aagagccgct caattcccgc cgctgaggct attgaacaat cattggcctg cctacagtgg
  2784721 ctaaaagagt gcgcacaagc tcggcaaatc tatttcaaat attgttccac gtttgattca
  2784781 acgcccgcag gcaatatcgg tcaggtcagc gatgccttga tgtctgccgc gggggtgcaa
  2784841 cagttagttc actgtcctgc attgccgcag aataagcgca ctgtggttca tgcccatctt
  2784901 ttcgtcaatg gcgtgttgct gaatcaatca gggatggaaa atcacccgct caacccgatg
  2784961 cgtgatgctg atctacggcg ggtactggcg ccacaaattc atggcgcggt gggttcattg
  2785021 aatctcgacg ctattcaaca gggtacattg gctattcatc agcgtctggt tgcgctatca
  2785081 gcacagggct gcaaccacgt gattgctgat acgctcaccc cagctgattt ggatcagctg
  2785141 gcactggcgt tagcccagca accattactt gcgggcggtt cgggtttagg gggggcgttg
  2785201 gcgaaacggt ttccttctat ttttatttca ggtgcggctt ctacgttaga tgcggcttct
  2785261 acgtcagggg cgacgaaatt tgcgtttccg attaagcgga aaaccgtggt gctgtcaggc
  2785321 agttgttcag ccatgactca gcagcaagtt agcacttact gtcaacaggc ggcacatttt
  2785381 gcgctggatg ttgggcgttg tcttgaggtg aattcaggtt atatcaatga tattgctgat
  2785441 tgggtgatgg cacatagctg cgaggcgctg gcgccattgg tgtacgccac tcagccgtcg
  2785501 gatatcattc gtgaaatcca acaacaatac ggggagcagc aagccagtct ggccgtggaa
  2785561 gccgcgtttg ctggtttggc taacgaatta ttagcccgtg gtgtcaatac gttcatcgtg
  2785621 gcaggtggtg aaacatccgg tacggtggtg aaacaacttg gcgttaatat gttggaaatt
  2785681 ggccaatcaa tcgcacctgg ggttccgtgg gtacgtgacc ctcagcgtgg tctgatgctg
  2785741 gcactcaagt ccggtaattt tggtaatgaa cacttttttg tggcagcaca ggagtataca
  2785801 gagtgaacag ccccccgttt tcagagccgc caccatcttt ggagccgcca ccagcgtcaa
  2785861 aactgtcacc acctgccaaa caagtaccct tttcggagca acaagtgcgt gatgatttgg
  2785921 tgaactacgc ccgctcatta ttccaacggg ggttgagcag tgggggggcc ggcaatatta
  2785981 gcgtcaagct gcctgacggt agctttctgg tcactccgac caattcctgc ctgggtgaat
  2786041 tggatagcca aacactgagt aaactcgatg ccgaggggaa ccacatcagc ggtgacaaac
  2786101 cgtcgaaaga ggtgccgatg catttggcaa tgtaccgtgc cagatccacg tgcggggcgg
  2786161 tggttcattt gcactcaccg tatctgaccg ccttgtcatg tctcacaaat attgatcata
  2786221 cgaattgttt gccccccatt acaccttact atgtgatgcg catcgggcgt cttcctttgt
  2786281 tgtcttatat gaaacccggc gatccggcca ttgccaccgc ccttgccgat accgcacgcg
  2786341 atcacaatgc cgttttgctg gcgaaccatg gcccggttgt cagtggttca acgctgaaga
  2786401 acttgaagat acggcacggc tctattttct gataaagcct tatgattaca gtcaattaac
  2786461 aacctcatcc attgatgagt tggctcaatc gtaccgcaac aaaataggat aatgatgatg
  2786521 atccctgaac agcgtcgtga ctttatctac cgctacgtgc atgagcagaa tgtcgcatcc
  2786581 ttcatggatc tggccgagtt gatgaacgtg tcacacatga cggtgcgcag ggatatccag
  2786641 atactggaag ccgaggggaa agtggtggca atcaacggcg gtgtgaagct gaacaatctg
  2786701 ctcaagcttg agttggcgta cagtgaaaaa gcgtcgctga atcatgagtt gaagcagaat
  2786761 atcggtgtgc tggcggccat gttgattgaa cctgggcaga cactgtatct tgatgctggt
  2786821 accacgcttt tcgaagttgc caaagcggtc gcggccagta actgttttaa cctgaccgtg
  2786881 gtgaccaatg atttcactat cagtggttat ctgatggaca tgccgcatat tagcctttac
  2786941 cacacgggag ggttagttga tcgccgtaat cgttcctgtt tgggaaatag cgccgccaat
  2787001 tttcttaaca ctatcaatat tgatgtggca ttcctcagta gcagttcttg ggatattgcg
  2787061 cgaggcatgt caacgcccag tgaaggtaaa gccatggtga aggcggctgt catgcgcgca
  2787121 tcacggcgta atattttggt ctcggacagc agtaaatttg gtaaatatgg catgttccct
  2787181 atctgtaatt tacaggcgct gactgacatt atttcagatg gcaatctgcc acttgtcgca
  2787241 cagaaacaga tcaaagagtc cggcgttaaa ttacatctgg tcaacaaaga ggtaagagcc
  2787301 ccatgctcaa attcgcagcc aatctaacgt ggttatttac cgaggtgcca tttttacagc
  2787361 gctttgcttt ggccgctaag gctgggttcc cggcagtaga gtgccttttc ccctatcagg
  2787421 aacagatcgc cgatgtgcaa caagcacaaa aagcgagcgg cattccggta gttttgatca
  2787481 atgcccctgc gggagaatgg gaaaatggcc agcggggact cgcctcactg cccgatgctg
  2787541 gcgagccgtt tcgccacagt gtgcggctgg cgcgtgaata tgccgtggca ttgggatgta
  2787601 aacagattca tatcatggct ggcaatagag aagagagtat cactttcgat gagcaatatg
  2787661 cgttactgat tgaacgatta cgttatgctg cagactattt aatggctgac aatatcaggg
  2787721 tgcttattga acctttaaat aatgacaata tgccgggtta ttttatttca tcatttccgc
  2787781 tggcggaaaa aataattcac cagtgtgaga gaaagaatat ttttttacag tttgatgttt
  2787841 accattgcca aaaaatacac ggcaacctat gggccaacct acaacattac tggccgttaa
  2787901 tttcacatat acagatagcc tcggtacctg aacggcatga accgaataaa ggcgaggtca
  2787961 actacccttg gttattccaa caactggtaa taaaaaatta tccaggctgg attggatgtg
  2788021 aatatcaacc cgaaaatgaa acattctcag ggttgggatg gttgggaaaa aataaaaata
  2788081 tcaaggcgtt ttcatagcgc cgctggccac tgtatagcta actgtgatag gccacacttc
  2788141 ggtgtggctg tcttttttca tcttatataa aaaaacattc acgcggtccg caaaaaatgt
  2788201 attagtctgg catcactggt ttattcgtta ccatctatcc cggtcgtctt tcaagcggca
  2788261 ggggggttgg ctgcccttgc ttatcccagt cacttagttg ttgttgacct taaaataaat
  2788321 aagctcttgg ggattaatga gactcaccca gcgggcagca taaatgctgt ttaaatgggt
  2788381 ttccgaccat ttgttactcg gttgctgcct acctgcatct tgaagtcact tgggtataaa
  2788441 gaccgattaa cttcctgctg tggcaggttt ttttgtttct atgctgatgt aattaataca
  2788501 gaaaataatt tttaagattt tttttaaaaa acgttcacgc ggtccgcaaa aagtagatta
  2788561 gagtgatatc actggttcgt tacatactga gtaaacaata agaagcccca gcatcgacgg
  2788621 ggttttttta ttgctgtctg aaataggcgg aagtgtgcaa agtacggagg tgatcaatgt
  2788681 acggaagtga taacagtacg gaggtgataa atgtatgagc aaagccaatt tccgtattgg
  2788741 tgggcaggtt ctctggcttt attttcgcta ctgagcttgc aggactttat ctttattctc
  2788801 ggcactatca ttagcgtgat atttaccatt aaaacctatt acgtcaattt acgtgagaag
  2788861 gccgcgataa ttaaagaaga acagcgcagg acggaaattt tacagaattt tctgcaaaat
  2788921 aaaaccattg aaaatatacc cgctgccatt gtggtttgtc acaaagcagc aagccaacaa
  2788981 gccattatta aacggaggtg aggtattcat cttcgcatgg ggtcattatt aatcaggaga
  2789041 gccacgatga catttattga tgtcaggcgt cgctcatttt tatcgggtga aattatgaat
  2789101 gcagctcaaa tccggcaact ggcggcagcg gcgttacggg gaaaaaccga tgcggaagat
  2789161 cgtatctatt taaccgaagc atggccgata accacctatc ccgccatttt gttacaaaca
  2789221 ccactggagg tgaaagagtc gattggccgt aatgcgccgc agtttaaaac catcactaca
  2789281 ctgcgtatta gcgggcacat ccaactgagc gagggggaaa acccagtcac tgtagcagcc
  2789341 tcggcacttg agcggttgtg tgaacaaatc cagcgggcgg tcattaacag ctatgaactg
  2789401 acccgccaga tccagcaatt cgccaaggtg cgtaccacga tgggcattta taccgccttg
  2789461 ggtagtgata ctgcagcacg tagtgccgct acccgcagcg aaccctctgt agccgaagta
  2789521 aaagtggagt tagatcttga atattatcag gggccggagg atttctttcc gctggaaacc
  2789581 ccacaactgg cgggcatcga cgtcactatt aacatgcctg acggtgcccc ggaaccgctg
  2789641 atcgcaataa ccctctcgga gtaatcctat gttcgtaaaa ccaatggccg gtcgcgctgt
  2789701 acgtgacccg gtcaagggca cctttttgcc tgaatttggc accgaggtgc ctgataacgc
  2789761 gttttggcgc cgtcgcctac aagacggtga tgtcgtgcag atagcggcta aaccagcggc
  2789821 atctgtattt gaagagttaa caacggagag tactaaacta tgaccattcc tttcacaaat
  2789881 attcccagca atctgcgcac gccactgttc tttgcggaat ttgataattc ccaggctaat
  2789941 acggcgagca ccacccagcg cacgttgatt attgggcaaa cacgggcggg cagtacattg
  2790001 cccgccaata ttccactgct ggtctcatca accgctaccg ttgcgggttt gtctggtgcc
  2790061 ggctctatgc tgcatgggca aatggcggct tatctggcca atgacaccgc tggtgaaatc
  2790121 tatcttttac cgctgagtga tgctgattcg atggtggctg ccattggtaa aattaccatc
  2790181 aatacggcgg catcggagac cggtgttatt tcactttata ttggtgggat ccgtgtgcaa
  2790241 accacggtgg tggcgacgga tagtgtcagc accattgcgg ccgctctggc ggcggcgatt
  2790301 gaaaaccaac ctgagttgcc cgtcacggtt gttcataccg gtgacatggt atcggaaggg
  2790361 gcggtcgtgg ttctggaggc gaagaacaaa ggcgcgcatg gcaataatat tgatctgcgc
  2790421 ctgaactacc tgggcaacgc tggcggtgaa atcacccctg aaagtctggt actcatgatc
  2790481 acccctatgg caggaggagc aggggcacct gagctggccg atgggctggc gaatttacag
  2790541 gatcggacgt tcgatttcat tattaaccct tataccgata cggcatcact ggatgcgatc
  2790601 aaagattttc tttctgacag caccgggcgc tggagttatc gccagcagtt gtacggccac
  2790661 agttttgctg cgcaatctgg cacctatggt cagctaacgg cggcgggtga attgcgtaac
  2790721 gatcaacacg cctcactttt ggggatccat aattcaccca cgccagcaca tatctggtct
  2790781 gccgcttatg tcggcgcgat tgcgcaaagt ttgcgtaacg atccgggccg tccattgcaa
  2790841 acactggcga ttcgcggcgt attggcaccc ccgctatcca gtcgctttac cctgacggag
  2790901 cgtaacaact tgctgcacag cggtatttca accgtgacag tggccgatga cagcacggtt
  2790961 caggtggaaa atattattac cacctatcag aaaaacaaat atggcgcgga agatgacagc
  2791021 tatctgcaaa ttgaaacctt gttcctgctg atgttcgtca cccgattctt gcgtacacag
  2791081 gtgacctcca agtttgcccg tatgaagtta gcggcagatg gcacgcgctt tgcccctggc
  2791141 tcggccatta tcacgccaaa tgtgatccgt gctgagctta tcgcccagta tcagaccttg
  2791201 gaatttaacg gctatgttca ggatgccaaa ggttttgccc gtggattgat tgttgagaaa
  2791261 agcgccagta acccgaaccg ggttgatgtg ctgtggaccg gtgtgctgat taatcaatta
  2791321 cgtatctttg ctgttctcaa tcaattccgc ctgcaagcgg ccgtttaacc ataaaaaagg
  2791381 aaataaatta tgagcgatac ttcaaaccgc ctggcgggta cggcgtatgt caccgtggat
  2791441 ggcattacgg tcatggtcgc gggtagcttt aaatacagcc catccagagt aaaacgtgaa
  2791501 accgtcatgg gcatggatgg ggtgcatggc tataaagaaa ccatcaatgc gccttatatt
  2791561 gtgtgccaga tccgtgacag cggcgggatc tccgttagtg attttaatga tcagacccat
  2791621 gtcaatattg tctgcgaact ggcgaatggc aaaaccatta tcggcagtgc gatgtggtcg
  2791681 gtgaatactc aggaagtgga cagcacggaa ggcacactcg aggtgcgctg ggaaggcggc
  2791741 tcggtgacgg agaactgata tggcagaact ggaacgcagt aaaacgattt cgttggttaa
  2791801 acccatcgct cacgacgcaa gcaagaccac ctatgaggtg gtcgaactca gcgaacctac
  2791861 cttgttacag gtacagcaat tctacgatga gcaaaccaag tcgggttcgc tcagtggaat
  2791921 ggggttactg attgccttgg tatcaggggt gccgcgcgaa gccattaaga aaatggcttt
  2791981 taccgactat aaagcctgtg aggtctacat gatgcgtttt ttagcctact ccccaacggg
  2792041 ggacgatggc gcgaaataat cgctgacgtc acttactact atagctgggg gccgggcgat
  2792101 gcctggtccc tgacctacag tggattaagg tggtggtgcc agcaggccga gcggattaat
  2792161 aatattaagg ctggcaaaaa tgactgagat atttgatttt gacctggcta tcgatgctca
  2792221 ggtcactgaa tcagtgagtc aaatgaataa ggcaataaaa gcattagtgc ctcaatttaa
  2792281 tgaattacgt aaaagtgtgg aagcgattaa tcacgttatc cccttgttca ttatgcggat
  2792341 agaaggattt cataatgaat acggcaacat aagtgggggg accagaacat cttcggacaa
  2792401 tagcttaatg acaagtattg ctaacattgc taatagctat ataacaggag ggaaatttaa
  2792461 tcttatttat acgattggtt ctgaatttgc cagtgcagtc agccaggcag ccagcgaagc
  2792521 ccgaacggta aataaagtca cgcaaaatgc gggtgcacct attgatcaat tcagtcaact
  2792581 atatggggcg atgcaaattc gtggtacaga ccaagaagcc gcaataaaat cgactgaacg
  2792641 gctctataac acgtttaata atatactttg gcgacgtgat gagcagggtt ggaatctgtt
  2792701 acaagattat ggtttagaca ttgccagtaa taaaaatgga acagtggatg ctcctactac
  2792761 gttgacgaat atggctaaag aatttccaca aatggcacca caggaccaac accaactgat
  2792821 ccatattctc agaatggact ctaatgctat tgagttattg cgcgaggggg ggcagctaac
  2792881 ggatttactg gctaaatcaa gacaatatgg cctaacgatt gatcctcaac ttaatgcccg
  2792941 attaactgag ttaaacatac gaacgaatga attaagtatg gcttgggatg gcctcaaagg
  2793001 taaggcatcg aataagcttt acgatgtatt gttctctgac ggtacgattg ccgacggaat
  2793061 aggtggcctt accgacatga taacttatgg cccagataac ttttcgatta tgcgtaccct
  2793121 aggggtaacc caagggattg atacggataa aatgcgtcgg ggttataacg atgctgattt
  2793181 ttatcagcaa cttaattttt atgaaaaagc catgcttagt gcgggactga tgaccgatgg
  2793241 atttcgtaaa aaatatcagg gaaataatga agagaaaaat gcgacttcgg cagttaatgc
  2793301 agtggcaatt aatactgtgg ccattaatag cgacattcct gaattcaatc taggaaaaga
  2793361 tctgtttaat tttggggctg aaaccgaaaa tacttggaaa aataactggc ttacagatat
  2793421 tcacgcggaa gaaccctcat ccgactttgg ctataatgat attgacatca atcctgtcaa
  2793481 tctatcactt atttcccctg aatcagcggg tgactttaac ggcaacgcta ttgctgatgt
  2793541 cattgccacc gcaatgcaaa ataaccgggt gcaaattgag ctgacattaa tcgacagccg
  2793601 gactggtgaa acttcgctga tccaagcgca gggcggggcc agaattgccc acgccatgga
  2793661 actcggtcat taatttaagt aaaaacgcaa tgtagtcaac ccgcccctgt gggtttcaga
  2793721 ctgctgacaa accccgatga cgcgatcttg aacggtgagg ataggcagag gagtaaagcg
  2793781 tccgcgccaa ggatggcgcg gctcgagcct acatggatgt atttacggcg tctttacgat
  2793841 ctgtctgttc tctccgtcgc gggcactttg tcaataacct cgaacccgct ccagcgggtt
  2793901 ttttactttc tgtaaaccga aaaccggaca ggagaaaaaa tgtcactcat tggcaacaca
  2793961 ttatcagcgt tattgggagg cagtgacgac agctggcaat ggtcggaaca ccttcatcga
  2794021 gcctcctttc gtggcgttcc ctttgtggtc gtcagtgggc aaggtacctt tggtcgccgc
  2794081 caggtaacac acagctaccc ctatcgcgat accagctata tcgaagattt gggccgcaat
  2794141 acgcgcaaaa ttgttctgaa agggattttg atacaaaaca gccagatcta taccgcacct
  2794201 gatgtgatga ctcaacgtga ctcattgatt gcggcttgtg aaatgtcggg gccgggcact
  2794261 ctggtccacc cgacactggg ggaaatgacg gtcagcattt ccgaggcagg gctattgatc
  2794321 gatgatagct tcagcagtga gcgggtcttt tcctttacct taaccgccat cgagtctggc
  2794381 ctgcgtgcct ttgctattac tggctccgca gaaatgggcg catccattca gtcctcctgg
  2794441 ctagggctaa gtgctaaagc ggttgcgggc tttatctcaa cggtgaaagg cgaaatgcgc
  2794501 tcagcgactc aggcgataaa aactctgaaa aataccgctg cattctggcg tcggatggtg
  2794561 acgggcacgg ccaacgaagc cagtaatttg ggcaacgccc tacgctcaac ctttggtcgc
  2794621 aaccgctatg gccgctataa ccacggcact gtcggaggca gcagcacggg agcgacaacg
  2794681 acggttagcc aacaaaatga cacggcggat ttatccacgc tggtggcgca acggatggca
  2794741 ctggtggttg aaggacgggc ggcgctcgac gcggcgttgg acgagttact cgccgccagc
  2794801 agtattgaaa gccatgccga cagtgtgctg gccgtggtcg atgccctgct ggcgacgggc
  2794861 atcagtacgc gggatattat ccgtatcatg gaaaccctgg cgctagccca tgacgatact
  2794921 ttccgtgcca acgacagtga tagggccgtc gcggatgcca gccaccactt aatggccaca
  2794981 ttatgcactg gggcgatgat ccaagtggca gcgcaatatc aaccggaaag ctatgacgat
  2795041 gcggttgcgg tattgggccg ggtttgcctg gtgattgaca atactgcact ggtcgccgcc
  2795101 gacaggggga atgatgagac ctatcgtgcg ctggtgcaga tgcgtgaatc tatcgtgacc
  2795161 gtgctacagc aggcgggggc caatctatca cgggttggcg aggtcagttt taaccgttca
  2795221 ctaccggctt tgatgctggc aaaccgcctc tatcaggatg cgttacgcgg cgatgcgctg
  2795281 gtgaaaatgg ctaatcctat tcacccggca tttatgccca tccgatttaa ggcgctgaat
  2795341 ctatgaatga tgacttaaca ctggaggtgg gtggccgggc gatcactggc tggagcaaag
  2795401 taaaggtaac gcggagcatt gaaaaattac ccagcagttt tgaactgtca ctgatggatc
  2795461 gctaccccgc cagtgggggg caacagtggg ttaaccccgg cgatccctgt gtggtgaagt
  2795521 taggcaatga ctcggtatta aatggctata ttgacagttg ggataacgcc atcacggcca
  2795581 caacccacgt ggtcagcgcc atgggacgtg gtaaatgtca ggatctggtg gattgctctg
  2795641 ccaagtggcc taacagcgtg atcagccaat caacggtgtt acaaatcgca cagaaattgg
  2795701 ctgaacctta cggcatcacc gtgacctccg atattaccga catgaccatc gtaccgacgt
  2795761 tcaccctcaa ttggggggaa acggcacaaa cggtcattga gaatgtgacc cgttgggcgg
  2795821 cactactcta ttacgatcag ttggatggca acctgttgct aacccgtgtt gggaatcgca
  2795881 aagccgccag tggcgtggcg cagggggtca atattctgag cgccagcctg catacggaca
  2795941 tcaataagcg ctttgttgat tacaccggtg tcgtgctctc gaccaatgcg gttgccaggc
  2796001 gctcgccctc gggggggaac aatacctcgg tactggtcag agtacaggat acacaactgg
  2796061 cggcgctgtt gccggatcgc tatcgcaacc gcatcgttat cgtcgaaaac accatggact
  2796121 caccgcaact ggtggaaacc agtatcgatt gggaaatcaa ccgcagcgtt ggccgcgcca
  2796181 aagtccttac ggtacaggta gatagctggc gcgatagaga acaacaattg tgggaaatca
  2796241 actcgcttat ccctatcgat attccggctt tagggctgcg ggatgagttg tggttgttat
  2796301 ctgaagtggt ttatcagaaa gatgcaaaag gaacggtggc aaatatggtc ttgatgccac
  2796361 ccgctgcatt tgacgttaag ccctataaaa tcaaatgaaa caaggggtta accatgagtg
  2796421 atgtcagtgg gcaaatctca actctatacc gacagataaa aatgctgctg gggatcgggc
  2796481 gggtgaccgc ttttgacgac agcaacggag tgcaaaccgt gcaatatcaa accccgttgg
  2796541 aagtccacag cgatacgcca aggttagctg aatttggttt ctcgtcggga ttgccggcgg
  2796601 gcagtgatgt ggtcattggt ttcctggggg gggatcgttc cagcgggatg atcatcgcct
  2796661 cacatcatcc ggcctatcgg catatggggc tcaatgcagg tgaaacggtg atttacgccc
  2796721 agtgggggca atttatcaaa ctgaccgaga gtggggtggt gattgaggct aacaaccagc
  2796781 cggtgaccgt caataatgcg acagaggtga ccgtaaatgc cacggtaaaa gtacggttaa
  2796841 atacgccgtt gcttgaggta agcggcaata tcattgataa cgctgacagt aatagcgcca
  2796901 cgctaaaaag cttacgtgac gcctacaaca gccacaatca tcaacttaaa aacgtccagt
  2796961 cgggcagtac gacacttacc agtgaaacgc ccgctaaggt ggtgcgatga caaccgatat
  2797021 taagaccgtt tgggatgtaa atgccttgct gggggattgg cagaccggta acggcggctt
  2797081 actggagggt gatgacttgc agacggctat tctgctgagt ttattcaccg accgtttagc
  2797141 gcgggcagat gatgcgattg atagccctga tcgccgtggt tggtggggtg acagtggtgc
  2797201 agcatcggcg attggctcgc ggctctggct actgcggcgt gagaaactca ccacacaagt
  2797261 ggctatcaaa gcggaggatt atgccacaga ggcgctggca tggctgatcg aagatagtgt
  2797321 ggtggccgcg attaatgtcc gtgcgcacat tatcgccccc aacaccctgg tgctggtggt
  2797381 gagttaccaa caacccagcc aaacacgatc agctaatcaa acacagtcat caattaaatt
  2797441 ttcatgggta tgggaggagt aattcatgcc atttaatcga cccacgttaa gtgaattgcg
  2797501 gcagcggaat cagtcttata ttcaatcgga actgaaaacc ggcggcaatt tattgcgttt
  2797561 ctctaatatc ggcgtgatca gtgatgccga tgccgggatg gcgcacctgc attacggcta
  2797621 tctggattat atcgcccggc aagccacccc ctataatgct accgacgagt atctggcggc
  2797681 ttggggggcg ctgaaagatg tgttccgcaa agcggccaat ccagccacca gtaacgaggt
  2797741 ccggttcagc ggtattgccg ggcgagttat tcctgctggt cgcctgctga accgggccga
  2797801 tggttaccag tatcagctta ataaagaagt cattattgcc gagcagggca gtgcgctcgg
  2797861 tgaaattacc gctatcttgc ccagcccgtt ggacgatgca actggcggcg gcaatcgggg
  2797921 taacagcccg gcgggaacgg tactgacgct ggatattgca attgacgggg ttcaggccac
  2797981 ggccaccgcg ttgactaaaa tttctggtgg tgcggatatt gaatcagaag atgcatttcg
  2798041 ttctcgaatg ttattggcct accagaacgt cccgcaaggt ggcaatgaca ccgattatca
  2798101 atcctgggca ttagcggtac cgggagtcac tcgctgctgg gtgaaacggc ggttgatggg
  2798161 ggcgggcacc gtaggggtgt atatcatgtg cgatgataac gaccacggcg gcttcccgca
  2798221 gggaactgac ggcatttcat cccttgaaga gtggggggcg gtaaaagcca ctggcgatca
  2798281 ggggcgggta gcggacgcaa tctatccaca acaacctatt attgctctgg tgtatgtttg
  2798341 cgcgcctgtc gctcaagcga ttgattttgt gatcagcggc atctcttatg ctgacagtac
  2798401 aacaaccgcc gccatcaata ccgctattga tgaggtgttt ttcaccgaag ggcaacccgg
  2798461 tggaaaaatc ctgtggtcgt cgctgttgct ggccatcggc gaagtacctg gaagcggggg
  2798521 gtttattatg gcatccccgt cggccaatat tgaactgcaa actggcaaac tccccgttcg
  2798581 gggtacagtg agttacctat gagccgctat tccgtaagtg aatataccgg agcgttacaa
  2798641 gcgctgatgc cgatgggatt agtgtggccc cgacggcacg atggcataca gaccgaggta
  2798701 ctgcgggcgt tggcgaatgc ttaccaacgc agcgatgaag atgcacaaga tctgctgtcg
  2798761 gcggctttcc cggccaccgc cacggctctc ttacctgaat gggaagcgac actgggcttg
  2798821 cccgatttgt gtgcgcgatt ggtgagatcg atagcatgat ccaacgccag cgggcggtgg
  2798881 tcgccaaatt gtttggtatt ggcggccaat cggcggcgta ctttatccgc gtggcaaagg
  2798941 ctctgggcta tgacattacc gttacccaat accggcaagc ctgcgcgggt atgtcggtgt
  2799001 gccgtgatgc attgaacggt gaagagtggc cttttacctg gctaattacc gcaccggaaa
  2799061 ccaccattca taatgcccaa tgcagcttaa cgtattgcag tgatccgctg cgttcgtggg
  2799121 gcaataaaca gcttgaatgc cggttagcgg tattaaaccc gtcccattct attctgaagt
  2799181 ttggctatac cctgcttagt tgatatttca gtgtgtctat ctggcggcca cgccaagtac
  2799241 ttcgggtcat tattcattaa ccatttctat tttatcgctt taaccagtga ggtattacca
  2799301 tgcaaaaaat tggagatatt cctaatacac gcgccgacag taacggcgaa tttaccgacg
  2799361 gcaacgtcgc cggtggcgtt ccacccaccc tattaccggc tgagtggttt aatactattc
  2799421 agcgagagtt ggtcacggtg gttcaagatg gaggattaac cttagatcct aatgacgata
  2799481 ctcaggtttt agccgcactg aaaaagctat ttttgcagtc tggtaataat ctctctgaga
  2799541 taaaagacgc cggtccaacg gctataacac agactctcgc aaaccttggt ttgggggaag
  2799601 gctcagcaat tccggttggg gtcccgcttc cgtggcctac cgccactcca cccgaaggtt
  2799661 ggttaaaatg taatggtgct atctttgaca aagtaaaata tccaaaatta gcattggctt
  2799721 atccgtcagg tattttaccg gacttgcggg gtgagtttat tcgtggctgg gatgatgggc
  2799781 ttggggttga tgcaggtcgg gaaatactat caatacaagg tgatgcgata agaaatatct
  2799841 ctggtggaat tcagggacgg aatgaagcaa catcggctag acttttcagc tctaacgcca
  2799901 ctggagtttt tcgcactgac ggtcaatttg gatcttatgc tgctagcgca gatgtggcag
  2799961 taggcgttac ggatgataga ctcgccgaac ttttttttga cgcttccaga tctgtaccca
  2800021 cagccaatga aaatagacca cggaatattg cttttaacta tattgtgcga gcggcataat
  2800081 gattattaaa tttgataaag atagcgacgc agttaccgca gtaaaagtac tatttataat
  2800141 ttagtctacg gtatctcagt gaattaataa atataccggg caattacgcc cggttagcta
  2800201 tctacaaaga agtatccgcc gaaaaacgcc tacgattacc gcagtaagaa atagtcgata
  2800261 tcttgctaac ataaataact ggctcgtcca tggccccatt tcatgctaca ttcgcgtgtc
  2800321 ttgggccatt gcaagcgccc taaaggcagg tcgctaacgg gaattcaggt atcaatatgt
  2800381 ttacttataa agaaatatcg acgctgaacg aattggaatt gatagtttat aattacatca
  2800441 taaaaaatac tgacaaagtg atgtacatga cgatcaggga gctcgcagat gcctcgggtg
  2800501 tttctaccac cacggtttta cgattttgta aaaaaatgaa ctgtgatggt tattctgaat
  2800561 tccgtatccg gtttaaatta tatttagaac atgatgagaa accaccagtt acctttggca
  2800621 tcagtgaaat aatcagttat tttaagagca ttaataatag cgagtttgat gagctattag
  2800681 ataacgtagc gaaacagata gcggcaacgc gcagagttat ttttgttggt ataggtacct
  2800741 cgggagcatt ggggaaatac agcgcccgct tcttttctaa tgttggtaaa tacagtacct
  2800801 acattgatga tccctattat cctattaaca gcgacatgta tcaggacgcg gtcgccatta
  2800861 tcctttcagt ctctggagaa acagaagaaa ttattcgcat tgccaaccaa tttagcctgc
  2800921 aaaattgtaa aattatcagc ctgaccaaca gtgaaagttc caccttggct aaaatggctg
  2800981 atctcaatat ctcctatcac atgcccccgg ttatccttga aggccagtat aatattacta
  2801041 cccaaattcc ggtgctatat attattgaaa ctattggcaa gaaattacct cagctaatga
  2801101 ataaaaacac caaataaaac agggtgtttt tcacatgtaa catattacaa acggtacatt
  2801161 ttgttatatc gtgacttcgc ttttcttttt gctagaatcc ctcctcgata tcctgtaaat
  2801221 acgcataata agccgataac gctctattta ttttagggtt ggcaccccgc gacaggagat
  2801281 gaataatggc aattgatcac acattgaccg cccagcacgt catcagcttg ttcaatgttg
  2801341 atgaaagcgc gccgatactt tccatttata gggcacctat ttgcccgcag ttattaggga
  2801401 gattgttatg agctatcaac agttaccgaa agatttttta tggggtggcg cggttgcggc
  2801461 acatcaggtt gaaggcggct gggataaagg cggcaaaggc gtgagcattg ctgatgtcct
  2801521 ctctggtggc tcccatgggg ttgaccgtgt gatgacagac ggagtactgg aagggtatcg
  2801581 ttatccaaac catgaagcag ttgattttta tagccattac aaagaagaca tcgcgctgtt
  2801641 tgccgaaatg ggcttcaaat gtttccgcac ctcaattgcc tggactcgta tcttcccgca
  2801701 tggcgatgaa cagcaaccca atgaagccgg cctgcaattt tatgacgata tgttcgatga
  2801761 attgctgaaa tacggtattg aaccggtgat tacgttatct cacttcgaaa tgccgtggca
  2801821 tctggtcaaa gaatatggtg gctggaaaaa ccgtaaagtg gtcgatttct ttgtaaaatt
  2801881 cagtgaagtc gtcatggcgc gctacaaaag caaagttaaa tattggatga ccttcaacga
  2801941 gataaataac cagcgtaact ggaaatatcc actgtttggt tattgctgtt ctggtgtggt
  2802001 gttcactgaa caagagaacc cagaagagac cctgtatcag gtactgcatc atcagtttgt
  2802061 tgccagtgcc aaagtggtca agctgggtca tgccattaat ccggaattta agattggctg
  2802121 tatggtggcg atggtgcctc tgtatccttt ctcctgccat ccagatgaca tgatgtattc
  2802181 cgttgaagct atgcgtgagc gttatctttt cggcgacgtt catatgcgcg gttattaccc
  2802241 ttcatatatt ttacaagagt gggcgcgccg tggtttcaat atccatatgg aagaggggga
  2802301 cctcgagact ctgcgtgatg gttgcgccga ttacatgggg ctgagttatt acatgagtaa
  2802361 cgcggtctct gcgattaatc caggtagcgg caattcactc tctggttttg agggcagcgt
  2802421 gccgaaccca cacgtcaaag cctctgattg ggggtggcag attgatccgg taggtctgcg
  2802481 ttactctctg agtgtgttgt atgaacgcta tcagaagccg ctatttattg ttgaaaatgg
  2802541 ttttggtgcg atagataaag tggcagcgga tggcatggtg cacgacgact accgcattgc
  2802601 ttatctaaaa gcccatatcg agcagatgaa aaaagcggta tttgaagatg gcgtggatct
  2802661 aatgggttat accccatggg gatgtattga ctgcgtatct ttcactaccg gtgaatacag
  2802721 taaacgttat ggctttattt atgtcgataa aaacgatgat ggcaccggta caatggcgcg
  2802781 ttcacgtaag ttaagttttg attggtataa aaaagttatt gccagcaatg gtgaagttct
  2802841 ttaatactta atcgccagtg agtcctttac tggtttgaat tcaagaaggc cgttcaccct
  2802901 ttggtgagcg gtttttacct tgttactcat aacgcctaaa gcgccttcct tttatttaga
  2802961 gtatagatgt tatgagggga ggctgttaac taagagcctg tccataattc tgtgtaactg
  2803021 ccaccgtatt aaaggtgatc gctcaggcgg tcaccgaact cgataataaa acggctcatc
  2803081 gctaaccgcc agttctggat cggcatactc catttttttg atgcatcctt gatcgccaaa
  2803141 taaacaacct tccgcactga gtcgtctgtc gggaacactt tgcgcttttt aatggctgca
  2803201 cggatcacgc tgttcaccga ttcgatggca ttcgtggtgt agatagcctt gcggatatcg
  2803261 ggcggatagc cgaagaatgt attgagattt tcccagtgcg tacgccaact tttgctaatt
  2803321 tgcgggtatt tgtcgtccca ggcctccgca aacttatcca gcgccatcag cgccgcctct
  2803381 tctgtcggag cctgatacac cattttcaaa ccgctggtga cggctttata gtccttccat
  2803441 gacacatatt tcaggctgtt gcgtaccata tggatgatgc acagctggat gtgagtctgc
  2803501 ggataaacac tgtttatcgc atccgggaac cccttcaggc catccacgca ggcaatcaga
  2803561 atgtcctgaa gaccgcgatt ttttagctct gtcagcacac ttagccagaa cttcgcacct
  2803621 tcattttctg ccagccacat gcccagcagc tctttctgac cttcagtgtt gatgcccagc
  2803681 gctaggaaca ctgctttgtt tatcacgcta ccgttctggc ggacttttac gacaatgcag
  2803741 tccatataaa caatgggata cagagcatcc agttggcggt tttgccattc agcaacctgc
  2803801 tcttttacgg catcggtgac tttagatatc agcgtgggag acacatcggc gtcatacatc
  2803861 tctttgaagg tggcgacgat ttcgcgggtg gtcatgcctt tggcgtacag ggacaaaatc
  2803921 tggctgtcca tctgtgtgat acgcgtctga tttttcttta tcagctgcgg ttcaaaggtg
  2803981 ttttcgcggt cgcgtggcgt attcagctcg atttcgccgt cgtcgcatag cagtgttttg
  2804041 gacgaatagc cgttgcgggt attcgagcct gatttagggg tatttttctc gtgcccgagg
  2804101 tgttcggtaa gctctgcatt taacgctgtt tcgacggtaa gctttgttag catacgagaa
  2804161 aatgcattaa ggtcggcttc ggttttaaga cctttagcca gttcagccgc aagtgcttta
  2804221 agtttctttt cgtccataat ttgcctgtct ccgttgttgg agtgaagata tcaaaaacag
  2804281 gcaattacac aatattgttt acagtctctg atgacccttc caaagaaaac accctgtcag
  2804341 cttaccgctc acaaggtggg agtgaccatc tcattaaccg ctctgttggc ggcttcaaac
  2804401 acaatgccga ttaatggaat ggatagtttg ctggaatgag acggcgttta tctggccgta
  2804461 ctcgtaccgg aagaaccatc ttggccgcta gcgccacctc gaccacctga tcctccactt
  2804521 ccccctcccc atccagcatc accaccgcga ccaccatttc cagaaccatc tccatttccc
  2804581 cctcgtcccc catttccccc gttattacct cccgaaccac catgcccgcc gtttccatta
  2804641 ctgtcggttc ctgcatttcc tccgtttcca ccattaccac tattagatcc atcaccccca
  2804701 ttacccccat taccatttgc tgcatataca gctgtaggca ctgtagataa aatagttgtt
  2804761 atgagtggta aagaacacat ggaaaataga gacgacatta aggcgtaatt aactattctc
  2804821 atatttacct ctgactttat tattaagtaa gaccactgtt acccgcatta cccccatccc
  2804881 caccttgtcc tcctgaagaa ttgctgccac tacctccatt accaccaccc ccaccatttc
  2804941 cacctgagga gccgcgtcca ccagagttgc ccccatttcc tccggctcca ccatgagagt
  2805001 tttgaccaga gcctgcgttg ccgccatgac ctccgtttcc tccacctact ccatttcccc
  2805061 catttcctcc ggctccacca tccccaaccg tttttatcaa gttatgggaa tatatattta
  2805121 atgctgcttc tgaagataaa gagatgccta atagaacagt gaatattaat ttacttaata
  2805181 agtatttatc cattccctcc attcccgccg gagccaccat tggtagcacc attgccgcca
  2805241 ttaccgccat ttccacccga agcattattt gctgcgccat tccccccatt tccacccgag
  2805301 ccattattaa tatgtagagt gccttgaccg ccgttccctc catttttaca atttgagtct
  2805361 ggtaatccat caagcccatt ctcacctgac ttaccatcca atgcagagca gctaatcgat
  2805421 ttgacgatat tctgcatagc tgatgctggt aagggtaata aacaggataa acttaacaat
  2805481 aataattttt tcgaactgat aattgcattc atagtgcctc catattaatt gcatcgatat
  2805541 tttactcatc ttacaatatt aggcttggcc acttccgtta ccattacctg tcccattatt
  2805601 acttccacta ccattaccac tgccgcttcc acttccagaa tttcccccat caccaccacg
  2805661 gcctcctgcg ccaccattgg aattacgccc cccacctcca ttgccaccgt tgcctcctga
  2805721 accgccattg gctgtaacaa gttcatatga atatactgaa ttcgatttta tgtccgattt
  2805781 aattttattc tcttgattaa tttgtggtga ggcgattgat atcgtgggaa ataatattaa
  2805841 agataatgtt attaataggg attttttatt catattatat accttgaatt ataagttatt
  2805901 cctcgcatta atatgcagag gccggagcaa tatactctcg aacaaccaca ttaaccgaga
  2805961 aataccaaaa taaaaagatt aattataaat aaatttattt tatattggct ttataattaa
  2806021 tgttaattaa ccattgaata atgtatttta aacgaattat taatgaggag gtttataatt
  2806081 taaccattta tatatgattg aattccctca agctattgca cccctctatc ataaaatgtt
  2806141 tttactattt tggtaaacat gtatgtttct caagtaataa atagcttttc atactaccgc
  2806201 tacacctttg cttctccggg ctggtttccg gggaaaggtg aagccaccgc cataaattgc
  2806261 ttcactttta tcagtcattg ccacatgtaa cgacattgat ggttacgagt gatggtttcg
  2806321 tacagtgata accaaagcaa ccctatttta tttaaccatg gtgaatatgt cggtaaaaac
  2806381 aacagcttaa ccttcgggtt ttcctgtaac cagtcttcta ctttacggct tttgtgtatg
  2806441 acataatcct ccaggattaa tgtgataatt tcagctcgcc gacaggttgg cctcagcttt
  2806501 tccaacatat tgataaataa gatagcgttt ttgcttgctc cctaacgtaa tcgctcctac
  2806561 ctgtcatcgt attgactgtt cctgcaagat agtgtttttg attctgcccc ggtgtgtggc
  2806621 gatccgtttt tgctggcctt tcatacacca gtcagcaccg attttaggat tgagattgag
  2806681 atcgatatcc acttcatctt cataaaatac cggaatcagt ttagtgcgtg tgagcttttt
  2806741 gcgcaggagt gccttgattg attgatcttg gcaatggaca tggaacgaat gcttgccgag
  2806801 atcgataccg atgagcgtaa cgttttgcat gatgatccct cccaaagaaa acaccctgtc
  2806861 agcttaccgc tcacagggtg ggggtgatca tcttattaac cgcctcctaa gaagcggttt
  2806921 tatcagtgaa tagaagccgt tatacccaag aggtatcgct tattcgcctg gattacggct
  2806981 acgaccgcga gacgatgggc ctgccggacg gcgttgacca tcagcctggc tgcgtggacg
  2807041 gctgttgcgg ctatcaccgc gacctgctgc accgccccca ttctgcggac gacccgcgct
  2807101 gctgccacgg cccattcctg gacgttgtgc accacggccc tgacggccat tttgaattgg
  2807161 atcagcttta atgcttggat ccggctcata gccatcaagt gcgatacgtg gaatttcacg
  2807221 ttttaataaa cgttcaatat cacgcagcag tttatgttca tcgacacaaa ccagtgaaat
  2807281 cgcttccccg gtccgttccg cgcggccagt acggccaata cggtgaacgt aatcttctgg
  2807341 aacgtttggc aattcatagt taaccacgtg aggtaactgg tcgatatcca gaccacgggc
  2807401 agcgatatcc gtcgcgacca acacacggat tttaccgtct ttaaaatcgg ccagtgcacg
  2807461 agtacgtgcg ccctgacttt tattaccgtg gattgccgcc gcagtaatgc cgtctttatt
  2807521 taactgttca gctaaatggt tcgcgccgtg cttagtgcgg ttaaacacca gcacttgctg
  2807581 ccagttacct tcgccaatca tctgagacaa cagctcacgc ttacggtttt tatcgacaaa
  2807641 gtgaacgctt tgggcgatct gctctgacgc cgtattacgg cgagccactt caacagaggc
  2807701 tgggttgtgc aacaatttgc tggccaatcc tttaatctca tcagagaagg tggcagagaa
  2807761 cagcaaattc tgacgtttag ccggtaattt ggctaataca cggcggatat cgtgaataaa
  2807821 gcccatatcc agcatacggt cagcttcgtc caatactaaa atttcaattt tggacaaatc
  2807881 aaccgcgttt tgatgttcca gatccagtaa acggccaggt gtcgcgacta aaatatcgac
  2807941 gccaccacgc aatttcatca tctgcggatt aatgctaacg ccaccaaata ccaccagtga
  2808001 gcgaagtttc aggtatttgc tataactctg tacgttttcg tcaatctgcg cggccagctc
  2808061 acgggttggc gtcaaaatca atgctcgtac cggacggcgg cccttaatgg gttgttgatc
  2808121 ttggctaagc agttgcaata gcggcaaggt gaaaccagcg gttttacccg tacccgtttg
  2808181 cgcactggcc atcaaatcgc ggccttccag tactacaggg attgcctgac gttgaattgg
  2808241 cgtcggcaca aggtagccct gctcttcaac agcacgcagg atgtcggcgt ttaggccgag
  2808301 agaatcaaat gacatattac gagaagctcc agatcttccc aatcctgacg atatcgccaa
  2808361 gtgcagtttc aagggaagat tatcagacga ggcatgaatt gaggcattac cacgaggatt
  2808421 ggcacaaact gcagtgcacc attgacccgg attataacag atgtttagca agaaaaggga
  2808481 tatttacaca aatcttaatt tctttagtca cagaaacatc aacaaagccg atttagtggc
  2808541 cgtaaaaatc aggctttcat cgcctatgtc tttacatgtt gactacggtg acctaaattt
  2808601 aatcatatga ttgatttatt gttcagctaa ccattcgcag caagctagtt tagcttatac
  2808661 atgaattgag cttatacata aaacagttaa gcaggcaggt tatttatgtc tcattcgact
  2808721 cctcattccg ttacaccgcc gtcaccggcg accaccagag gtgaacaagc ccgccaacag
  2808781 ttacttcaag ccgcgattga gttgttcggt gaattgggtc tgaaaggcgc gaccacccgc
  2808841 gatattgccc aacgggcggg gcagaatatt gccgcgatca cctactattt caactctaaa
  2808901 gagggcctct atcttgcggt cgctcaatat attgccgatt ttatccagca ggcgttctca
  2808961 ccgctggcac aagaaattga tcactttttg cagttgcctg ctgagcacca gccaccggaa
  2809021 cagcaactgc actatattcg tcaagggtta ttggcattca gccatttaat gacacaacct
  2809081 gaaacgctaa acctcagtaa aatcatggcg cgtgagcaat tatcgccaag cgaagcctac
  2809141 ccactgatcc acactcaggc cattgcccca ttacaccaaa cattgaacca attactggct
  2809201 gcatttacgg gtactgatgc cagtgcaacc aaaaccatta ttcataccca tgctttgatt
  2809261 ggtgaggttt tggcttttcg tctggcacgt gaaacgattc gccgacaagc tggctggaaa
  2809321 agtattggcg aggccgaaag ccagctaatt aatcaagtac ttattgaaca tattgatctg
  2809381 cttcttaacg gactccgggc caaggcaacc ttatgacctc tcgcccattt tcattgtgat
  2809441 aaaaaccagt ggtagacagg aaacattatg aatcgtaaga agattatcgt ggctgccgtt
  2809501 attgtcgctc tattagcaac gctagcgtac ggctggcatt attatcgtca gcaaaatgac
  2809561 gcgtcactga ccctctacgg taacgtagat atccgcacgg taaatctggg ctttcgtgtc
  2809621 gctggccgcc ttgcctcact ggcagtagat gagggagatg atattcatcc ggggcaaacg
  2809681 ctagggaaat tggatgacgg cccttatcta aatgcgctca agcaggcgca agccaatgta
  2809741 caaagtgcac aagcccaatt ggcattactg aaagcgggtt atcgtgaaga ggaaattgcg
  2809801 caagtaagat ccgaggtggc tcagcgacag gccgcctttg actacgccga taacttccta
  2809861 aaacgccagc aggggttgtg ggccagtaaa gccgtatccg ccaatgagct ggagaatgcc
  2809921 cgtaccgcac gcaaccaagc gcaggctaat ctgcaagcag caaaagataa gctcgcacaa
  2809981 tttttgagtg gtaaccgccc acaagaaatc gctcaggccg aggcgaatct ggcccaaaca
  2810041 gaggccgaac tggcgcaagc ccaactcaac ctgcaagaca ccatactgct tgccccatca
  2810101 gccggtacgg tactgacccg tgcagtagaa ccgggcacca ttttatcggc cagcaatacc
  2810161 gtctttaccg tttcactgac cgacccggtc tgggttcgag cctatgtcag tgaacgtcat
  2810221 ttaggccagg cgatccccgg ttcagaggtt gaagtcttta ccgatggccg ccccgataag
  2810281 ccctatcacg gcaaaattgg ttttgtttca ccaacggcag aattcacgcc aaaaacagtg
  2810341 gaaacaccgg atttacgcac cgacctggtt tatcgcttac gcattattat cacggatgcg
  2810401 gatgaatcat tgcgacaagg tatgcccgtc actgttcgtt ttccccaacg ttaaggcagc
  2810461 atgagttatg aatggaattc aacatatcat tactctggag gcggttgaaa aacggttcag
  2810521 cggactggat caccctgcgg ttgccagcct gactacggag atccgcagcg gagctgtgac
  2810581 gggattagtc gggccggacg gtgccggtaa aaccacgtta ttacgtatgc tggccgggtt
  2810641 gctaaaaccc actcagggta agataaccgt ggtcgggcta gatccgttga aagatgatcg
  2810701 ccagctacat gccattctcg gttatatgcc gcagaaattt ggcctgtatg aagatttaac
  2810761 ggtcatggaa aacctgtcgc tgtatgccga tttgcgtggc gtgaccggtg aacttcggcg
  2810821 ccagacattt gagcgcctgc tgacatttac cgatttaacc cgcttcacat cacgtctggc
  2810881 gggtaagttg tcgggtggca tgaagcaaaa gttagggtta gcctgtacct tggtcggcca
  2810941 acccaaagtg ctcctcttgg atgagccggg tgttggtgtc gatcccatct ctcgccgtga
  2811001 actgtggcgc atggtgcatg agctggcaga cgacggcatg ctcattttgt ggagtacctc
  2811061 ttatctggat gaagcagaac aatgtcgtga agtgttgctg cttaatgaag gcaaattcct
  2811121 gtacagcggc gcaccacaaa ccctgacgca gcgcatgagc gggcggacta ttttggtggc
  2811181 cgcccaacgt ggcaccaatc gccagttgct acaacatgcc ctgaccctgc cccaagtcag
  2811241 tgacggggtg atccaaggta aatatgtccg gctgatcctt aagccagatg tcgatcacag
  2811301 ccagttatta caatggctaa atcaacccga tgcagaaatg aaggaggcgg aaccccgttt
  2811361 tgaagacgcc tttattgacc tgttaggtgg tggcccggac agcgagtccg cactggcaaa
  2811421 aattatgccc agagtggctg gcaaccctgg tgaaaccgtt attgaagcac aagcgctaac
  2811481 caagaaattt ggcgattttg ccgcgactga ccatgtgaat tttcaggtta aacgcggtga
  2811541 aatatttggc ctgctcgggc caaatggggc cggtaaatcc acgacgttta aaatgatgtg
  2811601 tggcttattg gtacccagtg atggaaaagc cttggtactg gggatggatc tgaaaaccag
  2811661 ctcgggtaaa gctcgccaac atctgggcta tatggcacaa aaattttcgc tgtacggcaa
  2811721 cctgaccgtt gagcaaaatc tgaaattttt ctccggggtt tatggtctga aaggcaaaat
  2811781 ccagcgcgac aaaattgccg atatgatttc ggcatttaac ttcaccccga tcctgaaaca
  2811841 aacaccagac tccctgccat tagggtttaa gcagcggctt gcactggcct gcgccttgat
  2811901 gcatgagcca gatatcctgt ttcttgatga gccaacctcc ggtgtcgatc cgctcactcg
  2811961 ccgtgaattc tggttacaca tcaatggaat ggtagacaaa ggcgtcaccg tcatggtgac
  2812021 cacccacttt atggatgaag cggaatattg tgaccgtatt gggctggttt atcgcggcaa
  2812081 gattatcgcc gccggtacgc ccgatgaact gaaacaacag gttgccagtg atgatgaccc
  2812141 caatccgtca atggaaacgg cgtttatcga attggttctg cgttatgacc aacagcatga
  2812201 taaggagtaa acccatggcc gagcagaata tttcgccggt agctaagggc gagacttatc
  2812261 aagacaccgg attctcctgg cggcgtctgc gtgccttatg ccacaaagaa actcggcaaa
  2812321 ttttacgtga ccccagcagt gggctgatcg cggtggtcat tcccctcatg ctgctgttta
  2812381 tttttggcta tggtattaac cttgattcca gcaaattgca tgtgggcatt ttactggagc
  2812441 agcagagtaa accggcgcaa gatttggcta acgccttcgc taattcgcct tatattgccg
  2812501 cgcaaatcag tgatgaccgc gaagcactga ttcataccat gcaagccggt acgatccgtg
  2812561 ggctcattgt tattccgaat gactttgccg aacaactcgc gcgccctgaa ggtaaagcac
  2812621 cgattcaggt gatcaccgat ggcagtgaac ccaataccgc caattttgtg caaggctatg
  2812681 cacaaggggt ctggcaactt tggcaacagc agcaggcaca gaatactggg caaaaaaatg
  2812741 atccgctcat tgagattcag gtgcgctatt ggtttaaccc cgcggcaatc agccgacact
  2812801 ttattattcc cggcgctatc accattatta tgacggtcat cggggcgatt ttgacctcgc
  2812861 tggttatcgc ccgcgagtgg gagcgcggta cgatggaggc gctgttatct actcaggtca
  2812921 cacgcagtga attactgcta tcaaaacttc ttccctatta tgtccttggc atgttcgcca
  2812981 tggcgctgtg catgctggta tcggtgttca ttctgggggt gccctatcgc ggttcgctgg
  2813041 ggatcttgtt catcaccacc agcctgtttt tagccagtac attggggatg gggttgttga
  2813101 tctccacgct gactcgcaac caatttaacg ccgcgatgat cgcgttgaac gcggcatttt
  2813161 tgcctgcggt aatgctatct ggttttattt ttgaaattga cagtatgcct gccgtcgttc
  2813221 gagccgtaac ctatatcatt cctgcccgct actttgtcag cagcctgcaa acgctgtttc
  2813281 tggcgggaaa tatcggtact gttttggtgg ttaatctgct gtttctgatc gcatcagctg
  2813341 tcgtgtttat cggcctgacc gcctggaaga cccgacgtcg gctggattaa agaaagcgta
  2813401 aaatgtttca tcgcctatac acactgatta ttaaagaatt gcagtcgctg ttacgcgagc
  2813461 cacagactcg tgcaatatta attttgcccg taatattgca ggttatcttg ttcccgttcg
  2813521 ccgcgacgct ggaagtgacg aatgccacta tcgcgattta cagtgaagac agcggcaaag
  2813581 cctcggtaga gttgacccaa cgttttgcca aagcggccgc attttcgaat gtgctgctcc
  2813641 tgcacagccc ccacgagatc caaccggtta ttgataatca aaaagccttg ctgttgatcc
  2813701 gctttcccgc acagttcagc gccgatctgg ccaacggtaa aaccacacag ctccagctcg
  2813761 ttctggatgg gcgtaattcc aacagtgcgc agatcgcggc gaattatatt cagcaaatcg
  2813821 tgcaaaatta ccagttggaa ttgaccagcg gccagatcaa acccaataac agcgagttgg
  2813881 tcatcaggaa ttggtataac ccgaatctgg actataaatg gttcgtagta ccgtcattga
  2813941 ttgccatgat caccaccatc ggtgtactga tagtgacctc gctgtcagtg gcccgcgagc
  2814001 gcgagcaagg gacgatggag caattgttgg tttcaccact gacaacatgg cagattttta
  2814061 tcggcaaagc cgttcctgca ctgattgtcg cgacgttcca ggcttctatt gtgttgttaa
  2814121 ttggcatctt tttctaccag atccctttcg ccggttcgtt ggctctgttt tacggcacga
  2814181 tgttgcttta tggcttgtct ctggtcggtt ttggtctatt gatctcctcg ttatgctcaa
  2814241 ctcagcagca ggcgtttatt ggcgtatttg tctttatgat gcctgctatt ttgctttctg
  2814301 gttatgtctc tccggtagag aacatgccaa tctggctgca aaatatcact tggatcaatc
  2814361 ctattcgtca ttttactgac atcaccaaac agatttatct caaggatgcc agtttcgata
  2814421 ttatctggca cagtctgtgg ccactgttgg tgatcactgc cactacgggc agtgcggctt
  2814481 atggtatgtt tcgacgaaaa atcgcctagg cgtttcaggg gcagcgcacc gcctaggtgc
  2814541 ggataaatta cagctttctg atttcagtga tataggtaat agcggcactc tctacgaaat
  2814601 tggggacatc ttcgtatgct gctttaccga tgggtgaatc aaaagccgca atagcgtctt
  2814661 caatggagtc aaaccagagc tcggagaaac catcaactgg tgagtccggg tatttttcgc
  2814721 ggtcaatagg attgagtaca taacctctca agccgggaag cttgagtgtg attgcggtat
  2814781 gaacctcttc ccagtgcttc acaaaatcct caaagctctg cccttttttg cgagtaagaa
  2814841 aaccaacatg tttaaaacct ttcacagatg gcatcatcgc ctccttaaag tgacgtaaaa
  2814901 tgtttaaaaa agtaatagaa aaactgctcg ataaaatttg gcgtccgggt tgcagaagcc
  2814961 ctggtctctg cgccgtcaag catggcgaga agtagacagg cctgcgcttc cgtcagcccg
  2815021 ccggcaagcc ctacctgacg tgccagacgc acactgttgg tgaaggcatc ggccagacta
  2815081 tggccctccg tgattggggc taaatccaac aatgaaagag ggatcttttt ttgtattcat
  2815141 cttcatttcc ttgtcctcgg gaatccggag gcgaaattgt tattgaggaa atcaatatga
  2815201 ttgttttttt atccatgata aaccgggttt cattcgccac tctgtggaca tagattcaac
  2815261 aatgtgtgcg ctattttggg ttatcttatg actcagcgca gggcaacagt ctctgtatcc
  2815321 tcccaacccg gataacgtat tccatgattc ttttgctgag aaccgtttat gctcttttat
  2815381 tgcctgtttg tctcaggcac ttttactctc ttcatctgcg ggtattgaag ctttacttca
  2815441 tggtacagct gataaggtaa ccggtggtga gttatcctcg tcattgaaaa atctgaaggt
  2815501 tagcaatatc gatacataaa gaatggataa tgctcatctg acgtgctctt tggcaatctc
  2815561 tgctcaggga gatgcatgga aactgaacct ggccctggct gaaacagcgg gccgctatct
  2815621 gacaatccgg cataccacgc aggacggaga cgtctgacgg gaaattatga gaagaacaga
  2815681 tcatcttggc ggtatcactg cttttgtcac cacggctcag cagggaagtt tcaccgctgc
  2815741 cgcagaaaaa ctgggactga ctaaatctgc tgttgggaaa agtgtcagtc gccttgagga
  2815801 tcgtctcggg ctgaagctgt ttcagcgttc gacacgacgg ctcagcctga caccggatgg
  2815861 cgagcgattt ctggccagtt gtcagagtgc gatagacatc ctggaacagg ctgaagcgga
  2815921 actgatgtct catatctgcc agccttcagg gcggctcagg gttgatttac cggccgcttt
  2815981 tgggcgacag cgtatacttc ctatcctgct ggacattatc cgactttacc cagagctggc
  2816041 tctgaccgtc acattcagtg agcgttttgt cgaccttatt gaggaaggca ttgaccttgt
  2816101 cattcgcatt ggggaactgg cggacagcag cggtctggtc gccagaaggc tcacgacgca
  2816161 aaaactggtt atctgcgctt caccggatta tctgctttat cacggcgagc ctgtcagtac
  2816221 ggatgaactg agccagcatc agtgcgttgt cggatttcgc cgcagtcagc ctatttcctg
  2816281 gttgctgaag gagagtgacg gccaaatcag tcgctttgcg ccacctccta cacatgaatt
  2816341 tggtgatggt gacgctatgc ttgctgccac gctggcaggg ggcgggttgt cacagttacc
  2816401 cttgtggctg gttggtaaat accttgagag tggtgaactg cgggaagttc ttccggggca
  2816461 ttccggaggt gaaatgccga tcagtgcgct gtggccgaaa aaccgtcaac tgctgcctaa
  2816521 aatacgctac gttgtggaca cgctggttaa ggcagcagaa gacggcctcc tcgactgatt
  2816581 atgcctgggt atcggaccag accggatagt ctgtataccc tttttcatcc ccgccataca
  2816641 ttgttgcccg gtcaacctga tttaatggcc agtcattgac catacgttcg accagatccg
  2816701 ggttcgcaat ataaggacgc ccaaatccta tcaaatcggc ttttccttgc tggagatatt
  2816761 gttcggcgcg ttgtttgtca aaacctccgg caataatcaa agggccgtca tacgcagcgc
  2816821 gaaatttctc aataaatccg gcaggaatag cctgttcgcc aagtgtttgc tggtcactca
  2816881 agtgaacata ggagagcgaa cgtgtgctga gttcttttgc cagcagtagc caggtttctt
  2816941 cctcgccctc aaagggatgc atatcgaaaa ggcgtccgaa tggtgccagg cgaatccccg
  2817001 tttttcctgc accaatcgcc tgtgagatgg catcagtgac ttccaacaca aagcgaagac
  2817061 gattttcagg atctgcacca ccgtattcat cttgtcgggt attcagcccg ccattgatga
  2817121 actgctcaag gaggtaacca ttagccgcgt ggatctcaac gccatcaaaa cccgcacgaa
  2817181 tagcattatc tgcggcttgg acgtaatcct gaacgatatc cttaatctct gacactgaca
  2817241 gtgcacgcgg ttcagacacc ggaacaaggc caggctgacc attctcgtca cgtgcatagc
  2817301 aggttgaatt cttggctttt actgccactg aactgaccgg tgcctgcccg tcattctgca
  2817361 aaccagtgtg agaaatacgg ccaacatgcc agagctgaat gtagattttt ccacccgcgt
  2817421 tgtggaccgc gttcgtaacc ctttcccacc ctttaacctg tgcatcgtta tagatgccgg
  2817481 gcgtaaagag ataaccctgc ccctgcacgg aaatctgtga gccttcggta ataataagcc
  2817541 cagccgatgc gcgctgctgg tagtactttg ccgtcagttc atctgcagta tcacccaccg
  2817601 ttgctcgtga gcgtgtcata ggagccatca ctacgcggtt aaccaattca gtatcaccga
  2817661 ctttaaatgg tgtaaatagc ttgtccattt atctctccat taataaaaga aacatgatga
  2817721 ttactgcggg gccataagtg aacagctatc tgttccgaac tgaggttcca taaattctac
  2817781 tttaaagcgc aggctgcatt tatatttgac gagttcattc tatgactgaa gttaggtgag
  2817841 taaaatgtgg cccagaatac ccttattaac tcaccatggt ctttatagca tccgcttggt
  2817901 acagggctga ctgtcagatc tgattgaacc ctgggtgtca gattaagcag gtaaatacac
  2817961 aacacattga tatttaaact tttattttaa acacaatccg ctttttaaaa tgcctgtatt
  2818021 tttataaaaa aatagctaag ttcttttttg taattttgcc tgcaatgttt tgcgcgtgat
  2818081 gcctaaatgt tttgctgcct ctgttttatt gcctcccgtc ttttccaacg cagtcaaaat
  2818141 agcgtctatt tcgacccatt cgagagactg gataggtttt tctgcatcct cataacctat
  2818201 attctcacta ccggcattct cctgaatata atgattaata tttaacggca actccttctc
  2818261 gctgatgaaa tcaccggtca gtaaaatcac cgcacgctcc accgtatttt ccaattcacg
  2818321 cacgttacca ggccagttgt atttcaacag catattcatc gcttgcggtg tgaatccttt
  2818381 gattgattta cggttcttga gcgcaaactt ttccaagaaa tgcatcgaca acggcggaat
  2818441 atcttcgctt cgctctctca acgccggggt atctatcgtg accacattta atcgatagta
  2818501 gagatcctgg cgaaactttc cactatcaac atcggcttta agattgcggt tagtggcggc
  2818561 aatcaacctg acatcaatat ctaatgtctg attactgcca acgcgctgga tctcccgttc
  2818621 ttggatagca cgcaggagtt ttgcctgcat caaccctgag atttcaccaa tctcatccaa
  2818681 aaataacgtt gccttatgtg cctccataaa gcgcccttcc cgacgtttat ctgcgccagt
  2818741 aaacgcccct ttttcatggc cgaatagctc ggactccagc aatgactcac tgagtgccgc
  2818801 gcagttaaca atcaccaacg gttgatcttt acgggcgctg ttagcatgaa ctgagcgggc
  2818861 aataatttct ttgcccgtac ccgattctcc acatatcaac accgtcgctt cagaaggcgc
  2818921 aatcatgcca accatatcca tcagatagcg catttgtggg ctgcgaccaa taatattttg
  2818981 gttactgatg atctgctgtt taagtgtttt attctcattc ttgagatgcg tatgttccag
  2819041 tgcccgctca agggtgagtt gtaacatgtc gaaatcaagc ggtttggtaa gataatcgta
  2819101 tgccccggct ttaattgcct caaccgcaga ttcaacgttg gaataagccg tcataattaa
  2819161 aatagggatt gccgggttat aggctttaat tgcctttaat gcctcaatac catccatttc
  2819221 agacattcgc acatcagtca gaattaaatc gaaagggatc tctttagcca gttcgatggc
  2819281 ctctaatcca ttgtgggctg gcgtggtttg ataaccccag cctttcatta aagcctggat
  2819341 aattgtgcag tggctcaggt catcatcaac gaccaaaata tgcgctttat gtgttgtcat
  2819401 tattcgacgc cttttgttct tgcccatctg ggcgatattg gccgcgttgt accaagggga
  2819461 ttgtcatgtc aaagcgggtt ccagattgcg ggtggctggt aacggtgatt ctaccttgat
  2819521 gctcttcaat cactttttgc acgatagcaa ggcccaaacc agtgccagaa gctttcgtcg
  2819581 tgaaataagg attaaagatg ttttccagat cttctgctct aatgccttta cccgtatcga
  2819641 ttacgctaat tcgtaatttt gactcttcga caagcgccag ggcaatttca agtgtccccg
  2819701 ctctccccat ggcctgaata gcatttaagt aaaggttgag taatgcttga gtgaaacgat
  2819761 cgggatctat ttccactcgt ggcaagtttt cattgctgat aaattgaatt gtgatttttt
  2819821 tgctatcggc atcctgacga ataagatgaa gtgaatgagc aatgatctcg ttaatattga
  2819881 cgagttggat ccttaaatcc gatgggcgaa ctaaccccag taactcagtg accgctctat
  2819941 tgagcctatc gacctctttt atcatcactt tcgctaattc ttgctcctca ctgccttgcg
  2820001 gggaatgccc ctcaaaatat ttcgcaaaac ctttgataga agagagcgga tttcttattt
  2820061 catgcgcgac acctgcggct aaattgccaa tagccaccag tttttctttg cgccgtatct
  2820121 cttcttgtaa ctgccgaacc tccctcatgt cccgaaagat gaatatattg cccaggaaac
  2820181 tgccattgtg attaacaata tttgccacgc taatgctcaa tggaataatt aggccttctt
  2820241 ttaatttata atcaatttca tgctctatta ctggctgatg gcgttgactt tttttaacta
  2820301 aaagattcca ttctggaggt agggcttggt gaatattttg gccggtcaga atatctttac
  2820361 tgataccgaa tatcttttct gccgtgtggt ttacgacact gatcaattgc tcttcattgg
  2820421 tggtaatcaa cccaataggc agattattga taatttcggt tgaaatcgct ttagagtctt
  2820481 gtagctggcg tcgggaaagc tggtaacggc gcgcccagaa tagggccaga atacccgcca
  2820541 gagccaacat actgagaata gacaaaaaga taatcgtatt gcgaatatct tttgcttgca
  2820601 tcgcatctaa cgcttcagtg tcgaaggcgg taaaaatgac actttgattt tcatatttgt
  2820661 cattattatc ttgagtcgca gcaacgttac tccttctcac catattcata tgggactgat
  2820721 gggtattatt gcgtctcagt ggcttaaaga aacgatagac ctcaaaagca tcctgacttt
  2820781 tattatcctc atcaagaaaa gccgctatcc gccactgttc agctaactga acgtttaaat
  2820841 ccgccatctc ttgtgggcta tagagctgcg ttccgacacg tgccgggtta ctgtgggcaa
  2820901 ggattttccc tgataggtcg gtaaccgcaa tatagataac gccaggctgg taagccatct
  2820961 cttccatcaa tgtttgacgc tgacgccaac tcattcccat gcctgtacgc gagctggatt
  2821021 caaaggaacg aatcaatacg gcgctttttt ctaatagtgt ctgaaattca atgttgcgcc
  2821081 cacgattcag gtccttaatc gccatagtga taatcacggc gatcaaaatg atcactaaac
  2821141 caacaaaaaa accgtatggg atcacagaga ataaattcga ttttccttta gattccttca
  2821201 cccttctcat ccttattttt attattggtt agtatcaatg aattggtggc gggtaattat
  2821261 tacccacatc gccgctaccg tgggtaataa ttacccgttt ttactgaatg tctcacctct
  2821321 cactcctgct atagaccgtg tctgaataac tgcccgccga taataaaacg gccaataata
  2821381 aacctaatca attgatattc cttattttat ataataaaac tgactaaaaa aacaaccatt
  2821441 atttaaggca attatcatgc cattagcatc ttggcatagg aattgcttta acgtaataag
  2821501 cttactacgt gacgtttcac tgattcactg actcataccg aaataaagga tactcactat
  2821561 gaacctgaac aaaacagcga ttgtaaccct tctttctctt gctaccctga ttggattcgg
  2821621 tggctctgct attgctcaaa atgctatggg cacccatatg aatggcgacg gcacggatat
  2821681 gtctcattct cagggaaagc actctggaaa gaattccatg gcgaatttga cgacagaaca
  2821741 acaggcgata cgccagcaag tacttaatga atttcaggca tcaacagcag atatgcgcca
  2821801 acaactgacc tccaaaaact atgagtacaa agcgctatta accagcaaac cagtagatga
  2821861 acaaaaggtt ctggctgtca gtaaagagat tcaaacgtta agagatagcc tctaccaacg
  2821921 tcgcgtctca atggataccc agttagcaaa agcggggata gcaatgacgg gaaaccatgg
  2821981 ttcaagaggg ggtaatcata tgggaatggc cggtgggaga ggttgccgat aaaatagaaa
  2822041 ctcccctgat taacatttga ttaatcaggg gttatctgga gagtctattt tggacgagta
  2822101 gacttcctcc cgataatgat taatgggata actggcggtt ttttagatca gttggctcat
  2822161 gtttatcttg aaaaacgaag aagaaaacaa tgaccagaat aacggtgtaa gcagcaaaag
  2822221 atagccaaat actattccag tccttgacgc cattaacagt gaaataatca accacatgcc
  2822281 cactggtgat ggcacccaca taagccccca cgccgttaac cattgtcata aacaggccct
  2822341 gcgcactggc tctgatatta tgatcgacct ctttctcaac ataaattgca ccggagatat
  2822401 taaagaaatc aaaggcgcaa ccatagacca ccattgataa cagtaataaa acaataccgg
  2822461 tagccgacgg atcgccatag gcaaatagag tgaagcgcag cgtccaggca atcatgctga
  2822521 tcatcatcac gcgtttgata ccaaagcgag ataagaagaa gggaatggcc agaataaaga
  2822581 agacttctgc aatttgggcc atcgataata agatcgaggg gtattggaca accagactat
  2822641 cctgataaat tggatttttt gcaaagtcat ggaggaaggg gctgctgaac gtgtggctaa
  2822701 tttgtaatga agcgccaagt aacatggcaa ataaatatcc tccggcatag ccggaggttt
  2822761 ttcatatgcg cctataaggc tctgttacca gccgcgccct aacaggcgca tcgcgatctg
  2822821 acatttgcat ctatggatta cttacggccc gtaaacgggc taccgggata cgggatcgag
  2822881 agttgctcac ccattttatc ctcttccaat tggtgcttta tgtattcttg tatcctggcc
  2822941 gtgtttttcc ctaccgtatc aacgtaatac cctcgacacc aaaactccct gttacggtat
  2823001 ttgaacttca aatcgccaaa ctgctcataa agcatcagac tgctctttcc cttcaggtac
  2823061 cccataaatc ccgagacact catcttgggc gggatctcca gaagcatatg gatgtgatcc
  2823121 acacagtatt ctgcttccag gatattcacg tttttccatt cgcacagttt tcttaaaata
  2823181 ctgccaatcg ctctgcgttt ttccctgtag aacacctgcc ttcggtactt cggcgcaaaa
  2823241 actatatgat atttacagtt ccatcgggtg tgcgctaagc tcttttcatc cctcattggg
  2823301 accccctttt gatttcttgt tgaacatttg cagttgccag accgcaaact gttttaacaa
  2823361 atcaaaaggg gtttttataa ctgacccaaa gctgaaagct ttactgaacc cccagcctag
  2823421 ctgggggttt tctgggcaca acaagaagaa aatagccatt ttcttttgtt taaataatac
  2823481 gaaagcatca agccctaaaa tattaaccca cgagcggtct tttttaatat tagatgttgg
  2823541 acagcttggt aatgaaagag catatatcgc caacaccagc gcagcaccag aagcgatata
  2823601 aagctggata ttactcaatt caaatccgga gaggctgata gcccacatgg caaaaataaa
  2823661 accaatggtg ccaaagacgc gtaccggggg gaaatcttta atcgtgtcca gccccgcttt
  2823721 ttctaaacag atataagaaa tggtattagc cagtgcaatc gtcggcatat agaccatcgc
  2823781 attgaacaac atcacaaaga acatgatatt agggtctgaa acattggcgg cgatcaacag
  2823841 cgcaaccgcc cccagcaggt ggcaacacgc atagagaata ttagctttca cccatcgatc
  2823901 ggcaataata ccgaccagac tcggcattaa aatacaggcg atgcctttag cgccatagac
  2823961 taaacccacc tgtgcaccgg taaagttcag cgtattcatc atgtaagcgc ccagcgtcac
  2824021 caaccaggca ccccagataa agaactgaag gaaaaacata actttaagcc gtttttttat
  2824081 tatcattttt attctccgtg attcaaatgc gtcgaggaat atattttttc gcattgagcc
  2824141 tatagggtat atccctcatt tacggtgccc ctatttgcgg ctggcataat agggggcata
  2824201 aaatatttat gacgtcttta tcgattaacg gagcgctttg ctttttaaga atgcttcaat
  2824261 caatttagtg aaattgacgg atgccacttt agcaaatttt aaggtttgtt catgggacag
  2824321 aacgacatca gaaaggcctt cagccaggtt agtaatcgcg gtcagagcaa taacttttaa
  2824381 accacaatgg gctgcggaga gaacttccgg cacgacagac atacccacaa catcaccgcc
  2824441 gatgatctgc atcatgcgaa tctcagccgg tgtttcaaag caaggcccta ggtaagagac
  2824501 aaatacacct tcggtcagcg ggatatcaag ctgttgagca attttagcca tatcagcacg
  2824561 cagatcttta tcataggcat tcgctaggct aaagaaacgt gggccaaagc gatcatcatt
  2824621 agggccaact aacggcgtgc ccggcatggt attaatgtga tcttttagca tcaccaccga
  2824681 acctggcaaa acttctgggc gcaatgaacc ggcggcatta gtacagaata agaattcgca
  2824741 gcccatcaat ttaaatgtgc gcaccggatt ggtcatgatg ctcatgcctt tgccttcgta
  2824801 aaagtggcca cggcctttca tgcacatcac aggaacacca cacagatcgc ccagcaccag
  2824861 ttcgccagca tggccgtgaa ccgagcttac agggaagcca gggatatcag cgtagctaat
  2824921 tgtggtgtca ttcgtaattt gatcaactaa atcacccaat ccagaaccta aaataaacgc
  2824981 gatttgaggc ttaaatccgg gttttatttt ctgaatatat ttaacggctt gaaatggtaa
  2825041 ttcattgaaa tcagcatcaa cgtttatatt tgaatttact gttgtcataa taaaacccct
  2825101 tgattatttt aataacgctc aaataaaccg gctaaatatg tacctcgagt aattggcgtt
  2825161 actacacctg agcgcaaagt gatgagctaa ctccctgagt gataggggag actaaatgct
  2825221 gctaacaccg ccgcaacgtc aaagacgaaa ggtagagata gatctaatct accccatcat
  2825281 aagtagtggg ttattgcata accaatacta aaaacccgct aatccatact gaaaatgtaa
  2825341 tggttcagaa tgtgtttcca cgcaattatc atcgatcaca agagggtaac gggtaagcac
  2825401 atgacaacaa gagtacttaa agcgcatttg caaatgttgg ggtttaccgc tctacttggc
  2825461 ggttccttta ttgccagcgc caccatcagc aacgcactgc caccaatggt aattacttgg
  2825521 ctgagatacg ctattgcaag cctgtttttt gttgtattgc tggtgagtca gggtttacta
  2825581 acgttacctc attaccgaga tttgggccgt tatactctga ttagcctacc gccgctgctc
  2825641 tattttgcct gtatgatctt ttcactgcag acaaccagcg cgataaattc gagtgcgtta
  2825701 tacaccactg tgccattaat gagcatggta atgagtgtgg tgtttttgaa cgcaaaatcg
  2825761 acgtggcctg tggtagccgc attattgctt ggaattttag gggcattatt aatcattttt
  2825821 aaaggtgact tgtctcaggt tttacgcttg tcgctgatgc catctgatta cctgttcctg
  2825881 tttggttgtt taggcatggc gctgaatcct attgtggtga agaagttaca tcggggtgag
  2825941 cacgccttgg tgcttaccgg ttggagcttg atatgcgcca cactactgct aacggtgatc
  2826001 atcgcctatc agcttccaga aattgaatgg cgcaatatta gcgtcatcac ctggagcggc
  2826061 gttttatatc ttgccacctt tgccaccgca ttaagtttct ttctgttcca aaaagcctgc
  2826121 attgtgcttt cgccgacgaa agtatcaggc tatgtgtacc tgatcccgct gtcagtcatt
  2826181 gtcactaata tgatgttagg ccagacaata aattggcaag agatcgccag cggagccatt
  2826241 ttagtgatta tcgcgatggc tattttagtt aaagccaagt aataccggcc agtgaatgcc
  2826301 acagattcaa aaatcacact caaaataacg caagcaactt atttagtgcc ggagtcacgc
  2826361 tatcagggtg ataaacagcg aagagatcgg cagaaagatc ttctttcagc ggaataaatt
  2826421 taatattagg ccatgggatt tcctgcatac tttcaggaac taaggcgata ccaaggttgc
  2826481 tattcacaaa agccaactgg gtctgaggtt catcaaactg ataaatagcc tgcggcgtgc
  2826541 agccagcatt aagacaacta ttgtataaat ttttagagta gccagagtga ttaaaggtga
  2826601 gaaatatgag cgtttgccct gagagatctt tcagcgtgag tattttttta ttcaccaata
  2826661 agctctcatt agacacggcg acggcgacac gctgcttttc tacccgccta tagatcagcg
  2826721 ccggattctg ttccagatcg gcacatcgcc agaacccaat atcaagcttc ttatttaata
  2826781 aggcttcata ctgcttactg ggtggcagct cgtgtaacga ccaggtggtc ttaggattga
  2826841 ctgtcttata atgcttgaat ttctctagta gctgatgcca aagggcggaa ccgataatgc
  2826901 caatattaag gtgggtttgt tcatggcggg caatatagga tacgcggctt aatgaattct
  2826961 ctatattatc aaatacatct ttcatttcag ccttcatcat ttcgcccgcc agggttaaca
  2827021 ccacgttacg gctgtctcgt ataaagagag ggaaacctaa tgcatcttct aattctttaa
  2827081 tttgcaggct caacggcggc tgagagatat gaaggcgttc ggcggctttt ccgaagtgta
  2827141 actcgtctga aacggctaaa aaatagcgga tcattttcaa attgatacga ccggaaaaaa
  2827201 gaagcttttg catatcacct atccaattat tttaatgcga gcaacctgaa ttattatttc
  2827261 aataataatc ttgtctgata atcaaaccgc aatcttaatt atatgtattt attacctaag
  2827321 tcaggcggtg atagtagacg attacattaa taaagttaag ccagaaaaag cggcagatga
  2827381 ttttgattaa gcggtggtga tctcttcatc gactcgccag atgaagagac cccactattg
  2827441 cggattattg atcgggaaat gtcatgatat ttcccggcgc ttcactttga atatgtagga
  2827501 agttcatatg gcgctcatac tggtcaagaa tgttattgat aatctgttct ttgctgtagt
  2827561 ccatcaaatc attcccctgc gttccttcaa gcagataagt ttcaaggcgg taatagtgtg
  2827621 atttccctga gcgtgcacgg taggtgaatg ccggcacaga ataacgttgc ggccagatct
  2827681 ggtagacgaa gttctgctca tcacccagat gtaccagcaa ctccagatga ttaagacgat
  2827741 tcagttgttc atcttccttc ggcggcagtt cgttgaattc aactttaaca ccgcgtacgg
  2827801 ccagttcctg cgcaacttcc tccatcgctg ggcggcaaat ggtatccagt attttcgcgg
  2827861 tataagtggt acctgggtag ttcattactc gcgataaacg ttgtttccaa tttagtactt
  2827921 cattgcctga aatcagcgta ggcgttggtg tctgttgcga gctggctttg cggtaatcct
  2827981 caatttttag cgatttatac aagccgacca tcacgaagaa aatcacaaaa ctgaacggta
  2828041 accccataat gacggttgcg ttttgcaagg cggcgacacc atcggtcatc aacattccca
  2828101 aagtcagtaa cccgatagta atagaccaga aagtacgtaa ccagttgggg gaatcattat
  2828161 taatatcggc cagacgagag gtgaaattcc ccagcactag cgaaccggaa tccgctgacg
  2828221 tgacataaaa tagcaagccg gtgatcgtgg caaccgaagc actcaaagtg aaaccggggt
  2828281 actgtgctaa caggctatag aaaccgcgtt ccggaaactc catcacttca ttagcaaaag
  2828341 caatattgcc atgcaggatc tggtacaacg cgctattacc gaagatagac agccaaagca
  2828401 aggtgaagac aaagggtatg atcaacgtac cgaccacaaa ttggcggata gtgcggccac
  2828461 gggaaatacg cgccagaaac agaccaacaa agggtgacca ggcaacccac catgcccaga
  2828521 aaaacagcgt ccagctattc atccattggg ttgggcgatc aaaagcaaaa ctgttgagcg
  2828581 tcatgcccaa aaagcgattg atataatccc ccacgttaag caccagcgca ttcagcagga
  2828641 attccgtgtt cccccagaac agcaggaata ggatcaggcc taacgccagc agaacattca
  2828701 cttcagagag gatccgaatg cctttgttga cacccgatgt caccgatact gccgccatca
  2828761 ccaccgacaa cagaattaac ccggcctgaa ccgccagact ttccgggata tgaaacagga
  2828821 cattgaggcc gtaattgagc tgcaccaccc caatccccaa tgtggtggca atcccgaaaa
  2828881 tcgtcccgat aacggcggcg atatccacac tgtggccgat tggcccgtcg atccgcttac
  2828941 caaagatagg gtaaagcgcg gaacggatgg tcaacggcag gttatagcga tagctgaagt
  2829001 aaccgagtgc aatccccatc aatgcataca ttgaccaacc tgtcagccca tagtggaaca
  2829061 gcgtccagac catcgcctgc cgcgcggctt ccagagtctg gccctggcct tctggtggca
  2829121 tcatatattg cgtcacgggt tcggctaccg agaagaacat caggtcaata ccgataccgg
  2829181 cggcgaacag cattgccgcc caactgacca ggctgaactc gggctttgac tgctcggggc
  2829241 caagtttgat tgagccatag cgtgaagtgg caatataaat aacaaaaacg atatacagcg
  2829301 tggccgccag cagatagtac caaccaaaag tggcagagac ccagttaagg gtaataccaa
  2829361 tccagcgatt agagaggtca gtataaaaaa tagtcataag acagaacgcg aggatcaacc
  2829421 ccgcggacgt aaagaacacc accggattta acgtatcctt ttgcggtttt gtgtcgatgt
  2829481 ctgaagtcac catcgtttcc cctgcatttt taaaaaagta aggctcatca catttggtgg
  2829541 gtaagcgccc cttagcgcat atcaagagac tgctcgcagg cgatccgctg agtgcactta
  2829601 ccgccaattt ttgatgagct gacgttattg gtgagctaaa aaccacctat ccgataccaa
  2829661 cgtgattaac ttctaacatc aacaagttac aatcaatgtt cacacaaaaa tttaacttat
  2829721 cagcaataaa atatattcat tttttattga acgttcaatc aaaaaaagtt taatagtgtt
  2829781 tcgtaacggg taactagctg ccaataggca gcatgaataa cagtattaat tgattgaatt
  2829841 taaaggagtc cagacccgtg ccaaaagtag gaatgcagcc gatccgacgg cagcaattga
  2829901 tcgaggcaac aatggccgcg gtgaatgaag tgggaatgca tgaagcgtct attgcgcaga
  2829961 ttgcaaagcg tgctggcgta tccaacggca ttatcagcca ctatttccgt gacaaaaatg
  2830021 gcctgctaga agccacaatg aggtatctga taaggcacct tggcgaggcg gtgaagcagc
  2830081 acttggctgc cctgtccgtc aacgatcctc gtgcccgttt gcgggcgatc gccgaaggca
  2830141 actttgatga cagccagatc aatagcgccg cgatgaaaac ctggctggca ttttgggcaa
  2830201 gcagtatgca tagcccacaa ttgtatcggt tacagcaggt gaataaccgc cgactctatt
  2830261 caaatttatg tgctgaattc aaacgttgtt taccgcgaga gcaagcgcag ctcgccgcta
  2830321 aaggtatggc gggtttgatt gatggattat ggctacgcag tgcattgagt ggcgaacact
  2830381 ttaaccgtca ggaagcgctg ctgattatcc ataactatat tgagcagcaa ttgaacatta
  2830441 aatataagtg ctgaacaaaa ttcgaacgca ctgaacggta tttagccgta caggaaaaga
  2830501 caggagagac tatgtcccgc tacggcttgc aaaaacttta tatcaacggc gcgtacaccg
  2830561 acagcaccag tggtgatact ttcgatgccg tgaaccccgc gaatggcgaa tgcattgcac
  2830621 aactccaggc cgccaacgca caggatgttg ataaggcggt agccgccgcc aaacaaggtc
  2830681 agcctgtgtg ggcagcgatg accgcgatgg aacgttcacg catcttgcgc cgggccgtgg
  2830741 atatcttgcg tgatcgtaat gatgaactgg cggcaattga aacggcagac accggtaaac
  2830801 ccctatccga aacccgatct gtggacatcg ttaccggtgc cgatgtgctg gaatattatg
  2830861 ctggcctaat ccccgccctt gaagggcaac agatcccact acgtggcagc gcatttgtct
  2830921 atacccgccg tgagccactg ggcgtggttg ccggtattgg tgcctggaac tatccccttc
  2830981 agatcgcttt gtggaaatct gcaccggcgc tggcggcggg caacgctatg atcttcaaac
  2831041 caagtgaagt gacatcgctg accgcactga aattggcggg aatctacacc gaagcgggtt
  2831101 taccggctgg cgtatttaac gtattgaccg gcagtggtga ccaggttggg cagatgctga
  2831161 cagagcatcc gggtattgca aaggtctcct tcaccggggg gattgccagc ggtaaaaagg
  2831221 tgatggctaa cgccgcggga tcgaccctga aagatgtcac catggagttg ggcggaaagt
  2831281 ccccactaat tatttttgct gatgccgatc tcgataaggc cgctgatatt gcgatgatgg
  2831341 ccaatttcta cagctcagga caagtctgca ccaacggcac gcgagttttt gtcccgcagg
  2831401 cgttacaggc cgcgtttgag cagaaaatcg ttgaacgggt caagcggatt catattggtg
  2831461 acccaagcga tgaacgaacc aactttggcc cgttggttag cttccagcac cgcgattcag
  2831521 tgatgcgtta cattgacagc ggtaaacggg aaggcgcaac cctgctgatc gggggataca
  2831581 gtctgaccga gggcgcactg gcacacgggg cctatgtcgc ccctacggta ttcacccact
  2831641 gccgtgatga catgcaaatt gtgcgtgaag agatcttcgg accggtgatg agcattctta
  2831701 gttatcaaag cgaagaggaa gtcattcgcc gcgccaatga taccgagtac ggtttagcgg
  2831761 cgggggtcgt tacacaggat ttgaaccgtg cccatcgcgt gattcatcaa ctgcaagcgg
  2831821 gtatctgctg gatcaatact tggggcgaat cggcaccaga gatgcctgta ggcggatata
  2831881 agcattctgg tgtaggccgt gaaaacggta tcagcacgct ggaacattac acgcaaatca
  2831941 aatcaattca ggttgagtta ggcagcttca attctgtttt ttaatccaac accagaggga
  2832001 catccaatgg aatacgatta catcatcatt ggtgccggtt ctgcaggcaa cgtgctggca
  2832061 gcccgtttaa cagaagatgc ggatgtcacc gtactcttgc tcgaagcggg tggaccagac
  2832121 tatcggctgg attttcggac acaaatgcct gcggcgctcg cctttccact tcagggtaaa
  2832181 cgttataatt gggcttatga aaccgatccg gagccgcata tgaacaaccg ccgcatggag
  2832241 tgcggacgcg gtaaaggttt gggcggttca tcattaatta atggcatgtg ttacatccgc
  2832301 ggcaacgcca tggattttga ccactgggcc agtttatcgg gcctggagga ctggagttat
  2832361 cttgattgcc tgccgtactt tcgcaaggca gaaacacgcg acatcggccc aaatgatttc
  2832421 cacggtggtg aaggccctgt cagcgtgacc acacctaaaa tcggcaacaa cccgttattt
  2832481 catgcaatgg tcgctgcggg tgtgcaggcc ggttatccgc gtactgatga cctgaatggc
  2832541 tatcagcagg agggtttcgg cccgatggat cgtactgtga cgccgaaggg tcgtcgtgcc
  2832601 agtactgcgc gcggctatct tgatcaggcg cgcccacgta ataacctaac cattattacg
  2832661 cacgccctga cggaccggat cctatttgaa gggaaacgag ccactggtgt ccgctacctc
  2832721 aaaggtgatg ctggcaccgg ccaaaccgcc tatgctcgcc gtgaagtttt attgtgtggg
  2832781 ggtgctatcg cgtcaccaca aattttacag cgctcgggga ttggccctgc ggaattactg
  2832841 caacgcctgg atattccgtt ggtgcaggcg ttgcccggcg tcggggagaa tttgcaagat
  2832901 caccttgaga tgtatctgca atatagctgt aaacagccgg tgtcacttta ccctgctctg
  2832961 ctgtggttta atcagcccaa aatcggtatc gaatggttat tcaacggtac gggcgtgggt
  2833021 gccagcaatc aattcgaagc tggtgggttt atccgcagtc gcgatgcatt tacctggccg
  2833081 aatattcagt accacttcct gcccgtcgcc attaattaca atgggagcaa cgccgtaaaa
  2833141 gagcatggtt ttcaggcgca tgttggctcg atgcgttcac caagccgtgg ccgcattcag
  2833201 gtaaaatcga aagatccgcg ccagcatcca agtatcttgt tcaattacat gtcgagcgaa
  2833261 caagattggc atgagttccg cgatgctatc cgcatcaccc gcgagattat cgcgcagcct
  2833321 gcactggatc catatcgtgg tcgagagata agccctgggg ccaatgttca aaacgatgac
  2833381 gaactggatg ccttcatccg cgaacatgcc gagacggcat atcatccttc gtgctcatgt
  2833441 aaaatgggtg acgacaagat ggcggtggtt gatgggcaag gccgggtgca cggtgtgcaa
  2833501 gggctacggg tggtcgatgc gtctatcatg ccgcaaatca ttaccggcaa cctcaatgcc
  2833561 acgaccatca tgattgcaga gaaaatagcg gatcgtattc gtggctgcca accactggca
  2833621 aaaagcaacg ccgcgtattt tatcgccgga gatactcctg cccgtacatc tcccgtaagg
  2833681 cattcattac ccgtaacatc atatccgtaa agaaaatcac gaaatacgta gaggatcgtt
  2833741 aaccacattg atcatcgata caaaccgttg ctcagcgcat caaacggcaa cttctacata
  2833801 gaaacggtga tgaccactgg tgaaagaaaa aataaatatc ctccggcata gccggaggtt
  2833861 tttcatatgc gcctataagg ctctgttacc agccgcgccc taacaggcgc atcgcgatct
  2833921 gacatttgca tctatggatt acttacggcc cgtaaacggg ctaccgggat acgggatcga
  2833981 gagttgctca cccattttat cctcttccaa ttggtgcttt atgtattctt gtatcctggc
  2834041 cgtgtttttc cctaccgtat caacgtaata ccctcgacac caaaactccc tgttacggta
  2834101 tttgaacttc aaatcgccaa actgctcata aagcatcaga ctgctctttc ccttcaggta
  2834161 ccccataaat cccgagacac tcatcttggg cgggatctcc agaagcatat ggatgtgatc
  2834221 cacacagcat tctgcttcca ggatattcac gtttttccat tcgcacagtt ttcttaaaat
  2834281 actgccaatc gctctgcgtt tttccctgta gaacacctgc cttcggtact tcggcgcaaa
  2834341 aactatatga tatttacagt tccatcgggt gtgcgctaag ctcttttcat ccctcattgg
  2834401 gacccccttt tgatttcttg ttgaacattt gcagttgcca gaccgcaaac tgttttaaca
  2834461 aatcaaaagg ggtttttata actgacccaa agctgaaagc tttactgaac ccccagccta
  2834521 gctgggggtt ttctgggcac aacaaaaagg acaccagatt ttggtgtcct ttactatctc
  2834581 aaaccatgtc ggtgggcaaa cttaccgcgc catagcgttt aatcaacccg cttagcgacg
  2834641 attaccgaag attcgtaata acatcaagaa caggttaatg aaatcgagat acagagtcag
  2834701 tgcgcccaca atggagtatt tgcggaatga atctttatca ttgacatcca actgtgcgcc
  2834761 caagtttttc agtttctgtg tgtcgtaggc agtcaggccc acaaacacga gcacaccgat
  2834821 ataggtcaca acccacatca acgctgggct tttcagccag atgttaacaa gggatgccag
  2834881 aatgataccg atcaggccca taaacaacat gctgcccata ccgctcagat cacgtttggt
  2834941 ggtgtaacca tagaagctca tggcaccaaa catcccggca catataacga aagtactggc
  2835001 gatagacgcg cccgtgtaca ttatcaatat gctggaaagg gtgaggccgg tcagcgcgga
  2835061 atacagcata aacagtgatg ttgctgcggt tccactcagg cggttaacca taccggaaat
  2835121 aacaaaaacc agaccaagct gggcaataat caagccaaag aacaatattt ggtttgattg
  2835181 caaagcaaaa atgattgaag gagtgttcgc ggcataccaa gcgacaactg cggttaataa
  2835241 caagccacag gtcatccaac cgtatacctg cgccatatag gcctgaatgc ctgagccggc
  2835301 acgttcgaca atcgaaccat tagagcgtgg atagcgatcc atggtagtta cctttgtatt
  2835361 aaataataaa tacaggctat cgactgacag cccaccgtct ttttaagggt accatagaaa
  2835421 tagcggaaac aaaggagtaa aaatagacat ttagccgtga tttttatgct gttctgcgcc
  2835481 tagattacca gcgtttagcc gcaatatggt cgctgtcccg tgattcaacc cagcgctcac
  2835541 cctcgaccgt ggcttcccgc ttccagaatg gtgcccgtgt tttcaggtag tccataataa
  2835601 attctgctgc ttcaaatgcc atactgcgat gagcgctggt cacacccaca aagacaattt
  2835661 catctccggg gaatagtggc ccgacccgat ggatgaccga tacccgctgc aatgaccaac
  2835721 ggctgcgtgc gtcggcaata atctccgtca gcgctttttc tgtcataccg gggtagtgtt
  2835781 ccagtgttag cgcactgaca ctggccccca gattatgatt acggactttg ccagtgaagg
  2835841 tcaccaccgc gccgtcttca tcgcactgcg acagccatgt gtattcatca cccacactga
  2835901 acgcttctgc gccgacacgg atacgcgtat tttccatcat caccccccgg tcaccggcgg
  2835961 gaaaaacgcc acttcatcac ctgcggccag tggatgctga gcactcacta atgattggtt
  2836021 aaccgccgtc agtaatttgc cctcttcaag ggccaactgc cagcgctcac cccgttgaca
  2836081 cagggattga cgtagcgctt caacagttgg aaactcggcc gctagctgta atttatccac
  2836141 cccaaccagt tcacgtacct gagcaaaaaa tagaatctga atcatatatc caccttgaaa
  2836201 tcacccgatt tcccgccact ctttgtcagt aggcgtaccg ggccgatgat catgtctttt
  2836261 tgtaccgctt tgcacatatc gtaaatcgtc agggctgcga ctgaagccgc agtaagggct
  2836321 tccatttcta ccccggtttt accggtcagg cggcagcagg tttcgatccg cacccggtta
  2836381 tgctctggct gtgcttccag ttttacttcc actttagtca gcagcaacgg atggcacagc
  2836441 gggatcaatt cccacgtttt tttggctgcc tgaataccgg ctatccgagc cgtcgcgaac
  2836501 acatcccctt tgtgatggct gccatcgata atcatcgcca gtgttgcggc ctgcatgtca
  2836561 acaaacgctt ctgcgcgtgc ttcgcggacc gtttcattct ttgccgagac atcgaccatg
  2836621 tgggcttcgc ctgcggtgtt tatgtgtgtc agttgggtca tcaataaaat cccttcgttc
  2836681 ttgacattac aggggtgtta gcggcattca cttgcccgaa tcacttactg atgtaagctc
  2836741 atcggcgcta attcgctcac atcagccgcc aataaaggat aaattttgcg ttataccgct
  2836801 gttaccctga tgcaaaaaat gagtctgttt cttcgtttgc aacgcacttt gaatccgcgc
  2836861 tatcagctca tcttgttgat catcactgcc cagcagatca cgtaatgtaa tcccctgctc
  2836921 accaaataag cacaaatgca aattaccgag agcagaaaca cgcaggcggt tacaactggc
  2836981 gcaaaagtct ttttcatacg gcatgataag cccaatttca ccttggtaat ccgagtggtg
  2837041 aaacacctga gccgggccat cactgcgcgc ccgatcttgc tgctgccagc cttgttcgag
  2837101 taattgttgg cggatgacgc caccagaaac gtggtgttta cggaacaggt taccgccttc
  2837161 gccggtttcc atcagctcga taaaacgcag ttgaatgggc cgaggtttga tccagtcaag
  2837221 gaatgcactc agttggcgat cattaacatc gcgcatcaaa acagcgttga ctttgacttt
  2837281 gtcaaaaccg gcatcaaatg cggcatcaat gccctgcata acttgataaa atttatcctg
  2837341 cccggtgatg gcatgaaatt gtcgcggatc caggctatcg acgctgacat taattgccgt
  2837401 caggcccgca tcacgccatt gcgccacatc acgaactaaa cgataaccat tagttgtaac
  2837461 ggccaaggta cggatagcgg gattttgccg gatagtggca ataatatcag tgaagtcgcg
  2837521 ccgcatcgaa ggctcgcccc ccgtcaggcg gattttttcc gttcccaaca aggcaaaggc
  2837581 gcggctgacg cgattgattt cgtcaaggct caaaaaactt ttgacaccat ctgggcggta
  2837641 gccctctggc aagcaatatg tgcaacggaa attgcacaca tcagtgatcg ataggcgcaa
  2837701 atagtagaat ttacgcgcaa atgcgtcagt gagttgtacc ataacacctt tccaaatacg
  2837761 ggagatgcag gcatttctac cttgcaccct ggtggcttaa ggccacggcc agaacatcat
  2837821 attgccaata caaaaaagac aacgtagacg ctaaggctag gagtttatgt tcagctgtaa
  2837881 cttatatttt actgctaaat catggcgtta aaaagtaagg caataaacaa caactaacca
  2837941 ttaaaaaccc tacttttcct aaagattgta acgttaaaat ggcaggatag ccaatgatag
  2838001 tttctcgcta tatattatta tatacaacga cttatctatt caacgttatt gttattcagc
  2838061 ttactgaatc cgggattgat gccttgttta aaatcacaaa aatcatggct tatatcgcgt
  2838121 ttcaatcaca aatccgttaa cttatgcggc aattttatga ttaacggtcc ccaacgccat
  2838181 tagcatggca gccaggttca ttagcgttgc aacacaagat aaaaactgta tgcgcgataa
  2838241 tcgccaggca ccgaatataa caacaggaga aatatgcgaa atcgcacatt agcggatttg
  2838301 gaacgggtcg ttgctctggg cggaggccat ggtttggggc gggtaatgtc gtctctctcc
  2838361 tccttaggct ctcgcctgac aggcattgtt accaccaccg ataatggcgg ttcaactggg
  2838421 cggatacgcc gctcagaggg gggaattgcc tggggtgtca acgacggatg aaaagtgatc
  2838481 cacttatatc tccaccaacg gcccaatatt gatccaccgt tttactcagg attagcttct
  2838541 gctataaccc cggcctttcg tttctgtctg agtcgatagc tttctccttt gatttgaacg
  2838601 acatgtgagt ggtgtaagat acggtccagc atcgctgagg tcagtgctgc atcaccggcg
  2838661 aacgtttgat cccactgccc gaacggcaga ttggatgtca ggatcattgc gctcttttcg
  2838721 taacgtttag cgatgacctg gaagaacagc tttgcttctt cctgactgaa cggcagatag
  2838781 cctatttcat caatgatgag caggcggggg gccattactc cacgctgaag cgtcgtttta
  2838841 taacggccct gacgttgtgc cgtagataac tgaagtaaca gatctgctgc tgttgtgaag
  2838901 cgaactttga tacctgcacg gactgcttca tagcccatcg ctattgccag atgggttttc
  2838961 cccacacctg atggccccag taatacgata ttttcattac gttctatgaa gctgagtgag
  2839021 cgtaacgact ggagtttgct tctgcggtgc tccggtggcg aatgtgaagt catactcttc
  2839081 gaacgttttc accgccggga aggctgccat tcgggtatac atcgcctgtt tacgttgatg
  2839141 acgtgccagt tttcttcatg aagcagatgc tccaggaagt ccatataact ccattcctgg
  2839201 tctactgcct gttgtgacag cgcaggcgct gcgcttataa ggctttccag ttgcaactgc
  2839261 ccggcgagcg ccatcagtcg ttgatgttgc agttccatca tcacgccact cctctgcaga
  2839321 atgagtcgta gatggagagt ggatgatgca ggggtgtttg tcgaagttca ccagattttc
  2839381 atcaagatgc acgtcatact cttttttctc cggaggcagt gccagcatgg actgctgctc
  2839441 ttcgagccag cgatcgcagg gacgggcctg gattgtttca tgctttcgtt ggttagcgac
  2839501 atcgtgcagc cagcgcagac cgtggcggtt ggctgtttca acatcgacag tgatccccat
  2839561 cgggcgcagg cgagtcatta gtgggatgta aaactgttac gggtgtactg caccatccgt
  2839621 tccaccttac ctttagtctg tgccctgaag gggcgacaca gtcggggaga gaagcccatc
  2839681 tccttgccga actgccacag cgaaggatgg aaccggtgct gaccggtctg atatgcgtca
  2839741 cgttgcagaa ccacagtttt catattgtca tacaacactt cgcgcggcac accaccaaag
  2839801 aagcggaacg cattacgatg gcaggtctcc agcgtgtcat aacgcatatt gtcagtgaat
  2839861 tcgatgtaca gcattcggct gtatccgaga acagcaacga acacgtgaag cggtgagcga
  2839921 ccattacgca tagtgcccca gtcaacctgc atctgtcgtc cgggttcagt ttcgaaccga
  2839981 acggcaggct cctgctcctg aggaaccgag agagaacgaa tgaatgccct gagaatggtc
  2840041 attccgccac gatatccctg gtctctgatc tcgcgagcga ttaccgttgc cgggattttg
  2840101 taaggatgag catcggcgat gcgttgacga atataatccc ggtattcatc caggagtgaa
  2840161 gcaacagcag gtcgcggcgt atattttggc ggctcagatt ttgcctgcaa ataacgttta
  2840221 acggtattgc gggagatccc cagttctctg gcaatcgccc ggctactcat tccctgcttg
  2840281 tgcaggattt taatttccat aactgtctca aaagtgacca taaactctcc tgaatcagga
  2840341 gagcagatta ccccctggat ctgatttcag gcgttgggtg tggatcacta ttgcaccgtt
  2840401 cgttacatgg ggagatactc gcaattgcct taatcagttg attaccgagc caagtgtcgc
  2840461 ctccgcgatg ttcgaatacc gttttaccgg taatggtgag ctggcagggc ataatttggg
  2840521 taacttgatg ctgaaagcat tagatcacct gagcattcgc cccattgaag cgatcaattt
  2840581 ggtgcgtagc ttgctaaaag tggatgcctt gttgatccca atgtccgaac aaccggtaga
  2840641 tttgatggct attgaccatg aagggcaccc tatttatggt gaagtgaata tcgatcaatt
  2840701 ggcgcagatg ccacaagaaa tgttgctatc gccccctgta cacgccaccc gagaagccgt
  2840761 cgaagccatt aatcaggcgg atgttatttt gattggcccc ggcagttttc taaccagtct
  2840821 aatgccatta ctgctgctgg atgagttaac tcaggcattg cgccgcagct ctgccagtat
  2840881 gatttacatt gggaatctgg gccgcgaatt aagccccgcc gccgctgcgc tgtcattaca
  2840941 agacaaactg accatcatgg aaagcaagat tggccgtaaa atcattgatg ccgttattgt
  2841001 cagcccaaca atcgatatca gtggcgtaaa agaccgaatt attgtccaac aaccactgga
  2841061 agcaaaagat attcctcacc gccatgaccg cgagttattg cgtcaggcgt tggaaaacac
  2841121 cttgcaacag ttgaacggtg cagactcggt gtaagttacc gatgccccac aatacgtttg
  2841181 ccgctcatca cccgcagcgc cgctcgctcg cagagagagc aaatggcgta aataaaatcc
  2841241 ataaaataga tggaatacac gtaataaccc gcgaggcagg cggctcaaga ctggcctttc
  2841301 aaccactccg ctttgtcgct catctcaata tagagcgctt ccactttttg cctggcccac
  2841361 ggggtacggc gcaaaaactt taagctggat ttaatgctgg ggtcactgat aaaacagtta
  2841421 atctgaatac gatcagcaag cccatcccag ccatagtttt caactaattt tgtcaacaat
  2841481 tgctctaggg taatcccgtg cagcggatct ttagataaat gctcgctcat cgtttttctc
  2841541 ttgtgttatg agataaatat ctcatggcct gacaacagta cactgacaga taattatctg
  2841601 tatcgtcata attttagcgg cacaccttac tgagaatcga tgagtgcgac aagtatttct
  2841661 ggatacactc gtcatatttc acgtgggatg tacgccagtg gccaacggtc tgcccctcgg
  2841721 ccttaaggta ttgaaataag ttttaaggca tctcgataaa ccttaaggcg ctgaagcaaa
  2841781 ccttaaagca gcgagataaa cttaagatgt cgcaataaaa attaagatat tgcaataaac
  2841841 tgttgccgca gttgatgaac ctgatcacgt aattcagccg cctgttcaaa ctccaggttt
  2841901 tgcgcatatg tatacatttt tgcttccagt tcacggattt tctgatcaag tgctttcggc
  2841961 gacaaagatt gatattgggt ggtatcggcc attttatgac tgccgcgccc ttttcctttg
  2842021 ccgcgcattg aaggctggcc caattgcagg atatcgccaa tctttttgtt tagcccctga
  2842081 ggaataatcc tgcgttcttc attatacgcc tgctgtttag cgcgccgccg ttccgtttcg
  2842141 ccaatggctt tttccatcga ggcggtaatt ctatcgccgt ataaaatcgc cttgccgttg
  2842201 aggttacggg cagcacgacc aatagtctga atcaaggagc gttcagaacg caagaagccc
  2842261 tctttatctg catcaagaat ggcaaccaat gagacctctg gcatatccaa cccttcccgc
  2842321 agcaagttga tgcccaccag cacatcaaat tcacccaagc gtaaatcgcg aataatctcc
  2842381 acccgctcca cagtatcgat atctgaatgc aggtaacgta ctttggcgcc atgctcgctg
  2842441 agatagtcgg ttaagtcctc ggccatccgt ttcgttagcg tggtcaccag tacccgctcg
  2842501 ttaatcgcag cacggatgcg gatctctgac agcaagtcat ccacttgtgt ggctaccgga
  2842561 cggacctcga tcaacggatc gagtaggccc gttggccgca ccacttgctc aataatgtca
  2842621 ccgccagatt tctccagctc gtatttgccc ggtgtggccg aaacatagat cgtttgcggt
  2842681 gccaacgctt cgaactcttc aaagcgcatt ggccggttat ccagtgccga tggcaaacgg
  2842741 aaaccgtact ctaccagggt ttctttacgt gagcggtcgc ctttgtacat gccaccaatt
  2842801 tgcggaatag tgacgtggga ctcatcgaca atcaacaaac catcagccgg taaatagtca
  2842861 aataacgtgg gaggcgcttc acccggccca cggccagaga gatagcgaga atagttttcg
  2842921 atacccgagc aatagcccag ctcattcatc atttcaagat caaactgagt acgttgggag
  2842981 agacgttgct cttccaataa tttgttattg gctaacaaca cctgacgccg ctccgccagc
  2843041 tcgactttta tctcttccat cgcctgtaga atgcgttccc gtggggtgac gtagtgtgtt
  2843101 ttaggataaa cagtaaagcg agggacttca tgctgtagct gacccgtgag tggatcgaaa
  2843161 atggataatc gctcgacttc ctcatcaaat aattctaccc gcagcgccca ctcatcagat
  2843221 tctgccggga agatatcgat cacttcaccc cgaacccgaa aagtaccgcg ttgaaatacc
  2843281 tgatcgttgc ggctgtattg caattctgac aggcgacgta aaatggaacg ttgatcaatg
  2843341 atcatgccac gggttaggtg caacatcatt ttcagataca gatctggatc gcccagacca
  2843401 taaatggcgg aaaccgacgc cacgaccacc acatctcgcc gctctaacaa ggccttggtg
  2843461 gcggatagcc gcatctgctc gatgtgttca ttgaccgacg catccttctc aataaaagta
  2843521 tcagaactgg gcacgtaagc ttcaggttga taataatcgt agtaggagac aaagtactct
  2843581 accgcgttat ccgggaagaa ctctttcatc tcgccgtaaa gttgcgctgc cagtgttttg
  2843641 ttcggggcca ggatcatggt tggccggttc agatcggcaa taacattagc aaccgtaaag
  2843701 gttttgcctg atcctgttac gcctagcagg gtctggtgtg ccagaccatt ttccagcccc
  2843761 tcctccaatt tacggatagc ctcaggctga tcgccagctg gcttaaacac agaatgcagt
  2843821 ttgaatgatt tgctcatgaa ttcgctaccc gcgggagaaa cacactgtca gggggctaat
  2843881 tatgaaagcc cccgagattt ttgccaacct tatgatactg gatataaaac cagcttcaaa
  2843941 cacccaatga caggaatttt cgtatcgatg caacggttat ccctttacag tgacaatttg
  2844001 gtaacattta taccgtaaaa atttttatcc ccaaatgcta ctgcgatcaa gatatcccca
  2844061 aataattgat taaacattac tcatcatttt ttcgaatgaa caccaggcgc ttgattttat
  2844121 ttaacacatt gaaattaaat acatttaaca aaaaggagag aatccggaca acaggagcct
  2844181 aagccgcgct ggctctcgcc tctctttagt tttgtattgt taatgcacaa ggttatccac
  2844241 aggaatagtg gataactcaa tcaaccccac agaggctggg agctggcgaa aaacaaaact
  2844301 tcgcgatgaa atggagatgg acggcctttt ttagtgtttt tttgatgttt ttatttcaac
  2844361 gcatatttca attagtgcta actacactgc ttgctaatgt tataactagc atttattcgt
  2844421 attatcacct tatccaaaat cagagagcgg ttcctttttg caccagaacg agcaccaggg
  2844481 cactatttag gtgcacccca ccccaaatgg ccccccttcc ctgcctcgaa ctttattatt
  2844541 cttcctctcc ttagcccaaa aaaacattta caggccatta acatacaaat tttacttctg
  2844601 tgttcggcaa cttggtccaa gagttgcttg atctctgtag attatctgaa ggatagatga
  2844661 atcagctgaa aacaattcag caaaccaatt ggctggatag ggcctactct tgaaggtatt
  2844721 agtggtaaaa atagcgcttt tgcatcattt aatgccacta aggggttatt taagcgctgt
  2844781 ttacacgcgc aaccccgcgt aatcagtgtc gtattttatg ctctactact gcgaccaagt
  2844841 atgcagattt gctggttaac tctcactagc cgttacagaa caccggggca cctgtgaacc
  2844901 actgggatcg actaaggaga cgcactgatg ctaagtttaa ccgctgtaaa tcaatactat
  2844961 ggaaataatc atattctctg ggatatcaat ctggagctcc ctcgcggcca atgcacgtgc
  2845021 ctgataggcc gcaatggtgt aggaaaaacc acgttgatta attgcattat ggggcatcta
  2845081 cccattaaaa gcggcaccat gatctggcag cctcaccatg aacccccgca aaacttgcaa
  2845141 cagcagcctg ttgaaagacg caatgcgtta ggcattggtt atgtcccaca gggtcagcaa
  2845201 attttctccc aactgagcgt cgaggataac ctactggtcg ccgtgctggc aggccgccac
  2845261 aaatcccacc cgattccggg ctgggttttt gagctatttc cattactgca cgataaacgt
  2845321 agccaacgag gtggtgagct gacccgtaat caacaacaac agctagccat tgccagagcc
  2845381 ttggtcgcag agccagaact gcttatcctt gatgagccgg gcagcggtac ctcgccagcg
  2845441 ctgagtgaag atatcagtac ggttttgcat caactgagcc gtaatttggg tatgacccta
  2845501 ttattggtcg aacaccgctt gccgtttatt cagcatattg ctgatcgctt ttgcctgatg
  2845561 gcgggtggcc gaaatgtcgc tcaggggacg ttagatcaat tgaatgaagg cttgattagc
  2845621 gagcatttag cccgctgagc aacctcaggg ccgcggcgca ttcaggtaga tcaactatat
  2845681 tcgggtagat taaccatact cgggtagatt aactacataa ggttaatcgc acctgatggc
  2845741 ctctgattgc aagccacatc acatgcttgt agcggcgtcc atatatgtat cacatgttga
  2845801 cagcctcccg ttctgctgca cgtaataccg tcaaatccaa gtagtgccca agatcacggc
  2845861 gtgttgtcac cggattttct tctatatcag aaagataggg aataattccc agcaatggcg
  2845921 cggttatcat ccgggtcaat gtggcctgat attcggcctg ccgtctccct gccggtgtca
  2845981 cctcattggc aacccaaccg gccagtgtca gcccggcgtg ctgaatcgcc tgtgccgtga
  2846041 gcaacgcatg gttgatacac cccagtttca ccccaaccac cataatgacc ggcaattgtt
  2846101 cctgttgtac ccaatcggca aatgtggcct gcggagaaag cggggtaaac cagccgccgg
  2846161 ccccttctat caatatccag tcagcggagg gttccagttg acgtaaaccc tgtgataacg
  2846221 ccgtcaaagg gatcgccctc ccttcacttt cactggcaat atgcggtgat gtcgcttcca
  2846281 aaaaagtgaa cggattcact tgtgagtaac cgagcctctg gctgctattc gcctgcaacg
  2846341 ccagggcatc actattgcgc aagccgtcag cggtcatctg gctaccggat gctaccggtt
  2846401 tatagccagc agtacggtac ccctgagcgg tggccgcttg cagtaatgca caactggcga
  2846461 cggttttacc gacatcagta tcggtaccgg tgataaacca acgtttagtc acgatagata
  2846521 accccataaa ccatatgata actcagtgga tagccgccag attgcatgac ataggcccgt
  2846581 tgtagcgccg ccagacgttg acgcccctgt aacccagcct gacgcccatg atgcaagtgc
  2846641 gtggcaccaa tgccttgtaa cgagcgcatc agcgctatca cgttaggaaa ccgtggctga
  2846701 tataacgcgg ttgttaggtg atggcgataa tattggcagg ccgtctggat atgttgcaat
  2846761 ggcaaaaaat catttacatg acgctgacca tccacctgtt gccacgcttg ccctaattca
  2846821 tcaagggagc cttctgccaa ggtagaaaat aggatgatcc cgccggggcg cgtcactcgg
  2846881 tagaattcac tcaatgccgc ccccagatct gaacaccatt gcaccgccaa attgctaaag
  2846941 cagatatcca ccgactgatc aggcagtgga atatgttcaa tatcccccag cagatagtcg
  2847001 tcagcgacct gctgttggcg cgcataatcc aacatacctg ccgccagatc caaggcaatg
  2847061 acccgcttac ccaacaagcg ccaatgctgg ctgaaatgcc ccgtgccaca acccgcatcc
  2847121 aacaccacaa aacccgtatg ctgctggccc aactgcacta accgatgacc cgtttctcgc
  2847181 tgtaaattag ccgcgctgtc gtagctctcg gcggcccggc tgaatgcagc cgcaatcgcc
  2847241 tgtttatcaa cgttcagtgg cggtaaacac ccaacgcccc attgcgcgtg ctcagtgaca
  2847301 gaggccataa agcacctcca ataatctatc gatatcctcg ggttggtgag ccgcgctgag
  2847361 ggtaatgcgc aatctggcgc ttcctggtgg caccgtgggg gggcggattg ccgtcaccca
  2847421 taaaccggca gcacgcagtt gctctgccca gatcagactt tgctgattat cgcccaccaa
  2847481 cagcggttgg atcgccgttt ttgacgcccc cagttgcagc ggtaaatgcg cggccgcggt
  2847541 ccgaaattgg cggatacgct gctgaagttg ttggcgtaat gcatcacctt gttgcacttg
  2847601 gcgcaaggcg gcttgtagag cacaggcttg cgcggggggc atggcggtgc tgtaaatcag
  2847661 gtggcgggca tactgcaaca agtattcagc aaccggttcc tgacacaaga ccgccgcacc
  2847721 gcttaagccg aacgccttgc caaacgtgac aactaacagc tcgggttgaa ccccttgtaa
  2847781 ccagcaactg ccccgccccc cttcaccatg aaccccaata ccgtgcgcat catccaccag
  2847841 taaccagccg cccgcggctg acgtctgttg ctgcagcgcc gccaatggcg cactatcgcc
  2847901 atccatacta aatacgcctt cggtgaccac cagcgtctgg ccctggcaag gcttgatcag
  2847961 cagattttgc agcgcttcgg gctgattatg ctggaaacgc cgcaactgcg cgggtgaatg
  2848021 cgcggcggct tccaatagtg aggcatggct gagtttatcc gccaatatcc ggtcatcagc
  2848081 atcggtcaga gccgtcagca ctgcctgatt cgcggcataa ccagagataa atagcagggc
  2848141 gcgcgggtag cccaaccaat cagctaattg ctgctccaac cgagcatgag gttggctata
  2848201 accggtcaca tgacccgaac cgccactccc caccccatag cgccgtgcac cttgctgcca
  2848261 tgcggcaatg acctcgtcat tttggcttag ccctagatag tcattactgg agaagttgag
  2848321 atattgccgc tcgcctgact gtagccagcg cccattcgcc ccctcgttga cctggcgagt
  2848381 acggtaagcc gccgcatcac gtcgccgttg caagccttgc gctattttat cttgccagct
  2848441 cattagaccg ccgcattata aaactgggcg gtatccccat gcagtagctg ctcggtcaag
  2848501 gcctgttgtt gttcacgatc accgtgtgat gttgccgtct gctgcgggtt tagccccaat
  2848561 ttacggaaca attgcagatc tttatcttca tcaggattcg gtgtggtcag taatttacag
  2848621 ccgtagaaaa tagagttggc tccagccata aagcacatgg cctgggtttg ttcgttcatt
  2848681 tgctcgcgcc cggcagacag acggacatag gaagacggca tcatgatccg cgctaccgca
  2848741 atggtgcgga taaactcaaa ggcatccacc tctgcgttat tttccagcgg ggtgcctttc
  2848801 acttttacca acatattgat gggcacactt tcaggtggct taggcaagtt cgccagttgt
  2848861 accaacagcc cggcacgatc gcgtaccgtt tctcccagcc cgacgatgcc accagaacac
  2848921 actttgatcc cagcgtcacg cacctcgttt aacgtatcca aacgttcctg atagctgcgg
  2848981 gtcgtaataa tgctgccgta aaactctgga gaggtatcca gattgtggtt gtaataatcc
  2849041 agcccggcat ccgccagccg atgagcttgc tgtttactca gcgaacccaa tgtcatacag
  2849101 gtttccatcc ccagagcctt gacgccttca accattttcg ccaaataagg catatccctc
  2849161 tcgtggggat ttttccacgc cgcgcccata cagaagcggg tcgaacctgc ggctttggct
  2849221 ttcttggcag attccagtac ctgctcaacc tgcattaagc gttcgctttc cagaccggtt
  2849281 ttatagcggg agctttgcgg gcaatattta caatcttccg gacaggcacc ggttttaatc
  2849341 gacaacaacg tactgacttg tacctgacgc ggatcaaaat gctggcggtg aacttgttgt
  2849401 gcttcaaaca ataattccaa cagcggttta tcaaacaggg ccagggcttg ccctactgtc
  2849461 cagtgatgat aagttgccat gatggcctct caaaagaaga gaaaaagttt cgtcagtgta
  2849521 aataaactcg atatactgtc aaccattcta ttgatatttt ggtttacaac ggtacctaat
  2849581 gacaccttct gacttagttt ttgatcaaca gcatatctgg catccctaca cctcaatgac
  2849641 tgagccactg ccctgttacc ccgtggtggg cgctgaaggt gttgaattgc aattggctga
  2849701 tggtcggcgg ctgatcgatg gtatgtcatc ttggtgggca gccattcatg gctataacca
  2849761 cccggtactg aatttcgccg cgcatcagca actggataaa atgtcgcacg tgatgttcgg
  2849821 gggcattacc catccgcccg cagtaaagct gtgccgacaa ctggtcgcga tgacaccgcc
  2849881 gccgctggaa tgcgtttttt tggccgattc cggctcggtg agcgttgagg tcgcactgaa
  2849941 aatggcgttg caatactggc aagcgaaggg cgagcggcgg cagcgtattt tgaccttgcg
  2850001 ccatggttac cacggcgata cgttcggtgc gatgtccgtc tgtgacccac agaattcaat
  2850061 gcacagtttg tatcagggct atttagccga gaatctgttt gccaatgcgc cacagtgcgg
  2850121 ctttgatgac ccgtgggatc cgcaagatat cgctaatttt gtcgcgctga taacccagca
  2850181 cgccaatgag attgccgccg taatcctgga acccgtggtg caaggggcgg gcgggatgcg
  2850241 aatttatcac cccagctatc tgcgtgaagt cagggcgtta tgtgataaac atcaaatttt
  2850301 attgattgcc gatgagatag ccactgggtt tggccgaaca ggcaaactgt ttgcctgtga
  2850361 acatgcgcag atcgtgccgg atattttatg tttaggtaaa gcgctcaccg gaggttatct
  2850421 caccttatcc gccacgctga ccacccgtgc agtggcagaa accatcagta aaggggatgc
  2850481 gggctgcttt atgcatgggc caacctttat ggcgaatccg ctggcttgcg cagtcgcctc
  2850541 tgcgaacctg agtttattag cagagaattc gtggcaacag caggtgagta aaatagaaga
  2850601 tcagttaaaa agggaattac tgccgctggc tcaggaagat accgtggccg atgtgcgggt
  2850661 acttggggcc atcggggtgg tagagatgaa aaaacccgtt aatgtcgccc gcctgcaacg
  2850721 cagttttgtc gaacaggggg tgtggatcag gccctttggc aaactgattt atctgatgcc
  2850781 gccttatatt atctctcaac acgccttaac ccggctcact gcggccgtgg ctgcggccgt
  2850841 ggtagatcgc ggaagctaaa tgcctatctt caccgtttaa ggtaacggca tcgcggtttt
  2850901 tccgccgtct ggtgtaaaga tctctgcgac atcagcgcca cagtcgccgt caatttagac
  2850961 atgggcagtg cacagtcact caagcgtaca tcagggtgac cgcactgccc aggttcaaaa
  2851021 tagtcagtaa aatggcctat tgtttatgag ttctgcgccc cccggatact gacccacatc
  2851081 ggccccttac ctaccggata acgtttcagg gtggttagct cccccgtgtt ctgatcgata
  2851141 cgataaactt cgatatgatc agatttctga ccggaagcaa tcaggaaatt accactgtgg
  2851201 tcgatattga aaccacgcgg ttgggcttcg gtcaggtggt gcccgaccaa cgaaatcacc
  2851261 cggccatctt cagaaacggt gaaaataccc aacaggttgg cggtacggtc actgatgtat
  2851321 aaatagcggc cattaggcgt gatatgaata tccgccgccc aacgtgtccc ggtgaaatcg
  2851381 gcaggcatcg cgtccaggct ctgcactaag tggtattcct gaccgttatt gctgatttga
  2851441 tacacatcca ccgagctatt gagttcgtta acacaataag caacctgatg attcgggtgg
  2851501 aaagccatat gacgtgggcc agcgccggcg gcaacagtaa tatcagcctg tgcatggggg
  2851561 gttaactgcc cctccgcgct caaatcaaac agccgtacct tatcctcttt caggcaagga
  2851621 accagcaaga tctggttggt tgggtcaata ttcgccgaat gtggcgcggg caggtcatcc
  2851681 aattgctgaa tgggcgcttg cactacgcca tgcgtatcaa tagggctaat actgacgcaa
  2851741 ttgaaactgt aagaagcaga gaacaagaag cgaccttgtc gatcggtgtc aatgtgagtc
  2851801 gggctgccgg gaagcggtgc catacctgcg gcggtcagcg taccatcatc ggcaatgtga
  2851861 tagctgacaa taccaaaatc aggacgaacc ccgacataca gatggcgctg attagggctt
  2851921 attgccatcg gctgtacctg acccggcacg tccacggttt gcaataaggt taattcaccg
  2851981 gctgaatcta attgccagac atgaatttgt tggctgtctg gacttgccac gtaaaccgct
  2852041 tgcttcatct ttactcctta gtcgaacctg ttgggtaacg ctattaaggt gaattgacct
  2852101 gttccagccc cttcgcctta accaaatatc ttttattaac ggttaattta agcctagctt
  2852161 acctgactgc acggacataa caactgtcgg gcatctcgcg gcgcggcttc tttttagctg
  2852221 tttatacagg cctttccccc ggtttggttt aatcgatcac ccatccggtg tactatcgga
  2852281 acatactttt caagcatata atttctcatt cgccccttta atggggacag ggaccgctat
  2852341 gacatatcgc ataatcgcac tggatctgga cggaacactg ttagatcaca aaaaacgcat
  2852401 cctgcctgaa tcgttgtccg cgctggcgca agcccgggct gaaggcgtga aagtgatcgt
  2852461 cgtaacaggc cgccaccatg tcgcgatcca tccgttttat caggcactgc aactggatac
  2852521 acccgctatc tgctgtaacg gcacttatat ttatgattat caaaataaaa aagtgctgga
  2852581 ttcaaaccca ctcactccac aacaggcggt tcaagtcctg caattactgg agaaaacaca
  2852641 gatccatggc ctgatgtatg tggatgatgc catgctgtat cagcagatca cgggccatgt
  2852701 gacccgcacc ctcagttggg ccgagtcatt gccgcccgct cagcgcccga cctttcttca
  2852761 ggtcaacagc ttactggatg ccgctcacag tgcgaccgcc atctggaaat ttgcaacctc
  2852821 tcacccagat actgcacagt taaaagcgtt tgccgccagg gtagaagcag aaatgggtct
  2852881 ggcctgcgaa tggtcgtggc atgatcaggt ggatatcgcc caagcgggga acagcaaggg
  2852941 gaaacgcctc caacagtggg ttgaatctca gggcctgagt atgcaagagg tgatcgcttt
  2853001 tggtgataac tttaacgatc tgagtatgtt agaggctgct ggattagggg ttgccatggg
  2853061 taacagcgac gatgcgatta aacaacgggc ggacctggtg attacagata acgagcaacc
  2853121 gggtattgcc gccgttatcc gccagcatgt attagcctga taaattcaca gcgacagatt
  2853181 catcatggtg gtgcctacac aaaaagcggc accactcaat ctggtacagg gccattctgg
  2853241 cggttaaatg acacactttt tatctgtgca tacacccact gaccaggttt cagccccagt
  2853301 tcatcccgtg cccatggcgt gatccgcgcc cataaccatt gctcaccgat ggctaactta
  2853361 acatcgacct gcccgtccac atccagacac tcagccactt ttaccggcaa aatattacga
  2853421 atactgctgc tgtgcggcgg ctgtaatgcc agtgagacat cggcagcatt aatacggata
  2853481 cgcattgaat tgccttcagc ggcatccaac ttgcccaccc acaaccgctg gtcacctaac
  2853541 gccagtgccg tcatcgcata acgatcatga tgaccaatca cactcacccg caaaatgctg
  2853601 ctaggctctt ctcgttgcaa ccacggccgc agtgcactgc tggcccatac ctcctccagc
  2853661 ccccccacgg cacgaacttt accggcatcc atcaccacca cttgatccgc cagccgcaaa
  2853721 atttcatcca tgctgtggct gacatacaaa atgggcgtat tcacatcctg cgccagccgc
  2853781 tccagatacg gcaacagctc gcgcttacgt ggcaaatcca gtgatgccaa tggctcatcc
  2853841 attaacagca actcaggagc ggtcaataat gcacgaccaa tggcaacccg ctgtttctcg
  2853901 ccacctgaca gcgtgaacgg gaagcggttc aataacggct caatgcccag caagcccaca
  2853961 atcgcgtcaa actgcccgcg cattgacgcc gccataccgt attgcaagtt accccgcacc
  2854021 cgataatgag ggaacaagcg cgcatcctga aacacgtagc caacccggcg cttttccggc
  2854081 ggcaggtaaa tatttttctc ggcatccacc agcacccggc cattcagaat cactcggcct
  2854141 tgctgtgggc gagtcagccc ccctatcaca ttaatcagtg acgttttacc ggcacccgat
  2854201 aaaccaaaaa tcgcggtaat cccctgcgcc ggtaaatcgg tggcgacctg taggtgtaaa
  2854261 tcacccaatt gttggctgaa attcagttct agcatggggc ccccatgcgt tttttacccc
  2854321 aattagccaa ccattcggat aacagcaatg acaccaacga taaaataatg gcgatcacac
  2854381 acaagcgcgc agcggcggct tccgcaccgg gcgtttcaat cagggtgtac attgccagag
  2854441 gaatggttcg ggtttcaccg gggatattcg aaacaaacgt gatggtcgca ccgaactccc
  2854501 ccaatgagcg ggcaaaagac agcaccgtac cggcaatcac ccccggtaaa gagagcggca
  2854561 gagttatcgt gaaaaagacc cgccatggcg ttgcccctaa cgtgcgcgcc gccagctcca
  2854621 aacgggtatc gacggcctcc agagctaagc gaatcgccct gaccatcaaa ggaaaagcaa
  2854681 ccaccgccga agccaaggcc gcaccgcgcc aactgaaact gaaattaatg ccaaaccagc
  2854741 tatagagcca ttcgccgata aaaccgcgcc gccccatact gatcaacaag agatagccaa
  2854801 tcaccaccgg tggcagcacc agtggcaaat gaatcacact gtctagcagc gattttccgg
  2854861 ggaagcgaca acgcactaaa acccaggcca tcagaatacc caatggcagg ctacaagcta
  2854921 ccgcgacacc ggaaactttc aggctgagaa taatcgcctg ccattcatac tcactcaata
  2854981 tcattagcgt ggggtgaatc catagttttt gaaaatcacc gcggctgccg ggcttttcag
  2855041 gtaatcataa aaagccgtta ccgttggatt gtcatggcct ttaacaatcg ccattgggta
  2855101 ttcaaccggc ttatgacttg cctccgggaa tatgccaaca actttaactt tcttactggc
  2855161 taccgcatct gaaccataaa caatgcccag cggcgcttct gcccgttcga ccagcgccat
  2855221 tgcgcttctc acattattgg cacgggccat ttccggggct aacgttgacc aggcccctaa
  2855281 gttttccagg gactctttgg cataaatacc cgccggtacg tggtcaggat caccaaccgc
  2855341 caagcggccc ccctccagca actttttcca gtcggttttc ttatcgatct caactttatc
  2855401 aatctggctg tcttgcggcg caatcaatac cagttcgttc cctaataggg tgtagcgagt
  2855461 attggcgaca atttgctgtt tatcaatggc ataatccatc cattgttggt cagcggaaat
  2855521 aaacagatcg gccggtgccc cctgctcaat ctgccgtgcc agcgtggaag atgacgcata
  2855581 ggaagccacc acatcgacct gcttttcttg tttatactgg acagcaatat cctgtagcgc
  2855641 attggtcagt gaggccgcgg caaacacggt aatcttatcg gcagcgaagg ctgggccgga
  2855701 aaaagccgtc agcaataccg caccggctac ccagtaactc actttaccgt attgattctt
  2855761 catgttgttc tccacattaa tgataccgtt atatacggag gaatatagcg taacattata
  2855821 agcaggtcat gcagtttatc ggcaagatgt gaggcagctt gagtcgtaac cgtatcgtgg
  2855881 gagaaactaa ggtgggggat taaggtgagg aatgatacaa aaatgcccaa cgtttatacg
  2855941 ccaggcattc agaaatcaga gacttgtgtg cttgtgctga taagcgtaca gcaacactca
  2856001 agaacgaagg gtattccgtt ctttcgggtg acccgtcttg gagatcacgt taaacacttc
  2856061 acccagccca taaatcagcc ccaaaatgac tgccatcacc accggtacca tgaccacggc
  2856121 aaagaccaga ctttttaata gttcaaacat gctagcctct cataactgcc cattgagcga
  2856181 taacccacat tatcacaata accaacactg ctgcctatca tttactgtaa atgatatcag
  2856241 caatgaatta accctgttat tttaaccgac gataaaaaaa tgtaacctgc caaacgtgcg
  2856301 atttatctat ctatgttgtt tatctatcta tgttgtttag ctatctatgt tgtttagcta
  2856361 tctatgccat ttagctatct atgacaataa ctgtttcccg ccggagcaaa aaacaatgca
  2856421 ggccgaaatt cttcttacac taaaacttca acagcgcctg tttgccgatc cacgccgtat
  2856481 tgcactgtta aagcaaattc agcataccgg ttccatcagc cagggagcca agctcgcggg
  2856541 tatcagctat aaaagtgcct gggatgccat aaatgacatg aatacactgt ccgaggagat
  2856601 actggttgaa cgggccactg gcggcaaagg tggagggggt gcacatctga cccgctacgg
  2856661 tgaacgctta atccagcttt atgatttact cgcaaccatc cagcaaaaag cctttgatac
  2856721 cctgaaagat gattcactgc cgctggacag cttgctggcg gcaatttccc gtttttcact
  2856781 gcaaaccagc gcccgtaatc aatttttcgg tacccttatt gaacgcgacc accagcaggt
  2856841 gcaacagcat gtcaatattc tgctatcgga cggtaaaact cgcttaacgg cggcgatcac
  2856901 ccaacaaagc gcggatcgcc tgcaactttc agcaggtaaa gaagtgctgg cattgattaa
  2856961 agcaccttgg gtaaaactgg ttaccgatcc ggcactggca ggtgcagcgg ataacgcatt
  2857021 gccgggaacg gtcgccagca ttgagccggg caacgatcat agcgaagtta ttgtcacctt
  2857081 aactggcggg gccaacctgt gttcaaccca aaacaacagc gaactccatg cgctgaattt
  2857141 acgggttggc agtgccgtca ttgcacaatt caatgcagat cgggtgatta tcgccacatt
  2857201 gtgttgaatg attattccca gtaatcactg ttggaccata catttgttcg ttgacatttt
  2857261 tcgtctttcc gcttatccct aacatcttta ctacgttgca aaatatggga aagatgatgt
  2857321 ctgagttgca aatatcgcaa ggttgttttc gcctgagtga cacacagaca ctcatcttgc
  2857381 cagcgctaca tatccaggcg ggtgactgtt gggcatttgt cggggccaat ggcagtggta
  2857441 aatctgcgtt agccaaggcc ctgtctggag aactggccct gctggagggc agccgccaaa
  2857501 gccacttccg ccatggtgtg cgtttatcat tcgaacaact acagcaactg gtcaatgaag
  2857561 agtggcaacg taataatacc gacctgctca gtgctgatga agatgacact ggccgtacta
  2857621 ccgccgaaat tattcaggaa gcggcccgtg acccgcagcg ctgtcaacaa ctggcagcgc
  2857681 tatttggaat cagccacttg ctttctcgcc gcttcaaata cctttctacg ggggaaaccc
  2857741 gtaaaacatt gctgtgtcag gcgctgatgc cgcaaccgga cctgctgatt ctggatgagc
  2857801 cctttgatgg cctggatgtc gcggctcggg cgcagttagc cgagatgcta tccacacttt
  2857861 cggcccaagg cgtcaccctg gtattggtcc tcaaccgctt tgatgatatc cctgattttg
  2857921 tgcagtacgt tggcgtattg gctgattgcc acctgaccca catggggccg cgccagcaga
  2857981 ttctgtcgga agcgttaatt gcccaattgg cacacagtga aaatctggat gggctgtcac
  2858041 tgccggaaac ggaggatcca cagcaccacc tacgaatacc gaaaaatgaa cccttgatca
  2858101 tactgaatga cggggtggtg gagtacaacg accgccctat cctgcataac ctgagctggc
  2858161 aagtgaaccc cggtgaacac tggcagatta tcggccagaa tggtgcaggg aaatccacct
  2858221 tactcagcct gataactggc gaccatcccc aaggatacag taatgattta acgctgtttg
  2858281 gccgccgccg tggcagtggt gaaaccatct gggacatcaa acgccatatt ggttatgtca
  2858341 gcggcagcct ccatctggac taccgggtta gcacccgtgt acgtaccgtg attttatccg
  2858401 gttttttcga ttcgattggt ctttaccaag cagcctctga tcgtcaacaa caattagcag
  2858461 atcaatggct gtctttactg gggttttcca cctccgtcgc caaccaacct ttccacagct
  2858521 tatcttgggg gcaacagcgt ctggtcttga tcgcccgagc attggttaag cacccagcgc
  2858581 tcctgatcct ggatgaaccc ttacaagggc tggatccgct taaccgtttg ttagtgcgcc
  2858641 gttttattga tgtgatgatc ggtgaaggag aaacccaatt attgttcgtt tctcaccatg
  2858701 ccgaggatgc accccagtgt attacgcacc gcttaacctt tgtgccattt ggcgatattt
  2858761 atcactatca acaagaaaaa tcaccaagcc aaccacaggt aaaataagca tttttcacag
  2858821 ttttaactga gcgtcaccca atgcaacccc cactgacccg acctttactc tggtgccagc
  2858881 atgttattat tcttaccacc agccacttat cagtgctggt ggccaagtgt aaattggttg
  2858941 atttagctca aaaaaatgcc ttaggctaaa ccgtcattta gggctatgcc atcaatcagg
  2859001 atgaaataag aaagggatta tctatgtggg gtgttcttgc tacttcgtta ctgtttttac
  2859061 cactgagcca ggtgctctcc ctgttatttt tggtttcatc attagcaatg gcctgttata
  2859121 gcggtgtcct caccttccct gctaccgcgt ttttacttgc cataatcatc ctcgtgctac
  2859181 tgctgcaaaa gtatcgtcaa cgtaatggcg tcgccgctgg gttggagttg ctgctcgtac
  2859241 tgggcgttat cgcgttattc ctgcaccttg ttcctggttt tcacaacctg aaagtgctgg
  2859301 ataaagtccg taccgggccg ctcagtgccc ccttcaccat gtattacaat ctggataagg
  2859361 cgctagtccc ctttatctta ctggcctgtc tgccaaccct gttcaaggtg aaaaaacacc
  2859421 catcagtcgg gcgcatgggt tgggttgtgc tgatactcag cgtacccgcc ttattgctgc
  2859481 tggctgtggc gctcggtggc ttgaaaattg agctgcatac cccggtttgg ataggctcct
  2859541 ttattattgc caatctgttt tttgtttgtc tggctgaaga agccttattc cgtggctact
  2859601 tgcaacaacg cctcggtcag tggcttgggt cttacccagc gttggtcatc accgcattac
  2859661 tctttggcag tgcccacttc gccggtggcc cgctattaat gttattcgcc gcactggcag
  2859721 gtgttattta tggcttggcc tggctatgga gtggccgcct gtgggttgcc gtggctttcc
  2859781 atttcgccct gaatttaatg catttactgt tcttcaccta tccactctat ttaccccact
  2859841 aaatgaacca aagggatcac taccgcgatt aagtcatcgc ccattggtga ctgacatcaa
  2859901 gataaattga cctatcaacc tatggcagta acctcgtgag cagcaacctc gcgcaccaca
  2859961 aacaggacat tccggctaca ttgatggatg agaacgctac cacttcagca atcgttgtta
  2860021 tgcccatcat ttttaccatt atttgtctat gctcacagaa tacccctgta tttctgtatt
  2860081 cagtgggatt aagctagtaa aaaattgagt gtaaacgatt ccattattga gcgtagatca
  2860141 cctttttacc cataatggcg tgctatcttt attgcattga actcattaga ggagtcttat
  2860201 tatgtacgtt ctggtaacag gtggtagcgg ttacattggt agccatacct gtgtgcaatt
  2860261 gattgaggct ggctacaaac ccgtcatcct cgacaacctc tgcaacagta aatccagcgt
  2860321 attagcccgg atacacagtt tgaccggcta tacgcctgaa ctttatgcgg gtgatatccg
  2860381 tgatcgcaca ctgctcgata gcatttttgc ggctcatcct attcatgccg tcattcattt
  2860441 tgccggtctg aaagcggttg gcgaatccgt caaccggcca ctcgagtatt acaacaacaa
  2860501 cgtgtttggc accttggtgt tattagaagc gatgcgcgcc gcacaggtta agaacctgat
  2860561 tttcagctcc tcagccactg tttatggcga tcagccacag attccctatg tagaaagctt
  2860621 cccgaccggt tcaccgtcca gcccctatgg ccgcagtaaa ttgatggttg agcaaattct
  2860681 gcaagatgtt caactggctg atccacagtg gaatatgacg attttgcgct atttcaaccc
  2860741 cgtcggtgcg cacccatcgg gtttgatggg cgaagatccg caaggtatcc cgaataattt
  2860801 aatgccgttt attgctcaag tcgccgttgg ccgccgtgaa tcactggcca tctttggcaa
  2860861 tgactaccca acccctgatg gtactggcgt ccgtgactat atccatgtgg tggatctggc
  2860921 tgacggccat gtggccgcaa tgaaaacctt acacggcaag cccggcgtgc atatcttcaa
  2860981 tctgggggcc ggtgtcggcc acagtgtgtt gcaagtggtg gccgcattca gtaaagcctg
  2861041 tggtaaacca ctggcctacc attttgcccc gcgccgcgaa ggggatctgc ctgcctactg
  2861101 ggctgatgca actaaagcgg cggaacaact aggctggcga gtcagccgct cacttgatga
  2861161 gatggcggca gatacttggc actggcaatc aaaaaatcct caaggctacc ccgattaagg
  2861221 caattttatg acgcatttta accctgtgga tcatccacat cgtcgctata acccgttgaa
  2861281 agaccagtgg gtattggtct cgcctcatcg ggctaaacgc ccatggcaag gccaacaaga
  2861341 agcacccgca accgagaatt taccggctca tgatcccgat tgcttcttgt gccccggcaa
  2861401 tacccgagtt accggtgatg tgaatcctga ttactcatcg acttatgtct ttaccaatga
  2861461 ctttgccgca ctgatgcctg ataccccaga tgcgccgcca agtcatgatc cgctgatgcg
  2861521 tagtcaaagc gcacgcggca ccagtagagt catttgcttc tctcctgatc acagcaaaac
  2861581 cctgccgcaa ctgacactgc ccgcgctgga acaggtcgtt cagacttggc agcagcagag
  2861641 cgccgagttg ggcaaaatat acccatgggt gcaagtgttt gaaaataaag gggcagcgat
  2861701 gggctgctct aatccccatc cgcatgggca aatttgggcc aacagtttcc tgccgaatga
  2861761 agcagaacag gaagaccgtt tacagcaaca gtattttcag caacatcaat cgcccatgct
  2861821 gctggattat gtcgagcggg aacgccgcga tggtcaacgg accgtggttg aaacagaaca
  2861881 ttggctagcg gtagtgcctt actgggcagc ctggccattt gaaaccctgt tactgcccaa
  2861941 agccgcagta ttgcgcctgg aagacctttc ggcagagcaa cgcagtgatt tggccattgc
  2862001 cttgaaaaaa ctgaccagcc gttatgacaa tttattctca tgctctttcc cttactctat
  2862061 gggatggcat ggcgcgcctt ataacgcgaa tgacaatacg cattggcaat tacatgcgca
  2862121 tttttatccc cctctgctgc gttcagcgtc agtacgtaag tttatggtgg gctatgaact
  2862181 gctggccgaa acccagcgag accttacagc agaacaggcg gcagcactcc tgcgggcagt
  2862241 aagtgatgtt cactataaag aggccggagc caaatcatga gtttaaaaca acatacccag
  2862301 actattttcc gccaacagtt tgaccgcgag tctgacatca ccattaaagc gccgggccgc
  2862361 gtcaatctga ttggcgaaca taccgactat aacgatggct ttgttctgcc ctgcgccatt
  2862421 aattatgaaa cggtgatcag ttgtggcaaa cgcgacgatc gccagattcg tgttattgcc
  2862481 gccgactatg aaaaccagca ggatatattc tctcttgatg caccgattgt cccgcatcct
  2862541 gaatatcgct gggctgacta cgtgcgtggt gtggtgaaac atctacaaat gcgcaacgct
  2862601 gattttggtg gggccgatct ggttatctgt ggcaatgtcc cgcagggtgc tggcctcagt
  2862661 tcctctgcat cgttggaagt ggccgtgggc caagccctgc aatcactcta tcaactccct
  2862721 cttagcggtg tagaactggc gctgaatggg caagaggcag aaaaccaatt tgtcggctgt
  2862781 aactgcggca ttatggatca gttaatctca gcattgggta aaaaagacca tgcgttgctg
  2862841 attgattgtc ggaccttgga aacccgtgcc gtgccaatgc cggaaaacat ggccgtcgtt
  2862901 attatcaact caaacattca acgtggcctg gttgacagcg aatacaatac tcgccgccaa
  2862961 cagtgtgaag ctgccgcccg tttctttggc gtcaaagcat tgcgtgatgt cgaaccgagc
  2863021 ctcttcttct caatacaaga cgagctagat ccggtcgtcg ctaaacgcgc ccgccatgtg
  2863081 atcagcgaga atgcacgcac gctggcagcc gcagatgcct tggccgccgg gaacttgaaa
  2863141 ttgatggggc aattgatgca agagtctcat atttctatgc gtgatgactt tgagatcacg
  2863201 gttccaccaa tagatagact cgtcgagatt gtgaaatcag tgattggtga tcaaggtggg
  2863261 gtgcgcatga cgggtggcgg ttttggcggt tgtattatcg cgttaatgcc gcttgaatta
  2863321 gtcgagcagg ttcgcaccac cgttgcgcaa gaatacccgg cacacagcgg cggcaagaaa
  2863381 gagacttttt atgtctgtca ggcttcacaa ggagcgggtt tatgctgaaa aacggcgcgg
  2863441 catcaccaaa cagtgttgac ccgttagcac cggatggtca cccttttgaa ttcaccaaat
  2863501 tgcagaataa aagcggtatg accgtcacct ttatgaatgg ggggcaacct ggttatcggc
  2863561 catattaccg ctgaaaaatg gtgagaaacg tgaattgcta ctgggctacc cgacaccggc
  2863621 tgattacctg catcaagccg cttatctcgg ggccacggtt ggccgttatg ccaaccggat
  2863681 agccaatgcg caaatcacct tggatggcga aacaatccag ttggtcccga accaaggccc
  2863741 taaccaatta cacggtggcc cggaaggttt ccatgcccag cgttggcaga aagtgaccca
  2863801 agatgaccac caggttacct ataaacttga ttcaccagat ggcgatcaag gtttccccgg
  2863861 taatctgact gttgaagtac agtacctgct aaccgaagat aaccggctgg aaattcatta
  2863921 tcaggcacag gtggataaaa cctgcccggt taacctgacc aatcatgcct atttcaacct
  2863981 tgacggcgaa gggcatgatg cccgttcaca tcgtttgcaa ctgtttgcag accgttacct
  2864041 gcctgtcgac agtgcgggca tcccaaccgg aggactcgct gatgtcgaga ataccggtat
  2864101 ggattttcgc caacctaaaa cattggcgca ggattttcta caagatcgct gccagcaacg
  2864161 agttaaaggc tatgaccacg cttatttgct gcaccgcacc tgtggggcct tagactctcc
  2864221 ggcggcacac ttgtggtcat ccgataacca ggtgcaaatg agtatgttca cctcagcgcc
  2864281 tgcgttgcag ctttacagcg gaaattatct tgctggcaca cccgcacgca acggcggcac
  2864341 ctatgccagc tatgcgggtg tggcactaga aagtgaattt ttgcctgata gccctaacca
  2864401 ccctgaatgg ccacagcccg attgttggct aaaaccgggg aagacctatc gctcaacgac
  2864461 ggtttatcac tttattgcgt tgcctttata aatgatgacg ttatgaatga tgacgttatg
  2864521 aatgatgtat tacgaatact cctggcgtaa tacatcatgc cgcaacggcc acccggttct
  2864581 cacttcggta gtggccgtta actttctaat atcgtgctca ttcatcttct aagatataac
  2864641 tgaatccttg cctaaaacta cccttattca ctgctgccga ctacgcttaa ctgcatctgt
  2864701 caggcggccg tactgacgtt ctgcccgcct tttagacctc tgacattgat tactaaacct
  2864761 catgactata aaaaggaacg cctatgcgtc tattccccct atggttgtta tcggctgggt
  2864821 tattgctgag tgccaatgtg atggccgcag atccgccgaa aacgccctca ccagcccaag
  2864881 cggcgcagca gcagcagatg accgattgta atcaacaggc cagcactcaa tcactcaagg
  2864941 gtgatgagcg gaaaaacttt atgagtcaat gtctgaaagc acagacagca cctgatggaa
  2865001 aagccctgac acctcagcaa cagaaaatga aaagttgtaa tgccgaggca gcccaaaaaa
  2865061 tgctaaaagg tgatgagcgc aagaccttta tgagcacttg cctcaagaaa gcggcctaac
  2865121 ccatttcgag gcaggggtct gttgatatgg ggtatttaat gcccatatat tgataagttg
  2865181 cctatttggc agaatcgatt cggctattgg tcttacgtta aagtaaaaaa ttggctatgg
  2865241 ttaaacacaa tcgattgctg ttcgcagtga tcacgcaata taatgataat aattatcatt
  2865301 gaatgtgtat ttattaccca aaataattcg agttgcagga aggcggcaag cgagagagtt
  2865361 ccaatgagct tactggagta agtgattcgg ctgattgagc gcagccaacg cacatgcagc
  2865421 ttgaagtatg acgggcatat accaaactta attggagtca acgttatggc agtaactaag
  2865481 ctagttttgg tacgacacgg cgaaagtcaa tggaacaacg aaaaccgctt caccggttgg
  2865541 tatgatgttg atctgtctga aaaaggccgt tctgaagcaa aggcagcggg taagctgtta
  2865601 aaagatgaag gcttcacttt tgatttcgcc tacacctcag tattaaaacg cgctatccac
  2865661 accttgtgga acattttgga tgaattagat caggcatggc tgccaacaga aaaaacctgg
  2865721 aagcttaacg agcgtcacta cggcgcactg caaggcctga ataaatctga aacggctgaa
  2865781 aaatacggcg atgagcaggt taagcaatgg cgtcgtggct ttgccatcac ccctccagca
  2865841 ctggagaaaa gcgatgagcg tttcccaggc catgacccac gttatgcaaa attgactgat
  2865901 gctgagctgc caaccacaga aagcttggcg ctgactattg aacgcgtgat tccctactgg
  2865961 aatgacgtta tcaaaccacg tattgccagc ggtgaacgcg taattattgc tgctcacggt
  2866021 aactctttac gtgcattggt aaaatatctg gatgatctgg gcgaagacga aattcttgag
  2866081 ctgaacatcc caactggcgt gccattagtg tatgagtttg atgagaactt caagcctatc
  2866141 aaacactact atctgggtaa cgctgatgaa atcgccgcta aagctgcagc ggttgctaac
  2866201 cagggtaaag cgaagtaatt agccctgatt aacacagtaa aaaaaccccg tacatgaata
  2866261 atgtcggggt tttttattga cggctatgtg aatgcagtca gcactccgtt accaaagcgt
  2866321 actcttctgt atatgaagat aacgagttgt acgtgaagat aacgcacctg cccagactca
  2866381 aaatagcaag cgcgttagcc tactggcggc gagctctcac tgctccagcc aactggcgca
  2866441 acagcgcctc agtatctttc cggccaatac aggcatcggt aatactctgg ccataggtta
  2866501 gtggttcacc actttccagg ttttggctac cttcgactaa atggctttcg atcatcacgc
  2866561 ctatgataga tttttcacct tgcgcaattt gttggcaaac atccgttccc acttccatct
  2866621 gcttttgaaa ctgtttgcaa ctgttagcgt ggctgaaatc gatcataatc tggggttcca
  2866681 ggcccgcttt aatcagccct tctttaaccg cattcacatg cttactgctg taattcggct
  2866741 ctttaccacc acgtaaaatg atatggcaat caccattgcc ggcagtattc acaatcgccg
  2866801 aatgacccca tttggtcacc gacaagaaac agtgtggggc actggccgcg ttgatcgcat
  2866861 caatagccac tttaatggtg ccgtcggtac catttttaaa accaacgggg caagacagac
  2866921 cagaagccag ttcgcggtga acctgagatt cagtagtacg tgcgccaatg gctccccagc
  2866981 tcatcagatc agccagatac tgcggcgtaa tcatatccaa aaactcaccg gcggccggta
  2867041 acccgctgtc gttaatttcg acgagtaatt cacgcgccag acgtaaacct tcattgatgt
  2867101 cgtagctatt gtccatatgc ggatcgttaa tcaggccttt ccaacccacc gttgtacgcg
  2867161 gcttttcaaa ataaacacgc atgacaactt ccagctcgcc ctgcagttct tcacgcagtg
  2867221 ccagcaaacg ggccgcatat tctttagccg cttgcgtatc atgaatagag catgggccaa
  2867281 tcaccaccag caagcgatca tcctgagcac gcaagatgtt gtgaatagca ttccgggtct
  2867341 tggcgacggt ttctgccgca ttaactgtgg agggaaattt ctctaacaac gcaacaggag
  2867401 gtaggagttc cttaatttct ttaatccgta aatcatcatt ctggtaattc atagttcttc
  2867461 cattaagtct ttagcgatca ttgcacaata tatatttgaa ccaatctagc ctgtgaatgg
  2867521 aatgctgtaa atctacttta tcgctttcgc tattcagtgc agattagtcg caatgccatc
  2867581 gaccggttcc caaaaacaat tacccatgct caccctagtc acttagctat ctaagctccc
  2867641 ggcgatttac tcggttgccg cctacctgca tctcgaagta acttgggtat ataggagtaa
  2867701 accggtgcca actgaggcaa attcgaacct ggggcctata ctcaacgacg atgtctattg
  2867761 ggaataacta atccacggaa ttctagatag agtatgcctt gtggagagga catagcttgt
  2867821 agataaaaca tagcctgtag aaaaaacata gcttgcgcct atttgcacaa taaaaccgtg
  2867881 atggaaacaa aggataaata atggctgtat ccacaatttt ctcgcaagat agcaacagca
  2867941 aacgcctatt gatagccttc gccatcacca cattatttat ggtgacggaa gcgattggcg
  2868001 gctggttatc tggttctctg gcattattgg ctgatgccgg acacatgttg accgactctg
  2868061 cagcattatt tatcgcgttg atggcagtac acttctccca gagaaaacca gacccccgcc
  2868121 atacttttgg ctacctacgg ctgacgacac tcgcggcctt tgttaacgca gcggcattat
  2868181 tgctgattgt tatattgatc gtctgggagg ccgttcatcg cttcttttca cctcatgagg
  2868241 tgatgggtac cccgatgtta atcatcgcta tcgccggact gttggcgaat attttttgtt
  2868301 tttggatcct gcataaggga gaagaagaga aaaacatcaa tgtacgggca gcagccttgc
  2868361 atgtgctaag tgatttatta ggttcagtgg gcgcgatgat tgcggctatc gtgattttaa
  2868421 ccacgggctg gacaccaata gaccccattc tctcggtatt ggtgtcggta ctgattttgc
  2868481 gtagcgcctg gcgattactg aaagaaagtt ttcacgaatt attggagggt gcgccgcaag
  2868541 agattgatat caacaagctg cgtaaagacc tatgtaccaa tatttatgaa gtccggaaca
  2868601 ttcatcatgt tcacttatgg caagtgggtg aacaacggct aatgaccctt catgcccaag
  2868661 tgataccgcc actggaccat gatgcgttat tacaacgcat ccaagactat ttactgcatc
  2868721 actaccgcat cagtcatgcc acagttcaaa tggagtatca acattgtgga acaccggatt
  2868781 gtggtatcaa tcaagcggcc cctgccgacg gacatcaccg tcatcatcac cacgaataac
  2868841 cgctgacaca gtcatatacc caaagttatt gttgctgcag gcagtaaacg aaaccgaatc
  2868901 aggaactgat ttgaaccgta tttatgctat cccgcaggtg agccgagtcg ttattaacct
  2868961 tgagtagaca gtgggcgtga atgatttcgt gcagcactct tgatccacaa ccaagaaccg
  2869021 ttcaatgcaa taagggtcag gaacgcatac tccagcgcca tggcataaac cccctgatag
  2869081 gcaaagatcg ccacactgat gacatcaata acgacccaaa tcagccagtt ctctacgtat
  2869141 ttgcgggtca tgaggatcat ggcagcaata gacaagacca tcatcgtcga gtcccagaat
  2869201 gggaaagcat caggttgcaa ctctggcatc tgtacattcg cccccagact ctgcatcacc
  2869261 gtcactgcta cacgtgtcaa ccaggcaaat acggtatcaa tatgcaatgt cattaatacg
  2869321 atgccagcaa tacaaactgc agcccaagcc aatgctttag gcaaggataa ccagcgaatc
  2869381 tttaattcag cctgattatc cggtgtttgt ttgctccagg cataccagcc gtaaatattg
  2869441 gcaccaaaga aaaacaactg taataacaag ctggcgtaga gttggatctg aaagaagatc
  2869501 acggcgaaca atgtcacgtt aatcagacca aataagtagt tgatgatctt ttctttgctg
  2869561 gcaaaccaga tacaaagcaa cccgaatagg gtaccaattg cctctatcca tgaaagatcg
  2869621 taaccgcccg cccccagcgg tatatgtacc aatatgttgc ctgtgctgag aaaatccatc
  2869681 tggtgatcct tttagctgcc gatagaactg atttattaaa ataaaagtct cttgctcatc
  2869741 tcatgatagg tgattattca cgacgccaag aggcgccgaa tgaatattct caccagttac
  2869801 tcaggcattg cctttgacct gtaacttcaa ttgattggca aaatccagca tgcgatttaa
  2869861 cggtatcagc gcctgctgac gcaattcttc atcgacatgt atctcatgca tcaccccacc
  2869921 ctgctccagc ccttcagcga ttgctcggag gccattcatc gccatccatg gacaatgggc
  2869981 acaactgcgg catgtcgccc cttcacctgc agtaggtgct tcaaacaact ctttatccgg
  2870041 gcaggcctgc tgcatcttgt aaaaaatgcc ccgatcggtg gcaacaatta acgttttctg
  2870101 cggcagtgtc ttcgccgctt ggatcagttg actggtcgac ccaacggcat cagccatatc
  2870161 caccaccgcc tgtggtgact ctgggtggac caacacagcg gcatcagggt ataacgcttt
  2870221 catccgggcc agcgcctgag ttttaaactc gtcatggacg atacaggccc cctgccagca
  2870281 caatacatcg gcaccactct tcttctgtac gtagctgccc aaatggcgat caggtgccca
  2870341 aataattttc tcgcccaagc tatcgagatg ctcaattaat tcaaccgcaa tactggacgt
  2870401 tacaacccaa tccgccttgg cttttactgc cgctgaggtg ttggcgtaca ccaccacggt
  2870461 gcgatccgga tggctgtcac aaaatgcggt aaactcatca accgggcatc ctaaatccag
  2870521 tgaacattcc gcattcagag ttggcattaa cacttttttc tctggattga gaattttggc
  2870581 ggtttccccc ataaaacgta caccagcaac cagtagcgtt gatgccgggt gattattgcc
  2870641 aaaacgagcc atttcaagtg agtcggcgac acagcccccc gtctcttcgg ccagtgcctg
  2870701 aatttcggga tcagtgtaat agtgagcgac taacactgcg tcgcgttgct ttaacagtgt
  2870761 ttttattttc tcacgataaa aagctttttc attggtgtcc aacggaacag gccgcgccgg
  2870821 gaaaggataa atagccgcat tcacatcaaa aatttcgctc atcgctcaca tctctgttgc
  2870881 tgtggtatta ctgaagctat cagatcgctg ctagccaccc agtaagaatt gaattgattt
  2870941 gttttttatc ctaaacaaaa taaccaatat ttggcaaaaa gtcgccaaaa tttgtcgatt
  2871001 aatagcgaaa atgtttaata gagttaaaaa cgaggtgata attcacgtat cagtagagag
  2871061 tgaggaaaga aaccagagga ttatagggct aaagctaaaa tggagatacc tgagagtagg
  2871121 agaagatgaa aaattaagaa atatgtgtgt tggggaaata acggtgggtc gtgcgggatg
  2871181 actcgtcctc tggactcgcc cttcgggtca acgctggcgc gttgttgtct cgctctgctc
  2871241 ggctcgaacc tgcgacccat tgattaaaag tcaactgttc tgccaactga gctaacgacc
  2871301 cgctgtgagg cggtaattct tgacatgatg gtgggtcgtg cgggattcga acctgcgacc
  2871361 aattgattaa aagtcaactg ctctaccaac tgagctaacg acccgctgtg atgcggtaat
  2871421 tcttaacatg atggtgggtc gtgcgggatt cgaacctgcg accaattgat taaaagtcaa
  2871481 ctgctctacc aactgagcta acgacccatt acctgtactg ctgacaataa tttcctactg
  2871541 ccttaacgtt ttacagttgt cttggcaacg gcggcatata ttactaattt atcatcacag
  2871601 tgcaacttaa atttctactg aaatgtttaa ctgcttgttc ttcacacgat aaagcccaga
  2871661 aatcagtcaa attgactaaa tcctgggctc aaaaaagcta aagagcagat aaacgtttct
  2871721 gtgcctgttt agccgcatcg gtattgggat attgcttgat cacttgctga taaaccgcct
  2871781 tcgctttatc gctttggcct ttatcctgca tgatcacccc aactttaaac atggcttctg
  2871841 aactttttgg ggattttgga taatttttta cgacaacagc ataataatat gcagcatcat
  2871901 ctttcttacc tttgttgtaa tacaactgcc ctaaccaata gttggcattg ggctggtaag
  2871961 tcgattttgg atactgtttc acaaaactct gaaaagcagt gatcgcttga tcatattgct
  2872021 ttttctcaag agccagagag acagccacat tgtaatcgct gttttcatca ccagtacttg
  2872081 ctgctggtgc cgctgtagaa gctgctgcgc ctgcgtcggc attaccggaa cttccagccg
  2872141 ctgtattgtc tgctgttgca ccactcgccg cagaagctga attctgcgcc ccttggccac
  2872201 cgctcagact ctccatctgt tggtagatct gtttctgccg ctcaacaact tgattgagct
  2872261 ggtactgact ttcttggatc tgaccgcgta aactatcaac atcgcgttgc gaatctgaca
  2872321 gttgttgctg aagttgagtt aatagttggc tgtgagcgtt ggaaatacgc tcaagttgag
  2872381 tgacccgatc ttctaccgag ccggagccga cattactgat tggcgcttgg gcagtagcgg
  2872441 cccatgggac cgctacgcca accagtaacg acagacccac taagtgacgt ctgaagttac
  2872501 tgttcatgcg attctcttag taaaccagaa ctgcacgacg gtttttagca aaggctgctt
  2872561 cgtcatggcc cagtactgct ggtttctctt taccgtaaga aacgatagag atctggtcag
  2872621 cagaaacgcc tttaccttgc aggtacattt tcactgcgct agcacgacgc tcacccaaag
  2872681 cgatgttgta ttctggcgta ccgcgttcat ccgcgtggcc ttcaacaaca actttgtcag
  2872741 atgggttgct acgcaggaat gcagcatgtg catccagcat ttgagcgaag tcagaaccga
  2872801 tatcgtattt atcgaaaccg aagtaaacga tgttgttctt ttgcagttct tgcatctgaa
  2872861 gacgtgcttg ctcttcagaa gacaggttgc tgccgttctc tgtaccagtg ccagcgccca
  2872921 tgccagattg gtcattattt gcgcttttgt tggaactaca agccgccaca gccagaacag
  2872981 gcaaagccaa cattagccct tttagcactt tgttcagttg catctctttg atcctttttt
  2873041 atagtttgcc atacatacgt atttacacat gcatcacaga tacggcgacc aggcaggaaa
  2873101 tttgacctgt ccatcagttg ccggaagacg cgctttgaaa cgcccatcag tcgagaccag
  2873161 ctgtaacacg gaacccagcc cttgtgtcga gctatagata accatggtgc cgttaggcgc
  2873221 gatactaggc gtttcatcca gtaacgtgtc cgttaatact tgaacggctc ccgtttccag
  2873281 atcctgtttg gcgatgtgtt gtgccccacc attggaacta accaatacca ggaacttacc
  2873341 atcagggctc acgtctgcgt tctggttctg agaaccttcc cacgtgattc gctgtggcac
  2873401 accgccatta atattcactt tataaacttg tggacgcccc ccctgatccg aggtataagc
  2873461 cagattttgg ctatccggga accagcttgg ttcagtatta ttgctacgac catccgtcac
  2873521 ttggctgatt tgacctgaag ccaagtccat aacatacaag ttcaggctac cgcttttaga
  2873581 taacgcgaag gccagcttgg tgccatcagg tgagaacgcg ggtgcaccgt tatgacgtgg
  2873641 gaatgaggcc acttgcctaa tcgcaccatt tgccagcgtc tgaataacca atgctgattt
  2873701 gccactttca aaagtcacat aggcaatttt gctaccatct ggtgaccaag cgggtgacat
  2873761 cagaggttca ggagagcggt ggacgacaaa ctggttgtag ccatcgtaat cagaaacccg
  2873821 taattcatgt gggaatttac caccgttagt tttcacaaca taagcaatgc gagtacggaa
  2873881 agcgccttta atcccagtga gtttttcaaa tacttcatca ctgacggtgt gcgctgaata
  2873941 acgtaaccat tgtttagtca ctttatactg attttgcgcc aaaatgctgc cagcagagcc
  2874001 agaagtatcc actagctggt aagagaccac atagctaccg tcagcacttg gttgaacttg
  2874061 gccaacaaca acggcatcga tccccaaagc agtccaagca gcaggggtta cttcagcggc
  2874121 tgtggaaggc tgttgtggca tacgagcagc atcaattggg ttaaatttgc cgctgttacg
  2874181 taaatctgca cctacgatgg cgccaatttc ttcaggtggt gtgcccggcc ccatccattt
  2874241 gaacggaaca accccaatcg gacgtgctga gtctacccct tgggtaatct caatccgaac
  2874301 ttctgcatgt aataccgaag cccataaaac taaaaagcct agcgctactc gaaatgcctg
  2874361 cttcatttta tctcccttac ccgagcggga tgcccgcgat aattagcaga attttaacaa
  2874421 accaccgcaa acaaaactac atgatccatc attaactaac aacgttacac cctgtcaatc
  2874481 aaaccttatt gaggcttaaa cacaagcgga gcattcttaa attgttcata gacatccgta
  2874541 cttggaggct taggaatttt cgcttgtttt gccgcagcga tagcagcctg gcacagtgcc
  2874601 gggtcccccc cttctgcttt cacatcgatt aatagaccgt ctggtgccaa tttgattcgc
  2874661 aaatcacagg tacggccttt gtaaagatct gcatcataaa atttactttg tatcgcgccg
  2874721 gtgatttgcc ccaggtagcc gctgatatca gcacctgatg ccccgctttt cttaccgcca
  2874781 cctttaccgg cagcagcggc acctgcaccc gaaccactct tcggtgcatt tttagcgttt
  2874841 gccaaaccac caaacaaatc atcaacatcc gttgaggcag ccgcttctgc tgccgctttt
  2874901 ttcttggcct cagcggcggc agcaactttt ttagcagcag cggctttttt ctctgcatct
  2874961 gcggccgctt tcttttctgc tgcgtcagcc gcagcctttt cggcaacctc taccgctttc
  2875021 ttcgcatcgg catcggcttg tttcttcgcc gcagcggcaa cagcagcttc ttttttggct
  2875081 tcagcctcgg cttttttctg tgcttcagcc tgcgctttca ctattttatc tgcttcagct
  2875141 tttgcctgag ccgcagccgt ttcagcctgc ttctgctctt ctttcgcttt tgcaacggca
  2875201 gcagcagcaa ttttttgttg ttcagcggcc tgcttttgct gttcagcgat ttgtttttgt
  2875261 tgttcagcaa cttgcttttt ctgctcttca gcagccagct tcgcatcttc ttgcgcttgc
  2875321 agacgctctt tttctaattc tttcagccgc tgttgttcag cagcctgctt ttgctgcaat
  2875381 tcttcggctt gctgctcagc ttttttctga cgctgctgct cggcacgttt agcatctgtt
  2875441 tgctgttgct gttgacgatt atattgctct gtcaccgcac ccggatcgac cattacagcg
  2875501 tcaatcactt cgccgccagc accgccaccg cccatttcag tcgtctgcgt cagagagccc
  2875561 caaatcaaca gggcaatcaa tatgatgtgc agaaccaccg aaacaataac ggcgcgattc
  2875621 agcttatcat tttgctcggt tgccttaccc acgctcgatt tccacactcg atgtccgcgc
  2875681 tctattgcta aaaaacggaa ctgctaaaaa cagggtatct acgggttgag ctaacgatta
  2875741 gcccaaccaa tatcaacgca aatttatatc ggttgggtca ttaagcccac cgatgtaaca
  2875801 cccgcctgat gcagcatatt cagcgcctta ataatttcat cataaggcac ctcttttgcg
  2875861 ccaccgatca ggaacacggt tttcggattc gtttttaatc gtgcttgagc ttctgccacc
  2875921 acttgctctg aaggcaacag ctccatccgt tggtgatcaa cgactactgt atattgccca
  2875981 acaccggaaa cctcaacaat tacaggcgga ttatcatcac tggataccgt ttttgaatcc
  2876041 gtcgcatctg gcaagtttac ctcgacactt tgcgtgataa tgggtgcggt tgccatgaat
  2876101 atcaacaaca acaccagcaa aacgtcgagt aagggaacaa tattaatttc agacttaagc
  2876161 tcgcgacgct tacgaccacg tactcgcgcc atataacccc ctacttattt gctttcggtg
  2876221 ctggcgaaag cctggcgatg cagaatagca atgaactctt ccatgaagtt gtcatagttt
  2876281 tgttcaagct tattcacatg ctgattcaga cggttatagg ccataacagc aggaatagca
  2876341 gcaaacaggc cgatcgctgt cgcaatcagg gcttctgcaa tacccggtgc taccatctgt
  2876401 aatgtcgcct gtttgacggc gcccagagag ataaaggcat gcataatccc ccatacggta
  2876461 ccaaacagac cgatatacgg gctgattgaa ccgacagtac cgaggaacgg aatatgagtt
  2876521 tccaacgctt ctaactcgcg gttcattgaa atgcgcatcg cacgggaagc accgtcaatc
  2876581 accgcttctg gtgcatggct gtttgcacga tgtagacggg caaactcttt gaaaccagaa
  2876641 tggaagatct gctctgagcc gctaagtgta tcgcgacgag cctgactttc ctgatacaag
  2876701 cgagaaagct caatgccgga ccaaaactta tcttcgaagg cttcagcatc gcgggtagcc
  2876761 gcattcagaa ttcgcgttcg ttgaatgatg atagcccatg acgcaataga aaagcccatc
  2876821 agaaccagca tgataagctt aacgaatagg cttgcctgca ggaataaatc cagaatgttc
  2876881 atgtcagcca ctacttaaac tccgcgacaa tagacttagg aagcgctctt ggcttcattt
  2876941 gatgtggatc gatacatgcg atcaatactt ctgcactact cagaagattg ccatgtgagt
  2877001 cgagaattcg ttgagcaaac gtgagagagg caccacgcat agcggtaact tcactctgaa
  2877061 cctccagcat atcatcaaga cgtgcaggag ccaggtattc taccgtcatg ctgcggacag
  2877121 caaaagcaac atgctcactg agcaattgtt gctgatgaaa atttcgttgg cgcaacattt
  2877181 cagttcgcgc cctttcataa aaggcaacgt agcgcgcatg gtaaaccatg ccaccagcat
  2877241 cggtatcttc aaagtagact cgtaccggcc atcgaaataa cgtattactc actctacttc
  2877301 ccagtaatgc aattaacgaa cacactatac tgaagagcgt tgagctttgg aatcacttgc
  2877361 gagaatagaa cgaaaataat tatgggccgg atggcccata ggtaggattg tgctcaagga
  2877421 aaattaggcg aaaaagtaga ataatcctgt agccaagatc acaattgcag gaagtggtgc
  2877481 aaaaaaagca cgcaaccaca cctgtttagg gcgaaaaccg acgccatgga tcacaccagt
  2877541 gcacaccgcc cacacgataa agacttcctg ccatacttcc agtgagctgg tggccgccgc
  2877601 aaaacgcgta gggtcccaaa acacacagaa agccagagca aacgcgagca ccagtgaaag
  2877661 ggccctcaat gggcccttat ccattaattc gtacaactta tcagacagca tcgtcgttgc
  2877721 cattgttagc ggctttagct gctgcgttgg cttcactctg ctccaatgcc agagcagtga
  2877781 tgataccaaa ggagcaggcc agaagtgtcc ctagaatcca ggcaaaatac cacatgcttt
  2877841 atgctcctta gtacagtgaa tgcttgttgt tttcgataaa ttctttatca atgcgcccga
  2877901 acatcttgta gtaacaccaa ctggtgtaaa gcaggatgat aggcacaaag attatcgcaa
  2877961 caatcgtcat cactttcagc gttaacaggc tagatgtcgc atcccacatg gtcagactga
  2878021 catttggcat cgtgcttgat ggcataacga acgggaacat ggttacgcca gcagtcaaga
  2878081 tcacacaagc aatcgtcagt gatgagaaca agaaggccca tgcccctttt tcaaagcgtg
  2878141 acaacaaaat ggtgaacagt ggcaaaatca cgccaagtgc aggtaaagcc cacaggattg
  2878201 gatacttgtt gaagttaatc aaccatgcac cggcctgatg agccacttct ttgcgcattg
  2878261 ggttagattc agctgctgta tccaatactg aagtgataac aaagccgtca atacctttaa
  2878321 ctaaccagat acccgcgagc aagaaggcaa cactcattac cagagccgag atctgagcgg
  2878381 ccttacggga acgaaggtgc agttcaccac gcgtacgcat ttgcaggtaa gtcgcgcctt
  2878441 gcgtcaccaa catggtcaag ctgacaatac cggccaacaa accaaacggg ttcagtagct
  2878501 ggaagaagtt accggtgtag aacaggcgca tatactcatt catgtggaaa ggtacgcctt
  2878561 gcagcaagtt accaaacgcc acaccaaaga cgactgccgg cacaaagcta ccgataaaga
  2878621 tgccccagtc ccacatgtta cgccagcggc tattctccag cttagaacgg tagtcaaaac
  2878681 cgaccgggcg gaagaacaag gctgccagca ccagaatcat cgcgatatag aagccggaaa
  2878741 atgcagcggc atagaccatt ggccaggccg caaacagtgc cccacctgcc gtgattaacc
  2878801 aaacctgatt accatcccag tgaggagcaa tcgagttaat catgatacgg cgctctgtat
  2878861 catttttacc gatgatacgt agcaggatac ccacacccat atcgaaacca tcggtgactg
  2878921 cgaaaccaat cagcagcaca ccgatcagca gccaccagat aaatcgtaat acttcataat
  2878981 caaacataag tggactcctg tttaccgtgc ttcctgcact ggggcagtcg gctgttcaaa
  2879041 atgatagcgg ccagttttca ggctgctagg cccaaggcgc gcaaatttga acatcaggta
  2879101 catttctgca atcaggaaca gcgtatacaa accgcaaatc aacgccatcg agaacagtat
  2879161 ttccccggca gtgactgatg agttggcgac tgctgtcggc aatacttcac cgatggccca
  2879221 aggttgacgg ccatactcgg ccacaaacca gcctgcttct acggcaatcc acggcaacgg
  2879281 aataccatac aatgcggcac gcagaagcca ttttttctca ccaatccggc cacgaaccac
  2879341 gttatagaac gccagcccaa taatcagcaa catcaggaag ccacaggcca ccatgatgcg
  2879401 gaaggcgaaa taaagcggca gtacgcgcgg aatagagtct tgagcagcta actgaatttg
  2879461 ttcttcagtc gcatcagcta cgttttccgt ataacgctta agcaacatgc cgtaaccaag
  2879521 atcctgcttc gctttattga atgcatcacg tacagcaggg tcagtgttac caccacgtaa
  2879581 ctgttctaac aaactatacg cctggatacc gttacgaata cgcacttcat gttgcgacat
  2879641 caagtcacgc aaaccgataa ccggggtatc cagtgaacgg gtcgcgatca atcctaatgc
  2879701 atatggaatc tgaatggcga accggttctc catggtttcc tggttaggga tcgcaaacag
  2879761 cgtaaaggct gctggaggcg gctgagtttc ccattcagct tcaattgcgg ctaacttggt
  2879821 tttctgtacg tcacccattt cgtaaccgga ctcatcaccc aggacgataa cagacaatac
  2879881 ggaggccaga ccaaaacttg cagcaatcgc aaaagaacgc ttggcaaagg gaatatcacg
  2879941 tcctttcaac agatagtaag aactgatacc caagataaac atcgcgccgg taacataacc
  2880001 tgcagcgacg gtatgaacga atttcacctg agcaaccggg ttcagaacta attctgagaa
  2880061 gctcagcatt tccatacgca tggtttcaaa gttgaaatca gatgcaatcg ggttttgcat
  2880121 ccaaccattc gcaaccaaga tccacaatgc agagaagtta gaacctaacg caactagcca
  2880181 agttacagct aaatgctgat gcttagtcag acgatcccat ccgaagaaga atagaccgac
  2880241 aaacgtagat tccaggaaga acgccattaa accttcgata gccagagggg ccccgaagat
  2880301 atcaccgacg taatgagaga aatatgacca gttagtccca aactggaact ccatagttaa
  2880361 accagtggca acccccagag caaagttaat agcaaataac ttaccccaga atttggtcat
  2880421 atctttatag atttgtttac cagacagcac ataaaccgat tccataattg ccaacagaaa
  2880481 cgccagaccg agcgttaatg ggacaaaaag gaaatggtac attgccgtta aggcaaactg
  2880541 taaccgtgac agttcgacaa tatcaaacat cttgactcct tgctcctcgc aggaagattc
  2880601 cgacttgcgg caaccggacc tccgctaaat cggaagcctc ataactacca gcagtgaatg
  2880661 ctcaaaaaaa acaacaaaaa taacaatatc aactacccaa tattacaccg cggtaatact
  2880721 acgcttctaa tcccatacaa taaataggat tttacgtgac ccagcgttga gttctgtata
  2880781 taggtcaaca aataggcatt ttggtaacaa tgtcgtaaat tgatctacga caatttaagc
  2880841 ctatatgaac attattacca cgttcaaaag ttgatttaga acaattaaat ctttttcatg
  2880901 ttaactaaag gttttattgt ttttatataa catttaaatg ttaaaaaatg taatttaatg
  2880961 gtttatataa tgcgtaatta aattattatt atgcgatcca gattaacttt taaatttatt
  2881021 aaattcagag tgagtcaaat cacagttttg atttttacat atttatatta gttcatcctg
  2881081 agagaagcgt tcgtatatgt tgctactttg ttgcgtgata aagtgctatc acctcataac
  2881141 aacctggccc cctgcaacga aaaggccgtt ctgacttacc gttttacatt ttgatgatgg
  2881201 tacacagtta ctgaaattac gccaattcat tggtgtatca acagctaccg gagtagccat
  2881261 ttgtataata aatatcctcc ggcatagccg gaggtttttc atatgcgcct ataaggctct
  2881321 gttaccagcc gcgccctaac aggcgcatcg cgatctgaca tttgcatcta tggattactt
  2881381 acggcccgta aacgggctac cgggatacgg gatcgagagt tgctcaccca ttttatcctc
  2881441 ttccaattgg tgctttatgt attcttgtat cctggccgtg tttttcccta ccgtatcaac
  2881501 gtaataccct cgacaccaaa actccctgtt acggtatttg aacttcaaat cgccaaactg
  2881561 ctcataaagc atcagactgc tctttccctt caggtacccc ataaatcccg agacactcat
  2881621 cttgggcggg atctccagaa gcatatggat gtgatccaca cagcattctg cttccaggat
  2881681 attcacgttt ttccattcgc acagttttct taaaatactg ccaatcgctc tgcgtttttc
  2881741 cctgtagagc acctgccttc ggtacttcgg cgcaaaaact atatgatatt tacagttcca
  2881801 tcgggtgtgc gctaagctct tttcatccct cattgggacc cccttttgat ttcttgttga
  2881861 acatttgcag ttgccagacc gcaaactgtt ttaacaaatc aaaaggggtt tttataactg
  2881921 acccaaagct gaaagcttta ctgaaccccc agcctagctg ggggttttct gggcacaaaa
  2881981 aaggccacca aaaggtggcc agtatgtcgc gttagatttt tagactaaca cctgatactt
  2882041 tcttgattac tgcggtaata cagctttaac agcattacct atttctgcca ggctacgaac
  2882101 tgttttcaca cccgcagctt ccagagcagc aaatttatca tctgcagtcc ctttaccgcc
  2882161 cgcaatgata gcgccagcat ggcccatacg tttaccttta ggtgcagtca cacccgcgat
  2882221 ataacccaca acaggtttag tcacgtgctc tttaatataa gcagccgctt cttcttcagc
  2882281 gttaccaccg atttcaccga tcatcacaat aacttcagtc tgcggatctt cctggaatag
  2882341 tttcaggata tcaataaagt tagagcctgg gatcgggtcg ccgccgatac ccacacagct
  2882401 tgattggccg aaaccaatgt cggtggtctg ttttacggct tcataggtca gcgtgcctga
  2882461 acgtgaaacg atacccactt tacctggcaa gtggatgtga cccggcatga taccgatctt
  2882521 acattcacca ggagtaataa cacccggaca gttcggaccg atcatgcgcg catcgctctg
  2882581 ttccaacctg acttttacca ccagcatatc cagcgtcgga ataccttcag taatacagat
  2882641 aatcagttta atcccggcat cgatcgcttc caaaatcgaa tctttacaga atggcgcagg
  2882701 cacgtagata accgaggccg tagcaccagt agtttctacc gcttcacgaa cggtattaaa
  2882761 gactggcagc cccaaatgct gtgtgccgcc tttacctggc gtaacaccgc caaccatttt
  2882821 tgtaccgtat gcgatagctt gttcggagtg gaaagtccct tggctgcccg taaaaccctg
  2882881 acaaataact ttggtgtttt tatcaattaa aatagacatt atttagcccc cactgccgct
  2882941 acaacttgct gagccgcatc tgtcaggctg gtcgcagcaa tgatattcaa accgctgtct
  2883001 gccagtttct tggcacccag ctctgcatta ttaccttcga gacgaacaac aacgggtacg
  2883061 ttaacgccca cttcttcaac tgcaccaatg atgccgtcag caatgaggtc acaacgcacg
  2883121 ataccgccga agatattaac aaaaaccgct ttcactttat cgtcagacag aatgattttg
  2883181 aacgcttcgg tcacgcgctc ttttgttgca ccaccgccca catcaaggaa gttagcgggt
  2883241 tcgccaccat gaagtttcac gatgtccatg gttcccatcg ccaaaccggc accgtttacc
  2883301 atgcaaccga tgttgccatc taacgccaca tagttcagtt cccactgggc agcatgtgct
  2883361 tcgcgagcat cttcttggct tggatcgcgc atttcacgca gttccggctg acggaacaag
  2883421 gcattgccat cggcaccgag cttaccatcc agacaaatca gatcgccctg cttagtgacc
  2883481 accaacgggt taatctctac catcgccagg tcacgttcca ggaacagtgt tgccagcccc
  2883541 ataaagatct tggtgaactg accgacttgt ttaccggtca agcccaattt aaatgccagc
  2883601 tcacgccctt ggtaaggctg tggtccggtc aatggatcta atgcgatttt atggatcagt
  2883661 tcaggtgtct cttcggcgac tttttcaatt tcaacaccac cttcagtgga tgccataaag
  2883721 accacacggc gagagctgcg atcgataacc gcccccagat acagttcttt atcaatatcc
  2883781 gtggctgctt caaccaagat ctgatgcacc ggctgtccgt tggcatctgt ttggtaagtg
  2883841 accagttttt tacctagcca ctgttcagcg aaagcacgaa tatcttcttt gctgttaacc
  2883901 agttttacgc cccccgcttt accgcggccg cccgcatgaa cctgacattt aaccacccac
  2883961 gggcctgcac caattttaga tgcggcttct tctgcttcac gcggagtggt acaggcgtag
  2884021 ccagttggag ctggcatgcc ataccgagca aacagttgtt ttgcctgata ttcgtgtaaa
  2884081 ttcatgatgt tctatccata taaggtctga gacgggccga agcccgtagt gttctggata
  2884141 aagccgatcc tcaagaccag ctttgtcagt tatcttttta tacgtcgagt agccagttta
  2884201 tacatcaagt agcaagcgag caggatcttc cagcatctct tttaccgtca ccagatagcc
  2884261 aacagactcg cggccatcga tcaaacggtg atcgtaggaa agtgccaaat acatcatagg
  2884321 caggatcaca acctgaccat ttaccgccat tgggcgatct ttgatggcat gcatgccaag
  2884381 gatcgcgctt tgtggtgggt taatgatcgg tgtcgacatc agtgagccaa acacgccacc
  2884441 attggtaatg gtaaagttac cgccagtcaa ctcttcaact ttcagcttgc catcacgacc
  2884501 ttttacagcc aattctttta ttttcttctc aatatcagcc atgctcaacg tgtctacatc
  2884561 acgtaatact ggcgttacca aaccacgtgg agtagaaacc gcaatactga catcgaaata
  2884621 gttatggtag acaacatctt cgccatcaat agaagcattc acttcaggat aacgtttcag
  2884681 tgcttcaacc actgccttga tatagaagga cataaagccc agacgtacac cgtggcgttt
  2884741 ctcgaaagct tcaccgtact gcttacgcag gtccataatg ggctgcatat taatttcgtt
  2884801 aaacgtggtc aacattgcgg tgctgttttt cgcttctaac agacgctcag caacacgttt
  2884861 acgcagacgg ctcatcggga cacgtttctc actacgcccc gccaatacag gtgcagcagc
  2884921 ggctaccgct ttagcgtcag ctaccactgc agaggccgat ttacggctcg ctaaatggct
  2884981 atcaacgtct tcacgggtga tacggccacc aacaccgctg cctttgattg ccgttgcatc
  2885041 gagatcatgc tcagcaatca ggcggcgaat agccggactg agggtttcat tactttcttc
  2885101 ttccaagctg gctgtttggc gttgagccgg agttgactcc gtactctgac ttttttcttc
  2885161 agtcggttta ccagaactat cacttggacg aatgcgcccc agcacctgac gtgacgtcac
  2885221 tgtggcacct tcatcttcca gaatggcatc caaaataccg tcctgactgg ctggcacttc
  2885281 caaaatcact ttatccgttt caatctcaac cagcacttca tcacgtttga cgctgtcgcc
  2885341 tggttttttg tgccaggttg ctacagagcc atcggctaca gactcaggga ggtcaggaac
  2885401 attaatatct acgctactca ttctctatcc tttatatgtt aaccgactag ctattcaaca
  2885461 ttcagcgcgt cattaaccag agcttgttgt tgtttttggt gtacggaaag atacccaact
  2885521 gccggtgaag ctgatgctgg acgacctgcg tagcgcaagg aagcaccaaa tggaatcact
  2885581 tcgcggaagt tatgctggct acaataccag gcaccttggt taagtggctc ttcctggcac
  2885641 cagacgaaat cgtgtacatg ggcatattgt tccaacaccg attgaacggc ctgatgtggg
  2885701 aacggataca gttgttcaat acgcacgatg gcgacatctg tttgcccatt tttacgacgc
  2885761 tgctctagca agtcatagta gactttgcct gagcacatca cgacacgttt gataccttta
  2885821 ggatccaact catcaatttc gccaatagcg ggtaagaagc tgccattagc cagttcatcc
  2885881 agagatgatg tcgctaatgg atggcgtagt aatgatttag gtgacataac aatcagaggc
  2885941 cggcgcatac cacgtaatgc ctgacggcgg atcatgtgat aaacctgtgc aggggtcgat
  2886001 ggaatacaca cctgcatatt ttgttcagca caaagctgca aataacgttc cagacgtgcg
  2886061 gaggagtgtt ccggcccctg cccttcgtag ccatgtggta gcaacatcac taagccacac
  2886121 atccgacccc atttctgttc accagaacta ataaattggt cgataaccac ctgagcacca
  2886181 tttgcgaagt caccaaactg tgcttcccag atagtcaggg tacgcggctc cgcagtggca
  2886241 tagccgtatt cgaacgccaa tactgcctct tctgacagca ccgagtccca aacctggaaa
  2886301 tcaccctggc cactgtgaat atttgacagt ggtacataaa cagaaccatt tttctgatta
  2886361 tggatgaccg catggcggtg gaagaaagta ccacgccccg catcttcgcc agataaacga
  2886421 ataggaatgc cctcgtctac caatgtagcg taagccagtg tttccgctcc cccccagtca
  2886481 aatggcttct caccgctggc catcaacgcg cgatcactgt atatcttcgc aacccgagat
  2886541 tgcatttcaa tggcttccgg cgcagagctg atccgacgcg ccagctcttg caggcgtttc
  2886601 atttcaactt tgcttggata cgcttcatcc cactcatggt tcaaatacgg tgaccaagtg
  2886661 aaggactgca aattcatcgg acgccactct tccaccacac agtcaccgtg atctaatgca
  2886721 tcacgatata ggttgaccat ttctgtcgca tcttccaggc tggcgatatt ctgctcaatc
  2886781 agtttgtcag catagatttt acgcggtgtc ggatgttttt taattttctg atacatcaca
  2886841 ggctgtgttg cacttggctc atcggcttcg ttatggccat gacggcggta acaaaccaga
  2886901 tcgatcatca cgtcacgttt aaaggtatta cggaaatcca acgccagacg ggtaacaaat
  2886961 gccacagctt caggatcatc agcattcacg tgaaaaatcg gtgcctgtac cattttggca
  2887021 atatcagtac agtattgagt cgagcgcgca tccagtgggt tcgaggttgt gaaaccaatc
  2887081 tggttgttga taacaatgcg tacagtaccg cccacttcat agccgcgagc ctgtgacatg
  2887141 ttcaatgttt cttgtaccac gccctggccg gtgatcgccg catcaccatg aatagtgatt
  2887201 ggcagcacca tattactgcg tgcttcatcc aggcgatcgc gacgtgcacg cactgaacca
  2887261 ataacaaccg ggctgacaat ttccaaatgt gatgggttaa aggccagtgc caagtggacc
  2887321 agaccgcctt cggtttcgac atcggaagag aagccttggt ggtacttaac atcaccagta
  2887381 ccgagatgtt ctttatgctt accagcaaac tcatcaaaca agtcttctgg tttcttaccc
  2887441 agcacattga tcaatacgtt caaacggcca cggtgggcca tccccaggac gacttcacgt
  2887501 gtgccatttt taccggcatg acggatcatc tctttgagca tggtgaccag tgaatccccc
  2887561 ccctccagag agaaacgctt ggcgcctggg aattttgcgc ctaaataacg ctcaagacct
  2887621 tcagcggcgg tcagttcact caagaaacgg cgtttctctg catcactgaa tgtcggtttc
  2887681 ccaacaaccg attcaatacg ctgctgaatc cagcgttttt cttcggtgtt ggtaatgtgc
  2887741 atatattcag cacccacaga accgcaataa gtttgcttca gcgcggcata caaatcagcc
  2887801 agcttcatcg tttctttgcc gatggcaaaa gaaccgacat tgaaggtgtt ctggaagtca
  2887861 gcttcggtca gattatggta ggaaggatcg aggtctggaa cagactcctg cttccacaaa
  2887921 ccgagtgggt caagattggc atgctgatgg ccacggaagc ggaaggcatt gattaactgc
  2887981 aataccttaa cttgcttggc atcaatatca ggatcattga tagaggagtt ataacgagtg
  2888041 gaatccttcg ccaggcgacg gaaatactca cgcgtttggg agtggagctg atcaggtttt
  2888101 acacccgttg ttggtagctg ttgaaaaatt gaacgccaac tatcatcaac ggaaccagga
  2888161 tcagttaaaa agtcttcata gagctgctct atgtaggact ggttcgcgcc cgccagatag
  2888221 gaggaatcca gccaggcctt cattgcgccg ttctgcatta tgatccctta agctttgaag
  2888281 cttcagtttt cgccgtggtt aacatataca ccgtaatatc aacggtttgc cgtaaaaacg
  2888341 gttcactcga cgtgctcaat gcacgttctg ttatggacct tatcggtccc gttcaaggaa
  2888401 cctctagaaa cagacattat gccggctttt agagattccc taccgtgaag ctacccggag
  2888461 aatcccctct ccgggttaat aaactcacat caggcactgc gttgcaatga ttatcagcta
  2888521 tgttataaca atcgttatgc cataattgtc attcactaca ctgtaatcat cactcacagc
  2888581 gctatcgcta ttttatgcgc tacgcgataa cgactatgcg ctacgttgta acagcataga
  2888641 cttaatatgc ccgattgctt tggtaggatt aagaccttta ggacaaacac tgacacaatt
  2888701 cataatgcta tggcagcgga aaacactgaa agcatcgtcc aggtcatcca aacgtgaggc
  2888761 cgtttcggta tcacggctat ctatcaggaa acgataggca gccagtaacc cagccgggcc
  2888821 aacaaacttg tctggattcc accagaatga cggacaagac gttgagcagc aagcgcacaa
  2888881 tatgcattca tacaaaccat ccagttttgc ccgttgttcc ggcgactgta ggtgctcacg
  2888941 tgctggtgga ttcttgccgt cattcaacag gtaaggtttt attttctcat actgagtata
  2889001 aaactgcccc atatcgacga ctaaatctcg caccaccggt aaccccggca gagggcggat
  2889061 cactatcttt ttattgcctt tttgcaaagc tgagattggc gtaatacagg ccaaaccatt
  2889121 tttgccattc atattcagac catcagaacc acacacacct tcgcgacatg agcgacggaa
  2889181 tgacaacgtc ggatcttttt ctttcaactg gataagtgca tccagcaaca tcatatcccg
  2889241 accttcttcc gcatccagcg tgtaatcttg catatgcggc gcgttatcga catctgggtt
  2889301 atagcgataa attgaaaact cgagcttcat gacctattcc tccgcaacgg gtttaaccct
  2889361 tagaaacaca acacaggcat caataagaac gcactttcgg cgggaatgcc tcgcgtagct
  2889421 taggttgcat gtttacctca cggcgggtca tgctctcagt acctggcaaa tacagtgaat
  2889481 ggcacagcca gttcacatca tcacgatccg ggaaatcgaa gcggctatgg gcacctcggc
  2889541 tctcggtacg gaagtttgcc gacacagcgg ttgaaaacgc agtttccatc aggttatcca
  2889601 gctccaggca ctcaatacgc tgagtattga attcactgga agtgtcatcc aaacgggcat
  2889661 tttgcaaacg ttcacggata gttttcagct cttccaaccc ttttgccatc gcatcgcctt
  2889721 cgcggaacac ggagaaattg ttctgcatac aggcttgcaa tgctttacgg atttcaactg
  2889781 gatcttcacc tgaacgggta ttattccagc gattcatgcg agccagagag gcttcgatat
  2889841 ctgactcact ggcatcgcgg cttgcgccct gctccatcaa tgattcttgc aggtgcatac
  2889901 cggcagcacg accaaatacc actaagtcca gtaatgagtt ccctcccaag cggttcgcac
  2889961 cgtggacgga aacacaggca atttcgccta cagcaaacaa gccggggatc acaacatcct
  2890021 cacccttttc atttacggta atcgcctgac ccgtcacttt agtcggaatt ccccccatca
  2890081 tataatggca agtagggata accgggatcg gttctttgat cgggtcaacg tgtgcaaagg
  2890141 tgcgcgacag ctcaagaata cccggcagac gggattcaag cacatcttta cctaagtgat
  2890201 ccaatttcag tttggcatgt gggccccaag gaccgtcaca accacgtcct tcacggattt
  2890261 caatcataat ggaacgtgcc actacatcac gacccgccaa atctttggcg ttcggggcat
  2890321 aacgttccat gaagcgttca ccatgtttat tcagtaaata ccccccttca ccgcggcagc
  2890381 cttcagtcac taatacaccc gcaccggcaa taccggtcgg gtggaactgc cacatttcca
  2890441 tgtcctgcac cgggactcca gcacgcaagg ccataccaac accgtcaccg gtattaatgt
  2890501 gcgcattggt tgttgattgg taaatacgcc cagcaccgcc agttgccaat attgtggccc
  2890561 gtgctttgaa atagacgact tcgccggttt caatattaat agcagtacaa ccgacaaaag
  2890621 cgccgtcctg attcttcacc aaatccagtg cataccattc agagaaaata gtggtgtggt
  2890681 ttttcaggtt ttgctgataa agggtgtgta acaacgcatg accggtgcgg tcagctgcag
  2890741 ccgctgtacg cgccgcttgc ccaccgccaa agttcagtga ctgcccccca aatggacgct
  2890801 gataaatgct cccatcctct aaacgggaga aaggtaaacc catgtgctcc aattccagaa
  2890861 ccgcttccgg accggtttta cacatatatt cgatggcatc ctgatcgccg atataatcgg
  2890921 aaccctttac cgtatcgtac atgtgccatt cccagttatc ttcatgggta ttacccagcg
  2890981 caacggtaat ccccccctgc gcagatacgg tatgggaacg ggtagggaag actttagata
  2891041 tcagggcgca agacaggccc atttgtgaaa tttgcagggc ggcacgcata ccggcaccac
  2891101 ctgcaccgac aacaactgca tcaaactctc tgattggcag attcatttaa gctccccaca
  2891161 ccacaattgt tccatacaat aaataaacca acagcgtaat cacgacgacc agttgtaaca
  2891221 ccagtcgtat cgccagtggc tttatatagt ccgtcaatac ctgccataga ccgatccaag
  2891281 cgtgagctag aatcgacagc aatgtcagca gcgtaaatac ttttgtgatg tgtgacgcga
  2891341 agaaaccgcg ccagatttca taggtgatgt ctgggacaat cacaacgaag cccagaatat
  2891401 aaaagacata cagggtgatg acgattgcag aagcacgcag taacaaccaa tcgtgtactc
  2891461 cattacgccc taacgcagaa gcattgctta ccatacgagg actccagcca aaactgacaa
  2891521 cacgagggtt aatcccattg ccacttgagc agaacgggta cccacggcta aattctcttc
  2891581 gagatagcca aaatccatta acaagtgacg gatgccaccg caaatgtgat aagccagcgc
  2891641 agtgagtatt ccccaaaaga tgaatttaac aaaaaaacta ttcatgatgg ttgctgcctg
  2891701 catgaatcct tcttgtgagg aaacagacaa acccaacagc cagaggagga taccgacagc
  2891761 cacgaaggta attacgccag agactcggtg taagatggac gctatcgcag taacaggaaa
  2891821 tcgaatcgtt tgcagatcca aattgacagg tctttgtttt ttcacggttt tgcccacaca
  2891881 gctcttatta ttttccttcc tccggacctg ggtggggaat cagacagcgt taagagtcga
  2891941 aacccttcac atcgcacgtt taagtattgc atcctgaatg cttaaacagc atgttctgta
  2892001 taacgctggg tgctcctact tcagggtaat ccggagacct ggcggcagta tagggggttc
  2892061 acattcttat tacaattccc acacaaactg attgataaca tttcccctga acagtgatta
  2892121 ggatcacgat ttacacaatt catataaaat caattatctg atttgacaaa gaataaacat
  2892181 ttccattaca actagggtag aaataaggcc tatgatgcac taaaggtcaa cggatacact
  2892241 tccccacaag cttaagttat gcaacagtgt attgagtcaa tatccccata gatatcgtag
  2892301 gcaatgatcc ataaactata agtatccgac aaatcactaa caacttttta acactagctg
  2892361 ttgatccaaa ccttcggatc gcgggccgta ttggcaattt actctgtacc ctaaatcaag
  2892421 ttatctactc acgtaattag agttatcgct gacaacccga caacttcaag taccaagagt
  2892481 attaatgatg aataaaacag agcagtgcta ataaggtgat atccccgggc atctaagatg
  2892541 tttccgttgt taggggtttt aaaataagca cttaaggaga ctgtaaatgg ctgacaaaaa
  2892601 agcgacgctg aatttaggcg aagctgcgat cgaactgggt gtcctatccc caaccctcgg
  2892661 cactgacgtg atcgacgtcc gcaccttagg ttctaaaggt tattttacct ttgaccccgg
  2892721 ttttacctct accgcatcct gcgaatcaaa aatcacctat attgatggtg atcagggtat
  2892781 tttgctgcac cgtggcttcc cgattgccca gttggcaaaa gattctactt atctggaagt
  2892841 ttgttacatt ctgctgtacg gcgaaacacc tacgccagaa gagtacaaaa cgttcaaaac
  2892901 cacagtgacc cgacatacca tgatccacga gcagatcacc cgtctgttcc atggtttccg
  2892961 ccgcgattca catccgatgg ccgtgctatg tggggttact ggtgcgctag ccgccttcta
  2893021 ccatgatgct ctggatgtta ataacgagcg ccatcgtgaa attaccgcct tccgtctgtt
  2893081 gtctaaaatg ccgactgtcg cagcgatgtg ttataaatat tcactgggtc aaccgtttgt
  2893141 ttatccacgt aacgatctgt cctacgcggg taacttccta cacatgatgt tctctacgcc
  2893201 atgtgagaaa tatgaagtta acccagtact ggaacgcgct atggatcgta ttctcatcct
  2893261 gcacgcagat cacgaacaga acgcgtcaac atcgaccgtc cgtactgccg gctcttctgg
  2893321 cgctaacccg tttgcctgta tcgccgcggg gatcgcatcc ctgtggggcc ctgcgcacgg
  2893381 tggtgccaat gaagcctgcc tgaagatgtt ggaagagatt aaaactgttg agcatatccc
  2893441 tgaatttatc cgccgcgcga aagataagaa tgactcattc cgtctgatgg gttttggtca
  2893501 ccgtgtctat aaaaactatg accctcgtgc caccgtcatg cgtgaaacct gtcatgaagt
  2893561 gttagaagag ctgaagctga ataacagctt gttagaagtg gcgatggagt tggaaaacat
  2893621 cgcactgaac gatccttact tcattgagaa aaaactgtat ccaaacgtgg acttctattc
  2893681 aggtattatc ctgaaagcca tggggattcc atcgtcaatg tttacggtga tattcgccat
  2893741 tgcccgaacc atcggttgga ttgctcactg gaacgaaatg cataatgacg gcatcaagat
  2893801 tgcccgtccg cgccagcttt atactggcta tacagaacgt gatttccaga gccaattgaa
  2893861 aaaataagca ggtacgcgtt accgcgtaaa attagagcaa agtcccggct aggaggccag
  2893921 gactttgtta gcaatttgag gcaccgttga ggtgcctttt aacgttagag cactttacga
  2893981 tttcgcttta gataccgcaa ccattgctgg gcgtaacagc cggccattca gcgtatagcc
  2894041 tttttgcatc accatcatta cgtggtttgg ctcgtgatca gcagactcaa gcattgtcat
  2894101 ggcctgatgc acctcagggt taaacggcac atgggtctcg ccgacaactt caataccaaa
  2894161 tttaccgaca gcatctagca gtgatttcag tgtcagttcg acaccttcaa tcattgaggt
  2894221 cagttcagta ttggtcttat cagcggtatc tagagcgcgc tccagattgt caatcactgg
  2894281 caataattca gatgagaatc tctccagtgc aaatttatgc gctttctcga catccaattc
  2894341 agtacgacga cggatattct caacttcagc cttagcgcgt aacaggcttt cgcgctcacg
  2894401 ctgtagagca tcagacaact gcacctcaag ctctgcaaca cgcggatcta cacattcccc
  2894461 cgtctcttgt gttgcttcca cttgctgctc tgctgtattt tccatttctt ccgagacttg
  2894521 ctcgtttggc gttttctgtt ctttactact catggatatc tccgcgtttt agcattaatc
  2894581 tcgctacttg gcttattatg gggatcaaaa ccggggattc aagggaaccg gtcataatgt
  2894641 ggggtaaaag acactccatt aaggaaaatc acggcaatga ataatagaag attcgattgt
  2894701 attggtattg tcggtcaccc gcgacacccg gctgcacttg ccacccatga aatactctac
  2894761 cactggctaa aagccagagg ctacgccgtt atggttgaac aacagattgc tcatgacctc
  2894821 aatttaaccg atgccataac agggagtttg gcagatattg gccaaaaagc agatttggct
  2894881 gttgttgtcg gcggtgatgg caacatgctc ggtgctgcac gggtacttgc ccgttatgat
  2894941 ataaaagtga ttggtgtcaa ccgaggtaat ctgggtttct tgaccgattt agacccggat
  2895001 aatgctctgc agcagctttc agacgttttg gaaggcgagt acctgagtga acaacgcttc
  2895061 ctgctagaaa cgcatgtacg acgtacaaat caacaaagcc gtatcagtac cgcaatcaat
  2895121 gaagtggttt tgcatccagg caaagtcgcc catatgatcg aattcgaagt gtatattgat
  2895181 gaccgcttcg ccttttctca acgctctgat ggcttgatca tcgcaacccc gaccggttct
  2895241 accgcctatt cactttccgc aggcggccca atcttgacac caactctgga tgccatcgta
  2895301 ttggtaccaa tgtttccaca cactcttact gcgcgcccat tggttatcag cagcagtagc
  2895361 accatccgac tgaagttttc gcacattacc agcgacctgg aaatcagttg cgatagccag
  2895421 atagccctac ccattcagga aggggaagag gttttaatcc ggcgcagtga ttttcacctc
  2895481 aatcttattc atccaaagga ctatagctat ttcaatacgt taagcaccaa attgggttgg
  2895541 tcaaaaaaat tattctaaaa atcacctcag ctactttact gtatataaaa ccagtctata
  2895601 ctgtgttcaa atacagacat gtgtttatgt acagggggtt taccatgctg gtccaattaa
  2895661 ccatcagcaa ctttgctatt gtgcgtgagt tagaaattga ttttcagccc ggaatgacgg
  2895721 caatcactgg cgaaaccggg gcgggcaaat ccattgccgt agatgcacta gggttatgcc
  2895781 tcgggaatcg ctcagatggc agcatggtgc gcttaggggc aacacgcgct gacatttgcg
  2895841 cccgcttctc actggcggat acaccatctg cccgccaatg gctggaaaac aaccatctcg
  2895901 atgacaataa tgaatgcctg ttgcggcgcg ctattggcgc tgatggccgt tcaagaggct
  2895961 ttattaatgg tacgcctgta cccgtatccc aattaagaga gttgggccaa catctaattc
  2896021 agatccacgg ccaacacgct catcaactgc tgctcaaacc cgatcatcaa aaacaattat
  2896081 tggatgccta cgcaaatcaa tcatctctgt tggcagaaat gaaggcagcc tatcaaattt
  2896141 ggcatcaaag ttgccgtgat ctggcacttc accaacaaca gtcgctggaa cgaactgccc
  2896201 gccaagagtt attacaatat caactaaaag aattgaattc attttctcca caggcagggg
  2896261 aatatgaaca aattgatatt gaatacaaac gtttggcaaa tagcgggcaa ttactgtccc
  2896321 tgagtcagca gactttacaa ttactgtcag atgatgaaca aaacaatatc ctcagccagc
  2896381 tttacgctgc caaacatcag ttgaccgagc tggccagtat ggacgaacaa tttaataatc
  2896441 tactgaatat gttagaagaa gcctcaatcc aaatcagtga agccagtgat gagttacgtc
  2896501 actatgcgga acaattagat atggatccaa atcgtctata tgagctagaa aaacggttat
  2896561 ctcggcaatt aaatctcgcg cggaaacacc atgtagcacc ggaagaattg ccacaatttc
  2896621 atcagcaatt actggatgaa caagaactgc tctcacaaca agaaaatgat cacgaacaac
  2896681 ttagtaatgc agtaaatact cactatcagc aagcactggc aatagcaaaa cggctacacc
  2896741 aagagcgtca atattatgcc aatgaactgg ctgcactgat tactgaaagc atgcatgagc
  2896801 tatcgatgcc acatggcaag ttcgccattg aaacaatatt tgagccagaa catcttagtg
  2896861 cggaaggggc aacccgaatt gagttctgtg tcaccaccaa tccaggccaa cccctacaag
  2896921 cactggtcaa agttgcatct ggtggtgagc tgtctcgcat cgccttggct attcaggtaa
  2896981 ttacagcacg taaaatggac accccagcat taatctttga tgaggtagat gtaggtatca
  2897041 gcggcccaac ggcggccata gttggccgcc tgctacgtca acttggcgaa tcaactcaag
  2897101 tcatgtgcgt aacccacctt ccgcaagttg ccggctgtgg tcatcaacat ttctttgtga
  2897161 gtaaacaaac cgatggtact gagactgaaa ctcatatgca tcggttagat aaaaaagccc
  2897221 gcttacaaga gttggcgcgt cttctgggcg gtagtgaggt gacaaaaaac accttggcaa
  2897281 acgcaaaaga attgcttgct gcatagaaaa gattaacttt tttccttttt ggtggtcata
  2897341 caggtgccct gtaaaggttt ccaactgccg caaggtctat tatcatcgtc atcctatgcc
  2897401 ctaaaggaat gtgattacta tgcgctgtaa aatgctgact gccgccgctg tgatgcttgc
  2897461 aatgcttact gcgggttgtt caacgttgga gaaggtggtc taccggcctg atattaatca
  2897521 gggtaactat ttatcaccta ttgatgcctc caaaattcat aaaggtatga cacagcaaca
  2897581 agtggcgtat accttaggca cgccgatgct acaagatccg tttggcactc aaacctggtt
  2897641 ctacgttttc cgccaacaac ctggtcacga aaaaataacg caacaaacgt taacgttgac
  2897701 ctttgatagc agtggtgtac tgactgatat caaaaatgag cccgcgttaa ccggaagcta
  2897761 agttatttga gaattgcaga acagattggg aatgcgggtt atggtgttag gttctaaacc
  2897821 tattgatgtt aactcagcca caagatagtc cgcgtttctc tttcaatggc tgcccagagt
  2897881 gacaacaaaa aataaggcgc tgattgtgcc ttactttttt gcctgctcag ctcgctgccg
  2897941 gcgaagctct ttggggtcgg ctattaatgg gcgatatatt tcaacccgat caccatcatt
  2898001 gagtttgtca ccgagtttta ccgggcgact atagataccc actttatttt tttccaggtc
  2898061 aatgtctggc cgtaactcca gtaagcctga tgccttgatc gcatcctcaa cagtactgcc
  2898121 aaccaccaaa gatacagtgc gcaagtattg gcgttcagat aaggcatata caacctcaac
  2898181 gcgaatatca ggcactgtag acctctttag cccgttgagt gaaagcctgc accatattcc
  2898241 cagccaactc cttgaatatt ttaccgaatg ccaattcaat tagcttattt gtaaattcaa
  2898301 aatcaagatg caattcaact ttgcaagcat ctgcacttag tggtgtaaaa tgccatccgc
  2898361 ccattaattt acgaaacggc ccatccacca actgcatatt gatactctgg ttatctgtta
  2898421 gcgtattgcg tgtagtaaat gttttactta tcccggcctt ggcgacatcc acggcggcta
  2898481 tcatttcatt ttcagtggca tcaagtaccc ggctaccggt acaaccgggt aaaaactctg
  2898541 ggtaagaacg aacatcatta acgagttgat acatctgttt tacactgaac ggaaccagtg
  2898601 cagatcggct aatctgtggc ataacatttc ctgtgagaca taaaacgcac tgataatacc
  2898661 atttatctac cgccagacaa aaaatctgcc aggcattcct cgcaacaaat gagacaaaat
  2898721 acataagcat cttacgggaa aggatttcat tcgcctccgc atacagtata atgaccgata
  2898781 ctatgacaaa gaaaaaagca tacaaacccg gttccgcaac cattgcgcaa aataaacgag
  2898841 cccgtcacga atacttcatt gaagaagagt tcgaagctgg gcttgcactg caaggttggg
  2898901 aagtaaaatc actgcgtgca ggcaaagcaa atatcagtga cagctacgta atgtttaaaa
  2898961 acggtgaggc attcctgttt ggggccacaa ttacgccgtt gaacgttgcg tcgactcatg
  2899021 ttgtttgcga gcctatgcgt acccgtaaac tgctgttgaa caaacgcgaa ctggattcct
  2899081 tgtttggccg agtgaaccga gaaggctaca cggttgtcgc tctctccatg tattggaaaa
  2899141 atgcctgggt gaaagttaaa atcggcgtag caaaaggtaa aaaagataac gacaagcgcg
  2899201 atgatattag agatcgtgag tggaagttag acaaagcgcg catcatgaag cacgcaaatc
  2899261 gttaagtaac tggcatcgca ggacatagtt ctgttatact agctgagttc tttggggctg
  2899321 attctggatt cgacgggatt cgcgaaaccc aaggtgcatg ccgaggtgcg gtggcctcgt
  2899381 aaaaaaccgc aaaaaaaata gttgcaaacg acgaaaacta cgcactagca gcttaataac
  2899441 ctgcttagag ccctctctcc ctagcctccg ctcttaggac ggggatcaag agaggtcaaa
  2899501 cctaaaagag ctcgtgtgga aaccttgcct ggggtggaag cattaaaact aatcaggata
  2899561 gtttgtcagt agcgtgtcca tccgcagctg gccggcgaat gtaatgattg gactaagcat
  2899621 gtagtgccga cggtgtagta atttcggacg ggggttcaaa tccccccagc tccaccaaat
  2899681 gttaaaccgg ttattaccag ataagtccgg tgaagtacgg aaagcccgca tcccttctag
  2899741 gtttgcgggc ttttttgtgc ccagaaaacc cccagctagg ctgggggttc agtaaagctt
  2899801 tcagctttgg gtcagttata aaaacccctt ttgatttgtt aaaacagttt gcggtctggc
  2899861 aactgcaaat gttcaacaag aaatcaaaag ggggtcccaa tgagggatga aaagagctta
  2899921 gcgcacaccc gatggaactg taaatatcat atagtttttg cgccgaagta ccgaaggcag
  2899981 gtgttctaca gggaaaaacg cagagcgatt ggcagtattt taagaaaact gtgcgaatgg
  2900041 aaaaacgtga atatcctgga agcagaatac tgtgtggatc acatccatat gcttctggag
  2900101 atcccgccca agatgagtgt ctcgggattt atggggtacc tgaagggaaa gagcagtctg
  2900161 atgctttatg agcagtttgg cgatttgaag ttcaaatacc gtaacaggga gttttggtgt
  2900221 cgagggtatt acgttgatac ggtagggaaa aacacggcca ggatacaaga atacataaag
  2900281 caccaattgg aagaggataa aatgggtgag caactctcga tcccgtatcc cggtagcccg
  2900341 tttacgggcc gtaagtaatc catagatgca aatgtcagat cgcgatgcgc ctgttagggc
  2900401 gcggctggta acagagcctt ataggcgcat atgaaaaacc tccggctatg ccggaggata
  2900461 tttatttgtg tctgtagtag tccaagagga tccggctgaa tccagtgtct attggtatac
  2900521 aaattggtat acgctaagat aggtatcaat ggacgtatac caattaaggg aagaaccata
  2900581 catggcaagg acaacacgcc ccctcaccca caccgaagta caaaaagcaa aagccaccga
  2900641 caaagaccta accctccatg atggtgatgg tttatttttg ctagtcaaaa ctaccggcaa
  2900701 gaaaatttgg cgtttccgct atcagcttcc caacagtagc aagcgcacta tgatcagcct
  2900761 cggtgcttac ccagcactat ccctcgcaga tgccagagag atacgcgcag aaaaactagc
  2900821 gatgttagtc agagggacag accctcaaac gagggctggt gaagaggctg aaaagctcca
  2900881 gatagcggag gaaagcattt ttgtgaatgt cgcccgcaaa tggttcgagt tgaaagaaag
  2900941 ccatgttagc gcagcccatg cgaaagatat ttggcgttct attgaaaaag acatcttacc
  2901001 cagcatcgaa aatattccca tccaagaact taaagcacga actctgattc aagtattgga
  2901061 gccaatcaaa gcacgtggag cattagagac ggtcaggcga ttggtacaac gtataaacga
  2901121 gataatgatc tatgcggtca atgtaggttt gattgatgct aacccagctt caggtatcgg
  2901181 taatgctttt gaacgcccca agaagcagca tatgcccacc atcagacctg aagaactacc
  2901241 taaactcatg cgtaccattg ccatgagcaa tctctcactg ccaacccgct gcttacttga
  2901301 atggcaatta ctaactctga tacgccccgc tgaagcatca gcaacagctt ggatagagat
  2901361 cgatttagag aataagcagt ggtgtatacc ggcagaacga atgaaagcaa agcgcgacca
  2901421 tatagtcccg ttgtcggaac aagccttaga gttgctggaa ataatgcgtc caattagtgg
  2901481 taatcgtcag cacgtattcc caagtcgcaa tgacccacgt aatcacatga atagccaaac
  2901541 agcaaatgca gccttgaaac gtattggtta tggagggaag ctcgttgctc acggtttacg
  2901601 ttctatcgcc agtacagcca tgaatgaggc tgggtttaat gctgatgtga ttgaggctgc
  2901661 gctagcgcat agtgataaga atgaagtcag gaaagcttat aatcgttcta cctatctcat
  2901721 acaacgccaa gagttaatga attggtgggg attagagata tacactaaaa gaagtattta
  2901781 acgtaagtga aagtcataga cgtttccctt agcacgtatt atcttttagt atcactcata
  2901841 aaatggacag gccactaaaa tggatagtga agacacatct gacaatccct tgtccgaacc
  2901901 gcaaagagag tccgcagggg cccagtccta tgatcgattt gaataccaat atcattgggc
  2901961 tctttgtaaa gcattcagtt catacaaaga aagcaatgac tttgcaatct tcatggaata
  2902021 tcatgaagat gttgtctatg cgaattctat agataaaaat aaagttaaat ttactttcaa
  2902081 tcaaattaaa gccaatgcaa agaaaactta tactgcaaaa gtattaacca agcgagagaa
  2902141 tggtacaaaa ccatctcttt tagggaagct ttgtagttca gttagcgaca aaaaatactt
  2902201 tgaaaaggtt gaaaaattag attttataac tacaagtgga ttcaacctca ctaaaaacaa
  2902261 caagttaaac ttggcttcat ataaactgtc tagcttaagt agtgatgagg ctagtgaaat
  2902321 tataaaatgc ctaagtgatg agctcgctaa cttcggaaag tttccgcaag aaataataca
  2902381 cttcactacc tctgacattc ctctagaaag ctattatgag catacaatat caaggatcac
  2902441 tgatagcgtc gaagaagtgt atccacaaca tctacttcgt acgaaagata tttatagaat
  2902501 attaatggac tcattacgca tcagagggaa gaacgttttt gactatgaaa attggaatga
  2902561 tgctcttact aaaaaagcac tgacctataa agatatccat acggtagtaa ccaaaatagt
  2902621 ctcaaaaggt aattccgatt taaattttga agcaataaaa tacatattag atgatctaaa
  2902681 tttaaagggc acgattaagg caaaaataat acaaaaaata aattcatatt cactaaccct
  2902741 actctcaccg acccttgcaa ttatcaaagc ccaaaaagaa atacaagagt tacttaaaaa
  2902801 gaactctaaa aaaattgaaa ttgaaatgtc ttatgaattg ctcgaaaggc taatcataga
  2902861 cttatcaaaa gatactattg gtttgtttga ggataatatt tctatatcat ctgcgatcat
  2902921 ttacgaaatg gtagaggcaa caaactaaaa tggaaaaaaa ctacaagcta ttggttcgaa
  2902981 gcttaaggat gaaggtttat gaaaaaatta atactaaaga agatcatgat actctcagat
  2903041 tcaggaaaat ccgcgaggca attcgagttc ggagagcatc taacactgat aacagcagat
  2903101 gatgataata gcgtagggaa atctacgctt gcaaaaatga ttttttggac ttttggctgt
  2903161 gagcccattt tttccgaggt ttggagaaca ttagactgta catcaattat agagtttgag
  2903221 ataaataatg caccttacat tattcataga tataaaaatg aaattaaaat taggcatagc
  2903281 aatggtaaac tacacagttt cccaaaaata accggtgatt attcaaagta tttttcagaa
  2903341 cttgttaatt ttaatgtatt actccctaag aaaggtcaat taacactaga aacccctcca
  2903401 cctgcatatt acttcatacc cttttatatt gaccaaaaaa gaacatgggc taaaccttgg
  2903461 gatagtttcg agaatcttca gcaatatagt agctgggcaa aaccagtcat ctcctaccac
  2903521 tcaggattat ttataaaagc acactttgaa gttgaaaaag atatttatgt aataaaaaga
  2903581 gagttagaag aagttgagaa aggcgttact gaactgaata atgcagttat aatactcagg
  2903641 caaaacctta tcgatacaga caatgtactt ccttcgaccg agtttatttt tagtgttata
  2903701 caagaatcag aaaaaaacaa aaaaaacctt cttgaagaaa gaactaactt aagagttgaa
  2903761 aaaatacgac ttgagtcgca aatcaaatta gccaaaggga ttattagtga gctagataaa
  2903821 gattatattt tttccgtcga aaacatggaa gatggtgaca tagagtgccc aacatgtgga
  2903881 acaatacatg aaaattctat agcacatcgc actagcattt tgattgatat ggaacttgca
  2903941 aaaaaccaac tcgaatcctt agagtcagaa gtcaacggaa taataaattt gctagttata
  2904001 aaagatgagg agattacaga gcaaagcaat aagagcgaac gaagttataa taatgtcatt
  2904061 gaaagtgact ccaattcgtt aatatcattc accaatgata agtttgaaaa acgcgcacac
  2904121 gaaataaata gtaaaaaaaa tataaccatt gaaattaaaa aatcagaaga aaaaacagca
  2904181 aaaaaatctc aaagtgacat actatccaag gaacaaaaaa gtgaaataaa gcaaagcttc
  2904241 gcagatagat tatcgaaata cataacaaaa ttaaaagtta acgttgacat atctaaaata
  2904301 aaaagccctc ttgattataa aaaaatatat gaagtaggcg gtgcagcaga agatgcaagg
  2904361 gctgtccttg gttattattt agcaatttat gaacaagtag cggactcatg tgaagaagca
  2904421 ttgccacctt tggttattga taccccaaac caacaagaac aagcaagcgg gaattatacc
  2904481 aacattataa aatcaatttc tgacggcata aataatgata ggcaatatgt tatatgtgcc
  2904541 atggaacaca aagccttaga gcaaataaaa acaaatgctc aagtaattaa attagacgca
  2904601 agaaaaatac tattacaaga tcaatacgag aaaatttcaa aactgcgaaa tgaagttatt
  2904661 ttcgattgaa atccttcttc gtatcaatag gtgtaaggtc gtctgcgcac aatggtcccc
  2904721 cacctacgcg ctctgacttt atcatgcact tttcatgcat gacatagaga gcctacaagc
  2904781 ccttgtggcg cggtgcttca gttgttttag ccggggcgtt gcatgcaaat tcatgcacta
  2904841 tatgcatgca gtgctctttt tggcaggcta gccagaggga aaatcctcaa atgacacagg
  2904901 ttagaaaggg atgtagcccc cctttcatta ctcttcctta ttacagcttc caataacttg
  2904961 ccgctattca gtttttgccg taatttcccc catgtaaact cgctgtcgat aacagcaccc
  2905021 aatgtttcca gtatcaggat gatacgaatg acctgcaaga aacaccttcg tggtggtcat
  2905081 aaacccaaag tcatacggaa tggagtgtgg tctgagactg acgctttcga gcgaccacaa
  2905141 aatagctacc gaaacctgaa aagtagcgct gtaagagcgg taaacccgtt gaacctttga
  2905201 aaacgggtgt caccccacta aggtgataaa ggtactctta tcacactaac gaaatggcta
  2905261 attaccagca tttcctgacc aaccggtatt gcccatcggg gatactgtca ttggttatca
  2905321 actaagcgaa cgactcgcct cagtagagca acggcctctt aaaccggtgg tctaccatga
  2905381 cggcgctgtt tttgcacact taaatcaaga tgcatcactg catcaaaaga ctccttatac
  2905441 ctcaatctct ggcgcgtgct aaacgccgct ggctgcgctc tgctatgccg aaaggcatct
  2905501 gctagcgcct gccctgttgc gtgttgctcg tggcgtcact tttacgagtg aaagtgacgc
  2905561 cacagcacaa acctgcctca gcctttgaga taagcgactt cactcaacac gtcatgcatc
  2905621 tgacaccact tcaatacgtc aggctgaccg ctttttacaa gatatttgaa ccgataccga
  2905681 ggcaggccaa cagcctgggg gatgacctgc aaaagcagga ggctgcaccg agtgcatcac
  2905741 cgataccccg caatacctca actgctgccc gctctggcgc acaggtatcg ttcaaggcag
  2905801 ataacctgcc attccccatg cgccagagaa atgcagctag ttgaaattgt tgggagatgt
  2905861 tcgtaatgag tcggttaagt cgtgagatga aaatgctggc aaaacaagct ggcggtagcc
  2905921 ataaaaccgt tcatgatcgt attcggatta tggacaggtt tagccgccat ctgctggccc
  2905981 ttaatattca ggtgcgtgat gttaaacacc taaaagcaaa gcatattgaa agttatatta
  2906041 ctgaccgttt ttcacagggg atcgcgatcc gttctcttca taacgaaatg gcggcattgc
  2906101 gcaccgtttt cagattcgct ggtcgggata aaatcgtctt atcagaacga ttaaccaaca
  2906161 aagcattggg gttaggtgga gccagccgcg ccggtagcaa attcgctatc cctgaggagg
  2906221 tgtatcaagc cgctctgcgc accgcccaac agcaagacaa aggactcgcc tgcgcccttc
  2906281 agcttgcccg cctgctgggg ctgcgttcac aagaggcggt gcaatgcgcc aactcgttga
  2906341 aaacatggca aaaggagctt gagcagaacc ggtctaaact aaccgtggtg tttggcacca
  2906401 agggaggccg ctcacgcgaa acccgcattc tggatcctga agcagtcaaa cgggcagtca
  2906461 aagaagcgca acagatcgcc gaaacacgcg gcggcaaact tattgataaa cctgacctga
  2906521 aaaccgcgat gaatttctgg cgctcccata ccacccgctt agggctgacc ggacattact
  2906581 ccccccacag cctgcgctat gcctgggcgc aagacgctat taattattac ctcgccgcag
  2906641 gatttagccg cattgaagcc agagcgttaa cgtcaatgga tctgggtcat ggtgatggcc
  2906701 gtggccgcta tgttgaacgc gtttataccc gcaaggaggc gaactatgtc tgatattaat
  2906761 ttgatccgct tacctgaagt gattgagaaa atacgactga aaaaatcatc aatttatcat
  2906821 ttgattagcc tcaatcaatt ccctcgccca ataaaattag ggccgcgttc agtggcctgg
  2906881 gttgaaagtg aagtcgatga atgggtcatt atcagaatca atcaacgcga ggagggtcgc
  2906941 aactaatgat tttttatttt tttctggcgg gcgctttgca gtataatcct ttcgctgcgg
  2907001 caaaatccgt agccggaatt agcgttccga aaatcttctt gatacctagc ctcgtcattc
  2907061 agacatggtc ttttataggt atggcttgcg cacacccgtc aatggtggcc caggcggggg
  2907121 ctccgaaagg agcgccggtt tccaagaagt ccggtaacgc taactccgtc tgggctacca
  2907181 cccaagggat tagcgtctca ggtggtagtc attacaacta cttcttggag gcggcccaat
  2907241 ggctactacc cttcactgtc tgtacccgca atacgttcgt acccatccgg gggtgtgcta
  2907301 tgcataactc ttccccgctc acgattgaag aaattgttga tcactgccac gcactggtat
  2907361 tggcaatgct cgaaattacc gatcctacag cgaaagaact gttgctattt attctggctg
  2907421 aacggctgga tttgctgcaa ctgatgctgg atgaagtgcc ggatgcagag gaggctaacc
  2907481 atgagtaggt ttgtttccga catcattcgc gcatcacaac accactggag caatatcctt
  2907541 tcctccttag ctattcctat tccccacctt aacaaacatg gcccctgccc cgtctgcgga
  2907601 ggtaaagacc gttttcgttt tgatgataaa aaagggcgag gaacgtggtt ctgcaactat
  2907661 tgcgggcacg gcgatggtct ggatttggtc actctggtgc gacaatgtga tgtgattcag
  2907721 gccgccagag aaatctcccg cttaacagac ttagccccaa cagcgcccgc caaagaaaga
  2907781 actgaacagc cccttcactc agacatgaca caaaaagtca ctgccctgct ggctgcctgt
  2907841 tcgcagggaa ccagtgatta cctgttgcat aagggcttaa atcatccagt ctttctcatg
  2907901 cccgccaaca gtgctaaaaa tattggcggg gtgcatttta atgtgggcag catggtgctg
  2907961 ccactggtgg atctgagtgg caacactacc ggtgcgctgt taatcaatcg ccggggagaa
  2908021 aagcgtttac tgcccggctc gcggattaaa tcttcattta tccccatcac tcaccacact
  2908081 ctgtcgcaga caataatcat tactgaaggc tttgccaccg gcctcgtcat atcacgattt
  2908141 gtcaccgcca cagttgttgc cgctatctca gccactaatc tgacccaggt tgctgtggca
  2908201 ctgcgtgaac gttatcccga cgcgcagatt attatcgcgg cggataacga cgtaacaaac
  2908261 tctgacaaca atcccggcaa acaacaggcg gaatacgccg ctcttgcagt caatggctta
  2908321 gtgaccctgc cacccacctg cggcaaagct gactgggatg attatcgcca acaagtcgga
  2908381 acggacgccg cccgtatcga gtttttccgc caactctaca atcccaggga atggatatga
  2908441 aaacaccact cattctgctc gaacgcgaac ctgtgtcatt gactacaaac ctgccgttgc
  2908501 gcaaaggctc cgacggctat aacaccccgc aggattacaa tattaagggc cacttgccaa
  2908561 gtaacacact ggccagtatt tacgggccaa gcggctcgta taaatccttt ttggccgtct
  2908621 catgggcctg tcatattgcc accggcaagc cgtgggcctc gcggcgtgtg acccaaggtt
  2908681 ccgtcgtcta tatcgtcgga gaaggcggta tcggcgtgcc acggcgtatc cgcgcgtggg
  2908741 gaatggaatt taacggcggc acaccgattg aatcgctcta ccgcatcgac tgcccggtat
  2908801 ttcccgccag cccggagagc gccattcagg tgattaaagc ggctcaggat gtcaccgagc
  2908861 aaaccggctc gccggtgcgc ctgattgtac tggatacgct ggcacgctgc tttggtggct
  2908921 ccgacgagaa cgctgccaaa gatatgggcg catttattca ggggtgtgat tatatcaagg
  2908981 cagaaactgg cgctacggtg ttggttatcc atcattcggg caaagatctg gataaaggcg
  2909041 cgcgcggctc cagtgccttt cgcgcggcgt tggatgtcga attcaatgtt cgtcgtgagg
  2909101 gcgacggcgg cgcactggtg ctgagttgca ccaaaatgaa ggattcagaa gaacccacca
  2909161 cgcgggccta cgacctctcg ccgctcaatt tgtatatcga taacgatggc gaagaagtta
  2909221 actcattggt gctatgtgat aaaggccgtg aagtcagcga tgaaggctca ccctatgagg
  2909281 cggaactggc gagtattcag cgcctgacgg ctaatcatat cgcgctgtgg caatctatcc
  2909341 gctcccgtac cgccagtggt gaggcctgta caaaatcgct ggtgagggat gatatgcgcg
  2909401 gcatgggttt tgatgttgcg aagaaattta cccgctggct cgacaagctg gaaactgatg
  2909461 ggctgattca tattgatggg gagaatattt gccctaattc attaagcaat acagcaagaa
  2909521 actaactggg ggataaagtg ggaattaagt gggggaacat cgaattttta actaatttag
  2909581 cctcaaatcc cccacttccc acttgcctat acacactaaa tgggggaaag agagcaaacc
  2909641 cgcgtcatga ctgggttgag agcacagagc caaaatccag gtgggggaag aagtggtaca
  2909701 ggctaaatgg gggataagat gggggaagga tttaggcttg gtactgattt tatcaaaacg
  2909761 gtacataatt tcttgttaaa tggccttagc actaaatccc actaagacca tacgatgaat
  2909821 gacttcgaat accggactgt taaactgatt ttttaccttt atttcagatt taatcatgcg
  2909881 gtaatcgatg caagatgtga aaactgaaat cccgttgcag ataccacact aagcagtgtt
  2909941 tttagtgttg gattacctga aggtgataac gtccggtaca gtgtttctct cgatacaccc
  2910001 gcttttttag ccacacttgc catccctcct cgggcctcaa ctacatgacg tagggccatc
  2910061 agaaaggctt cttgccctcc ttcctcatca atatctagaa gagcctgatg cagatatact
  2910121 tgcgcaaatt cagggtcttc cataagaagc tgaaccatag cgtcatcatg taaacgggct
  2910181 ttggccataa tcattacctc gttaaataat ctttaagaca cacaatagcc tgatcgatgt
  2910241 cggcattctg cgagcgctta tcaccgccca aaagcaacaa cacgacttca ccgtcaacaa
  2910301 ggctgtaata aaccctgtaa cctggcccct ggtctatacg aagttcccag acaccttcac
  2910361 ggcaaggctt atgatcccca aagttccccg aagcgatccg gttaactctt gatgatattt
  2910421 ttgccttagc gatcgaatca cggagactct tcaaatactc catgtataaa tcccgtccct
  2910481 cgggagtcag atagtgtttg atcgttttca tcaatatatt gtagccttta ggctacattt
  2910541 cgcaagttga tttcaccata aatcatgcca ctatttgcga tacctacttg gtagcccaat
  2910601 atgcaaaggc caccccaaaa tatccttatt ggtgtgtcac tttcctgcat tggtatacgt
  2910661 ttaggtatac gaaacaaatt tgaattagtt ttttatcaat agaaacaatg cattgattaa
  2910721 tctattcagc gtcccccagc ccaaatgtta aaccggttat taccagataa gtccggtgaa
  2910781 gtacggaaag cccgcatccc ttctaggttt gcgggctttt ttgtgtctgt agtagtccaa
  2910841 ggatatccgc ctgaagccag agacaattgg tatacgctaa gataggtacc aatggacgta
  2910901 taccaattac agggaagaac cttgcatggc gcggactaca cgccccctca cccacaccga
  2910961 agtacaaaaa gcaaaaacca ccgacaaaga cctaaccctc catgatggtg atggtttatt
  2911021 tctgttagtt gtaacgaacg gtgcaatagt gatccacacc caacgcctga aatcagatcc
  2911081 agggggtaat ctgctctcct gattcaggag agtttatggt cacttttgag acagttatgg
  2911141 aaattaaaat cctgcacaag cagggaatga gtagccgggc gattgccaga gaactgggga
  2911201 tctcccgcaa taccgttaaa cgttatttgc aggcaaaatc tgagccgcca aaatatacgc
  2911261 cgcgacctgc tgttgcttca ctcctggatg aataccggga ttatattcgt caacgcatcg
  2911321 ccgatgctca tccttacaaa atcccggcaa cggtaatcgc tcgcgagatc agagaccagg
  2911381 gatatcgtgg cggaatgacc attctcaggg cattcattcg ttctctctcg gttcctcagg
  2911441 agcaggagcc tgccgttcgg ttcgaaactg aacccggacg acagatgcag gttgactggg
  2911501 gcactatgcg taatggtcgc tcaccgcttc acgtgttcgt tgctgttctc ggatacagcc
  2911561 gaatgctgta catcgaattc actgacaata tgcgttatga cacgctggag acctgccatc
  2911621 gtaatgcgtt ccgcttcttt ggtggtgtgc cgcgcgaagt gttgtatgac aatatgaaaa
  2911681 ctgtggttct gcaacgtgac gcatatcaga ccggtcagca ccggttccat ccttcgctgt
  2911741 ggcagttcgg caaggagatg ggcttctctc cccgactgtg tcgccccttc agggcacaga
  2911801 ctaaaggtaa ggtggaacgg atggtgcagt acacccgtaa cagtttttac atcccactaa
  2911861 tgactcgcct gcgcccgatg gggatcactg tcgatgttga aacagccaac cgccacggtc
  2911921 tgcgctggct gcacgatgtc gctaaccaac gaaagcatga aacaatccag gcccgtccct
  2911981 gcgatcgctg gctcgaagag cagcagtcca tgctggcact gcctccggag aaaaaagagt
  2912041 atgacgtgca tcttgatgaa aatctggtga acttcgacaa acaccccctg catcatccac
  2912101 tctccatcta cgactcattc tgcagaggag tggcgtgatg atggaactgc aacatcaacg
  2912161 actgatggcg ctcgccgggc agttgcaact ggaaagcctt ataagcgcag cgcctgcgct
  2912221 gtcacaacag gcagtagacc aggaatggag ttatatggac ttcctggagc atctgcttca
  2912281 tgaagaaaaa ctggcacgtc atcaacgtaa acaggcgatg tatacccgaa tggcagcctt
  2912341 cccggcggtg aaaacgttcg aagagtatga cttcacattc gccaccggag caccgcagaa
  2912401 gcaactccag tcgttacgct cactcagctt catagaacgt aatgaaaata tcgtattact
  2912461 ggggccatca ggtgtgggga aaacccatct ggcaatagcg atgggctatg aagcagtccg
  2912521 tgcaggtatc aaagttcgct tcacaacagc agcagatctg ttacttcagt tatctacggc
  2912581 acaacgtcag ggccgttata aaacgacgct tcagcgtgga gtaatggccc cccgcctgct
  2912641 catcattgat gaaataggct atctgccgtt cagtcaggaa gaagcaaagc tgttcttcca
  2912701 ggtcatcgct aaacgttacg aaaagagcgc aatgatcctg acatccaatc tgccgttcgg
  2912761 gcagtgggat caaacgttcg ccggtgatgc agcactgacc tcagcgatgc tggaccgtat
  2912821 cttacaccac tcacatgtcg ttcaaatcaa aggagaaagc tatcgactca gacagaaacg
  2912881 aaaggccggg gttatagcag aagctaatcc tgagtaaaac ggtggatcaa tattgggccg
  2912941 ttggtggaga tataagtgga tcacttttca tccgtcgttg acaggagccg aacgtttcgg
  2913001 ctccgtactt atggagagag actgattcat cgtgttgata cccataaagc ctatacacct
  2913061 aacagtaata cgaatgctta tcataaggat tggggattat ccgtataacc tttgccaatg
  2913121 caagccttta tgtatttcag tcgctcgttt cctggctttt ttggctatcg cgagagacag
  2913181 ggttaagcgt ggcgataagc agggaggaca tgacattgtc atgccagata tcaaggcttg
  2913241 aggggtaata acagtgaaag aattcacggt tatcccttgt tagcaataga caggcgcaat
  2913301 atcgttcccc ctttataaat taaatattct cgctgtcgca cgactcaacc aacgattggt
  2913361 tgaataaaca ttcaaggaaa agataggaat ggctttgtac ccggcatcat ttgacgatca
  2913421 tgttttccgg ttattaattg aggccgttga tgattacgcc atatacatca ttgatgccaa
  2913481 ggggcacgtt ctgacctgga acaatggcgc agaacgcaat accggttatt gtgccgaaga
  2913541 ggttatcggt caatccttcg agctgtttta taccccggaa gatttagtga acggcttgtc
  2913601 agtcaaaggg cttaagcacg ctaatcagtt tggtcattac gaatctcaag gctggcgtgt
  2913661 gcgcaaaaat ggcaaacgtt tttggggcaa cgtcactctc agtgcacttc ataactcaga
  2913721 aaatattttg cagggctttg ttcatgttac ccgtgacctg accgaccaat ggcagcggga
  2913781 taatgcactg cggaaaagtg aagagctgtt tcgtcatctg atcagtgaag tggaagattg
  2913841 tgccatctac atgatcgaca ctgcgggtcg catccttacc tggaataaag ggggggaacg
  2913901 gcatgaaggt tatacccgtg aggagataat cggtgagcac tttactctat tatttacgca
  2913961 ggaggacatt tcggcgggtg taccggaaaa atcactcgcc aaggcggtag cagaaggtaa
  2914021 tttccagact gaagggtggc atgtccgtaa gaataatatc cgttattggg ccagtgtcgc
  2914081 cattagccca atacacgatg accaaggaaa cttattgggt ttcaccaaga ttgtccgcga
  2914141 cttgactgaa cgccaccaac gtgaagaaac attgcgtatc agcgaagaac gctttcgcct
  2914201 gatggttgat tctgttgaag attatgccat tttaatgcta gacccttggg gtcgggttaa
  2914261 tacctggaat cacggtgcac aacacaagat tggctatgcc agtaacgaga ttatcggcca
  2914321 gcatttcggc tgcctcttct tgccggaaga ccttgttgca gggctaccag gaaaactgct
  2914381 gaaaacagcg gcgtcagcga gccgtataga gtacgaaggt tggttggttc gtaaagatat
  2914441 tacccgctat tgggcgctta ccgtgattac agcgatacat gaccataacg gtaaactgtt
  2914501 gggttatacc aaactcatcc gtgatattag tgagcgaaaa caacgcgaag atgccctgcg
  2914561 cgccagtgaa gctgcccgct atgaagagcg cgaacagtta catcaagttc tgtcatccat
  2914621 tcctgatggg attatctctc tcaatagtga aggccgggtg gtattaatga acccgaaagc
  2914681 tgaagagatg acgggctgta ggcagaatga atcctgtggt ttaccgattg aagaggtctt
  2914741 tattttgtgg tctccactac aggataaaaa tcaattagag gccttcagtc aatgcctggc
  2914801 tgaaggacga cagaccctat taccagaagg ccattatctg gtatctcgct ggggagaacg
  2914861 ccaagaaata cgctgttcag cttcaccaat acgtgatcgt gacaatattg ttactggcgc
  2914921 cgtcgtggta ttccaagatg tcacccgtgc acgccatgaa cagcgggcgc tgcaatacca
  2914981 ggctagccat gacatgctca ccgggttaat taaccgccga cgattggaag agcgattgac
  2915041 actagcgatt aatcaattag ctcatgacgg gcaacatata ctttgctatg tcgatttaga
  2915101 ctatttcaaa gatgtgaatg ataatgcggg tcacgaagcg ggggatatgg tgctgagaat
  2915161 ggtcgcacaa accatgcaac aagcggtgcg agaaaacgat attgttgccc gtttaggcgg
  2915221 ggatgaattt gcgattgtgc tctttaattg ccccagtaaa tctgcggcag aaatactgga
  2915281 acaggtcgtg gcggatattg ccgccatcca gtttcattgg cacggacaat cttatgtcct
  2915341 tactgccagt ctgggggcaa taccattgac ccaacaaact gaatccgctt cgcaagcgat
  2915401 gcgtttggcc gatattgcct gctacaaggc caaacatgct ggccgcaacc aattgtcact
  2915461 cacctcttga ggtatattgc gggtggctat catgtcacct gcaatgtttt tatgattggc
  2915521 ccatccctct gctcagcatg aatactgatg cggccccaaa gtgaattagc cttgtttccg
  2915581 aacgccccat aatataaaca tcggtatttt cagcaattcg atcctgatca atatatcgct
  2915641 tatatgcata tgatatataa atatcatcat tgattaatct gaaggatagg tatgccgtac
  2915701 tttacggtta gtgtcgtttt acataacgcc attgaaggtg attatgaaaa acttaataaa
  2915761 aaaatgattg actccggttt tacctgtttg atcggtagag agaaggtcta taaattacct
  2915821 gaaggcgagt tcaactatgg tagcggcata ctcaataaac aggaagtggc tgatttagcg
  2915881 ctaaaaattg ctgaagagat ccgctttatt ccatcgattt tagtcaccga atctagcggt
  2915941 agaacctggc gaaatctgga cctaaaataa tttaccctgt attctataaa taaaaaactt
  2916001 taaatttgac ttaagtatta tattaatact tcgctaggga aatttacatt ctcattataa
  2916061 aataaataat atcactgcgg aatggcttgt ttatttcagt ggattataat taaaatttaa
  2916121 tttactcagc aatactcccc tgcaactaca ggggatataa agcgaatagt cccagagaat
  2916181 ggaccagaac attaaatatc gttctgagga ttgtctgttt tacgacgatg cagtgaaatg
  2916241 acgaaatcag tctcgcaact aaaagacggt tgagcggcca atttctgccc agtatcaacc
  2916301 gatgctcgcc aggcaaacgg ggtcatctgt aataaattaa aaccctgctc acccgtgagt
  2916361 ttcatgtcat aggccaatgt ttcgcggcgg attaactcaa aaccatcaag atgttcttct
  2916421 gtatcatcat gcagttgcac ctgagcataa ataagtgctt ttaactgata gagatggcga
  2916481 gggccgggtg ccacggtaac cacgatcccg ccaggcttta ccgtgcgggc cagttccacc
  2916541 gccttacaag gcgcataaat gcgtaatacg gcatccagtg caccattggc aaaaggtaaa
  2916601 cgatggctgg aagccacaca gaaattgacc tgatggtagc gtttagcccc atatcttacc
  2916661 gcgacttttg ccacatccag accaaaaata gccatttggc gcaacttatt tagccgatca
  2916721 gccaccgccg ccgtgtaata accttcaccg caaccgatgt ccaataacct ggttgcatca
  2916781 agcggcaaag cctcatccag aatctcgctt acccgttgtt gcaaaggctg ataatagcca
  2916841 gcgtcaagaa aagcccggcg tgcttgcatc atctctgggc tatcgccggg ttgtttggag
  2916901 cctttatgct gtactggcat taaattgaca tagccctctt tggcgcaatc aaactgatga
  2916961 ttattgctac aacaccactg ctgttggcta agctgcagtg cttgatgaca gagaggacac
  2917021 tgataagaca tggttgaatt ccagataaca gataaataac cgccaagata gcgggcagat
  2917081 gcggcgttag tctaaagaag cacacccccg gttgcaagtc agtggccgtc ctttagctca
  2917141 ttgaatcccc cgaatattta ttgcaacaag caagatatta actacgacaa taagatatta
  2917201 gcggtgacga ccaagatatt agcggtgaca accaagatat taatagcgcc gaacaaagac
  2917261 tcgcgattaa gccctatcct cggcggcaat agagggaaac agtgataccg cggttttatt
  2917321 ttgcaacaat ttacgaatgg gggggctaat aataaaaggt gactggtcaa taaattaaaa
  2917381 aacggcttac actgagtcgg ccattctctt catcaggtaa atcttatgac cgatttttca
  2917441 ccacgactca gtcgcatagc caccatcagc catggttttg gtaataaatc tgctttatta
  2917501 cctgactgcc ttaagcccta tcaggcatct caagcgaata agaaacaggt tcatggtatc
  2917561 caaattgttg atgtgacaga ggttgggcaa gcatgtgggg aagccgatgg cctctatacc
  2917621 actcaggcgg gtattctctt gtcggtgctc acggctgatt gcttaccgat tattttcagc
  2917681 cagcgtcatg gaaaaggggt agccgtcgta catgccggtt ggcgcgggtt attagagggg
  2917741 atcgttttac agatggttga acgtatttcc cgtgatgaca accctaccaa ctgggttgcc
  2917801 gccatcgggc ctgcggcacg ctcttgctgt tatgaagtca atgaggaact ggtcgaacgg
  2917861 tttatgaatg aattaccgct ggcaaaacat attatctcac ctcggtttcg ccacctgaat
  2917921 ttagccgcca ttgctgagca ccaattacgt aacgccggga tccaacaaat agaccgggtt
  2917981 ggcagttgta ctatttgcac tacatatact gtttgcacta catgtactgt ttgcacggcc
  2918041 acacaagaat cagagggtga acacccacct caattcaaat acaccagttt ccggcgaacc
  2918101 agtcaacagc aagccattga ccctactcac ccaggaatta gaggccgtaa ccaatattcg
  2918161 ggagtggtca tcttgcctta aaaaaggtga ccgcctacgg cgattggctg atagggtttc
  2918221 cccaaatatg aaaaaacccg cacaaaggcg ggtttttaca gcaaacgctg attagattgc
  2918281 agtaacgttt actgcagacg gacctttctg accgtcttgg atttcgaact ctacattctg
  2918341 gccttcagcc aaggttttga agccattacc ttggattgca gagaagtgta caaacacatc
  2918401 tttgctgcca tctgctggag tgatgaaacc gaagccttta gactcgttga accacttaac
  2918461 ttgacctttg atctttgcca tcttgagtat ttcctttgga ttgtttaact cgcccgtagg
  2918521 cgtttacata gacaaactag agtcgttact gcttgaggca ctaagataag gatcggcaga
  2918581 gaagcggtat tcaacgctaa cgtctttact cagaacttct ttactgaaaa tgccacacat
  2918641 atacagaact gtacctcgtt ttacccatat gcgttatcac atactctgta ttcgatggca
  2918701 agccattttt aatcaaggat gaacctgtcg cacatatttg aaacggttgg tcataaagag
  2918761 tgcgtgaata tgttaaaatt tgttgaaggt catcgtattt tctgctctat ttttttatac
  2918821 tgtctcatcc cccagtttta ctggatttta acattttagc taactctttt tataatcccg
  2918881 atcacttgcc ctccccttgg tttccatcct ctgagtcaag caaaaaacca gttaagtata
  2918941 aaatttatta gcattaaata tataataatt gaatataaca cggtgccggt tacagtatct
  2919001 catcacgcat ggagggttcc ctttcgacgc taacgtacca agactaaccc cttacttaac
  2919061 ctcaggttat tgctttatga ttgctaattt ttattcgcat gacagatcta ataatagaat
  2919121 atttattagt gtcagcctga gtggaacgct ggcgcactct ttatgtatgc taaagaaaaa
  2919181 aatgcgaatg ggaaaatatc aaattaaata tgaaccgcca aaaacatcac gtgactatta
  2919241 gtttattctc gccatgccca aaaaaagtgc aataatccac tcctcccttc gcattctgca
  2919301 ccagagaagt gctaaagcag gccggatatg ttgcataaat atacagatta tcaccgattg
  2919361 atcatcactc aacaacggga aagcataagc caattctctg ctaatttatg taaaaaataa
  2919421 aagtaatata tttatcaaaa ttcctgattc atactttagc gactctgttt gatagtttaa
  2919481 aatcttatat tcccccctcg ttatagaact gtttaagtta aaggtttctc cctctgataa
  2919541 atttccaaca atccattgtt caactttcac tttgttaagt atatagattg cttgatgctc
  2919601 aaaaatctta ttttccctca tctgcattag agatagacat tatgaattat aaggacatta
  2919661 tcaacgcctg cattcttagc ggtgtgtttc ttttgcactc accatcagcg ttggctgata
  2919721 ccccctccgt cggtgtctcc aaggggcagg agtcccttca acccgcagca gaaggtaacc
  2919781 tatggcagcg cctgatacgc aatgtctctt tggcctggaa ctccccccat caggagcttt
  2919841 atatcccggt gaatacctgg cataaccgtt ggacctatga tgatgaaaag atagcctcat
  2919901 acaacgagag accatggggg gttggttacg gtaagtaccg ctatgatgaa gataacaatt
  2919961 ggcattctgt ctatgcgatg gcctttatgg attcgcacaa tcgagtcgaa ccgattctgg
  2920021 gctatggtta tcagaagatg tggataccag gggagaggga ggggtggcgt tttggggcgg
  2920081 gttttactgc cagtattact gcacgctatg aatatcatta tattcccctt ccgttacctt
  2920141 tgcctcttat ttcaattgaa tataatagac tctccctaca aaccacctat attcccggca
  2920201 cttataataa tgggaatgtg ttgtttacct ggattcgcta gcaattttaa ttgacgacat
  2920261 tatttaacta aaaaacagca tataaccata atattaaaat ggttatatgc ttggttgagg
  2920321 gcgaattcca gttgcgttaa tgaactataa agatgtaaca cccccaattt tttgaataaa
  2920381 tacattagat aaatttattt atagcttttt tatttaaacg accaaaaata atctgcctga
  2920441 tgtccaataa caataaagta caataatcaa acaatcacta ttgatataag ctcaagccgc
  2920501 acccttccaa gcgcggcatt ttactgccct gctaatcagg aagcattaga ggctagtcac
  2920561 cgtttttgga cacttacgcc gagtaagtac aaaaccacac caaagtaacg ctatccatac
  2920621 tggcatcatc aacacagaga tccgaatccc ttcggtgaga tacataatga cgagaattaa
  2920681 tgcgaggaag accaggcaca gataattgcc gtaggggtac cagagtgctt tgaagcgagg
  2920741 cacaacgccc tctttaactt tagccttgcg aaacttcaga tgcgccaggc aaatcatcac
  2920801 ccagttgatt accagtgttg aaaccaccaa cgccataagt aattcaaagg ctttgccggg
  2920861 cataatatag ttaatcacca cgccagctga agtcgctaat gctgaaagtg caattgaacg
  2920921 gatggggaca ccacgcttat ttaacttggt caacaactta ggcgcattcc cctgtgatgc
  2920981 cagcccaaaa agcatacgac tgttacaata cacaccactg ttatacaccg acagggcggc
  2921041 ggtcaggaca accacattca atgctgttgc cacccaaggg ctatctaacg catcgaaaat
  2921101 catcacgaaa ggacttcccc cttcgacgac attgttccac gggaaaagag acagaagcac
  2921161 cgtcagtgag ccaatataaa aaataagaat gcgataaacg acctgattag tcgctttagg
  2921221 aatactgttc cgtggatctt cggcttctgc tgcagtaatc cctaccatct ccagaccgcc
  2921281 aaaagagaac ataataaccg ccattgccat gatcaaacca cgaaagccat ggggcataaa
  2921341 acccccctgc gcccagagat ttgtcaccga ggcggctggc ccaccagatc ccgatgccag
  2921401 tagataagca ccgaacacaa tcataccgat aattgcagcc actttaatga tggcaaacca
  2921461 aaactccgtt tcgccataca gacgtacgtt aactaagttg atagcgttga ttatgataaa
  2921521 gaatactgct gctgaaaccc atgtcggtat ctcaggccac caatactgaa tatatatgcc
  2921581 taccgcagtc aattcagcca taccgaccag aataaacatg gcccagtagt tccagcccga
  2921641 tagaaaacca gcaaaatcgc cccaatactt ataggcaaag tggctgaatg agccagcaac
  2921701 aggctcttcg acgaccattt cacctaattg acgcataatc agaaaagcaa taaacccgcc
  2921761 tattgcatac cccaatatta ctgaggggcc ggccatattg atggtttggg caatcccgag
  2921821 aaataacccg gttccgattg cgccacccaa agctattagt tgaatatgtc tattttttaa
  2921881 accgcgtttt aacgatgagt tctgtaactg ctgttccatc ctaccctctg ttgcactgat
  2921941 tacgcactgg tgtgaataaa caacgcattt cataaatgag tctgcggcgg tttttttaac
  2922001 acttaaaccc gccagcatca aggataaagg cttgtttgat ggttgaggta caaacactca
  2922061 tacacttccg tgatttaacg cacacaacga tatgctttaa cgcgcaccac tacttgatga
  2922121 aatatcatat tgtctaccca atagataaat cataattagg gtaataatgc tgatactcca
  2922181 cataatttac tcaaattacg cgcgccaatc atcaatgtcg ccacatacga ctgacgtcgg
  2922241 gtgacaactt caacggcaac acggttattt ttgtagcgaa caagataagt ggatggccag
  2922301 ccctgacgcc gttctccgta tgacttttga tggcgatcaa ttgccgcatg ggcaataacc
  2922361 agatgagata aatttaagtc gcctttaata atacgcttca tcatcaactc cacgaaaaca
  2922421 gtaagaagaa cgcttactga tagcgacttc ctgtcagtac gatacaagcg agaaattcac
  2922481 acttactgag aattcccggc catgacagac tacacttcct ggctgagtag ataacagatc
  2922541 atcgccgcgc gtagcgggct ttggctataa gcctgccatt ccccctgagg attggtaata
  2922601 cgggcattcc actgattatt gtcattagtt tcagggtaaa agagaccaat tttattggca
  2922661 tagatgatag gccatgcatc ggagggattt ttgcagtagt ccttaccttt aataccaccg
  2922721 taaggatacc atttgtcagg gtcttcaccg gtaagcagcg caatgcttcg gttcacttca
  2922781 ctatcacttt cttcatacca tttaatcata agaacccccg ttgacctgaa aagttctgat
  2922841 tacattacgg tgagaagaag acagatttat gacaacctag cggctttctt ttaccttgca
  2922901 caagaactga ttatcttggt taagggctga tggaaagagg atattggcgg tatcgggtta
  2922961 gccgtgaaga agaggccccc taattatgat gcaattacct ttgccgtagc caacaaaatt
  2923021 gcaggtaaca tgctgacact gcctgttggt agtgccagca tcgggacacg tttatcgctc
  2923081 tggaataaag cctttgaaat cgagaggaga aaccgtatca ctgtcgttct gcccgtcacg
  2923141 ggtacccgtg gcattctcca gtaatgcagt aagtaattct gtctgacgtt tttgctgctc
  2923201 ggcaatttct cgtaataacc ggacctgttc attggcccgc acgctcgccc ggctcaaaaa
  2923261 aaaccaaacg atcaagaaga aaagaacggt aagcagcggt aaggcgattg aggcgacacc
  2923321 aaacgcgctc atatttgtat ccaacattga caaccctatt acatatgcat ggtgaaggca
  2923381 ctatcttatc accccgccca caacaaaggt gaatcagaaa aagaggactg tgcggatagt
  2923441 taaaaaatca acgcaagcag tcacgcgtgc ttatgctgct cattggctta gcgttgccgc
  2923501 gtcttcgtca cgcgtgcgct taattgataa cagatcatgg cgttagcccc ttaccaggga
  2923561 acaatcgtag taatagcaca aatacccgtt gagaaagtcc ctccctgatc gcagtaacta
  2923621 tcgagagcta atagataaaa caagcaacaa gcggcaatga tcacaaccgt tgtgacaagt
  2923681 ttcgttatgt tcaaatcgag cacccttatt tatcattttt tttaaattat actgtaacca
  2923741 gcatcaacca tttataacta aagtgtccgt gtggaaaata ttccagcaac aacatgttac
  2923801 ggcggtatgg cgtgttaaac tgatatgcca acatttagga tttttaccat tcactaactc
  2923861 agcatcataa attaaactgt tcagtctatt ttcttaaaaa agatttaact tattctctgg
  2923921 ggcgataaca tgagtttatt cagattgttt ttggtggctg cgatcgtata cctagggctg
  2923981 ctattttctg gctacggcgt gctgattggc agtgaaaaaa acgccgctgg tttaggttta
  2924041 cagtgcaaat atctaaccgc cagaaatatc gccaacgctc aatatataaa tggtgagaac
  2924101 ggcatcatag ggatcagcag ttgcccatta gtaaaaaaaa tcggcaacaa tgtctttgaa
  2924161 tgattcatca actgattgag caaaataagt tctctctctt ttcagccatg tggtcatcat
  2924221 gcttcacagt gtgatatttt cttatcgatc acgctatttt tgtgtaaatt tcagatcaat
  2924281 cagtgcaata gccttctcga ttgctctttt ggtcactgga tctgcccccg ctggatgtgt
  2924341 tgagaaatcg atagtattga gttgatgcga cattttatca cgcacttcgg taggcgcgat
  2924401 gatatcgata acatcaagaa tctgtttgat gaccagttgg caagcgacca gatcagagac
  2924461 taattcttgg tcattagtta acatttcaga catagaaaaa accttaaaga tagtaataat
  2924521 attgaataat actatcacga ctatttgcaa atttctttag tctgtcaatt gctatcccat
  2924581 ggaggcatta tactgcggca ctgacgcatt tatattcaac ataaaaaaac caggcttgat
  2924641 ggctatcaat tacctggttc tggggaaaac gactgtatga ataccgatca caatattcct
  2924701 aatctcatag ttcatcacct cctgagcgct tacctttatg caataccatc actggcatct
  2924761 ttaaaaaaat ggttacacca acaaccgcta tcagagtcat aatcactgct atcaacatgc
  2924821 gatcacctca tcattcttaa tctctatttc tccaaactca gccttttctc catggataca
  2924881 tgatggcact caccctttac tatggcactt gaaaactctt ttgccaaacc tcggccaaaa
  2924941 agtctttacc gcacattggg tataatccag gagagttcag tgttttatgt tgttcgattc
  2925001 aacttgtgta tactgcaaca ctcccaacca gaaaaaacag actaaataat gtcacaagaa
  2925061 aatcatctcg cgttagtctg cgccctcagt aaatgggtcg aaacccacct agggcgggtc
  2925121 atctatcttg aagagttagc cgcatactca ggttattcgc tttggcatat gcaaaaaata
  2925181 tttaaagatg tcactggcgt gtcactgggt aagtacatac gggagaggcg attagcaggc
  2925241 gctgtttatc agctaaggag cagtgatagc actattttcg atatcgcttt agattttggt
  2925301 tttggttcac aatcacactt tacgtatatg tttagaaagc attacggcat cactccgtat
  2925361 gacttcagac aaaacacaga tattgacctt aatattgcat tacctttaca tgctattcac
  2925421 caaaaacagg cctgataact tcttgttatc actgttcatc ggtaatacag aaggtgccta
  2925481 taatacataa aatagctacc cggtgaataa cacgcttcag tcctctttat aacagttctg
  2925541 cacatcaata agttgtgcat cattacgctg atgatctgcc atatatgtca taacaaacat
  2925601 cacactaacc acaataagtg ctgtcgatag taaaccaatc aacgcgatga ctttattatc
  2925661 atcaaacaaa ctcgtctcca catatcctcc ttaatgtctt cgtcccatca tattagccac
  2925721 aagattacaa tcaaggtcgt tgcaatcagc aaacatgatg cagtaaataa aaccactaat
  2925781 gcaaattgcg catcatcaat tcccgttgca taatcacctt ttcgagtaat atttcgttgt
  2925841 tttttcaaat aaatacctac attagctatc atcctgatga aaaagtcgcg tcttttattg
  2925901 gacatgcttt ttagtagaca tactttttac taagcatcgt attatcaacg acagcctgga
  2925961 atgatatcca aaaatgatcc tgtcttactc tgcgctatag atcaagtcta tctattgtaa
  2926021 agttaagggc accggataaa tacattaata taaattaagt attttaacga tatcgcttat
  2926081 ttgaagtgat ggccgcttat tcgaatccgc gaaccagagg atttttttgg gcagacagcg
  2926141 ccccaacacc aaaggttaaa taatgagcac cggtcgatat ttagccaaat ccaacgccta
  2926201 tttccgtgga taagattttc ttcatttatt agcataggta aaataaatgc tattaagaac
  2926261 catttgtatt tataatgctt caaactgatt tatcggacat gtgtgccggt tttttcttct
  2926321 gtaataagga tgtctgatgc tccgccgttt tttctcttat tacgccccgt ataaagggct
  2926381 tttcttccta gattttggtt gcgcaattct agccgggctc ttagaactca gcttcccaat
  2926441 ggcggtaaag ctgtttatcg ataaactgct tcccaatcag gactgggtga tgatcgtatg
  2926501 ggcagcggct gggctactac tgatttatct actgaataca gtactgatgg ccattgtcaa
  2926561 ttattggggt catgcgctcg gtgtcggtat cgaaacagac atgcgccgtc aagcattcaa
  2926621 tcacttacaa aaactgtcat ttagctatta tgacaatata aaaacaggtc atatcatcac
  2926681 gcatgtcacc aaagatctgg aagaagtcgg cgaggttgcc caccacggtc cagaagacct
  2926741 tttcattgcc gtcatgacct ttattggtgc ctttatcttg atggccaccg ttcatttacc
  2926801 actggcgatg gtcactatca tcattgtgcc gtttatgacc tatctggtta cccgctatgg
  2926861 ttcaaaaatg acggatacct ggcgcaaact gtttggccag gtgggtaatt ttaatacccg
  2926921 tatcgaagag agcattggtg gtattcgcgt ggtaaaagcc tttgcgaatg aaccccacga
  2926981 agagaaactc tttgccaaag ataacgaaaa ctaccggacg accaagctac gagcctatcg
  2927041 gataatgacc accagcatga ccatgagcta tctcagcacc cgtttggtgc aattgatcgt
  2927101 gatggtcgtt ggcacctggt atgtaattca cgaccaactg agctacggcg gctttgtcgg
  2927161 ttttctgctc ttagtcgaag tattcttccg ccctgtagag aaaataactt cagtactgga
  2927221 aagttaccct aaaggaattg ctggctttaa gcgattcacc cagttgattg atacattacc
  2927281 tgatattgtc gatcaaccga atgcgcgtcc ggttggtcac ctccgtgggg atatcagcta
  2927341 ccaacatgtt tgctttggtt attcgtccca agcgcccatt ttcactgatt taaatctgca
  2927401 aattcatgcg ggtgaaaccg tcgcgttcgt cgggccatct ggggcgggta aaaccacgtt
  2927461 gtgctcattg ctccctcgat tctatgagct gaatgcaggt gctatcacta ttgatgggat
  2927521 tgatatccga gagatgacac agcagtcttt acgcaacaat attggtattg ttcagcagga
  2927581 tgtcttctta ttcggcggat ctatccgaga gaatattgcc tacggtaagc tgaatgccag
  2927641 cgatgacgaa attatggttg ccgcacaacg ggcacgtttg gatgaattaa tcagttctct
  2927701 gcccgaaggg ctagatactc tcgtcggtga acgtggggtg aaattatctg gcggacaaaa
  2927761 acagcgtcta tccattgcgc gtatttttct gaagaacccc ccgattctga ttttggatga
  2927821 ggctacatca gcgctggata ccgctaccga gcaagcgatt caattggcgc taacagaatt
  2927881 atctcaaggc agaaccacac tggtcattgc acaccgctta gccacaattc aaaatgctga
  2927941 tcgtattatt gtggtcgata aaggagggat tattgaacaa ggggatcatc acgagttact
  2928001 ggcacgtcaa ggtgcctacg caatattaca ccatgctcag tttagtgcgg cctgatactc
  2928061 agtaaaaacc cacccgttaa cgactccggg tggtaaactg aagaaaaatt cggccgaagc
  2928121 cattccatcg agggcttaaa tagggtacaa ggacgccatg aaaattccaa aacgaatcca
  2928181 accgctggtt gatgacggct tggttgacga agtcatccgt cgtttgaaaa gtggcaaaga
  2928241 agctgatgtg tatgttgtcc gttgcgggtc agacatacgc tgcgctaaag tttataaaga
  2928301 agcagagaac cgcagtttca aacaagcggt tcaatatcaa gaagggcgta aggtccgtaa
  2928361 tagccgtgat gcccgggcaa tggctaaagg ctctaaattt ggccgcaaac agcaagagga
  2928421 aacctggcaa actgccgagg tggatgcgtt gttcctgtta gctaatgccg gagtgcgcgt
  2928481 tccacagcct tacacctgtc ttgatggcgt tttactgatg gaactggtca ctgatgaaga
  2928541 tggcctcgcg gcacccagac tcagtgacgt gccgttatct aaagagcagg ccttggctga
  2928601 ccatgaaatc atgatccaat acgtggtgcg gatgttatgc gcaggtctgg tacacggtga
  2928661 tctttcagaa tttaatgtgt taatggataa agatggcccg gttattatcg atctgccgca
  2928721 ggcggttaat gcggccgcca ataaccatgc taaagccatg cttgagcggg atgttgccaa
  2928781 tatgacccac tattatggtc aatatgcccc cgagttactg aatcgcaagt atgccaagga
  2928841 aatgtgggcg ctttatgaag acggtaaact tcatccagat acgcctctca ccgggaactt
  2928901 tgcagaaagc actcaggcag cggatgtcga cgctgtatta gatgaaatta aagctgttat
  2928961 tgccgaagag caagaacgtc tgcgcgaggc tcaagagcac aacaactaaa taaagtagac
  2929021 cctctagata aatcaagccc tctaagaaga tcaaaaaaca acctctggag cagcggcctt
  2929081 ccctgctcct cctccccatc tctgataata tctccgttgg ctatcgacta cagagacaga
  2929141 ccatcaccga gacttgaaag aacgaccaag catttattat gttaaggatg ccaaccacgc
  2929201 actaaggcgt tatcttgagt atcccccacc gtgaaggagt tgtgcatgtt tattgttagc
  2929261 ttgacctacc atcaacctat cgacgtcgtc gaagcactca ccgagaacca caaagactgg
  2929321 ttgaaaaaat attatgcgca aggcgtcttt atcgcctccg gccggaaagt accacgtacc
  2929381 ggcggcatta ttttagtgaa aagtattgcg cgtgaagcgt tggataaaat ataggcagaa
  2929441 gatccgttta atgctgtcgc agattacagc gtgacagaat ttgttccttc aatggctatc
  2929501 gagtcggtcg aagcactgaa gtcactgtga tgtagaatgt gtcaagcaca ccataagcca
  2929561 tggtgaatgc catggctgct gataagttca gattgaggga aacgtactgt tctctctttt
  2929621 aatgcatgtg gtcatcacaa aacgaaatca ttcagccact taaaagctaa aatcttccta
  2929681 ggcgtaattt aagtgcgggg ccggtcacag acattttatt ccgtaactga ttgaataatt
  2929741 aggtagagag gaatgtgaat ccttggagga attccctctc cgcggttttc caaaccaccc
  2929801 cgttcaatga ttccagtctt ctccataata acagttgcca tcatgtctac ttttacggca
  2929861 tgttgactac aatactcccc tgctttagac gttagaatga tcactttgcg agcaacctga
  2929921 tgattaaatg gctgtggaaa gcaaataaac cgcaagcgga gatgcttgcg caatggcatg
  2929981 aggcactgaa tattcctttg ctggctccat taaacgaacc agaacagcaa cggttggttt
  2930041 cggtggccag tcaattatta caacaaaagc gcttcatccc cctacaaggc ttgatattaa
  2930101 ccccattgat gcaagcacgc ctcgctttgc tattcgcact gccggttatg gagctaggtg
  2930161 ccaaatggtt agatggcttt cacgaagtcc ttatttaccc ttctcccttt attgtcgcgg
  2930221 aggactggca agatgacctt gggttggttc attcaggcca aagcgtacag tctggccaga
  2930281 gctgggaaca aggacctatc gtcctgaact ggcaagatat tcaagattca ttcgatttat
  2930341 ctggctttaa tctggtgatc catgaagctg cccataaatt ggatatgcgt aatgggggtc
  2930401 attcaaatgg cgtgcccccc attgcgatgc gtgatgtggc ggtatgggag catgatctac
  2930461 accacgccat ggataatatc caagacgaga ttgatatggt gggtgtggaa ggtgccagta
  2930521 tggatgccta tgcagccagc aatccagcag aatgttttgc cgtattatca gaatactttt
  2930581 tcagtgcccc agagctgctg gagggccgtt tcccggcagt ctatcaacat ttttgccggt
  2930641 tctaccgtca agatccatta gctcgactaa aacgctggga aaactcgctg gcagacaatc
  2930701 cgcctcccga gaatactcac tcgcaccgtt agcgattagc ttattctcca cacctcaaaa
  2930761 tatgcgttaa tcataaaaac cttgggctgg cgctacgttg ttgcgattta ccctctattt
  2930821 gttcagatgc tgagcagtta aacataatgt gctaatttaa cattgacagt atcgggtatg
  2930881 ctggatatga tgcgccccgt tcacacgatt cctctgtagt tcagtcggta gaacggcgga
  2930941 ctgttaatcc gtatgtcact ggttcgagtc cagtcagagg agccaaattt agaaaatccc
  2931001 gtttaggaaa ctaagcggga tttttgcttt tctatcactg agttactctc ctcgcttatc
  2931061 tacgtctagt ctcagcggct caacagcacc cttcctctcc cttccctttc ccgacccgac
  2931121 ccaaatagcc agttatccac gtcgattcac cccgtcggtt tcaccctctc ctatttctgg
  2931181 ctgccagagg acctgtagtt ctttaggatc cttccccccc agtaaatcac aaatcattga
  2931241 tgcaatttgt ttacctacac tggtacgcgt attttgaaca ataggggtca cggcaatatc
  2931301 taacaaacta tcatccggta gcccatcata agcgataagc gatatcccct cgccgcccaa
  2931361 caagcccgct ttatcaagcg cactcgccac gccatcaccc agcatattac agtcggtgat
  2931421 aatggcagta ggaggaacct caagcgccaa taaacgcgag gcagcaagat aaccgccagg
  2931481 acgagtggga tccgcttttt gcagataccc tgccaacggc atcaggcccg cttcggacat
  2931541 cgtctgcaca tatccctgca aacgctgatc gacatatgaa atccttgcat cggtactcac
  2931601 aaatgcaatt ctctggtgcc caagttcgag aagccgcttc actgccaacg aagcgccagc
  2931661 gtgattatca aaatcaaacc atgcatatgg cttgggtaaa tggctacgcc ccaatgccaa
  2931721 aaaaggaaag ttttgtttct gcaaatactg caaccgaaag tcttcaggct gggtatgagc
  2931781 cacgatcaat gcatccactc tacgcgtttc caccaagtgg ataagtgact ggtatttctc
  2931841 accaggttca tcaggaatga gcaacagatc gagaccccgt tttccgagtt cgatacctat
  2931901 ccaacttatc atttccaaaa atgtcgaatt attcaacact cgtggacgtg atggatacgc
  2931961 caaagcaatg gcatcggttc tccccatttt aagccgccga gctaaggaat tcggttgata
  2932021 acccaatctc ttggccgcat cgataatccg ctcacgtgtt tcggccgcaa catcatcata
  2932081 gccatttaac gcgcggctta ccgttgtgga ggacagccca agctcatttg caattttctt
  2932141 caatgacatg attttttgat ccgcaggtca acgaccttaa attgagcatg atttaacctg
  2932201 tattggttcc caagtaagct acacataaat caggttatac gtccgttgtt ctcacctcac
  2932261 aactttacca aaaaccccct gagacccgag taaatcatac gtaaagtttt aagttcgtca
  2932321 cacatccgaa acgtttagat ttaaatccga aacgtttcgg atctactcta atgccggacc
  2932381 ttagcgataa caagcggcga atactgaata acgctggcag ccatcgcgac aagatcgtac
  2932441 aaaaaaaggc gagcatgtag cagcaatgct ctggcgtttc agctaatgag aggttagggg
  2932501 tttatgagta aagcaaacgc agtacaatcc tatttaagaa ataataactt ctggttgttc
  2932561 gggttatttt tcttcttcta cttttttatc atggcatcgt actacccgtt ctttccgatc
  2932621 tggctgcatg atattaataa cctgagcaaa acagacaccg gtattgtatt cggtagcatt
  2932681 tcactttttg ccctcgcctt tcagccaatt atggggccgc tctctgacaa gcttggatta
  2932741 cgcaaaaccc taatgtggat cattgttgga ttactggtcc tgtttgcccc gttctttatt
  2932801 tatgttttca gcccattact gaaatataac atcttcattg gcgctattgt gggtggctgc
  2932861 tatttgggct ttgtatttac tggcggttcc catgccattg aagcctatat tgaaaaggtc
  2932921 agtcgccaca gtaattttga atacggccgg gtaagaatgt tcggctgtat tggctgggca
  2932981 ctgtgcgcca ccgtggttgg aatactctac accgtcaaca accaattaat tttttggatg
  2933041 gcatcaggct gcgccttaat actggctgtc ttgctgttct tcgctcgccc cgaccgacaa
  2933101 tctacggcct ttgttgtcga tactctaggc gcgaataaag cggtatttaa cttaaagaac
  2933161 gcgctggcac tcctccggaa acgggagttg tggtttttcg ttatgtatat tgttggcgtc
  2933221 gcctgtattt atgatgtgtt tgatcagcaa tttgctaact ttttcacttc attctttgcc
  2933281 accaaacaac aaggaactga aatattcggt tttgtcacta ccggtggtga aattctgaat
  2933341 gcaaccgtga tgtttttcgc tccggtaatt attgcgcgta ttggtagcaa aaatgcgtta
  2933401 ttgctggcag gtaccattat gtcagtccgt attttaggtt cagcatttgc cacgacagcg
  2933461 acccaagtgg tgttcctgaa aatgttgcat atgtttgagg ttcctttctt actggtaggc
  2933521 tcctttaaat atattactca agtatttgaa gttcgttttt cagcaacggt gtatctgatt
  2933581 gggttctgtt tcagcaaaca gttatccatg atgtttatgt cagtatttgc tggccgcatg
  2933641 tatgacagca tgggatatca agacacgtac atggtattag gcgttatcgt cctgtcattt
  2933701 accctcattt cagctttcac gctctctggg cgcagcgcgg tagcaaacct ggcgtcaagg
  2933761 ctaaaagagg atccgtcggt tacccctcca gtttctcagc cacaatctta aaaaattcaa
  2933821 tacagataac gagggtgtcg ccgccatgcc atcacctcga gcaaattttc gttttcacag
  2933881 gagccattat gaatactacc tttgtcagat tatccagccg ttcttctgac atgatcgtgc
  2933941 gctgctctcc ctacgcagaa attgtttact ggggtaagcc tctgcttgat tactcgcctg
  2934001 cgatgatgga agccttaaac cgcccggtcg ctaacagccg cctggacagc gatataccgt
  2934061 tgacgctctg ccctgaaaat ggccgagggc tgttcagcgt gcccggtatg gagggaaacc
  2934121 gtgatggcga agattggtct cccattttca ccagccagag ccatacactt gaaaacaatt
  2934181 tattaacgat tattagcgaa gatacgagcg cgggcttgcg gctggtgagt gagttgcaga
  2934241 tgtgcccaga cagtggcgtg ataaaaaccc gcaatacgct gaccaatatt aaagccggat
  2934301 gctaccgaat cgatcggttg gccgtgacct tgccttttcc ggaacgtgcc aatgaaatca
  2934361 tggccttcaa tggccgttgg attaaagagt tccagcgcca ctcacttaaa ctcgatcatg
  2934421 gcggttatat tcaggaaaat cggcgcggca gaacctcaca tgaatatttt cccggcatgg
  2934481 tagtagggaa agcaggcttc agtgagcaac agggcgaggt ctggggcttg catctggcct
  2934541 tgagtggaaa ccatcgttta cgcgctgact gtaaaagtga tggccgccgt caggtgcagg
  2934601 ccgaagccct ctatttttcc ggtgaaatcg ttctggaaca cttgcaaagt gtcagtaccc
  2934661 cgtgggtcta cgcgacctat tccgctaccg ggttgaacgg tatgagccac agttttcatc
  2934721 actatgtgcg ccagaatatc gtgccatcac tggcagaaaa accgcgcccg gtgcacctca
  2934781 atacttggga aggcatctat tttaagcatg acccagacta cattattcag atggtgaaaa
  2934841 acgcggccaa aattggtgtg gagcgcttta tcattgatga tggctggttc aaaggacgca
  2934901 acaacgattt aagttcactg ggcgattggt atattgatgc cgaaaaatac ccacaggggc
  2934961 tgaaccccat tattgaagca gtgaatgaat acggtatgga gtttggtatc tgggtggaac
  2935021 ctgaaatgat caatcaggat tctgatttat accgtaatca tcctgactgg gtgctgaaac
  2935081 ttgacggcta cccgctactg aaaggacgcg accaactgtt gctcgatttg tcgaacccgg
  2935141 ccgttttcga ctacctgcta gaacgcttga gctggttgtt gggcgaacac aaagttgact
  2935201 atgttaaatg ggatttcaac cgcgagatgg tccagcccgg tcaccgcggc cacccttcgt
  2935261 tggtacaaca gaccgagcaa ctgtatcgct tattcgacca actcaacctg catttcccac
  2935321 atattgaatt tgaatcctgc gcgtcaggcg gggggcgtat tgattatgaa attctgcaac
  2935381 gctgccaccg tttctggcca tcagacagca acgacgctct tgatcgccag caaattcagc
  2935441 gagggatgag ctacttcttc cctccagaag ttatgggcgc gcatattggc ggtactccgt
  2935501 gccataccac cgccagaatg cactctatta attttcgggg gctgacagcg ctgttcggcc
  2935561 atatgggggt cgagcttgat ccggtgagtg aatctcctgc cgagcaacag gcttttgccc
  2935621 gttatattgc gctacataaa caactgcggc cgctgttaca tagcggaaac acgatccggc
  2935681 tcgaccatcc ggataaaaca acattaatta atgccgttat cgcacacgac cagcagcaag
  2935741 ctgtcgtcct gatcagccag ctagcactac cggaatatgc cttatgtggc aacgtattga
  2935801 ttcctggtct taacccatcc acacactatc agatcgaggt tctggacatg cctgacagca
  2935861 tgcacaaacc acgaaataac accatgaagc gctatccagc ctggttgaaa agcccgctca
  2935921 tcgtcagtgg cgattggcta gagaaagcag gaattgccct tcccatcctc aatcctgaat
  2935981 cggctatcct gatacagctt tcagccgtaa attaacctca ggccgccgtt tatggcggcc
  2936041 tactttgcgt ccaatgggct atttggtctt cacgttgttg agcaagaccg cacttatcta
  2936101 tttgggttat acccaaaaca gttcgaatgg cagaaaaatg gaaatacgcg cgaaaatcaa
  2936161 ttgacggaga tattgctgca aatcaccaca acttaatcgt aaagaaaggt ttaattattg
  2936221 agcgaatgcc gaagaacacc atgacaatga atcatatatt agctagatta tttttattaa
  2936281 ctgcatatcg tttttattaa ctgcataacg agtgatgtcc tttaacgatt tttccaacac
  2936341 gctgatggtt aagacttctt tcatattcag ccccttattc tcagataaat aattcttggt
  2936401 tttaataagc aataaaggtc tgaagatccg tctcactgag actaaaacag ccactaaaac
  2936461 aacggccagc gggaaattca tcatttaaat gtcgtaatag ctgcaattca aaattgcctg
  2936521 acaccaatga gtaactcagc agacgtgctt cgataaaatc gaaatagcgg ccagattggg
  2936581 gatagaccgc tttaaataaa ctttctttag ccgaaaaaac caatgtcagt gcttggttaa
  2936641 agggcaatgg gccttgttgt aatagcgaat actcctcatc gctgataata cccgaccaaa
  2936701 tctcttgcgc tttttcctca gcgatatggc tttcaatatc caaacctatg ccatgcaaag
  2936761 tagaagactc aacgcccctt ggctctatca tttgggcggc acataacgca cgttggttat
  2936821 tatggctaat actgccaatc aggttggttg gccactgcgg cgcacgatcc attcccgtcg
  2936881 ctagcggata atcgcggata tccaataagt tcaacacctg ccgagccaca aaacgcccag
  2936941 ccaggtattc ggcacgacgt ttgatcaccg ccttgttcag actcccagga aacggaatgc
  2937001 cataggctgc aaacaactcg tcccgatatt cattcacctc aaaatcacac ttggccaaaa
  2937061 gcccgtgaaa cgggggttga ccattgaggc cgttggctgg cagtgcagca aaagtaaaat
  2937121 tacggatgaa taccgacgtc acgcgttacc ctaattatct taatccatag actgttatcg
  2937181 tagttgctaa ccccgaacat aacaatctca agcacccgga tacgggaaaa tgccgcaact
  2937241 ttcggttgtg gactggagga ggatctgttt ttctgacctt gcggtgaaat gatacttcac
  2937301 aattattgaa acgcagtttc tgtcatttct ttttctgtga ccatcatcaa tttaaaaccc
  2937361 aatataaaca gctagcttgt tcgctatcgg gataaggata tatccctatt atatatactg
  2937421 agatttccct ttaattatta aaacaacctc ttttacttat atacgttatg cccgaagtca
  2937481 ttgctgttgt agcaagctga ctgtagcacg ctgactgtag caaggtgact atagcagttg
  2937541 actgtagcaa ggtgacaaat acacgggtcc cgatgagttc acttaggtaa gtggcccaga
  2937601 cgagagtcga taacaccgct gcaacgtcaa atatgaaggg tattctacct ctggagatca
  2937661 ttgaatgaga ttgccaacgt ctttccctac attatgttta accgcctcgg cgttgttact
  2937721 gagccaagtg ctatttagcc aatccgcaac tgcccaacaa attaaagcag ccgatgttca
  2937781 tcctaaagat tatcccaatg tcgtggcgat gaaagatatg ggcgaaaaac taaaagtcgc
  2937841 gactgatggc cgtctggaga tgaaaacatt tcctggtgga gtattaggtg atgagaagca
  2937901 aatgatagaa caggcgcaaa tgggggcaat cgatattatt cgtgtatcca tgacacccgt
  2937961 tgcctctatt ttaccggaga ttaatgtctt taccctcccc tatatcttcc gcgacgaaga
  2938021 tcatttacat aaggtccttg atggtaaaat tggtcaggaa ataggcggta aaatcaccga
  2938081 taacaaaaat tcaaaattgg tgttcttagg ttggatggat ggcggtaccc gtcacctgat
  2938141 tactaaacaa ccagtgatta aaccggaaga tctcagcggg atgaaaatcc gtgttcaagg
  2938201 cagcccgatt gcgttagcaa cgctaaaatc aatgggggcc aatgccctga gtatgggcgt
  2938261 cagtgaagtg ttcagcggta tgcaaaccgg ggtcattgat ggcaccgaaa ataaccagcc
  2938321 tacatttgta gcccataatt acctgcctgt tgtcaaaaat tataccctga gcggccattt
  2938381 cattattccc gaagtattcc tgtattcgaa agccaagtgg gacaaattat ctgccgaaga
  2938441 tcagcaaacc attcttaaat tagcaaaaga agcacaagct gagcaacgcg tattatggac
  2938501 agcctatgag caacaagctc atgagaaaat gaaggccggc ggtgtgcagt atcatgagat
  2938561 tgatcgtgat tattattata aagccactca gcccgtacgc gatgagttcg gcaaaggtca
  2938621 tgaggacttg attaaacaga ttggtgacgt ccaataacat ccatccggcg gtattgaatt
  2938681 atttttaata ccgctgatat tacccaacgc cattgccgtt gcaataaggc tgctaacgcc
  2938741 actgcaacgc caaggacaaa gggatactga ggtttccact atggctcgtt attatctctc
  2938801 tgcgatggat gttttatacc gcctatcaat ctgggtagcc ggtatcgctt taattattat
  2938861 ggttgccgct atccctatcg gtatatttgc ccgttatatt caaaacgacg gcttatcttg
  2938921 gccagaaccc gtcgctattt tatgtatggt gacgttcacc tttattggcg cagcggccag
  2938981 ttatcgctct ggttctcata ttgccgtgag catggtaacc gatagaattc ccgaggcggg
  2939041 taagaagatc tgtgcgttgc tggttaattt gctgatggtg atgataagtc tatttattct
  2939101 gagctacagc tatattctgt gcagcgaatt atggtcgcaa cccgtcgccg agttcccatt
  2939161 attgaccgcc ggacaaacct atcttccttt acctgtcggt tctgctatta ccctgatgtt
  2939221 tattatcgag cgcctatttt ttggcccgca aacccagcgc ccggtagtga tgatcggcaa
  2939281 ttcataattt tggggaactc tgccttatgg acgcatttat tttagttttt accctggcaa
  2939341 ttctattggc tattggtgtc cccgttgcct atgccgtggg cctcagtgcc attgcaggcg
  2939401 cgttttggat tgatttgcca ctggaagccg tgatgatcca aataaccagt ggggtcaata
  2939461 aattttccct actggctatt cccttcttta ttctggcggg tgccattatg gcggagggcg
  2939521 gtattgcacg acggctggtc aactttgcct atatcttcgt gggctttatc cgcggtggcc
  2939581 tgtcattggt gaatattgtc gcctcaacat tttttggtgc tatttccggc tcttcggtgg
  2939641 ccgataccgc ctctatcggc tcagtgatga tccctgagat ggataaaaaa ggctaccctc
  2939701 gcgattttgc cgctgccgtg accgccagtg gttcagtaca ggcaatattg acgccaccca
  2939761 gccataactc ggtgatctat tcactggcaa ccggtgggac ggtctccatc tccgccctgt
  2939821 tcattgcggg gatcgttcca ggcctgttac ttagcctgac cttgatgctc atgtgtgtcg
  2939881 gcttcgccta taagcggggt tatcccaaag gtgagcgggt gccattccgt caggcactta
  2939941 aaatttttgt cgatacgcta tgggggctga tgacggttgt tatcatcatg ggcggtatcc
  2940001 tgtcaggggt gtttaccgcg actgagtccg cggctatcgc ctgcttatgg tcattcttcg
  2940061 tcaccatgtt tgtctaccgt gattataagt ggtccgaact gcccaaactg atgtatcgga
  2940121 cggtcaaaac cgtcactatt gtcatgatcc tgatagggtt tgccgccagt ttcggtgcca
  2940181 tcatgaccta catgcaatta ccggaacgta tcactgattt ctttacctct atttctgata
  2940241 ataaatacgt cattctgatg tgcatcaaca tcatgctgct gctgattggt acgctgatgg
  2940301 atatggcacc gctgattttg atcctcacac cggtattaat gccggtaacc aattcgttgg
  2940361 gcattgaccc ggtccatttc ggtatgatta tgttgattaa tctgggaatt ggcctgatta
  2940421 cgccgccagt gggatcggtc ttattcgttg ccagtgcggt gagtaaacaa aagatagagc
  2940481 aagtggtaaa agccatgttg cccttctacg gtgcgttatt ctttgtgctg atgctggtga
  2940541 cctatattcc ggaaatctct ctgtggttgc cacggatgtt tggaatatat aacggttaag
  2940601 gggagggtta aggaaccggg tgtctgatta gaccggttca ttattatctg aatcacggtt
  2940661 tcaatctgta ctacacattt cgcaacattt atttcttttt gtaacaggta tttcttccca
  2940721 caacctgtct ccctgactac tttttaagct attgtatccc atagatgcta agcccattat
  2940781 atttttgata acaaccattg ctccgcgata aagagatgag catcatgctg tttctctccc
  2940841 ccaataatta gaaatcatga ttaatgttgc attgattgac gaccatattg tcgtccgttc
  2940901 tggttttgct caattactgt cactggaaga agatatacgt attattggcg aatacggttg
  2940961 tgcggccgag gcatgggaaa atctgcccaa aacggatgta catgtggcgg taatagatat
  2941021 ttcaatgccg gatgagagtg ggctaagcct gctcaagcgc ctgcgccaac agataccgca
  2941081 ttttcgcgcc attattctga gtatttatga cacaaccgcc tttgtgcaga gtgcaatgga
  2941141 cgccggagcc agtggctacc tgaccaaacg ctgtgatcca gcggcattgg tacaggcact
  2941201 gcgcaccgtc aatggcggcg gcctttatct gtgtaccgat gcgctacggg cgctacgcca
  2941261 aatgcctcaa cagccgagta agctgacaat tttaactccg cgagaaaaag agatttttca
  2941321 attattggtc aaagggataa gtgtaaaagc ccttgccgaa cagttgtcgc tcagccataa
  2941381 aaccgttcat gtccatcggg ccaatattct gagtaaactc aattgtgaaa ccaccattga
  2941441 actggtgcac ttcgcactac agcatcagct actggcgggt aactgatatg gcgtaattgc
  2941501 ggtcagttgg cttatggcgt attgaagtcg ggcaaaccat ttgcggccta aataccgctt
  2941561 gccgatagtt ggcaagacgg tatttaggcg ctgaggattc tgttacctcg ccgttattgg
  2941621 ccgatacttt tgctaaccga actcggtgta tgggctgcta cataacgaac agttacaggt
  2941681 caacaccgtg gtttgctctt ccctgcgctg agtttgctac tggcctggct gatactacac
  2941741 tttaggcacc actacacgct ttactgtcag cgccagctat tgcttttatt gcctacaatt
  2941801 ttgacgaagt tttagcctaa aagctaaaaa tctcaacaag ttgcccaact tgtaagcaaa
  2941861 cgatccgaat ttatcttttc ttctttgaca tgtccctctg tccccgctat tattcgcccc
  2941921 gttcacacga ttcctctgta gttcagtcgg tagaacggcg gactgttaat ccgtatgtca
  2941981 ctggttcgag tccagtcaga ggagccaaat taaagaaccc tgcctaggta actaagcagg
  2942041 gtttttgcat ttcagtcgtt tctgctagac agataagtgc aagaagttga ctatcatccc
  2942101 cgttgacacc cagcacaaaa aaagggactc gcgtagatac gataaaaagc ggggaagcca
  2942161 aaagacgtca tccagtcggc tggcagcaaa gatgttggcg actctccaga acaaccctgc
  2942221 gtttttccat taactggctg aacataaaat cttaatgaaa agccctgagg gacttttcat
  2942281 ctatgagtat ttgtaaagat tagtatttgt aaagattatt atttgccaac ataagcctct
  2942341 acaaaatgtt aattaccaca tcaaatcatc aggcacttta aaatcggcat acggatcttc
  2942401 gccatcttgc tcttcctgac taagcgcgct atttaataca atactgctcg catctcgctg
  2942461 cgcaattttg tcggccacgc tcgcggggat aattgcgtat tcactctcgc cgctgttatc
  2942521 aacaaccaaa cgggcaatgg cgagacggcc actaatcagc tgagcttgag taagcttatc
  2942581 cacaactatt tttttaatta aattattatc tgtgaagtta aaaccaatat tgccttttga
  2942641 aatatcgatt ttgttcattt caatgagctg tttaacctga gctttatact ctttagataa
  2942701 agccgcctgt ttttgttgtt cgcttagctg tttatcacgc tcaagttgtg cttttttatt
  2942761 ttcctccaca gcctctcttg cctcacgagt ctgagctcgt gattttttag ccgttctttg
  2942821 gactttagcc atttttttgc tggtcactaa tccagctttt agcatctgct cttgtaaggt
  2942881 gagttttgtc atcttcgttt ctaaaccagt tggataattg gtgggattat acctgtaatt
  2942941 ttttaggctg tatcaggtta ccgtgtagtc tccctctgaa tttaggcctt accacttgac
  2943001 gacaacggcc ttggattacc aaagaagtta ctatcactgt atttttcgtc aaatgtaact
  2943061 gttaagcgga tattcgcatc acacaagtca acgtcatttt tttcacatgc cacgatagtt
  2943121 tcaccgcttt ttacgagcga cccttccttt aagtacctat caacaaattg gttataacta
  2943181 cgaccggcct catgtctatc aaaattgatc gtcacgctgt gaccataatc atcgggggaa
  2943241 ttaccctcaa atttaatggt ggctctatga aggttatatt cacccatgtc agggaggtaa
  2943301 acttgagtat tctcgttagg attactgata ggctttatga ccatttcgat ataccgaaag
  2943361 gaatttatcg agtcaccacc tttatgattc atataccata gttccacgaa tttaatatta
  2943421 tttgattttt ttatattctc tgataaagag gtatcaatag taacaatcgc ataattattt
  2943481 aactgcttgg cagcttcatc ttgtgtcaga gtaatatatt ttgtcaagaa ggtgtcttta
  2943541 taccaacctt caatttttct aagcgtatcg gggaaagcta acagcatgaa aatatacaaa
  2943601 ataaaagata aaacaatcaa aggaggaatt gaaagaagtg ataatttaaa aatgtttgat
  2943661 cgtgttttct ttttcataaa ttttaattct gaacgtctag tctaagagta agcgagccag
  2943721 tttacgctga agccataaat attaccagca cagatagaaa ggtcatttat cagcgcaata
  2943781 atacaggcaa tctgaaggat ggcaggtata tgccatccag caagcaaccg aataacaaca
  2943841 cgttatccgc tgcctgcacc caggcgataa attaaattaa ctgaataacg agggcaacct
  2943901 ttcctatttt acctctctac cggccgtaaa aaatctgctc gtcatgagtg gcaactcatt
  2943961 ggcctttgag agagaactag cgggttgtat cacccacttt taacatgttt ttatcgtttc
  2944021 aatcacatta ttgatcatat tttaatcaat ttagttaaca acttggtctt tctcttgtta
  2944081 cggtaaaatc tgtatttctc tcgaaaatac attttatggg aagactctcc cctaaataat
  2944141 ttgagtggca ggaaggcagc caatattgac ctgctactct gctcccgcgt ttttacaaca
  2944201 gcacgcaagg tggcaacttg cctgcgatga atcgcaaact caggagaaga actatggcta
  2944261 aagaaatatt ctgtgcgttt ggcgttgatg ttgacgcggt ggccggttgg ttaggatctt
  2944321 atggcggtga ggactcaccc gatgatattt cacgcggtat gttctccggt gaagtgggta
  2944381 cgccacggtt gctcaaactc tttgctgacc ataacctgcg ggccacctgg tttattccgg
  2944441 gtcactcaat cgaaacattc cctgaacaaa tgaaagcggt agccgcggct ggacacgaag
  2944501 tggggatcca tggttacagc catgaaaacc ctatcgccat gacaccagcg caagaagagg
  2944561 ccgtactgga tcactgtatc gccctcctca ctcaattgac cggaaaatcg cccacgggct
  2944621 atgtcgcacc ttggtgggaa tttagcaacg tcaccaacga gctgttgctg aaaaaaggca
  2944681 ttaaatatga ccacagcctg atgcaccacg attttcaccc ctactatgtg cgcgtcggcg
  2944741 accattggac ccgcatcgat tacagcaagt ccccagacca ctggatgaaa ccattgcaac
  2944801 gaggggccga aaccgcactg gtggagatcc cggctaactg gtacctggat gatttacccc
  2944861 ccatgatgtt tatcaagaaa gcgcccaata gccatggttt tgttaatccc cgccatctgg
  2944921 aagagatgtg gcgcgatcag ttcgactggg tataccgaga acatgattat gccgtattta
  2944981 ccatgaccat ccatcctgac gtatccggtc gcccgcaagt gttattaatg ctggaacggt
  2945041 tgctcaaaca tatccagagc catcagggtg tacgtttcgt gacctttgat gagattgctg
  2945101 acgactactt gcgccgtatg ccgcgcaaaa tttgatcctg aggcatccta ttgaacgagt
  2945161 gataacaacc atgaacatct ataaaaaaat atctgctgat ggctggcagc cgcagcaatt
  2945221 aacaatcaaa gatgtcaaat tcgccacatg gctcgccttc ttcgcctggg tattcgccgt
  2945281 ttacgacttt attctgttcg gtaccctgct accggaaatt ggtgatcatt ttggttggga
  2945341 tgaaatagaa caggctaagt tagcgacttg ggtcgccgct ggaggtgctg ttgtggcgct
  2945401 gactgtcggc cccatcgttg acaggttggg gcggcgtttg ggcattgtgt ttactgtcac
  2945461 cggtgcagcg atatcctctc tgttgaccgc aatcggggga gcatggggca aaggcgtatt
  2945521 ggtcggtatc cgttcgatag cggggctagg cttcgccgag caaacggtga atgcgacgta
  2945581 tctcaccgaa atgtatgccg ccattaacga cccaatatta aatcggcaca aaggatttat
  2945641 ttatagtctg gtacaagggg ggtggccagt tggcgcactg gtcgcctcag ggctgtcagc
  2945701 actgttgatg ccgattatcg gctggcaagg gagttttatt tttgccgcag ttccttcgtt
  2945761 tattattgcc ctgctggccc taaaactaaa agaaacccca caatttcaaa tccaccagca
  2945821 catccgtcgg ttaacggaag ctggccagcc agaaaaggcc cgtcaggtgg caaaagatta
  2945881 tcattttgag tatgccgatc atcaacgtac cggcctgtca gccatttttc gtggcacatc
  2945941 actgcgcacc acactggtac tcggcggagc cttaatgatc aactggtttg ctattcagat
  2946001 tttcggggtg ctcggcacca cggttatcac gaaggtacac gatgtctcct ttgagagttc
  2946061 actctgggtt ctggtgcttt ctaacctggt gggctattgc ggttatctgg cgcatggttg
  2946121 gttaggggat cgtttcggcc gccggaatat cattgctcta ggttggatgc tcggtggttt
  2946181 atcgttggcc accatgctct atgggccagc cgatttttcc ctcatcgtta tcctgtacag
  2946241 cgcaggccta tttttcctga tagggccata ttctgccgcc ctattcttct ttagtgagag
  2946301 ttttcccacc gccatccgtg ccactgctgg cgcatttatc atcgccatgg ggcctatcgg
  2946361 tgccattatt gccagcatgg gggcgaccag cattctcagc agcggaggca actggcagac
  2946421 cgcagccctg ttattcggtg ccatcccctg ctttatctct ggcgtcatta tgctgtttgc
  2946481 ccaccacgtg gcaccgcaga gtgtgaagta attcgatggg ggacaccggc tcatattctc
  2946541 agacgctggg ccggtagcgc cataaccaac ggcccgtgga catgcggcga taaaacaaca
  2946601 ccccccggac catccaatcc aggaacatcc ccatccatac ccccgtcacg ccaaacccta
  2946661 gcgttacccc cagaatgtag ccagcaataa tgcgacagcc ccacatcccg gccagggcaa
  2946721 cccacatggt gtaactggca tccttagcgc ctttcaagcc ggcaggtaag acccaagacg
  2946781 ccgcccaaat cggcataaat aacgcattca tccagatcaa atgcttcacc accgtgataa
  2946841 ctgccggatc atcggtatac agcgaggcca gaaaacccgc actgggaatg gacagcaatg
  2946901 caataaagca gaccccaagc gtcgatagcc aaaagatatg ttttatctgc cgaataggtt
  2946961 gcaaaatttg ccccttgccc agccgggtac caataataat ggttgaggtg taccccagcg
  2947021 cattaccggg cagattgatt atcgccacaa ttgaaaaggc aataaagtta cccgcgatca
  2947081 cgtcggtccc catgccggca acaaaccgtt gaatgattaa cttgccaata ttgaacataa
  2947141 ctgactcaac actcgccgga ataccaatgc tcagcacctc aaacataatg gccgaggtaa
  2947201 aaggcatgaa ataggctttg aaggggatcc gcaacgtatt attcgcgccg taaatcagca
  2947261 gcacgaccac caccagtgcg cctgcagagc gggccaatgt gatgccaata ccggcaccga
  2947321 taaaacccag tccctgccaa ttaaagaggc cataaattaa tatactgcta atgacaatgt
  2947381 taagaatgtt catgccaatg ttaataagca tcggcaaacg cgtattgccc gcaccacgta
  2947441 acgcaccgca ccccaccaag gttatcgcca tcgcagggta attccagaca gtgaaatgca
  2947501 gataggtcag ggccattgct ttaaccgagg ggtctgcctg gttagccatt aaatcaataa
  2947561 tggtctggcc tgaaaaatga accaagacaa ctaataacag ggagattaat accagcaatg
  2947621 tcatggattg tcgggcggca gtttgcgcct gctggcgttt gcgttggccc agactgaagg
  2947681 ccacaacgac cgaggtccct aatgccacgg aggcaaaaaa agccgcaatc agcatattga
  2947741 aactgtcggc tagccccacc gctgccatcg cttctttacc caaccaactc accagcagag
  2947801 tactaaatac ccccatcagc agtacgcaca aaccttcaat aaacaacgga aaggccagcg
  2947861 gtgtgatctc acgccaaaag agtacccgag atgattttcg cttcttatac cacacgcttt
  2947921 cgcggaagat tttcaactta acggcctctg aaaccctgtt catttgcatc catccgcgct
  2947981 ttccaccact atggtgaaat atcccaatgc gccgatttac aatgttgatt tcccgctaga
  2948041 tattttaacc cgctgcgcgt ttcaaaaaac ccacgcaggt cccacaatag aatacaggat
  2948101 tattttaaat ggaacatggt ttcatgaaat taaattgcaa tacttatgca ataaaaatcc
  2948161 ataaatatgc aaaatttctt tgactcgacg gcgggttttg cgatatcact gtaggcattg
  2948221 aaacattttc cagactgacc taattcatac aggatttaat tgatgacaac tattcttaaa
  2948281 caccttccta ttaatcagcg tgttggtatt gctttttccg gtggcctgga caccagtgcg
  2948341 gcactgctgt ggatgcaaaa aaaaggcgcc attccttacg cttataccgc taatctgggt
  2948401 cagcctgatg aagaagatta cgaggccatc ccgcgtaaag cgatggaata cggcgcggaa
  2948461 aaagcccgtc tgatcgattg ccgtaagcag ttggtggcag aaggtatcgc cgctattcaa
  2948521 tgtggcgcat tccataacac cacggcgggt gtcacttatt tcaacaccac cccactgggc
  2948581 cgtgcggtaa ccggcaccat gctggtggca gccatgaaag aagatgatgt aaatatctgg
  2948641 ggtgacggta gcacttataa aggtaacgat atcgagcgct tctatcgtta cggtctgctg
  2948701 accaacgctg agctgaaaat ttacaaaccg tggctggata ctgatttcat cgatgaattg
  2948761 ggcggccgcc atgagatgtc agaatttatg atccaatccg gtttcgacta caaaatgtca
  2948821 accgagaaag cctactcgac cgactccaat atgttgggtg ccacccacga ggccaaggat
  2948881 ctggagttcc tcaattccag cgttaaaatc gttaacccga ttatgggcgt gaaattctgg
  2948941 gacgaaaatg tggtggtgaa ggccgaagaa gtcactgtcc gttttgaacg tggttacccg
  2949001 gtcgcgctaa atggtgttgt ctttgacgat agcgttgagc tgatgatgga ggctaaccgc
  2949061 atcggtggcc gtcacggtct gggtatgagt gatcagattg aaaaccgtat catcgaagcc
  2949121 aaaagccgtg gcatctatga agcccctggg atggcgctgt tgcatatcgc ctatgagcgc
  2949181 ttgctaacag gtattcacaa tgaagatacc attgagcaat atcatgctaa tgggcgggta
  2949241 ctgggtcgtc tgctatatca aggccgttgg tttgatccac aagcgctgat gctgcgtgac
  2949301 tccattcagc gttgggttgc cagcgagata accggtgaag tgacgctgga gctgcgtcgt
  2949361 ggcaatgatt actccatcct gaataccgtg tctgacaatc tgacttacaa accagaacgt
  2949421 ttgaccatgg agaaaggtga ttccgtgttc tcaccagatg atcgtatcgg ccaactgacg
  2949481 atgcgtaatc tggacatcac cgatacccgc gagaagttat tcaactatgt tgagacgggg
  2949541 ctgttaacct cttctgcggc gacggggtta ccacaagtgg ataacaataa tctgtcgtca
  2949601 gggcgtgggt tgcaggataa gcgtcagtaa ttattcttgg cattggcggg ggaacgtggg
  2949661 tggtcattta acatgagatg gcagtgacat tacctgcgcg accccaagcg gttaagggga
  2949721 gcttcccccc cttaaccctt ctcgtgtcac agtaaatcag gccggtattc agccaaatca
  2949781 tcagacagcc atcacccgat acaggctctg aaacgctttt tatttattat tcttttaccc
  2949841 ccgttcactt actgccaaag aatcccggtt gatatcggca attcgcttcg ctccggtcaa
  2949901 cgtcatcgcc acacgcattt cttgctcgat cagcgtcagc agattgataa caccggcttc
  2949961 tcctgcggtg gccagagcat agacgaaggc acggcctaac aacacgctat ccgcgccgag
  2950021 cgctatcatt cgtacgacgt ccaacccagt acggatgccg gaatcagcca gaatagtgat
  2950081 atcccctttg acagcatctg caatggctgg caaggcacga gcggtggaga gcacaccgtc
  2950141 aagctgacgc ccgccgtggt ttgacaccac aatgccatca gcaccaaatt tcactgcatc
  2950201 tttggcatct tccggatcga gaataccttt aatgatcatc ggtccttgcc agaactcacg
  2950261 tacccactcc aaatctttcc acgagatcga tgggtcgaaa tttgtcgcta tccaacccat
  2950321 ataatcctcc agcgtggttg gtttaccgag ataggccgat atattcccca agtcatgggg
  2950381 cttgccgttt aagcccacat cccaagccca ctgtgggtgg gctatcgcct gaagcaagcg
  2950441 gcgagcggca gcattcggcc cactcatacc agagtgtgca tcgcggtaac gtgcgccagg
  2950501 taccggcata tctacggtaa acaccaacgt cttcacgcca gcggcctgtg cacgcgtcag
  2950561 tgcattacgc ataaaacccc gatctttcag gacataaagc tgaaaccaca ttggccgggc
  2950621 aatggcagga gccacctctt cgatagggca aaccgaaagg gttgagaggg tgaaaggaat
  2950681 acctttttta tccgccgccc gcgcggcctg cacttcacca cgccgtgcgt acatgccgct
  2950741 cagaccgact ggcccaagga caacaggcat tgcctgcgtc tcgccgaaaa gctgcgtttc
  2950801 cagactcagt tcagacatgt tcttcagcac acgctggcgc agggcgatat cagccaaatc
  2950861 ggcggtattg cgccgtagag tttgttcgtt gtacgcacca ccgtcgatgt agtggaaaag
  2950921 aaacggcggc aatttacgct gcgcggcggc gcgataatcc gttgaggcag aaatgatcat
  2950981 cttcacggtc cataatggtg ttatggttga taaaaatata cccgttatat ttcaagctgc
  2951041 tggtgtgttg gcggctttcg ttcaccccag tcactgactg gtctgacttg attatcaatc
  2951101 tcactaatca taacaatttc acttctcatg acaatctcgc taatcataat aatcacactt
  2951161 atcatgatgc gatggcgttc ctcctccgtt ctgctcatgg gctcagctcg tggtattgat
  2951221 ttgtgctatc gctattgatt tgtactaacc actattgatt tgcgctacca ctgacgttaa
  2951281 acgcgaaaac ggtacttctc tatcgacgat tgatgcattt cgatggagaa acccggttgc
  2951341 tcgggtggca tataggccgc gtttttaatc acacacgggt gaacaaaatg ctcatgtaag
  2951401 tgatcgacat actctatcac tcgcccttta tccgttccgg caatacacag gtagtcaatc
  2951461 atcgccaggt gttgcacata ctcacataac ccgacaccac cggcatgtgg acacactggc
  2951521 agatcgtatt ttgccgccat cagcattacc gccaacactt cgttgacccc gcctaaccgg
  2951581 caggcatcta tttgcaccac gtcaatggct tcgcgcatga tgaattgttt gaacataatg
  2951641 cggttctggc acatttcgcc cgttgccact ttgaccggag caacaccttg acgaatacga
  2951701 cgatggcctt cgatatcatc cgggttagtg ggttcctcaa taaaccacgg attggcaaac
  2951761 gcgagctgat tcacccacgg aatagcctcg ttagtttccc agatctgatt ggcgtcaatc
  2951821 atcagtttac gatcaggacc aagcacctca cgggtaatgc gcacccggcg aatatcgtct
  2951881 tcgagatcac gccccacttt gagtttcaaa tagtcaaaac cggcatccac cgcgtcctga
  2951941 cataagcgcc gtaacttatc atcgggatac cccaaccagc ccgctgacgt ggtatagcaa
  2952001 gggtagcctt cgtcttgcaa tttttccagc cgtagggctt tgttatgcgc tcgctgctgc
  2952061 aacagcgtta atgcctcctc cggggtaata cagtcggtga tgtagcgaaa atcaatacag
  2952121 cgcaccaact cttcagggga catatcggcc actaaacgcc acagcggctt gccctccgcc
  2952181 ttactccata aatcccatac ggcattgatt accgcgccag tggccagatg aatcgcgcct
  2952241 ttctccgggc cgatccaacg taactggctg tcgctggtaa attcacgcca aaacttaccc
  2952301 atattggcag tcattgacgc taaatcacgg ccaacgatca gatgttccaa tgcatggatg
  2952361 gccacgcagc aaatttcatt accacgtccg atggtgaacg tcagaccgtg gccactgagt
  2952421 gccggattat cggtgtctaa gatcacatag gctgctgaat agtcaggatc gggattcatt
  2952481 gcatccgaac catccaattc caacgaggtg ggaaaacgta catcctcagt gcgtaatgca
  2952541 gtgattattg tcatggttaa cctctccgtt cgcgaaagat gagtactacg cttgtatcgt
  2952601 tttctggcac tgttctccca gaccttcgat acccaaacgc attatctgcc ctgcatgtaa
  2952661 atagacgggc ggtttttgcc caagacccac gccaggtggg gtaccggtag aaatgacatc
  2952721 cccggattgc aaactcataa agcggcttag ataactgatt atttgcggga ttttgaaaat
  2952781 catggtgcgg gtactgccgt tctgatagcg cctgccatca acgtctaacc acaaccctag
  2952841 ctgatgtgga tcgggtattt catcgcgggt cactaaccac ggtccaatcg gcccgaaggt
  2952901 atcgcaaccc ttccctttat cccaggtacc gccatgctct agctggaact cacgttcgga
  2952961 aatatcgttg accacgcaat agccagcaac gtaagacatg gcgttggcct caccgatata
  2953021 tcgcccgcct gtgccaatca ccacccccag ttcaacttcc caatcggttt tcactgagtt
  2953081 acgcgggatt tctatatcgt cattcggacc aataatggcg ctggtccact tattgaagat
  2953141 caccggttct tgcgggattt ctgcccccgt ttcagcagca tgatcggcgt agttcagacc
  2953201 aacacagata aacttaccga catgacccac gcaagcacca aggcgttgtt caccccgaac
  2953261 gaggggcaaa ctggcgctat ccaactgacg cagtttgtac agcgtcgcag gcagtaaaaa
  2953321 tttgccactg atatcctcga tatgtgccga gagatcacga atctctccca actcatcaag
  2953381 taacgccggg cgctcctcgc cgacgggacc ataacgtaat agtttcatgt cgttctcctc
  2953441 agaactgact gaatacccat gacagtcgct aagtattaat tgctccagcc tccgtcgata
  2953501 atatgtatcg tgccggtggt gtaagcgctg gcatccgagg ccagatacag tgccaattgc
  2953561 gctatctctt ctgctttgcc gatacggcca atcggttgac gtgcagcgaa tgcctgaaag
  2953621 acatcagctt cgctgcgccc ttcggcgtgt gcctgtacgg caatccgctg acgcagagaa
  2953681 ggagattcaa ctgttccggg gcagatggca ttacagcgga tgccctgcgt gacataatcc
  2953741 gcagcaacag aacgcgtcag gccaatgacc gcggctttag aagtgctata ggcaaaacga
  2953801 ttcggtaccc ctttaatact tgaagccacc gaagacatat tgatgataga accctgttgg
  2953861 cacgcgatca tcccaggtag aaaggcacgg atcatatgga acatagcggt gacgttgagg
  2953921 tctagcgcga actgccactc ctgctcgcta caggtgagaa tatcgccgct gtgtaccacg
  2953981 cccgcacagt taaacagcac gtctatcggg ccgattgcct gcgccacatc attgatagcc
  2954041 aacgtgtcag tcacatccaa tgacactgcc gttatacccg gtatgttgga caacgcagcg
  2954101 atattgatat cgctagcgat cacttctgcg cctttgcggg caaacaacgt ggctgtattg
  2954161 aagccgatcc cctgcccggc agcagtgacc aaggctttct tccctttcag attcatcgtt
  2954221 attccccggc ttcaaggtct aatggtcagg ccacgaaagg taaaacgttt gcagaccgat
  2954281 cctttggcta acatgttgat cagcgcagcc gttaaatgtg ctcattattt aaccaattat
  2954341 ttacatacaa aaaacaaatc agcaatattt acaccttata aatgcacgct gaatcgctta
  2954401 acgtagaagg tattttgatg acgagaaccg tgaaaaaaac ataagataca ataaattata
  2954461 gataaataac ggatccacca cgttcaaagc gcgtgatacc cttactgcca gaaaaaacat
  2954521 gaaaacgcat ttgaagacgg taaccgtaat aaaatattgt gaccgtaata aaatacagtg
  2954581 accgtaataa aatacagtga ctacaatttt cgaacatcgt taaacgctct caggaggtat
  2954641 gtggtgtccg ctccgctgcc ctatatcaag ccaggtgagc gcgtcatcat ttatgatggt
  2954701 gtctgcgcgt tgtgtactgg ctgggttaat tttcttattc gccatgaccg ccgccacacc
  2954761 gtgcgtctgt ccgccgtaca atcgaaaaaa ggccacgcat tgctggaatg ggcggggttg
  2954821 ccaactgaca aaattaacac cctcgtactg attgaaaatc agcaggttta tctgcgttcc
  2954881 gaggctatct tccgcgtaat agcaaactta ccgtggccat ggcgaatact cggtgtgttg
  2954941 cgtatcttcc cgcgtccgtt acgtgatcga tgctatgacg gcattgccct taaccgctac
  2955001 cgtttatttg gccgctatga tgccgtcagg aagttaaaag cggatcatga acggcgattc
  2955061 ttataattcg ctggttagat aacctcagcc gttgcctttg caggccaaaa ctttaacgaa
  2955121 aagattaacg tggcagacag cagcgagaaa agtgcaagtg ttatcagacc ggctggtggg
  2955181 ctgttgaact ggctttcggc ttcaactctg attatcggcg ccagaaaact gaaaaatgcc
  2955241 cccatagtcg tgcaaaatcc gatacccgcc gctaaggctt tccctgaaag aatctgtgca
  2955301 gggaatgtcc aaaaaatagg ctgcacggct aaaaagccaa tggcgcaaag acacagggct
  2955361 gcaatagcca atacagggct ggcgtaagct gaaatgatca gccctatcgc cgcgacaacc
  2955421 aaattcagcg tcgcaatcgg gttacggcga tgggtttttc tatcggcata gcgcggaatg
  2955481 taatacacac ctaacgcaga aaatgcccaa ggtatcgcgg ccaccagtga ttctttgaat
  2955541 cccaacgtag agccaagcaa agtggcgacc tgcgagggta agaaaaatat caaaccatac
  2955601 acaccaactt ggatcgtccc gtaaatcaac gccagatgcc aaactttagg gctgagtaat
  2955661 accgctttta cactgctact ctcagtatcg ctttgttcaa tactgagttg ggtgagaaga
  2955721 gcctgtttct cttctggatt aagataacga gcagtggcgg ggctatcatc aaggtagaaa
  2955781 aaggcaaaaa tacctaaccc cacggcgggc aacccctcca gcagaaacat ccaaaaccac
  2955841 cccggttggc ctagaaagcc ctgcatatcc aataatgcgc cagaaatggg cgaccccagt
  2955901 gtaagagccg cggggacacc aaggacgaag ataccaatga ccgaggcccg gatcttgtta
  2955961 gggaaataaa tcgacgccag taagagtatg ccaggataga aacccgcttc agcgacaccc
  2956021 agtagaaagc gtaggataac aaattggtat tcgttgctaa ccaaaccggt accggcggac
  2956081 agcaaccccc agaccaccgt tgttgagctc aaccatacct tggcgcctaa cttattcatc
  2956141 attaaatttg ccgggatacc gaagagagca taagcagcaa agaaaatacc cgcccctaag
  2956201 gcaaaagccg attgtgacaa cccgatatcg gcagacatcg catctttagc aaaaccgaca
  2956261 tttatccggt caataaaagc aacgaaatac atgataaaca tcagtggcat taggcggtac
  2956321 cacgctttct tgatagcaga gttaagcgtg gggtctggat agtggttaaa gttcgacata
  2956381 ttggacctcc gtgttaatga cataactaac ggatgacgac gagagggact aaaggtcagg
  2956441 ctaataaggg cattaaaaaa tgaaatctgg gtcaatcacc ttggtcgcac cgatttcaat
  2956501 cacatatcgt taacgcaaaa ttaacttatc atcaacaaat ttggcaatga ttggtcattt
  2956561 tatgtgcaga aaatcactga atcagccatt ctacgatggt cacatgaatg ataaccatat
  2956621 gaacgataac cacggggttg atactggttc tgcactttcc accgctttgg cctctttccc
  2956681 gctaagcagg ttatacccgt cgtacttcac gttgcctgtg cgttggctac gttaattaca
  2956741 cgcttgctgc ctaccggtat cttgcagtca cttgggtata gaccaccgta tatttagcca
  2956801 gaatgaatag agaacacgta ttattaatgt gtgtatttgt tttcagaata atgtcagatt
  2956861 gactttttaa aatgtcattt ttatttataa aattaatgtc cttttacagt aagcaattta
  2956921 aaatagacct ctagtaataa aaaatcttaa cgacaatttc atataggaag attcctacgt
  2956981 taagttctct tgtattccga tatataaagt atgttgcatg atgtttaatg gcgcatcaaa
  2957041 tttgttactt gaattgactc atggtgttat taatgtatct tttgtaattt attccataac
  2957101 aactgaatgc cgcaatgaat ttctgtaaca gaaattcagt aagtgcttgt tttattaatt
  2957161 aaaagtaatt taataattca tattaggtat taattccggc attagttaaa tatgactaat
  2957221 tttatctctt gccaataaat actcactcgc agccctcagt cataacaaca atttcaccat
  2957281 tttatggcta acctcccgta tttgacatgc tgggttaatg ccatttaatt cataaataaa
  2957341 aaataccaat aagcgtatcc agttatttta ttattaatcc ttagttcgtg gagtataggt
  2957401 aagtatgagt ctctatcgca tatcatcact acatcaagcc aagcagttaa ataaaaacaa
  2957461 gcagttaaat aaaacccgaa tttcaaaatc agtcgtctgg gcaaatattg taatccaagc
  2957521 catatttcct ttgagtattg cttttacccc agcggtaatg gcggctgaaa ccgtcggagc
  2957581 ctcggatgaa aaaccgcgtt cggcctcaca ggctgaacag tctaccgcca atgcagcaac
  2957641 acggttggca tcaatattga caaatgatga ctctgccaaa caagcgagtt ccattgcgcg
  2957701 cggcaccgct gccaatgcag gtaatgaagc attgcaaaag tggtttaatc agtttggcag
  2957761 tgcgaaagta caactaaatc tagatgagaa attgagcctt aaaggcagcc aactggatgt
  2957821 attgctgccg ctgaccgata gcccagatct actcaccttt actcagttgg gtggccgcta
  2957881 tattgatgac cgagtgacat tgaacgttgg tttgggtcag cgtcatttct ttgcacagca
  2957941 aatgctgggc tacaacctgt ttattgatca tgatgccagc tatagccata cccgtattgg
  2958001 cgtcggtgct gaatatggtc gtgattttat taatctggca gctaacggct actttggtgt
  2958061 cagtggttgg aaaaattcgc cagatcttga taagtatgat gaaaaagtcg caaatggctt
  2958121 tgatttacgc agtgaagctt atctgccaac gttgccacaa ttggggggga aactgatata
  2958181 tgaacaatat tttggtgatg aagttggctt gtttggtgtg gataaccgtc agaaaaaccc
  2958241 tcttgcggtc actctgggtg tgaattatac cccaattcct ttatttactg ttggtgtcga
  2958301 ccataaaatg gggcgcgcag gaatgaatga cacccggttc aaccttggtt ttaactatgc
  2958361 atttggcact cctctgacac atcagctcga ttcggatgcc gtcgcaatta aacgtagctt
  2958421 aatgggtagc cgctataatc tggtcgaccg taataatcag attgtgatga aataccgtaa
  2958481 gcagaatcgg gttaccctag agctgccagc acgtgttagt ggtgcggcaa gacaaacaat
  2958541 gccattagtg gcaaatgcca cagcacaaca aggtattgat cgtcttgaat gggaagccag
  2958601 tgccttaacg ctagcgggtg gaaaaataac cggtagcggc aataattggc agataacatt
  2958661 gccaagctat ttgtctggtg gtgagggtaa taacacttat cgtattagtg ctatcgcata
  2958721 cgacaccctt ggtaatgctt ctcccgttgc ttacagcgat ctcgtggtag atagccatgg
  2958781 tgtgaatact aacgcctcag gcttgactgc tgcgccagaa attctgccgg caaatgcgag
  2958841 tgcaagcagt gttattgaat tcaatattaa agataatgct aaccagccca tcacggggat
  2958901 tgccgatgaa ctggcatttt ctctcgaact ggtagagtta cctgaagaat tggctaaggc
  2958961 taaagcacgt tcagtgccat tgaagacggt gtctcatact ctaacgaaga ttactgaatc
  2959021 tgctccaggt atttatcagg caacactcac atcgggaagt aagccacaac tgattaatat
  2959081 taccgcccag attaatggtg tgccattagc cgatgtgcaa accaaggtga cgttgattgc
  2959141 cgatgaaagc acggcaacgt tacaaacgag cagcctgcaa atcatcacca atggtagcct
  2959201 ggcagatgat actgatgcta accaaatacg cgccgtggtg gttgatgctt atggcaataa
  2959261 attgtctggt gttcaagtca atttcactgt gggcaataat gccaaaataa cagaaaccac
  2959321 cttgagcgac aaacaagggg gagtaaccgc agcaatcacc agtaccaaag cgggtacata
  2959381 tacggtcaca gccgaactta atggggtaac acaacagatc gatgttaact ttatcccaga
  2959441 tgctggcact gcaacactgg atgacagtga tgagtataaa ttgcagtggg tcactaatgg
  2959501 tcaggtagcc gatggtgaaa gcaccaatag cgttcaactg acggtagtcg ataagtttgg
  2959561 taacaccgta cctggtgtgg atgtcgcctt taccacggat atcggggcga taattagtga
  2959621 agtcacccca acggatgcta atggtgtcgc aacagcaaaa atcatcagta gtcaggctaa
  2959681 aagccataca gtgaaagcaa cgctcaaccg caaggaacaa accgtagagg ttaactttat
  2959741 tgccgatact gccacggcag aaattacggc taataacttt acggtagaag tcgatggtca
  2959801 agtcgctggg agcggaacta accaagtaca ggcccttgtt gtggataaaa agggaaatcc
  2959861 tgttgctaat atgaccgtga attttaccgc cactaacggc gtggtcgtag agacaacctc
  2959921 agccaaaaca gatgagaatg gtaaagtaac gactaacctc tctatgacca atgttggtgg
  2959981 gactatcagt acggtgacgg caacgatgat caattcagcg aacgtgacca gtacacaaga
  2960041 taaacccgtc atcttctatc cagatttcac taaagccacg ttgaatacgc cagcgaatac
  2960101 ttatagtggc tttaatatca acagtggttt cccaacaaca ggatttaaaa atactcactt
  2960161 ccaattatcg ccacatggta ttaccggcgc taacagtgac tatgattggg taagtagtca
  2960221 tcctaacgtg agtgtcagta acacaggtgc aattacgctt caggataatc cttgagggaa
  2960281 agtgaccatt acggcaacct ggaaacatga cagcagcaaa gtgttcactt atgactttac
  2960341 gctaaattat tgggtaggcc tctatagctc gactaatctg agctgggcgc aggccaatgc
  2960401 gtcatgtatc aacgccggaa tgagattacc gaccaataga gaagtatcgg cgggtcaaga
  2960461 tgttcgtggt gtaggttcgt tattcggtga gtggggtaac ttgaatgcct atccaagttt
  2960521 cccaaccgcc cagatcattt ggacgtcagt agatactaat gatttccata tcgatactgg
  2960581 tcttactcat tcggcttcga atgtcactct tgcttacatg tgtataaaat aaaatagttt
  2960641 gttcccccct cctaaccctg aacggggtta ggagggctct ggcacaccaa taaaaagggc
  2960701 tgacaataga tgccagcccc actctctttc cccttcaaaa ccgctaaaag ggggttatcc
  2960761 tacgttggat aaaccttact taacttcacc catcgctttc agttttttcg acaactcacg
  2960821 acgctcttta gacagatcgg catttttgat aatgtaatca tcaacacgat cttcgtagtc
  2960881 accacgcatg ttagcaataa tggcctgaac ctcttcaatg ctcatgcctg gtttgatgta
  2960941 ttcactcagg ttatcgagca acagaacgcg tttttggtta tcacggattt tcttttcatt
  2961001 atcaacgatt tcacgttgta atttgttttt gcgacggaac atacgcacaa actccaaaac
  2961061 gtcctggaaa gttggcttac ttgcattatc cattttcata ccttcactta agtttacaca
  2961121 aattcaacgg ctgccgacca cgctacccaa accataccgc ttagccgtgc ctggtgacaa
  2961181 gattcattag cttatcttac ctgctttacc catcagacag aaacttcatc tgcctgatgg
  2961241 ctatgatgca tcacttgcgc agggtcatat taatgcgatc atctcattcc tcaagcagtt
  2961301 tatacccatc atactccaag ctgcatgtgc gttggctagg ttcagtaacc cgaattattt
  2961361 aggggtgagt caacgctata ctcaaccaaa catagccgta aacgggcatt tttacctgtt
  2961421 gtttttgtat caccgttagc atcggagtga aagagaacgg tttaagatca ggatacgatg
  2961481 caagataaaa cgcaatcagg cccaacgtga cccgcagcgc cttgaattat ttaaaatcga
  2961541 cagccatttg ttgctggata gtcatcccgt ggctagattc cacacagcgg gcaatataat
  2961601 cggtaaagcg cggcgtgcgc ggcatcccca aactcaacaa gcgctcatta ctaaaacgca
  2961661 catttaacat ggcaaaagag ccatatagcc gcatcgcttt caacattaac cgttcattgc
  2961721 aagggccaaa aatacctttc agttgattac gcatctgcac caacgccgta tattctactt
  2961781 ggctataatt aacacccacg ggtttttgtt tggcagctac tgacatcgcc tgatcaattt
  2961841 ccgagaaact gacgctgcct ttttctccag cagaaatatg ataaatatca tccggtaaat
  2961901 ttgggtattc caagatataa agcagcgcat cagcacaata atcaacggga ataacatcaa
  2961961 tatggtcatc taatgaacac atgaatttcc gcagcattaa tgccatgcga aatacccaaa
  2962021 aaatactgct ggaaggctgg catcccaagc gagtatgccc aacaacaatg gagggccggg
  2962081 caaagaccag tggtaatgtt gggcagtgtt cggccaatag gcattcaata gctgatttgg
  2962141 atttagtgta ttccactaaa tgagcatcat tctcagtgga caatacccgt tcatcaacca
  2962201 cagtatcggc ctctggcgta caggccatcg ccgttccaac atgaacaaaa cgttgtaaac
  2962261 cagcgacctg tgccattctc ttgccgaagg ctaaggtccc ctcaacattc actttccaaa
  2962321 tcaacggatt attaccgaat gaagcgatag ccgcacagtt aataacatga gtgacgtcat
  2962381 caatacgcac atcattaata aaactatccg gctcagccaa gtcacccaat aatacgtggt
  2962441 taatatttat tttattaatc agctcatttg gcagataaaa tttctccaga ttttcgcgta
  2962501 tccgcattaa accttgttct ggtgtattgg ctcgcaccag taataaataa ttaaaatctg
  2962561 aacttgccaa caataacttt tcgagtactg ccccgccaag aaaacctgtt gcgccggtta
  2962621 ataaaagctt tttcaacgtc tctgatcctg tcttattttt agtcaacgga ttgtatggat
  2962681 cactgagtaa acggcaggta aatattagcc agatcgatag gttttagttg aaatagaatt
  2962741 atttaacaat aatccggcct gaagcacgtc aggtatccag tgattgccat cattaatgag
  2962801 acaaaattaa cgtctcgact cgtttgaaat gatattctag cgtcaacgtc atccgtcgct
  2962861 gcgggttgcc ttctgcaagc agatcccacc cgaatatgac cacgataaat gaagggttaa
  2962921 accgaataat gtcagataaa aataagcaac caacatttta cgtccacgat tatgaaacct
  2962981 tcggccagcg gccagccttg gatagacctg cgcaatttgc cggggtacgt accgatctgg
  2963041 atttcaatct cgtcgaagag ccattggtca tttactgcaa gcccgcagat gattatctgc
  2963101 cacagcccga agcggtgatg ataaccggta ttacccccca acatgcttta gccaacgggg
  2963161 tcaatgaagc tgagttttcc cgccaaatac accaggcctt ttcggtaccc ggcacctgta
  2963221 tcctcggcta caacaatatt cgttttgatg atgaagtcag tcgcaacatt ttctatcgta
  2963281 atttttatga tccttatgcc tacagttggc aggggggaaa ttcccgttgg gatctgttgg
  2963341 atgtgatgcg cgcctgctat gccctgcgcc cagaaggtat tgtttggccc gaaaatgatg
  2963401 atggcctgcc cagctttaaa ctggaacatt tgaccaaagc caatggcgtc gaacatttac
  2963461 aggcacatga tgcgatgtcc gatgtctacg ccaccattgc aatggcaaaa ttggtgaaac
  2963521 aggcccaacc ccgtctgttt gattatctgt atcagcaccg cagtaagcat aagatcaatg
  2963581 cgttgattga tatcgcggag atgacaccac tggttcatgt gtctggcatg tttggtgccg
  2963641 cacggggcaa caccagttgg gtggcaccgc tggcctggca ccccgagaat aaaaatgcgg
  2963701 taattatgtg tgatctggcc ggggatatgt ccccattact ggagttggac agcgatacat
  2963761 tgcgcgaacg tctgtatacc cgccgtgaca agctccaagc ccaagagtcg gcaatcccta
  2963821 tcaaactggt acatatcaat aaatgtccgg tattggctcc cgcgaaaacc ctgctgcccg
  2963881 agaatgctga tcgcttgggg attgatcgcc agcgttgttt gcaaaatcta caactgctgc
  2963941 ggcaaaaccc acaggtgcgt gaaaaagtgg tcgcgctgtt tgcacaagct gagccattcg
  2964001 cggttaccga tgatgtggat acacagttgt ataacggctt tttcagtgat gctgatcgcg
  2964061 ccaccataaa gattatccag caaactgagt cacaaaatct gccagcactg gatttgacat
  2964121 ttcaggaccc acggttggag gccctgttat tccgcttccg cgcccgtaac tacccgaata
  2964181 ccttgaatga cagtgaacaa cagcgttggt tacagcatcg ccgtgaagcg cttagccctg
  2964241 aacgggtaca agattatgtt ttgcaactgg aacaatttta taaccagtat gaagacgata
  2964301 aagagaaact tgcgctgcta aaagcgttgt ttgaatatgc caagggatta gtgagttaat
  2964361 atttgcagat aaaacgccgc cagagagctg agattattgg gctgcctgtg cggcagtgaa
  2964421 cgttataccc cgcgcaggga gtgaagcgtt gactttctaa gctgcctgtg cggcagtgaa
  2964481 cttaagttct ttttgtcagc atctttaata aattttctaa gctgcctgtg cggcagtgaa
  2964541 cgtaagataa tacggataac ccgatgttta tcaatgagca atggcgcaaa atgcgtaaaa
  2964601 accctttttt tagtgaaata cctgagtagc ataaaaatca atacgttagt catagtgata
  2964661 aaaagagggt cacaagaatc gggggggacg taaccctaat gattactctt ctgaggaggg
  2964721 tggtggtggc gtggcccatg tttctggcct gccaaattaa ataactaaaa aagtaatact
  2964781 atggctaatg ggtacggtta ctcggtatcg tctattgcga attaggggcg gcattatccg
  2964841 ctatccggta ttttcccacg acgagttgag ggtctgcctg ctggagttca tcacctcgat
  2964901 tcatttttct agcctaatca cgattgagat tgtagccgca cggcaatacg ctctgacctg
  2964961 gttttctgaa tacaaaaaat ccggcaacag agactgtgcc ggattgataa acttaatgat
  2965021 gagcgtgagc ttgccttata actgggcagg ttcttcagta aactgcggca gcgcccgacg
  2965081 gaaagcgcgc gttttccaga ccatatagct caacccaatt gcgccccaga ccaggcccaa
  2965141 cgtcattgaa ctactttcca gattcaccca cagtaccccc accgtacccg caccaatcat
  2965201 tggcagaatc aggtagttga agtgatcctt gaacgtactg ttgcggcgtt cacgaacata
  2965261 gaactgagca atcacagaca agttaacgaa ggtgaacgcc accagcgcac caaagttaat
  2965321 caatgccgtt gccgttacca gatcaaatga gatagcggac aatgccacgc cacccactaa
  2965381 cagaacgtta atcgccggag tacgccattt agggtgcaca taaccgaaca ctttctctgg
  2965441 gaatacacca tcacggccca tcacatacag cagacgtgaa acccctgcgt gtgcggccat
  2965501 acctgatgcc aatacggtga cacaggagaa acacaggatc actgactgga agaatttacc
  2965561 cgccacaaac agcatgattt ccggctgtga cgcttcagga tcggtgaagc gcgaaatatc
  2965621 cgggaaatag agctgcaagc agtaagacac cgcgataaag atgatgccac caatcaacgc
  2965681 tgtcaggaaa atcgctttcg ggatcacttt accggcattc ggggtctctt ccgacaagga
  2965741 gctgatccca tcgaaaccaa ggaacgagaa gcagagtatc gtggccccgg ttatcattgg
  2965801 caccaaatgc gcattttcag aatagaacgg ccgcgcactg actaacgtac cagccccttc
  2965861 gccttgataa acgccatgga tcagcagccc cataaagacc accatgatcg ccacctgtac
  2965921 caccacaatg accgagttca ggttcgcgac gatattgatg ccacgcaggt tgaacagcgt
  2965981 cattaggctg accagcgcac cgacaaaaat ccacgacggc acaccaggga aaatcgcctc
  2966041 aagataaatt tttgccaaca gaatgttgat catcggcatg aacaggtagt ccagcaatga
  2966101 tgaccaaccc accataaagc caacattcgg gctgatggat ttctgggcgt aggtataagc
  2966161 ggagcccgca gacgggaagc gcttaaccaa tttgccatag ctgacggccg tgaacagcac
  2966221 cgcaatcaac gcaatggcgt aagaggtcgc gacatggcca tcggtcaggc cggatacaat
  2966281 accgaaagta tcaaaaatgg tcataggctg tagataagcc agacccatca ttaccacttg
  2966341 aaccaacgtc agggtttttc tgagttggac gcggttattg gtacccgttt gattcgtgcc
  2966401 gacggcaaca gttgcatcat gcgccatgat tcagcctccc cataccttca acccgattcg
  2966461 caaatgtctc gcagcggtta aaagtgacgg ggaaacttcg tatctgcctg ggatacgtaa
  2966521 gtggggaaat aagagcggtg taacgggtat ttgccatacc tgctgcgcca taatcgctgc
  2966581 atgtgcagcg cataccggtg ggcaccggtg ccaaaatgaa taattgcccc atctttcttc
  2966641 tttcctcata acggcgattt cagtttgtga ataatcgcgc gcgaacctgt ttatctatcc
  2966701 ggatcgttgt ccggcctctt ggttgtctga aaatacgaat gcaaaaaaaa ataaccgacg
  2966761 cgtttaaacg tcggctattt cattcggcgt attttgccct aacttgagag caaaaaacaa
  2966821 gatgttaaat caccttaaac cctattcttt ttcagcctta actcaaatac cgactcccgc
  2966881 gccgtatcag tgctgagccg cgatttccac ttgctcaatc gctgcccata ctttttctga
  2966941 attcagggcg attggcaggt aatgtattga ctctccgggt ttcaggatcc ggccaataac
  2967001 ccggtctatt gcctcccggt cattaatatc aacatctaac gccgccaaat gggttggcaa
  2967061 acctaattga ttaaaagcaa caatcagtga ccgcagcacc tcatcttgtc ccagcaatgc
  2967121 cgtttgtacc aagatgccgt atgccacttt ggtgccatgc aagaagtgct ccgtttgtgg
  2967181 cagcaacgtc aggccattgt gtaccgcatg cgcagcagca actcgggtat agcgctcccc
  2967241 taacccgccg accatccctc cgccggcaat aatggcatca accacatcaa ggaaatcttg
  2967301 tgtcaattca ccctgagcaa ccgcctgcaa tgccgcttcg ctctgcttga gcaacacatt
  2967361 gcgaatctcc agagcggcct gtaagcctaa gcggacggtc agcgataggg tttctggctg
  2967421 cgggctaagg accactgcct cataccattt cgccagtgtg tcgccgatcc ccgccagcag
  2967481 atattccact ggcgcgtgta acatgatacg tggctcgacc agtaccaaat ggttggcatc
  2967541 gttgaaaatt tcaaaattca acgcttgccc ggcttcgtta taccagaccg aaagcggggt
  2967601 ccaggcggca caggtagcag cgatagtcgg gatagccacc agcggtaccc ccaactgacg
  2967661 ggccacaact ttggcggtat ccaggactgc accgcccccg ataccaatta cgacctgccg
  2967721 atcaccgccc gccgcgctga ccaaatcagc gaccgtagac tgactacaat gcgttgagaa
  2967781 tttagcacgc acggcctgtg gcccgtgaaa cgccttgggc aggtaatcct gggcggcggc
  2967841 caatgcacgc tcaccataaa tccacaaagc cttatccagt gccgcctgag gataaaactc
  2967901 gctcagtttg tcgatagcgc ccggaaaaga aaaatagttg gcaggcccca cctgcacccg
  2967961 aattgcgttc gcgctcatgc cctttattcc ttccaaatca gtgtgcttca cagcttgcga
  2968021 tgtgaccccg tttttcccca tcttaagggc tgcctgactg caacgccaac gcgtttcgct
  2968081 ataacttagc tattttagtt tgttgctaat aatacaaatt gtgttaaaaa agaaggctac
  2968141 cagcagcatt aatgactgcc tgtcgctcaa atatctacac ctgagaaaat tcgtcagctt
  2968201 atacctgcgc aatcaaaatg gtatcggcca ccaaaatact ttatagggca gtcgcagaaa
  2968261 tttatgtcca gcattccccc ctcccgcctt gagatgcgga atatttctat ctctttctct
  2968321 gggtttcatg ccttgcaaga agttgatttt actctagaag ggggttcaac ccatgcgcta
  2968381 atcggtgcta atggtgcggg caaatccacc ctgatggcaa tcctctccgg cgctcataat
  2968441 cactatcgtg gcgagatctt tattgatggt cagccaatcg atattcactc cccacggcaa
  2968501 gccaggcagc acggtattca tgtggttcaa caagaggtgg atgtcgcgtt gatccccacg
  2968561 ttgtctgtgg cagagaatat tatgctggat gaactggcag accgggggca cctgttcaat
  2968621 tggccacaac tttatcgtca ggcagaagcc ttgcttgagc aactggaact caagttgaat
  2968681 gtgcgtcaac gtttggaatc ctgcacgctg gcagagaagc agcaagtgct gttggcccgc
  2968741 gccctgtccc accaatgtcg ttttctcata ctggatgaac ccactgcacc cctggatcaa
  2968801 gaagagagcg cccgcttgtt ccgcgtcgtg cgtcgcttgc aatctgaggg catcggcatt
  2968861 gtctttattt cgcaccgtat tcatgaactg cgcgaggtgt gtgatcaact cacggtactg
  2968921 cgtgatggcc gtcgcgtgag ccatgacacc atggaaggaa tgagtggtga gcagattgta
  2968981 gaaaaaatgc tcggccatac actggaggat atttcccccc tcggcgagcg gcagtcagca
  2969041 gcaaaacacg gttgtcgaaa acactattgc cgaaaacact gttatcggtc agcggcctac
  2969101 atgatcagta taagttgcgc gatatctccc tcacattaca tcagggcgaa attttaggca
  2969161 ttgcgggctt agccggtgcc ggtaaaacag aattgtgcaa agccttgttt ggcgacacgc
  2969221 ctagtacgct ggagcgcggt gaattgagcg gcaaagcctg gcggccacgc tcacccgatc
  2969281 gatccgtggc gcaagggctg gcactggtac ctgaagagcg ccgcaaagaa ggtattttta
  2969341 ttgacgaagg catcccaatg aacctgagtg ttgccgccga tgacagtttt tcccgttgga
  2969401 gtctcttcag ccgccgtcag gaattgagtt gggctaagga actgattgag cgcctgggta
  2969461 tacggacatc atccccacaa caaaaactgg cccacctctc tggggggaat cagcaaaaag
  2969521 tggcccacct ctctgggggg aatcagcaaa aagtggccat tggtaaatgg ctgcgcggtg
  2969581 atgcacaggt gctgattttt gacgaaccga ccaaaggggt cgatatcaaa gccaagcaag
  2969641 accttttctc tctgattgac caattggcgc aacaaggcaa aggtattatt tatgcatcag
  2969701 gtgaattttc agaattagtc ggtttatgtg atcgtatctg cgtattgtgg gatggccgaa
  2969761 ttgttgccga actgaatgct gcagaggtcg atgaagagac attattacta ttttcaaccg
  2969821 gaggaacccc tcagtgagca aagaattacc cctaccagac gtgcagcctt ggcgtcacca
  2969881 gttgtttgat tttctctaca aatggggaat gttgctcacc gttgttgcgt taatcgcgct
  2969941 atttggtttg gcatcggata acttcctcga tccaaacaat atcatcaaca ttttacgttc
  2970001 tatcgccatt gtgaccgtaa ttgccatcgg ggtgtctatc tcgctgtcga ttggcggttt
  2970061 tgacctgtca gtaggctcca cggcctcgtt ggcgaatgcc gtcgtggtat cattgtttgt
  2970121 ctggtatggc ttcggtacca cgggcgcaat aatcctgacg ctgctgattt gcacactggt
  2970181 cggtctgttt aatgctttcc tgattgtggt gctgaaaatc cccgatatgc tagccaccct
  2970241 ggccagcctg tttgtgattc agggggtcgc catgacttac agccgcggcg gttcgatcac
  2970301 tcaaagtatg ttgttgccca gtggcgatat ggcggaaggg gttattccag aaattttttc
  2970361 cgcactcggc caggtaccgg ttatcgtgct gattatgtta gcggtcaccg tggtggtgca
  2970421 gttgtattta tcgctgacca agcacgggcg gcggatgtac gccattggcg gtaacccaca
  2970481 agccgcgcgg ctggcgggga tccgcacggt tcgctatcgg gtactggctt atgtgctctc
  2970541 cgctcaattg gcggcactcg gtgggatctt gctggcttca cgcattggtt catcgcaggt
  2970601 gagctggcag tggttatttg atggacgccg tcgccgccgc ctatatcggc ttttcactgg
  2970661 ctggctcggg taaacctaat gcgttcggca ccttaattgg cgcgataatt ttgggtgtct
  2970721 tgcaaaatgg gttggtgatg ttgtcagtgc cttattatgc gatggatatt attaaaggct
  2970781 tggtattagc tatggccctg gcactgactt atattcagaa acggtgatcg gaaatcaaaa
  2970841 taaggtgcag cgcacaaatc ccgatgaact ggctccagtc agtgatgcgg aagttgtatg
  2970901 ctgcaacagg ccatgcaacg ctatggaacg gaatttcatg ttccgattcc tgttattttc
  2970961 aacaggcagg tggtgcccaa ttatggctgc taaaataata tcacttatca gactgctgac
  2971021 aaaccccgat gacgcgatct tgaacggtga ggataggcgt ccgcgccaag gatggcgcgg
  2971081 ctcgagccta catggatgta tttacggcgt ctttacgatc tgcctgttct ctccgtcgcg
  2971141 ggcactttgt caataacctc acttatcttt ttaatttctt tctctactct tgcagcagaa
  2971201 gttaatcaga ataaagtgca acaaaaaaac aatttagaaa attttgcatt aagcatttgt
  2971261 ttagcagagg gttttcctga tggagaaata aatagcgagg ccttttctgc ggtcggtgct
  2971321 tatgtggagt taggcgctta tcctgtagaa gcgtatgaag aagttagcga acttgccaaa
  2971381 aaattcctag aaaagaaata tatcagcaaa aatggcgaat caaaactcac cgttatgaag
  2971441 tgtatcgatt tatctcaaag tagtgagctc agtgctatta aagataagta tacccgtcat
  2971501 atttaacgtg catatgcgtt ggctgtcctc gttcacccca gtcacttacc tgtgtaagct
  2971561 tctggggatt ctctcagttg ccgccttcct gaagctcgaa ttattttggg tgcatactca
  2971621 gtgagataat ctgtataaca accaccactc aagaaataac ttaattcaac ggcatccgcg
  2971681 aaggatccgg atacaaatac tcaaacccca attcactgca aattttgctg ccatcaatct
  2971741 cgcggttagc gccctcttgc tcctcaacgg caaattcagg cggggtcaac tgtaacgccc
  2971801 gcgcacacgc tgggtaaaaa tcacgctttc taggatgaat gggtgcgcac aaattataaa
  2971861 gatgcccgcc ttttggccga ttcagcaata attcgatagc ggcgatcaca tcttcctgat
  2971921 gtaccagatt caccccttgc gagccccctt tcactccggt cttaccggca aggaaacgcc
  2971981 ctggatgacg atctgtaccc accagccccg caagacgcag aatatcaaca gaggtatggg
  2972041 gtaattgatg caaccactgc tccagcgcca ttaatgtctt acccgcgacc gtaactggct
  2972101 gtagcggtga actttctttt atacgaccac gggtttcacc atataccgag gtagaactgg
  2972161 tgaaaataat ccgtgggaca ccaaaagcca gtgcgctatc aaccacctgt tgtaccgctt
  2972221 gaaaatagtg atccccgcca gcggtggtgc ggctggcggg taaagtgata accaatgcat
  2972281 ctaccgccat cagttgtgcc aaatcgtctg gctcacaaat taattccggt gtcagtacca
  2972341 atgggtagca attaattccg ctcatgcgag cagcatcgac gccatcaggg gtggttttgc
  2972401 tccccaccac gtcgatccca cgacggctca gtgattgtgc caacggcata cccaaccaac
  2972461 ccagcccaat aatggctact tttttcatct caatgatttc ctctcgcggc tctgagtatt
  2972521 agcttctcat actgctaaca catgctatac cgataactta cgccagttgg tgtcacctaa
  2972581 caattattag gtctttcttt tctttcatcg gcacaatggc acatcaaaga aacaatctgc
  2972641 ttactgaaaa ttaaaattca gtgataatca ccataaaaga aacaatttat ggaaaataaa
  2972701 ttcattttag ccactgtgaa ataaaagcat ctggccagaa aaaggttgcg ctgtaccagc
  2972761 ctgatggttt acgttaattg acagaaatta tgacacgttc cgaatatggc tattttgatt
  2972821 aattctttga tttattcaaa acagcccaaa cagagaagcc actatgaatc gcgttcaatt
  2972881 taatcaccat caccaccatc atcctgacta gtcttacagg ccgatgtgtg ctggaagacg
  2972941 gttaacgaat cttccaggtg gcgtagagaa cgcagtagag agccctcgga agataatctt
  2973001 ccgagggctt ttttattgct catcatttta tagacccaac gtaattggca ttgcaggcag
  2973061 gcggtaagcg aacgacaccc aatgagctgg ctcaagtgag tcaatgagtc agtaagttgg
  2973121 gcgagtgaat gtagctaaca accctgcgac gtcaaggacg aaggggataa attaataaat
  2973181 taagaggatt accatgctgg ataaaacacg tttacgtatc gcgatgcaga aatcgggtcg
  2973241 cctgagtgat gaatcccaag agttgttgtc ccgctgcggg attaaaatca acctgcaaca
  2973301 gcagcgcctg atagccttcg cagagaacat gcccatcgat attctgcggg tccgtgatga
  2973361 cgatatcccc ggtttggtga tggatggtgt ggtcgatctg ggtattatcg gcgagaacgt
  2973421 gctggaagaa gagttactta atcgccgcgc tcaaggcgac gaccctcgct atttcaccct
  2973481 acgtcgcctg gattttggtg gctgccgcct ttcactggcc gccccactgg atgctgaata
  2973541 cactgggccg caatgcctgc aagatacgcg tatcgccacc tcttatccgc acattttaaa
  2973601 acagtatctc gataaacaag gcgttcgttt taaatcctgt ttattgaatg gttctgttga
  2973661 agtagccccg cgtgctggtt tggccgatgc catctgtgat ttggtatcca ccggtgccac
  2973721 gctggaagcc aatggtctgc gtgaagttga agtgatctac cgctcaaaag cctgcctgat
  2973781 ccaacgtgat ggtgaaatgt ccgttgataa acagcaactg attgatcgcc tgatgacccg
  2973841 tattcaaggg gtgatccaag cgcgtgaatc caagtacatc atgatgcacg cgccgagcga
  2973901 acgtctggac gaaatcatta ctctgttacc aggggctgaa cgcccaacca ttctgccact
  2973961 ggccggtgac aagagccgtg ttgccatgca catggtcagc agcgaaacgt tgttctggga
  2974021 aaccatggag aaattgaagg cgctgggtgc cagctccatt ctggtattac cgattgaaaa
  2974081 aatgatggag taacccatgc agccgacgaa tttcaatacc ctgatcaatt ggcaacaatg
  2974141 cagtgaagaa cagcaaaaag cgctgttgag ccgcccagcc atcaatgcat ccgagaggat
  2974201 cactgcggcg gtcagtgaca tcctggaccg ggtgaaagcg gaaggcgata gcgccctgcg
  2974261 tgattttagc cagcgttttg accatgtgca ggtcgcggat atccgtatca ctgcatcaga
  2974321 gatcgctgcg gcctcggcgc gcctgagtga cgatgtcaag cacgccatgg cacaggcggt
  2974381 acgtaatatt gaaatcttcc acaatgcgca gaaaatgtcg gtggtggatg ttgaaactca
  2974441 gccgggtgtg cgttgtcagc aaatcacgcg tccgattgct tccgtcggct tgtatattcc
  2974501 cggtggttct gcaccgttgc catcaaccgt actgatgctc ggcaccccag cacgtattgc
  2974561 cggttgtcag cgggtcgttt tatgttctcc accgcctatt gccgatgaaa ttttgtatgc
  2974621 cgctcaactg tgcggtattc aggaagtgtt ccagatcggc ggggcacaag cgatcgccgc
  2974681 catggcattc ggcagtgaat cggtgcctaa agtgcacaaa atttttgggc cgggcaacgc
  2974741 ttatgttact gaggcaaaac gtcaggttag ccagcgcctg gacggtgctg ccatcgatat
  2974801 gcccgcaggc ccatcagagg tgttggtgat cgccgacagc ggtgctacac ctgcgtttat
  2974861 cgcggcggat ttactctcac aagcggaaca cgggcctgat tctcaagtga tcttactgac
  2974921 acctgatgcc gctatcgcac aagcggtggc agtcgaagtt gagcaacaac tcgcgctgtt
  2974981 atcccgagcc gatattgccc gtcaggcact ggaaagcagc cgtttgatcg tgaccaacga
  2975041 tttacagcaa tgcattgata tcagtaatgc atacggccct gagcatttga ttctacaaat
  2975101 tcgtcaacca gaagaaatca ttgaccagat tgataacgct ggctccgtgt ttatgggcga
  2975161 ttggtcaccg gaatcggctg gggattacgc ctcgggcacc aaccacgtac tgccaaccta
  2975221 cggttatacc tcaacctatt ccagtttagg tttggctgat tttgttaagc gcatgaccgt
  2975281 acagcaattg acaccacagg gtttgttagg gctggcctcc accatcgaaa cactggcaca
  2975341 ggccgaacaa ctgaccgcac acaaaaatgc agttaccctg cgcgttaccg ccttgaataa
  2975401 cgccctgacc gccgtgaata aggagtaagc atgagccaat ctaataacgt cacggacctg
  2975461 gcccgtgcca acatccgtgc tctgactccc tatatgtccg cacgtcggtt aggcggtaat
  2975521 ggcgatgtct ggctgaatgc caacgaatat ccgctgggca ctgaatatca gttgaccacg
  2975581 caaaccttca atcgctatcc cgagtgtcag cctaagcacg ttattgagcg ctatgccgct
  2975641 tacgccggtt taccgccaga gcaagtactg gttagtcgtg gtgctgatga agggatcgaa
  2975701 ctgctgatcc gcgcgttctg tgagccgggt caggatgcca ttttattctg cccaccaacc
  2975761 tacggcatgt acgctgtcag tgctgaaacc tttggtgtag aacggcgcac cgtacccgct
  2975821 caggctgact ggcagttaga tttaccggcc attgccaaca atctggaaca ggtaaaagtg
  2975881 atctatgttt gcagcccaaa taacccgacg ggtaatttaa tcaacccggc tgatttacag
  2975941 gcggtgctgg cactggcgca aggccgcgcg attgtcgcca tcgacgaagc ctatattgag
  2976001 ttttgtccac aagcatcggt cagtaattgg ctaaaagatt atccgaattt agtgattttg
  2976061 cgcaccttat cgaaagcctt tgcattagcg ggtttacgtt gtggctttac gttagccaac
  2976121 agcgatatca tccaattgct gcttaaagtg atcgccccct atccgttatc tacgccagtg
  2976181 gcggatattg ccgcgcaagc actcagccca aaggggattg agcaaatgcg ccaacgggtc
  2976241 agtgaagtac gagctaaccg cgcatggcta caatccgcac tgcaagattg cgcctgtgtc
  2976301 gaacaggtgt tcaccagcga aagcaactat ttgctggccc gctttaccgc gtccagcagc
  2976361 gtattcaacg cattgtggga tcagggcatt attttgcgtg atcaaaataa acaaccgggg
  2976421 ttagccaact gcctgcgcat caccattggc acccgtcagg agtgtgagcg agtgattgcc
  2976481 gcccttgccc ccctgcccgg cattgataac tcaaataaca ttgataacca gaataaaacc
  2976541 tattctcaga cctccagcat ccgtaaggga acgatatgag ccagaaattt ctttttattg
  2976601 accgcgacgg caccatcatt gccgagccac caactgatta tcaggttgac cggttggata
  2976661 aactggcgct ggagcctgat gtcattcccg cattactggc gttgcaaaaa gcagactaca
  2976721 aactggtgat gatcactaat caggatggcc tcggcaccag cagtttcccg caggaaacct
  2976781 tcgatccgcc acataacctg atgatgcaaa tcctgacgtc tcaggggatc aattttgaac
  2976841 agatactgat ttgcccacat ctgccagagg ataactgcac ctgtcgcaaa ccgaaaaccg
  2976901 cgctggtaga aagctatctg gcagatggcg tgatgaacag caccaatagc tatgtcatcg
  2976961 gtgaccgtga aactgaccta caactggccg agaacatggg catcagcggg ttacgttatc
  2977021 agcgtgatgg cttgaactgg acgcaaattg ccaaacaact gacccagcgc gaccgccacg
  2977081 cctatgttaa tcgcgtgacc aaagaaaccg ccattgacgt taatgtttgg ctggatcgcg
  2977141 aagggggaag caaaattaaa accggcgtgg gcttcttcga ccatatgctg gatcaaatcg
  2977201 ccacccacgg cggttttcgc atggatattc aggtcagcgg cgatctgtat atcgatgatc
  2977261 accacacagt ggaagatacc gcgctggcac tgggcgaagc gatcaacatc gcactgggtg
  2977321 acaaacgggg tattggccgc tttggttttg tattgccgat ggatgagtgc ctggcacgct
  2977381 gtgccttgga tatttctggt cgcccgcatt tggaatacaa agctgaattt aactaccagc
  2977441 gtgtcggcga tctaagcacc gagatggtcg agcacttctt ccgctccctt tcgtatgcca
  2977501 tggcctgtac cttgcacctg aaaaccaaag gtcgcaacga tcatcaccga gtagaaagcc
  2977561 tgtttaaagt atttggtcgt accttgcgtc aagccattcg cgttgaaggc aataccctgc
  2977621 caagttcaaa aggagtgctg taatggatgt ggtgatcctg gataccggtt gtgccaatct
  2977681 ctcctctgtc acctatgcgg tacagcgttt gggttataca ccggttatca gccgcgaccc
  2977741 ggcagtcgtc ttgcgagcag acaaactgtt tatgccgggt gtgggcaccg cccatgccgc
  2977801 catggaacaa ttgaggcaac gcgagcttat cgaactgatc aaaagttgta ctcaacccgt
  2977861 gctggggatc tgccttggta tgcagttgct ggcaaccagc agtgaggaaa gtggcgggat
  2977921 caccaccctc gggatgattg atgcaccagt aaaaaagatg actgattttg gtctgccgct
  2977981 gccgcatatg gggtggaatc agattaccgc acaagccggt aaccatctgt tccgtggtat
  2978041 ccctgacgga acctatttct acttcgtgca tggatatgca atgccaatat gcccaaatac
  2978101 catcgcccaa accaactacg gcgagccatt taccgccgca gtagaaaaag acaacttctt
  2978161 tggcgtgcag tttcatccgg aacgttccgg agcggctggg gcccaattga tgaaaaactt
  2978221 tctggagatg taagcaccat gattattccc gctttggatt tgatcgaagg caaggtggtg
  2978281 cgtttgcatc agggcgatta cggccagcaa cgtgattacg gcaatcaccc gctgccgcgt
  2978341 ttacaagatt atcagcagca aggtgctcag gttttacact tggtggacct gaccggagcc
  2978401 aaagatccgg ccgctcgcca gatcccacta ctgcgcgagt tactggccgg tgttgatgtg
  2978461 ccggtgcaag tcggcggcgg tatccgtaat gaacaagatg tcgtggcttt actggaagca
  2978521 ggggctgcac gggtggtggt gggttcaacc gccgttaagc aacccgaaat ggtgcagcag
  2978581 tggtttgagc gttacggtgc cgaggccatc gtgctggcat tggacgttcg cattaatgag
  2978641 gctggctgca aacacgtcgc catcagtggc tggcaggaaa attccgatgc aacgttagag
  2978701 caaatcgtcg agcaatacct gccttacggc ctgaagcacg tcctctgtac cgatatttcg
  2978761 cgtgatggca cgctgagcgg ctcgaatgtt gaactgtatc aggaagtgtg ccagcgctat
  2978821 ccacaagtcg cgtttcaggc atctggcggt atcggctgtc tggatgatat cgcccgctta
  2978881 cgcggcagcg gtgtacaggg cgtgattgtt ggccgtgcgt tactggacgg caagtttaac
  2978941 gtgaaggagg ctatcgcatg ctggcaaaac gtataattcc ttgtctggat gtgaaagacg
  2979001 gccaggtcgt taaaggtgtt cagttccgca atcatgagat catcggcgat atcgtgcctt
  2979061 tggcgcagcg ctatgctcaa gaaggggctg atgagttggt gttttacgat atcactgcct
  2979121 catccgatgg ccgtgtcgtc gataaaagct gggtagcgcg ggtcgcagaa gtgatcgata
  2979181 tccctttctg tgtggccggg gggatcaaaa gtgtcgaaga tgcaagccag atcctgacat
  2979241 tcggtgcgga taaaatctca atcaactctc ccgcattggc agacccaaca ctcattaccc
  2979301 gcttggctga ccgctatggc gtacaatgca tcgtggtggg aattgatacc tggtatgaca
  2979361 ccgaaagcga cagctatcag gtttaccagt ttaccggtga tgagaagcgt accaaagcca
  2979421 ccacgtggca aaccgaagat tgggtcaaag aggtccagtt acggggagcc ggtgagattg
  2979481 tattaaatat gatgaatcag gacggcgtcc gtaacggcta tgatttgcgt cagcttcaac
  2979541 agatgcgtgc tatttgccac gttccgttaa tcgcctctgg cggtgccggg acaccggatc
  2979601 acttccttga agccttccgc gacgcggatg ttgatggcgc gctggcggca tcggtattcc
  2979661 ataaacaaat cattaatatc ggcgaattga aaaagtattt gtctgaacag ggcgtggaga
  2979721 taagagtgtg ttaacagaac aacaaatcaa ccaattggat tgggaaaaag tcgatcacct
  2979781 gatgccagcc atcgttcagc atgccgtatc cggcgaagtt ctgatgatgg ggtatatgaa
  2979841 tcaggaagca ctggcggtca ctgagaaaac cggcaaagtg accttcttct ctcgtaccaa
  2979901 acagcgtttg tggaccaaag gcgaaagctc tggtcatttc cttaacgtag tgaatattta
  2979961 ccctgattgt gacaacgata cgttgctgat tctggtgaag cctatcggcc caacctgcca
  2980021 cttgggcaat agcagttgct tcgcgcctgc ggccagtgac tggagtttcc tgtatcaact
  2980081 ggagcaattg ttggcatcgc gtaagtctgc tgatccagcc agttcttaca cggcaaaact
  2980141 gtatgccagc ggcaccaaac gtatcgcgca aaaggtgggt gaagaagggg ttgaaaccgc
  2980201 actggccgcc acagtgaatg accgtgaaga gctaacgaat gaagcctctg atttgatgta
  2980261 tcacctgctg gtgttattgc aggatcaaga tttggatttc agtaccgtca ttggccgcct
  2980321 gcgggaacgc cacgagaaat aattctctgg ctgattcact ggcaaaaaaa cgcctccaac
  2980381 ttatcactgg aggcgttttt attgggcagc gttaaaacgg atgagtcgct ggtatcttaa
  2980441 attctatgac gtcaaccgcg cccggagcgt acacgcaata cgtgaggcac ccgagcactg
  2980501 cgcgatccca gaatggcaaa gcacagtcgc cgttaaaggg attacgccat ccactcagtg
  2980561 tggaatacac cttctttatc tgtccgctta tacgtatgcg caccgaaata gtcgcgctgt
  2980621 gcctggatca agttagcagg cagcacggct gaacggtagc tgtcgtaata gttaatcgca
  2980681 gcagagaatg ttggcgttgg gataccgttt tgtaccgcat aagacaccac atcacgcagc
  2980741 gcttgctggt attcatcagc aatttgcttg aagtacggtg ccagcagcaa gttagcgata
  2980801 tctgcgtttt ctgcataagc atcagtaatt ttttgtagga actgagcacg aataatacag
  2980861 ccagcacgga aaatcttcgc gatttcaccg taattcagat cccagttatt ctcgttagat
  2980921 gccgctttca gttgagagaa accttgtgcg taagaaacga ttttacccag atacagcgcg
  2980981 cgacgaattt tttcgataaa ctcggcttta tcaccagtga aaggctgaac tttagggcca
  2981041 gtcaacactt tagaggcagc aacacgttga tctttcagag aagacaagta acgggcaaac
  2981101 acagattcag tgatcagtgt taacggctca cccaagtcca gagaactttg gctggtccat
  2981161 ttaccggtgc ctttgttggc agcttcgtcc aggatcacat caaccagata gttaccgtct
  2981221 tcgtctttct tggtgaagat gtctttggtg atatcaatca ggtagctgtt cagttcgcct
  2981281 ttgttccact cagcaaaagt actggccagc tcttcattgc tcagacccag agactgtttc
  2981341 agcagtgaat aggcttcggc gatcaattgc atatcaccgt attcgatacc gttgtgaacc
  2981401 attttaacgt aatggccagc accgtcagcg ccgatatagg caacgcaggc gtcaccatca
  2981461 tcagcacggg ccgcaatttt ctcaaggatc ggggcaacca attcgtaggc ttctttctgg
  2981521 ccacccggca tgatagaagg gcctttcaat gcaccctctt caccaccaga cacgccggta
  2981581 ccgataaagt taaagccttg tgcagaaagt tcacggttac gacgaatggt gtctttgtaa
  2981641 taagtattgc caccatcaat cagaatatcg cctttatcaa gatgcggcgt cagtgaagcg
  2981701 atcgttttat ctgttgcttc acccgctttc accatcagca ggatacggcg cggtttttcc
  2981761 agtgaatcaa caaactcttc aacggtataa ctcggcacca gattcttacc tggattctcg
  2981821 gcaaccactt cgtcggtttt gtctgatgaa cggttaaaaa tagaaacgga atagccacgg
  2981881 ctttcgatgt tgagcgccag gttacggccc atcaccgcca taccgacaac gccgatctgt
  2981941 tgtttggaca ttaaaaaaac tcctgtctga aggatgacac ctgttaccag ccttaaggcc
  2982001 aacaggtttt tgatgtggga aacatgttaa ctcaggatta tgtcagctgg gtagtgattg
  2982061 gtgcgataga tagcacaact gactagttgc tgtgcgcaca cgtttgcttt cgcgaggtta
  2982121 tcggccaata aatgcaaatc cacctgccag tttgtacaaa gatctatcgc gaggattacc
  2982181 tcagattgct ggcagccccc gataacgctc ttttagaacg gtgaggatag gcaaagagca
  2982241 aagcgccaca aatggcgcgg cctaaactgc caaggattgc tttttaatta tcgtatatac
  2982301 acctatcgtc tatatacccg ttatcgtaga ttgaatttac gcgacgaaat cctttagcca
  2982361 tgccttaaat tcagcccctt gctgtgggtg acgcaaacca taagccacat aagcctgcat
  2982421 atagccgagt ttctcaccgc agttatagga cttaccggtt aaggcaaccg catcaaccgc
  2982481 ctctaccgca gccaaagcat caatagcatc ggtcagttgg atacgccccc aagcgccggg
  2982541 tttcgtctgt tccaacaatg gccaaatatg cgctgacagt acatagcgcc ccaccgcaga
  2982601 cagatttgat tgtaaatctg ccgaactttg tggcttctcg atcatggcat taatccggct
  2982661 gctctcccct ggcaacaagg tcgatttctc acaggaaacc accgaataat tagacagcgt
  2982721 ttcaggatct accgaatgaa ccaaaacttg gctgaccccg gtctcttcaa aacgttgcac
  2982781 taattgagcc agattatcgc gggttaaatc agattgctca tcatcaatta gaacatctgg
  2982841 cagcaagaca acaaatggcg aatcacccac taacggtttg gcgcataaaa cagcgtggcc
  2982901 caacccctct ggatgcccct gacgaatatg cattattgtc acacccggtg ggcaaattga
  2982961 ctgcacttca tccaatagct ggcgcttaac acgggcctcc agcatcgctt ccaattcata
  2983021 ggaagtatca aaatggtttt ctacggcgtt cttggatgaa tgggttatca gaataatttc
  2983081 gttgatgccc gcagcaacac attcgttcac cacatactgg ataagtggct tatcaacgat
  2983141 tggcaacatc tctttcggaa tagctttggt cgccgggagc attctcatgc ctaaaccagc
  2983201 gacagggatg actgctttca atttggtcat gcttacctac agattctcta cgctaaatta
  2983261 aaaatcggca tacactcagc ctgacaataa cactcagcct gacaagatat tatttaatcg
  2983321 agttgctgtt ttagccaggc agtaaacttt tcaccttcag tatgatgacg aacgccataa
  2983381 gtcacaaaag ctttcatata gcccagttta tcgccgcaat catgagattt gcccgtcata
  2983441 tgaaatgcct ctacgggctc ttgctgcatt aacatcgcaa tggcatcggt cagttgaatt
  2983501 tcatcccccg caccacgtgg tgttttctca agcaacggcc agatattttt agacaataca
  2983561 tagcgcccaa ctacagcaag gttagacggg gcctcggcta tagagggttt ttctaccacc
  2983621 gctgtcatca acgtgctttc gcctggtgct aatgccacat ggccacaatc cgcaataccg
  2983681 tatttggaga catccgcttt gggcactggc tcaaccatga tttggctatg accggtttct
  2983741 tcgaagcgtt taatcatact ggcaagattt tcttttgata aatcagccgt tgaatcgtcc
  2983801 agtagtacat ccggtagcat gacgataaaa ggattgtccc ccaccatcga tttagcacat
  2983861 aacactgcgt gccctagacc tttagcatgg ccctgccgca cttgcataat ggtgacatcc
  2983921 gctgggcaaa tatttttgat ctcttttaat aactgccgct taacccgtga ctccagcgcg
  2983981 gcttccagct caaatgaagt atcaaaatga ttctctatcg cattcttaga tgaatggctc
  2984041 accagtacga tctctttgac ccctgcggca acacattcat ccacaatata ctggatcagg
  2984101 ggtttatcga cgaccgggag catttctttc ggaatagctt tagtcgcggg caacatacgg
  2984161 gtgccaagcc cagcaacagg aatgacggct tttaaacact tcatgactct gacctcttca
  2984221 attttgagtc gctgtcccct tcttacctga agttacagcg ttgttagcca cattctttca
  2984281 tccgaatcac tgttctaagc cagttcatca gtgctgccta cccgtaacgc taatgacttt
  2984341 aagtatcaca gagggtgatt aatgctgtaa gccaggtgag acaatcagtg gtgacttatt
  2984401 attcatttag cttccaccag tttacatcag aaggttcttg attacctttt aaaagtatca
  2984461 ataaacctct cgataacaga tacatttagt aaaaaattga tactgtattt taaaaacaaa
  2984521 aaacaataaa gaaaccaaga gttaagaaaa aattcaatta tttagtgacg tgaacatatg
  2984581 aaataatata accagaaatt ttctctagaa caacatccga atgacaatgt acctatcttc
  2984641 ttgaaaattc aacacaccca ctgcaaatag caacaagacc aataagttat ctaaaacaac
  2984701 agtttcatta taaccaaatt ttatttcgac tatttttata tccacatggt tatttttccc
  2984761 aactcgcctg acgctattat cctagagaga tactcatcgt attttaactc tgtagaagcc
  2984821 tatagataac aaagcaatat atttatttca ccttaaccct ataccgccat accaacaaat
  2984881 taaaaaacca gtaacgttgt tacattacat aactcaatag cgaaagaaat gattagagtc
  2984941 ttgtataaat aataatcatt tgcatttgga taggggtggt gatatatatg attaaccttg
  2985001 aatggggtaa tggcctttac tattttattt acctttagaa ttacccacat taaatatgta
  2985061 cataaattgc atatggatat taaaccataa aggaattcag ggcttaccct tcaattaatt
  2985121 catcctctac taatagggac actatagaga tggtttcaca acgtcaattc aatgaaaata
  2985181 atatccaaca tcttaatggt gaaaattggt ctcatgccaa tgcacattta gtagggaaaa
  2985241 tactgcgtga actgactcat gagaaattga ttgccccagt ctgcttggtt acaccagagg
  2985301 atggctatca ccactatagc ttcactccag accaagaccg aatagaatac ctttttaaag
  2985361 caaaatgtta tcaacttgac cacctggata ttgacccaag caccttaacc aaaacccttg
  2985421 atgggcacgc gcagctactg gatgcattac agctgattat tgaattaaac aaccggcttg
  2985481 gtatctcaga agaaatgctg cccgtctatt tggatgaaat ctccagtacc ctttatggtt
  2985541 acgcttttaa gtatcatcat aataacctta gcgccacgca attggttcac gccaattacc
  2985601 aaacagtaga aacagcgatg agcgagggcc accccgtttt tatcgcgaat aatggccgta
  2985661 ttggttttga tattacagac tacgctgcct atgcaccaga aagcgcccat ccaattaatt
  2985721 taatctggat cgcagtgcat caggataaaa ccgtattttc cagttttacc ggccttagct
  2985781 acccacaatt aatgcaggag gagttgggcg attaccaatg ggaacagttt actcagtatt
  2985841 taacttctcg cgggttgacc gcccaagatt atttctttat gcccctgcac ccctggcaat
  2985901 ggcatgaaag gattgccacc agctttgctg cagatattgc acgtaacgat attatttatt
  2985961 taggacaagg gcaagatagt tatctggctc aacaatccat tcgaacgttt ttcaatctct
  2986021 ctaatccaca caaaaattat gttaagacgg cattatctat tttgaatatg ggctttatgc
  2986081 gcgggctttc cccccatagc atggtaacca cgccattggt taatgaatgg cttagcagtt
  2986141 taattaagca agatactttc tttcagcaga agaaatttac cttactctgc gaaagagccg
  2986201 ccatggggta tttcaacccc cattttgaaa ccgctttaat taaagataat ccccataaaa
  2986261 aaatgctctc ggccctgtgg cgagaaagcc ctatgccaaa acttgttggc caccagcgtt
  2986321 taatgacgat ggcctcttta ctgcacagtg ataatgacgg taactcggta gtctccgcct
  2986381 tggtacactc atcggggtta agtgcaaagg catggataac acactatctg gatgcctatc
  2986441 tttcgcctct attacacgcc ttctttactt acgacttggt atttatgccc catggggaaa
  2986501 acctgatgtt ggtactggaa agtaacgttc cagtccatgt cttgatgaag gatatcggtg
  2986561 aggaaattgc tattttaaat ggggatattc gtctaccaga tgccatcaaa ttcctccatg
  2986621 tcaccgtcaa agacgatatg aagatcaatt atattttgct ggatattttc gactgcttct
  2986681 tccgttacct cacgccgtta ctgcaaaaag atttgagtct taatgagcac caattctggc
  2986741 ggttggtggc tgattgcatc catacctatc aagcccaaca ccctgccatg gctaaaaaat
  2986801 tcaagaagtt cgatctcttt aaagctgatt ttgttcgtac ctgtctgaat cggctgcaaa
  2986861 tggcgaataa ccaacaaatg atcgatcttg atgatcgaga gaagaatctg aaatttgccg
  2986921 gcaccttagt caacccaatt catgttttca aaaccacata ctgacccacg tggtcagacc
  2986981 gtagttttac gatgttcggt ttttacgaca tacctgtttt tacagcatac ctgaattggc
  2987041 tgtatcacgt tttatagcgc caagctctta gaccattata ttttttaaaa atcaatatat
  2987101 tgaaacgcca tgactggcat tttcacaaca ccataaagac aaacttccca tatttttatt
  2987161 tagtgagaat aattagatga gaatactaga aaaaaatcac ggcaaaagcc gagtgcgttt
  2987221 taactgcaca caccctatca aaccagcggc atgggtgctt gctgctaatg tatcgttgtt
  2987281 gggttgtgca tatgccgcga ctgacgagaa taatagtcag aaaaaagaaa gagaaaacaa
  2987341 ccctgcaaat accaccataa ccgttacggc atcaccattg cgtcatgctg gcgtcacaga
  2987401 agacagtggc agctacaaca cgtcatcaat gtcgacagca actggcctga atatttcagc
  2987461 acgggaaacc ccacagtcgg taagtgttct gactaaacag cgcatgcgtg atcaaaacct
  2987521 gaacagcgtc gaaagtgccg tgaataacat caccggcatc agtgtgcgcc agtttgacag
  2987581 tgatcgtttc ggttttacct ctcgcggcat ggccgttaat aatgttatgc gagatggcgt
  2987641 cgccaccttt tacgataccc gctttaatta tggtgataac acgcttgata ccgatatgtt
  2987701 tgatcgtatt gaagtggttc gaggtgcggc aggcttaatg gctgggccgg gtaacccttc
  2987761 cgccgttatt aaccttgtgc gcaaacgccc cacgcaggat tttcgcggca gtgtgtcggc
  2987821 aggtgttggt tcatgggaga aatggcggac ggcgctagat atctccggcc ccctcaatag
  2987881 tgaaggcagt gtgcgcgggc gttttgtcac ggcttatgaa gataagaact cttttgttaa
  2987941 ccgctatgat caaagtaaaa acccgtttta cggtatcttg gagatagatg tcacccccaa
  2988001 taccctattc acctttggtg ccgatacaca acggactcta acccggggcg gtatgtttgg
  2988061 tgggcttccc ctgtttaaca gcgctggtgg gcggacaaat tatgcccaat ccgccaccac
  2988121 cgcatcggat tgggcatccg ccgaaacccg aactcaaacg ctgtttagca gtctgcaaca
  2988181 caattttgat aacggctgga atattaaagg cacctttacc tttgataacg ataagctgcg
  2988241 ccaagacgtg atgtggccca ccggttatcc cgacccacaa accaatatag gtatgcggcc
  2988301 aggcagtctg tcactgattg atggtgcccg ccgtcagcaa aattacgata ttcaagtcaa
  2988361 tggtcagtac agcctgtttg gccgccaaca tcagttgggt ttgggctgga atcgtcaacg
  2988421 acaaaatatt gataacgact attatctggc gacctgtaat gccaccagaa cctgtcccga
  2988481 ccttggggat ttcacccagc cgggctggca atatcctaag cctgtttgga gtgataaacg
  2988541 ggcttatggt tcgaaagggc gcagcgatca atcctcgcag tatgtggtga cccaactctc
  2988601 tctgattgac ccgttaacct tgatccttgg tggccgcctg accacttggg aaacccgtgg
  2988661 tgataacttc ggtacgccac aaaatgctcg ttataagaat gagtttgtcc catacagcgg
  2988721 cctgacttat gacattaatc gcgatttgtc ggtttatacc agttataccg aaatatttaa
  2988781 cccggaaaac cgtcgggacc gtaataacac attattggcc ccggtgagtg ggcagaatta
  2988841 cgaagccggt ttgaaaggtg ttgccttcga taatagtctt gattattcac tggcagtgtt
  2988901 tgaaatccgt cagaataata tgcccgtacc ggacaccacc gccccccgct tgccggataa
  2988961 cagccagcct tacttcgccg tcgacggtac taaaacccgt ggttttgaag cggaagtcag
  2989021 tggaaaaatg actgaagact ggaatatttc tgcgggctat acccagtaca acgtgaaact
  2989081 accgagctca aatacccaga cacctgtcac cccagtcaca ccacggaaag tcttaaaact
  2989141 cttcaccacc tataccttac cggggcaact aagcgatctg accctcggcg gtggcgtcaa
  2989201 ctggcaaagc caaatcgcca gaaacctcag tagcccaatc ggtattcaac aaatcggtca
  2989261 aggcagtttt gccatttaca gcctgatgag ccgctaccag tttacccctc agctctcctt
  2989321 aacggtcaat ctggataacc tgtttaatca gcattactac acacaaatcg gccaatacaa
  2989381 ccaatacttg ttaggcgcac cacgcaatgt cgatgccacc gtgcgctaca ccttctaagg
  2989441 attgcagttg gataccctca cagccggcca cttttccggc tgtatctttt gccaacgtct
  2989501 tcagaaagca cgatatggat acaccaaatg aataaaacgc gaacctgcac cacattagcc
  2989561 ccccgctggt taggcgatat ttcttttata ttagcgggtc tacttgcgct attttttttg
  2989621 ctttctgtcg gcgatagcca ggccgaaacc ggcgctgtgc acaccacgca agcaaacggt
  2989681 ttcccacgga aaatcaccag cgcacttggc acggcggtca ttgagcgtcc acctcagcgt
  2989741 attgtggccc tcggcgcagg cgcagaagac attgtgctgg cattgggcaa gatcccggtg
  2989801 ggtattgaat cccacacatg gggaggtgat aagcaaggtt atttgccttg gttcagacaa
  2989861 gcattagaac aacggggcga gccgctgcct caggtgctta atatgtatcc agagttggat
  2989921 attgagcagt taatcaatct aaagcccgat gtgattatcg cgactcagtc agggatgagc
  2989981 caaagcctgt acaaccaact atctcgcttc gcgcccgtcg tggcttatcc cggccggccg
  2990041 tggctgacca gcctcacaca acaagttgaa ttaatcggcc aaacactcgg agaagagtca
  2990101 cagatctacc cgttattgca agagttaaaa aacaccttat ccgctgcggg ccaaacggtt
  2990161 ccggggatta aaaacctgcg ttttgcctac attaaagcgg ccagtagcaa taccaacttg
  2990221 tcggtgtatg tcgcaggcga cccacgggtt gacaccttaa tcgccacggg tatgcaactc
  2990281 gccccatcca tcaaagacct catggcatcg cgaggcagct ttgctgctaa tcttgggctg
  2990341 gaaaatgcag atcagttgga tgatgccgat attttagtca cctggtatag cagcgagcaa
  2990401 gaacggcagc gggttgaaga aaagccctta ttcaacgcga tggctgccgt gcaacgcggc
  2990461 gggtatatcc cgctgaccga ccaagcgatt gtcatggcga tgtcctatgg cacaccgctg
  2990521 agcgttcagt gggggttgca acgctttatg ccattgctcg cagaaaaagc gcgccatttg
  2990581 gctgatacca aagagacact gccatgatag ataacacggt tcaacaatta cgaaaatacc
  2990641 gcatcttagg atggataggg ttattgctgc tcacattaat gtgtgtgtta gtcagcctga
  2990701 ctctcggggc gaggaccttg ccaatcagcg caatctggca ctatatagag atgtactaca
  2990761 tcaatatgcc cgccgctcat atcagctata acgatctggt cattgatgcc cggatccccc
  2990821 gtacactgat tggcctattg gctggagctg cactggccct ctccggtgca gtgactcagg
  2990881 ggctattgcg caatccactt ggtgaccccg gattattggg tgtcaatgcc ggtgcatcag
  2990941 cgattatcgt cagttttgcg ttcttccccg cactggcagc aataccgcat ttttggcctg
  2991001 ccctactcgg tgcagcacta gccaccctgt tgttttatct gttggggggc gggcaacgga
  2991061 atacgcactc ggtgcgtttg gtgcttaccg gcgcggccat caatgcctgc ctgtttgcct
  2991121 atgtacaggg ggtggtgtta ctcaaccctg cggtgttgga aaattaccgc ttctggatca
  2991181 tgggttctct ggcggcgaca tcagtatcag ccatgctggc cgtgctcccc tattttgtca
  2991241 tcggtttggt gatcatcttc gccatcgccc cttcgctgaa cgtgatggta tttggcgaaa
  2991301 acgttgctac caccatgggg gccaataccg ttcggatccg tatgtcggca ttagtaggcg
  2991361 caacattgct ggccgctacc gcgacggcag tagcgggtcc ggtcgctttt attggtctgg
  2991421 cagcccctca tttggggcga gccatgattg gctcagactt tcgttggcta ctgccttatt
  2991481 gcttactgct cggcccaatc ctcttgctga gtgccgatgt ggtcgcccgc attatcatcg
  2991541 cccccggcga agtgatggtt ggcgtgatca ccgctgccgt gggagggcca ttgctttacg
  2991601 cggtggtcaa cagtaaaaaa ggtatcgtct atgcatcccg ttgattcagt cagaacgctg
  2991661 acgctgggat cttgggtctt tttagcgcca gcccgccgaa ccggggttta cctgctgctg
  2991721 atatggccca ttttattgct atgcctcacc gctgcgctaa tgctcagccc cagtggtttc
  2991781 gaagggggaa aaatgctggc ggtattggct ggcgaaggta gccagtacga ggagtttatc
  2991841 ttactgcaat tgcggttacc aagagcattg gttgctctgg gggccggtgc cgccctggcc
  2991901 atttccggcg ctattttcca aaccacaacc cacaacgcct tggctagccc cgatattatc
  2991961 ggtatcacca ccggcgcgtc cgctggcgtg gttgccaccc tactactttg gccaggggtc
  2992021 atgccggtac cgttgggggc atttatcggt gcctgtactg cagtggcttt agtctatgcg
  2992081 ggcagcatga gcatcctgtc tcatccagag agaattatta tttccggtat cgccgttggt
  2992141 gccgtgtgca tcgcatttgt taactttgcg acttcacaag tccgtctgga acaggcgagt
  2992201 cagttagccg ctttgctcag cggcagtttg gcagagaaaa actggcggga tgtcggcatc
  2992261 atcagcctga cattgggact ggttatgccg ggcttggtat atctcagccg tcaactcaat
  2992321 tacctgagcc ttggagccgc gattgcccag ccgctaggtg tcaatatccg ccagacgcat
  2992381 tggctaggtc tattggttgc catcgcactg gcaacagcgg cggtattggt tgtcgggccg
  2992441 gtcgccttta tcgccctgtc agccccccag attacccaac atctggtaaa ggctaacggc
  2992501 atctccctgt tatgtaccgc cttgatgggc gcatttctat tattggcgtc agacatcata
  2992561 accttgctat taccaacatc ttcacggctc cccgtgggcg ttattacggc tgccgtcggg
  2992621 gggatttatc tgatgagctt gctatacgcc aaagtgagga aaacaaagtg agatcccaaa
  2992681 gagagctaac atcccccatg acaccattgg agaacccggg cgatatcagt gataaaccgc
  2992741 gtttaaccac ccaaaaactg tcactgggct acggccagca acttattatc aataagctta
  2992801 gcctgagcat taaaaacggc gcgttcagcg tcattatcgg cccaaacggt tgtggtaaat
  2992861 cgacgttgtt gcgagcgctc agccgtagct tgttaccaca aaatggcagt atcaggttag
  2992921 atcaacagga tattcagcac tacaaagcca aggtctttgc ccgccagtta tcgctacttt
  2992981 ctcagggcgc aagtatttct gaaaccttga ccgtgtttga tctggtttcc cgtggccgtt
  2993041 acgcccatca atcattcttt catcaatggt cgacggaaga tgaacgtatc gtaaaagccg
  2993101 ctatcagcgc cgttaatctg gagagtctgg tgcagcagag agtcagtgaa ctctctggtg
  2993161 gtcagcggca acgtgcgtgg tttgccatga cactggctca acatacaccg attgttttat
  2993221 tggatgaacc gaccacatat ttggatatcg cgcaccaaat tgaaatgctg gatttatgcc
  2993281 aagaactgca acaacagggg aaaacgctgg tattggtgct acacgatatt aatcaggctc
  2993341 tgcgttatgc cacccacctg attatgttga aagaggggca aatttatgca gaaggtttac
  2993401 cagaatctat cgttactgaa gacagcattg ccgccgtttt tgggctacgt tgccggatca
  2993461 ttactgaccc tgaatccggc aagcctttgg tgataccccg ccgtcagtcg cgttagctca
  2993521 tccgccctga aaggctcctc aacggtgccg gtctattggt ttataacggt cgactgctta
  2993581 taacggtcta ttggtttatt aacgaccgac taatttatta agcgctaacc cgctgatacc
  2993641 tcgaattcta ccaacggatt gatcaaatca tcagcaaact gaaaactttg cacagggtca
  2993701 gctaaatcca gcatgtgctg gttattgttg agctgtaagc ggttcaaaca acagcgttta
  2993761 attttgggtg taaacaacgg atagctcgca aatttagcgg ctaattcagg atactgctgc
  2993821 tggtactggc ggatacaggc cgcaacatcc gcccagaaat agcgctcagg ataatcccct
  2993881 tgttgatcca agactgcggc taaatagcgg aatacaccgt cgaacacatc actgaggatc
  2993941 gtcagggttt tcatctcatc gggcatatcc acgatgatgc gccgggcttt ctccggcaaa
  2994001 tcagcctcag tgttcagcac caaaatttct tccgccagat ctttcatgaa aatatgttgc
  2994061 ggcacggcat tctgtagaac caaaatgata ttttcaccgt ggggcataaa catcaaatcg
  2994121 taaacatata aacaatgtaa tagcggtgac aaatagctac gcaaataacg ttccagccat
  2994181 tgctgagtgg ataacccgga tgcatcaatc aacgcaggca gtagcgcttt cccttcttga
  2994241 tccaaatgta acaaggcggc catcgtcatc agttgctgac cgggttgaat taattgcagc
  2994301 ggattctccc gccacagtgc agcggccatc tttttatatg ctgaatcccc ggtgatcgcc
  2994361 tgctcataat agctattgcg aaaaccaata ctggccactt cacgcaaaat cttgaaatca
  2994421 tacgcttgca atatttcatc gccttcaacc aagtcaaaca gccattcgtt aattcctggt
  2994481 gtcgttgcca tatagtaggg tgataaaccg cgcataaacc ccatattcag gatcgataac
  2994541 gccattttta cgtaatatcg ctgcgggtgg ctgcgattaa agaaagtacg aatagattgc
  2994601 tgtgcctgat aagcatcttt gccctgcccc aaaaatacca acctttgatt agcaatatca
  2994661 gccgcgaata tcgaagtcag tttattctgc cactgccacg gatgcaccgg catcagcaca
  2994721 taatcctgag gattacagtc tctggctatt aattgctgtt caaattcggc cagtacctcc
  2994781 gccccgagtt cctgttccat caacttcgcg taatcgagtt gttcaatgca ggcaaaatgc
  2994841 gccttacttt tatgggcggc gagccagacc agatgcacat ctgatgcggc ttccgggcta
  2994901 aatctctgaa agtcctgagc atcaaaacca atacgcccat tattagcgac aaaggaagga
  2994961 tgcccctcca tcatttcctt ttctattatc tgaaagctgg cattcaccaa ggcggtagca
  2995021 cttatccctg tgcggcagtg tttaaatgcg ctgctgtaca acgtgctggt aatttcctcc
  2995081 aaataggtcg gcaatactcg ctcactgatg ctcaattgcc gcttgaactc aatgataaat
  2995141 aacagtaaat ctaaatctgt gctcttttca ttaacggttt tatgcaacga atctgggtca
  2995201 atcaaccagt gatccagtgc caagcgacga gcacgaaaaa catagttcgc cggcttgtcc
  2995261 gccgccgccg ccaccaactg atagtaatca tatccctcac tatcagggtg atctgtcatc
  2995321 cgttggggag ccaacaagca ctcgtgggaa aactcagaaa tagctttaca caagtgcaag
  2995381 cgattcactt tttgccacag taccggctgc aaatggggga gttccaaact ctggtgcggg
  2995441 gagagaggcg ctgataagtc catcatcatt gatgctcctt ttgtaaggca aggcgatatt
  2995501 gttcccgggt gcaaaacgcc aaccaagcgg ttttatgggg taatgtcagt tgctgttgat
  2995561 agacaaaacc cgctcgttta tttaagcgat ggattttttc attacgcacg tcaggctcaa
  2995621 ctacgatgcg ggcgaccgtt ggatcgctga aaataaaggt cataatggcc tggaaaaccc
  2995681 gccaggtaaa acccgtgatt ctctcaaccg gaggagccac caaaatatgc attccaacat
  2995741 catcaggctg tgcagggtaa taatcggcaa tcacatcatg ttgggccaag taacgctcta
  2995801 acaagaatgc gggctgctgc tgataaacgc ccacaaagac accgccaggc tggctcgtat
  2995861 tcaattcttg gtaaaatgcc tttacctgct gtgggctata gccttgcatt ccccaatagt
  2995921 gagcatattc acgattaacc caatccgtca gccaagtgac atcatgtgct aacaccagcg
  2995981 ggcggagttg aaaaccacca ctcctcacca cggtatcgct ctcaatattc ctctcagcgt
  2996041 tcatcactct ttcctcctca gtgatggcgc actgaattgc tgaaaagcaa tgtttttctc
  2996101 aatcggataa tattcagtac cggttatttc acgaatcaga caagaattgc ggtaacaagc
  2996161 cataccgaga tccggcgtca caaaaccatg ggtatgtagc tctacattct gtacaaaaat
  2996221 cgtattattc cgatcaatgc tgtaattacg ctgaacctca tagcgccctt tattatccca
  2996281 acgaatatgt tgacgtatac cttcaataaa agttggcggc tgatagtgat acccggtcgc
  2996341 caaaacagca ccttcagtct ccaatgtgaa taattgattc tgttcatgct gcaacactga
  2996401 caggtgcaac cccttgccat catggctcga actcaccttc tgtaattcac tgttggtgta
  2996461 cagattgaca ttgagagcac cgttcagacg tttggtatac aacagatcga agatatcgtt
  2996521 aatcaatgtg ccgttaatac ctttatacaa tggcttatgg gtgagattca gctcatcacg
  2996581 tttttctggt ggaagatgat agaaatagtc cacatattca ggtgaggtca tttccaacgt
  2996641 cagtttggta tattccagtg ggaggaatcg gggtgagcgg gtaagccaat tcaactggta
  2996701 atcaaagcga tcgatttcac acaacaaatc atagaaaatt tcggccgcac tttgcccact
  2996761 gcccaaaata gtgatagcgc gtttcttttg taacgccact ttatgttcca gatactggcc
  2996821 ggacatcact atttgctgaa taaaaggttg gcaacattcg ggtatatgtg gcgaggggcc
  2996881 ggtacccaga accagtttct tgcacagaaa ctcatggcga ctgcctgagc atgtatcaga
  2996941 acagtacagc cgatatagcg cggtgtcttc atcataatga atgtcatcaa cctgcgtgtt
  2997001 aaaccgtaag ttaggtaatt gctcaactgc ccactggcaa tactggttat attccttacg
  2997061 taataggaaa aaattttccc gaatataaaa ggagtaaatc cgcccctgtt gcttgatata
  2997121 atttaaaaaa cttaatgggt gcgtaggcga tgctaacgtc accaaatctg acataaaggg
  2997181 cgtttgtaag gttgcacttt ccagcatcat tcctgggtgc caatcaaatc cagctttctg
  2997241 atcgataaac aaacagcaaa catcatttag tggttgggtt aaacatgcta gcccgaggtt
  2997301 aaacgggcca ataccgatgc caataaagtc ataaggtcgc attgttctaa ttactcctga
  2997361 tcaaacaaca tcaatctcat gattgactgt tatagagagt cggatagttt ttaccctcgg
  2997421 taataatggc atccacaatt tcgttcaggt gctggagtgt ggtcgtcgga ttaaggaagg
  2997481 taaatttcaa atactgttta ccatttactt tggtacctgc aataaccgta tgcccctcac
  2997541 ggaataacgc tttgcgaata taggcattgg ttcgatcaat atcgtcatcg ctgcgaggct
  2997601 gttccggcat aaaacgaaat accagcgtgc ttaataccgg gcgatgtatt agttcaaaat
  2997661 acggattagg caacataagt tgataagcct gctgtgccgt atccataaca tgttcaaaag
  2997721 ccaaaccaag ctgtttggct cccataatcc gtagcgttaa ccacagcttt agcgcatcaa
  2997781 agcgacgggt ggtctgaata cttttgttca ctaaattcgg cgtaccttcc agtgatgcac
  2997841 ttaatggatt gaggtattcc gcgtgataag tcagataaga aaaatgctgt ttatctttaa
  2997901 caaaaaaagc actgcaactt accggttgaa aaaaggactt gtgataatcc accgtcacag
  2997961 aatcagccat ttcaataccg gaaagtagct gttcatagtg tgaggaaact aataggccac
  2998021 agccgtaggc agcatccaca tgtaaccaaa gaccgtactg tttggccaac gtcgaaatag
  2998081 tgtgcaaggg gtcaatactg ccaaagtcag tcgttccggt ggtagcaaca atggctaagg
  2998141 gaatattgcc ttgtgataaa cagagcgcaa tgctttgatc caatgcctgc gcatccatct
  2998201 tgaattcact gtcatagggc acggcaacaa ccgcgttata gccaaggccc aatagtgctg
  2998261 cggctttttg tgtactgaaa tggctaacca ccgaagtaaa gatacgaaat ttatgagaat
  2998321 cagcgggtaa tccctgcaat ttattctggt ggttagcatc acgttggtgg caaaaatgat
  2998381 cacgggccag cagtatcgcc ataagatttg actgtgttcc accgctggtg aaaataccgt
  2998441 cgccctggct acctagggcc attttatcgc gggtccaatc cagaactttc tgctcaatta
  2998501 aggtcgcacc ggcactttga tcccaggtat ccaacgaaga attaagggta ctaataatgc
  2998561 tttctgccag aactgcaggg agaacaaccg ggcaattaag atgcgcaaca tatttagggt
  2998621 gatgaaagta tatagcatcc ttaatatata gctgctgtaa ttcatctaat gcgctatcca
  2998681 atgacgttag tggctgattt aaatcaatac aataaaaatc aggtgatagt tcagagggta
  2998741 ataccccgct aaaaggttta tccactaggg tgaatacagc cttaatcctt gcggtaatat
  2998801 tattcacgtt ctcataatag tgttcagcgc tatctttatt taagaaattt tctaaacaaa
  2998861 gcacatcagt tatatcatta ccttgatcta taaaatggtt ttcctcatag atatctttgt
  2998921 acataatata tccttaaata taaagtggca tttaatgacg ctatatttat tatatttttt
  2998981 tattataatt aagtgtagat aaatataagg cgtagatata aatgcggaat aaaataaaga
  2999041 atacaaccaa gtttctgtct aatgcaggaa cttggctaac taataagatt taatgggggt
  2999101 ttttctaacg gacaatcatg gcaactcctg acgccgggta atttatttcg ttggcagcaa
  2999161 ctacgccgct gtaaggtgcc attacgtaac attactgtcc gataaagagg attatcttga
  2999221 ccattcggca aagataactc catgaaaagc ccattaataa tagattgata gagatcatca
  2999281 cctaagcggc ctttaaattc ccctagatac cagaacatca ggtatccaat gttattccat
  2999341 agcaagcgtc catttatacc ttggtaagac tcaatttttt ctgctatggg aataacatga
  2999401 tgattgagca gtaaataata acgctcaagc aaggtacccg gatcttgact ttgccacttt
  2999461 aattgataat aaaccacttc gggtctgcca ctgtgatgaa acaacacttt aaaatttttg
  2999521 tggtgtgtgt caatagtctg tggatactct attaataaca acatcattgg tggaataatc
  2999581 aaaccaaaat accactgact ccataatgaa tagagggctt tatcgttggg ttttagatca
  2999641 ttatccccat aatattcatc tctatatttc tgtattaacg tagggaaatt atcaatactt
  2999701 gaccaagtat ggaaactcat cgtttcttca gggatatcat cagcatttac ttttaatgtc
  2999761 ctggagaaat gtgcgaacgt tttttcaaaa agttctgtta tatccgcaat tagccctata
  2999821 ggggaaggtg taattaactg tgctgtattt gacacctgtt acctcctgaa ggataaaatg
  2999881 atgaaaacat tatcatacag aatgatagtg attatcaata gcattatcgt ttaaatgcat
  2999941 tctgttactt atataaattt atttcaagaa gggggtgtac aaaatatttt gtaacaatag
  3000001 tcaaacagaa catcatgata acatagccga atctccctac aatatgattg atatctggca
  3000061 tatttctata tcttccgtca ttcattttta attatcagtg ctatgatcag cataactcag
  3000121 tccagttagt gattcgctat gctcggctaa tgacttgttg tgcctggcta atgttcgaat
  3000181 cgtttagctt ggattgattt ttttgtgatc gactctggtc gatgcacttc tttaacaaat
  3000241 ggctattttt ctgattgacg gcataagccg tagcaataca aggtgaaact ggatatatgg
  3000301 aatggatcgc ggatccaact atttgggcag gactggctac attggttgtg ctcgaaattg
  3000361 tattgggtat tgataacctt atatttattg ccatcttggc agagaaactt cctcgtcatc
  3000421 aacgagacaa agccagagtc actggtttac tctgcgcatt gttaatgcgt ctggcactgt
  3000481 tggcctgtat ttcgtggctg gctacattga ccacaccaat agtcactctc tctgaacatt
  3000541 cgttcagtgc acgtgacttg attatgttgg tcgggggaat attcctgctg ttcaaagcta
  3000601 cgatggagct aaatgaacgg ctggaaggga aagatcatca gcagaatcag caacgcaaag
  3000661 cggctcgttt ctggccggtg gtggcacaga tagtggttct ggatgctatc ttctcgctcg
  3000721 attccgtgat caccgccgtc ggcatggttg atcaccttgc ggtgatgatg gtcgccgttt
  3000781 gtatcgcaat tggcttgatg ttactcgcca gtaaaccgtt gactcgcttt gtcaatgcac
  3000841 atccaacgat tgtcattctg tgcttgagct tcttactgat gatcggtttc agcttagtcg
  3000901 ctgaaggttt tggttaccat attcctaagg gctacctgta cgcggctatt ggtttctcag
  3000961 taattattga gtcactgaac cagtttgcac aattcaatcg tcggcgcttc ctgtcaacgg
  3001021 ttagaccatt acgcgaacgt accgcagagg ccgttttacg gatgctcagt ggcaaacacg
  3001081 aagaagctga attggataac catactgcca atctgatcgc tgataatacc agcgaaggcc
  3001141 aggaagtgtt caatgcacaa gaacggcgca tgattgaacg ggtcttaggg ctggcacagc
  3001201 gaaccgtcag tagcatcatg acatcacgcc atgatgttga atatttggac ctcaatgacc
  3001261 caccagagaa attgactcag ttgctggcga aaaatctgca tacccggatc gtggttactg
  3001321 aagatagctc tactgatgaa cctttgggag ttattcacgt aattgattta ttgaaacaac
  3001381 aattagcgaa tgaaaaactc gacttgcggt cattaattcg ccaaccactt atctttcctg
  3001441 agcaagtttc attgctgatg gctctggaac aattccgtca ggcacagaca cattttgctt
  3001501 ttgtcgtcga tgagttcggt tctattgagg gggttgtgac ccttaccgac gtgatggaaa
  3001561 ctatcgcagg taatttaccc gtagcagggg aagagttaga tgcgcgccac gatattcagc
  3001621 aaactgaaga tggctgttgg atagcgaacg gttatatgcc gctggaagat ttggtgctct
  3001681 atttgccgct gccaattgat gaaaaacgtg aataccacac actggccggg ttactcatgg
  3001741 agcataccca gaggataccc aaagtaggtg aacaactgac cattggcgat tacttattcg
  3001801 aacctctggt ggtcaatagc cacaggatct taaaagtgaa gataacacca ttgaagattc
  3001861 ctgagccaga ttacgaagtg tagttaattg ataacgctat agattaggtg aattaacaaa
  3001921 agcctggaaa aataaatgat taggcccggt ggagaaacca tcgggcctat ctctttccac
  3001981 tacctatttc cactacctgt ttccaccctc tgtttccgat ggatggctta caacttatca
  3002041 agtgactttt tcagatcgtc cacacggcga ttttgttggt tacgttcagc ccactccccc
  3002101 aacgctttct tggcccgctg ctgtaactca ctacgcagca attgatcaac attcaattga
  3002161 taattgagct gggtccatgg gccataaata cgcaacggaa tatctgtatt ttgtaatgtt
  3002221 ttgacaaggc tactctgccc gttccaacct tgcataacgc gtacagctag attcatgtca
  3002281 cattgctgag ttgggagatt aagccccccg ctgcctttaa cggaaattaa cgacgaactg
  3002341 gcattgaggc cgctgacttt cactgcacct cggttcagcg ccagagaggc ttgcagttgt
  3002401 ttaacctcag tgtatcgctc atagcgttcc tgacctttga catcattggt actacgtgtg
  3002461 acagcctgtt gaatcaattg ctgaatattt aggccctgta accgggcatt attcatactg
  3002521 acttgcgctt ccccccgcca gcgatgttta aatgctgcga gattcacacc atctccagac
  3002581 aactgcgctt gcatggaaaa cttacccgtc attacctgcg gtaaacctgc agcctgcaat
  3002641 actggcccca attccatatg gtttatcagc ggattcaccg tagccaacac ttttttgccc
  3002701 gtaacatcca atgcccccgc gagtgagaag tccccctcca acgcattacc ggttaggcga
  3002761 gttacctgta agtcaccctg ctggttagtt gcctgtaaat tcaactggtt gatgttaatg
  3002821 ttgcgataaa ccacattatt ggcgacaacc gtcgtttgcg ccgtaaaatc acgtaatgct
  3002881 tgtaaatttt gccctacatc atcatctatc tgaatagcaa taaccggtgc tgtcgtgaca
  3002941 ggctgtttgg cttcgtcggt actggctgtt gaactcttcg gctgccaacc aaagatcgca
  3003001 tcaagattga gattatcaga ggtcaaatta accacgtagt caggcacatc accaaaggtc
  3003061 gccttaacac tgcctgccaa ttggttatta ttggcagtaa aatttaactg attaagtagt
  3003121 aattgctgaa tatcactctg ataactggct tccaacgccc ctccaccact gatcccccct
  3003181 gcaggaatat cagccccttc cagtttataa gtgaactggc tgatattggc actgaactgt
  3003241 cggggatatt gatgcatatc ggcatcaatg accattgaga aagttaagtc ccgctgattg
  3003301 cgattaacac ggctggcaag agtgacctgc acctgacgct gcccgccttg cttgagttcg
  3003361 agattgatat cccggacatt aatttggtcg ttgtcagaac gttgccaaat aagcaaactg
  3003421 tccgcgattt gaagtctatt gatgtctagc gtccagccac ggttatcgct cactggcgta
  3003481 ctgcccgcag gtgcaattgg ggcgaccggc gcatctatct gttgctgggc ctcgctgtca
  3003541 ggggtcaaac ggatcaccgc ccctttcaac atcacttgtt taacatccag ttgatgtgac
  3003601 agtaacggcc aaagtttaac atccaaccgc atattttcag cactgaccac cggttctagt
  3003661 gcgccaggtg cggttagcgc catgcgccca gcgataatgc tgagttgcgg ccagacgtgc
  3003721 caacgcaaat caccctccaa ctgcaagtgg taaccactct ttttctctac ctgtttgacc
  3003781 atataggcgc gaaaatcatt aggattcacc aacagcacta atgcgctcat acctgcaact
  3003841 aacacaatta gcaggataac taacattgtc agtaatcgtc tcatgacgtc ctcttgtcca
  3003901 aacaggctaa aattctcaat aaaaagaatg actagtccag actgctgacc aagtcaaatg
  3003961 aagggaaagc gaaccgttgg gattgtaagt ggcgtcagcc accggaacgt ccctaaggta
  3004021 cggtcaaccc tccactctct gagctataaa tcgcgttgcc aataacctca ctagtcttta
  3004081 tcaatacggc tcgccacagc cccttgttgg ccacgatatt ttgcatcttg gcggctatta
  3004141 taaggccggg ccgccgggcc ggagagaggt tcaaaactca gtgcgccaat caacataccg
  3004201 gggcgcaatg ccaatggcaa cttacctgaa ttatagaact ccaacacaat tcggccttgc
  3004261 cagcctggat caatacgatg tgccgtgacg tggaccatta atccgagacg tgctaaagaa
  3004321 gaacgcccat ctaaccagcc gaccaaatca tcggggatgg tgaccgattc caaggtgacc
  3004381 gctagcgcca actcccccgg atgcaaaaag aaagcttcac cctctggaag attgatttca
  3004441 tcactcatta cccgttccag agccgcgcta acttcatctt tcgggccact taaatcaata
  3004501 aatgccgcag tatgcccacg gaaaacacgg aattgattac ctaaacgaac atcaacagtg
  3004561 gccccattga ttcgctctac cggggggcgc ggttcaatac ctagcttgcc actatccagc
  3004621 caggcctcta tgtccctatc gcacagtctc attgctagaa tctccataat aattcgcatg
  3004681 ttacagcgtg tatgctacaa aaactgccat agaccacaga aactgtcata taaaggagca
  3004741 aaggtccaga cgaacgttac tcaaagaact gactgatttt cgcttttaga atatcgatcg
  3004801 caattctatt tttaccgcca cgaggaacga taatgtcagc atattgctta gatggttcta
  3004861 taaattgcag aaacatagga cggactgttt tctgatattg ggccataaca gagtccatcg
  3004921 aacggccacg ctcattgaca tcacgcttca ttctgcgcat caggcagata tccaatgggg
  3004981 tatcaacgaa gattgagaag ttcatttcct gccgtaagcg gatatccgtc agcagcagta
  3005041 taccttcaag aatgatcact tttttaggtt ctaaatgaac cgtttctttt ttacgtgtgt
  3005101 gctcagtata gctgtacaga ggcaattcaa cgggcttacc cgccttcaac gcctgcaaat
  3005161 gttccaacaa taaattgtgg tccatggcgc ttgggtggtc gtagttcgtt ttgacccgct
  3005221 cttccattga cagatggctc tggtctttgt aataaccatc ttcaggaata acaccaatat
  3005281 gttggtcgcc tacttgttca cgtaattcgc gatacaacgt gctggcgata agactttttc
  3005341 cggaggcaga agcacccgct atcccaataa tgacgcactg atgtgctttg tcagtcataa
  3005401 aattaaagac ctgattacga agtgtgaagg gagacaaagc acacgaagtg cttcgagcgg
  3005461 caattataag gagttagcag gtgtgatacc agtgctaagg caaggctttg gcggccacac
  3005521 agaagaataa taccaaggaa ggaggcaatc tctggctatt taagccgatc ttgagccgga
  3005581 agcatcattg aatgaccttt ccggctcagt gtgttacgcg ctcaattcag cgaaaactgc
  3005641 cattacaccg cacggaatga gatttctgtc ggtatcgcct cgccttgcca atacatctcc
  3005701 gcagcgacat tagccgccaa ctgacgataa atatcagtaa attcgctatc aggacggctg
  3005761 acgactgttg gctcgccgcg atcaaggtct tcgcgcagtg aaatatgcag cgggatctgg
  3005821 cccagcagtt tgcaatggta tttctcagcc agtttctccg caccaccggt accgaaaata
  3005881 ggctccagat gaccgcaatt gctacaaaca tgcatactca tgttttcaac aatgcccaac
  3005941 accggcacat gcactttttc aaacatcacg atgcctttca tggcatcgat taaggcaata
  3006001 tcttgtggtg tggtcaccac caacgctccc gtcaccggaa tattttgtga cagcgtcagt
  3006061 tggatatcac cggttcccgg tggcatatca atgaccaaat aatctaaatc cggccacaag
  3006121 gtatcttgca gcatctgcat caatgcctta ctggccatag gaccacgcca caccatggcg
  3006181 ttctcttcag taaccaaata gccaatcgag ttagttgcca taccatgggc cataattggc
  3006241 gccatatgct tgccatctgg cgatgttggc cgctgattca tcgtacccag catgtttgga
  3006301 atagaaggac cgtagatatc cgcgtcaaga atacccactt tcacgccccc ttccgccaac
  3006361 gacagtgcca ggttaaccgc agtactggat ttacccaccc cgcctttgcc ggaactgaca
  3006421 gccaaaatat tacgtacacc ttttacacct ggttgatcat tagcacggcg taatgtggtg
  3006481 atgttatgag aaagtttcca gtcaatggcg ttggcaccgg ttaccgccag taactcttcg
  3006541 ctgaccgatt ctttcagtat ttcaaaacca aattgccagg caaaaggcat caccagctcg
  3006601 atatgcaaca cattgtccaa caaggcacag tgatgaatgg cgcgcagtgt gttcagatcc
  3006661 ttttgcaagg tcggatgggt gaaggccgta aggaccttta aaatttgtga ttgcagcagg
  3006721 ccaggtgttg tctgctcggg ggatttttcg ctcatcccgg ctccttgaaa ttatcgttat
  3006781 caacctaaaa acaacattca ttagtgtacc agaactcagc cacacctgtg tgagtctaca
  3006841 gtagagaata cgtaatatgt atgcataatc ctgatggcta atggctgcat tatcaaaatc
  3006901 caccagcaga acctttcaga cttaaggtgc agtacccgct cccttgccct agcggcaaac
  3006961 tcgcttatcg gttaacatca aaggcccttt aatcaacata aagaaagcaa tttcccacta
  3007021 tggctcaagt cgcgaaaaaa atattggtga cgtgcgcgct accatacgct aacggttcta
  3007081 ttcatctcgg ccacatgctc gagcatatcc aggcagacat ctgggtccgt ttccagcgaa
  3007141 tgcgcggcaa ccaggttcat tttatctgtg cagatgatgc ccacgggact cctatcatgc
  3007201 tgaaagctca gcaaatgggt attgaaccag agcagatgat tgccgaaatg agccaggagc
  3007261 accaacagga tttcgccggt tttgctatca gttatgataa ctatcactcc acccacagtg
  3007321 atgaaaaccg tgaactgtcg agcctgatct atggccgtct gaaagccaac ggttatataa
  3007381 agaaccgtac tatttctcag ctctatgatc ctgagaaagg catgtttctg cccgatcgtt
  3007441 tcgtgaaagg cacttgccca aaatgcaaag ccccggaaca gtacggcgat aattgtgaag
  3007501 tctgtggcgc aacctacagc ccaactgaac ttatcgaccc caaatccgcc gtttctggtg
  3007561 cgacaccagt gatgcgtgaa tctgaacact tcttcttcga tttaccggct ttcagtgaca
  3007621 tgttgcaagc ctggacacgc tcaggtgcgc tgcaagaaca agtcgcaaac aaaatgcagg
  3007681 aatggtttga ttccggcctg caacagtggg atatcacgcg tgatgcccct tatttcggtt
  3007741 tcgaagtacc ggatgcaccg ggtaaatatt tttacgtctg gttagatgcc ccaatcggtt
  3007801 acatgggggc gtttaaaaac ctatgtgata aacgtggtga cctggatttt gatgaattct
  3007861 ggggtaaaga cgccaaaact gacctctatc acttcatcgg taaagatatt gtttacttcc
  3007921 acagtctgtt ctggccagcc atgttggaag gcagtaactt ccgcaagccg acaaacctgt
  3007981 ttgtccatgg ctatgtcacg gtaaacggcg cgaaaatgtc taaatctcgc ggtacgttta
  3008041 ttaaggcggg gacttacctg aaatatctgg atgcggattg cctgcgttac tactacgcgg
  3008101 cgaaactctc ttcgcgtatt gatgatatcg atttaaatct ggaagatttc gtccaacgcg
  3008161 ttaacgccga tatcgttaat aaagtggtga atctggcctc acgtaatgct ggttttatca
  3008221 ataaacgctt tgcaggccag ttagctgacc aattggctga cccggtgttg tataaaacat
  3008281 tcaccgatgc cgcaaccagt attgctgatg cttataacaa ccgtgagtca ggtaaagcca
  3008341 ttcgtgaaat tatggcgcta gctgatgtgg ctaatcgcta tgttgatgaa caggctccat
  3008401 gggtggtcgc taaacaagaa ggccgcgatg ccgatctaca cgctatctgc tcgatgggga
  3008461 tcaacctatt ccgtgtcctg atgacctatc tgaaaccggt attaccctct ctgacagagc
  3008521 gtaccgaggc cttcctcaat accgagctaa cttgggatag cattgaacaa cctctgctgg
  3008581 gccactctat caccgctttc aaggcactgt ttaatcgtat tgatttagac aaagtaaacg
  3008641 aaatggtcgc ctcgtctaaa gaagatatgg cacctgcaac cagggttaca ggcccgttag
  3008701 ccgatgatcc aattcaggaa accatcagtt ttgatgactt tgccaaagtt gatatgcgaa
  3008761 ttgcgttgat tcaacaagcc gaatttgttg aaggctcaga taagttatta aaactaacac
  3008821 ttgaacttgg aggggagacc cgccaggtat tctcgggtat ccgttcagct taccctgacc
  3008881 caaaagcctt ggaaggccgc atgaccgtga tggtcgctaa ccttgccccg agaaaaatgc
  3008941 gctttggggt ttcagaaggc atggtgatgg ccgcaggccc cggaggtagc gatatcttcc
  3009001 tgcttagccc tgacagtggt gcgcagccag gcatgcaagt gaagtgattt tcttctggcg
  3009061 actaagcgaa gatacaatag ataactgaaa gatccttaaa gaaataaata tcctccggca
  3009121 tagccggagg tttttcatat gcgcctataa ggctctgtta ccagccgcgc cctaacaggc
  3009181 gcatcgcgat ctgacatttg catctatgga ttacttacgg cccgtaaacg ggctaccggg
  3009241 atacgggatc gagagttgct cacccatttt atcctcttcc aattggtgct ttatgtattc
  3009301 ttgtatcctg gccgtgtttt tccctaccgt atcaacgtaa taccctcgac accaaaactc
  3009361 cctgttacgg tatttgaact tcaaatcgcc aaactgctca taaagcatca gactgctctt
  3009421 tcccttcagg taccccataa atcccgagac actcatcttg ggcgggatct ccagaagcat
  3009481 atggatgtga tccacacagc attctgcttc caggatattc acgtttttcc attcgcacag
  3009541 ttttcttaaa atactgccaa tcgctctgcg tttttccctg tagaacacct gccttcggta
  3009601 cttcggcgca aaaactatat gatatttaca gttccatcgg gtgtgcgcta agctcttttc
  3009661 atccctcatt gggaccccct tttgatttct tgttgaacat ttgcagttgc cagaccgcaa
  3009721 actgttttaa caaatcaaaa ggggttttta taactgaccc aaagctgaaa gctttactga
  3009781 acccccagcc tagctggggg ttttctgggc acaacaaaat gccggtctgg ggtaacccta
  3009841 ccggcatttt tatgattgaa acccgtcatt tccaacgaaa aatgtctcac tcatcttttt
  3009901 ttaatggttg ccgtgtgcgc tgccactcct ccaaccaaaa taacatattg ataaataagc
  3009961 ttaatgagaa aataataaat aacaaactgt ccagtaaaga tattttaatt agagcacgaa
  3010021 caataatatt tttatgatac tttatgtcca caaaaccaga ggaaaaaaac caaaacaacc
  3010081 caacaccgcc taatgcattt aatgccacaa cttgccagcg ccacttggac agtaaaaaga
  3010141 aaagccacga taacgacatc aaaaagataa tcgcatcatc tagatcaaac cacacaaaaa
  3010201 aagtcagata taacccacta aagcaaagta gtgttaaacc aaccggatac tcgtgaggta
  3010261 atatattgga ctgctgtttc ttacgttcac aactcggggg cgtatcgaca taaatattaa
  3010321 taaatataag ataaagtaaa aatgccccag ataaaggtat ggttaatgga ttcagtgaaa
  3010381 aacaagtgat caacgggaaa aggtgaaaaa ccaatagata ctggctcaac cgttgactag
  3010441 caaggcgcgc ggcacagggc agcagcagga ccagtgacaa agtcgcaggt aaaaggcgga
  3010501 taagtgcatg taataactca tcgtgtgatt caggtaataa tacggccaag acgataataa
  3010561 gaacaattaa tatgaataaa tatcggataa aaattaataa aaaatcactg cgcgatatat
  3010621 aaaaataggc agtatcttat ggtttttgga atttagccat gttatatgtg tctcatccct
  3010681 tcttgattta catagagtgc taatcttacc catggtgact ttaatccttt aaacatcatt
  3010741 agtcatttat ttaacaaaag caaagaaaat acacagatga acgagcgttt tcacgcgctg
  3010801 tttgacatct attctcatga ttattgcagt tgtattttat ttataataac acactacgcc
  3010861 attagcgaaa taagatatta acttttgaat ttataagtta aataaattta atagataacg
  3010921 agaaatatat aagccttgtt aaaagcaagc ctactcacgc gataccaccc catccacccc
  3010981 tttcaggacc atttttgctg cttatttagg ctatccaaac taaaagatat aacgtgatcg
  3011041 aaaaacttat aacaaagtta attcattatc aaaatagtta tggttatgat gctagacttg
  3011101 aaccaacgga cgtctagaag caaagatagc tataataaaa gtatttacaa acacatgatg
  3011161 cctgtaacca tatgattcct atactaacgg tcattataaa acaacaacac attgcataac
  3011221 ttaccgacac catgatggag ttcctgatga aaaaaatcgc ttaccctata ttggctttga
  3011281 gcctactcac agcactgccg gtatttgctg ctgaccccgt cacattagct ccggtaccgg
  3011341 acgctatcgc caaccatcaa ggtcagatta aaattgcggt aatccgtaat ttaggctccg
  3011401 atgacaacac gacacaattc ctgtccggtg tattaaaaga aggcaaaaag ctgggcttca
  3011461 aagtggatac gtttctgagt aacggcgacg acgctcgctt tcaggacttt gtcaatcagg
  3011521 ctattagcca gaaatacgac ggtatcattc tttctcaggg ccgcgacccc tactcaacag
  3011581 agttggtaaa gcgcattacc gataatggaa ttgccgtatc ggtatttgac actgctattc
  3011641 agggcgagat tccggggctg acagtcactc aacaggatga cgcctcatta accaatgaat
  3011701 ccttcggtca gttaatcaaa gacttcgatg gtaacgccaa tattatcaag ctttgggtcg
  3011761 caggtttccc accaatggaa aggcgccaag ccgcttatca agcattgcta aagcagaatc
  3011821 ctgggattat tgaactggaa tctatcggtg cagtttcctc tgatgttcag ggtgataccg
  3011881 ccaataaagt cggcgcggta ttggcgaaat acccaaaagg taaaatagat gcaatctggg
  3011941 gaacttggga tgccttcaca cagggcgctt ataaagcctt acaagaaaat ggccgcactg
  3012001 agataaaact gtatagcatt gatatttcga atcaagactt acaacttatg cgcgaagcta
  3012061 atagcccatg gaaagtcagt gttgcggtag atcctaagct aattggcgcc attaacctgc
  3012121 gcctgattgc caagaaaatt gcgggggaaa ccacacctgc cagctatgaa ttccgcgcgg
  3012181 cttccattcc tcaggcattg ctagccagcc aacctggccc ggttaatgtg gcgggtttaa
  3012241 gtaagattat ccccggttgg ggtcagtctg atgatttcaa ctctccttgg tttgcgaccc
  3012301 ttgcagccca aaatggtcaa tagatttgga gtaagtattg atggcaacac aaggttcctt
  3012361 gccgatacct gaatacagcc gcaatatgcg gctgattggt cacagtgacc aaggtggcaa
  3012421 accagacggt gtacaagtta tggtgcatag gggctatgcc tatgtcggcc atatggtatc
  3012481 gaaaggcgta tcaattattg acgtaaggga tgccaaaaac ccgcgtcccg caggtttcat
  3012541 cgctgcgcct ccgaatacct ggaatgtgca tctgcaaact catgatgatc tgctgctggt
  3012601 gattaatgca cgcgacctat ttgccgatgc ccgttttgcc gaagagaaag tctattacac
  3012661 ccgttcagtc gccgaaacag tcagcacgcg tcaggaaggc cgcaattgga gcgcgggttt
  3012721 acgtattttt gatatttcaa cgccagacaa gccacgagaa atcagtttct taccgcttga
  3012781 tggcattggt atccatcgaa tctggtatgt cggtgggcgt tgggcgtatg tatcggcact
  3012841 gttagatggt tatagcgatt atatcttcct caccattgat ctggctgatc cgcaaaagcc
  3012901 acaggttgcc gggcgctatg cgttacctgg tatggatact gcggcaggtg aacagcctaa
  3012961 ctggccagca ggcaaacgct atgcgctgca tcatgccatt attagtggcg ataccgctta
  3013021 cggcagttgg cgtgatggtg gcctaacctt attggatgtc agtgatcgtc acgaaccgaa
  3013081 actaataagc caccgtaatt ggagcccccc ctttggcggc ggtactcata ctgctttgcc
  3013141 actccctgat cgtgatttat tggtagtact ggatgaggcc gtgctggata accaagaaga
  3013201 tggcgagaaa catatctggg tgtttgatat tcgtgaacca agtaacccgg tgagtatttc
  3013261 aacgtttccg gttccggaag aacgagatta tataaaaaaa ggcgctcatt ttggcccaca
  3013321 caatctgcat gaaaaccgcc caggtagttt tatcagttca tctctgattt ttgctactta
  3013381 ccaaaatgct ggggtccgag cttacgatat cagtaacccc tataatccaa aagaaactgg
  3013441 cgcgttagtt ccagcagccc ccgaaaaaat gatggataag cgccctggtc gcccacaaat
  3013501 tattcaatca tgtgatgtat ttgttgacac tcaaggcatc atctacagta ccgattataa
  3013561 cggcggcctc tctatcatcg aatatttagg ttaactatca atcacccaag ttaaccatca
  3013621 agtagtttgg atgtttatta accacttagg ttgatcgtaa actccttgag ctaatcagaa
  3013681 actacttggg ataaccagaa aatacttgga taactagaaa atacttggat aactagaaaa
  3013741 taatagcaga tcggctctgg ccgaactgct tcctgcaaaa attttccttt cgcccccctc
  3013801 tctttattat cacaatagtt tactgtattc agctgagtcg ccaaaagtct agcaggcccg
  3013861 ttttttgctt aaatttcgca aaaaagcaat tgattattct ataaatcact aaaaataaga
  3013921 aaatacatgc aaagattctc atcgcgcgta accaatctgc tgattgcttc gttggtgttg
  3013981 accatagggc gtgcagttac cttaccgttc attactattt atttggtcga gcattttcaa
  3014041 ctggccccag ataccgttgg cctgctattg ggtgccagtt tagccttggg tatttttacc
  3014101 agtctgtatg gcggttatct ggtcgataaa tttaataaaa aacgattgat tttactgacg
  3014161 ataatcctat tctcagccac tttttttgca ttaccgtgga ttgaacatcc cgcttgggtc
  3014221 attttaactc tggcgctact gcattcggcc tactcagtct acactatcgc ggtaaaagcg
  3014281 tgctttgccg actggctacc ggtcaatgaa cgtattaaag cgttttcagc caactacacg
  3014341 ctggtcaatg tgggttgggc tatcggcccg gtaatggggg tattagtggt gggtttcggc
  3014401 ccacaactgc cttttatcat ttcaggcgca ttggctttat tggttgctat cgtgctgaaa
  3014461 ttcaggataa atgacgccga tatgttagcg actgaacggg tgtctagcga atcagtacct
  3014521 gaccttcgcc aaacattcaa tatattgcgt cacgataagc ggctgattta ctttacgctc
  3014581 ggtagcctgc tcggcgccat ggtattcgct cagttctccg gttacctctc ccaatatctg
  3014641 atcacggtat tcgacgccaa atttgcttat caggtgattg gggcggtaat gaccgtcaat
  3014701 gcgaccatcg tcattgctct gcaatatcta ttaagccgcc ggatgaacca acagaatttg
  3014761 atgcgttggc tcatgatagg caccctgttc tttattattg gtttgctagg atttatggta
  3014821 gctcaggatt ccattccgtt atggatgctg gcaatggcca ttttctcatt gggcgaaatt
  3014881 attgttattc cagccgaata cctgtttatc gactttattg ctccagcaaa cctcaaaggc
  3014941 agttactatg gggtgcagaa ccttggtcaa ctcggcggag caattaaccc ggtactctgt
  3015001 ggttttctgc tagcctacac ggtgcccgaa atgatgtttt atatgctaat tattgcggct
  3015061 actttaggtc tggtgctctt ctatcgcggc taccatttgg caaaatagcg accaaataag
  3015121 gcattgaaag tacgctatcc cgatgagaga aaataatttg tatgcgcgct cacccaaaaa
  3015181 ctcccgtcgt cagaatacgt taggtggccc ccgacgcttg actgatttat cacccggaga
  3015241 atctaccgtg agtgtcattg catcattaat gctattcata gtgtgatggg tagcacagaa
  3015301 caaaagttaa ttgtatgatg attgcgttaa gtcacccagg acaatatcta tgcgtaatat
  3015361 gatgtcactt tgctggcagt acctgcgagc tttcaccatt atttacctgt gcttatgggc
  3015421 agggaaagct ctggccttac ttctgccgat tgtcatcccc ggcagtatca tcggcatgtt
  3015481 gattctgttc gtcttactca ccttgcagat tttaccctca ccttgggtaa aaccaagctg
  3015541 ccagttactg atccgctata tggcgctact gtttgtgccg ataggcgtcg gagtcatgca
  3015601 atattacgaa cagctcacta aacagttcgg tccgatcgtg gtttcctgct ttatcagtac
  3015661 cttaattgtt atgttagtgg tggcctatag ctcacattat gtccaccgtg accgcaaagt
  3015721 cattagccct tcaacaccga ctgaggggga aaaatgatca gcaatctatg gtggtcactg
  3015781 ccgttaacct taatagtgtt ctttggtgca cgccagctat cccgttgggc gaaaatcccc
  3015841 ctactaaatc cactattgat atcaatggtc gttattattc cattgctatt agtcacgcat
  3015901 atgccttacg ccaactattt tgctggtagt aaaattctga atgacttgct acaacccgcg
  3015961 gtcgtggcgc tcgcttttcc actgtatgag cagctacatc agatccgcgc cagttggaaa
  3016021 tcaattattg ccatttgctt tattggcagt atcactgcca tggtcagcgg tacagcgata
  3016081 gccctgtgga tgggggcaac gccagaaatt gcggcgtcca tattacctaa atccgtaacg
  3016141 acaccgattg cgatggcagt ggcagagtct cttcatggtt tacccgctat tagcgcagtt
  3016201 tgcgttattt ttgccggtat tttaggggcg gtgtttggcc acagtttgct gaatttatta
  3016261 aaaatcacca ccaaagcatc ccgtggattg gcgatgggga cggcgtctca tgccttaggg
  3016321 accgcccgtt gcgccgaact agattttaaa gagggtgcgt tcagctcttt agccctagtc
  3016381 atttgcggga ttatcacctc actactggct ccgttcctgt tcccggtcct attacatttg
  3016441 tttggttgaa cccactttcc cctggcgtga tagcgacgtc agggtctgta atccttatca
  3016501 gaccttatca gagccgccaa ttatcgttaa ggtctaagct gtagttagga tttaaagcct
  3016561 tagctaggat ctaaaaccat agccagagtc taaaaccata tccagtgcct gcgatcatga
  3016621 tgtgggctgt caccattact tgcctataaa cttgagataa gtctcccatt ttgaatttta
  3016681 attacatgaa tttcataaat aatgagatat aaatcacaat tacaggtttc caatctgcct
  3016741 agactagtct cctgcgacta ctggagagaa ccttatgcaa gcacgttttc acacctcttg
  3016801 ggctgagtta cccgcctcat tacaattcgc actagaacct attctgagcg cagaaaactt
  3016861 ccctgctatg ctgaccgctg agcaagtgaa aacagtaaaa aatatcagtg gcctggatga
  3016921 tgatgccttg gcttttgcct tgttaccgct agcaaccgct tgtgcgctta cgcctatatc
  3016981 ccattttaat gtgggtgcca ttgcccgtgg aaaaagtggt aatttttatt tcggtgccaa
  3017041 tatggagttc cgtggtgtac cactgcaaca gacgatccac gccgagcaat gcgcggtaac
  3017101 ccatgcctgg ctgcgtggtg aaaccaatct ggttgcgatc actgtcaatt acacgccatg
  3017161 tggccattgc cgccaattta tgaatgaatt gaacagtggg tctgaattac atattcatct
  3017221 acctggccgc ccgccatcaa cactgggcca atatttacca gactcttttg gaccaacaga
  3017281 tttagcgatc acaacacttt tgatggaccc cgtgaatcac ggttacacgc tagcagaaac
  3017341 cgatcccctt acgcaggcag cgttaaatgc tgcaaatcat agccatgcgc catacagcca
  3017401 atcccacagt ggtgtggcac tagaaaccac caatggaaaa atttatgctg gccgttatgc
  3017461 tgaaaatgcc gcctttaacc ctagcctgcc ccccctgcaa gccgcgctaa tcttggccaa
  3017521 tatcaccggt gagaattgtg cgtcgatccg ccgcgctgta ctggttgaag gccataacgc
  3017581 agtcacgagc cagtgggata caaccttggc gacattgaac gccttgggct gttcagcggt
  3017641 aaaacgcgtg acgttttaat accataacaa cttattgatg gtcggggtta ggcgactagc
  3017701 ccccctcccc acaatcaagc atggcgatat gaaaacactg gaaatctctt tcacagcgat
  3017761 ttgggttagc cgtcaatcaa tcggtgccaa tgtaataaca taaacagaaa ataatcgaag
  3017821 gtgtttaatt acaaaatgcg tagctgcccg cgtacattat gcagcgcttt agcttccagc
  3017881 aattaaatct gtaagttaac tcgcactttt acgggcaatt gtcataattt gctaacaaat
  3017941 gctgtacata tttttcttat cttttaggat cggggtaaca attgctattt gataacgttt
  3018001 aagagtaaga actcatggaa cttgaatacg aaagtaagcg ccccctgtac atcccctacg
  3018061 ctggtccaat attgctggag ttcccacttc tcaataaagg cagtgctttt accaatgatg
  3018121 agcgtaatca tttcaatcta catggcctat tgccagaagc ggttgaaacc attgaagagc
  3018181 aagcagagcg ggcttaccgc cagtatcagg attttaaaaa cgacgacgat aagcatattt
  3018241 atctgcgcaa tattcaggat accaatgaaa cgctgtttta tcgtctgcta gaagctcacc
  3018301 taagtgagat gatgccaatt atctacaccc caaccgttgg ggaagcgtgt gagcactttt
  3018361 ctgatattta tcgccgtgca cgcgggttat ttatttccta tccgaaccgc gaacacattg
  3018421 atgacatgct acaaaatgcc accaaacaaa atgttaaggt tatcgtcgtc actgatggcg
  3018481 agcgtattct gggccttggc gaccaaggta tcggcggtat gggtatccca ataggtaaat
  3018541 tatcgttgta taccgcatgc ggcggcatta gcccagccta cacgttgccc gtagtacttg
  3018601 atgtcgggac aaataaccca caacggttga atgacccact gtatatgggc tggcgtcatc
  3018661 cacgaatctc cggtgacgag tactatgcat ttgttgatga atttattcag gcggtaaaac
  3018721 gtcgttggcc aaatgtcttg ttgcagtttg aagattttgc acagaaaaat gccaccccgc
  3018781 tgctaaaccg ctatcgcgat gaattatgct gtttcaatga tgatatacaa gggaccgcgg
  3018841 cagtcactct gggtagcctg attgccgcca gccatgctgc gggtagccaa ctgcgcgacc
  3018901 aaacagtcac cttccttggt gctggttccg cgggttgtgg tattgccgag cagatcatcg
  3018961 ctcaaatgat gtcagagggc ttaagcgaaa tacaagctcg agcgcggatc tttatggtcg
  3019021 accggtttgg tctgctgaca gataaactgc ctaacttgct cgatttccaa agtaaattgg
  3019081 tacaaaaaag tgacgaccta caccactgga atctgcacaa tgatgcgatt tcattacttg
  3019141 atgttgtccg taatgccaaa ccaaccgtac tcattggggt ttcaggtcaa ccagggctgt
  3019201 ttactgaaga gttgatccgt gaaatgcaca gccattgcgc ccggcctatc gtcatgccat
  3019261 tgtctaaccc aacatcacgg gttgaagccc gaccagaaga tattatcaac tggaccgatg
  3019321 gcgcggcact ggttgccaca ggtagcccat tcccaccagt cagttataaa gaaaaactgt
  3019381 atcctattgc tcaatgtaat aactcttaca tcttccccgg tatcggcttg ggtgtattgg
  3019441 catctggtgc gagccgtgtc acggatggca tgttaatggc tgccagccgg gcattagcag
  3019501 agagctcacc actcgcacgt catggcgaag gggccttact gcctaatatc gatgatattc
  3019561 aggcggtatc gaaagctatc gcaatgcggg tcggtcaagc cgctcaatta caaggtgttg
  3019621 ctattgtgac ttcggaagaa gcgttgtcta aagccattga gcacaattat tggcaaccac
  3019681 agtaccgtag ctataaacgc acctcgtttt gaatataatc cggcctgtgc tataccgcag
  3019741 gccgggtact cagatgctat ccaccaccgt ttttctaccg tggtcacttt taacaaaaac
  3019801 agcgttgaac aaaaagttac ttgtaacccc aaagcacatg cgtttattaa tgaatcacct
  3019861 ttatcaataa agtgttttta taaataactc tcatgccaag gaaagaaact gtctgcacgt
  3019921 cttgcacagc ataggcaggt aaagtagcct tgccaatatc gccagcaagt tgcacaaatc
  3019981 aaaggccaga gaatgtggaa acgcctgatt attagcttaa ttatcatcat tggattattg
  3020041 atggtgacag ctattgcgct cgatcgctgg atcagttgga aaactgcgcc ttttatctac
  3020101 gatgagctcc aagaactgcc tcaccggcag gtcggtgtag tattaggtac agcgaaatat
  3020161 tttcgtaccg gtggcattaa tcagttttat caataccgca ttcaaggggc aataaacgcc
  3020221 tataacagcg gtaagatcag ctatttattg ctcagtggtg ataatgccca gcacagctat
  3020281 aacgaaccaa tgaccatgcg ccgcgaccta atcgctgcag gtgttgctcc cgcggatatc
  3020341 gtgctggatt atgcaggttt tcggactctg gactccattg tgcgcactcg caaagtcttt
  3020401 gatactaatg atttcattat tatcacccaa cgttttcact gtgagcgggc attatttatc
  3020461 gccatgtaca tgggcattca agcacaatgc ttcgcagtac cttcaccaaa aaatatgctc
  3020521 agcgtgcgag tacgggagat ttttgcacgc cttggtgccc tgtctgacct ctatattctt
  3020581 aagcgggaac ctcgctttct tggtccattg atccccattc cggccgtgca tgtgatacca
  3020641 gatgacgcac aaggttaccc agcggtaaca cccgatcagt tagtcgaact ggagcgccgg
  3020701 ttggcagaaa agaaacaacc aagccaatga agtgcctcgc agggcgacaa aaataccgat
  3020761 aaccggtctc gagaaccacc tgtcaataac ttcagtcagt tgggctttca ccctgactga
  3020821 ctcagaccgc cgacaaaacc cgatgactcg atctaaaacg gtgagaatag gcagaggaat
  3020881 aaagcatccg cgccacggtt cgtgcggctc gagcccccag ggaagctatt tttatgtagg
  3020941 gaagcgggcc tgcctatttc tctccgccgc aggcactttg tcattaactt cagccagtag
  3021001 ggctatcgcc ctgactggct tttactttat tcctgacgta actgtctatt tgaaatggtt
  3021061 gtatgtctga aatagtgata tacacgaaat agtgatatgc ctgaaatagt gatatatgta
  3021121 cgtctgaact aacagtacgc cagagctgat cgtgctttca cgaacaacaa ccgactattt
  3021181 cttcttcgca tacttcagtg aatccaacgc aaccgcaaag atgataatcc cgcccttgat
  3021241 aatgtattgc cagtacgggt tcacaccaat atacgtgagc ccatagttaa tgacagtgaa
  3021301 gatgataacc ccggtcacca cgccgatcac ggtaccgacg ccaccactga aggacacccc
  3021361 acccaccacg caggctgcta tcgcatctag ctcatacata aatccgagat tgttcgtcgc
  3021421 actgccgata cgccctgctt ccagcatacc gccaaaggca tagaacaccc ccgacaatgc
  3021481 ataaatcatg atcaaattca gtggcacatt cacaccagag actttcgccg cctccgggtt
  3021541 gccgccaata gcaaaaatat tcttgccaaa acgggtctta ttccacagta cccatacaaa
  3021601 cataattgct attaaggcgt aaaaggtaat ataggacagt ttaaaatcac caaaccgcaa
  3021661 gaaaccttga gcaaaagtcg aaaaagcagg atcaaaaccg gcaatcggtg aagcaccgac
  3021721 aaaatcgtaa tacagcgagt taacgccata aacgataatc atagtgccta atgtggtaat
  3021781 aaatggagtc acattcaggt acgcaataat tataccgtta atcaaaccaa taaccgcccc
  3021841 aatcaggcag acaacgagaa tgaccactgg aataggtaca gtctgcaagt ccgggaaaac
  3021901 tttattcacg ttatccatcg attgtagcat tgtcgcagcg accactgcgg ctaaccctac
  3021961 ctgacgacct gcggacaaat ccgtgccttg ggtaacaatc aaacccgcga cccctaacgc
  3022021 gataataata cgcaccgaag attgagtcag aatgttactt aaattcatca aacttaaaaa
  3022081 agtcggatcc ttgataataa taattgccaa tagcacaaac aacaccacat aaatcccgct
  3022141 ctctttaaag taagtgagca tatctttctt atttaacaca ttcataataa gaaccttcaa
  3022201 ctagattaga gatgcaagga tgcaaggcgt aatatttcat tttgcgtggt ttgcttggta
  3022261 tcaacaatgc ccgcaacctg accgttactc attaccagta ttctgtcagt aatccctaat
  3022321 aactcaggca tttcagagga gataataata atccctttgt ctttcttcgc cagttcagtc
  3022381 attaactgat agatttcaaa cttagcgcca acatcgatac ctcgagttgg ctcatccaac
  3022441 attaatattt ctggctgcgt gagtaaccag cggccaataa taaccttctg ctgattcccc
  3022501 cccgacaaag aaccaatatt tgtccgatgg cctggcgttt ttacccgcat cgcatcgata
  3022561 acccactggg tatcactttt catgcgagtg ttatccagca gcccaaattt atttttgtag
  3022621 ttacgaatat tagagatcag ggagttaaaa ctgatatcga gataagcgta gatcccggtt
  3022681 gaacggcgct cttcagtcac taaggcaaaa ccgtggttaa tggcttcgtt agcgctgtgg
  3022741 ttattaatat tcttaccatg caatttaatc gtgccggtca ctttttctcg gataccaaat
  3022801 aaagtttcaa cgatatctgt gcgtttagcc ccgaccaagc ctgcaatccc caggatttcc
  3022861 cctttatgta aatcaaagga aacatcgcgg atagagggct ggcgcaatga ggtcagattc
  3022921 ttcacctcaa gaatgacttc accgggcttg ttcaggcgat caggaaaacg ttggctcaga
  3022981 gagcgaccga ccatcattga aatgatctga tccatcgtca aaccatccaa aggctgggtg
  3023041 gtaatccact gaccatcccg cagaatagta atttcatcgc acagttggaa tatctcttcc
  3023101 atcttgtgag aaatataaac gatgccgcag cctcgcgcct ttaactttcg gattatggtg
  3023161 aataaatggt tcacctcttt ttctgttagt gaagaggttg gctcatccat aatgacgatt
  3023221 tttgcattgt aagaaaaagc cttggcgatc tcgatcattt gcatctgaga taccgataac
  3023281 gtggctactt tatcgcgcgg atcaatatca atatctaatt catcaaagat ggcctttgtc
  3023341 tctttataca tcttgtcttg atcgacaaaa aaacctttgg ttggatagcg ccccaaccac
  3023401 atgttgtcca ttactgtacg ttgcaacacc aagtttaatt cttgatgtac catcgaaaca
  3023461 ccctgttcta atgcttcttt agaactttta aattcaattt cttgtccctg gaaaataata
  3023521 cttccggaat cttttttata gataccaaac agacatttta atagcgttga cttacctgca
  3023581 ccattttcgc ccatcagtgc atggatagaa tagggccgga ctttaagatt aacgttatct
  3023641 aacgccttca cgcctggaaa tgatttatca atattgctca tttccagtaa ccagtcacga
  3023701 ggttgtgctg tattaatatc ggccataatt acacctggct aagaactgct acttgcctat
  3023761 tggtgatatg gagtaccacc agaccagcgc aatctttaaa ataagaaact atgtaacaga
  3023821 taaccttcag ccccggcatt gaacgcccgg tatatagcca tagtatttga cgctacagga
  3023881 ggaccagttg ccctcctgca cgccaataat tttgggtcta tatttttgcc taataaatat
  3023941 atcttgtcac agtgattatt tagtgaattc agccagatta tctttatcaa cacctacgta
  3024001 tggaatacgt acgattttgt tttcaatttt ccacgttgtc ccttctgctg caggtttgcc
  3024061 agccgccaga tttttagcca agtcaaaggt cgctttcgcc tgattattgg catcattcag
  3024121 cactgtaccc gccatttggc ctgatttaac cagcgctaac gcttctggta aggcatcgac
  3024181 accaaagact ggaacgctgg ttttattgtg tgctttcagt gcttctactg cacccattgc
  3024241 catcgcatca ttgttggcaa taactacttc aattttgttt gcattaggac cagacagcca
  3024301 tgcatccatc ttatctttag cctgtgcggt atcccacatg gcggtgtcta actgcaattg
  3024361 ttgggttggc aagccttttt cattcagggt cttaataaca taggtagtac gcgcctctgc
  3024421 atctggatga cccggttcac ctttcagcaa cacaaactga attttaccat ctttgttcag
  3024481 atcccactct ggattagctt gccaatgttt agcgatcagc tccccctgaa taaccccaga
  3024541 ttctttcgag tcagtcccga cgtaataagc tttatcgtag ctatccaatg ccttgcgaga
  3024601 aggttctttg ttataaaata caatcggaat atcatttgaa cgtgctttat caattacaac
  3024661 tggggccgca gcgggatcaa ccaggttaat tgccaaagct ttcacgccct tagccagcaa
  3024721 tacgtcaatc tgatcatttt gcttggattg gtcattctgg gaatcattca tcagcagagt
  3024781 gatctcaggg gaagctttcg cgtctttttc gatagctttg cggaccactg acataaagtt
  3024841 gtcatcatat ttataaatag taacgccaat acgggtttca gcttgagcgt atgcgccaac
  3024901 catcatgctg gtaaccaaag ctgctaatgt gaaaaccttc ttattcattt gtatctccgg
  3024961 gtttatgtag ggtagtacaa ggtgataaca ccgtgcctta acgaaaaaag catcgtctaa
  3025021 agctactggc aactgaatat ctatcgtcca tgacttcact ccactccgaa aaaaccgcct
  3025081 gattattcaa aagccatgtc atttacagac ttgccatgtt atgcggaaca cgcatctgca
  3025141 aagtgctctt ctaaaacccg ctaccgctta tttttttatc cggtaactga tgacatattg
  3025201 acgcattcag gtataaaacc actagagcat agacgtggcg ttgttaagaa actgtgaatt
  3025261 ttctcacaga ttgaaaccgg ttacacaaga ataaatagat aacgagtgag caacaccaca
  3025321 aattgtgagt gaacgactcg gtaccaaggc gggtttaaag ctgtatgttt atggaggggc
  3025381 ggttggatga tgggtagctt taagaacccg tatggcggga atagttgttg taaaaacaaa
  3025441 atgataacag actaaattga gattaaggcg gctatagcga gcaatagaaa tatcatcaaa
  3025501 gcccaccagt gaacgcaaag tggatacagt attatcttgc aagaaacaac caggtacgta
  3025561 tcaggtgcga cccaatatgg ctgcgcgccc tattctctcc aatttatgga tattgccgcg
  3025621 tgacacatgt tacaaaaaga aaacgtttac atacatattt gcaactcaca acatcatttt
  3025681 tctcttttga ttctgtcaga gcttagtgtt gcgtatttgt aactcttggc cgcaggcata
  3025741 agcggttaac cgacgccata gccactccac agggccttgc acgaaatagc gtaaccataa
  3025801 cagagaaaaa atcacattac aggcccaaac cagtggtacg acggctaaca gttgcaaacg
  3025861 atcgagctgt tggtataaac caaaatgata aaaaatcagc gtacaaatca atgtctgtaa
  3025921 taaataatta ctcagcgcca tacggccaac ctttgccagc caatggctga tagcccagcg
  3025981 ggataatgtt ggccagaacc cgtagagcag cgccagatac cccaccgcct gcaacggcgc
  3026041 ccccaattct cgaggcactt gtagcaaaaa acccgcccag cggtaatccc aaccgacata
  3026101 cacttgcagt gccacacccg gtatttggat aaccaatgag agcgatatca gaaagagtgc
  3026161 gagcctacgg tagtgacgca gactgaattt tccccgcagc cagccgcagc gcatcaaccc
  3026221 agcgccgaat accatggagc ctgccaactc ccaaccatat tgcgcaccaa tggcaatcaa
  3026281 gttggatgac aacaggccca gacgattacg ccaagcctct cccccaccct gtaacttcca
  3026341 aaattgctca tattgcaggt ccgcaggccc agggagccaa aaacggcccg gctctccgcg
  3026401 ggtaatatag cccagcaaca acaacacagc gacaccgatc aaatagagta ccgcgccggt
  3026461 acgtaataag ctggctgcat ctttggcatc ttggattatt cgccaacaca ccagaccaat
  3026521 caaactataa gccaacagaa tatcgccatc ccagaagaag atgccgtgaa ttaaccccag
  3026581 tagtaacaat aaagaaaggc gggcacgtac ccaacttttc ccacgcttaa gtaacagctc
  3026641 aaggcctgca ccaaataaca tggcaaatat agaaaggaac tttacctgtg cgacaatatc
  3026701 gaggatcgcc caagtccaga tatctgataa cgagggaaga ccaagataag ctggattgag
  3026761 ataagcggcc tttggcaaac caaacgcgct aatattaagc agcagaatgc caagaatggc
  3026821 cagcccccgc gcactgtcta acgttgcgat gcgttgacgc atactcgaca tcctgtattc
  3026881 gagggcctac aggccctccc tctggcaaaa agccaatcag ccgtggtgac gaaccgcacg
  3026941 cagaaattcc tgacgcgtat tctgactgga tttaaataac ccgcctaatg atgtggtggt
  3027001 cgtcgcgctg gtcgcatcac ggataccacg tgctttaacg caataatgaa ctgcatcaat
  3027061 agaaactgcg acattattgg tacccaacag ggtttgtaat gcgagcaaga tctgctgtgt
  3027121 taatcgttcc tgcacttgcg gacgctgcgc aaaaaactgc acgatacggt tgattttcga
  3027181 caaaccaatg acactgtctt tcggaatata agcgacggtg gctttcccat caatcgtcac
  3027241 aaaatgatgt tcgcaggtgc tggtcagagt gatatcccgt accgttacca tttcatcaac
  3027301 tttcatttta ttttgaatca gtgtgatttt agggaaattt tcgtaatcca atccggagaa
  3027361 aatctcatca acatacatct tcgcaatgcg tcttggtgta tcagccagac tatcgtcggt
  3027421 taaatcaaga ttcagcaaat gcatgacttc tgtcatatgg gcctgaatcc gagttttgcg
  3027481 cgtctcggca tctaattctg gtttacgtaa aggggtttca agaccacggg ccagcagcgc
  3027541 ttgatgaacc aactcagctt ctttacttag cgatgacatt cttttctcca acaggcttac
  3027601 gcatccagat aagacaagca tgatgcgggt cacacccgaa tttcgctctc actctaattg
  3027661 agagcgaaat gattatccag tgattgttct tcatttcgac cggttattca ttgcgaacaa
  3027721 tactgagcat cgtaatgaaa tattcgcctc tctctatcgt catcacgtgg caagcgcttc
  3027781 ctgggtgcgc gctggagttt taatgaccag accgccggca ataatcagtg ccaccacggc
  3027841 cacatacagc gctggctcca aacgatgagt taatgtcgtt gaaattgcgg acaatattgg
  3027901 accgactaat tgccctatcg cgtagccagt ggtgagtaag ccggccatat aacgggtatg
  3027961 ctctggggcc aactcgcgtc catgttgcaa cgaaagttgt accacgctaa gaaacccacc
  3028021 tccggtcagc aatgctccca gcgccaatcc actcactcct ggtacccatt ctgcgcacag
  3028081 cacgcccaac gcctgaaccc atagcgtcaa tgccaatcga gtttgcgatg tcaggcaatg
  3028141 gcgagtcaga atacccaatg caatgccgat gaccgccgcc ccaccgaaga ctggccaaac
  3028201 aaactgcgca aataggctat caggaaaacg ggcgctggcc atctgcgata aaaaagttgc
  3028261 gggcaaaata taaccaaagc ccgccaaact gtagctccag accagtcgct tcaaggccgg
  3028321 agttaatgtc aaaggcaccg ctacgacctg tggccggtgc aactcaccgc cacgtggcag
  3028381 attaatactg attgaagcaa tgataaccag cgccaataca ccataaaccc accaagcctc
  3028441 agcagccgat aaatcatagc tatggatagc gacggctaac atgccactaa tgaatatacc
  3028501 ggcacccggc ccggcaaata cggccgcact gagcgccgga cggccaaaat gtgccaaacg
  3028561 ttcgttggtc caggcagcga ttaataccat cgaccagcca ctggcccagc cgatagcaaa
  3028621 acgtaccaac ccgtgccacc atggcccaac caccaccgcc gataataatg taagcaatgc
  3028681 ggcaccccat agccccaacc ataaccgacg ctcaacatga cggctggctc tcatggcatc
  3028741 aaaggcaccg aacaggtagc ccaaataatt gaatgccgcc accaaacccg cactagtcaa
  3028801 cgtgaattga tgctctgcaa tcatcagcgg cacttgtggc gtgaaagcaa aacggccaat
  3028861 acccattgct accaccaatg ccaaaaaacc acttaatgca actcttagcg ccatctgcct
  3028921 gcctatctgt tacgggtgat ggggtatttc acctgtcagt taaaagaaag ttgctaacat
  3028981 catgcctgag tattagaatc acaaaaaatg aataatagtc attaagttca tcacaaaaag
  3029041 agaacatcta tggatctgac ccagctacgc atgttttgtt gtgtagcgga aaccggctcc
  3029101 gttgcccgag cagcggagca aatgcaccgc gttccttcaa atctcactac gcgtctgcgc
  3029161 cagcttgaac tggagctagg ggctgatttg tttattcgtg aaaaacagcg cctgcgttta
  3029221 tcaccaatgg gccataattt tctctgttat gccaaccgta ttttggcctt aagcgaagaa
  3029281 gccatgagca ttacccacgc aggcgaaccg gcgggtaact tcccgttagg ttcaatggaa
  3029341 agcaccgccg ccacccgttt acctaatttg ctagcggcct accaccagcg ctaccccaag
  3029401 gtatcgttgt cgctgattac cggaacctcg ggtgaaatta ttgaacaagt ccgcgcgggt
  3029461 acactggcaa ccgcattggt cgatggtcca gtgcagcacg atgagttaca cggctgccgc
  3029521 tctttcgacg aacaactggt gatcatttct tgtcttgaac gcccccccat actgcaagcc
  3029581 cgcgatgccg tggacgaaac gctgtttgct tttcgcccca gttgctctta ccggctgcga
  3029641 ttggaaagct ggtttcgaca agtgggcgta ttaccgggac atatcatgga aatccagtcc
  3029701 tatcatgcga tgctggcctg tgtcgccagt ggcgccgggc tggccctcat ccctctctca
  3029761 gtccttacgc tgctaccggg ccatgagcgg gtgcaagttc atccgttacc tccggatatt
  3029821 gcccacacgg caacctggct tatttggcgt aaagatgcct tcagccctaa tgtccgcgca
  3029881 ttaaaagagc tgattatcga gaacgttgaa ataccttgat tgaattgatc tggtgggcgg
  3029941 tatctgttcg gccataatct atacatatat ttccgctatg atcccgaaca actgttatca
  3030001 acaaatttga tacataaaga ctctataccc aagttacctc atgatgcagg gaggcagcaa
  3030061 ccgagcaacc cctaggagct tagataactc agtgactggg gtgagcaagg acagttaacc
  3030121 cccccagcac cttgaagggc gacgggtaga tttatataac actcattaca ctgaagctat
  3030181 aggagcaaca ccatggagat gattaaaacc cgcgccgctg tcgcatgggg gccaaaccag
  3030241 ccactgtccg ttgaagaagt tgatttgatg ccaccacaga aaggcgaagt gttagtgcgg
  3030301 attgtcgcca gtggcgtttg tcacactgac gcttataccc tttcgggggc cgatcctgaa
  3030361 ggcgtattcc cgaccatttt aggtcatgaa ggcggtggaa ttgttgaagc cattggcgaa
  3030421 ggtgtcacca gtgttgccgt aggggaccac gttattccgc tgtacacacc agagtgtggc
  3030481 gagtgcaagt actgccgctc cggtaaaacc aacctgtgcc aggcaatccg cagcactcag
  3030541 ggtaaaggtt tgatgcccga tggtaccacc cgcttctcta aaaatggtca acccatcttc
  3030601 cactacatgg ggacgtcaac cttctccgaa ctgaccgttg taccggaaat atcactcgcg
  3030661 aaaatcaata aagaagcccc gttggaagaa gtatgcctgc tgggctgcgg cgtcaccact
  3030721 gggatgggtg cggtgatgaa taccgcaaaa gttaaaccag gtgataccgt cgcaatcttc
  3030781 ggccttggcg gtatcggttt atcggcggtg attggtgcac agatggcggg ggcgagccga
  3030841 attattggga tcgatctcaa taccagcaaa ttcgagctgg cccgcaaatt gggcgcgaca
  3030901 gacctgatca atccgaaaga ctatgataaa cctatccagg aagtgatcgt tgaactgacc
  3030961 gacggcggtg tagatttctc atttgaatgc attggtaacg tcaatgtcat gcgttcagca
  3031021 ttagagtgct gccataaagg ttggggagag tcggtgatta ttggtgtcgc cggtgccggt
  3031081 gaagaaattt caacccgccc gttccaattg gttacgggcc gcgtatggcg gggttctgca
  3031141 tttggtggcg tcaaaggccg ctcagaattg ccgggcattg tgcagcaata tttggacggt
  3031201 aaattcgcgt tgaacgactt cattacccac acaatggcgc tggatcaaat caacgaagcc
  3031261 tttgatttaa tgcacgaggg taaatctatc cgcagtgtga tccattttaa tcactcttcc
  3031321 gaaagcaaat aaagcaagga ggcagacaaa acgtgaatac gtcacttgaa cttctcgaag
  3031381 agcatcggat gtttggctgc tggcaacagc gctaccgcca tgctgccagc agcctgaatt
  3031441 gtcatatgac cttcagtatc tatctgccac cgccacggga cgataaccca ccaccagtcc
  3031501 tttattggct atcgggccta acctgtaatg atgagaactt tacgctgaaa gcgggcgcac
  3031561 agcgggttgc tgcagaactc gggctggtac tggttatgcc tgataccagc ccccgcggtg
  3031621 ataatgttcc caacgatgac agctatgatt taggtcaggg agcgggcttc taccttaatg
  3031681 cgacgcagga gccgtggtct gatcatttcc agatgtatga ctatatcagc caggaattgc
  3031741 cctcactgat ccgccaacat tttagcgtca gtgaacggca atcaatcagt ggtcattcaa
  3031801 tgggcggcca tggtgcactg atgctagctc tgcgtaatcc tcaacaatat cagtctgttt
  3031861 ctgcttttgc gccaatagtt aacccatgcc aagtaccatg gggccgaaaa gcctttaccg
  3031921 cttatcttgg cagtgatgaa aaccaatggc tgcaatatga tagctgccat ttactgaccc
  3031981 atgcacagca tcagttgcct atattggtgg atcaggggga tggtgatcaa tttcttgccg
  3032041 atcaactcca accggcaaaa ttggcggagc tggcgcgcca gcgagactgg ccactgatgt
  3032101 tgcgtattca gccgggttat gatcacagct attttaccat agctacattt attgaagatc
  3032161 acctgcgctt tcatgctgca cacctacagc cgtaacattt gtcattagcc taattattac
  3032221 acataaaacc ccaagccctt tcgagggctt tttattcgat agataaaacc cctcacatta
  3032281 aaacctcgtt taagaccata aaataataaa caataaaata aataatcaga taattaattg
  3032341 gagataataa aaaacaagta accattaaga ataaaaaaat attgataaat ttgaagaaaa
  3032401 gaattacaaa taaatagagt tgcaatcact ctcagcccca atacaaatca attggagaat
  3032461 aacatgaacc cttcatccca atcaacggta gaaaagagca atgttaactt aattaaatta
  3032521 aagagtaagc tgaaatcgtt agaggaatca ttcaagaata atccactata tatcactagc
  3032581 aatgaaatag acgaaattaa aaataatacc ctacacagta agataacggc atggagttgg
  3032641 tcgaggagct ttgcagaaga ctaagtccat caagcatttt agacgttata aataaaacaa
  3032701 aaataataat atcactaaat ataataatcc cagtgagata ttcttgtatg cttacgagtg
  3032761 aatttttaaa cgatgtaaag ctcagcccca tggcaacact attagccatt attataaccg
  3032821 ctatagggat gatctcactg tttctcgtat tactgcttta tttaactgat catagtattg
  3032881 aaaaattcca tcatgattat ccacaaattt atcgaataga aacacaattt aatctgccca
  3032941 atggtgaaaa agtcaaatcg gcacaagtcc ctttgccatt aattactgca ttacaaaatg
  3033001 aaaaaaacat caaagatgtc gcctacgctt tacgcttgtt tatcgactta caggttaacg
  3033061 gtaaaacaca ggctgacgta gaaatttatg ctgttagccc taatttttta acggcactca
  3033121 atccctatcg acagaaaata cctcatctgt cacacaatga aattatcatt acgcctgagt
  3033181 ttaatcgcca atatcttcat ttaaatcacc ctaaaggcca ggtcatcacg ttaggaaaaa
  3033241 aagggaaatt ctttatcaaa gatgtggtta acttaaatac gtccagccgc tttaacaccc
  3033301 gcgctgtcat tgcattttct ccggatatca tcgatgacta ccatgataaa aggcatgact
  3033361 ggtacgatat gcacagctat ctctttgtca ccatggtcgg cgggggaaaa cccactcatg
  3033421 agcagttaaa aacgctggtc acccggtatg cacctcaact ccctggcgct ccgtttagcc
  3033481 ctgaagagtt tattcaatta tccgcccgta atattaccga tatacattat gatgctgaac
  3033541 tccccgatga aatgagcaca gttatttcaa aatcatatct ttataccttg tatatggcgg
  3033601 gtttctttat ctttttaacc accaccatga actttttcaa tgttaataac atcgtaaata
  3033661 aaaacaaaaa aagcagtttt cagataaaga aatcggttgg tgcctctaat tatcaattac
  3033721 tgacagagtc atttttcatc gcaacactgc aagcggtgtg tgtcctcaca ctggcgttta
  3033781 tcttcctctc aattttgatg caagcatctg aaaatgtcag ggaattgatt ttaacgcaag
  3033841 aaacaggccg gctaatatca tcattttctg tagcgttctt ctcactctat attgcgatat
  3033901 taatttcgca ttacctctat ctatcaacct cagttttccc taataagtca tggcataatc
  3033961 atgcttatag tgcacaccca atatcacatt acatttacca agtaacgtta tctatacaaa
  3034021 tagccatagc agggatcatt atttatcttt gggcaggcat aatgacacaa atagatttta
  3034081 tgcagagtca tatgtttggt tatgaaaaag aaaatgtcgt gacatttcca ctaagcgatg
  3034141 aattaaaatc tttaacatca ttaaatagct tacaagatga attaaataat agcataggta
  3034201 tctccccaat cgcattgagt agttggcgac catttgatat gtcaagaacg acgacttcgg
  3034261 tttttcatca aaatcagcag gagcaagata aactcgtttc cgtaaatata ctgaacgtga
  3034321 acaaaaactt caccgacact tggggaataa aaacattagc aggctacgaa aaccctatta
  3034381 cacccagtaa aaatgataat acttatcatg ctatagcgac aaagaccttt atgtcggcga
  3034441 tggggaaatc atcaagtgat gaggtactga atactctttt ttatattaac gacaatgatg
  3034501 ctgaatatac agttcgtata ctcagggtag ttaatgactt ttatcttgca gatcgagata
  3034561 aaaatacaac tccattgctt attctcatca gtgatgaggt gcaacgatat ggggcactga
  3034621 aattacatca tcagagtgat cttagtaccg taaaaatgct acttgaacga tatggggtca
  3034681 atattgacca aataaaactt gctgaacata tacaccaaga atattttaat gatcataatt
  3034741 taatgaaaaa aacaatcagc ttggttaccc tattctcagt catattacta ctcataagca
  3034801 ccatgatcat cggaatggcc gaatcaaaaa ggatcagtaa gatattaaaa ataatggagt
  3034861 cagtaggtgg ctctctatat acacatatca ttttctttat aaaggaaaat ataacccccg
  3034921 tactggttgc tatagtaata gcgttcccaa ttggttttat cctattacaa aaatggctga
  3034981 gtaaatataa cttcattaat aatctctcat acctctatgc ctttggatca cttttgctgt
  3035041 ttatggtgag tctcgttagt gtaatgacct tgtcactcat tttatcgcat accaaaaaga
  3035101 ataaataaca tggatataaa attagaaaaa aagataaata tcaacagtag agagaaaata
  3035161 gttatacttt tcgtgttgct tattctattt ttaagctgtt tctttattta ttatttattc
  3035221 accaaagaaa gcgccctgct cgttcctcga gaaagagcca tattctatac tgctcaattt
  3035281 gagccatatc aagacgtatt ggtgacacgc gccattacgg tacctaatga aagtgttatt
  3035341 ttatcaagtg aaagaggagg taagattatt gaaatagtca agcaatctgc tgaaaatgtg
  3035401 ataaaaggcg atgtgattgc tcgattatct aattatgact tcacactaga agccacatcc
  3035461 agaatggcgg atattatgga gcaaataaat agcctccgta atatgagaat gagattagaa
  3035521 caagatagca gagatactca actcagtttg caagaagctc aacaccagat agatataatt
  3035581 tctaaagatt tgagaagata taaaatactt gacaaaaaat tcttgattgc aaagtctgaa
  3035641 ctagaacgac aggccgatag actaataaat tggaaagtta agagtgatat actacaaaaa
  3035701 cacaatagta ggaaccaaaa atcattccct tctcaattta aaaacataga tgaatctatt
  3035761 atattacttg aaaaaatgat gaaaatgatt gaagttggca ttgagcaact cgttattatt
  3035821 gcacctattg atggtacatt atctgttctt gatattgaat taggtcaaca aataaaatca
  3035881 ggtgaaaaaa tatcagtaat agacaattta aattcatatt atttcaatgt ttatttcagt
  3035941 gaatattata tcgataagat aaaacctaat actcaaatta tcgcacagat aaatggtcaa
  3036001 gatactcaac tactgataga gtcagtatca gcaatagtag acaatggaaa attcaaagca
  3036061 aagcttaggc caattgaatc aggcatcgct catcttaaac gagggcaatc tattgaaatt
  3036121 cgtattgcac tacaagaaga aaataatcac gtactattag tcccaactga aagtgtgttt
  3036181 tcaaatagca atggtgacca ttttatatat atttatcaag ataaatatga ccgtgcaatt
  3036241 aaaacaaaag ttgaagttaa acgtcgaaat tcgattaaaa cagagatcac atctggatta
  3036301 cagccaagtc aacgcattgt aaaaatgcct gatgatagtg ataaaacagc aaatatcata
  3036361 gagtttaaat aatatgctac atttacagaa tgcaaaaaaa tattacacaa caaaagtcat
  3036421 aaaaaccaga gtcctaaata atataacgct ttctgtagag aaaggagagt ttgtttctat
  3036481 catggggcca tcaggatcag gtaaatcaac actactcaat attgtcggca tgtttgaatc
  3036541 cttggattcc ggatcgctta cgttggccgg aaaacatgtt gataacctgg gttactctca
  3036601 acggatcaca ttaaggcgcg aattaatagg ctatatattt caatcattta atcttatccc
  3036661 acatttatca atatttgata atgtcgagtt gccgttgaaa tatcgtgggg tcgctaaaaa
  3036721 agaccgtatt gagcaagtaa atcaaatttt gagccttttg gggatcgata accgaaaaaa
  3036781 ccataaaccc atgcaattat caggtggtca acaacaacgt gtggccattg ccagagcgat
  3036841 ggtaacttgc cccgcattaa tattggctga tgagcctacc ggtaatttag acagtaagaa
  3036901 tgctcgagcg gtacttgagc aattaaaagc aataaaccag tcagggacta ccatcatcat
  3036961 ggtcacacac tcagatgaag cgtcaagtta tagtaataga atactcaaca tgaaagatgg
  3037021 gaatattaac atgaaaaaat aggagtgtac tatgcgcgaa acaataccca ttaaatacat
  3037081 tgatacaatc gaaataaata aattaagcat acaggatctg gaggacctca gttcctgtaa
  3037141 atataaatta ctatctgctt atttaattgg aaaaatacct gccaacaaaa tattagatgc
  3037201 agatgaatta gagatctatc ataacgaacg gactaaaaaa atattggcta aagcaataaa
  3037261 agcaagaaag ctagttattg tattaaaagc cacccgatta tgtaaccttc gttgtaccta
  3037321 ttgccactca tgggccgaag gccctaatca aacgatttta ttcagcacgc ttatacacat
  3037381 agttcgccaa attcttgcca tcccaaatgt aaaccggttc gagtttgtct ggcatggtgg
  3037441 cgaagtcacg ctattaaaac ctgctttctt taagaagcta atttggttac aagagcaatt
  3037501 taaacggcca gagcaatata tcactaatac gatgcaatca aatatagtga atatctctga
  3037561 tgagtggcta atatttatta aggggatagg aatgaacgta ggtattagcc tcgatggcat
  3037621 accggcggtt aatgacaagc gtcgggtgga ttttcgtgga agagggacat cggatcgtat
  3037681 agcaaaagga ataaaaaaac ttcaaaaata tgatatctta tatggtgcac ttattgtagt
  3037741 tgaccgcgaa gtataccaaa cagacatgag ggaaatgtta gattatttta ttttaataga
  3037801 attaaacggc atagaatttc ttaatattgt acccgataat cgactaactg caggtgaaga
  3037861 tattggtaat aactttatca gctatgctga gttcattaaa tttctatcgg cactgtttgt
  3037921 tatttggata aaagggtacc gagaaaaaat acatattgct atattcgagg attttatcag
  3037981 tgtactggag catcctgaaa aaaaactgtc ggcttgttat tggtcaggca attgctcaca
  3038041 agagatcatt acgttagagc ctaacggtga tgtttctcct tgcgacaaat atagaggcga
  3038101 tgcaggcagt atttatggtt cattgctgaa aactgattta gccgggctgt taactcaatc
  3038161 atcgcacaat caacaagcga tagacgaaga agtcgctgca acgagaaaaa tgcaacattg
  3038221 tgagtggttt tcgatctgcc atggcggttg tccccatgat cgagtgatca accgcaggca
  3038281 taccaaagga tataatgacg agtgctgtgg taccggaaaa ttactggcaa cgattaaggc
  3038341 ttatctggca gatattcgtt gaagccacat cattatggcg tcaacgttgc ctcatgattc
  3038401 accttataac tcaacctctt tgcccctacg gtgtaaacgc aaactgaatc cagagcagat
  3038461 aactatccag tactggactt ttacttatat tgctatgtgt tggtaaaaac attgttgcaa
  3038521 tgaaagttat attgaaggcg ggtttttagg ataaacccta tattcccccg agagattagg
  3038581 ccataaatgg actatttgct gtgtataaag aatatatttt gtgcgggact tggatgggaa
  3038641 ataaccacca ataatagtgg cgtggccaag cggtcaatat gtcgattaac ccgcttgata
  3038701 tatatatacg atgaaaatga tactgctcgt aaaagcagta tcaagccatc tcatttttac
  3038761 gtgaaattgc cacagtactg gccacgctca ttcacccctc aggcaatctc tgccataatg
  3038821 gccttcttat tttaattgat agctctgccc cgtgactctc ctttaaccgc ggcgcaccca
  3038881 gacctcggag ttcagcatgg atcactgtaa tacctcggat ttactctctc tggaacaagc
  3038941 actgaccaaa atgctatcac aggccacacc attgccagca acagaggtca tcccattgtc
  3039001 tgaggctgcg ggccgcatca ccgccagcgc cattacttca cctattgctg tcccaccttt
  3039061 cgccaactca gcgatggacg gctatgcggt acgttggcat gaattgagcg acgagatacc
  3039121 cttacccgtc gcaggagtag cgtttgcagg tgcgccgttt aaagatgtgt ggccggaaaa
  3039181 gacctgcatt cgcattatga caggtgcgcc actccccaag ggtgcagatg ccgttgtcat
  3039241 gcaagagcac gctgtcgtga gtgaacaagg tgtcatcttc aatagtaaca ttcgaatcgg
  3039301 gcaaaacatt cggctggcgg gtgaagatat ccagcaagga gcgtcagttt ttccggctgg
  3039361 cgttaaatta ggtgcagcac agctaccgct attagcctcg ttaggtattg ctgaaatcgc
  3039421 ggtttatcgt gcattaaaag tggctatttt ctcaaccggt gatgaattac agcctatcgg
  3039481 acatccctta gctgaaggac agatttacga tactaaccgc tttgccgtca ggctaatgtt
  3039541 gcagcaattg gggtgtcaaa tcatcgatct tggtgttatc cgtgacgatc aacatgcact
  3039601 acgtgcagca tttcagcagg cggatactgc agcagacttg gtcatcagca gtgggggcgt
  3039661 ttcagtcggt gaagccgatt ataccaaaca gatactggac gaactcgggg atattggttt
  3039721 ttggaaatta gccataaagc ccggtaaacc ttttgctttt ggtaaactta gcaatgcttg
  3039781 gttctgcggt ttgccaggga atcctgtctc tgcggcccta acattctatc aactggtaca
  3039841 accgctgttg gcaaagctgt ccgggcatac agaatggcat ccaccactgc gattaaaagc
  3039901 caaagcgaca acaccactga aaaaaacacc aggccgcttg gactttcaac gtggggtttt
  3039961 ttccagcaat gcggacggtc agttagaggt tcgcacgact ggccaccaag gctcccacat
  3040021 tttcagttca ttcagtcaag gcaactgttt tatcgtgctt gaacgggaac gcggttcggt
  3040081 agccgtgggg gaatccgtag aaatagagtt gtttaatgaa ttgttaggag gtaatcgacc
  3040141 gtttgccatt catcaccctg tcggaggttg atatgttgcc ggaactttca gatgttgagg
  3040201 ccctgcgcta taaccggcaa atcacattac gcggttttga ttttgacggc caagagaaac
  3040261 tgaaagcggc caaagtactt atcgttgggt taggtggcct cggctgtgca gcggcgcaat
  3040321 atctggctgc cgcaggtgtc gggcacctca ccctgctcga tttcgatacc gtagcccttt
  3040381 ccaatctaca gcgtcagata ctgcatcgcg atagccgtat cggtatgacg aaagtggcct
  3040441 cggcggcgca gacattatca gaaatcaacc cgcatctggc gctgaatacc cttgataaac
  3040501 agttagatga tgagcaactc cttagcctta ttgctgaaca tcagttagtg ttggattgta
  3040561 ccgataatct cagcacccgc gagcaactca atcggctgtg ccatacgcta ggcaaaccac
  3040621 tggtctctgg tgcagcaatc cgtatggagg ggcaagtcag cgtcttcact tatcaagata
  3040681 atcaaccttg ttaccgctgt ctaagccggt tatttggtga tactgcccta acctgtgtcg
  3040741 aggccggcgt aatggctccc ttagtgggta ttatcggtaa tttacaggca atggaagcca
  3040801 taaagctgtt ggcaaattat ggtcagctgg tatcagggcg tttattaatg tatgacgcga
  3040861 tgactgcgga atttcgcagt ataacgctgg caaaagatcc tttgtgcgaa gtctgccaga
  3040921 gtgatagaag atcgccacta taatgaatac attaaactgg ggcagaaata ctccccagtt
  3040981 gaataaaaaa atcagatggt gtctttttta tatttgctca taaaaatgcg tatcaacgga
  3041041 gactgtaaac aatattgtgt aattgcctgt ttttgatatc ttcactccaa caacggagac
  3041101 aggcaaatta tggacgaaaa gaaacttaaa gcacttgcgg ctgaactggc taaaggtctt
  3041161 aaaaccgaag ccgaccttaa tgcattttct cgtatgctaa caaagcttac cgtcgaaaca
  3041221 gcgttaaatg cagagcttac cgaacacctc gggcacgaga aaaatacccc taaatcaggc
  3041281 tcgaataccc gcaacggcta ttcgtccaaa acactgctat gcgacgacgg cgaaatcgag
  3041341 ctgaatacgc cacgcgaccg cgaaaacacc tttgaaccgc agctgataaa gaaaaatcag
  3041401 acgcgtatca cacagatgga cagccagatt ttgtccctgt acgccaaagg catgaccacc
  3041461 cgcgaaatcg tcgccacctt caaagagatg tatgacgccg atgtgtctcc cacgctgata
  3041521 tctaaagtca ccgatgccgt aaaagagcag gttgctgaat ggcaaaaccg ccaactggat
  3041581 gctctgtatc ccattgttta tatggactgc attgtcgtaa aagtccgcca gaacggtagc
  3041641 gtgataaaca aagcagtgtt cctagcgctg ggcatcaaca ctgaaggtca gaaagagctg
  3041701 ctgggcatgt ggctggcaga aaatgaaggt gcgaagttct ggctaagtgt gctgacagag
  3041761 ctgaaaaatc gcggtcttca ggacattctg attgcctgcg tggatggcct gaaggggttc
  3041821 ccggatgcga taaacagtgt ttatccgcag actcacatcc agctgtgcat catccatatg
  3041881 gtacgcaaca gcctgaaata tgtgtcatgg aaggactata aagccgtcac cagcggtttg
  3041941 aaaatggtgt atcaggctcc gacagaagag gcggcgctga tggcgctgga taagtttgcg
  3042001 gaggcctggg acgacaaata cccgcaaatt agcaaaagtt ggcgtacgca ctgggaaaat
  3042061 ctcaatacat tcttcggcta tccgcccgat atccgcaagg ctatctacac cacgaatgcc
  3042121 atcgaatcgg tgaacagcgt gatccgtgca gccattaaaa agcgcaaagt gttcccgaca
  3042181 gacgactcag tgcggaaggt tgtttatttg gcgatcaagg atgcatcaaa aaaatggagt
  3042241 atgccgatcc agaactggcg gttagcgatg agccgtttta ttatcgagtt cggtgaccgc
  3042301 ctgagcgatc acctttaata cggtggcagt tacacagaat tatggacagg ctctatcaac
  3042361 gattacatta ggtactctat tatttttttc aatagcgtta aaatcccgcg ccaaaacagc
  3042421 atctacttga accaaaccat tataagactc attagcattt gaatttatca aactgcttat
  3042481 tgtattattc ggggcgttag taatcgtagc cttaacacct ctcacaatct gatataagtt
  3042541 gacgagtgat ttaataaaat tatctcttcg ttcaactgta atgtgttcac ttaatgttgt
  3042601 ccgcattttt ccatgtagtt ttacttcttc accacaatat aaatcgcctc tctcactgag
  3042661 cacattacgc ttcatttttt ctaagtcatc actcacggca tcaataattt tttgtttttc
  3042721 ttctatctgt tccggcgatg ttagtaaaaa ggcacggtgt aatttatcgt taatattctt
  3042781 aagagtttct tgggtgtctt gatcaatctt attgtatttt atatttagag atgagagata
  3042841 gaccgcaggc tgtaattcag gtaacccagc acatttccct accgcatcca acccggtttt
  3042901 taaccaatga acccctcgtt caagataccc tatcccctgc caaccataat ctaaacccgt
  3042961 tgctatatgc ccactgatat tcatatccct tgctccatta aataattaac tattggttat
  3043021 tgagaatcag gctatgcagt aatattaaat taatggtcat cgatatactt ttagttaaac
  3043081 agtaaactca ctatatttta actttatttc tattattgtc cgtattttat attatttatt
  3043141 attacttaac gtgaagacat aaaaaaagct gacgcatagc atcagctttt tttgttaggt
  3043201 caatcaaata attatgagtg aatcccttgg ctactcagat aatcttcgta gttaccggta
  3043261 aagtcgataa gcttattcgg cgtcatttca atcacgcggg ttgccagtga actcacaaac
  3043321 tcgcggtcat gggagacgaa gattaatgtc ccttcgtaca tttccaatgc catattgaga
  3043381 gattcaatgg actccatatc caagtggttg gttggttcat ccatgactaa aatgttaggg
  3043441 cgctgcatca tcaacttacc aaacaacatc cgccctttct caccaccaga cagcacgcta
  3043501 acttttttct tgatgtcatc ctggctaaac aacaaacgcc ccagcacact gcgaaccgcc
  3043561 tgctcatcgt ctttctcttg cttccactgg ctcatccagt caaacaccgt cagatcgatg
  3043621 tcaaaatcac tggcgtgatc ctgtgcgtag taaccaatct tactgttttc agaccatttt
  3043681 acggtcccag catcagattc atactcccct agcagggttt tcagcaaagt agacttacca
  3043741 ataccgttcg gcccgaggat agccactttc tcacccactt ccaggcggag agtcagattt
  3043801 ttaaacagcg gaccgttatc aaaacctttg gtcaacatct caacttccag cgcattacgg
  3043861 aacagttttc tatcctgatc gaagcgaata aacgggttct ggcggctgga ggcttttacc
  3043921 tcatcaagct gaattttatc aatctggcga gcacgtgaag ttgcctgctt agatttagag
  3043981 gcgttggcgc taaagcggct aacgaaagat tgcagttcag atatttgggc ttttttcttc
  3044041 gcattatctg acaacaaacg ctcgcgagct tgagtcgctg cggtcatata ctcatcatag
  3044101 ttacctggat aaacgcgcag ttcgccgtaa tccagatccg ccatatgcgt acacaccatg
  3044161 ttaaggaagt gacggtcatg ggaaataata atcatggtgc tgttacgttc gtttagcacc
  3044221 tgctctaacc aacggatagt atcgatatcc aggttgttgg ttggctcatc aagtaacaaa
  3044281 atttctggat cggagaacag ggcttgcgcc agcaatacac gtaacttcca accgggtgcg
  3044341 atttcgctca tcaagccata atgctgttca acgggaatac ccacgcccag caacaactca
  3044401 ccagcacggg cttctgcgct gtagccatcc atttcaccgt aggcaacttc cagatcagca
  3044461 actttatagc catcttcttc gctcatttca gccatggcat aaatgcggtc acgctcttct
  3044521 tttacttccc acagttcgcc gtgtcccata ataacggtat ccagcactgt attgttttca
  3044581 aaggcgaatt gatcctgacg aagtttaccc agacgctcat tcgggtcaag gaagacgtta
  3044641 ccgccgctag ggaccagatc gccccccaga atcttcatga atgtggattt accacaacca
  3044701 ttagcgccga tcaggccata gcggttaccg ccaccgaatt tgactgaaat gttttcaaac
  3044761 agcggcttgc tgccgaattg catggtgata ttgttagtac ttagcacaga gctcgctctc
  3044821 gatttgatga ctgaataggg atattcaaga agaataaaaa atgtgattcg gcgcgcatta
  3044881 tgccacaaga tggcgagagt atcgcctcca gttttgcacg aaatctcagc agagtggcag
  3044941 aaaagtaggt gaagacgggt gtgacaagca gacatgacag aaaaatcgtg ccatcaaagc
  3045001 tcgcagacac gacgttttac ctatatatcc caagatccca aataattcga gttgcaggaa
  3045061 aacgacaatg gagtaagtcc ccaggtgctt atttatttta aggtcaccaa caagtcagtg
  3045121 actggggtga aaacggtcat tgacactcag cgccgagagc agatttgaac gcaacttgca
  3045181 gcaacctcgt agaagcgagt cccataaatg ggacaagtaa caaaagcagc caacacacat
  3045241 gcagcttgaa gtatgacggg tataacgata gccactcaaa aagcccgata taataaatac
  3045301 tgcacattgg taatactcgc ttatattcaa aatagtattt agttataaat aaatttccac
  3045361 aaaacttaaa tatcattaat atgaataata taagcaactt gatttatttg aaagattgct
  3045421 ttctgtgttt aatcaataat atctcggtag caatcagtca tcatttatta aaaccaccag
  3045481 gagagtaata tgggcctttc attgagctgt ataaaaaccg tagacgacta tgtaaaacat
  3045541 ttggattgta atcgtgtttt accatccaaa accttgggta aattgaaaat caacaaaaac
  3045601 attataaatg ctgagaccca acatactatt aatgacatta aacaaaaatt atcccttatt
  3045661 caagaacgct ataacgcctc aacaacagct gagttttatt ttgtcgaaaa ccaactaacc
  3045721 gacatgcatg agagtattag tcaaaggaaa gaggatttat acgaaccgga ggactattct
  3045781 ttgagtgggg tacaagagag agaattgaaa aaaggaaaaa cggcacagga tcgtaataat
  3045841 ttagtcaaag atctggttgc gttatatcaa ataaaaaatg ccatcaaaga gatgatccca
  3045901 gaagataaga ctaaaactat tgatgattat agtacctatt atccaaagcc cattcataat
  3045961 ggaaaagtat tagacattca ccacccattc tattctttag ttgaagaaag tgtaaaacat
  3046021 aaattatttt ctgatttata cgcaattgaa aataacagaa aggtccctta cgtcacttac
  3046081 tctaacggat gggatgaggt tgattataaa taaataacat ggcataaact gtagttaact
  3046141 aatccgtatt attcattggt gttaatacag tttaaaggtc gcgctccagc aggatcaccc
  3046201 cgctgtgagc gctatcatta attaataata ttcaaatatt gcgcctgccg ccccagtaca
  3046261 gccaacccta cttcacgctg taatcaccgc gtctgcccca taatcctccc tggcaaccga
  3046321 gtgtttactg aacgccagga ggtacgacca gcaacgcata gcggttcagc aattgactaa
  3046381 accggctgtc aatctgttga cgcagtgctg aggatggagt ttgccctgat tctaattgtt
  3046441 cctgatattg ccgcagcagt tcttccagtg gcacggcctg tgccagcggc tgttggatag
  3046501 caaagacggc agatttcagt tcggagaccg tcatatatcc gcgttttttc tcatccagac
  3046561 tattcagtcg ttctgccagt tgccgcaaac ggtcttgcgc caatgcatag tgtttcaact
  3046621 ctaccaaggg cgcagcaccg gctgctcgct gttgctgcca caacgcattc agtcgtttga
  3046681 cctcttgatt ggtcggccac agttgttgcg cctgagatag caaggcatcc ccccgagcct
  3046741 gcgcccataa cggcggtaac tgtgttagtt gatctaactg catcgcactg gcttgcaaca
  3046801 ccggttccgc cagacgtgcc cactcaacat ctgaagcctg ttttttcagt tcagctattg
  3046861 agttagcact cagcggtatc ggcaaaggac tggcagtggc cagcaatgtt tccctcacgg
  3046921 gatccgatga taccgactgc cagataacga aactgccggc catcagtacc gccatcaacg
  3046981 ataaccccgc ggcaaaaccg tggcccgcct tccagcgcgg aggtgaggca ggtaaaacca
  3047041 cctgaacagg tggcggggcc ggttcgctga taatatacac cagtggttca ctgaccggga
  3047101 cagaggcaaa tcgcagcgac tcgggcggtt cagaggcacc ccgtggtttc gcaaggccag
  3047161 acacggcctc ggtactttcc aaccgctgcg ccgcgttatg cagcatcaaa cgaaccccgt
  3047221 ccagcttgca caaatgtttg agctccagcg tttgcaactg cgtacacaac tgttccagcg
  3047281 cccgctctgc ccggtacacc tgcgccaggt caccgtagca cagcgtcatg gtgcgccaca
  3047341 cttgctgcag ccggtcgctc aaccaggcca gtaacgccac ccgggcatgc gtttgcggtg
  3047401 gccataaccc acgccattga tggcagacca accccgccaa cagttccagc ccttcacata
  3047461 agcccgccaa cccaacggtg tgcgttcgtg ccagggtaaa atcaacggca gtctgtaact
  3047521 caacgccgtt ctggcgaaac agcgccaaac aaagctgctc gactcgcacc caatcaacat
  3047581 ccgggcgggc cgggtgggcc agtttattta attcaccccg cagtgcggtg aaatccgcca
  3047641 gtgcgcgcgg atcgccaccg gttttcagca gacgctcggt attacctgcc atgtggttgt
  3047701 cttcccggaa cccgcatcaa aatgactccc gctgattgag gtagtgttgt tgtttaaggt
  3047761 ggcgcatcag cacccggccc tccggcataa acgccgtgcc atagcgcacc agtcccagcc
  3047821 ctttcagctc cgcatcaatg gcgtattcca gatgaccggg tgtggtctgt ggcaacagaa
  3047881 tcacctgcaa acttttcaga cgcggctcgt acttcagcaa ggtggcggac agcgtggtca
  3047941 gcagcgaatg cgcgctgccc ggcaacccct gcagaatttt actcatgtcc ggcaggccat
  3048001 aatcgggcag atgactgagt gttccggccc gacaattaag aatgcgctgc atattgtcca
  3048061 gcaccgagag aatgacctgg ttttcgtcac tgacctgatg caggtcaagc ccgccggtga
  3048121 aattgcccag caattgctca tacagtgacg gcgaggaggt atccggcatt attttttctc
  3048181 cgtccgcagg gtcaggctgt tattacccaa ctcaagggta cggggcttat cgggatgcag
  3048241 gtcgtccagc gtgagtatca gacgccagtg gtctttggcc atatccggat gacggaacag
  3048301 cgccaccact gccacaaact gggtctcttt ttccatcggc atatccagtg ttaccgcccc
  3048361 gcccggtttc accaccacac tgcggctggc cagcaggtca tctttaagcg ccgcctcccc
  3048421 gtcgcttgcc agttgttgat acaccgtttt gaggaaggtt ttatcatcac gtaactgata
  3048481 aacccgcacc attaccggct ccgatgacga gttcgcctcg tgcgcatcgg tattcagggc
  3048541 ttcacgggcg gtaaagtcca gatgcagcac ctttatctgc ttataaaaca gtgattttgt
  3048601 ggccgacacg gtgctatcgg tcacggcttg cgtcagcccg cagccactga gcaacaagac
  3048661 cagtgcgggg atgcagattt tatttttcca ggcggcccag cttttatgtt tcgaagtaca
  3048721 ggttttattt ttccaaacgg tagttaacac gtcggtttcc ttcttgatgt tgctgtggag
  3048781 ccagcccacg gtagtggccc agcgccacgg taaaatattc aggtatatcg tctgacagcg
  3048841 tcgcgtcatc cagccccagc acgccggtta atcccagcct tatcggtgtc tcatccaaca
  3048901 ccaacgccgg cagcaaccgg gtggcgaccg tcagttggat acaggcccgg taacgccagc
  3048961 ccagatagac ccgcaacagc accagaaaat cggtatacag cgggccatcc ggtaaccagt
  3049021 tagcggcctc gtcgcggtct gccgtgcgca gcgaaatcag caactgactg ttggcatcaa
  3049081 tggcctcatc acccagcacg gtgtagccgt ccagccagtt ggccccttca tcggcaaacg
  3049141 ccatcggaga agtcaggcgc accgtgcgca ggcaatgggg cgtgacatcc gcctcggtaa
  3049201 acggggccag cagccggacc agcgcctgta ccccttcggc agtgcgcccc ggttgtcgca
  3049261 tcacccccag caaggccaga aagcgcgatg tcggggtggc aaaatgctgc tgtgagccag
  3049321 gaatacccat gcctatcagc cccaacaggc tctgagaggt attgtctgtg ccgcccgact
  3049381 caaaagtggc cggataggaa tatttgcgcc agatgcgata aaactgcgtc ataaaacggt
  3049441 ggttgaaaat atcgaggaac ccttccagcg cctcatgccc ttcgcgctgc tgggtgatat
  3049501 cgtcgatata ggccgtcggc aaaggcgaat ccaccccgta caaccccata aaggtggtgc
  3049561 gcgcggtcaa cggggcttcc ggatgcagcg ggtcgttttc cagcgccttc agttcactga
  3049621 ccggaaaacc catgccggga tgcggacgaa aacgcaccgg atcatccgcc gggctgttgg
  3049681 tactgccgag cggcaaggtt cccggttgtt gctccagcaa ctgacagaaa cggtaaaaat
  3049741 tgatctggcc gatatcgcgc ttaagccggg tgattagccg ggaaggcggg actgatgatt
  3049801 ctcttcccat tccaaacgtt ctcctgtcgg ttgcagtatc agagtcagac gattaaacag
  3049861 gtgaatatcg gtatacaggg caaagaagcg actgagcatt tccccaaaca gacaaatatc
  3049921 cccggtaccg gtaaagccgt tgctgtcgag ggtgatttca atgtgcaccc cgcgcagcaa
  3049981 atagccccgc tcaaagcgtt caatctcgct gtgtttgacc tcggcgatcg cctccagccg
  3050041 acggcggttc atttcgttgt ccgtccagtc atacagcgcc agcgtgccgc gcagcacttc
  3050101 ggcgttatcc atcatccaca gaaaactact gcccagatgg ctcagcaccc gccagtgaaa
  3050161 acggtcgcgg ttcggcgggt agcatggcaa tgacggcgcg gagagattac gcacccgcac
  3050221 ctgagccccg gtggatttca ccgccgtatc cagcaccgtg ctttgcagcg ctttacgcgg
  3050281 taactgcccg ttggtgccgg tcaggctcag cgacaaattt tcattatccg gtacgctgtg
  3050341 gttatcaaac gcctcgcccc ccagcaccag ccaggtatcg tgtaaccccg aaggcccgcg
  3050401 tttgacccgc gtatggtagt aatactccgg cgcatcatgg cgcaacatcc cccccttgtg
  3050461 gcgaaagctg gtgaaaggga catagacctg atgcccggta tgacgggagg agatcaccga
  3050521 gtccaccgaa tacacttcgg tataaccgtc ctgaatgcgc attgggcgca gcaggtattc
  3050581 ggtctgtaat gaagaaagtg acagcgggtc cgattccagc gggaacaggt taatcaccgg
  3050641 cacacaatgc aggcgcaggt tcttttcgga gaacgagaaa tcatgttgcc agcgtttttc
  3050701 cagcaccaca tcaatctcaa accacggcag ttccgccggc agctcgatcc catccagccc
  3050761 ctgcaacgcg acaaacataa acttttcgcg gaaggtaaag tactccagca agagctgata
  3050821 accactgaac gcactgtcgg ccttcggcca cagtgtatcc tgctccccga accccagcgg
  3050881 cgcgaaatgg ccgtccagcg gctggcgatc agcctgcccc ggcaaacgga tccagagttt
  3050941 ggcggtattc agggtcagcg cctcatgcag ggcgcaggcc agcggcgcat cggcatcaaa
  3051001 atagagcggc aggcggctca ggttgatacg gctccagtcg gccagcgcgc tgcaatcaaa
  3051061 gcgcagccgg ataaccgacc ggccatcggg ttcactgtcc agcccggcac ggcgcagggt
  3051121 cagcgggagc aggtccatct cttgcgtggt ggtatagcgg caacgggttt cacgttcacc
  3051181 aatggggcgg gacagcactt caaaaccttt actcaccccc atgcgctctt tcatcccctg
  3051241 ccattgtggg gtgaactcca caatagaaag cgacggaatg gtacgcaggt agtgcggcca
  3051301 cagcaggctg accaaccctt cggtcagttc cggcaggtcg tcatccagtt tttcccgcag
  3051361 tcggcccatc agaaaggcaa agccttcaaa taggcgttcg acataggggt cacgcgcccc
  3051421 ggctttatcc agatttaatc cggcagcccg atcagggtgc gcacgagcaa actcttcgcc
  3051481 cgcttcgcgc aggtagcgca tttcagcgtc aaaataacgc agggttaagt cgtccatagg
  3051541 gttctcagtg aaacgaataa aatagaaact aatcagataa agaatggctt aattgcggag
  3051601 aattaatcca ctctaataat gcctttaaaa aagataatca ttggttatag ctttggtaaa
  3051661 tagatgaata gataaatagt gagagcaata tatttattaa tgcgtgcgaa tcaattgcac
  3051721 tcgccttcat tatttattac taaagacgat aggttaatta tccattagga taactatctt
  3051781 taaatggctt tatttttttg taacaataac ttttttctat ttcttctaat tcagatttat
  3051841 tatcattgat agtaatcaat actgaacaaa ctccagaggc tctggtgagc ataaatgctt
  3051901 gtcctccccc tccaactgaa ttgaatgagt atctaccccc aatacgccaa cctgtatcct
  3051961 ttctgatatt ctttttcagt aaagataata tggatggtgc cagtttcaat gtttcaccag
  3052021 ggtctataac atctggtttc atttttatta tttcttcaac ttctttttca ttgggttcaa
  3052081 ctccgtaggt actttccgaa gaatatacat atattatttt attagtatta ttataaagaa
  3052141 aaatagaagg cttaacaaaa taaaaaacag tgatagaaat aattcctaat acgataaaaa
  3052201 tcgtaacaac cattattatt cttttcatta cttaccctgc gggtgatcaa tttgactcga
  3052261 attatcatta ttccaacacc aatgaatttg tcttgaaata gctagatcaa ggtccgatgc
  3052321 tgattcaaga gcatcgagta tatgcctgac atctaacgtc tcagcatatt ttccatgttg
  3052381 atgatagagt gcatagccaa ttttcataca tgtaatatca tctataggat ctggtttact
  3052441 cccgatgctg gttcttactt gctcaagagt tgagccaagt aataaatatg actcatcaaa
  3052501 accaagactt aagcctacat aaccatagtg aatattggac cagacatcat aaaaataatc
  3052561 atgttcttca tatttatgaa aatagctttt tgatcgggtt ccgcttccga ccagaggacg
  3052621 agaaactgca tatgctttaa attgatctct aattttaggt ttatgatccc atttagcacc
  3052681 actcttgacc gccataaacc ataaaaccga tgccgatatt atttcaggct gtggaggtgc
  3052741 attcattctc gcgtaccaag gagaatcctg ccactcctta agtctttttt tatagaggtc
  3052801 attatcgata aaagatctga ttttatcagc ggtatcactt tttacatttt tctttatttc
  3052861 atcaaggata taactcgcta ctactaaagc gccatcaata tgggcacaga caactttaga
  3052921 tttttcttct gattcactca cattttctac catctcacgt tcgacttcag tactaatttc
  3052981 agacatattt tgtgatttac ttcttgcacc aaactcatac gtatcatgca ccaaagaagg
  3053041 aataaaccac gccttgcacg ggcaattgct ttgactattc aaggtgcccg caaacttgcg
  3053101 gccatttacc gaatcgccag gaacatggcc gataataata taggttcccg gatgtttacc
  3053161 gcaggtcact ctgtcttgtt cacgggccac cgctttaccc atcaagacat gtgtggcgtc
  3053221 accttcgatg atcacgccgc cgcaggttgt ttcatcccca accccaaggt aatagccttt
  3053281 tgccattgtc tgttccttct ctgttatccg cataatacgg ccgcacgggc cgggtcgagg
  3053341 gcgataagcc cactgagcag gctttccatt tcagcatgca ggcgggtttt atcactgtca
  3053401 ccccgctgtg ccttcatacg caacagcttc aaacggcggg ctttaacttc aaacaccaac
  3053461 cccggctccc actgtggcaa ggtcaacaac gcgccgctgc tatcaaggcc actcagcaga
  3053521 tgcaaggcca tatcgttctt accgtactgc tccgccaccc gggccatcac cagacgcagc
  3053581 agccactgat ggcgcgccgt ggtgatcccc ggtcgtgact gcaaccagtt aagcgccgct
  3053641 tcaattcctt cgctgtccgc ctgagccaaa gcttctggct ccagcaacag aatgccatcc
  3053701 tcaccggatg aaacggcggc cggctcgctg ccccagcccg agaccgactc cagtacctgc
  3053761 tggtttatcc accccagcgt cacctcatcg gcaaatggcg tgccgtcact ccagcatagc
  3053821 ccttccagcc ccggcagccg ggtcagtaat aaccgtaaat cctgcgtgat acagctcgcc
  3053881 cagccatcga atggggcccc cgctttgctg agggcctgat gcagatacca ctgcacatcg
  3053941 agccagaaat ggttaacccc ttcggcaaat atcgattcgg cctgttccag caacgccagc
  3054001 cagttttgtt gcagataaag gcgcttgagt tgtacgcgat attccgggcg cggcggtacc
  3054061 agccgggtcc gtccgttcac atctaatggc ggtgactgat gtaccgtatc ccagcgcacg
  3054121 cttttgataa gatgatgccc ggagagccag ccctgcggct ggttgcgcag gtattttgcc
  3054181 agcgttttgg tctgatcgag caggtcacgt cccgattgca ctggccgcaa cgccggtgac
  3054241 gccgtgttgg ctgggttcaa gctgcctgcc gatgatgacc cgctgctgtt ttgcggcacc
  3054301 acggcattta gcccaccaga ttgcgcgagg cggttttcca gggcggtata caacccgccc
  3054361 agttgcggcc ggacgccttc gtcccagaga ctgagcctct gttcgataag ggccagtgcg
  3054421 cccacgatac gctcaaaatc ggctttatcc acttccgggt aaagtgacaa gctgtcgcgc
  3054481 atccggagcc ggccagccac tccaacgcgg ttttccggct ggttgtacgc agcggatgca
  3054541 ggccctcacc aaagcgcgtg atcagcccgg ccagcaggga aaggccatcc gccagcccgg
  3054601 cctcgccgtc acggtgcaac cgcgcccaga cgtaataggt tgccacccgc acatccttgc
  3054661 cgtgtgtggt gaacagcttt tcagccagct cgcaggtcag cgtggtatcg gcacccgaga
  3054721 gcttattgac ctcttcacgc atctgttgga agtggtcatc gtaaccgggg tcttcaccgg
  3054781 tatgcttatc gggtgtcacc ggttgcaacc aacgttccca gagcgcaacc tgttgtctgg
  3054841 cctgctgtaa aagtggctca ggctctgcgg cacaagcggt gagcaaggta gttaacgtcg
  3054901 ccataacggc tcctgtgggt gtttattggg ggggatgata gaagacatca gtcttctgcc
  3054961 atgtcttcat cgtctgacat gtcagcaatc gcaagcggcg cgtgctgtat cagaaaaatt
  3055021 tgcgcaggca gagtgaaatt acgcagttgc aacaggccta acgggccttt gcccagctcg
  3055081 gtgcgtaata tccattgcaa tggctgttta tctgcggtgg tgaaggtcag ttgatagcgc
  3055141 ccttcatcca gctttttctg ttttgcctgc tccagccaac ggatcagccc ccatgtcccc
  3055201 tgataatcac cgtacaaccg ggcgcctgaa ctcacaccag tccaggtcaa catcgtgccg
  3055261 ggtttatagg tctcccccgg ccagcggaaa ctctgccagc tctccatctg gttgaaataa
  3055321 tgcaatttct gtccgtcaat cgccagattc gtttccacca cattcggcac cggacgggcc
  3055381 agcagctcaa agcgtagccc ctgactgccg tcagtgaaca agatgtcgga gatttggctc
  3055441 agttgattaa tcgccgccag gaaggccggg ttaaaggtca gcccctggct gttcacctta
  3055501 ttcggcaccc agcgcgttcc ttctttgtgc agcacgccgc ccagttcacg ggtcaggaag
  3055561 ctgtcgatgc gcccgctgtc cttgcggata aactcggcca gcatcggcaa tgaagcatca
  3055621 cttttactgg cggcaaacgg atagcggcca tcaaaggccg atttccagtt ggccaccacc
  3055681 gcgtttttcc actggtcgtt gagactggcc gatgaaggtt gcagcacggt ttcccacgcc
  3055741 tgcgtcagcg gctgaacaaa catcgtctgc ccgaagctgc tccactcctc tcccagactg
  3055801 gcggctatca ggctgccgta ctcctgcgtg tccgtcagat caacactttt gccctggaaa
  3055861 acggtctggg ccagcacctg tgtcatctcc tgcggatccg aagcattgac cacctgctgg
  3055921 agtttaagcc gcacccgggt cacgcgggtg agcaacgttt gcaggctcag cgagctgtcc
  3055981 gacgacagcc tgttttgtgc atcgcctttg cccatcagtg ccagcaacgg gccaaaggtc
  3056041 tcgtccagtg gccctactgg cccaccggca ctctggtcaa tcgccggagc ctggtcttta
  3056101 ttcatcagcg ccttggcaga cttcaccagc gaatccgata atgcctgatt ctgctgcccg
  3056161 gtctgccctt gccacgccag cgtgttcatt agcgcaatca gcggcgactg gcgtacatca
  3056221 ctcatcaagg tcagttggtc aatcacatcc gacaggttat gcgcctcatt ccagtgcaaa
  3056281 ctgttgagga aactcagcca actgccagca aaatcggtga aataacgttc ggtcaggcgt
  3056341 tttttcagcg cttccggtga gatatcttcg gatatcgccc ggcggttatc actcaatacc
  3056401 cagtcaattt cttcgcggcg ggaggccacc gttttatcta tcgcctgctg gatttgctca
  3056461 tcccaggcct tgcgggtgaa cataccgggc acggattccg aggtctgaaa cagacgctga
  3056521 gcatcggtat cgccggtcat gtccatcagc gtcatgtcgg catagttgcg gcgcaccgac
  3056581 agcagcatgt tttcatacag cgtactttct gcattgcgct gacccatctg ccccagcaac
  3056641 acctgccgca cctggctgat caacccggta tccggggtaa ttttccagtc cggctgagcg
  3056701 ggcagatttt gtgcataaaa ctgccacaag tcgggcgcca gactctgcca cagaccgggg
  3056761 gagacaccgg cccgtgtagg ctcggtggtc tgcatcacct gagcataaaa tacagcatcg
  3056821 gctttttccg ggcgggccat catcagataa gcctttaact ggtcatagcc tgtttttgcc
  3056881 cgtgctgccc gttgcgggct gttggcgggc agctccgcca gttcgctgag tttctgatac
  3056941 aggctctgcg cggtggcatc cctgagaata cggttgttgg cctgaccata ccacggcatc
  3057001 aggacctcaa gcagcggcgc attatggtcc agaccaaagc gctgatacca cggcgcgccc
  3057061 tgcgccacgc gagattgtaa gcgcccgata tcatttcgca gggcttgtag ggccatcagt
  3057121 tgctggtcgg agaccgcgtg cgactgcgcc agttgctgtg cttgttgtgc ggcagagacc
  3057181 atctggtggc ggttgaccgc aaatgacacc acgctgccca caccccacaa gacaatcagt
  3057241 gccagcaagc tgtagcacag tgtctgctcc cacggcagcc cgacacggcg tccacgcgcc
  3057301 ccccggcaat catccagtac cccctgccaa ctggccggta ccgtccagct tttctcatgt
  3057361 acctgcgccg ccgatgcaga ggtatcgggt aaactgaaca tcagcccacg caagggaata
  3057421 cgcgcggcat actcggtaaa ccacggcgtc agacgctgcc gccagcgagc cgcatcgccc
  3057481 tgatccagtg actgcgccag acgcaacaag aaatcatggt gcggctcgat ggaaagctgc
  3057541 tgcattccct gttcacgtaa ctgaggcaac agggcacgca gttgctgctc caccttttct
  3057601 ggcgtagcct tcgccgggaa caccgccccg accggctgct ccgtccgcga atcctgaggc
  3057661 cagtcgctgt cacagacctg ccacagatac accggcggtt gatagcgcaa ggcggcaccc
  3057721 attttttcca gcgttcgcag gccgttatcc atccactgtg gcgtgccact ctgcgcggcg
  3057781 gtcatcgccc agacaatgcc atccaacggg cggccacggc gcagtttgcg ccactcactc
  3057841 agcccggttt catccgccgg acgttgtaaa ctgccaccgt gtatcaacac cgtgcgctgc
  3057901 ccttccagcc agccctgctc cgccagttgc ggggccagcg cggcgatttc gtcaggttca
  3057961 cccaccacca tcagcagccg gactttgtcg cgccagaaca gaccgtaacg gcggcgcagg
  3058021 cgggttttta ggcgggacgg ttcaccctgc tgagtctcac ccgcctgcgc gttgtcttcc
  3058081 ggcaacggcg catcatcgcc ctgtgcctgc tgccgtagct catcaaagtg ttttctgccg
  3058141 gataaccggg tccccgcata cgacagtaat gcgcacaggg tcaggatccc cgttcccacc
  3058201 accagtcccg tcagccaacg gtcacgttgc ggtgtccccg gaattaaccc cacccgttcg
  3058261 gggtgttgcc agaccagcca gcacaacacg gcaccggcca gcaaaaacag cagggcaaca
  3058321 atccagaacc agacttctgg ctttttaatc ggtaaggcaa tgcgcttcac gtttcattct
  3058381 ccttgcggga agcattaggg gatacgacgg tactccagac agtgtcactg ccttgttcac
  3058441 tactgaggat catatgcggt gttgaggaat gaccgatggc ctgcgcggcg gcggctatcg
  3058501 ccagccacgg acctgcacat ccaggacatc ctaaaaattc attaaaatta tgcacatccg
  3058561 gaccgggtgt gatgcaggcc agtggcgctt tgccctgaat accgatggca ctgcgatagc
  3058621 cctcactttc tacggataac ccggtcagcc agagatgttg tagggtatcc gggggtaacg
  3058681 gcacccagtc agccgcctgt aacacccccg cctgcaagct ctcttgctgc gggagggtac
  3058741 actccgggcg gtgtaacagc gccagcgggg taagtatttt ttgggtcagg cggtttgcca
  3058801 ataacagacc caccacggcc tcgccggtca tttcgggctg ttcaggggct atctgcacgg
  3058861 cgacaaccag caacaccgca ctatctttaa tgcgatgatc cagccagtga tcgataacgg
  3058921 tcagtccgtg gcctgagagc aatgtggtcg gctgaccaat accgctctcc tgccaggcct
  3058981 gctgccagag tgccagcacc cgggctctgg gcaccgaaga agaagacgcc aacaaaatag
  3059041 cgaccgcatt gtcaggggga agctgggaca agggggcagt cagattatcc agcagagcag
  3059101 aaaatgcggc agataaatgt gcatccggag acaagccgtc agtgaccggc aaccggctgt
  3059161 gccgaacact gctcccgcca ttccaggcgg cctggggaat gattttattg tcattacgca
  3059221 gtaatgcgtc tgctatcccg gtaaattgca ggtcaggatc atgcgccgtg ctgcatgcgg
  3059281 ccgccagaat ttgcaacgcc cgccgccccc ggcgaacctc ctgcaatatg acctgctcac
  3059341 gccgtgaatc ccaggcattg gcctggatct gttgcatcag ataaatcgcc agacgaaagc
  3059401 ccatgagaac cagccagaaa accaccggga taccgatggc aaaccaccag aactcggtat
  3059461 cgcccagcag tttccccaga aaacgcatca gtaatattcc tgcggcaata aaccccagca
  3059521 gtacaatcag ccagcgtaat ggcttgggcg gcgaaggacg taaaaacggg ccgggaatgg
  3059581 tggttaattt tacgggcatg gggaggactc aaatataaaa taacagaatg aagtatatgg
  3059641 tcgtaacttt aaaacaaggt gtatcattcg tattgacgaa gtgatatttc atactattta
  3059701 ctcagcatgt aattcagtaa taatttattt tttaaatcac tatttgaaac caaaattcct
  3059761 ttcccaccac acttctaata attaattaaa tatttacatg ataaattata aatacgaata
  3059821 acataaacca aaccaattac aaagaattta ataaaatctc aatctataaa tcaacataat
  3059881 ataaaataat tgaaattatt attaaataat gaaaagtgag ttatgtcagc ttcatatact
  3059941 ttatccgttt caatttataa ccatgataat ttttctccat tattcaatat attatcatct
  3060001 gaatcattca tccactcaag agataatgta ttaacatcat ctcctttaat ttaagtcgag
  3060061 cttgaaataa atacatgaaa aatcaaaaaa tccgacttca ggatacgtag tgtaatctaa
  3060121 ctcattatcc ttacattgat agtttgaacc aacataaaat attcttcccc aaacaccaaa
  3060181 gatctttaca gtaggctgtc atcgctcact atcctgagta ttataaccat gaacagcatg
  3060241 aataatcgct ctaccgtaga atcctatttc atatcagaga attaaatagc caccctctga
  3060301 taacctatta ttttaataat catctaaata gtttttcaaa atagtagatc accaaaaggg
  3060361 aactcagccc gagttgagcg atctgatgaa tcgccaaacc aatcaaaaaa aacctactga
  3060421 actgagttat gtcgatcata gcacctatcc cgcgccctga acgacgtttg atgcagaaag
  3060481 ctattcataa aacgcgcgat aaagattacg caagaagact cactgccatg ctaatgcttc
  3060541 atcggggcga tactgtctct cataccgcca gaacgctctg tgctgctcgc tcttctgttt
  3060601 gacgatggat taactggttt actttattcg gttccaaagg actacaaagc cttcctctcg
  3060661 gacaccccag acaatggctc gttgaacaga ttatcccgac actcattctg ttggggcaac
  3060721 aaccgccaca acactttgga tggttacgtt cacgctggag cacaacactt ttatccattg
  3060781 aaattaaaaa tctttttagt attagcatat caatcagcac tgtatatcgt tgtttatgtc
  3060841 aggccggtat tgtctggcgc agagcggcac caacgttaaa atttaaggat ccacactatg
  3060901 ctgaaaaagt cgctgcaata cagactgcac tagagaaaaa tagtgtggca aatccggtat
  3060961 tttatgaaga taaagtggat atcgttctca accctaaaat cggtgctgag gcaaacctat
  3061021 cggcgagctg aaaccatcac attaatcctg gataattatg tcatacacaa aagccgtata
  3061081 gtagaatact gattacagga aaacccgaag tttaatctgt tatttttacc gacatattta
  3061141 ccatggttaa ataaaataga gttgctttgg ttatcactgc acgaaaccat cactcgtaac
  3061201 catcaatgtc gttacatgtg gcaattactg ataaaagtga agcaatttat ggcggtggct
  3061261 tcacctttcc ccggaagtca ggctgtagcg gtattatgaa aaactattta ggcacttgca
  3061321 tcaatacatt cttaaatatg ccgtaagtaa tcaagtcatt ctttagggta acggttaaat
  3061381 tcccacgttt tatctttagt gcacttctca aatagttcat tgtgtagcga gtaataacct
  3061441 ggctctgcag ttactatatt tccggcattt tcatcaaaaa taattccggg atcataatcg
  3061501 atgtatgcct tattttattt tgttaaatat tcaaccaaga atatttattt gcttagccct
  3061561 tccccactta tttttttatt ttgaatttta ataatcacta ccacactgcc tacaatcttc
  3061621 accgtaagct cagatgagaa tacatttttg atggaaagca aactcgaaaa aatcatcaac
  3061681 aatatcattc ggaatttctt aaaggatttc atttttaatt aacctcaata aaaagttgat
  3061741 ttaataaggt tgttggattt tatttattgg ggtggggttc tgaatagaat tgattccaat
  3061801 gatttcagtg cataataggt gagatcgaca tccttattat taatttttat tgttagacta
  3061861 cctgttccac acaaagcata gatgtcgtga atcatgcaga aataaattat ttttttcaaa
  3061921 tctttgtctt tgtataggcc tcggtcatat tcgtttatat tctcatcaat tactgcgaac
  3061981 cccaaagagt ttggggactt tatattgtaa agttttaatt ttatataagg ggactttcct
  3062041 ttgaagttaa cagcagtatt ccttacctcc caactctgcg tcctcttgtt aaaggatatt
  3062101 ttttctgggt agctgcctgt atcatatcca ttttcatatg catcagtatc gaatatgcac
  3062161 aaccattgat gggccggaat actttgtgtc aggggtgtgt ttatacttat tggcgaaaaa
  3062221 acattgtaag tcacattatc acagccactt gtttggatag tgttatagtc tattggagaa
  3062281 gactgatcaa tactaaattt tgagatcgtt atgttttttg aatctatatt ttcttctggt
  3062341 tttggttgta tctctgcctt tgcggaaaaa caaattatta atattgccga aattattttt
  3062401 ttatattcat aatgttctcc ttaaattatt ttcttcaggt ttttctaaag aatatgttcc
  3062461 ttgcgagtct ggaaatttca attctgttag aaccgcaagg gcgctcccgt aaacgtagca
  3062521 tctctcgata aaaccattta accctgaata attagttcgc tgccttgctc ccggtaaatt
  3062581 aacagttgca ctggcttgcc aaaatgaagg gcttcgatag taaatatggt tcgctgacac
  3062641 ttgccgttca agaatatgtt ctgggtctgc gtattttgcc atctgtgtag tgcaccaata
  3062701 aaatcctgca ctatcggctg gttcataatc tccagtttca aggctatttc tccagttgag
  3062761 aatttctgcg gataattcag gattgctagt gtcatcaaga tgattttcag aatatcttat
  3062821 ggaaccattc ctatataaac ggttatattc attttccaat tttattttaa ctgtttcatc
  3062881 ataagtatac ccacggtatt taaaatattt atagtaattc ccagggctag ttaattgcaa
  3062941 aaaaccgcgc ccataccacg ggtaatacca aatattgtaa tgtctgatta ttgcgcgtgt
  3063001 tcgttgattt ctttcagtat acacataacc ttcatgcgta gtggtaagcc aagcagtctc
  3063061 ctgtattgca ttaccaaaaa aacaggccat tcggaatggt gtgttgatta aatattttcg
  3063121 taatacctta tttattctgg aatagtgtcg agctagcaca gatgtatcac catatcggtc
  3063181 aggtatggtt tgccattgtc cgttggagag tgctttagtt gggattaatt gtttcatttc
  3063241 cttattactc aaccacccac acttcctaaa atgctcaata aacctcgttg gttcaaaatg
  3063301 ccatactcta cccgaaggta gtggattctc agctaaacaa agcgcctttg cgtgatcggt
  3063361 caggggccct aaatcacaaa gctccatagg ctccggcaga acatcatttt ctttcgccag
  3063421 ccactggaag cggttatcta ctgtcgtttt atcccattcc agcgggaaat gacaaatcat
  3063481 cccgcttaag tccaccccag tcttacaccg caaagtaatt gtgggtgaat tacactggct
  3063541 attcgtatcc gtatcatcat caaccagttg ccatcccatc cagtggggga aatcagcatc
  3063601 actgaatact tttactgacg ctgccgcaag gttaactacc cctttcccct ccggataatt
  3063661 aatcgttcgc cacaaaggtg caccggcagg tgataaggtt tcattatctg tattaataac
  3063721 gcgaccaaac cgcagcagtt catatcctgc acttggactg ttcgggtaca aagttaaagc
  3063781 tttgctgtaa aggttgtatt cataatctgc gccatcggca tccgttaggg gctcacccac
  3063841 ttccagatac attgagctaa aaacggcttt atgcaaggtt gtcatcgtgc aacttccctg
  3063901 atgaaaacgc atcgtcacaa ataaatcaga ctttgtgcgg ggcaccggac catttgccat
  3063961 taaagacacc ggcgtgttgt ctttaggcat cgagtcataa acaggcgttc cggcaggcaa
  3064021 ataaaagtga atgtctccat agacgacatc ggtccggcca ttatttgcta aatcaagttc
  3064081 cggcgtttca cgacccgtca gctttttgat attggcgtca tcgcagaata tttgaaaatg
  3064141 aatggcgttc tgaccatcca ccatgccgac ggttcctaac ggatcttttc ggtagacaac
  3064201 tgaacctggt gaaactgtgc tgccaatgct tttcatgtgc atatacaacg accagtaggc
  3064261 gaccttgcca ccctcatcgc tgccaatttc tgtttcatgc ttaatcaata cataaccgca
  3064321 atcggtgggg ccattgtagt tcaacggcag caagtctcgc ttctgcagac tcggttgacg
  3064381 tactgaaaaa acagtgccgt cggcaatggc acgcacttgc tccggcacgc ctgtgtggtc
  3064441 ggtatgtttg atatggatgc caccgtgcca tgcctggctg ttgctgatag ggtaaccacg
  3064501 ctgtggatct gccggcatca tgctgcttac ccattcttca tcgggttgtg acgacatttt
  3064561 tgcgcgcaag aaaggagggc tgattatcat tgattaatcc tttaattaag aaaatggata
  3064621 cttctgagtg ggtggtttag ctttaacggc taatgttggc actactgtct ccaatttcgc
  3064681 cttatccact cgcccgtaat gccctgcctt agtcaaatat tcccccgccg ttcctgactc
  3064741 gatccgattc tcatccagcg tgatataact gccgcctgca tttagcgtta tcttcttctt
  3064801 ggcggtgatt tttatctcat cctcggtgct ggtaatggtg atcacctcgt tggcgagtaa
  3064861 ctccatccgg agccggaagt taataagttt atgacgattt ttgtcaattt ctttattttt
  3064921 ctaatttaaa tgacagtctt gttgagaggg tctgttttat ttttgcgaac caatattttt
  3064981 tatttttttg tttatattgt gaaagtttct gctatatttt cataagccta atgtacctcc
  3065041 cagctgttga atagtagatg ttccttcaaa aactttaata cacttttcca gtatttcatc
  3065101 actgtttcca atccttccaa attcgtctat tttcgttggg aaaattactc ttttgttact
  3065161 ttttatattc cagactccag agcctgtagg tatcttacct tcctggcagt taaagtcatt
  3065221 tactacgaca tattttccat tggttgaaat ctgaccgtca ccattgctat atcccagaga
  3065281 aaacccttgc tctttttttt tattttttgg attgtaaaaa ccttcgccgc gtaacaagtt
  3065341 tatgttgcta ccaaaatgag aaatagatgc taaccaacta tctttatcct ctaatgaaaa
  3065401 ttgaaggaat aacttatttt cgaaatttat atcctgtagc atagtaatgt gcgagttggg
  3065461 tagagagtat agttttgtct taccgttgct acactcattt aactcattca ttaatagata
  3065521 tctatgggag gaaaataata tgattgcttt tttatctgtg gtgatgcgta aaaaaccgtt
  3065581 tccatttttc gtatcttctt cagtcgagtt gcttatttta catttttttg cattgcctgt
  3065641 tatcaaattt tccaagatga cctctgataa gtcattatta ttaaggtata ttttaatgtc
  3065701 atcaattctt actgagattg agtcatcaga taatgcactt aaagaataaa attgagatag
  3065761 tataaataaa gagagtaatg taaatgattt catatcatta tacctttggc ttttttcgta
  3065821 aaaaatttgc gttgttcaag tcctttatct gctccgttga ttgcttttgt tactcgctcg
  3065881 atgactctgt tttcattttc accttgacct ttgttcatga tatattcttt gtcatcatcc
  3065941 attgattgaa tcgtttttgg ctttattcct cgaatgaaat atccgccagt atctatgcag
  3066001 ttatattcgt tctcagttac tttttgtggt gaattaataa ttgcaggttt tttcttcatt
  3066061 ttctttgtgt tctttttttt atattcagaa tcatcccacc agtatgcatc aaagtcatta
  3066121 gtctgtagcc atcctctata cacccaatat gaagcatagt ttgcgcgacc agtgagcatt
  3066181 ttgaatcctc tacccctgaa tttttgggcg tcaatatcgc cacaattacc attactccaa
  3066241 ctatatgaac ctgctatata actacctttc ttattgtact ttttcccaga aaagtaaaca
  3066301 tcaatttctg tagggacttc tccataccaa tgtcccaagt ctctttcatt tctctttgaa
  3066361 tcttgaacaa tatctccgcc taccggcttg ccattaataa tgtcctgttt ttgactaact
  3066421 tcttggatgg tcattaaata gtcagattct actgcacctt gcccaataaa atgtgcgcgc
  3066481 cttattggag tgttcataat gtatttcagc attattctat tgatattatc gccatatttt
  3066541 tcgactgctt cagtgatcga ttttctcaaa ggagctttat ttgtattact gctaagaatc
  3066601 agactaagta ctgagttctc aacccacccg cacttcctaa aatgtgcaat aaacgaaata
  3066661 gggttaaagt gccagacccg ccctgcaggc aaaccgctga catcaaaaca caatgcttta
  3066721 gcatgttcga taagcgcatt ccagtcggct tctgccatcg cggtatcttt tgctgcttgt
  3066781 tcaaaagagg gagtactttg cgcattcagc acgctcatgt cagggtttat attatcgaat
  3066841 gcataccctg aagcattatt ccctgtgtca tctacctgat ggcttgcttt ttgattggcc
  3066901 agactttcat ttatcaccgt cgttttcagc catgagagac gtttctctag cgtcgatgcg
  3066961 tcccattcca gtggtaaatg gcagatcaga ccctgcatat catcgccaat acggcagagt
  3067021 acctgctctg aattgcactg gctgttttcg tctgtgtcgt catcgatcag ttgccagcca
  3067081 gtccagtgcg ggaaatcacc atcactgaac ttcttcactg ccggaagggc taggttcaca
  3067141 acgcctttgc cacccggata actgatggtt cgccacaatg gtgcgtcggc agggaccaat
  3067201 gtttcatagt cggtgttgat ggcccgacca aaccttaaca gctcataacc tgcactttgg
  3067261 ctttgcgggt ataacttctt agcctgcgca tacaagttgt attcgtaatc tgcaccatcg
  3067321 gcgttttcca gtttttcacc gacctcgctg tattttccaa tagagaacac acctttctta
  3067381 cgtgtgagca tggtgcactt gcccttatca aaactcatgc tgacaaagag aggttcggtg
  3067441 ctggtatagg tttcagcttc ggtggttgta gtggcattgt tggccggcgc gtggctgtaa
  3067501 aatttggtgc ctgttggcag ataaaaatac atatcgccat aaaccgcatc cgttcggcca
  3067561 tttttcgtca aatccagttc tggcgtcgtg cggccaacta attttgtcaa attagtgtca
  3067621 tcacaaaata tctggaaatg gactgcattg cctccatcaa cctgaccgac ggtaccaatg
  3067681 ggatctttgc gataaatctt ctcgccagtt tttactgctg catctataga ggccaaatgc
  3067741 atataaagcg agaaatacac tactttggca ttttcacctg aaccgatctc tgtttcatgt
  3067801 ttcaacaaaa catagccgca atccgtagcg ccattgtagt tataaggagg aatgcctttt
  3067861 ttgtcaccga ctggctggcg gagagagtgc accgtgccat ctgcgatagc tcggatcttt
  3067921 tctggcgtac cgccgctgtc agtatgagga atatgtatgc ctccgtgcca cgagcgatgg
  3067981 ctgttaaggg gaaaaccgcg ctcaggatct acatgcatca ttctggagac ccaggaagca
  3068041 tcgtcttctg agttggactt atcttttaaa aataaagggc tgataatcat atttttaacg
  3068101 tcctgttaag agaatagcca acgtttaatg gggtcttcag ttttagcggc taaggctgga
  3068161 aattcagttg ggagtttggc cttatctaac cgcccgtaat accctgcttt ggtcaaatat
  3068221 tcccccgccg ttcctgactc gatccgattc tcatccagcg tgatataact gcctcccgca
  3068281 ttcagcgtga tcctcttctt ggcggtgatt tttatctcat cctcggtgct ggtaatggtg
  3068341 atcgctttac gcgccaataa ctccattaga tcattctgcg cctggactgt tatcggcccc
  3068401 tgattggcta ttagtttcat ccccagcttt ctgacgaaga tacttagggt attgcctacg
  3068461 ccgataaaga aatttttcgc gacgctgacg tcggcatttt taccggcggt ggcaatcagg
  3068521 ttatcgctgg cactcatttg cagatgctcc ccgctactca acgcgatccc ctttggcgca
  3068581 ctcagtaaca ggacagcttg tttcagttca gtgagatttt gctgcaacag actgatttgt
  3068641 acctgtaggt cggccggact ggcggtggcg gtttgtgcat ccgcggagat ggcctccatc
  3068701 tgttcctgcg cacttttcaa caggctgata gccggttgca tctccagcac ctgcccctgt
  3068761 gctttggcct gtccgtcggc agtgataaag aggccttttt ctgcccgtaa tacaccaaaa
  3068821 ctgtcggtgc gcagctcaaa accctcaccc cgaggctgtt tctcgttatc aaccaaatgc
  3068881 cccagattca gttggctttt gccgccatat tcggtgctga gcttgatgtg ctctttaccc
  3068941 cgttcatcct ccaggcgcag tttgttattc gacggagtac gcagtacgtt gcgtttgtag
  3069001 ttgctgatgg tgacatggtc gccgtgcgcc gagtcgtgta gcacataggc gatatacggc
  3069061 cggtccgggt tgccgtcttc aaacgcgatc gccacttcgg tgcctgccag cagcggcagg
  3069121 tgcaggccgt agctgtcacc cgcatacggg cgggcctgac ggacccacaa gctttcgtaa
  3069181 cccgactccc aactgtcacg gtcgaacatc aggttgacac ggtagcgccc gtctttgtcg
  3069241 atatgaccat aagtgtcgtt cgcagtggta ctggtcaccc gcgccggcaa ggtcccggcc
  3069301 atggtcggct tgcggatcag cgccggacgg aagcaataat cctcggagta aggaatggct
  3069361 tcaaaatgta cttcatagct gcggtcgcgg cgggcatggc tggtgatgcg ggtgattatc
  3069421 acccctttac caaactgtgc tggcacgtcg ttgccggtga cgttcagttc ctgacccggt
  3069481 gccagtgccg ccgcattggc caccccggcg aagcgcgcct gattattgag gtaacgttca
  3069541 tggcgcagac gggcataaaa ggccccactt tcactttccg gctcgcgccc ttcgctgcct
  3069601 gcggtcagat agttatcggc gtaatgatag gcttcgccgt aggtggtggt atcgccgcgc
  3069661 gtgatgtcgg ccccggcggt caggtcggca gtggcggtgc ggtagttgta atcgccggta
  3069721 ctgaccgatt tttccaccac ctgatgggcg ctggacaggt cccagaccga ttccatcccg
  3069781 ctgtcgtgca tccccgaagg cggcaccgcc tgtagcgtca gtccttgctg atagaagcgc
  3069841 tggtcgtcgt aaaactccac cacatcaata ttgagtttgg gatcggcggt aaaacgaaac
  3069901 cagatcccca cctcggccag caggcggcgg ataaaggtca ggtcatcctc gccgtattgc
  3069961 attacctgct cgcggcgtgg gtactcgcgg gccagcgtga agacaaaatc ctgaccgcgc
  3070021 atgtcatggc gctcacgcag aattttttcc acaatctgcg gcaccgacat gtcctgatat
  3070081 atcccgttct gatggctgcg cgataacaag gccaggcgcg gttgcaggct cagttcgtag
  3070141 cggcattcct ctttcgaggc cgacaggcgt ttaaatccgg tgaccacccc ttggatcacc
  3070201 cgctgggtct gctgaaccgt cacgccaaaa gcttcggcca tcggggccgc caatgtcagt
  3070261 gacgcgtcgt gcatcagcat ggtcgccggg ccaatcgcct tgtcggcgct ggtgaattgg
  3070321 atgtcgtaac agaacggctg gctcaggctt tcatggcctt caaagcccag cacatcaacg
  3070381 gcggcggtgc tgtcgcggac caccagtttg tggtggctat ggtcaaaccg aatagtcggg
  3070441 agaaaggtat tcatttttat tcgccctcaa atgtcagcgt gatgccatct tcttcatgcc
  3070501 agcccagcgt cagcgaggtg gtgcgctgtt gctcgctcat gcggcttaac agctgctggc
  3070561 tcaataccgg taaaatctgc tgattgagca ggctgtcgat gttgcgtgcg ccggtgtccg
  3070621 gcagcaggca ggcggcgacc agtgtgtcgg tcaggctgtc ttcaatctgg cagctcaggc
  3070681 cgtagtgaca gtgcaggcgt tgcgccacct gattcagttt tatcgccaca atgcgtttga
  3070741 gcgcatccac ctgaagcggg cggtaaatca aggtctggaa gcgggccagc agcgcgggct
  3070801 ggaagtggtc gcgtaggatc ggccgcagca gttcatgcag ggtgctgtcc ggcgcgtccg
  3070861 gttgctcatc cagcaactgc atcagatgat cactgcccag attggcggtc atcacaatga
  3070921 ccgtgttgcg gaaatcaatt tcgcgccctt caccgtcgcg catgaacccc cggtcaaaca
  3070981 cctgatagaa caggttcagc acatcacgat gggctttttc cacttcatcc agcagcacca
  3071041 cgctgtaagg ccgtttacgt accgcttcgg ttaatacgcc gccctgtccg taaccgacat
  3071101 aacccggggg cgaccctttc aactgggaga cggtgtgcgc ttcctgatac tccgataagt
  3071161 tgatggtgat cagcgatttt tccccgccga acaggctgtc ggccagtgcc aacgcggttt
  3071221 cggttttgcc gatcccactc ggcccgacca gcaggaacac ccccagcggg ccattctctg
  3071281 atgtcaggcc ggttttggcg gcccgcagcc gttgcgccag cgcacctaat gccgcatcct
  3071341 gcccaatcac tcgctcaccc agacgatttt ccagtgacag caagttggtt tgttcgtctt
  3071401 tgagtaaact gcccagcggc acaccggtcc agtcggcgat cacagccgca acagtgcgca
  3071461 catcaacgtc cagcgacaac agcggcgcat tgccctgaat ctgaacgagt tcctcctgca
  3071521 acgcgaccag atgtgctgcg ttggcgatgt cctgacgcgc ctcaataatc agggtggtca
  3071581 accgcttctc ttctttatat tgctgttcga gtgtgtgctg cccaaccgcc agcgcggcgc
  3071641 ggcgttgctc aatctcaggt aagcgcgttg aactgacatt cggcagcagg agcaagtcct
  3071701 gttcgatggc ctgttgctcc atcgccagtg cggccagttc ggcgttaatc tccatcaacg
  3071761 cagtcggcaa ggtgtcgatg ctcatgcgca cgcgcgcacc tgcggtgtcg agaagatcca
  3071821 ccgctttgtc cggcagttgg cgaccggtca gaaagcggcg cgacagggta accgctgcgg
  3071881 tgatagcggc gtccagaata tgcacgccgt gatgggtggc gtaacgttct ttcaggccac
  3071941 gcagcatcag gcaggcggtg tcatcatccg gctcgtccac tttgaccatc tggaagcggc
  3072001 gctccagtgc ggcatcgcgt tcaaaatact gtttgtattc ggaccaggtg gtggcggcga
  3072061 tggtgcgcag ttcgccacgc gccagtgcag gtttcagcag gttggccgca tcggcaccac
  3072121 cggcctgatt accggccccg ataatggtgt gggcttcgtc gataaacagc agcaccgggc
  3072181 tgggggattg ttgcaccgcc tcgataacat ttttcaggcg ctgttcgaat tcgcctttca
  3072241 ccccagcccc ggcctgtaac agacccaaat ccagtgtgcg cacactgacg gttttcaggc
  3072301 tgtccggtac gttgccgtcg gcaatccgca gtgccagccc ttcaaccagc gcggttttcc
  3072361 ccacacccgg ttcacccacc agaatcgggt tgtttttacg gcggcgcgac aggatgtcga
  3072421 tcatctggcg gatttcgctg tcgcggccaa aaatcgggtc aatctggttg gcacgggctt
  3072481 tggcggtgac gtcgagggtg aatttatcca gcgccgcttg cagcgcgtca ttcagttgcg
  3072541 gctgaccact ggcggaggta accgtcgcgg cctcatcggt cagattgacc gggctgtcgg
  3072601 ccagtgccgc agcctgctgc acctcagggc gttcgtcgga ctggttgtcc agcagcggta
  3072661 acaggcgctg tagctgagtg gtgctcaggc tgagcaacgg ccaggcggcc tcggcgacca
  3072721 ataatgacgg cgtggcaatc agcgctgcca ttagatgaac cgagcgcacc gcatcagcat
  3072781 tttcctgcaa cgaggcatcc agccaggcgt ttttgatcag ttgctgtaac gcggcggaca
  3072841 actgaggttt gccctgtacc gtgcgcggca aggtgtccag atgggacagt aatccctgcc
  3072901 acaggctgtc catgtcccac tcataacgcc gggcaatgac tgtaatatcg ccttcgccct
  3072961 gctccagcaa ttttaacaac cagtgttcga cagtgatctc agcatgggcg cgggtctgac
  3073021 acagggtggc ggcaccggcc agtgcctgtg cgcaataggg atttaaccga cgtaataagt
  3073081 gtgctgaatg cgttgtcatt aagatcttcc ttgtttgcca tttaccctat ttggacacgc
  3073141 taccgcccgt agcctttcct ttactaagga aaccaaggcc cataaggtca ttaaagggtt
  3073201 gtgaattttt gctcaatcac cgcacaaaca gtcactgaga aaaaataaaa aacacaaaaa
  3073261 agcaggcggc gaaccgcctg aagttgatga caacgttcag tgagtgaagg gttgaccgca
  3073321 cctcggggcg ctccggtggc ttacgcactt gtgtttgaaa ctaagagcga ccccaacggc
  3073381 acgtttcccc ttcatttaac gttgccagcc gttaccctaa ataattcgtg ttgcaggcag
  3073441 tcggcaatat cgccaacgca cctgcggcgc gaagaatgac gggtcactat gcggtggcgc
  3073501 gctcgttcca cgaatcggaa tgaatgatgt tgccgtcttt aaaggtccag gtgatttttt
  3073561 cgtagcgcag ttccaccagt tccaggtggt tgtgcttctc tttcgccgga tctttcacgt
  3073621 cgtgcatttt cggcgcaact ttaaccactt tgacgttttc cagtttggtg ttgaaatatt
  3073681 caacttcctg gccagcgtca tcaatgcggt accatttgaa ctcggcggtt ttcagtgtct
  3073741 gaccggtggt caccgctttg tacaggtacg gggtcgacgc atcgatttct ttggtgaata
  3073801 cgaacggggt gtggatacgg gtaccggtca gtttgccggt attgttatcg gttgggatgt
  3073861 acaggttatg gtcctgtgcc acgatctcaa tgctgccttc acggctttgc acatcaacag
  3073921 aacccttgat gtccgcaccg ccgtcgtctt tcagccacag ataaactgga attgccatgg
  3073981 tttacttctc catttcttgc gttgatacgt cactttcatc ctgtgacgct gtttttacat
  3074041 ccggcacctg acaggcatca gcctgtggta ccagactgat ttcgacccgg cggttgagcg
  3074101 cccgaccgtc gggagtatcg ttgtcggcga tagggcgtgt ggccccgtaa ccttgcaccg
  3074161 caaagcaggt cggcgagacg tcgctggttg acagcatcca gtcgcgtaat gcttcggcgc
  3074221 gcttaagcga cagaatgtgg ttggcctgcg catcgccggt gatgtcggta tgcccggcca
  3074281 ccacgatcag ccagccgggt ttggctttga tgtcgatcag cgccgtgacc agcattttgg
  3074341 tggaccccgc attcagcgtg aatttaccca catcgaacag tgacaggctg tcgaggcgca
  3074401 cggttttcgg cgccggtggc gcgggagggg gcggaggggg cgggatgtag cttttgatcg
  3074461 ccgccaacag cggcgggcgc agccgctccc cccgatataa ccccaggccc agacgcagcg
  3074521 gttcaccgtt gcggtaccct tcatcaagca gccccgcatc acggcgtaat accgccaccg
  3074581 cctgcgcttt cggggaataa tccgtcatcg ccacgctgtg gtactgacgg atatcaaagg
  3074641 ccacccggtg caacagttgc cggttctgcc aggcgctgct gcacaacgcc accatcgccg
  3074701 ccaacgtcag taaggtgaca ccatggcgca gtacccgacg gcgtgacgac accccgctac
  3074761 caagaggaag cgctgaaaag acaaaatccg gcagcggtaa ggcgtcatgg gcggcgggcg
  3074821 gcggtggatg ccaacccgcc acctgtgtca gcgtggtatg cgccgccagc cagtgctgcc
  3074881 acagcgaggc aggcaccgga tcggccagac tggcaacctg ctgttgaata atctgttgcg
  3074941 gggcaagggg gggcaacatc cgcattgggt gcctgcaata ccggcagcac ctgtgcgttc
  3075001 agccagtcat gctggctgct gaacagcacc gcctgtttca gtcgttcggc ctgtacggca
  3075061 cggctttccg cacgctgcca gtcggccaga gagcccggcg tcgagacggt tgaccagagt
  3075121 gtcagcggcg gtgtctgctg ctgtgacagc cagaccgtat cacgggcaac cgaggtggcc
  3075181 accgtgctgc tcaggagcaa gggaacagga tggcggctat cgcggcgcag ttgcatcagt
  3075241 tgccagcgca gctcttgcag atcggcggcc agcaggcgct catcgcggcg ttgctgcggg
  3075301 ttcacgacca tcatcaccgc caactgagcg gcccattccg gccgttgcca cagcagttgt
  3075361 cgggcaaact gccgcagggt gctgatatca tccacccgca gccagcagcc ctgtgcactc
  3075421 tggtgtgacc gttcgcgacc aaaccatgac gccagaccat caccacatac caacaccacc
  3075481 ggtaagcgac tgttttcagg cagaagaccg ttttcagttg ccaacccggc gaacagcgga
  3075541 tcagaggatg caccggccgc ttgccgccct gcccgcgacc cgcccagcat gcaaatcagc
  3075601 accacccatg ccagcatcag ccagcgcccc acggggagag cggcagaaat gccagacaca
  3075661 agatgaccgc cagcaaaccc gcccagagcc acaacccacg ttgccaccac cgactcatta
  3075721 caccggctcc ggcagtaagg tggctaacag accggacagc cagtgatcaa ggccccacca
  3075781 caacagcgca accatcagcg cagccagccc gagccgtacc ggccagtaac gcaaccagat
  3075841 ccccaaccgg ttgcgggagg cggcgcttgc caggatccca cgtgatggcg cgacactgaa
  3075901 cgccggtacc tgcacgctca gttgatcgat cagttgctcc cgttcagaag ccgccgggga
  3075961 ggcgtacccg ccgaggaagc ccaacatcaa tacccggtga aaacaggtca gtaccgcgcg
  3076021 atccggcgca ggctcacgca acacggcgcg catccgctcg taaagctggc taccggcatc
  3076081 cagggtattg aaaaaatgcg cctgtaaggg cgaatggcac cacacgaagt aggcatcatc
  3076141 ctgtacaccg cgccctttca cggtctcatc cagcagtgca cattgggcgt atcggatgtg
  3076201 ctggcaactc tgctcgctgt gaccggcgtc tttcagcgcc tgatggacac gttcaatgtc
  3076261 cgccacacag cgctgccaga atgcctgccc ttcgccctcg gcacaggtta ccccttgacg
  3076321 caggctgatc acctgtagcc aggtgtcctg caacagggcg tcaatatccc cgactggggg
  3076381 gtgttcggtt aggtgaggat tcatgcgcgt agcaccgcaa acagctccag ttggatctca
  3076441 cccagcgtac cgggtacata gaacacacag gcccccgtct ccatcatctg cgtcgccgca
  3076501 gggtggctga gatcaaggga gaagtactgg ttttccagcc gcaaggggat ggcggctggg
  3076561 acatggctca gcggacgcag tgggatcccg ctcaacgcga cattcaccac gttaccgacc
  3076621 tcatccggcg caccggcttt acacaactgc gggaactgag tctgcaattg ggccgcgggc
  3076681 aacgaggaac ggaccgacag gtagaaatcg gccccttcgc gcagacgagg gtcacgcagg
  3076741 gtcgcgcgcc actgattgat acgcggttca tgaaccagct caatcgccac cacccgtgat
  3076801 gggaggctgg cttccagcag aatattcagc agggcaaaca acgggggaaa gacgcgggtc
  3076861 agttgttcat gctgataaac cgggatcgcc gtcacttcgt gctcaaggga gaacgtcagc
  3076921 aggctgcccg ccagcctggc cagctcctga tacaggcgct ctggatgaac ctgcggatag
  3076981 cgctgaaaat tccccagtac cggttcggca ctgttaaggg cattgagcag ccagaacagc
  3077041 gacacatccg cgacagcaaa atcggccatc cgtgcattgc tctcccggcg catccccatc
  3077101 agacgctgta aacgcgcccg cagttgcacc atcaataact caagctgttc gccacaccag
  3077161 gcactggcct gcaggctcag catcggcgga ataaagcccg gatccagtgt ccagcgacct
  3077221 tgcgcatccc gcagcaagcg cgccaccggg cagacctgat aatcgccgtt ttcctgagtg
  3077281 tccagccgca gggtcagttg gtggtacatc accgcgacct gctttttgtc atcgccgaac
  3077341 tgattttgga catcgcgcca ggcctgacga tggcgtaccg ggcgttcgcc ccgctcatcc
  3077401 ggctgcaggc agttaccgcc attggcatac agttgtggta tcgccagcat caccgtggcg
  3077461 tcgctggcct cgacgggcag actggctgcc agcgtcagcg tgggcggcag cacatcagca
  3077521 cactcggtat ccaccagcac accgtcctga aaacgcacat gcaaacgcgc cgctttcagg
  3077581 cggccctgtg ccaatgcatc caattcaaaa gtggcctgaa gcacgcccca gggatgcatc
  3077641 acggccattt gagcgatgca ttcattggtc caggcctccc aggaggcctg ttgttgaaat
  3077701 tgctgcgggg aaatcaaaac tccgcgagtc cacagaggac gttcaatctt catcgtatct
  3077761 ccgtttatgc cttagccttc ggcatttggg aaaccaatga cagattgacg tccatccctt
  3077821 ccacctggaa atgcggtacc gcatacagct tgacgcggaa gaagccgggg ttgtcttcga
  3077881 tatcttcgac cgtcactttg gcatcacgca ggggatggga cgcctgcaaa tcatcacccg
  3077941 gatcagtcat ttccgtcacc agcccgcgca cccagttgtt cagctctagc tccagcagac
  3078001 ggcgatcttt ggtggtgccg atgttctcgc gctggatcag tttcagataa tgggcaatgc
  3078061 gcgacagcag gaagatatac ggcagacggg cgttgatgcg gctgttggcc gtggcatccg
  3078121 cggtgtcata cagcgccggt ttctgcgccg agttggccga gaagaagcac gagtaatcgc
  3078181 ggtttttgta gtacgacagc gggataaagc ccagattggc aaactcgaac tcgcgggttt
  3078241 ccgggatcat cacctctgac ggaattttga cctgattacc ggtacccaga tcgtacaggt
  3078301 ggatcggtaa gttggtgacc gcaccaccgg cctgcgggcc acggatctgc acacaccagc
  3078361 catttttaat gaagcttttc accatgttgg cagcaaaggc aaacgaagcg ttggtccaca
  3078421 gataacgctc atgatccggc cctttcacct gctctacgta gttaaagctg cgcaccggca
  3078481 cggtgtctgg cccataaggc aaacgcccca gcacgcgcgg catggtcagg ccgatatagc
  3078541 gggaatcatc cgagtcgcgg aaagctttcc atttgatgta ttcagcgcgg tcaaagtagt
  3078601 tgccgatatc tttaatcgcc gccacttctt ccatgttctc tttaccaaag aacgccggac
  3078661 ccactgagcc gataaacggc atatgggctg cagccgccac tttggagata ttgcgcaata
  3078721 aggcgatatc ttgcgggctg cggtcgaact cgtagttgga gatagccgcg gcaatcggct
  3078781 cgccgccggg ggtgtcgtat tcctgaatat aggtctgggc gtataaaccg ctttgtgaga
  3078841 tttccggggc atcttcaaaa tcctgcacca gatgatcttt actgatatcc agcagctcga
  3078901 tgcgcacgtt ctggcggaaa tcggtctgat cgatcagcga cttcacacca cgccaggtcg
  3078961 attccacccg ctggaaatcg gggtggtgca ttaccgcgtc caactggcgg ctgatttggt
  3079021 catccagtgc ggcaatatgg ccgtccagca gggttttatc cagtttttct actttcttcg
  3079081 ccgactgctt cagcaggtct aaaaagacac tgacggcggc ggtaacgcgc tcatcggtgg
  3079141 tggcttccgc cagcgcatcg ttgttctgga acgcctcgat accggccagt gaggagaccg
  3079201 ggctcaggtt gattttttca aacaaggcgg cgtaaacccc ttgtgccgca gggctattct
  3079261 ttaatacggt cgtcgcagta ccctgcgcac ggttttcctg tacagacatc agcatgttcc
  3079321 ttttcttctt tctaatgaca agcagccaat cccgggatta accctctttt ggtgccaggg
  3079381 ccgccagttc agcgcgcagt tcatcgctca aggcatcgtc tttgaggata ttttccagct
  3079441 cacggcggaa ggtggcgttg tccagcagat tggatttgag gtctcgcagc aggttgcgca
  3079501 tggccagcaa ggcacgcagt tgcgggattt gacgggcgac gctttccggt tcgaaatctt
  3079561 tcatctcgcg gaaggtcaaa gcgacggctg tatcggtgtt atccccggcc agcgtgtccg
  3079621 gtacagcgag tttcaggctc ggttggaatt cagccagcac actgttaaaa ttatttttat
  3079681 tgatattgag tttttcacgt tcagacagcg ggcgctgctc ctgaccgttg ctgtaatcgc
  3079741 ccatcaccaa caacttcaaa ggcagttcga ctttcttttg cgccccgcca gtatgcaggt
  3079801 ctaatttgat gttaatgcgt gctttaggta tctcattttg gaagcttgaa gaggacatca
  3079861 acgttcctta ttaagggaag ggaattaagg aaatccacca cagagagaat gaataaaaat
  3079921 aatctacgtt acctggcaca gcattcacca cccacggatt agctcagtgt gtataaagta
  3079981 aagaaataat atttatcgat aaccctatcc attcattgga tggcatgaaa cagtctctga
  3080041 caggtatttc tcacacgcat gagcagagca ataaaatacc ggatggcgca gtctagaaac
  3080101 attattcgat taacgcaaat gcgttaaatg taacagaatg caaccaagtt caatttcaaa
  3080161 atacatagca tccatatgat ttataagaag tttattacat gacgggtaat aacacactgt
  3080221 tattaaaggg gtaattaaac aggattaaaa ctaagtgagg aatttgggaa gtgatttgta
  3080281 ggaattcgcc tacaaatatt tttttcagaa atgtgatgtt tatttttagt attttattgc
  3080341 aagagcagat gacaagaggt ttatctattc ttgcagtcaa tcagctaacc acgaatacgg
  3080401 taaaggtgat ttatcgatag ataattttct tgaataagaa aataggctaa aaaatggatg
  3080461 tgagataaaa atttgcaggt attggaattc aatgctctca gaattgagtg ctcagattgc
  3080521 tatcaaaccg cctggttggc acttatctgc gccacagatt tatctatacc aatctcaatg
  3080581 agtttatacc caaaatcatt cgagttgcag gaaggcggta agcgagataa aactggccgg
  3080641 agactctcat tggcggtggt actaaaaacc ggagggacta caatacccaa gagattgtgc
  3080701 gaagatccgc actcaagaga tagtgcgaag atccgccggt ttggtataat tggggcaaaa
  3080761 ccaaaggcag caggaaggag agataatcca taagaaaata ttccttattg tacacttccg
  3080821 taccattgaa cctcaaattc ctactactac aaaatattct taaccatatc cagcagtaaa
  3080881 gaagtctctc ccatctcagt aaatctttct acaccgtgtg tccgcatata tataaccgat
  3080941 tgccgccaca tgacaggtcg atttatatgc tcagagagat tttttattac agaagatagg
  3081001 gtatatggac aggctgttct attggcgata accggtattt gaggcggtaa aaatgaaaaa
  3081061 ccttggatat attcactgaa ttttatggcc gcggtattta acatcgtact atgaaaagca
  3081121 ccactcactc tcagtacaac atatttaatc gcatagttat cataaaatat ctcttctgcc
  3081181 tgtttgatac tctcaatcgg ccctgatatc accatttgca agtcggaatt aatattggct
  3081241 atagtgagat caaacagatt attttcctca aggattttga ccacttcttc agcattcaga
  3081301 ccaagaacag cagccatacc tcccccctgg ctttcagaca ttagcaaggc tctttttttt
  3081361 accagacgta atcctgtttc aaagtcgaat acaccggcgg catgtaatgc attaaattcg
  3081421 ccaagcgaat gacccgctaa aaataatggt aacgccccag actcatcaat atatcgacga
  3081481 taatacaaag cattaactgt atataaagct ggctgaacat aaagggtgtt gctaaaccga
  3081541 tccgcaggac aatcccgaaa aaaatcacga atactaaatt cagcgatctc ttcagcctct
  3081601 gccactaatt tggtgtagat atcaaatatc ggagcgccca tatctgcacg ctgcgcacct
  3081661 tgtcctggaa ataaaatggc atgatttgat gtcatgtatc accctcttta ttgtgattgt
  3081721 gttacacaaa caggcaggct ttcctatttc agttctgaat atggcccctc cgtaggccat
  3081781 agtgcagaaa tgtctaagat tctgaactgc tcgttacaaa cagatcaatc agtccgttta
  3081841 tagatttaat attttttagc tcagtacgtg ggatttttat ttttaactct ctcataacac
  3081901 ctgatacaac ggaaacaatg tctaaactgc ttgcaccata gtctgccatt gatttttgca
  3081961 aatcaatttc atgttccttg gcaccatcga ttgaattaac aatgtgtttt tttacaatgc
  3082021 tagcaatatg atctctatcc ataatattat ctccgcttgg ttaattaata aattcatgct
  3082081 tattcctgtt tattccaaac aagctcaaac aaccacgatt cgtcattaag taatagacta
  3082141 tctatggatt taagaactag tttctcatgc tcaaaactaa aatatcggcg aaactgggta
  3082201 ccaatttgat tggggatttt actgttatca ataaagtgcg taacgatttt ctcatcgtga
  3082261 ttaacaatat aatggccaca atatgtttca aatttaggaa aatctgccac gatctgttct
  3082321 gacgggatcg cacgaatatc ctccgtgcta aattgagttc tctctaccga tgaaataaac
  3082381 accatcatgt actgttcggt atagatcaac ataccaaacg gctccctacc tatagggtaa
  3082441 atatgtatac ctccactgtt accaatacag gactcaagtt tccaacggcc aagaaataga
  3082501 tttctattgg gattagacat gactaatacc tttttggtca aaatacagtg aaaataccaa
  3082561 gtggtcactc agctcaatat tcataatggc gatgaagtcc ccctcattat ttctcaataa
  3082621 aattcgtctc aatcatgtcg atccacttgg taaagttatc ggtaaacatc ctgccattat
  3082681 caacggtgat gacctgacca cgcacggcat ccattaatcc actgcaaaga gccacactga
  3082741 cgttacctac cgcttcgggt gaaacaataa aatctggatc aaattttcga atgaatgctt
  3082801 gtgctttctt gccaaaaacc aattcaaaag cttccgtatc taccacaccc ggcgaaatgc
  3082861 agttaatgat gatattttct cgtgcaccaa tatatttagt taatgtttcc agtaccgctt
  3082921 tcgatgctgc aacataatca tagcctgtta tatggcaact acgatgtcct tccgaagtaa
  3082981 ttgcaaccac ataaccggga tattggccaa aatgctgctt aatacaatct atataagtaa
  3083041 tcagcggcca ggaattgtgt tcaatactat ctagcagccc cctaaattta taggtatctt
  3083101 taaattgggg agcaaacgca gcattgagaa taagaatgtc aattttttta ttttcttgag
  3083161 caattttttc gattagctgt gtggttatct cctcatcact gatatcagcc tgaaggaata
  3083221 ccgggcgatt gagatattga gaaaaatggt tttcaagttc atctaaatta tctccccaaa
  3083281 aataagtgcc atatactttt gctcccgcct tcacaaagct ttcaacagtg gctcggccta
  3083341 taccttttgt gccaccagtt accaatacgg tcatttcact caagttattc agcatatcta
  3083401 acccgtgtaa ttatcttgta tttgttgttc gatattgctt tgattaaatg caatatggtg
  3083461 cataaacgcc tcgatagtgc ttgtttcctc tagcatttta cgccggtcga ttgacatgta
  3083521 tttttttaat aattccaaac tatggcgagg tttttcagca atagaggttg ccagttcaat
  3083581 ggccttttcc atgaccatgg cgcggggcaa aatatagttg aaacaacatt ttcctttcag
  3083641 ctcactgccc ctaatatagt taccggtgac catcatctca aaaccggtgt aataaccaaa
  3083701 cgcctcctta ctcatggcag ttgaacccat cccaggggtg aaacccatgt tcataaatga
  3083761 catgccatag cgactttctt ccgccgcgac taaaatatct gcatataaac ctaagactaa
  3083821 tcccccccct gtagcactgc cttccatcgc cgcaataacc gggatcggta tattcagaaa
  3083881 atgtttgagg tgattggcat actcgtgttc aatattagtt ttgtagtgtg tgattaggct
  3083941 ttgtaaaaac gcttcggttc caccggtaca aaatatatca ggcaatccaa ccaaaataag
  3084001 cactttgatg gttttgtctt gctttatcgt gtcgacaata ccatgtaact gtaaacaaaa
  3084061 ctcatcatca atggcatttt tgttgactgg atcgttaata tgcataaaag caataccttc
  3084121 atcacttttt cttaaataaa tttttttcat attagtcatc cgcatattca tcattaaata
  3084181 acttaatgtc ttctaagtag tgacgtatct tttctatggt ctgagcatca tttagtctct
  3084241 ccaccagaag atggctacct aaatccaaac tttcttcgaa agaatattgt tcagccaaca
  3084301 gtaatttact ttctcttata gcggattttg gaatgcgaga tagcttatta cttataactt
  3084361 gaatatcttg atctaagttt tccagtgtat ttatctgatc gatcaaaccc cattttaggg
  3084421 cttgttttgc cgaaataaca cttgagctcc atacgaagta tttaagatga tgaggcctaa
  3084481 tacgttcaag taagcaagac atggctattg ttggtgtaat tccaaaggtg acttctggca
  3084541 aactaaagga cgcgctatcg ctagacagaa taaaatcgac aaccgacagt aaggcaagcc
  3084601 ccccagcgat aacattccct tcaaccttcg ctaatacggg cttgtggctg ttccttacca
  3084661 tttttagaat atggcagaat tgcgacacga agtcggcgtc ataatgggta gaaatatacg
  3084721 taagatccat acccatacta aagtaggtag gccctccgat aagtacaatg actttatagc
  3084781 gctcgtcatt tagcgcagag ataaagcgat tttcgaaatc ggctaatgaa tcggggctaa
  3084841 atttgatagg tacagtgaca tattcatgca tagcgataac gccgtaagtg gttatcgata
  3084901 cgctcaagaa taaggagccc actcccgctg taatggtgtg tataccagtc ctgtaagttg
  3084961 tccccgtcta aacgatagtc tttaccttgc atttgtgcgc tacgtgcatt ttccagttgc
  3085021 tcgtatgccg ccacatccag tattttccgc tgggtaagca gtatgtccaa cgctgcacct
  3085081 tgctgttgtg caatctctac tgcctggtcc ccgacctgca tgctgaaata ctcggcacag
  3085141 gatcctgaac cataagagta gacccctatt cgatcccctg atttaatctc tggtgctttc
  3085201 accataagtg aaaataggga aaggaaaatg ctgccacaat aggtcgcgcc tattttttgc
  3085261 gcgtaataca gggatggcat gactttttgc ttaaatgaag tggctagcgc ctcttttcca
  3085321 aagagtcctt gtagttctaa taatacttta tgtgcttctt tactaatgcc agggaaaggg
  3085381 acatggtata agttataatt gaaataggta ctttctctgg cctccggtgt ctgatgacaa
  3085441 tattcctcga aagcattctc gagtccatcc atataagaga aaaggctggc ttctacatcg
  3085501 aaagcgacct ctttccaggg aagtgggcga ataacatccg tcacttcatg agtatgaata
  3085561 cccgatttcc ctgtttcaat aacggcaaaa acgggattat ctgagataag taaagcaatg
  3085621 gccccagcac caaggctata ttccatcttc ccgtggcaaa tcatattatt actgatatcc
  3085681 acgttgatca gtaatacctt tttccctcga ttaaggcagg acgatatcca tgactcagcc
  3085741 atctttaatg ccgcagcacc agcatggcag gcagatttca gttcaaaaac acggcaagtc
  3085801 gcaggtaatc ctaaataacg atgcgcccaa gtactgatgg ccttttcttg gtctaaacct
  3085861 gattctgttg caatgataaa taaaccgata tccgaacgat cctgatcgtt aagcatatcc
  3085921 ttggcactat tgacggcaag ggtgaccgca tcttcccact gtggtaccaa actgcgcttt
  3085981 atgaccatta aagattcttg aatgtattta ttgtccccac cacgtgcttg tgccaattca
  3086041 gataatttca gcgccaaact acttgggtag atactgattt tttcaatacc aatactattc
  3086101 attaaggtat cccaaagtta ataaacccag tcaatgccac cggtcacatt gaaaaccgca
  3086161 ccgtttacat aactactttc tttagcaaca agaaataaaa tggcctcagc gacttcactg
  3086221 ggggagccca gccttcccac tggcgcatat tgagcaaaaa aattcttaat acccttaatg
  3086281 tcatcaccaa taatttcggt attaattaag cctgggacaa cgacattggc cgtaataccg
  3086341 aaatgtccat attccttcgc tgttgtttta gttaacccca ccaaaccagc ttttgatgca
  3086401 gcataagccg cttgccctga tgacccatct ttagcgagtg aagatagagt gacaatgcgc
  3086461 ccatatttat tagcaagaaa tagaggcaaa aaataacgaa taagatagaa ggtgccagtt
  3086521 aaattagtat taagtaccaa ggcccaatct tcatcggtca tcgacaccaa attgcccggt
  3086581 aaatctatgc cagcattgca aacaaccgca tcaatgttac taaaatcgac gagaagacgg
  3086641 tctcccacgt actctactgc accactatca ataacgtcga gttgataggc acgacataat
  3086701 tgccgaggaa actccgctac cgcgatatca agcaactgtt gtgcaccttc cttgttattg
  3086761 tgataactaa agccaacatt ccagcctttg ctcaaagcag caatgaccac acttcgtcca
  3086821 atgccactgg caccaccgct aataaaaagg ttcatgttaa ccatgatatc gactaaataa
  3086881 gctagcgctg ttaataccgc ccatgccaaa agaattgttc agaaaaatat taacttcttt
  3086941 ttttacattt ccggatgcac aaacattgag ttcgactgcg ggatcaaggg tttcgatatt
  3087001 atgtgattga tgaaactcac cctgcctcat ttgccaaatg gctatcgccg cctccacgac
  3087061 accagatgcc cacatcgtat gcccaagtaa ggatttaggc gcattgataa tcagtttttc
  3087121 cgcatgcgag ccaaacactc ttttaattga tttcagttct acaatatcgc ctaatttagt
  3087181 ggaggtggca tgggcgctca cataatcaac ttgctccggg gagatattgc atttctttag
  3087241 gacatcttga atcactcgaa cttgcccttc gtgagaggga tcgccaagat ggttggcatc
  3087301 cgagttaacg ctggcaccga gaagttcagc atagattttg gctccacggt tttttgcatg
  3087361 ttcggcctgc tcaaagatca agacggcacc gccctcagat gggaggaaac cactccgatt
  3087421 tatgtcatag gggcgactgg cttttgtggg ggtatcttga tactggctat aacagatcgc
  3087481 ttctaaaatt gttagcgaat gcaacatcat cgggtggaaa gatgccattg ggcaaacaac
  3087541 agcaaccacc tgttttttat ctactttaat tgcatttatt gccgtctgaa tagcaatatt
  3087601 tcctgtcgca caggtaccgc caacaagata ggcaaatcct ttggtattta atacttgagc
  3087661 cacagaagat gaatggtctg tatcaagtga atttaacccg gaaaaagcat caataaattc
  3087721 tggctcatca gaaaaaatct tctgctgatc aagtaaatat ttatcagaga ggttatggcc
  3087781 cccacaaatt atcccgcaat caaatgggtc tataatgtgt tcgaataatc cggcgtcgag
  3087841 ccaggcctcc atggccatca acaccgatag ctggacacct ttggtcgtct gtttaaaaac
  3087901 cttctcggca cgggaaagaa ctatatcggg aatacggttg ctaaatgcgt gtaacttgcc
  3087961 ttcaatgtca tattcaggaa tctgacctcc aatttttgaa taaatgttac tggtgtcaaa
  3088021 gttgcgccag tagccgatgg ctgattttcc agataataaa ttattgccca ctagatctaa
  3088081 tgtgtcacca atgggagtat taatggcaac gccagtgata acgatacgat cagaagacat
  3088141 gaaactctcc ttttccgacg gttacgatct gatcgttaac cgtgatttga acaatggcgg
  3088201 tggcaagaaa tgtgtcgtat tctgtaatac aacaacggat tgtcattaat tctcctgggc
  3088261 gtactgcgga caagtgaaag acatcgtata ctcgtgttcc cactgcgtgg atgatattct
  3088321 cctctgctgg cggaatagcc gtttcattta gcagaaaata cattaaaata agcgcggttt
  3088381 gaaacatact ttcttgttgc aatacacctg gatatatagg gtcattgggg aaatgaccac
  3088441 caaataccgg gtctttttcg tcaactcttc ttattgcttt tattaacctg cattcaatat
  3088501 tgatcagctc tacgttgtcg accattaaaa atggttcacg atgcggtatc atttttttaa
  3088561 tgatatcttg tccaaatgat gtattcaatt cattagtaat atcttggtta aataaaaaat
  3088621 tcgtttttaa aaaatttaat tcagtatttt tcatatttaa atatagccca taaaaatcgt
  3088681 ttggtatctg attttttact tatatatctc acgggattaa cacccattaa ttttagaggt
  3088741 gtgttttaca cctcaggttt acacacgata attcacatat cataaactta aattgaatta
  3088801 acctttaatt aaagacgatt atttaaaata tacatatcaa atatggtttt tattcatatc
  3088861 tccattgtca atctgataga ttatttttaa gtctacacct cgtgagtgcc actttcatta
  3088921 aaatcggcta aatgtatcac ctacatgcct gccatcaatg accgtttcgc caagtgaact
  3088981 aaaatatgct ttccaaaata agaccgcttc ttcagcatct tcttcagagg aaacaacttc
  3089041 tatttcaaac acttcggaaa cctgagggtt ctggctaatt ttccaagcat gtaatatctg
  3089101 gtctgggcaa agttctatct gctgcaataa atacatttca tgtgctggaa tcgacttgta
  3089161 cacataatcg atgaacagac tataatcgcg agtcccacag actccataaa tgcaacaaca
  3089221 agtagctctt accatcatat tggctccttt ctatctagtc acatcgtagt catctgtaat
  3089281 tcatatctga cttaagagat tatcgataac tggcttgata gaaagtatat atcgtgtatt
  3089341 caagaatgct agttgcatcc ataggtgcag taaaagagac atttcctatt taaataaaac
  3089401 acaatcaatt gaaatgattg gttattttag ttttttatta tataagaact attgatgttt
  3089461 tttggaaaaa aactcaatcc tcccactaac ttcaattgat tatatcgatt aatattggca
  3089521 ttaagagatt taatactgca atatgttttt ttggaaaaaa ctcaatcctc cccctccact
  3089581 acaattgatt atgtcgatta atattggcat taaggaattt aatactgcaa tatgtctttt
  3089641 tttcaataaa catatttcat attaatataa cacattgtga gaatcattct ccctagtcta
  3089701 gagtatagga acagtaaatt caggtgaata tgtagggtat gaatattttt atctgtcata
  3089761 cttgttttaa ttttttgttt ttaagtgaaa ttaattgaag ttgccatcaa tagtattttg
  3089821 atggcaatga catgtatcga accttactct ataaaatagg tgttacatga aaaaaacaat
  3089881 attgataacg ggggctcttt ctgggattgg gaatacggcg actaagttat tctctgaaat
  3089941 gggctataat gtcgtgtttt caggtcgccg acccgaagaa ggaagagtga tattagatga
  3090001 cctgaaacgc attaataaag acgtacttta tgttaatgct gatatgaata gtgaatcaga
  3090061 tatcaagcac cttatcgaga tgactctgga gcgattcggc tcgttagatg tcgcggtaaa
  3090121 ttgtgcaggc acggtaggtg aaactgcaga gatccaagcc gtaacccaag ataactttca
  3090181 tttggtattc aataccaacg tattaggtac tctgctggca atgaaatatc aaatacctgt
  3090241 gatggtggaa agaggaaaag gcagcatcat caatatatct tcaattgctg gtctcgttgg
  3090301 cctccctagc actgggattt atgtcgcaag taaacacgca attgagggat tgaccaaaac
  3090361 agcagcgctg gaggttgcga ctactggggt taggattaat tcgatttccc ccgggccagt
  3090421 agaaggcaaa atgtttgatc gttttttagg ccatgatgaa aacaataaaa aagcatttat
  3090481 agaaatgatg ccaaacaagc gttttaccac tcaggaagaa gttgcacata ctattgtttt
  3090541 tcttgcagaa gataacgtga cagcgattac cggacagacg attacgatag atggtggata
  3090601 cacagcacag taagaagaaa ggcttttgtt gcaataagcg aaaatcaggc gtactggggg
  3090661 cttctgtcgc attaagatgc agaaaggtaa catgctgttt ttcttaatgt tacctattgc
  3090721 cactcagtca aattgtctgc caatccgata aactatggag gctttaatga cgaccaccct
  3090781 tgatattatc aatagcgcta aagacctaga tcctgctgag tatcgcgcgt tttttcttca
  3090841 aagcaaagca cccctgtttt acgatctgcg atttcttatc gcggctgagc agtcaccctt
  3090901 gttaaacgtc agtaaaattt tctatttgct tgcgcgagac gaagggaggc tgattgcgct
  3090961 ggttccgctt tatcttcaag aatttcggtc cgctgacccg ttagggttat tgatttcctc
  3091021 cgctaagctc tcgatagaat ctgaagagcg cggactgttt agccatatta tacattgtac
  3091081 ggataccacg ataccgacgt taagtcacga cccaagtctt tacgcacgaa tattcgatgc
  3091141 tattacggct atcgcacagg ctgagctggc gcgttatttc tgttttctca atgtacagga
  3091201 tggggtgctc ttgcgtgagg ctcaacgtaa tgggctaaat ataaactaca tggtggataa
  3091261 attttcaatc gaactggatg cttttccgga ttttgacagt tttgcgcagg ctttgcccaa
  3091321 gtacaggcgt tacgaaatgg tacgccagct tcgtatcttt aaccgcagcg atgcgaaagt
  3091381 tcgaatactt gctcctccct ttgataatga aattgagaaa ctggcccggt tgtattattt
  3091441 gaccacccaa cggctgggga cgccctatta ttggccagaa tcacaattgg ctgttttttg
  3091501 ccgtctttgc ggcgatctgg ttcgtcttat cgtcgtagaa cagaacgggc agattgtcag
  3091561 cggctttatc tgcttcgagg aagacggcgc tctccatttc tggtcggccg gcatggatga
  3091621 tgagagttcc gatttcagcc cttacacctt gggcgtgtct gccgtgtatc gctatgcatt
  3091681 cgaaaaagga attaatctta tcgagtgcgg ccgcttgaat tcccacatca agactcgctt
  3091741 ggggttcaaa cccaaacgac tctattccat tgtcagccag gatctgggga tccccgccgc
  3091801 tacgcagact tctctgtctc aactgaagct ggcatcgcaa ctggatggcg aggttcgtct
  3091861 tgcttcgcat cccgcctttg atgagtggta tctcaccagt gtctggaacg gtcgaggccc
  3091921 aacacgtaga cctgctggaa tagtacgcgc cgcgactgag gcagatgtga tccgcacgat
  3091981 tgtctttgcc aaggagcgag gcatggaagt gagcgttcgt ggaagtgggc acaactacgt
  3092041 cggttgtttt cttcgcgttg atacgctgat gttggacatt tccggcttga agggacttga
  3092101 tattgatagc cggcacaagc gtgccatcgt tgaatctggg gtcagtagtg gtcaattgtg
  3092161 tcatgcactg gcggctaaag gtttggcttt tccgacagga catgtaaaag aagtgggtat
  3092221 cagcggattc ctgttggggg gagggctcgg gatcaactgt agtcaatggg gagggatgag
  3092281 tgtgttcaac gtacaagcct tggacattgt caccgcagac ggtcatctac gccatgtttc
  3092341 cgaaacccag gagccagact tgttctgggc cgctcgtggc gctggaccct gttcgttttt
  3092401 tgttgtgacc cgtttttacc tcagttgcta ctcactgcct cgggtaataa ccaacagctt
  3092461 atatacgcta cctttcacgt atttacacga tttattggcg agacttgaag acgcatctcc
  3092521 ccctacaaat cttcaggtga tggtgtctgt cagccccccg acatcgggtg acacaccagc
  3092581 agtactgtta aatattttgg cgtttaccga tagcccgcaa gaggcgcaag cgctatgtga
  3092641 atcttttgaa acccgcctag agctgccact tacagccttg gccatcaatc agccctcaaa
  3092701 cttcgagacc atttatgagc agttcagcag catggtggta tcaaaaaggt tttatgccga
  3092761 caatatcctt acagataaca cacaggaatt ggtttccatc ctatcccgat atttatcaga
  3092821 cgcgccgtct cggggtgccc ttacaacgat tttctggcgg ggtgtgacca cctatccgca
  3092881 agcagcattt tcggcacacg gcaagttttt tgtatcgacc tacgcccagt gggacgatgc
  3092941 aaaagatgac agtgtcaata aatattggtt aaaacggatg tatgacgagc ttcaggaaat
  3093001 tgcccgtagt cgttatatca acgagtatga tcttgagaca agggcgggcg agaccagcaa
  3093061 gtgcttcgcc gctgagaact gggagaggct gcaaaggctc cggcttgaat acgaccctga
  3093121 cggcgtattt gttgacgtgc agcagttgga ggagcatggc gatcagccag gagcgaacaa
  3093181 ctaaatggaa tctcagcgcc ttatctcccc gccctgaagg acggggtttt acggcgaact
  3093241 tgataattgc ttgttagata ttttttcatt tccccctgcc aggtaaagct ggaggaggag
  3093301 aaaacttatc aatttggttt tactggtggt tcagggaaga taaaccgtct gtccacaact
  3093361 gcaagaactt ctacaggtac ttcatctgga atggcctagt gattagcata aagaacatta
  3093421 tcattgctaa tatattttac ctgtactttg ataatcacaa gaaaatgttt tctacttgca
  3093481 gtatctgcac tgttaatgct tgatgtatat tcagaaaaac ttaagttgaa ctgtggtcca
  3093541 gcctcaataa agttctcatc aagatctttg ttgctcccac ctgccgtttt atagtttgca
  3093601 atattccacg cttcttctta tgtcgttcct ctcattagaa ttaccgtatc ttctttaaaa
  3093661 gaagataaat tagaagagta gtattttata tctaactctg gagtcggttt tggtaatctg
  3093721 gagtccattt cagggaataa caaagggcta tcatcattca caaatgaaag ttccactgaa
  3093781 gatgcaagtt cagaatatgg tttatctata aaataaacag gaatatcaag cccctcgaag
  3093841 ttaaatggct gaccaccttt cagtcctccc ccccttgtcc agtaaatttt ttcattatat
  3093901 tcggttcgaa atacccggcg tgacaatatc tcataacctg tttcagtatc tacttcgtag
  3093961 taaatcccgc tcaatgtgct tcctttgatt gcaacaattt cgccctcttc atcattcagt
  3094021 ttaacaagac gaacaggtac gttagtgttt ttcaaattaa taactaaaga gccattttct
  3094081 ggaatatcac tctcgctaat attgtacttt tccaaaaaat cagcaagatt atttttatta
  3094141 agtatgtttt cgtcactacc tactaaatta ttgataatta acttattttc tgctgcctta
  3094201 ctgattaaaa atggtattgc gaatgatata cccaataaca cagcatttgt tgccaatcca
  3094261 ggaattgcag agcggcgctc ttcataagta tccccgttta ttaactcatc aaaactaata
  3094321 ccgacacttg aagcggttat accaaggcta atcggaatag aaacttccgg gagcacgata
  3094381 tcaaatatag ggctcaaaga taaaatggtt tgtaaaacat tcagggcata atctcgctgg
  3094441 acttctgcgt ttgatttaat aattacatca ccatcattaa agcttctttc tcgggtagaa
  3094501 aacgccattg attcaaatac gttacgttca cgaatgtttt tattagaata cattatgtaa
  3094561 ttagtatcta ccacaccact aacaatctgt tcgagcattg aattaacacc taaatacgtg
  3094621 tttccatctt gtcggtaata taaataaaaa tgcttagaaa ataactcacg ggtgttttta
  3094681 tcagaaatta acgcctttct tttgtcgcgt aaatctgtaa tgttgtctgc gaagataaag
  3094741 ggattggttg cccccggaat aaaaagcatt gttttattat cattcatagc aacaaacata
  3094801 tcagatgaat aatacccata aacatcaaag taataacgca atattttatt tttttattaa
  3094861 aaatagcatc aatagagagt tcatattcat ctttactaat agcactatct ttatataaat
  3094921 aatacgctga tgaaatataa tagttttgta gtaatgtgct aaatttttcg taattctcag
  3094981 cccagtaatc tgatagcgct ttattgtaga gattagaaaa atcacaatct ctcaaaaaat
  3095041 ataagtattc ggaaggaagc atttttgctt agtttgtttc gtcaaaaaaa tcagcattgt
  3095101 tttttttata tattccagca cttgaattag cttcgtcaaa gatatcaaaa cgacttccaa
  3095161 tattaactat tgctgcttgt gtgagggtta acgtttcaat ggcatactta ccaagatgat
  3095221 cccatccggt ataagattta ttgttactac ggctttgagt aaatcggata aaataaaggt
  3095281 tgtcagggtc tgcccagcca aaccatggaa gtgttgtact aaacttatgt ttaatataat
  3095341 cacttactac tttttctggg gacggaaagt ttgcaactaa ctcagaatag gataaaaaat
  3095401 attgatgttg ccattgattt ttcataaaca ctccttttat tgacgatgca caatggtgaa
  3095461 ttcattgctg taaactgatg tgtttaatag aacttacaaa aaacacattt tcacattatt
  3095521 tctacagaat atcactcaca tgaaacgcga ttaaaaattt tattattaat gagttattat
  3095581 atccataaaa aatacttcgt gagtatatat tggatatata agatcgggat gtaataagca
  3095641 aggtttttgt attataatta gatttttata cacaaggaaa cgatcctaat aacctaggat
  3095701 attaaaatca ttccctatgc tcaccatatt ttgtaaataa aaaataaatg atattaaaaa
  3095761 tatatataac tgctatttat tattgcatgt aaaactatct tgcttcattt tgtttgtcaa
  3095821 tactgatttg cttgatggta atcgcttcat cttctgcttt atctgcgttg agcgtgacca
  3095881 gcgccgctgt attagcacca ctcttatcga tagtcacgac ctccggttca ctttggtgtc
  3095941 gaatggcctt acgaaagaag cgcaacgccg ctgctgcatc ccgtttggca gtcaacagga
  3096001 aatcgatggt ctggcctgca gtgtccactg cgcggtacag atattcccac tggtctttaa
  3096061 ttttgatgta ggtttcgtcc attctccatc ggcgcaccac ggtgcactta tgtcgacgaa
  3096121 aggctttatc cagcagcgga accagacgta taacccagcg gtgcggtgca gtgtagaatg
  3096181 gtcaacgata acaccgcgct ctgccatcgt ctcttcgaga ttccgcagac tcagggcatc
  3096241 agccagatac cagcaaacac attgcacgat gatatcgacg ggataatgta ggcgtttaaa
  3096301 ggtttttcgg attaacggca tgggtaggtg gcatcgccaa aaaaaaacag catgttaccg
  3096361 aactgcgtct taatgcgaca gaaccgttta tctatcccaa tatcaaccaa tttagtctaa
  3096421 ggacagtgaa tgggatatgg cataccgaat ggtttttttg ggggaaatac acgggaaaaa
  3096481 caagaatata aagaaaaata atggcggagg aggagagatt cgaactctcg aacggttacc
  3096541 cgtcgacggt tttcaagacc gttgccttca gccactcggc cacccctccg caacgagccg
  3096601 aactataaac agagcatcga agcttgtaaa gcccgtttga gtttaattga ccaaaaaaac
  3096661 caccactcca cagttaaatg atgaattaat catcaccatc aatgctcgcg gatggtgatc
  3096721 tgtaccactg cagaggcttt tttgcctatc taaatgcaga cttttttggg atgtgggcaa
  3096781 atatttgcta aattagccgc catttcatta actgcgttat tgaggttaca tgttggagtt
  3096841 tgaaggtcga atcatcgata ccgatgcaca aggttatctg aagaacagca cagactggag
  3096901 cgaagcttta gcccctgtgt tggcggagca agaaggtatt acactgacag aacctcactg
  3096961 ggaggtggtg cgctttgttc gtgcctttta tcaagagttc aatacgtcgc ccgcgattcg
  3097021 catgctggta aaagccatgg cacagaaata tggcgaagag aaaggcaaca gccgctacct
  3097081 ttatcgttta ttccctaaag gaccggcgaa acaagcaacg aaaatcgcgg ggcttcctaa
  3097141 accggttaaa tgcatttaac ctgcggaaca tcgcgcaatg accatcattt cagcaatgat
  3097201 aacgctttca tcagtagcga atgctgaacg tctcaaatgg cgttggcgga taaggctcag
  3097261 ttaacaggcg atcgactcgc gccccacgtg gcccgccctg ccttatccac tccattagac
  3097321 gttcaactgc ttgtggattg ccgctggcaa ccacttctac gctaccatca tcacagtttt
  3097381 tagcatagcc ggtcacccca agctgttgcg cctgccgttg ggtgctgtaa cgaaagccaa
  3097441 ccccctgaac tacaccgtag acatacgcaa cgatatatat ttttgacata atcattccct
  3097501 catctgtgcg tgatagtttg cattttctag cacatactca gacaatatcg ctctttttta
  3097561 cctagatggc agcaacctaa ttatgaccgt acgccttatt cttgctaaag gacgtgaaaa
  3097621 atccttactt cgtcgccacc catggatttt ctctggggcg gttcaacgcc ttgaaggtga
  3097681 tgcactttcc ggtgaaacca tagatatcct tgatagtcag ggaaaatggt tggcccgtgc
  3097741 cgcctactcg cctgaatcac aaattttggc acgagtctgg acgttccaac aagatgaggt
  3097801 tatagattgc gcattcttta ttcgccgcct acaacaggct cagaattggc gagattggct
  3097861 ggcacagcgt gatggcctta atggctaccg cctgattgcc ggtgaatcgg atggcctgcc
  3097921 gggcattacc attgaccgtt tccagaattt cttggtgtta cagttacttt ctgccggtgc
  3097981 cgaatatcaa cgtgaaacgc tggtcagtgc gttacaacat tgctatccag aatgttctat
  3098041 ttatgatcgt tccgatgttt ctgtccgtaa aaaagaaggt ttgccactga ctcaaggcct
  3098101 tatctgtggc gaaatgccac cagccctgct gccaattagc gaaaatggca tgcaactctt
  3098161 cgttgatatc cagcaaggtc ataaaacggg tttctattta gatcaacgcg atagccgctt
  3098221 agcggcccgt aattatgcca atggccgtcg tgttttgaac tgcttctcat acacgggggc
  3098281 ttttgctgtc gccgcgttga tgggcaattg ccaacaggtc attagtgttg atacatcgca
  3098341 atccgtgtta gatattgcga aacaaaacat tgaactgaac cagttggatc tgagcaaaac
  3098401 ggagtttgtc cgtgacgatg tattccaatt gttgcgcagc tatcgcgctc aaggggaaaa
  3098461 attcgacctg atcattatgg atccacctaa atttgttgag aataaaagcc aattagccag
  3098521 tgcatgccgt ggctataaag atatcaatat gttggcgatt caattactgc gccctggcgg
  3098581 tatcttgctc agtttctctt gttcaggttt gatgccggtc gatttattcc agaaaatttt
  3098641 ggccgatgcc gcgttagatg caggccatga catacagttt atagagcagt tccgccaagc
  3098701 tgcggatcac ccagtgatcg cggcttatcc agaaggttta tatctaaaag ggttcgcgtg
  3098761 tcgggtaatg taacttgaaa tatcctgcga caccctcata tacaagacag tgaaaagttc
  3098821 tcgggaggtt atcatgatcg ccagcaaatt cggtataggc cagcaggttc gtcacagcct
  3098881 gcacgggtat ttgggagtgg tgattgatat cgatcctgaa tattctcttg caccacctga
  3098941 acctgatgag gttgccaaca acaagacctt acgttcatca ccttggtacc atgtggtaat
  3099001 agaagatgac gatgggcagc cggtacatac ctatctggct gaagcgcaac tgacttatga
  3099061 agatgtggat gcacacccag aacaaccttc attagatgaa ctggcggcct cgattcgcca
  3099121 ccagttacag gctccgcacc tacgtaactg agccacgtca gtgaatgtca aaccggtgtt
  3099181 gattgccagg ttcgccaccc tgtgagcagc acgctgacag ggtgcttttt tagaaagccc
  3099241 agaatcggta cacggaacgt cacccttttt ctaatcccaa gcggggaagc tcaatcttag
  3099301 ggcagcgatc catcactacc tgcaaccctg catcggtagc caatatggca gcttgttcat
  3099361 taataacacc tatttgtagc cacagcacct tagcaccaat agcaatggca tcctgtgcaa
  3099421 tgcaatatgc agcatcagaa ttacgaaaca catcgaccat atcaatagca tgtgggatat
  3099481 cggctaattc agcataaacc aactggccaa gcagcaattc tccggccagt ttaggattga
  3099541 caggcgtgac ctgatacccc tgctgtagca gatacgccat aacacgatag ctgggccgtg
  3099601 atgggatatc actcgccccg actaatgcta tggtttttac ctttttgagt atgtcggcga
  3099661 tatctttatc atgcattatt cagttcctct aatacgctaa aagaatattc cacacccttc
  3099721 acttttcgat ggattaccta ctattagcga gttttctaag tgtacatcat gtaaaaaaaa
  3099781 tcgataaaaa acaccatcca attgatttga ttgaacagtt gtagatatta ttaccactaa
  3099841 attgttttta ttcttaaaat tcattaagat aaatcaatgc ccccatccag aatgatccga
  3099901 atagtaaaca aatacaatgg attggaaaga ctttgacaca tgatctggct tacctgacaa
  3099961 tgtaagcgag tatcacctta aggagtaaca catgaaactt ggtctggttg cagggatgtt
  3100021 ggccgtctgc tttagttttt cctctgtcgc gatgacatta aaactcacgc cagaaattga
  3100081 cctgctcgtc gtcgatggca aaaatatgtc tggctcctta ttgaaaggtg cggatagttt
  3100141 ggaattaaac agtggtatgc atcagattct gtttaaagtg ataaagccgc tacctacaga
  3100201 ccccttagtt ctttattctt cgccaccatt aatcgtagtg tttaatgctc ataatactcg
  3100261 gtcagttgcc ataaaattac cggtaattaa caccctacga gatgggcatc aattctccaa
  3100321 aaatccttta tatcaactta ttggcgacaa tgggcacccg ttatctgtac gtcacgacgt
  3100381 tttacgccaa gaccatctaa ataatagtac gactcttgaa acagtaatgg cggcatataa
  3100441 tgttgggaaa tacaacgcat ccgtccccgc gtttgcggca atccccccct caccggtgag
  3100501 tgcagtgccc ggtacgacaa ttccggttgc tggcgtcaat accccacata aaacggccag
  3100561 tttgcaaggt gaaaatgtca ccgaacaaat gctgcaatat tggttcttgc aagcaaatcc
  3100621 agaaacccag aaacgtttcc tgatatgggc aaaaaaacaa cctatccact aaaaagcacg
  3100681 ccacttatta gcgagttaac ctctgtcatc ggcaccattt cccccagagc cgtgtttaat
  3100741 catcaggtta tgcctacttt ctcgcatttt tttgtgttgc tactatgcac aaaatcaccc
  3100801 tttcagtaat ctgttagcaa accaattggc tattactgaa ggatatctag atggaactga
  3100861 ctacccgcac tattgcggct cgcaaacaca ttgcccttgt ttcccatgat cactgtaaga
  3100921 aatcactgct cgcatgggtg atggaaaaca gagatctact ggcacaacac gaactctatg
  3100981 ccacagggac caccggtaat ttagtgcaga aggcgacagg tattgatgtg cactgtttgc
  3101041 tcagtggccc gatgggcggt gatcaggaag tgggtgcgct gatatctgag aagaagatag
  3101101 atatcctgat tttcttttgg gatccgctca atgccgttcc acatgaccca gatgtgaaag
  3101161 ccctgctgcg cctagcaaca gtatggaata ttccagtagc aacaaaccgc tctactgcag
  3101221 atttcttaat tggctcaacc ctgtttagca gcgaagtcac tatcgccatc cctgattatg
  3101281 accgttacat gcaacagcgc ctggacctaa aataggtaac tcacccggtg gttcaaccac
  3101341 cgggtttagt attgagcatc gctttattat gtttgctagg gcttacgttg taccagggca
  3101401 cctaattcac tgagttgaga gacaaaaata gaaggccgtg ccgtatcttg tagtaaccac
  3101461 acttggtgct tagcacgcgt tattgcgaca taaagcaaac gccgctcttc agcatcaggg
  3101521 aaatcttcgg gaggaggtag caacacatct tccagtacag attcccgcgc cgcggctggg
  3101581 aacccatcat taccctcatg taagccaacg ataatgacat aatcagcctg ctgccctttg
  3101641 ctggcatgga tggtcataaa atcgatagtc aactttggcc accgcgtcgc cgctttttgt
  3101701 aaaacttcgg ggcgtaaatg atggtaacgc gccaatatta ggatacgttc gccgtcctta
  3101761 acaaagccgc ttaatttatc taatagggcc tccaactgct catcgggtaa aatcatgacc
  3101821 gactttttat tacccttact caagctatta agtggtttct tcagttgata agggttttgc
  3101881 tgaataaacc ggttcgcaat atcaccaatc cgatcattaa agcggtaagt cgtatccagt
  3101941 gcacattcag caccttcacc aaaatgctcg ctaaaagccg ttgtcagcga aagttcagca
  3102001 ccactgaagc ggtaaatagc ctgccaatca tcgccaaccg caaacaggca agtttgctta
  3102061 ttctgtttac gcagcgccgc gagtaacatc gccctttgtg gtgagatatc ctggaactca
  3102121 tcaaccaaaa catgcttcca tgggctgaca aagcgccctt tctccagcaa gttaaccgcc
  3102181 tgatgaatca acccagaaaa atcgacggca ccctcatctt tcaatgccgt tttccaggct
  3102241 tttagcaacg gtgccattaa acggatacgc ttttgaaaca ggtcacgcac ctcgtcattc
  3102301 gcttgctcaa tcatttcagc ctgactgcca ccgtacatac gcatcaaccc tacccaacgt
  3102361 tcaaggcgac ttgccagcct cgcagccaac cttttgtcct gccagaaatc gccgtcagca
  3102421 acgtcccatt ccaactcatc agttagccac tctcgccacc ctttggcctg tgctttcttc
  3102481 tcgctacact gttgctgcca atgttgaatt aacaacgccc ttctggcctg gctatcagac
  3102541 tcaagcttgc tgataaccgg tgtcttgcgg ctaccttgct ggataatatg taatgccaga
  3102601 gcatgaaaag ttttagcttg gatgctatcc acgcccaagc gttgtttaat acggctattc
  3102661 atttcatcgg ccgcctggcg accaaatgcc agcaataaaa tctgctcagg tagtgcctca
  3102721 ttacgacgta gcaaccagcc cgcacgcgcc accagcaccg atgttttacc gctacccgcg
  3102781 ccggctaaca ccaaaactga atcttcaccg ttaaccaccg cccggctttg tgaggcattc
  3102841 aggggcgaag tttctacatt ttggaaaaaa tcttgatact cctccaacat acgggctgtc
  3102901 cattgctgat tacatcgttc aacactgtga cgaccttgct gtaaccaacg caggcagcat
  3102961 tcataatctg ctcgacagga ttcaaacgcc gctaagcgtt ccactggcat tggtaaggca
  3103021 ctgaatgcct cgcggatcat gacttgtatc tggcctaatt cactgcgttt aaaccattta
  3103081 tcctgctgtt caattcgctt aattgactcc acctgtttat gcagcacctc cgcacaaacc
  3103141 tggctcattt cttcactcca ttgctgccat acccctagca agtaatgata gaaatgttgt
  3103201 gtttcctgcc attcagtacc gtgcaaccgt acaactttct gctgcggcaa ctcaaattca
  3103261 agctcgcccc aaacgatacc tcgtttacac tgaatactaa ccagttggtt aaaagggatt
  3103321 aggtattgat gtttatcacc gcagacttcg atgcctgcat tcagcaagcg gacccggtta
  3103381 tagggatgct gagacagatg tttgccaaaa gatgtcgctt taagttccat atctgcgcgc
  3103441 cataacccat atcaagtgaa ttgaagtaac atgatggagt gtaaataaaa taattgagtt
  3103501 taaacaacag gtatccgata gttggtaaca gaaactaacc tgcattgaga gtgtgaatgg
  3103561 ttagcatagg ctatcgctca gccacattgc ggttttttca ctcaacgagg aaaactcatt
  3103621 attatgcgta ctgtattgaa tgttcttaac tttgttttag gtggtttttt cacgacgcta
  3103681 ggctggctat tagcaacgtt ggtcagtgtc attttgatct tcaccttacc attaacccgc
  3103741 tcttgctggg aaatcaccaa gttatcattc ctgccttatg gtaatgaagc gatccacgtc
  3103801 aatgaattat atccagaaaa aagtaatgct ctgttcactg cgggaggggc tttactgaat
  3103861 attgtctggt ttatattatt tggctggtgg ttatgtttat cccatatcac tgcggggatt
  3103921 gtgcagtgta tgaccataat tggtattcca gtaggcatca ccaattttaa aattgctgcc
  3103981 atcgccttat ggccagttgg ccgtcgagtc gtttcggtgg aagtggcgca gcaagccaga
  3104041 gtggctaatg ctcaacgcca gcatcggtaa cactgagttt ttctgtttta gaggtttttg
  3104101 tgttcacttt cgtcactgat ttacgccgtt atgcatacaa cagtagcctg ctttatcatg
  3104161 cccgtatttt tatcgctttg gtgggcgtaa cagccgtccc atggtggatt gaacaaccca
  3104221 aactgactat cccattaaca ttaggggtcg ttgccgcagc actgacagat cttgatgacc
  3104281 gcctaaccgg gcggttacgt aacttattca ttacgctaat ttgctttttt gtagcctcat
  3104341 cttcaattga gttgctattt ccttacccat ggttttttgc tctcggtctg accttatcaa
  3104401 cctgtggctt cacactgcta ggtgcattag ggcagcgcta tgccactatt gctttcggcg
  3104461 cgttgctcat tgctatttac actatgctag gtgcctcgat gtaccctact tggtaccagc
  3104521 aaccactctt actgatatca ggtgctgttt ggtataacgt actcacctta ttcggccatc
  3104581 ttattttccc tatccgtccc ttacaggata atttagcccg ttgttaccaa cagttggctc
  3104641 attatttgga agcaaaggcc aatttgtttg atccagatat tgaatctgat attaatcaac
  3104701 ccttaatcga cgtggcgatg gtcaacagta cattagtagc caccttgaat caggccaaag
  3104761 cctcactcgt gacccgacta aaaggtgacc gtggtcaacg aggcactcgc cggacacttc
  3104821 actattattt tgttgcgcaa gatatccatg agcgggccag ttcatctcat tttcaatacc
  3104881 aggttctgcg agaaaaattt cgttacagtg atgttctgtt cagatttcag cgtttactga
  3104941 gtatgcaagc taaggcctgt aaccacctct cccaatccat tctgatgcat cagaaatacc
  3105001 agcatgaccc acgtttcgaa cgggcattta cgttcttaga tgccgcactg gccagagaag
  3105061 agctggctca tcacgaaaat actcagcaag ttaaggcact ttcctacttg ctaaaaaatt
  3105121 tgcgcgctat tgatgcacaa ctggcaggga tagagtcaga gcaagtctta gcgcaagacc
  3105181 caacacctga taaccatttg tcagatgacc gcatcactgg ctggagtgat atcaaactac
  3105241 gaatcagccg ccatttaaca ccgcaatcag cactatttcg ccatgcaata cgcatgtcta
  3105301 ttgtcttgtg tgtgggctac gcattcattc aattcactgg gttacgccac ggttattgga
  3105361 tcttgctgac cagccttttt gtctgccagc caaactatag tgcgacccgt cgccgccttg
  3105421 cgctacgcat tatcggcacc ttagccggta tccttgtcgg tttgcctatc ctttatttcg
  3105481 ttccttctat tgaggggcaa ctcaccctga ttgtgatcag tggtgttctg ttttttgcgt
  3105541 tccgtaatgt ccagtatgct cacgcgacga tgtttatcac cctgctagtc ttattgtgct
  3105601 ttaacctttt gggtgaaggg tttgaggtgg ccgcaccacg ggtgtttgat accttgttgg
  3105661 gttgtgccat tgcttgggta gccgtcagtt ttatctggcc ggattggaaa tttcgtcaac
  3105721 tgcctacggt ggttcataaa acatttaatg ctaattgccg ctatctggat gccattttgg
  3105781 cgcaatatca tcaaggtaaa gacaatagtt tgctttatcg ggttgcccgc cgtgatgcac
  3105841 ataattgcga tgctgaatta gcgtcagtta tttcaaatat gtcagcggaa cccaaaaacg
  3105901 ataaagaaac tcaggaagcg gcattccgct tactttgcct gaaccacacc atgttgagct
  3105961 atatttctgc tctgggtgcc catcgtgaaa aattgaccaa tagcaccacg ctaaatttgc
  3106021 tcaatgatgc tatttgctat attgagggca ccctggcgaa agaacaacca gacaacgcta
  3106081 gaatggcaag tgcgttagct gagttatcca accggctaca gcactgtcat ccagaaccag
  3106141 agagcagaga cctattggtc ttacaacaaa ttggtttgct gcttgaactg ctaccggaac
  3106201 tcagcgaatt aaataaacgt attagccagc cagcctaagg tacccaaggg ccacccatcg
  3106261 tggcccatta tacggtttca tacggttata ctgtttcaca cagttatgct gactcacccc
  3106321 attacactgg ctcacaccat tatgccgttt catataatgg agcctttgct ggatggatgt
  3106381 gtttttcaaa ccattcgata agctcactgc gcatcatcaa aggcaaagca gcataatgat
  3106441 agccactgat agcccccgcc aacgccagca aaatattaat cccaagagag cgccttaacg
  3106501 cccgtaattt caagtagcaa catttagcgc cttcaaggcg taattcagtc gcattcttta
  3106561 tacccacttt ccataatagc cgttcaaggc tggcgctaag attaggtaaa tccttcagcc
  3106621 gtaccactgg gcctttctta ctcagaacgt ctattttcgc gccctcataa gcctgccgga
  3106681 cgaaatgatg taatctgagt ccatcattcc ataatgaagt atcaacccga taataacgta
  3106741 gcaagacagg taacccgcgt ttagcataaa caaggttagc catcccactg gcgcggaata
  3106801 aatcctcaat attatcgtta gcacgcaaat aaagctcacc ttccgaaaca acagcgaaca
  3106861 tgatgctatt aaccaataga ccatagcccc caaattggga acgaattgtt atctgcccca
  3106921 gaaaaccaaa acgaacttgt gcttgagcga tccttttttc tgacatgatt ttcatgacta
  3106981 ctcctttagt aaaaatccta accaatgtcc ctgtcttgta gcaataagtg taagaggaac
  3107041 aactaattgc aaaaatacgc aatatggatt acgtagccaa acataaaatg gatttacatg
  3107101 tatttgcatc acaattatgc gaagcgtctt ataaaattta gttgatcttc gattaaacag
  3107161 tgagtactgt atatacatac agcacactac aggcgggttc ataatgcgta ctcaatcact
  3107221 taaaccttat catgctaatt atcattctct tactaccaac gattctccaa caagagttga
  3107281 tgctccaacc gatagcggcc ttatcagtga atttgtttac agtgaaaatc aacccgtagt
  3107341 aacgcaatta ttacttcctt tattacagca gcttagtaaa caatctcgtt ggcttttatg
  3107401 gctcacccca caacagaaat taagccgttc atggttaaag caatcagggc tgccaatcaa
  3107461 taaagttgtg caactcaggc aaatcaatcc attatcgacc gttgaggcca tggaaaaagc
  3107521 attattaacc ggtaattaca gtgttgttct gggctggtta cccgaattga cggaagatga
  3107581 tcgtatcaga ttacgtttag ccgcgaagtt aggaaatgct tatgggtttg ttatgcgccc
  3107641 attgaatgac acaaaagtgg gttcaggaca gtgcgccacg ttaaaaattc attcttattt
  3107701 gtatcattaa gtgaatttag gatttatccc atgaataatc acaatattca gaatttagcc
  3107761 ctaaagaagt ggcgcaaatc gagtcagaat gcggcttgac gaataaaata atgcctaaaa
  3107821 aaatgctatt tacacctcta aatcgttaaa attcctatag cgttatgcgt ttttttaagg
  3107881 cggtttacta catcacactt gtaactttct cgccacgttg tagactttac atcgccaagg
  3107941 ttgctctaaa atgccaaatc atacaggcaa cgtaattaac gggagcgtaa aaaccttggc
  3108001 gaagaatttt aaccaagggc ttagctttta aagctcattg cctatttgga tgataatgag
  3108061 gcgtaaaatg aaaaagacag ctatcgcatt agcagtggca ctggtaggtt tcgctacagt
  3108121 agcgcaagcc gcaccaaaag ataacacctg gtacaccggt ggtaaattgg gttggtctca
  3108181 gtatcaagat actggttcta tcatcaataa cgatggtcca actcataaag atcagctggg
  3108241 tgccggtgcg ttcttcggtt accaagcaaa tcagtacctg ggctttgaga tgggatacga
  3108301 ctggcttggt cgtatgcctt acaaaggcga catcaataat ggcgctttca aggctcaagg
  3108361 cgttcagtta gcagctaaac tgagctaccc agtagcacaa gaccttgacg tatatacccg
  3108421 tctgggtggt ttagtatggc gtgcagatgc taaaggctcc ttcgatggtg gtcttgaccg
  3108481 tgctagcggc catgataccg gtgtttctcc attggtagct ctgggtgctg aatacgcatg
  3108541 gaccaaaaac tgggcaaccc gtatggaata ccagtgggtt aacaacatcg gcgaccgtga
  3108601 aaccgttggt gctcgtccag acaacggcct cctgagtgtt ggtgtttctt accgctttgg
  3108661 tcaggaagat gcagcagcgc caatcgttgc tccaacacct gctccagcgc caattgttga
  3108721 cactaagcgt ttcacattaa aatctgatgt gctgtttggt ttcaacaaag caaacctgaa
  3108781 gccagaaggc cagcaagctc tggaccaact gtacgcacaa ctgagctcta tcgatcctaa
  3108841 agatggttct gtagttgttc tgggctttgc tgaccgtatc ggtcaaccag cgcctaactt
  3108901 agctctgtct cagcgtcgtg ctgacagcgt gcgtgactac ctggtttcta aaggtatccc
  3108961 tgctgacaaa atcactgctc gcggtgaagg tcaagcaaac ccagttacag gcaacacctg
  3109021 tgacaacgtg aaaccacgtg ctgctctgat tgagtgcctg gcaccagatc gtcgcgtaga
  3109081 gatcgaagtg aaaggctaca aagaagttgt gactcagcca caggcttaag ttaacttctt
  3109141 tcgtgaaaaa ccccgcgcta tgcggggttt tttttgtgcc cagaaaaccc ccagctaggc
  3109201 tgggggttca gtaaagcttt cagctttggg tcagttataa aaaccccttt tgatttgtta
  3109261 aaacagtttg cggtctggca actgcaaatg ttcaacaaga aatcaaaagg gggtcccaat
  3109321 gagggatgaa aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc
  3109381 gccgaagtac cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt
  3109441 aagaaaactg tgcgaatgga aaaacgtgaa tatcctggaa gcagaatgct gtgtggatca
  3109501 catccatatg cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct
  3109561 gaagggaaag agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg
  3109621 taacagggag ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag
  3109681 gatacaagaa tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat
  3109741 cccgtatccc ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc
  3109801 gcgatgcgcc tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct
  3109861 ccggctatgc cggaggatat ttatttcggc gtcccgaata tcgaaagcga cgcgattaaa
  3109921 cgcgaacgaa gtcgatatga gtcagttttg gcttgaaagc gtgacgctga acagcctgta
  3109981 ctttaacttt agtttcttta ccgtcgataa ccagagtcag tacggaatca taaaagcccg
  3110041 gtttcagttc aaggttcttg gtggtgtcat ggtcgagagc aatagaaata gctgcttctg
  3110101 aaccaccgta aacgattgcc ggaaatttat ttgctgcacg caggcggcgg ctcgcaccct
  3110161 taccctggtc gttacgtact tctacattga tagtggtcat tttgttttct cttaaagaaa
  3110221 atttaccctg ctacaggcga cccagcaaca ggttcgatac tcggctttgg ctgggtaaac
  3110281 ccagagtaaa gcgggcgaca ttctagcgaa atatcactca gacagcaaat aaaactgcga
  3110341 atatctctgg tcaaatgcgg ctcaggcaag ggcatcggcc cgccgaaaac gccccttgta
  3110401 atcaaatacc ttctccctga tttgccacca ctgcccccga cggcgggcga ccacaaaatc
  3110461 cggataacgt agcaacgcct gctgcgcgat aatatcagcg gcggtgtgcc attttagggc
  3110521 aatgcccggt gcgcgctggt gagggcgcag gaatatctgt tcgaatgcca tacgttgtgc
  3110581 aggtgtggtt aatcggaagc gctcactggt attggtgcca tcctcatcgt aataggtcgc
  3110641 tttcagccac tcgcctttgg cgtcttggcc cgtttctagc tgcataccgc cacagcgcaa
  3110701 taccagcgca tctttcagtt tcagggcggc tttcagcata tcgtcgggat cgaccaaaac
  3110761 cgcctggcat tgatggcagc gacgggcggc aatatcattt tctgctccgc aatgtgggca
  3110821 ggatttaaag cgaaaacggt agtcacattg cgcacgtgca ccctgatcat cctcaaacca
  3110881 gccctgacag cggcggccat agtgctcaat tatttcgccg gactcagtgc atttccccca
  3110941 gaagatattg gcaaaaccac aatcggggca gaagacttgt actggttggc tcccgctgtg
  3111001 aggtttgctc gtgcccactt ctggcgtgaa aaggtcatgg ggattacccg cataatccag
  3111061 aatcaagcaa tcctctttac cgggaaacag ccgcaggcct cggccaacaa tttgttgata
  3111121 taaactgatg gattcggttg gacgaagaat ggcaatcaga tccacatggg gggcatcaaa
  3111181 accggtggtc agtaccgaca cattgaccaa atagcgcaat tgttgctgtt taaaggcatt
  3111241 gatcagcgca tcccgttccg taggtggggt ccccgcgctg accaacgcgg cttcaccttt
  3111301 gggcaacagg ccatagactt ctttggcgtg ctctacggtg gcggcaaaaa tcatcacacc
  3111361 gcgacgctga gccgcatatt cgattatttg gctaacaata tgtggggtaa ttctttgttg
  3111421 ttgcttaagt tctcgatcta aatctgcctc acggaacaag ccatcactgt tgctggtcag
  3111481 gcggctgaaa tcatactgta cgaccggcat gtccagccgt tcaggtggca ccagaaagcc
  3111541 atgtttaatc atataacgca gcggtaattc ataaatacag tcacggaaca gggctttttc
  3111601 atcaccacga gtaataccgt gatagtggaa ctgataaatc cagcctttcc ccagccgata
  3111661 aggggtggcc gtcagcccca acagccgtaa ctgcggattc cccgtgcgta aatgctgaat
  3111721 gatttgctga tactggctgt catcttcatc gctgatacga tgacattcat cgataatcag
  3111781 cagagaaaat gcgctatcaa atagcggcag attacgggcc accgattgca cgctgccaaa
  3111841 gaccactttt ccctcgcttt gtcgctgttg caacccggcg gcaaagatat cggcctcaag
  3111901 accgtatgcg cagtattttg cgtgattctg tgctaccaac tctttgacat gcgctaatac
  3111961 caacacacgg ccacgggcca gtttcgcaag ttctgcgatc actaaactct tgcctgcgcc
  3112021 ggttggtaga acaatgagtg cgggtgtggt gtggcgtcga aaataagcca ccgtggcatc
  3112081 gaccgcttct cgttgataag gccgtagtgt gaacgccatt atcgtctctg ccagatggat
  3112141 ggattcaaca tttgcaacac tttacagggc tgtacaagcg acattgatct cagcctatag
  3112201 ctaaaaagtt tctattatta tgcctgcctg atggcgtctg tgcgaggggg caggctatca
  3112261 acttggcatg gtcgcgatac gttgttttct gaataaatgc tttctaacaa cagtttctag
  3112321 gatgataggg caaccgccgc tatactaatg agtcaggtag gcagcgaatg atttcctcca
  3112381 accccttctt atttagcatt tttagcattg cagttgcatt agcggctctc gttacttggc
  3112441 tcatccatgg ggcttgcctc gtttgtagct ctgcgataac gctaatgatt tggggatgaa
  3112501 aatgttggga tgacaatttg ctgcttcatt catttcaacc cgtacaattg acatcctatt
  3112561 atcatcaacg ggtgtcatta tggggaccgt atccatcagt gatacggcca tacaacaggc
  3112621 aaaatagatt caatgcgatt ggacaagttt ttatctcagc aattaggggt cagccgggcg
  3112681 ttggtagcgc gtgaactgcg ggcaaagcgt gtgactattg atggcgaggt ggtcaaaagt
  3112741 ggtgccatca agctgacacc ggaacaagac gtgcgatttg atggcaatcc gttacagcag
  3112801 atggttggcc cccgttattt tatgttgaac aaaccgcagg gctatgtgtg ttcgacggaa
  3112861 gatcccgatc atccaacggt gttgtatttc cttgatgagc cagtggctta caaactccat
  3112921 gccgctgggc ggttggatat cgatactacc gggttggtct tgatgactga cgatgggcag
  3112981 tggtcacatc gcgtcacttc gccacgtcat cattgtgaaa agacctattt ggtgacgttg
  3113041 gaacatccgc tatccgatga caccgcacag caatttgctg acggtgtcca actgtacaat
  3113101 gaaaaatccc tgaccaaacc ggctcaactg gacgttatcg agccgcaacg ggtgcgtttg
  3113161 accatcagcg aagggcgtta tcatcaggtg aagcggatgt ttgctgctgt ggggaaccga
  3113221 gtgattgagt tacatcgtga acgcattggt gatatcacgc ttgatgatga tttagcccct
  3113281 ggtgagtacc ggccgctgac gacagaagag atcgccagcg tgggtgcccc acacttgtaa
  3113341 tgagattgtt tgtaatgaga ttgtttgtaa tgagattgtt attgccgtgc gggccagcgg
  3113401 ttccgcaccg ttctactgcg gtataatctg cggtaagttt ttggaggagt ggtaaagcgt
  3113461 gcaaaaaaac cggacatccc acattggttt gatttttatc cttgggttgt tgtcgatgct
  3113521 gatgcctttg gcgattgata tgtatctgcc aagcatgccg attattgcgc aggagtttgg
  3113581 ggtcgagagt ggccgtgtgc aaatgacgct gagcgcatat gtactgggtt ttgccattgg
  3113641 gcaaatgttc tatgggccaa tggctgacag catcgggcgt aagccggtca ttttttgggg
  3113701 gacgctgatt tttgcgcttg caggtatggc atgtgcgttg gtgcagtcgg tcgagcaact
  3113761 cattaatatg cgcttcctgc atggcttatc cgccgccgcc gcaagtgtgg tgattaatgc
  3113821 cttgatgcgc gatatgttca ccaaagatga gttctcccga atgatgtctt tcgtggtatt
  3113881 ggtgatgacg attgccccct tgctcgcacc cattatcggt ggtgcactgt tggtgtggtt
  3113941 tagctggcat gctattttct ggaccatggc gggggcggca ctggttggtg cggtgttagt
  3114001 ggcgctgttt atccaagaaa cattgcctcc tgaacggcga cagaaatttc atctgcgcac
  3114061 gaccataggt aattttggct cgttatttcg ccacaaacgc gtactgagct atatgctggc
  3114121 cagtggtttc tcttttgccg gtatgttctc attcctcagc gccggtcctt ttgtttatat
  3114181 cgatttaaac ggtgtttccc cgcaaaactt tggttattac tttgcactga acattgtctt
  3114241 tttgttcttg atgaccttta tcaacagccg taatgtgcgc cgtttcgggg cgctgaaaat
  3114301 gttccgtttt ggcctgatag tgcaatttgt gatggggatc tggctggtag tggtttgtgt
  3114361 cgctggccta ggattctggg ccttagttct gggcgtagct gcctatgttg ggtgtatcgc
  3114421 aatgatcacg tctaacgcga tggcagtgat attagatgat ttcccgcata tggcagggac
  3114481 cgcctcttct ttggcgggga cgttgcgctt tggtattggt gcggtggtgg ggacgttact
  3114541 gtcgatggct tcgtcgcgca gcgcctggcc aatggtcagt tcaatggcat tttgtattat
  3114601 tgtcgcgatg ttgttgtatc tgtatgccag tcgcccaagt cataaaaccg tgtcataaaa
  3114661 aatagccagc gcccatgccg gatggtattc gatatggatg gtattcgaca tggatggtat
  3114721 ttgacatgga ttgtgaacgg tatgagtggt cggccattta cccgtcatcc ttcaagttgt
  3114781 ctgtagcgtt ggccacgtgc gttactcggc gcatccatgg gcctcgcttc tgcgaggccg
  3114841 ctacaagcag cgttcaaatc tgctcccggc actaaaatct gctcccggca ctaagtgtca
  3114901 ataacccttg ccacctgaat cactgactga gcgttgacct taacgtaaat agactcatcg
  3114961 ggattaatga gccttacccc taaggttcac cctgagtgtt tttttcgcta ctgagataat
  3115021 ccctttcctc tctcatttcg tcttaatttg gcttaaaaaa tgataaattc ttgcgcttca
  3115081 tcaatatagt aagcatgcgt atcattattg attgcatcgt catgattgag atcatattgt
  3115141 taattttttg ggcaattaag ataaaaaata gaaatcattt ttcagccgtt ttatccgtct
  3115201 attttagcgc attagatgac aataaatgat aaggaatata catgtttatc agttcgttat
  3115261 gataatttta ttaagatttt ctaatgtcgt tttgttccaa aaatgtaaat atttaactgc
  3115321 tattaggtaa tcgccttgca agaaaaatgg ttgagctaac ggccattaag gtataaatat
  3115381 aacgaaaaat gggatctgaa tcccaaatct acagcttctg ttcctgctaa agacgccaaa
  3115441 aagttcaaaa atcagcacac aaatggattt gttagtcata agtttctcaa ttgttatcag
  3115501 tattgtgttt ttatgagatt tgaatcaggc acaataacaa tttagcgact ataactgtag
  3115561 ttaacgtgag tcatgtcgtt aacgtgagtc acggtggtgt ttttggtaaa ttttgatttt
  3115621 ttattttgac taggaaagac acgtgaataa tattcaactt tcggtagtac atcgcctgcc
  3115681 gcaaagttac cgttggttgt ctggtttcat cggggctaaa gttgagccga ctccgttgac
  3115741 gacgatagac gatacccatg atctgatggg gttgaaatta ctcagtcacg acggtaatca
  3115801 tgccaggcat atcatgcagc ggctccatct ttcgctgcaa gatatccaag tgaattcatc
  3115861 catcattgaa tgggaaggtg agccgtgctt gtttgttcac cggcaggatg aaagcgcgac
  3115921 gctgtgccgc ctgaaagatg tcggtgtggc cattgccgaa acgctaacgg cagaataccc
  3115981 cttctgatac tttttagctg tttgtccgtg tgctatcgcg ggcatttttg tctaggctac
  3116041 agcaatatta gtctgctaat tctaataatt gctgagtata tagttgtttt ggtgccgcaa
  3116101 atattgcctg acaatcacct tgttccacca cttctccttg tcttaagaca atcacctgat
  3116161 ggcagagcga acgcacgacc tgcaagtcat ggctaataaa caagtagctg agttggtaac
  3116221 gctgctgaag ggatttcagt agggccaaaa tttgcgcctg taccgattta tccagtgaag
  3116281 acgttggttc atcaaggatc aacagttggg gttgcaggat cagcgcgcgg gcaatcgcaa
  3116341 tgcgctgacg ctgccccccc gagaattcag ttggataacg agagcgggtg gctggatcca
  3116401 atccgacttc ttccattgcc ttaatcactc gctcttcacg ttgcgctgca ctgagttttt
  3116461 gatgcacttc caggccctcc gcaatgatct gttgcacatt caaacgtggg ttcaatgctg
  3116521 agtaagggtc ctggaagacc acctgaatac ggctgcgata gggcagcatc tgtttggggg
  3116581 taaattggtg cagcggttgc ccgctaaacc agatttcacc ctgtgatggc aataagcgta
  3116641 acaaggccag accggaggta cttttacccg aaccggactc ccccaccaag cccagacttt
  3116701 cgccgggctt caggtcaaaa ctgaggcttt ttagcgcata gtggtgatcg acggtgcggc
  3116761 gcagtaaacc acgtttgatc gggaaggcaa cttgcaactc tttaaccaca agcagtggct
  3116821 gggtattctg cgcgagtggc aacggggcat cctgtgactc agcatccagt aactggcgag
  3116881 tgtaggggtg ttgcggggca ctgaagagcg cctgccggtt gttctgctcc actttacggc
  3116941 cttcccgcat caccgccacg ttatccgcta atcggcgcac gatattcagg ttatgggtga
  3117001 taaacagcag gctcatgttc atctcttgct ttaactcttt cagcaagctc agaatttgcg
  3117061 cctgaacaga aacatccagt gcggtggttg gctcatcggc aatcaataat ttgggttggg
  3117121 ttaataccgc catggcaatc atcactcgct ggcgttcacc gccagaaagt tgatggggaa
  3117181 aatcggctaa tcgccctttg gcattacgaa tgccaactct gtcgaggcat tggataattt
  3117241 cagcccgcgc cgcttcttgc cccatacccc ggtgcagtga gagcacttct gccaactgtt
  3117301 tttcaatatt atgcagcggg ttgagtgaca ccatcggttc ttggaagatc atcgaaatct
  3117361 gattaccacg aatgcgccgt agtgttggct catcagcatg tagcaatgag ctgcccgcaa
  3117421 acagaatatc acctgtggga tacactactg gcggtgatgg tagcaaacgt aacacggaca
  3117481 acgcggtgac gcttttcccc gatcctgatt ccccgaccag cgccagtgtt tctccagcgt
  3117541 tgatttgtaa tgacagttcg ctgacaacct cacgctgaac gcctgcctga ctaaacgcaa
  3117601 cactgaggtt ttggatatcc aatagtggtg aggtcgccat atcagtacac cttacttggg
  3117661 tcaaaggcgt cacggacagc ttcgccgata aaaatcaata gggacaatag caccgccagc
  3117721 accagaaatg cggtgatccc cagccaaggg gcctgtaggt tatttttccc ctctaacagc
  3117781 agcccaccca gtgatggtga acctatcggc aaaccaaaac cgaggaaatc cagtgaggtg
  3117841 agggtggtaa tggagccaca cagaataaac ggcaagaagg tcagtgtggc caccatggca
  3117901 ttaggcaaca tatggcgagt catgatggtt cgatcacgta cccccatcgc ccgtgcggca
  3117961 cggatataat cataattgcg ggtccggaga aactcagcgc gcacgacacc caccaacccc
  3118021 atccagccaa aaataacggt gatagcaagc agccaccaga aattgggctg cacaatgctc
  3118081 gacagtaaaa tcactaaaaa cagggttggc ataccagacc atacctcaat aaagcgttgg
  3118141 ccccagagat caaccctgcc cccgtaatag ccttgtaccg caccggcgca gatcccaatc
  3118201 acactggaaa acagggttaa tgtcagcccg aacaacagcg agatacgaaa gccatagatc
  3118261 actttggcca agacatctcc gccggtacta tcagtaccca gcaagttggt acggcttggc
  3118321 ggagaaggga agggcacgtc cgtggcgaaa ttaatggtgt tattactaaa acgaataggt
  3118381 gcccagatag cccagccact gtcatttata cgcccaatca catacgggtc ttgataatct
  3118441 gccgcggtgg ttaaaacacc gccaaaggtt gactcactgt aattgaccat aaaaggcata
  3118501 taaaacttgc cctgatagct caccagcaat ggtttatcgt tggcaatcaa ttcggcaaat
  3118561 aagctaatga caaacagtgt taggaaaatc cacagtgacc agtaaccacg gcgattctga
  3118621 cgaaaacgcg cccaacgggc ctgattaatt gcacttagtc tcatcatcat tattggcggc
  3118681 cctcaaaatc aatacgtggg tctaccaggg tataggtaat gtcactgacg atattcagca
  3118741 gtaaaccaat gagtgtgaaa atatagagcg tgccaaacat taccgggtaa tctcgctgta
  3118801 tggtggcgtc gtatcccagc aggcctaagc cattgagtga gaacatcact tcaatcaaga
  3118861 gtgaacccgt gaaaaacata ctgacaaagg tggcggggaa tccggcgatg actaacagca
  3118921 tggcgttacg aaagacatgg cgatagagaa ttttttcctc tggtagtccc ttggcgcggg
  3118981 ccgtaacgac atattgctta cgtatttcat caaggaatga gtttttcgtt agcatcgtca
  3119041 gtgtcgcgaa accaccaatc accgtggcca gcacgggcag ggtaatatgc cacaaatagt
  3119101 ctgtgatttt gctgtaccac ggtagggtgt cccagttact ggaaaccaga ccgcggagtg
  3119161 ggaataggtc gaaatagctc ccaccggaaa acagcactac cagtaaaata gcgaatagga
  3119221 aggaggggat tgcataaccg atgataatta aggtgctgct ccaggtatcg aaggcggtgc
  3119281 cattgcgcac cgcttttttt atccccagag gtatggaaac cagataaata atcagcgtac
  3119341 tccatagccc aagcgagatt gacaccggca ggctttgttt tatcagtgac atcaccgatt
  3119401 cgccacggaa caaactgtcg ccaaaatcaa aacggacata gcgccatagc atatcgaaat
  3119461 agcgttgatg taggggctta tcaaaaccaa agcgctgttt tatttcagca ataacttccg
  3119521 ggtctaatcc gcgtgaaccg cgataattac tgtcaccgac ctgtgctgca ttcagaccgg
  3119581 ctttagcccc tcctaaaccg ccatcaccgc taccggcagt aaatccagtg gtgtgaccca
  3119641 attcaatatt ggcgatagcc tgatcaactg gcccgccagg tgcaatctgc acaataaaga
  3119701 aattgatagt aataatggcc cacagcgtag gaataacaag gaatagtcgc cgtaatagat
  3119761 atgcgcccac aacagccccc taacgacgtt ctactggcag gcgagctgcc ttgttaacat
  3119821 caaaccacca gctatcaaac cctagcgaat aggtgggacg aaccgctggc atcgagagtt
  3119881 tatcccaata ggcgaagcgg ctatgattgg aataccacat cgggatcatc aaataattcc
  3119941 aggtcaatac ccggtcaagg gcacgcccca gagagagtaa ggcctctggt tgatcctgat
  3120001 ggctgacaat ctgggcgatt aattggtcga tggccggatc tttaataccg ggtctgttat
  3120061 aggtggaatc aatgtaggct gaactccaca agatttgcag gtctgggctt gggtaaggga
  3120121 aggcgttgta aaccgttggg atcatatcga aatcccggct gcgtaagcga ttaataaact
  3120181 gcgagctgtc aacttcgcgg atcttcatcg tgatacctaa acgctgcaaa ttgtgtttga
  3120241 acggttgcac atactgaaaa tcgctgccgc tgggtaatag caattcaaat tcaaaaggtt
  3120301 taccggtttt actattcacc agttgttggt ctttgacttc ccagcccgct tcattcagta
  3120361 actctttggc tttgagcagg ttatctcgcg aatagccgct accatccgtg tgtggtggtt
  3120421 gataaatctg ggtgaaaact tccgcgggta ttttatcttt caatggcgcg agccaagcca
  3120481 gttctgcact gtccggataa cctgttgccg catattcggt attttggaag aagctattgg
  3120541 cacgctgata gctattgaaa taaaaggctt tgttcatcca ttcaaaatcg aaggccaaag
  3120601 tcagcgcctg gcggacgcgt cggtcactga agaggggccg ttgcacatta aatgctaacc
  3120661 agcgagtgtt ctgtgccgag ttgtcggtaa tatcctgttt gacgatatag ttcttggcga
  3120721 agttaccgcc cgcatactgc gtcgcccagc ttttcggtga ggactccgtc cgtaaatcaa
  3120781 aggctccggc tttaaaggct tctaaggcga ctttgtcgtc cagataataa tcataacgga
  3120841 tagtgtcaaa attatattgg ccccggttaa ccggcagatt ggcggcccag taatctttta
  3120901 cccgttcata agtgacatat tggcccattt tgtatttgct gatgcggtaa gggccgctgg
  3120961 cgactggagg ggtactgagt gggtcactca gcttatgatc tttccagaaa tgtttgggca
  3121021 tcaccggaaa accaagtagg ccgagcattt tatctttgtt aggttcagga aattcaaaac
  3121081 gtaccgtcag acgggaaata gcgttgactt taacgccttt atagaacaat cgaaattgtg
  3121141 gtaccccttc agtcataaat ttgttgaagg tgaaggccac atcctcggca gtaatcgggg
  3121201 caccatcatg aaaacgggcg tgggggttga tatcaacctc aatccaactg aagtcgggag
  3121261 aatagcgcgc tgattccgca attaatggat agtagctgcc aatctcatcg cttgagggac
  3121321 tgaacaatga atcatagagt ctctccgttc gagctgcaga ggtaccacgc aatgcatacc
  3121381 ggttgaaatt atcaaatgtg ccaatcgccg acagagtaat atttccccct ttaggggccg
  3121441 ctggattgac ataatcaaaa tggctaaaat ccgatgagta cttggggtcg cccaatatgg
  3121501 caaaagaaac gccctcttta atggtttcgg cagctaaccc aaaactcatg gccgaaagta
  3121561 tcaaggtagc aaataggcgt aaaaacatat tgttggcaat ctcctgcgaa gctgcagata
  3121621 atcattttct caaatgaaat taccagctta cagggggata atgcaaacat taagccagta
  3121681 agtttttgtt actcatcttt tcatgacaga atttagctaa agcttcaaca gacagcggct
  3121741 tactgagtaa ataaccctgc aagtaattga caccatgttt agctaaatag tgaagttgtt
  3121801 gctcagtctc gatgccctca gcgatagttt caatattaag tttttttgcc agaattaata
  3121861 ccgaatctaa taccggcgtt gtcaccgtat tttcgcctat cgtgctgata aagccgcgat
  3121921 caattttaat ataatctaag gtaaagcgtt ctaaatagat cagggcgcta tggccggtgc
  3121981 caaaatcatc gacagcgatt tgaatccctt gcgaatgcag ccaggcgaat tgcttcaggg
  3122041 ccaactcttt ttgcaccata cctcgctcag taatttcgaa tacgggggta aaaatatcgg
  3122101 tatttaattg ctgcaagagt cgtgatacgt cctgacaaaa atcatcatca gcaagatggg
  3122161 ccggtgaaat attaaaggca agtttagcgc ccgtcgggaa caggtttacc ataagagcgg
  3122221 tatctctgat aattaactca aacaagtgcg ttgtcagcgg ctgtatcagg tgttgagttt
  3122281 cggcataagg aatgaagata tcgggcgaaa tccgcccttc agtcgggtgt tgccaacgga
  3122341 taagggcttc taaacctgat attgtctgat tatgtgagcg aaaaaccggt tgatattcaa
  3122401 cgaaaaactc accgcgccta atgccccgta aaatttcagc ttcagcactt tttttggtga
  3122461 ttaaaatata ataagccaag atgcccacca agccggcaag taataggcca cctaacaggg
  3122521 tcattctaat atcgtttttc gttatactat tatgataaat caatatctta atcggataac
  3122581 caggtaatgt aatctccctg gcgtttagat taggtaactg gctgataggt aagacgttag
  3122641 aatcaaaagt agtgatagct aagccatcaa taataatcgc tgagccactc atttcgttat
  3122701 ctgaacggcc cattaataga tagggatgca aactgaattc catcgtcgcc aatattcccg
  3122761 tatctccacg gcctgcttga cgcagccata cggcaattgc aggcttgttt ggcatcatgg
  3122821 gggtgccttg ctgaatttta aaatccagtg gctgggataa attaactttg gggtagatcg
  3122881 tactgactgg cgtgtgcatt tcacccgttg ccgaggagca ataagcaacg ccttccctga
  3122941 ccaataaaaa ggctctgaca ccattggtaa aggcggcacg ataatgaaga gttgggctgg
  3123001 cttgttcgca cgattgggtg ctcagtggga taagctgaga catggtcgtt gttatttcat
  3123061 taaggaaatg agaggcatag gtgataatat taccactttg tgttgttaat ttattttcac
  3123121 tgctgcgata cagtaatgac aacgttataa cgacaaaaca gataaaaaag cagagcgcga
  3123181 ggaggatact ctttttttac cagatggcgt ctggacaaaa tattgcggga gaacgcactg
  3123241 tttgaaccca tgttacgccg ttcctcagta tgattggcaa agtatttata ccgctatgac
  3123301 ttgatgttgc agccgtgcta gcaacactaa tgtgtttgcg gctatctgtg attccaatga
  3123361 ctggggcatc tgagtataag taacttactt gcatagcgct accgctttgc cattgagtat
  3123421 tcgcgacatt aattaaatta taagatggca ttcccatatc caaatatcat gtaaatatat
  3123481 gattaagcca gccaatacgg ctcaaacaat acgcttaact tctattgttt tattttataa
  3123541 atgtattttt tttaaaacaa attttcagtt tattaatatc gttaatttta ttatataaag
  3123601 gcgaatattc ggctgctcta ccgataatgc gagataattt atcaataatg tgacacacat
  3123661 tttacacaaa aaaatcggcg attgcgcttt ttgggtaaaa aaggacattt cttacaaatt
  3123721 ggcggaaaaa tacgcagtgg aaggtgatag ggcagaagat gagccaataa aaaacgctgt
  3123781 cataaacagc gtttcaacgt ttggtttggt attttgaaca acaggaataa atatcagcta
  3123841 gctgctcgaa ctgctactta gcactcgacg cccatcacga taacgcttat tccagtaatc
  3123901 gtcattcagg ttcgatatcg ttacaccggc actggtcgat gcatgaacaa atttatcgtt
  3123961 acctaaatag ataccgacat gacgccctgt tgagcctgcg cggaatagaa caagatcacc
  3124021 tggacgtaat ttagtccgct ggactttctt gccgagatcc tgctgctgag atgttgagcg
  3124081 cggcaaatcc ataccaaact gttcacggaa agtggtttgt acaaatgcgg aacaatcaat
  3124141 accgcgttta ctgctaccgc ctaaacgata acgaacacct ttccaacctg catactgttc
  3124201 taaaatcttt gacttgatgt caacgttgcg aaccatcgct tcgaattcat cctgagaggc
  3124261 ttgcagtaaa agcccatctt tgtcattaac tgcacgcatc tcagtttgcg tattatttac
  3124321 attcgaagcc tgtggtgaac tgcatgcgga taacattact gctgctgcaa ctgcagggag
  3124381 cgcccgcaga atatatctca gaataggttg agacttgacc attgttgttg ttttcccttg
  3124441 ctgtccttac gacggatgtc gctaccaaaa ataccaaacg aatcgagatt attgattgtg
  3124501 aacagaatag acaatcattt aactgaataa atgtgcatga acgcacattc tttatccaaa
  3124561 gcgtctctat caaacaatct ctactgcatc aaacaatctc taccacatta agtgcaggat
  3124621 gctgataaaa gcgcagaatg ctgatagctg aacacaaacg tttttgaggt taccgtaatg
  3124681 attaataaaa ggcgagtgct ttattcctat tttcatcaga aaagctaatg taatagaatg
  3124741 taaactttca aaaataaaag tgaccgctta atttattgtc gttgagtgtg aagaaataag
  3124801 cgaaaaaata gaggctgaga caatgaattg aattgtttgc cacagcctgc gatgggcggg
  3124861 ggattaagga tgtttagcgc caggcagatg ctggttaatc cacgcaataa tcttatcgct
  3124921 taacggcgtc agcaatatcc aactgatccc taccaagacg attgagagtg atcctaccgc
  3124981 gatatcggta aaccaatgtg cgccaatcat gatgcgcggc attgagaaga taaccacgat
  3125041 cagcagcgca atagcgaacg caccgcggga aaaatagcgc aacataaaac aggcaaaaat
  3125101 aatcagcatc atgccatgat cgccagggaa actatcactc gaggcatctt tcgtcgggac
  3125161 gccggttaat acactgacgc gattaatatt atcaaatgtc agggtggggc tggggtgtga
  3125221 aaccggcagt aaatggccca actgattaag aataaccgcc gttaacaaca tgacgaatcc
  3125281 gatcactatc aggcgacggc ggccagcagg cgtttccttt atgtagaagg aaaaataaag
  3125341 taatcccata cacatcaatg aaatgacatc gaaagcgcga tggttggtga ttgctaccag
  3125401 gtgcagaaat gttgggctgg acagcagatg ctgattaaaa tagaagaata ttgctgagtc
  3125461 tatcttaaac caaacaccgt ggtttgtggg cagataccac gatagaaaca gtatgatccc
  3125521 cagtaaattg aggagcaata ttgtcggtaa attacgacga gtcatgcggt aacctataaa
  3125581 ttaaaaatgt acacaacgga aagaaaataa aaatggggag acatcatacc ccgttacgta
  3125641 aacgaatttt taataaatca tgttgcaata cgttccaatc aatatcagtg gcgctaatca
  3125701 attcaatgcg gctatccagc gggggtattt ggcgagtgtc tatttgtaag tcattacctt
  3125761 gtcgattaac catcaaggtt ccttccggga tgcgcatgac accttttacc cgttctgctg
  3125821 ggttcaatcg tacccactcc aataatggca cggtatcaaa aacggtgttg gcatcaaata
  3125881 cccagccaca gctcagatac ccttgccccc gatttaatgc ccgacgccag ggttcggccc
  3125941 ctttcagacg taatgcggct aatccttttg gctgtgatgt gccgtgatga tgtgtaccag
  3126001 aaggaagttc gtctttatta ctgtgtggtt ggtcgagcag ggccacgtcg agtttgccat
  3126061 attcgctatg atacagcggc cgcgataatg gctgcttttg ttgccattgt tgtaacaccg
  3126121 cgttatcggc cgagcggtaa gtgtcttgct tgttgaccac aatgatatct gccgccgcca
  3126181 gttggtcacg gaaattttca ttttcggtat agcggggttc actcagttgg cgggcatcca
  3126241 gcagacaaag tgtggcgcgt aagtcaatcc aaggctgata aatatcagac gttaataatg
  3126301 acagaatttg tttcgggtgg cccagcccgg ttggctcaat gagcaggcga tctggttttg
  3126361 cctgctgcaa cagcatgttc aggccaattt gcatcggtag cccattaaca cagcacatac
  3126421 agccccctgg gatctctttt aaaacagcac cgctatccgc caacagagcg ccatcaatac
  3126481 caatctcacc aaattcattg accagcaccg cccatttttc atgttccggc ttctgtgcga
  3126541 gtaagtgccg gatagttgtg gttttgccac aacctaaaaa tccggtaatt aaattggtct
  3126601 ttgtcatgct ggatctccaa aatacaaaaa tatttttata tgatttacaa attatatggc
  3126661 tatttattac cctttcaacc tgaaaggaaa taaggccaat taggcttact tttaatcaaa
  3126721 aaatcgccaa atagagataa tttcctaggg tggctaagac gctggcctaa tagatatcta
  3126781 ctgcgtgaaa ttataattcc ttctccgagg gattttggcg ggttataaat agaatagagt
  3126841 aataaaaaac actctattac gcccattgta ctgcttgaaa tcctctatct ttaagatgac
  3126901 agctataaaa gttgaggtga tcatgagcaa ctaccgtgca ctgagtatcg ttgtaatcat
  3126961 gttttcatgg ataatatctt tctctgccag tagtacgcaa tccacccttt ctgtcaccgg
  3127021 tacaattact ttttctgggg ccattgttga taccccttgt gatacgtcgg tattaaacca
  3127081 gaccattaca acgagctgtt atcgtaatgg taaaatgata accagcagac aaacactcac
  3127141 acgtaatatg cctctgaacg cgcggttgcc agggagttta gccacgtccc gtttggaatg
  3127201 gctgaatcag cagcgtagcc tcggagtcct aactgttacc tacctctaat atttctcaac
  3127261 atgtttgggc atcacggttt atcgacgtga taaaccgtga tttatcacct gaagttgttt
  3127321 gaccacatga tatactcgac gccattcata cacccttttg gtcagatcaa tttggtattt
  3127381 tctacgccaa tgtctgatgc aggaaattaa ggttatgcgg ttatatcagg aagtgggcag
  3127441 ccaactgcgg gaagcgattg tcagtgggcg atactcagtg ggcgatcgtt taccaccgga
  3127501 gcgtgatatt gccgaaaatt tcagtgtcag ccgtagtgtg gtgcgtgaag ccctgattat
  3127561 gctcgagctg gagaagctgg tagaagtacg caaaggctcc ggtgtttacg tggtgaatgt
  3127621 gcccacgatg tcgcttaatg gtgagtcggc tacgtcaatc gatagtggct acggcccgtt
  3127681 tgaactgcta caagcccggc aattgttaga gagcgaagtc gcggcttttg ccgcaatgca
  3127741 agccaccaaa gccgatatca ttaaaatgcg taatgctatt gagcagggaa aagccgcact
  3127801 gacggctggc gcgatagatg aaagcgctga tgagttgttt cattgtttgt tagcgcaatc
  3127861 gacacaaaat agtgtgctgg ccaatatggt tgcgcagacc tggcaagtcc ggaaaagtag
  3127921 tgcaatgtgg cagggggcgc atagtcatac cgccgatttt agctaccgtt ggcaatggtt
  3127981 ggatgatcac caaaaaatct tgcaagccgt gcttcgccgc gacagtaaag ccgctaagca
  3128041 ggccatgtgg cagcatttgg agaatgtaaa attgaagttg ctggagatct ctgatgctga
  3128101 ccatccagat tttgatggct acttatttga gtctgcgcca tatcagattg aagagtaaaa
  3128161 gataacgtaa aaaccaaccg tagtcgcacc aagagtacta acgtcaacag aactaatatc
  3128221 aacagaacta atatcaacag aactaaacgc caacaatacc gatgagctga atagccttga
  3128281 ttcagctcat cgtcgtgtgt cttaagcctg ttcggctaag cggcgtactg tctctttcgc
  3128341 gccaaattgt tgcaagctga gataagcctc ggtcactgcc tgcacaaatg ttggctgttg
  3128401 tggcagcgtt tcaccaaaca gtgctttcag tgtcagcaaa ctttgtaccc gagccgcacc
  3128461 atcttcgctg gccgcaacgc attgtttaaa gctatccacc atcggatcac ggatatcaat
  3128521 aacctgaccg ttatcatcga tgccccctac atagcgcatc caacctgcaa tgcctaaagc
  3128581 cagacaagga tacgcattac cctgttttaa atgccaacgg acggaatcca acatccgttg
  3128641 tggtaatttc tggctcccat ccatggcaat ttgccaggtg cggtgtttga gcgcggggtt
  3128701 acagtaacgc tcaatcaact gatcagcata agcattcaga tcaataccgg tgacacgtaa
  3128761 agtgggcgct tgctcattca tcattaagcg acgagccgtt aggcgataat tctcgtcagc
  3128821 catacaatca ttaatatgtt gataaccggc cagatagcct aaataagaga gatacgaatg
  3128881 gctcccgttc agcatacgta gcttcatttc ttcaaacggc aagacatcat caaccaactg
  3128941 tacgcccgcc acttgccaat ctggacggcc tgcaacaaat ttgtcttcga cgacccactg
  3129001 aataaagggt tcgcaggcga tcccacaaga gtctgcgacc ccaagggtat cggcgatttc
  3129061 ctgtaacgtt tccgctgtcg ctgcgggaac gatgcggtca accatggtgt tcgggaaagt
  3129121 gacatgttgc tgaatccaat tagccagcgc tggatcacgg accgtggcca gaccgagtac
  3129181 cgcgtttctt accacatcac cgttttccgg gatgttatcg caagaaagga cggtaaaggg
  3129241 aggcaatcca cgtaaacggc gcaagcggag tgcttccacc aacaccccag gtgctgatgt
  3129301 cggtgcatta gggacggcca gatcggcacg aataaactcg ttctgcagat ccaattggcc
  3129361 ggtgcccggc tcgatgcaat accctttctc ggtgatggtc agagagacga tggccacttg
  3129421 tggctcgacc aatttcgcca atacttgcat gatgccgtct aaacgagcat gtacggattc
  3129481 acacactgaa ccgaccacaa tcgcctgatt accctgcgcc cctttttcca agacggaaaa
  3129541 gaggtggtcc tgtttacgta actcttgaat cagcgtatca gcaccaaaga ggctgacttc
  3129601 gcaaataccc caatcaccgc cttgcgtatt taatacccgg tcagtgagca gtgcctggtg
  3129661 ggctcgatga aaagcaccaa atccaatgtg aacaatacgg cttctcagcg ccgcccgatc
  3129721 ataattgggt tgctgtacgg ttgagggaag ggcgctgttg gcaatggtgt tcataggtgg
  3129781 ctccagaatt attccccctg acagtacggg gactgatggg gattaacata aaaggtggca
  3129841 aatagaaaag ttgttagacc agttttgtgt ggctgatcgc taagtagaga gccatacaat
  3129901 gcggactcgt ttcttttgct cgttgccatt aagttataga cacagaatta agttataaac
  3129961 acagaaatta tcggcttgca gtgtaaagcc atatgacaga aaataaaatt ggtaagtcca
  3130021 atattgataa tattcgtgaa gtggatcaac caatgaggat ttgccttttg acactgagcg
  3130081 gctaaacagt aaggataaag ctgagtgata tctattagaa atcggtataa caacattttc
  3130141 agcatctgat tcagtatctg agcatcgttt actgtggtta agaagatgac agcagttaaa
  3130201 aaagattaat gcagtaaaaa aagatgtgat tgggatgtga ttggatcgtt gcctacgtcc
  3130261 gttatcggca gaaaagtccg ttatcggcag aaaaaggcgg ctttaaccgt tagcgggtta
  3130321 attttattat tgttgcgtat gcagaaggta aaaataaaat ggaacaaaca tggcgttggt
  3130381 atggcccgaa tgatccggtg tcgttagatg atatccgtca agcgggtgct accggagtag
  3130441 tcacggcgtt acaccatatc ccgaatggtg ttgtgtggcc agtcagtgag atcaagcagc
  3130501 gtcaggccga attagcagct aaaaacctgg tatggtctgt tgtggaaagt gtgcctattc
  3130561 atgaggacat caaaactcat agcggtaact atcagcaata cattgaaaat taccaacaaa
  3130621 cactgcgtaa cattgcagaa tgcggtattg acaccgtgtg ctacaacttc atgccgatac
  3130681 tggactggac gcgtactgat ctggaatatg aattaccaga cggttctaaa gcgttgcgtt
  3130741 ttgaccagat agcttttgcc gcttttgagc tgcatattct aaaacgccct ggtgccagca
  3130801 atgactatac ggcggaagaa caagtacagg cagaagcgta tttcaacgcg atgactgaag
  3130861 ctgatattgc caagctgacg ggcaatatta ttgcaggtct gccaggggct gaagagggct
  3130921 atacgctgga tcagttccgt gctcggttgg ctgagtacga tgggattgat aaagcgcaac
  3130981 tgcgtgagaa catggcttac ttcctgcgcg ctatcattcc ggtggcagaa caagtgggct
  3131041 tgcgtatggc ggtgcaccca gatgatccac cgcgcccaat ccttggccta ccgcgtatcg
  3131101 tttcaaccat tgaagatatg cagtggctga aagagacggt ggatagcatt cacaacggtt
  3131161 tcaccatgtg taccggttcg tatggtgtgc gtgctgataa cgatttggtg aagatgatcg
  3131221 aaacctttgg cgatcgtatt cacttcacgc atttgcgttc cacctgtcgt gaaggaaatc
  3131281 caaaaacctt ccatgaaggg gggcatttgc aaggcgatgt ggatatgtac tcggtggtaa
  3131341 aagccatttt aaccgaagaa cagcgccgcc agtcactggg ggatatgcgt ccaataccta
  3131401 tgcgtccgga ccatggtcat cagatgctgg acgatttgca caagaaaacc aatccgggct
  3131461 actcggcaat tgggcgtctg aaagggctgg cagaagttcg tggtgtggaa ttggcactga
  3131521 aacggacatt tttccccgag ctgaagcagt agttttgcac gatcagtgaa gagataaccg
  3131581 ttaagggccg gtttccggct cttaacgtag agagacccaa tagattcaag ttgcagaagg
  3131641 gcggccagca agagcagcca acacacctgc aacgttaaag atgaaggggg gttagtcagc
  3131701 gcggcccata tagcggcgtt cagcaatatg aatacgaatt ttttctcctg ggctgatata
  3131761 ttctggcacc tgaatcgata aacccgtgct cattatcgca ggtttgttac gggcactggc
  3131821 ggatgcgcct ttgatgctcg gtgcggtatc aacaatttcc atatcaaccg tttgtggcaa
  3131881 ctctagcgcc agcaattggc cttccatcgt cagaacctgc atccccggca tcccaccttc
  3131941 aggaataaac agcagttcat cttcgatttg ctcttttttg aagttgtatg gtgtgtagtc
  3132001 ttcatcatcc ataaagacgt attcgtcacc atcaatataa gagaaattga ccgcgcggcg
  3132061 agtcagagtt atggtgtcga ggttttcatc acctttaaaa cgctcttcga ctttcaaccc
  3132121 ggtacgtaca tcagaaaaac gcattttata cagtgtactt gcgccacggg cgcttggact
  3132181 ttgtacatcg atatctttca ccaacagcaa tttgccgttg aggttgactg ccataccacg
  3132241 ttttatttcg ttagcttttg ccataaaaat aacctgccaa tcgggattaa agataagttg
  3132301 cgacaagtta ctcgcgccgt gagattcagg caagcagata gcgcgaaaag gtgtaataaa
  3132361 ttctgcacta ttgataaacc ggcaataggc cgaacaaggc tgaaatatgg gctaccgcat
  3132421 tgaccaggcc aaacaggata ataaaaccaa tcataaaacg gcctccggga gcacggtaac
  3132481 gggcttgtgg gaagcgttta cggctggctc gcgccattaa tgcgggcaca ataaccgccc
  3132541 aaatggtggc ggctaacccc gcaaagccaa tggcatataa gaagccatcc gggaacagca
  3132601 gggcaccgag agtcggaggg acaaaggtca ttaatgctga tttagttcgc ccgctgcggt
  3132661 catcggtaaa gtcaaataaa tcagaaatat aatcaaacaa cccgagcgac acgccaagga
  3132721 acgaactggc cagtgccata taagagaagg cattgagtag ctggctggtg gctttactgg
  3132781 cagaaacggt gtccatttgt tgcaatagat tgccgatatt accgccatcg gcaataacct
  3132841 gtttgaaagc atcccgggcg atattgccct gaatggcata ctgccaaagg agataaatca
  3132901 ccaaggcaat caatgttccg tacagcaggc tgcgcacaac ggctttgctg tctttgttgt
  3132961 agtacttcac caggcccggc acattgccgt ggtagccaaa agaggtcagc aaataaggca
  3133021 atgccgccag tgcatagggc agatagtggg cattactgtc tgtctgatta aacaacaccg
  3133081 cactttctac atggctgaac atatcaccga cagacatgac aaatgtgata accatgccgc
  3133141 cgattaatat tgtactgagg cgatccactg ctcgggtgga taaccacacg ataaaggcca
  3133201 ccaaaagtgc aaagataaag cctgcgctgg tctggccaat tccggctacg ttttgcagcg
  3133261 tatgggcgat gatcgaacca ccggcggaga tataggcgta ggtcagaatg tagagcacaa
  3133321 aggtaatgga cagcccgtta attgagctcc acaccttgcc tagcaggtct tgcaccatgg
  3133381 tgtggaaact ggcgccactt gggtagttca ggttagcttc cagaatcatc agcccggaca
  3133441 ctaacataca tgcccaggtg tagatcagca gcaccactga gccgctgaac cataccccgg
  3133501 ctgtcacgat tgggattgag aacatgcccg cacccactgc ggtacctgcg acaatcatcg
  3133561 cgccacccaa aacggaaggc cgtgacaacg gttgggataa ggccatcgac atctattgct
  3133621 cctgagatac ccggctgcgg gtaacttctt tatattaagt gagaatcgtt atagtcaatg
  3133681 agagtaacca aattaagtca tcgccgtgcg gtattacggt tacagctcct ttgtactagc
  3133741 tgaatggtac actgtgcctg tgaggctgta aacagatgaa taggcttgta ttgataaata
  3133801 ggcttgtatt gataaatagg cttgttttga taaatagact tgttttgata aataggcctg
  3133861 tgattggcaa taagtaaaat gcgttgtttg atgagggcgg gaggagagtg ctggtagttt
  3133921 aggcgtgcgg ttgctattgt ccggccttat tcaccggtta ttactctctt tgttcttatt
  3133981 ttacttgctc acaggagcct gccgatggac tgtcgctcag attgcggagc ctgctgtatt
  3134041 gcaccttcga tttccagccc gatccccggt atgccattgg gcaaacccgc caatacccgg
  3134101 tgtgtacact tggatgacaa catgcgttgt ggcatttttt actcgccatt gcgccctgcg
  3134161 gtatgtgcca gcttgcaagc aatgcgggaa atgtgtcatc acacccgtga agaggcgttg
  3134221 gtgtatttga ttgcgctgga agcggtgact gcgccttaaa tgcgctttta cgatcggctg
  3134281 attctctccg ctgccagtac gtgttcctct gcttctcctg accgccctca gatgctggta
  3134341 tatcccgcat cggcagtaat gattgaacct gtcagcaagc tggaggcctc cgaagccaaa
  3134401 aactgcacca cagaagcaat ttcatggggg ctgcctaacc gccccatggg ggtcatatcg
  3134461 agccatcgcg atacccgccc cggctggctg gtcaaccctt gtatcagtgg tgtttctata
  3134521 taggtggggg cgacggcatt gacgcgaacg ccacgtgtgg cccactccac cgccagtgat
  3134581 ttggtcaaat ggtgtactcc cgccttcgat gcattgtagt ggcactgagg ctgcggcaca
  3134641 ttaacgattt ggcccgatat cgaaccgata ttgatgatcg agccgcgccc cgcttcaagc
  3134701 atccggcggc caaagccacg acaggtgcga aacacgccag tcaagttgac ggcgatgacc
  3134761 ttatcccagt ccgcgtcggt catctcttca gccggggtat gggtcacgat cccggcattg
  3134821 cagaccagca cgtccaatgg cggtaacgcg gcggccagag cgtcaatagc cgcgctgtcg
  3134881 gtaacgtcca gtccctcggc ccgcacgttg tagcccttgg cgttcagtgc ttgcgcggtt
  3134941 gctgcggcgc gttcacgtga aatatcggtg cagatcactt ccgcaccggt tgccgccagc
  3135001 ccttcagcga ttgccgcccc gatcccctga cctgcaccag tcaccagcgc ccgcttccca
  3135061 gacaggctct gtttttcggg ataagattgt ttttcgagat caggccgctt ttcgagatca
  3135121 ggccgctttt tgtggtcatt catcctcttc tccttaagtc agtgggcagc gcagtggctc
  3135181 accgcgcagt ccccgtaggg cctcttcaga agccagttgt tgcagttttt tgaccgacgc
  3135241 atccgagaaa aaagcggcat ggggcgagag aaggagatgg ggcgctttac gcaaggccga
  3135301 atcagccggg aggggttctt gctcgaagac gtcgagtccg gcccccgata ggtggccacg
  3135361 ggtcaatgcc tcgattaagg ccgcctcatt caccagcccg ccacgggcgc agttgatcag
  3135421 gatcgcgccc tcaggcatac gtgcgatagc ggtggtatcg atcaggtcgc gagtttcagg
  3135481 cgttagcgga acatgtagcg acaggatgtg ggccgaggcg atgaccttat cctgtggcag
  3135541 cggctcgatc cccgccgaac gggcttctgt ctcagtgaca tacgggtcga agccgatgat
  3135601 gcggcaaccg aaaaccgcca ttcgtgttgc ataggcgcgc gcgatgcgcc caaggccgat
  3135661 cagccctacc gtggtgtcac gcaatgaccg cacaccatcg accatctggt caatttccca
  3135721 cctgccgcta cggatccctg cctcgtagcg ccccagtttg cgtgctaacg ccaatgtcat
  3135781 ggcggcggcg tggtcggcaa cctcttcaat gccgtaatcc ggcacattac aaatacgcat
  3135841 cccccgtttt ctggccgcag agagatcgat gttatcgaca ccgacgccgt accgcacgat
  3135901 caccgcgccg gggggcatgg ccgccatcac ccgctcggtc atcggggcga agttgttcaa
  3135961 cacgacatct gcgccctgca cggcatcccg cgtttcatct tcagtgcggc attgataggc
  3136021 ggcgaaatcg gcaccaaccg cgttggccgc tgcttgttca taaacggtat tgccgaaagc
  3136081 ctgatcggtg acgaccaatc tcatttttga ttcgctcaca gcaccccccg cttagtaagg
  3136141 ttacgcatca gcgcacgggt tccgtaggtc cagggaacgg cctcgtcgga gtagactacc
  3136201 gtattgtgta aggtgcccaa aagtggtgtt gaaatttcaa ccagatcacc tggctggtgg
  3136261 gtaaagcccg cgttttgctg ggcgcgatct tgtgttggag cgaacagggt accgagaaac
  3136321 aacataaagc catcggggta ctggtgtgat gtattgcacg tttgcctgac cagatcggta
  3136381 ggtctacggc tgatctcggc catgttcgag ctgccggaca ggttaaagcc atcggccccc
  3136441 gtgaccgtca gggttaagct ggcgtgttca atgtcgtgta gcgtgaagtt ctcatcaaag
  3136501 aggcgaataa atggcccgat agcgcaagcg gcattgttgt ctttcgcctg gcccaacagc
  3136561 agcgccgagc ggccttctat atcgcgcagg ttgacatcgt tgccaagtgt tgccccccgg
  3136621 atattgctct ggctatctac ggccaacacc acctcgggtt ccgaattact ccaggccgag
  3136681 atgcggttaa cgccgatctg cgcaccataa ccaaccgctg acatgggttg agatttagtg
  3136741 aaaatctccg catcggggcc aatgccaact tcgaggtatt gcgaccacag gccctctgcg
  3136801 atcaaggcgg ctttgacctt ggcggcttga tctgagcccg cttgaatatt gttcaggctg
  3136861 ctaccgataa cggcgccaat acgttggcgc aatgcatcgg ctcggtccgg atcaccggcg
  3136921 gtacgttcgt cgataacccg ctcgaccata ctttgagcaa aggtcacccc gcaggctttc
  3136981 agggcttgaa aatcgcaggg agcgagcaag caagggcgtg ttgagtgata gcccatctcg
  3137041 gcggggggga ggatcagatc gtcaatggtg cctagtggtt cgcctgtcaa catggtgaag
  3137101 cgttccgacg ggtggtcctc tagaaaatcc gccattgaga ttaccgcctc ggttatgtcg
  3137161 tacaagatgt gattacgcac gatgacaacc gacgggccta taccgggacg ccagactcgg
  3137221 ccaacaagtt tggccttggt gagtgaagtg ggcagcatgg ggcatctcct cttttatgat
  3137281 ttctagtaaa actagatatt ggtttggaag tgctcaaaaa tgtcgttcga accagcaggg
  3137341 gtctatgttt agacccctaa tcaaaaagcc tgttttagcg gctatatatg ttaatttcag
  3137401 cgttaactta atgataagaa taggaaaaaa taaggaaaag caagaaacga caaacctgcg
  3137461 atactgctca caatttaacc aattgtaacc cagttgttgt gaatttgttg ttttttttga
  3137521 ataggggatc gcgtaaaact agatgagtta tgatccgcat cgggctaaac cacgggctca
  3137581 actgcagatg aaggcgacgg agacgcaaca tgagtgagta tcatgaaaaa aataatgcac
  3137641 tcttcaagtc gattaccgcg ttagacggcg ctttatttat caatggtgag ttccgcaaag
  3137701 gcgcgggggg gcgtctgcca gtggaaaacc cggctaccgg caaagtgatc ggtcatctcg
  3137761 cggcggctac tccagaggag atcgaagagg cggttgctgc ggcgcgtcgc gcttttcctg
  3137821 cctgggccgc cgaacggcca aaggcccgag cgaatgcgtt gcaccgtttg ggtgatttga
  3137881 tcgccggcga tgccctgaat atggcgcgga acatgaccat cgaacagggc aagccggtta
  3137941 acgaagcgca aggtgaaata ctgaagctcg ccgaaatttg tcatttttat ggcgaagaag
  3138001 cgactcgcgt gcaaggtgac gttgtgccga atgaccctcc gggttttcaa agtcttgtcg
  3138061 tgcgagaacc ggttggggtg gtgggggcga ttaccccttg gaattacccg gccgaactgg
  3138121 tgggatggaa gctgtgcgcc agccttgccg caggctgtac cctcattatc aaacctgctg
  3138181 aactgacacc ctacacggcg ctggccatcg ctgaaaaatg ccttgaagcg ggtattcctg
  3138241 ccggtgtcgt caatgtgttg acggggaagg gggaacaggt tgggcaggcg ctggttgaac
  3138301 atccacaggt cgataaaata gcctttactg gttccagcgc ggtcggtttg catatccagc
  3138361 aaagttgccc gcaggttaag cggttgtcgc tcgaactcgg cggcaatggt ccgatggtgg
  3138421 tgaccgcctg cgcagatgtg gctgccgcag ttaagggcgc ggtgcgtcgt agcttccgca
  3138481 actgtgggca ggtctgcatt gcgatcaatc gtatttatgt ccaccgctca tgctatcggg
  3138541 cgtttgtgag caaaatgggg gtggccacca atgggttgcg ccttggcaat gggttggacg
  3138601 atccagcggc ggacttgggt gcgatggcct ctgtagagcc actgaacaaa acgcgtgcgc
  3138661 accttgagga tgctctggca aagggggcgc gcttggttgc gggggggaaa gcaccagagg
  3138721 gggtggaata tgccaagggc catttcttcc gtccgactgt gctggccgac tgcacacacc
  3138781 aaatgcgcgt catgaccgaa gagacgtttg gcccgctggt cggcttagcc cctttcgatg
  3138841 atatcgatga agtgattagt cgagcgaatg atactcccta tgggctggca gcttacgttt
  3138901 atgcacgaga tctggcggct atccaccggc tgtcagcggc gttggactac ggcaatgtgg
  3138961 caatcaataa cgtcgatgcc agcatgatga atgcgcccta tggggggcgt aagcaaagtg
  3139021 gtgtgggcta cgagcatggc cgtgaggggt tgctggagta tttcaatttc aagcacatcc
  3139081 gcttgtacca cggtatcggg gactaaacca tgcaggcgct tttgggcatt gatatcggca
  3139141 cctcggggtg taaggcgttg ctgatcggta tcgatggtgc ggtgatcgcc gccgataccg
  3139201 cgagttatcc attatctcaa ccccaactcg gttgggctga acaagatcct gagctgtggg
  3139261 tcgagggggc gcgtcgagcc gtggcaggag cattggctaa agcgccaacg ctggagttgc
  3139321 tctgcgtggg gctatccggg caaatgcatg ggctggtatc acttgatgct gggcatcagg
  3139381 tgttgcgccc ggcgatcctc tggaacgacc aacgcaatag tgctgaatgc gagcagatta
  3139441 ccgaggcagc gggggggcta aaaggattgt tggcggcgac taacaaccga atgttggtgg
  3139501 gctacaccgg tggcaagatt gtgtggatgc agcagcatga gcctgatctc ttcgctcgca
  3139561 tgaccaccgt actgaacccc aaagactact tgcggctgcg tttgacgggg gaggtcgcca
  3139621 ctgaagtttc ggatgcctcg gggaccgggc ttttcgatgt acgtgcacgc cagtgggcga
  3139681 gcgatcttat tgagaacgtg gggattgacc gcgctttact gccccccgta tttgaatcgc
  3139741 aggtgatctc tggccaggtc tcagcggtgg gggccgagct attcggtatt cccaaaggca
  3139801 cgcccgttgc tggtggtggc ggtgatgctg tgatacagac cttcggttct ggggtgatcg
  3139861 ctccgggtga gttacaaacc accatcggca cggcgggcat ccttgcagcg gcattggata
  3139921 caccacaggc gaaccccgac gggcggttac aggttttttg tcatgttgtg gctgataaat
  3139981 ggcactgcat gggggtctcg ctgaacgctg gcggcgcgat gagttggttt cgtgacacgt
  3140041 tttatgtggg tgttaatgcg gcggttcctt cttttgatca gttcacacct tctgatcaga
  3140101 tcacaccttc tgatcagatc acaccttctt ttgagcagat cgttgctgag gcggcagcca
  3140161 gcccggcagg ggcgcgcggt ctgctgttct taccttatct gaatggtgaa cgttgccctc
  3140221 atcctgatcc tgcggcgcgc ggtgccttca ttggtctgac agcctgccac aatcgtggcg
  3140281 atgtggcacg tgcagtcatg gagggggtgg tccacgccct tgtggatatg cacaccttga
  3140341 tgaagccatt gggcatcaat gggcgggttg taaaaacatc cggtggcggt gcacgttcgc
  3140401 ccctttggcg gcagatgcag gcagatattt tcggctgtga tgtccttacc acaaaagggg
  3140461 ctgctgaagg cgccgcattc ggtgccgcgc tggtggcggg attggctatc ggggtttggc
  3140521 ccgatgcgac gagcgcgacg gcgaactgcc gtatcatcac gcgcgaaccc cccaatcccg
  3140581 caaccgcggc ggttgttgct gaggcccaac gcatttaccg tactctttac ccggcgctga
  3140641 gagaaacctt cgcagaactt ggcgacccca cctttatgta gtcatgatca ggagtcacga
  3140701 atgagcaatc aacaaaatga cgccaagagg gctgccgccc gtcgggtgat tcaggatttc
  3140761 gtgttcgatg gcatgacgtt ggggctgggt tccgggacca cctcgcattt ctttgtgcgc
  3140821 gaactgggcc agcatgttgc caagggcttg cagttaacct gcaccacaac ttctcgtgcg
  3140881 acgagcgagg tggcgcgtga cgtgggcatt gagctctcgg atccgaatga gatgaatgag
  3140941 attgatctga ccatcgacgg cccagatgag attgaccggc ggttcaatat gatcaagggc
  3141001 ggtggagcct gccttctgtg ggagaaaatt atcgcccatg cctcgaagcg gatgatttgt
  3141061 atttgtgatg agacaaaaat cgtcaattgc ttggggcaat ttccgctgcc agtcgaaatc
  3141121 gtcccctttg cctggaaaca gaccgaacgc agggtcgagc gggtactcgc ggaacagggt
  3141181 ctccatcatg tgccgattat tcggcgtatg gggggcgggc acccggtgat cactgacagt
  3141241 ggaaacttta ttctggattg ccattgcggg gcgattatca cggcccctga accgctggaa
  3141301 atagagctta atcgcattcc gggggtggtt gaaaacggtc ttttcacccg tgaggctacc
  3141361 ggtatggtgg tgggctattt tgacggttcc tcctacgttc aactgcgata atcacggcct
  3141421 ttttcgacgc tgtcgcgagt cgcgtcacct tggcaccaag agagcaaaag agcaaaagag
  3141481 caaaagagca aaagagcaaa agagcaaaag agcaaaagag agtatcacag catgcagaca
  3141541 taaaattgga gataacccat gacaaaagca acgcaagcgg gcgtgagccg acgcggcctg
  3141601 ttggttggtg gtgcggtact gggattgggc atggtgatcg ggcgaggagc attggcacaa
  3141661 aaccgccttt cgatccctta ctcgaataaa agcctcgatt actacttctt tgtgattcag
  3141721 gaagcatcag tgaaacgcgc ggttctggca cgttcggggg agtttcaggc gactaacgcc
  3141781 aattttgaca atacccgcca actcgaacag tggcaaagcc tactgttgtc ccgcccttca
  3141841 gcgattattt cggaccccat tgacagccag gccattgttt ctgctattcg gcgctacaac
  3141901 cgggagaaga taccggtcgg catcatcgat acccccgcag acggtgggga tgtggcgatt
  3141961 accgtcagct tcgataattt tcaaggtggc gtcatggcgg cggaagagat cgttaaccgc
  3142021 ctgatcaccc gatatggccg cccgaaggga acggtgctga attgttatgg cgctctggcc
  3142081 tcagtagcct ggcgcttgcg taaagagggg atggattcgg tttttgccaa atatccgggc
  3142141 atcacctatt tggctcgtcc taccgatggt cagctcgaaa aaatgctttc ggtcaccttg
  3142201 tccacgctgt cggaataccc cgaccttgat gctgttcatg ccccttcgga ttccccctct
  3142261 cgcggtatcg tcactgcgct gcaacagaaa ggccgctgga agaagatagg agaggcggga
  3142321 cacgtcatct tcgttaacat tgatggagaa cctattgcgc tgaaatggat tcaggacggc
  3142381 tatatggatg cttgcatatc tcaggatccg gtggcctatg gcgagattgc tgtcgatatg
  3142441 atcgtcaagc acgcgctaaa aggtgaagct gtcccgctgg gcacttatca agacaaaaaa
  3142501 tacttctggg agtcgggcga gattgtccaa ggcaagaccg ggccgacgct catcatcccc
  3142561 gccttcgtga tcaatcgtga caatgtgcag gatccgcgcc attgggccgc ggtggcggag
  3142621 aagacttggg gcatccccta tacctgatca tcgcagcgga ccccatcgtt tcgtaggccc
  3142681 agatcagcgt cggagagggg atgattgctc tgacatttat ccggcaaggt gagggtgagc
  3142741 gagcgatagg tttttatgct caatatggcc ttacacataa catggtttac acccattaac
  3142801 ggttttacac ccattatgat tttacacaca gtgcgcgacg ggaaggcggc ggacgatccg
  3142861 atactgagga tcgagaatat cagcaaaaac tatggcccgg tgcaggcctt gtgcggcgtg
  3142921 acgaccgcga tccggcgcgg cgctattcac ggacttcttg gcgagaatgg tgctgggaaa
  3142981 tcaacgctgg tggggattat ctcggggcag gtgacgccga cctccgggcg gatatttatg
  3143041 gatggtcgcc ttctcgaaca tgttgatgtt aaagcgatgg aggaggcggg cgtctttctg
  3143101 gtcacgcagg aaccgatgat tatcgacaag atgaccaccg cagagaatct gatgttgggg
  3143161 atctggccga ccaagaacgg tgttatcgat tggaaaacat tgcgatccga tgcggcgcgg
  3143221 atacttgatg ggtccggcat caatgccagc acccttgccg ggcatctgga cgcagtcgcg
  3143281 cggcgcaaat tgaatattct gcgggccatg ttttccgggg gcaaagtcat cattcttgat
  3143341 gagccgaccg ccgcgttaac cgttgctgat cggcgtcaac tctttgactt tatgcgtcgg
  3143401 ctacaagcgg cgggtgtcac ctttatcttc atttcacact accacgacga aattctggcg
  3143461 atctgtgatg cggtcacggt attgcgtgat gggcgcctgg cgggcggctc cgatgatatc
  3143521 gggtcgatga cctcagtagc gttgagcgaa tgggtgattg gacgggggct agaacttttc
  3143581 caacgtatac ggcgcgatca caccggtaaa ccgcccgcag tttcgctacg agggatacag
  3143641 gggaaggcgc tgtcgttgga ccgtcttgat atcggcgcgg gcgaaatcgt ggggtttacg
  3143701 ggcctgccgg gggcgggtgc aaaggaaagc gcacgtgcca tttttggcct gtatccggcc
  3143761 cgtggcagca tctcaattaa cggtgaggcc gcacaggctc tgccgaaaag gccacgcatg
  3143821 gccttcaata ttggcattgc ttatctttcc gatgaccgcc gtcgtgaagg gggggttggg
  3143881 cagatgtcga tcggggccaa tatcgccctc tcttctctgc cctcgcgggt gaaatggggg
  3143941 gtaattgatc gccgggctga agcgttggtc attgcacact atttcgcggc aatgggcgtg
  3144001 aaggcgctca gccccgatga tgcggtgaat accctcagtg gcggcaatca acagaaagtt
  3144061 tgtctgggcc gagtgtttgc aacccaacct cgtctgctga tggttgatga gccgacgcgc
  3144121 ggcattgatg tgggtgtcaa acaggacgtg ctgcgcatta ttgacgaact gagtgatgca
  3144181 ggcgtcgcag tgattatcgt ttcgaccgat atggatgaat tggcacgctc agttgatcgg
  3144241 gtctgcattt tcgaacatgg cgctattaaa gagatattga cgggagatga catcaccgcc
  3144301 gaacgtctgc gggcatctgt gcaggcataa agccacggga taataaccag agcggagaga
  3144361 gggaaatgga taaggcaacc gagacccgcc gcgagggagc acctaccgcg agcaaactca
  3144421 acggccaggc catgctgggc tgggttttac accatattgt ctggatctgg ctgattgcac
  3144481 tggttgtcat ctttggtgtc ttcaatgaat ttttcctgac gatatccaat ctgcaaaacg
  3144541 tgatggtgca ggccacggtt ttgggaacct tagggctggc ggtggcactg ccgctgctgg
  3144601 tggctgagat tgacttgtcg attccggcaa atgcgggttt ctcggcggcg gtgggggcga
  3144661 tggcttatgc cgaactgggg ctgccgtggc ctattgcagc attaataggt ttactggttg
  3144721 gcacatttat cggtttcttc aatggggtgt gcatcacccg attgaaaatg gtctcgctga
  3144781 tagagacgtt ggcgatgatg attattatcc agggcgcgct gttggcgctg acacagggca
  3144841 agaccctgac aaacctttct gaaggttata tttggattgg ccaggcgacc atcggggggt
  3144901 ggcccctgat gccggtggtg tttcttctgg tgctggcggt gatgggggcg gtgctgaagt
  3144961 atacggtgtt aggccgttcg atctatgccg tcggtggtaa tcctgttgcg tcaaactccg
  3145021 ccgggattcg ggtcgcgcgg gtcaaaatta ttgcttacac gatttcaggg ttccttgccg
  3145081 cacttgctgg ctttttgttg gcatcgtggc agatggccat cacctcaaac caaggctcga
  3145141 gctacttgct ctacgccatc gccgcgccca ttatcggcgg cgtcagtgtt tttggtgggc
  3145201 acggtaacgt caagggggtg ctgggcggtg tgctgctgct gacggtgatc caagttggcc
  3145261 tcgccattgt caatgtccct tcgttctatg tcggcatgat tggcggggtg atcattttta
  3145321 tcgctgtcgc cattgatgct ttccggatcc gttacttcgg atagcccagc gacccgctaa
  3145381 tccagttttc tactgattaa tcccatgttc tgctgactaa agccatattc tactgactaa
  3145441 acccatgttc tactgactgg cccaatgctc tactgactaa tctaacgtgt tgcttattaa
  3145501 acccacgggt gactcataag gatgataaaa ccgtttactt agccataaat caatcgagtg
  3145561 gcggctggct tcaaaatgtg gctcaggtaa atcacgcggg ttgcaccagc gccattgctg
  3145621 acacttttcg ggttccttca gctccggttg cccaccaagg tgttgcgcca gtagacagac
  3145681 ggagacggta tgtttgcctt cctcacgcca ggtcgcgagg ttattacaca atgcgactac
  3145741 ctgcacttca ttgatattta aacctgtttc ttcaaaaact tcgcgtcgag ctgcttgctc
  3145801 aaaggactct cccgcctcca aatgaccacc aggaattgac cagtagggcg catgttgact
  3145861 gcaacgttta cccatcagca cttcgccttg ctgattcacg ataatgaccc caacgccaac
  3145921 cgtaacagac atggtattca ctccttttga aataacgtca gcaaccgtca gcgggtgtga
  3145981 tggttttact gatgacaaac gcctattcac catgaaaatg tgcggaatgt caaaaatcca
  3146041 ttaagaatag acgcggaaaa cttgcatata ttgtgaacca gaaacacaat aattgaaacg
  3146101 tttcagcgtt atcgcgtcac cagaggagaa agggtcacgc gcctttttcg cattaaagct
  3146161 gaaacgattc aattctagca agagaggcga cttatgtttc agctatctac gcaagacatt
  3146221 catctggctg cgcaagcaga caataaaaat gcggcgatca cccaagttgc ggctgcatta
  3146281 actcaagcgg gttgtgtgac tgccgcttat gttgacggca tgttggcccg tgagcaacaa
  3146341 acctcaacgt atctgggcaa cggtatcgcc attcctcatg gtaccactga tacccgcgac
  3146401 caggtgctga acaccggtgt gcaggttttt caattcccac aaggcattga gtggggcgcg
  3146461 gaccaaactg cttatattgt tatcggcatc gctgcccgtt ctgatgaaca tttggcgcta
  3146521 ctgcgtcagt tgacgcacgt actcagcgat gacgcggttg cggcacgtct ggctaaaacc
  3146581 acttcagctg aagagttacg cagtttgcta atgggtgagc aaaaaaccgc tgaattccat
  3146641 tttgatacct cactgattgc gttggatgtg gcggcagaca acctgatcac actgcaagca
  3146701 ctgaacgcgg gccgcttgca acaaattggc gcggttgatg cccgttttgt cagtgatgtc
  3146761 attactcgtg agccactgaa tctggggcag ggtatctggt tgagtgacag taccgaaggc
  3146821 aacttggtca gtgcggtcac catcagccgc ccggctaccg catttgaaca caagggtgaa
  3146881 aaagtggctt tgctgctcac cctgtctgtg gcagatgatc agccgctgac cgtgctgaac
  3146941 tatttaagcg agttgctgct ggcacaaaaa gctgatgcgt tgctgaacgc cgatgctgcc
  3147001 gcgttgctgg cgttgttgac cagcgaatat gttgagcaga gtaaagtatt aagcgctgag
  3147061 ttcgttattc gtaatgagca cgggttacat gcgcgcccag ggacgatatt agttaataca
  3147121 atcaaacagt ttaccagtga aatcaccgtg accaatttgg acggcaccgg caaacccgca
  3147181 aatggacgta gtctgatgaa agttgtggct ttaggggtta aaaaagggaa tcgcctgcgc
  3147241 tttaccgcca gcggcgaaga tgcacaaacc gcactggata ccatcggtga agtgattgcc
  3147301 gccggtttag gcgagggggc agcatgagca gaagagttgc gactatcaca ctgaaccctg
  3147361 cgtatgatct ggtgggtttt tgccctgaaa tcgaacgcgg tgaagtcaat ctggtaaaaa
  3147421 ccgccggtct gcatgcggcg ggtaaaggga tcaacgttgc caaggtgctg aaagacctgg
  3147481 gcatcgatgt cacagtcggg gggttcctcg gtaaagataa tcaggacggt ttccaactgt
  3147541 tattcagtga gttggggatt gccaaccgtt ttcaggtggt accgggccgc actcgcatca
  3147601 atgttaaatt gaccgagaaa gatggcgaag tgactgattt taacttctcc ggttttgaag
  3147661 tgaccaaacc agattgggat cgttttgtta ctgattccct gagctggctg gggcaattcg
  3147721 atatggtcgc ggtcagcggc agtttgcctg cgggcgtcaa tcccgatgac tttactgact
  3147781 ggatgaaacg cctgcgttct cagtgcccat gcattatttt cgacagcagc cgcgaagcat
  3147841 tggttgcagg gctgaaagcc tcgccatggt tggtgaaacc caatcgccgt gaattggaaa
  3147901 tctgggcagg gcgtccgttg cctgcattag gtgatgtcgt ggaagccgct cacgcactgc
  3147961 gtgatcaggg cattgctcat gtggtgattt ctctcggtgc tgaaggggcg ttgtgggtta
  3148021 atgcctctgg cgcatggttg gcaaaaccgc cggcctgtga cgtggtcagt acggtgggag
  3148081 ccggtgattc aatggtaggg ggcttgattt atggcttgtt aatgcgtgaa tcgagtgagc
  3148141 acacgctgcg tttggccacc gccgtcgccg ctttggccgt cagccagagc aatgtcggca
  3148201 ttacggatcg cccacaattg gcagccatga tggcaaaagt agacttgaaa ccttttaatt
  3148261 aatctccgga ggcgaaatga aaacgctact aataattgac agttcgctcg ggcaggccag
  3148321 aggccatctc gcgacactga tgctgggtgc tgcggcaaaa aaagcaggat tgagctgggt
  3148381 tgagaaagcc gccgacgctg aactggtgat tgtcgcgggg tcatccgccc cggctgacag
  3148441 tacgttgaat ggcaaaaaag tctatgtagg ggacgtggaa aaagcggttc gcgatcctga
  3148501 cggttttctg gcacaggcta ttgcgcaggc ggcaccttat caggccgcgg ccacccctga
  3148561 gccaacgtca gtggctggcg ctaaacgttc tgtcgctggt cctaaacgta ttgtagcaat
  3148621 tacggcttgt ccgactggtg ttgcgcatac ctttatggcg gctgaagcca tcgaaagtga
  3148681 agcaaaaaaa cgtggctggt gggtgaaggt tgaaacccgt ggttccgttg gcgcaggcaa
  3148741 tgagattacg ccagaggaag tggctgctgc tgatttagtg attgtggctg ctgacatcga
  3148801 agtggatctg aacaaatttg ccggcaaacc gatgtaccgc accacaaccg gtctggcact
  3148861 gaagaagacg gtgcaagaat tggataaagc actggtcgag gctgatgttt atcagccgaa
  3148921 aaccagtagc agtgtggcga gtaagaaaac tgagaccggt ggcccttatc gccatctatt
  3148981 gacgggtgtg tcttacatgc tgccaatggt ggttgccggg gggctgtgta tcgctctgtc
  3149041 ctttgtcttt ggtattgaag cattcaaaga gaaagggacg ttggccgccg cattgatgca
  3149101 aatcggtggt gattctgcat ttgctttgat ggtgccagtg ttagcgggtt ttattgcatt
  3149161 ctccattgct gaccgtccag gtctgacgcc agggttgatt ggcggtatgt tggctgtcag
  3149221 cacgggggcg ggcttccttg gtggtattat tgccggtttc ctggcgggtt atgtggcgaa
  3149281 agccatcagc actaaattgc atttgccaca aagtatggaa gcgcttaaac ctattctgat
  3149341 tattccactg gttgccagtt tgatcgtcgg tttaacgatg atttatatcg tcggtacacc
  3149401 ggtggcaaaa atcatgacgg gcctgacgca ttggttggag tccatgggga cggcgaatgc
  3149461 ggtactgctc ggggctatcc ttggagccat gatgtgtacc gatatgggcg gcccagtgaa
  3149521 taaagcggcc tatgcctttg gtgtggcgct gttgagttct tctgtttatg caccgatggc
  3149581 agccattatg gcggcgggga tggttccacc gctggcaatg ggtctggcaa cactgttggc
  3149641 ccgtaataag ttcgacaaag gggagcagga agggggtaaa gctgcgctgg tactggggct
  3149701 gtgctttatt tcggaagggg ctatcccatt tgctgctcgt gatccgatgc gtgtcttgcc
  3149761 gtgctgtatc gccggtggtg cattaacggg ggcgctgtct atggcgtttg gtgcgcaact
  3149821 gatggcacca cacggtggcc tgtttgtcct gctgatccca ggggctatcc atccagtgct
  3149881 gttatatttg gtggcaattg ctgcaggtac cctgctcgcg ggcggcttgt atgccatgct
  3149941 gaaacgccct gacgcgatgg tggcgaaggt cgcgtaacgc tcaacgtgcc ggcgcgtttc
  3150001 agatcgaatc atcggcgctt gtcagcagtc tgaaatgcca gtcagttaat tctgactggc
  3150061 attttttatg ggtgttataa aatcagtctc attttaatga aatgcgaaaa taaaaggcag
  3150121 ctaatatttt tttgttaaat tattaagata ataatcttaa taagacttaa tcttgtgctg
  3150181 ggttgacttt tgtttaaata ttgtttagct tttgtgtata aaatttttcc aattaagact
  3150241 cacttatggc tattgagccg tcctaatatt ctgaattcca gatcagggga ggtgagggca
  3150301 aatgagtcac tgtgttgttt taaataaatt agaaagtgtg ttaataattg gtgacagtag
  3150361 atatgcttta tccaagaatg aggtgctgct gttagagtgt ctttatttac gtgccggtga
  3150421 tgtgatctcc catgatgaat tactgacaac ctgttggcct gatcgagtcg tctccccaac
  3150481 atcactgccg gttgctatta aacatatccg tgatgtattc cgtaaaataa cccggagtga
  3150541 ggtgataaag acatataaga atgagggcta tagctatcaa aaggatagtg tactaattat
  3150601 tattgatgat ggcagcaccg aaaaagagag tcatagcgca gcatatacca gaaaggaaaa
  3150661 acccgacata ccaataaaat tggttggatt acaaatactt tctcacctga actcaacctt
  3150721 ttttatcgct attatgatgg tcatcatcat catatttttc atggtaggag gtaatgatat
  3150781 tgtctcattt attgatagtg ataccaacag tgtcattata acgaatgtga caaccaagat
  3150841 gaatggccca acggcaggct taccgaaggt gaagaatagt atgatattta aggatgattt
  3150901 tggtttagtc attatctgtg atcaatcgga atgcaaacag caatgaaagc aaaatcactt
  3150961 actctcatat ctataacagt aatgtttttc ttatttttaa tctatagctt taatgactta
  3151021 tttttttatt ctgaagtgaa atatggcgat atccatgagc atcttgattt aagaatgcaa
  3151081 gggataagat ttagcctctc acattatatt attgatgata agtctcaact ggtgatttca
  3151141 gagggaatat atggtattgg tttgaaaatg ccaacgggga agtattacct attccctctt
  3151201 cattcatatc agtcatcccc tgataatatg gccagaggat cgctgaattc attggcctca
  3151261 ccgttgtctt tgtatgtcta tgaaatacat aataaaaaaa ataacgttgt cacctttttt
  3151321 aatggtgaca gaggctttat tgatgtcaat ggagaaacga tccacttatc ttctctgttt
  3151381 ctcggggtac aaggagaaca tatccatacg tcctatcatg acgttagtta atcattttat
  3151441 ctattgattt tctattttag atgacatttt taaataataa atatggcgtc tgtctatatt
  3151501 ggtatcttta gaaccgtttt ttactcctta ggtactatgc tcatcattat taatgctctt
  3151561 tcatacagat aataatcaac taaagcatga gagttaatgt catgatagat aatgaaataa
  3151621 aagcgtcaaa tagcattggg ttgttttcca agattaatct taacattatt atttaaaatt
  3151681 taatcattaa taattttaaa catccagaag tgggttatat gatgacgctg ttagtggtga
  3151741 tcgggagttg caaaaaataa agttgcagaa aacacaacca caacaggaac gaaactggaa
  3151801 actggtgttt cggggaaaat aggatttatt ttctctatct ataggtctgc gactgagtta
  3151861 ttaatataaa tatattgatt tacaatgtag ttatatttaa ttgcccaata tcaccactag
  3151921 catattctac gctatgtcgt aatagcaatt attacattta atggagactg ttctcatgaa
  3151981 aatgaaatgt tttgcgaaaa atgcgctggc ggttaccaca ctaatgatcg ctgcttgtgg
  3152041 tatggcaaac gcttctactg tcattaactc caaggatgtt tctggtgagg tgactgtcaa
  3152101 gcagggaaac acattccacg tcgattttgc gcctaacaca ggagagattt ttgcgggtaa
  3152161 acagccgggt gatgtcacta tgtttacgct aactatgggt gatactgcac cacacggtgg
  3152221 ttggcgtttg attccaacag gggactcaaa aggtggatat atgatcagcg ccgatggtga
  3152281 ctatgttggt ttatacagtt atatgatgtc atgggtaggt atagataata actggtatat
  3152341 aaatgatgac tctcctaaag atataaaaga tcatctgtac gttaaggcag ggactgtcct
  3152401 taaaccaacg acttataaat tcacggggcg tgttgaagag tatgtatttt aaataacgag
  3152461 taatcataga acatgatggc ttgctgtcat gttctatgta tgtttttgtt attgatgttt
  3152521 tattgtgagt ttttttaaaa ttcacaataa aatatcatga taatgtgagt gattaaaaat
  3152581 gaagaatcta tttttttctg catataaaaa agtattttct tatatcacat caatagtcat
  3152641 attcatggtg tctttacctt atgcttattc tcaagatgtt gttgtcaata cgactaagca
  3152701 tctttttact gtaaaaatag ggacaacgcg ggtcatttac ccttcgtctt cgacaaaagg
  3152761 ggtatccgta tcggtggcta atccacagga ttatccaata ttggtacaaa cccaagttaa
  3152821 agatgaagat aagacgtcgc ccgctccttt tattgttacc cctcctttat tcaggcttga
  3152881 tgctgggtta caaggccgtg tacgtattat tcggaccggt ggaaaattcc ctgaagatcg
  3152941 tgaaacactg caatggttgt gcctaacggg gatcccacct aagaacggtg atgcttgggg
  3153001 caatacgcaa aataatccaa aaaattcatc cccaactatg gatattcaaa tgtctatcag
  3153061 tacctgcata aaattattat tcagacccga taaagttaaa ggagatccga cggatagtgc
  3153121 ggattcatta acttggagat ataaaggtaa ctacttggaa gttaataatc caacgccatt
  3153181 ctacatgaat ttttattcac tccgtattgg tgatgaaaaa ataaatttat ctgatttagg
  3153241 ttcaaaggat gaaataaaaa atggcagcta tgttccgcca ttctcttcta gggattttat
  3153301 tattccggta aaaaataaag gtaaggcaac agaggttttt tggcaagtga ttaatgataa
  3153361 tggtggtgtg agccgggaat ttaaaagcac agtccagtaa gtttctattt atatttttca
  3153421 gaaaatacct ggggtattat tttgaaaaaa ttaatagttc aatttactac tattactcta
  3153481 ttgatgagca cttcattttt agtgggtgcc cagcgttatt cttttgatcc caatctgcta
  3153541 gtggatggca ataacaacac tgatacctcg ttatttgaac agggcaatga attaccgggc
  3153601 acctatttgg tggatattat cttgaatggg aataaagtgg actctacgaa tgtgacattt
  3153661 cattcggaga aatcgccatc aggagagcct ttcttgcaat cttgcttaac caaggagcag
  3153721 ctatcccgct atggtgtgga tgttgatgcc tatcccgagt tatctccagc attaaaaaac
  3153781 tcacagacaa acccgtgtgt caatttagcc gctatccctc aggccagtga agagttccaa
  3153841 ttttataata tgcagttggt actgagtatt ccacaagcgg ctttacggcc tgaaggtgaa
  3153901 gtgccaatag aacgctggga tgatggtatt acggcttttt tgctgaacta catggcaaat
  3153961 atcagtgaaa cccagtttcg tcaaaatggt ggataccggc gttcacaata tatccagtta
  3154021 tatcccggtt taaatttggg ggcgtggcgt gttcgtaatg cgaccaactg gagtcaatct
  3154081 ggcgataggg ggggtaaatg gcaaagtgct tatacctatg ccactcgtgg gatttatcgt
  3154141 ttaaagagcc gggtgacctt aggggagagt tacaccccag gtgatttttt cgacagcatt
  3154201 ccctttcgtg gcgtgatgtt gggggacgat cctaatatgc agccaagtaa ccagcgggat
  3154261 tttataccgg tggtgcgtgg tattgcccgt agtcaggcgc aggtggaaat cagacaaaat
  3154321 ggttatctga tttatagtac ggtggtgccg ccggggccgt ttgaactctc tgacgtgatc
  3154381 ccgagtaaat caggcagtga cctacatgtt agggtgctgg aaagtaacgg ggcatcgcag
  3154441 gcgtttattg tgccttatga ggtgccagcc attgcattgc gcaaagggca tttgcgatac
  3154501 aatctggtgg cagggcagta tcgccccgcc aatgctgatg ttgagacgcc tccggtcgct
  3154561 caggcaaccg tcgcctacgg cttgccgtgg aacttgaccg catttatcgg tgagcagtgg
  3154621 tcgcggcatt atcaggcaac ctctgccgga ttaggggggc tattggggga gtatggcgca
  3154681 ttgtcatcca gtatcacgca ggcaaccagt cagtatcacc atcaacaacc ggttaaaggg
  3154741 caagcctggg aggttcgata caacaaaacc ttacaagcct ctgatacgtc attttcattg
  3154801 gtgaatagtc aatacagcac taatggtttc agtacgttat ctgatgtatt acaaagttac
  3154861 cggcagagcg ggagtggcga taatagagat aaaattgacg aaaattctcg gtcaagggat
  3154921 ttgcgtaacc aaatcagtgc ggtcatcggg cagtcattgg gcaagtttgg ctacctgaac
  3154981 cttaattggt cgcggcaggt ctaccgtggg ccgattccgg ctaagaattc attgggaata
  3155041 cactataacc tcaatgtcgg taatagtttt tgggcactga gttgggtgca aaatgcgaat
  3155101 gagaacaaga atgatcgaat attgagtttg tctgtcagta ttccgctggg aggtcatcac
  3155161 gatacttatg cttcctatag aatgacatct tccaacggga gcaatgatca tgagatagga
  3155221 atgtacggcc aggcttttga ctctcgcttg agttggagtg tgcgtcaggc agagcattat
  3155281 ggtcaaccca actcagggca taacagcggc tcactcaggt tgggctggca gggttcctat
  3155341 ggcaatatcg cgggaaatta ctactatact ccgagcatac gtcagttatc cgctgatgtt
  3155401 tccggagggg cgatcatcca tcggcatggg ctgacattag ggccgcaaat caatggcacc
  3155461 tccgtgctgg ttgaagttcc gggcgtcggc ggggtgacca ccacagaaga tcgccgtctg
  3155521 aaaacagatt ttcgcggtta cagcattgtg tctggcctct ctccttatca ggagcacgat
  3155581 atcgtgttgg aaactgcaga tttaccgccg gatgcggagg tggcaaaaac agataccaag
  3155641 gtcttgccga ccgagggggc gattgttcgt gccagtttta gcccgcaaat cggggcaaag
  3155701 gcgctgatga cgatcacccg cgctaatggc caaaccattc cgtttggtgc gatggcgagc
  3155761 ttggttaatc agtcggccaa tgcagccatt gtcgatgaag gggggaaagc ctatctaacc
  3155821 gggttaccgg aaacagggca gttattggtg caatggggta aagatgcggg ccaacaatgc
  3155881 cgggtggatt accagctctc gccagcggaa aaaggtgata ccgggctgta tatgctcagc
  3155941 ggagtatgcc attaaaggca tccgcgatga cacaattccc gttaggttca attcccgtca
  3156001 ggttcaattc ccgccaggtt tactggcggg cattttctac gttacaacga gggctcaatc
  3156061 tctgcctgtg atttcagcca ggcgatctct tcggcccaga tatccatatt caccgtttcc
  3156121 agaatcaatg ggatattatc gaaacgtgag tcgcgcataa tatagctgaa tacggttttg
  3156181 ccaatattgc cttcacccag gctgtggtgg cggtcaaccc ggctgttaaa ttcgcttttc
  3156241 gcatcattaa gatgcatccc acgcagatac tggaagccga cgatcttgcc caatgccgcg
  3156301 aaggtgtgct cacaatcttc ttcagtccgt aaatcatagc cagcggcgaa agcatggcag
  3156361 gtatcaatac agacgccgac gcggctttta tcttccactc tttcaatgat ggcggctaaa
  3156421 tgttcaaact taaagcccag gttactgccc tggcctgcgg tattttcaat tactgcagtc
  3156481 acgccttcag tggcgtctaa cgcgatgttg atcgattcgg caatccgcgc caagcattgg
  3156541 tcttcatcaa tttgcagtaa atggctaccg ggatggaagt tcagtaatga taaccccagt
  3156601 tgctggcagc gaactaactc atcgataaag gcttcacggg atttttccag tgcctcggtg
  3156661 actgggtgcc cgagattaat caggtaacta tcgtgaggca gaatttgtgc cgaggtatag
  3156721 ccgtacttct cacacgcgag tttaaattgt caacgacgga tgaaaagtga tccacttata
  3156781 tctccaccaa cggcccaata ttgatccacc gttttactca ggattagctt ctgctataac
  3156841 cccggccttt cgtttctgtc tgagtcgata gctttctcct ttgatttgaa cgacatgtga
  3156901 gtggtgtaag atacggtcca gcatcgctga ggtcagtgct gcatcaccgg cgaacgtttg
  3156961 atcccactgc ccgaacggca gattggatgt caggatcatt gcgctctttt cgtaacgttt
  3157021 agcgatgacc tggaagaaca gctttgcttc ttcctgactg aacggcagat agcctatttc
  3157081 atcaatgatg agcaggcggg gggccattac tccacgctga agcgtcgttt tataacggcc
  3157141 ctgacgttgt gccgtagata actgaagtaa cagatctgct gctgttgtga agcgaacttt
  3157201 gatacctgca cggactgctt catagcccat cgctattgcc agatgggttt tccccacacc
  3157261 tgatggcccc agtaatacga tattttcatt acgttctatg aagctgagtg agcgtaacga
  3157321 ctggagttgc ttctgcggtg ctccggtggc gaatgtgaag tcatactctt cgaacgtttt
  3157381 caccgccggg acggctgcca ttcgggtata catcgcctgt ttacgttgat gacgtgccag
  3157441 tttttcttca tgaagcagat gctccaggaa gtccatataa ctccattcct ggtctactgc
  3157501 ctgttgtgac agcgcaggcg ctgcgcttat aaggctttcc agttgcaact gcccggcgag
  3157561 cgccatcagt cgttgatgtt gcagttccat catcacgcca ctcctctgca gaatgagtcg
  3157621 tagatggaga gtggatgatg cagggggtgt ttgtcgaagt tcaccagatt ttcatcaaga
  3157681 tgcacgtcat actctttttt ctccggaggc agtgccagca tggactgctg ctcttcgagc
  3157741 cagcgatcgc agggacgggc ctggattgtt tcatgctttc gttggttagc gacatcgtgc
  3157801 agccagcgca gaccgtggcg gttggctgtt tcaacatcga cagtgatccc catcgggcgc
  3157861 aggcgagtca ttagtgggat gtaaaaactg ttacgggtgt actgcaccat ccgttccacc
  3157921 ttacctttag tctgtgccct gaaggggcga cacagtcggg gagagaagcc catctccttg
  3157981 ccgaactgcc acagcgaagg atggaaccgg tgctgaccgg tctgatatgc gtcacgttgc
  3158041 agaaccacag ttttcatatt gtcatacaac acttcgcgcg gcacaccacc aaagaagcgg
  3158101 aacgcattac gatggcaggt ctccagcgtg tcataacgca tattgtcagt gaattcgatg
  3158161 tacagcattc ggctgtatcc gagaacagca acgaacacgt gaagcggtga gcgaccatta
  3158221 cgcatagtgc cccagtcaac ctgcatctgt cgtccgggtt cagtttcgaa ccgaacggca
  3158281 ggctcctgct cctgaggaac cgagagagaa cgaatgaatg ccctgagaat ggtcattccg
  3158341 ccacgatatc cctggtctct gatctcgcga gcgattaccg ttgccgggat tttgtaagga
  3158401 tgagcatcgg cgatgcgttg acgaatataa tcccggtatt catccaggag tgaagcaaca
  3158461 gcaggtcgcg gcgtatattt tggcggctca gattttgcct gcaaataacg tttaacggta
  3158521 ttgcgggaga tccccagttc tctggcaatc gcccggctac tcattccctg cttgtgcagg
  3158581 attttaattt ccataactgt ctcaaaagtg accataaact ctcctgaatc aggagagcag
  3158641 attaccccct ggatctgatt tcaggcgttg ggtgtggatc actattgcac cgttcgttac
  3158701 agtggtcacc caattacgga actgggcggt tgagcgtttg aaatggccac cggtcgattg
  3158761 ggtgtcgtac caaacgtctt tccagacgcc attgatgagt tgccccatga aatccccctt
  3158821 aaaaaaatac cctaccggat ggatagggta tcgctgatat taactatcat gcattatcgc
  3158881 gattaaaccc tgattaccac tttttaccca gtaagcggtc gatgctaaaa ccacctgggc
  3158941 cagccatcgc caataccaag aaaccccctg cgatgctcag gttcttcatg aacatcagtt
  3159001 ggttagtgct atccgtaaag tcagtgtgga agataaacgc tgtcaggaga gtgaacccgg
  3159061 caatgaacag cgaggtggtg cgggtcagga aaccaaacag aatggccagg ccaccaccaa
  3159121 attccaataa aatggtcagt ggcaggaaaa agccaggaac gcccatcgct tgcatatatt
  3159181 gttgggtccc ggcataggca tcgcccattt tgccgtaacc ggccacaata aagatgattg
  3159241 gcatgagaat gcgagcgacc aacaggccag tatcttgtaa tttgttcatc gataacttct
  3159301 ccaaagacgg tgttgattaa tgactaacat ttatgagcat taactgttaa caacagagtt
  3159361 ttatacccgt cagacttcaa gcgacatgtg tggtggcccg cagggtgtgt tacccataag
  3159421 ttgcctgagt tgatgagata atgttagttg agaagtagat aggttgttag caagtaaaac
  3159481 tgtcgttttt catcaaaaaa actgaattag cagtgggggg aagccaacag aaacatctta
  3159541 agttgatgaa caataagacc tatacctata gggtaaggat gtggggaagg gattagcgtg
  3159601 ataaaaaagt gcggcgaaac agttgaaggg tactccaggt gctaactgca cgtcgtgacc
  3159661 agcggagcaa cttactgggg tggcgaacac tgtataaggc caccaagcta ccgcctgcta
  3159721 tcaaatattt tcgcatactg acaatctgtg cccagccacg atcgaagggc gcggtaactt
  3159781 caacccaacg agcagcactg tccgcgagat ccagacgttg ttgctggatc tcacgcagta
  3159841 atgcttcttt ttccaatgct agctggtggc ggctcaatgg tctttctcca gtaactcgcg
  3159901 gtcagtttcc aactgcttac gggttgaacc cagcaacgta gaatgacgca ctttagtgag
  3159961 tgtccagata acaccgatca gtgccagtat cagtaacaca gcagtcgtgg tacccaacgc
  3160021 cactaaacgg taggctggat caatcgccca aatgaccaaa accaacaaac tcattaaacc
  3160081 gaaagcggtt aatagcagag taatacccgc catcatcagc aactggacca acgttgcctt
  3160141 ttcctcttcc aattcaatca ctgccagccg gacacgggtt tcgactatgc caaccacgat
  3160201 agtggcgatg cgatggacag tatcaaggac ccctttagcg gggccctgag tgcgaggttg
  3160261 ctctgccata attaacggcg agacaacaga acgcctaaca ccacgccaac agcagcaccg
  3160321 atacctacgc cagtccatgg attgtcatgt acgtagttat ccgctttatc tgcgatctct
  3160381 ttggtttggg ctgcaatttt atcactcgtt tcgctcagac gaactcgggt atctttcaat
  3160441 gcgctttctg ccttagcacg gagcttatcc aactcagctt ttggtttatc ggttgaagac
  3160501 tgcaacactt cttccaacgt atctgccaat gatttaagtt cagcacgtaa atgttcagag
  3160561 gttttatctt gtggcatgta actactcctt aagcataacc gaggtgaata tataacatag
  3160621 cggatttttt atgaggttga taggcaaatc tttagaaaat ttaaccatat tatcgatatt
  3160681 tttctggcat aaaaaaccaa aaaataacag aaactcagca tttaacactg attagtgttg
  3160741 ctgagattgt gcttgttgta gctcggcttg tgcttcggct aactttttct gttgcttggc
  3160801 aattttgccc gcgtcacctt tttgctgagc ttcttttagc tcttgttggc gctctgtcac
  3160861 gttgtgctgt ttttgtctga tttttttctg ccgttcggct tgcagacttt cctcagtaca
  3160921 atgagttttc acttctttta aggcggtttc cagccctgcg gcgcggcggg tattgccatg
  3160981 ctgcttggca taatctatct gctgttgaat ttctttagct tttatatcgc attcattatc
  3161041 agaggctgcg gtcgcgaagc cacaaaacgt gataagcggt aaagctagca ggagagatcg
  3161101 acgtaacaac attgtattgt gtccttttac agcaaagcgc atgagtgcct gatagtcatg
  3161161 ccacctgatc ggtaacttca gaggcgaagc agattgccgt gaatgattaa gcatagcgct
  3161221 gaattatctg atacccaagt ttaccacggg attttttata gattaatcag atatcagcgg
  3161281 aaaaaatcgg tgagaggaac gagtttgata cggggagtcg actccccgta gcgttgatta
  3161341 tcctaagttt tgttgattac ttctgaatac gggcagtagg cgatgacgtt ttttcgattc
  3161401 actggcgaca atcgcatagc ccgcgggtaa gacatcctgc aaaacttcaa tcgcttgcat
  3161461 ctgttgctcg gggaactcta ggcttaccac taggctgtca ttttccggga taatactttt
  3161521 gatgtgaatc ccacgcccgt tcagatgttg atacagataa aaaccatcag gtaatgaaag
  3161581 cccttgctgg tttggccgaa ttttcaacgt actttcagtc tgtacgatca ttggtgtcaa
  3161641 taagatgacg gccagcagta agaggaccac tggcagtacc agatagtgcc agagcgggcg
  3161701 gccaaaacgg cccctaaagt tgatcactct gacttacctt tcttattgtc atgactgact
  3161761 ttagcgggcg tcgcattttt tttacgccac agcacgtaca aagaaccaaa caaaccgatc
  3161821 accagcagcg ccagtggcag taacattagg acgaacatca cttcatcttc atatctcagg
  3161881 aataccggtg tcttgccaaa ggcgaagccc atggtggtca agatcaatac ccagagtaac
  3161941 ccactcatcc agttaaagaa ttggaagcgg gcgttgtcca ggcctgaaag accggcaatg
  3162001 gttggcaata aggtccggac gaatgccaga aaacggccaa ccagcagggc ggataaccca
  3162061 tggcggtgaa aaagattgtg agcgcgttga tggtaatggg ctggcagatg ggacagccac
  3162121 ccctgtacaa ctttcgtatt ccccagccat cggccctgaa tataacttac ccaacaccca
  3162181 aggcttgctg ccgtggtcaa gaccaccagg gtcactggaa aactcatcgc acctttggcg
  3162241 atcagcaccc cgaccagaat cagtaggcta tcacccggta aaaaggcagc aggaagcagg
  3162301 ccattctcca aaaaaagtat cacaaacagc agtagataga tggcccacac cagcgatggg
  3162361 tccgccagtg tctcatagtc ttgagcccat agagcatgta agagttcttt aatgatatcc
  3162421 atctggtatt cctaaaacgt cattgtttgt atacgtatgg gtaagtacgt tagtttataa
  3162481 acacgatctt gcgaagagat ctgatggctt ttcgtgttta agcgatggtg ttaaataatg
  3162541 tgctgaaatg taagccaaat agaccaattc gccgatatat aagaggtaac tttacttctc
  3162601 gtgatgacag cgttggtact gtgcaatacc ggattataac cgtcatgatt tataaccgtc
  3162661 atgatatcag gctacattga tatgatggct acattgatgc tatgcaagca taaaaaccat
  3162721 cgcgtcataa tggtgatagg taagcatccc gctgtattga gtattgctct ctttccaacc
  3162781 gcccacacga ttttgctgtg ttgctgcatg gaatatccag ttggaataat taaccagcga
  3162841 cagcgattgc cgtggttgtt tataaatatc atccgcccgg tggctgcgtg agatagcaaa
  3162901 ataagccgct ggccaagtgt tattcagtaa agaaagattt gcagagcccg taaattgcgc
  3162961 cgcactcagt ctattcttaa tcgccgtttt tttgaccgac accccgacca aacgcaattg
  3163021 cggggatacg tcttgatttt gtagacgtag cttggctgaa agcgcgtgaa aagatgagag
  3163081 ggaataactg gcgcagtggt tgtcagaata aacggtgctc aacgcggata aagctgcgcc
  3163141 agatggggtc gaatggggag gcaacagcat attgccggag accagactgg cccagcaaga
  3163201 cacggtaata aacagagcaa acaaccagcg catgtatttg cgtttcgctc ccaaagcaac
  3163261 cagataaaaa agtgttgcca ctttagcaaa atagcgagat atgaaacagg gaaatataga
  3163321 tatccattga gtattaatta agcaatggtt taaaaacggg tgtgatgctg acgttggttg
  3163381 acagaactcg acatttactg acctaaagcg gagtaattac acagggaaga gaaagaataa
  3163441 tgccggtttc tcctccctga ttacccatca ttaaatgagg attaattttt gctgctgata
  3163501 gggactttgc tgttgttcat caggttatca agatgcacaa ctgggttttc tgtaaacagg
  3163561 tagcgatcaa cattgaattc aaaatcatcg gtagtggcac ggaatagcat ctgtttggta
  3163621 ttttccagat gttgccacat ggcgagttta ctggcgtgag gatctttgcg tattaacgct
  3163681 tcaaggatct tgtcgtgatc ttcgcaccag ctttcaatcg agacatcatc aatgtgctca
  3163741 tgcagtttaa tccagtaagg attatgggta cgctggctcc acattttttc gacaatggtt
  3163801 gccatcgctg tattttgggt ggcgagagcg acttgtacgt ggaatttaag atcccattga
  3163861 gagtcacgga agcgatcttc ctgacgcgca tgtttttgaa tttcaattaa ttgaacaata
  3163921 tcttgccgcg ttacctgtgt ggcggcaaat tcagcaatat tactttcaat cagttggcgt
  3163981 gcctgtaata gctcaaaggg gccagcggta tcaaattcaa tcccctgatt ggtgactaaa
  3164041 tgcttttgct gattagacat cacatggatg ccggagcctt tgcgtacttc tacataacct
  3164101 tccacttcca gcataataat cgcttcacga actacggttc ggctgacgtt catttcttcg
  3164161 gaaatgtagc gttctgctgg caatttatca ccaacaggat aaacgcctgc ttcgatacgc
  3164221 cgttttaact ctgcagctaa ctgctggtac aaccgtctgg tttctgtgaa ttccatgatt
  3164281 aaggctcttg cgatcaatcg aggcggcaaa ttttgcggct cattttgtct ggaaggtatg
  3164341 gcatctcgaa ggagacacaa taggatttgt tataccactt atccctattg ggttctagtt
  3164401 attgctatca tagttgcgat ggagaatatg tcgcagattg cggataacag gagagatgaa
  3164461 agcccgataa atttaccggg ctttcatgtt agtaggtcat ttaatcacag gcaggtcatt
  3164521 taattacaga gagtaaggtc agttttgtcc aaccggcggc cgttgaaccg ggtcgttcgt
  3164581 tggttcatct gctgtgcgat cttgtaacac ggtccagata accacgacgg ccagtaaatc
  3164641 aaataccgcc agtgcagcaa acagtgggct gaagcccatg gtatcggcta atgcccctac
  3164701 cacgagggcg aacagagtac tggccgtcca ggccgccatc cccgtcaggc cgttggcggt
  3164761 tgcgacttcg ttacggccaa aaacgtcaga agataatgta atcagtgctc ctgacagtgc
  3164821 ttggtgagca aagcccccga tacagagcag cgcgatagcc gcataagggc tggtgaatag
  3164881 gccgatggtc ccaggcccaa tcatcaatac cccacccata gtgacgacta acttacggga
  3164941 aacaatcagg ttaaccttaa agtatttttg gaacagtggc ggcaggtagc cacccagaat
  3165001 gcagcctaca tcagcaaaca gcattggcat ccaggcaaac atggctatct ctttcaagtt
  3165061 aaagccataa gctttaaaca tgaagagcgg aatccacgcg ttgaacgtcc cccaagcggg
  3165121 ttctgccaag aaacgcggga tggcaatacc ccagaattga cggttgcgga taatctgcat
  3165181 cgcagacatc tttttggcat tagcagtgga gtgctgtgct tcttggccgc taaggatgta
  3165241 ctcacgttct tcgtcgctga gtcttttttg atctttcggg tgtttgtaga ggattaacca
  3165301 ggcaatggcc caaatcaggc tgagtacacc ggtaatgatg aacgccatct gccaactgtg
  3165361 catcacgata gcccagacca cgagaggggg agcaatcata ccgccgatgg aggagccaac
  3165421 gttaaagtag cctaccgcaa tagaacgctc tttggccggg aaccattcac tactggcttt
  3165481 caggcctgca gggatcatag ccgcctctgc catacctacc gcaccacggg cgatagctaa
  3165541 tccaccccaa ctgctggcca aggcggtact catacaaaat atggcccaca taacggcaaa
  3165601 catggcatag cccactttgg tacccataac gtccaataca taaccggcta ctggttgcat
  3165661 tagggtataa gcggctgaat aagcagcgat aatataagaa tattgctggg tggtgatatg
  3165721 taactgttct tgcagtgtcg gcgcggcaac agcaatggca ttacgtgtta agtaacctaa
  3165781 tatggtaccg acggtgacca atgcgatcat gtaccagcgt aaccctttaa ttttacgcat
  3165841 catgtgtaac tttctcccag tctaagatga ctgcaatgaa acgcagttga tggtggcgtt
  3165901 ccatggcaca atttggtcca acccggcaat gctgcgcatg cggtggtacc tgatgctcct
  3165961 tttagggtcg agtggcgcgg cattctataa cccagagata aggtcagtca gaatgctgtt
  3166021 gcccgatatc acttcggtct taagccgttt gcagtaagtg ataagtttcc gatgtgttcc
  3166081 attagcgacg acctatagct ttcttttttt tactgtctct ttcttatttg atgctgtagc
  3166141 gatgtaagcc gctatcactc ctctgcatca ctctcccgta ttgcgggtag gaatcagttt
  3166201 tatagaactg actcgtttac ttcctcgtta taatttcaat gactttggcg gcctatatct
  3166261 ataggcatgg gcccatttgg accaaatcag cgcgctgggt aaagcaaagc ggatgagata
  3166321 gttgaggcga cgcaacaata acttgtcata cagatttaaa agttgagtga catcacaaaa
  3166381 gctgcgttta atttagggaa taatagaacc cgtcaaacct agtgccgcaa gggactacag
  3166441 agactataaa tgttgagtat ttgttctttt tgttaggttt ttgcgatcaa tatctataaa
  3166501 aatgctggac gatagattta attggtgtga taactttgcg ataacagaaa gccgtactct
  3166561 gagatgtact catctgagga atccataatg tcgcagtttt tgaccgaaga ctttttgctg
  3166621 gacaccgagt tcgcccgtcg tctctaccat gactatgcaa aagatcagcc gatctttgat
  3166681 tatcactgcc atttgccgcc agaacagatc gccgaaaact accgttttaa gaacatgtat
  3166741 gacatctggt tgaaaggtga ccactataaa tggcgagcca tgcggaccaa cggtgttgct
  3166801 gagcgtctgt gcaccggcga tgccagtgat cgtgagaagt tcgatgcttg ggctgcgacg
  3166861 gttcctcaca ctatcggtaa cccgttgtac cattggacgc atcttgaatt gcgccgtccg
  3166921 tttggtatta ccggtaagtt attgtccccg gcgacatctg aagagatctg gcaacgcggc
  3166981 aacgaattat tggcgcagga ccccttctct gcgcgcggca ttatgcagca gatgaatgtc
  3167041 aaaatggttg ggaccactga cgacccaatt gatgatctgc gccaccacaa agcgattgcc
  3167101 gctgatggca gcttcaacat caaagtgtta ccaagctggc gtcccgacaa agcgtttaat
  3167161 attgaagcag cgggttttaa cgattatatg cagcggcttg aagcggctgc ggatacctca
  3167221 atcagccgtt ttgccgatct gtgcgtggca ttgaataagc gtatggacca ctttgccgcc
  3167281 cacggttgta aagtctctga ccatgcgttg gatgtggtgg tatacggcga ggcggatgaa
  3167341 accacactgg atgctatttt ggcacgccgt ctggctggca atcagccaag tacagaagaa
  3167401 attgcgcagt ttaaaaccgc agtattactg ttcttgtctg gtgaatatca tcgtcgtgaa
  3167461 tgggtacagc agtatcacat tggtgcgcta cgtaataata acagccgcat gtttaacctg
  3167521 gtggggccgg atatcggctt tgactccatc aatgaccaac cgctggcgca gccgctgtct
  3167581 cggctgttag atgcacaggg tctgcgcaat gccctgccaa aaacaatcct ttactgcctg
  3167641 aatccgcgtg ataacgaagt gattggtacc atggtcggca acttccaggg cgaaggtgaa
  3167701 gcaggaaaaa tgcagtttgg ttccggctgg tggtttaacg accaaaaaga cggtatgcag
  3167761 cgccagatga cccaacttgc tcagcttggt ctattgagcc gctttgttgg aatgctcact
  3167821 gatagccgta gtttcttgtc ttatacccgc catgagtatt tccgtcgcat tctttgccag
  3167881 atgattggcc gctgggtcgc ggacggtgaa gcaccggccg atattgcgtt actgggggcg
  3167941 atggtgaaaa acatttgctt cgataatgcg cagcaatatt tcgccatcga actgtaatca
  3168001 ctcaagcaga tttaatcact caatcaattt taataacggg gccaatagtt ggctccatat
  3168061 aactctaacg tattgtttat ttaacgcttg gctgcactgc ggtagatacc tttctgcaaa
  3168121 gaacggactg cttgcaaagc acggactgtc agtgatgaac ggtccaaagc tgaatgcgtt
  3168181 ataaggtgaa ccctgatgca aacgctgaac cgtcgtgact ttcctggccg tagccaccct
  3168241 gacaaaatca ttcaatttgg tgaaggtaac tttctgcgcg cctttgtgga ctggcaaatt
  3168301 gatttactga atgaacatac cgatctgaac gcagggatcg tggtgatccg cccaattgac
  3168361 accgattttc caccgtcgct cagtacgcag gatggtttat atactgccgt gatccgtggc
  3168421 ctgaacgagc agggggaagc ggtgcgtgaa tcccgcctga tccgctctgt aaaccgtgaa
  3168481 atcaatattt atcgtcagtt tgatgactat ctggcgctgg cgcgtgatgc caatattcgc
  3168541 tttatgttct ccaacaccac ggaagcgggt attgcctgga atgaagctga tcaattcagc
  3168601 gatgcgccgc caagttcttt ccctgctaaa ttgactcgtt tattatttga gcgttttgag
  3168661 cattttgacg gtgcagcaga taaaggctgg gtgctattgc cttgcgaatt gattgactat
  3168721 aacggtgaag cattacgtga actggtgctg cgttatgcca gtcattggca gctgccagct
  3168781 gccttcaccc actggctgac tgaaaataat accttctgct cgacattagt tgaccgtatt
  3168841 gtgactggct atccacgcga tgaagtggcg gcgttgcaaa cagaattggg gtatcaggac
  3168901 agtttcttgg ataccgcaga atatttctat ctgtttgtga tccaagggcc acaagggttg
  3168961 gcacaagaac tgcgtttaga tcagttagat ctgaatgtgc gcattgtcga tgacatcaaa
  3169021 ccttataaag aacgcaaagt ggccatcttg aatggcgcac acaccgcgct ggtccccgtg
  3169081 gcctatttgt cgggtctgga taccgttggt cagacgatgg atgatgcgca gatcagccgc
  3169141 tttgtggaaa aaaccattac ggaagagatt gttccggtat tggatctgcc cgaagacgag
  3169201 ttgttgtcgt tttctcaagc ggtactgagc cgttttcgta acccgtttat tcagcaccaa
  3169261 ttgctgtcga ttgccttgaa tggcatgaca aaattccgca cccgtatctt gccgcaatta
  3169321 ctgacctatc agcagcaaaa aggccaatta cccccacgtc tgacctttgc actggcagca
  3169381 cttatcgcct tttaccgtgg tgaacgtgag ggccaaacct acccgttgca ggatgacgcc
  3169441 cactggctgg agcgttattc aacactgtgg aatggtgtca agcacggtga tatcgcgttg
  3169501 gctgaattgg ttaaccgcgt gctttctgat gctaaccatt gggggcagga tttgacctcg
  3169561 gtgcctcaac tggctaatca ggtgacagag caactgcaaa ccatccttag ccgtggcatg
  3169621 agagcggcgg tcgcggcata tagctaaagg cttaactatg caaaatatta taaagattca
  3169681 cccgctggat aatgtggccg ttgccctgca agatctggct gcagatgagc ggatcgagag
  3169741 cggtgagttt agcgtcaaac tggctcagcc cgtggttcgt gggcataaat tcgcgttaac
  3169801 cgctatcgaa ctggggcaga tgatcgtcaa gtatggtttg cctatcggcc atgcattgac
  3169861 cttgatccaa ccgggcgaac atattcattc acagaacgcc aaaactaatc tgagcgattt
  3169921 ggatgagtat gaatatcagc cagagttcag ttctctaccg ccacaaatgg ctgatcgtga
  3169981 cgtgcaaatt tatcgtcggc caaagggtga cgtggggatc cgtaatgaac tgtggatcat
  3170041 accaacggtt ggttgcgtta atgggatcgc ccgtcagatc cagcaacgtt tcctgaaaga
  3170101 gacacaggat gctgaaggga ttgatggtgt ttacctgttc agccatccat ttggctgctc
  3170161 gcaactgggg caggatcatg aaaatacccg cactatgcta caaaacatgg tgcgtcaccc
  3170221 gaatgcgggg gcggtactgg tcattggctt aggctgtgaa aacaatcagg tagatgtttt
  3170281 ccaaacgaca ttgggcaagg ttgacgaaga gcgcgtacgc tttatggttt gccagcagca
  3170341 tgatgatgag gttgaagccg gtttagagca tttacatgct ctgtatcagg tcatgcgtca
  3170401 tgatcgccgg gaacccggcc agttaagtga actgaaattt ggcctggaat gtgggggttc
  3170461 tgatgggctg tccggtatta cggccaaccc attactggga cgtttctctg actatgtgat
  3170521 taccaacggc ggaacatcgg tgctgaccga agtgccggaa atgtttggcg cagaacgtat
  3170581 tctgatgagc cgctgccgtg atgaagccac gtttgaaaaa acggtcagca tggtcaatga
  3170641 cttcaaacag tactttattg cgcacgacca accgatttat gaaaacccat caccgggtaa
  3170701 taaagcgggg gggatcacca cgctggaaga aaaatctctc ggttgtacgc aaaaagcggg
  3170761 tcagagccaa gtggttgatg tgctgaagta tggtgagcgc ttacagcgcc caggactgaa
  3170821 tttactcagt gcgccgggca atgatgcggt tgcgaccagc gcattagcag gtgcgggctg
  3170881 ccatatggtg ctgttcagta ctggccgtgg cacaccatac ggaggttttg taccaacagt
  3170941 gaaactggca actaacagtg aactggcggc gaaaaagcca cattggatcg attttgatgc
  3171001 gggtaagctg atccatggca cctcaatgga taccttgctg aacgagtttg ttgatctgat
  3171061 tgttgagatt gctaatggta aacctgcccg taatgaagtg aatgacttcc gtgaattagc
  3171121 catttttaag agcggtgtaa ccttgtaaaa aatacgccat ttcgttaata tgaaacggtg
  3171181 ttctgttttt tatggaaacg cacttcccct tcacacttta agctgtaggg ggagtgcgct
  3171241 gtttgcttat taatttgtaa agactcagta cggggaaccg tacatcagga ccctcccgcc
  3171301 atgacctttt attggtttgc tcaagccgtt ggcgtactgg cattttttgt cggtatcacc
  3171361 atgttcttca accgtgatga gcggcgtttt aaacagcaac tttccgttta cagcgccatt
  3171421 atcggctgcc atttcttcct aatgggggcc agtgctgccg ggagtagcgc gctgctgaat
  3171481 tcgttacgta ctctgatctc taccaagact cgcagtagca gagtgatggt ggtattcatc
  3171541 atcctgacac tggctttggg tatatggcgc atgcaacatg ccgtagagat attaccgatt
  3171601 tttggcacgg tgatcagcac ttgggcgctg ttccgcacca gcggactaac gacccgtagt
  3171661 gtgatgtgga tatccacggc ttgctggttt attcataacg tctggttggg ttcgattggc
  3171721 ggttcattga ttgaagggag tttcttgctg ctgaatggct ttaatattat tcggttccgt
  3171781 cgtctgcaat tgcagggaat agatcctttt gagattgaga aaaaggcctg atttgataac
  3171841 aataaatatc ctccggcata gccggaggtt tttcatatgc gcctataagg ctctgttacc
  3171901 agccgcgccc taacaggcgc atcgcgatct gacatttgca tctatggatt acttacggcc
  3171961 cgtaaacggg ctaccgggat acgggatcga gagttgctca cccattttat cctcttccaa
  3172021 ttggtgcttt atgtattctt gtatcctggc cgtgtttttc cctaccgtat caacgtaata
  3172081 ccctcgacac caaaactccc tgttacggta tttgaacttc aaatcgccaa actgctcata
  3172141 aagcatcaga ctgctctttc ccttcaggta ccccataaat cccgagacac tcatcttggg
  3172201 cgggatctcc agaagcatat ggatgtgatc cacacagcat tctgcttcca ggatattcac
  3172261 gtttttccat tcgcacagtt ttcttaaaat actgccaatc gctctgcgtt tttccctgta
  3172321 gaacacctgc cttcggtact tcggcgcaaa aactatatga tatttacagt tccatcgggt
  3172381 gtgcgctaag ctcttttcat ccctcattgg gacccccttt tgatttcttg ttgaacattt
  3172441 gcagttgcca gaccgcaaac tgttttaaca aatcaaaagg ggtttttata actgacccaa
  3172501 agctgaaagc tttactgaac ccccagccta gctgggggtt ttctgggcac aaaaaaatgc
  3172561 cagtcaaact taactgactg gcattttgcg taggtaaaac cgagtattta gactgactta
  3172621 cccgctgcca gtgggtcagg attagccagt ttggcatcct cagcctgaca gaccgctgca
  3172681 gtaaacaaca catcggttga agagttcagt gcagtttcgg ctgaatcctg caatacgccg
  3172741 ataatgaagc caacaccaac cacttgcatt gccacatcgt ttggaatgcc gaacatgctg
  3172801 caagccagtg ggatcagtaa cagagagcca ccggcaacac cggatgcacc acaggcacag
  3172861 atcgccgcaa ccacactcag tagcagggct gttggcaggt caacggtaat gcctagggta
  3172921 tgaaccgccg ccagtgtcag caccgtgatg gtgatggctg caccagccat attgatggtg
  3172981 gcacctaacg gaatagagat cgaataggtg tcttcattca ggttcatttt cttacacatt
  3173041 tccatattca ctggaatgtt tgcggctgaa ctccgggtaa agaaggcagt aacgccactt
  3173101 tcacgcaggc aagcaaatac caatggataa ggattacggc gaatcttcca gtaaacaatc
  3173161 agtgggttga ccactaatgc caccagtaac atacagccga tcaataccac taacagttgc
  3173221 gcataaagct gtaaggcacc gaagccggta gctgcgatag tggacgcgac caaaccaaaa
  3173281 atacccaacg gtgcaaaacg gataaccaca cggaccacca aagtgacggc atctgacata
  3173341 tcattaatca atgctttggt ggtatcggca gcatgacgca aggcaatacc taaacccaca
  3173401 gcccaagcca gaataccaat gtagttagca ttgagcagcg catggatagg gttggcgatt
  3173461 atgctgttta gcaaaccgtg tagcacttca acaatcccac tcggtggggt gatatcagca
  3173521 ctctcagcca ccaaaataag ggttgatggg tagataaaac tgacgacaac cgcaaccagt
  3173581 gccgcagaga atgtccctaa tacatacagg aacagaatag ggcgaatact ggttttttgg
  3173641 cctttcttat ggttggcgat ggatgctatg accaacatca agactaaaac tggcgcgacg
  3173701 gcttttaatg cgcccacgaa cagcgaaccg agtaacccta ccgctatcgc tgcaggagtc
  3173761 gatactaatg ctaaaacaat accggcaact aaaccgatca gtatttgttt cactaaacta
  3173821 ccgttgacga taaatcgtat aaatacagac tgtgtctttt ccatagcttc tagcaatgcc
  3173881 tcttcccaag tgaaatttaa tatgttctgc ccgtttatac ccttcattac ctgaagttgc
  3173941 agcggtgcta gctgctctcc atacctgaat cactgatata aaccagtaat gcaggcctcg
  3174001 ctttttatta cctggctgca acgccaatga ctttgggtat agcgctcaag ccggaacgag
  3174061 gctgagcgtt tattgttcac acctgtaact tggtattatt tgtaactggg tgtgtttgct
  3174121 tcgacagtat aagggaatct attgagcagg aaagagacaa tcaaaaaaat ctaatatgga
  3174181 tcaatattac ataacattta atttacattg atgtgatcgt aataacattt ggcaaaaaaa
  3174241 gatatataca aaataaatgt ggggctatgg tagccccgat cgatagattg tagtgtggaa
  3174301 gtgattagat gctttattaa ccgcttgctt tattgcaacc ttttatttgt tggttgctgt
  3174361 tttgcaccga tatctgcaaa cagtctttaa acgaaacatt aactcgcggc ggggtattga
  3174421 gtatctgccg ggaatataac acccgtctgg cggcggattt ctgtttgaat gcgtgacgtc
  3174481 agtaatgaca ggtgtaagcc atcgtgatcc acccgattat tctccaccaa acgggcaaag
  3174541 gcctctgctt catacagcat ggtattaata tgctgtggtt gcgtcaggtc ttgtgaatgg
  3174601 cttcctcttg gcgtgaaggc cacggataag cattcagaaa tactttcaat gactaacgag
  3174661 ccatcttctc cctgaatttc actgggaata tccgattggc tgacttttga gtggatgata
  3174721 atgacatcaa aatcaccgta attcagactg accgtaccgt gagcatcgac accgcttggg
  3174781 agtaaacttg cgcttgccca caccgatttg ggttctcccc ataacgccag ggcgctggcc
  3174841 agacagtaat agccaatatc catgattgaa ccattagaaa aagcgggatt aaaggtattg
  3174901 ggattttcgc cgttcaaata gcgctgataa cgagaggaat attggcagaa gttaataaag
  3174961 gctttacgta atttccccac acgcggtagc gcttgctgta gttgtataaa gttggggaga
  3175021 taagccgttt taaaggcctc aaagagcacc acctgatgct ggtgggcgca agcgatcaga
  3175081 gactctacct ctgccagatt cgatgctagc gacttttcgc aaataacgtg ctttttatgg
  3175141 ctaaggaaga gtttggcttg agaataatgc aaggcattcg ggctggcgat atacaccgca
  3175201 tcaatcaaat cacttgcggc taaggcttcc aaattatcaa aacagtcagt gacgtgataa
  3175261 tcatcgccaa aagtctgagc ctggtccagc ttgcgggagt aaacggctac cagtttcatt
  3175321 ttgccacttt cgtgggcagc atcgacaaag cgtgcggtga tccaattggt gccaataaca
  3175381 gcgaagcgaa tcatatcgtt aactccattc ctataaaata aaagcacgta gaagaaaaac
  3175441 cagtaaaaga aaaacgggta gaagaaaaac aggtagaaga aaaacaggtt gagccgtcag
  3175501 attattacgg cccgcagagc tacagtttgg ttattttgag ttaccccttc gtatttgatg
  3175561 gcgcagcaga ttaactgcaa gcccaatgac tttagcgata ttttgatcaa tctaatacgc
  3175621 ataaatcgag ccaaacaaat ctaagtgagt cagatagagg cgggtatcaa actctagctg
  3175681 atgatattgc ggctccatat ggcaacacag attatagaat gctttgttgt gatctttttc
  3175741 tttcaggtgt gccaattcgt ggaccacaat cattttcagg aaggcctccg gggcattttt
  3175801 aaacactgta gccacccgaa tttccgcctt ggattttaat ttcccccctt gtacccgaga
  3175861 gatggccgtg tgcagaccta gcgcatgctt catcacttga attttgttgt cataggcgac
  3175921 tttgctcaac ggctgtgcat tgcgcagata ctggttcttc aattcaatcg tgtagtgata
  3175981 cagcgtttta tccgtattgt aatcatgagg ttgtggatag cgttggcgta agacattccc
  3176041 caaccgttgt tcagtgatca actggcggac ttgagtttgt aagtgttctg gataaccttg
  3176101 tagataggtc aataccgaca taaagggggc tactctggtt aaattaatac tctgattaag
  3176161 ttaagagcaa cagtgagaga aatcaatcat ctaacgataa tagcctgaat aggggattaa
  3176221 acaaaacggg gtaccgaact ttcctcagtg tggacgcctt acttctctgg ctatcttcac
  3176281 tgtttaagat catgttatcg ggattagcgg tctgtcgata cctgcaccat aggcacaggt
  3176341 atcgttttat caatggatat tagaagtgat atttcacgcc aaccagtgcg ttggtatcgg
  3176401 tataattata acgccctatt tgatgattta tattcgccca aatatgcagt tgttggtcaa
  3176461 tttggctttc aacgccgacg ttgaattcag tgctgttttg gatcttatta tcaatccctt
  3176521 ggcctgaaat tgtggtgccg gtgttttgat tttggtgaat ccagtttacg gcaacaaaag
  3176581 gggtgaattt tgtattcagg gtatcatgcg tttgcagata cgctttagcc ccgatacgag
  3176641 tgatgaaatg cccgttattg cggtaactga ccaccgctcc gtcggctgtt ttatgtgttt
  3176701 gtgcgttgat gcctgcccaa gtaatttgtg cgttgggttg gatgaaatag ctcagttgat
  3176761 cgctattcgc taaattaaag gtatagccgc tctcgataga ggtagtgaaa cctgatgatt
  3176821 tatacttttc ttctgcttta tcttgcccat taacggcgtt attaaaccag ctatactgcg
  3176881 ccagagtgtc aatatagacg ccggtattat gttgctgatc ggcgaaccaa gttgcgtata
  3176941 tgccaaggtt gtaaccatca acggcaccgc gtgaatgata gctcgtcacc ttagagtggc
  3177001 tgtggttagt ggctttgcct aaccctgcca gcatgccaat tcgcccactg ccttgctcat
  3177061 tggttgccca ttgagcaata tccccaccaa gttgaacaga gtagtagttc cctttgatat
  3177121 tcaattgctc aacagtatga ccaaactggc ttctgccgcc ttgggtatgc atccacatgc
  3177181 tggtaggctg ccattgccca gtaacgatat ctttatagag ataatggctg gtgcgatctt
  3177241 ctaaacgagt ggtaaacagg tttcttgcca ttgcaatatt ggcaatgtag ctcccgtttt
  3177301 cgggggtatg aactaaagtc tggcgtttgg gtgcggctgt tttggcattg ctgatcacgg
  3177361 tgtttgcggg tttcactgct aaatcggttg gtttaggtgt gcttgctggt ttcaccgctg
  3177421 aatcggttga tttcggtgtg ctgtctgggg ttgcagtagt ttgctcagtt tgctcaggtg
  3177481 aggtgaggtg aaagtgtcga ccacaccgcc aacagcttgc aacgcgtaat cagctaattt
  3177541 ggctgaaaag gcttcggcat tggcgcgctt tgggtctgga acggttaatt cgggggtgtt
  3177601 acttgggggg gaagtctcag gttgagtgaa ggaatcgacc acgccgccaa cggtttgcaa
  3177661 cgcgtaatca gctaatttgg ctgaaaaggc tgcggcattg gcgcgctttg ggtctggaac
  3177721 ggttaattcg ggggtgttac ttggggggga agtctcgggt tgagtgaagg aatcgaccac
  3177781 gccgccaacg gcttgcaacg cgtaatcagc taatttagct gaaaagactg cggcattatc
  3177841 tgattttaga accaaaatcc ctggaagttc tgcttcggga acaccgtctg aagagtaatc
  3177901 cgtaatatca ctgctcaaat accagttttt gctgagttcg tccttaccac ggcctaaacg
  3177961 gtattcataa gcccctgcgg taatacggcc aacctggcta aactccccat ccgatatccc
  3178021 tctcacctcg atcaattgga tacctgaatc tgttttattc ccttcaccgt taacattaat
  3178081 gactcggacg ttggtatggc cccccgtatt gcctttaatc agtatgtggt cagtgacgga
  3178141 gtcatctccc gctaactgac tatgaaaaat caacgtgccg ttatcactga agtaatcgcc
  3178201 attaatgatt aattgattgc ccgtttttcc agggttattt aaatcatgtc tccctgagtc
  3178261 caatatgtct aaatgatgga tgttagaatc gcctagcata ttccatatgc tatgtttatc
  3178321 gataaataca ctactgccct gtacggtggt gtcgagtgtg cttttttcta aaataaggcg
  3178381 tgtatttgga ttgccactaa tcgggctacc aaaaaaatgg gtgttggcga gttttagatt
  3178441 gcctgcattg atatgtgttt caccggaata gacataactg gcaacccaag cgtcacccgc
  3178501 gctagatagc gttaatgtgg ttaatggatt ttctttggtt aatgaacctt ggccatcgat
  3178561 catggcttca ataacgatat ctttatcact attgaaaata agttgaccct ggttatcaat
  3178621 taaatgaccg gttgttttta tggttgcgct agagacaaat tccgttttac cttccagtgt
  3178681 gacatcactt tttaaggtta atgttcccgc gatttgagtg tttttcagtg tcgggccctg
  3178741 agactcactg taaacaatca attttcctcc tttggttaca tgagtctctt ctgcacggct
  3178801 atcacctgaa acatagagaa taccattatc accgacagtg gtttttgtgg cacttccatc
  3178861 ttggtataag cgcacagtac tttttttttc gatatctgag ctgatcgttg tctcggtgat
  3178921 gcttgcatcg tcattgacct ctagccaccc tccagaaaga accgtattta tattggcttt
  3178981 actgctacca gataaactaa aaaagccccc cgtcaccgag gttatatcgg ctgtactatc
  3179041 ctcttttaac gtaaaaatac tgccagtatt aacggccgta tgctctgcgc tggcactgtc
  3179101 agtgagtact aaactgttac cctcatttat tatggcattt accgcactct gctttttatt
  3179161 gaggattgat ttccccacaa cgataccttc atggtccggg ttcgcgataa ctgatgaact
  3179221 gccaaatata aagagagccg ccgcgacaca tgttgcgata ggacttttat ttttacttga
  3179281 aagagaggtt tctttatgat gtttaaaatt tcttgatatg tttttgggtg atctatttga
  3179341 attcttcatg atttagagtt taccaatccg tgtgtgttcc aaattaacga ataatttatt
  3179401 actataattg ttatatttgg gtttattaat ttagggttgt gatatttgaa tgtggtattt
  3179461 tttaccgagg gcgattgtat tataagtctc attaaatctt gtagtttttt attgatgtga
  3179521 actctttttt aatataaata ataagtatgt ttgtttttat tctatttgtt atttatattt
  3179581 tatcatgggg atttcacccc aaataatgcg cattacagga ggggatccaa cgcacatgct
  3179641 gtttgcagta tggcgggtat agtaggatat tctgagacta aaagagtaaa atcagcactt
  3179701 gcggtgtggg ttcgcgcttg gcacaagcgc gtttaaaacg cattaaagca aaaaaacatt
  3179761 ttactgatcg cccgttttag gggataaaca gcccaaattt attattcagg agcggtgatg
  3179821 agccaactcg atctgggaac gcaaagcctt gagcttgagc gttttcctcc acaagaaaat
  3179881 tccaataccc ttcaggcgtg ggaagcggca gatgaatatc tgctacaaaa cattgattta
  3179941 agccaaattg atggccgccc ggtgctggtg tttaacgatc agtttggtac gctggcctgc
  3180001 gctttacacg cttatcgccc gttcagttcc agtgactctt atatgagtca gttggcgacg
  3180061 gcgcataatt tgcgtctaaa ccatttagat gaatctgcgg tgacattact gagcagcgtc
  3180121 gatgacttac ccgaggcacc taagctggtg gtcattaaga tcccgaaagc cttagcgcta
  3180181 ctcgaacatc aattacgtgc tttgcgtcgc gttgtggcac cagatacggt gatcattgcc
  3180241 ggtgcaaaat cccgcgatgt gcataactcc acgctgcaac tgtttgaaaa gatcctgggg
  3180301 ccaaccaaaa cgacgctggc ttggaaaaaa gcgcggctga ttcactgcga ggttgctgat
  3180361 attccattgg ctgacgcgcc ggaaaccatc gattggccgc tgcctaacac ggactacatt
  3180421 atccataatc acgcgaacgt tttctctcgc aataatctgg atattggcgc gcgtttcttt
  3180481 atggaaatct tgccttatga tgtcaccggc aaaattgcgg atttaggttg tgggaatggt
  3180541 gtcgtcgggt taatcgcact ggagcaaaac ccgctagctg aaatgctgtt tgttgatgaa
  3180601 tcctatatgg cagtggcatc cagtgaattg aacatcacgg ttaaccgccc gcaagacttg
  3180661 tcgcgctgtg aatttatggt gagccatggt ttggcgggtg tggagcgtga aagcctgcaa
  3180721 ttggtgttat gtaatccacc gttccaccaa caacatgcgg tcagtgacca tgtcgcctgg
  3180781 cagatgttct gtgatgccaa gcgttgtctg aaagcgggtg gcgagttgat gatcgtgggt
  3180841 aaccgccatc tggattactt ccataagctc aagcgtttgt ttggcaactg cgaaacactg
  3180901 gattcaaacc agaaatttat ggtgctgaaa tcggttaagc aggcctcctc tcgctcagaa
  3180961 ggcggcggtt ccggtagtct cgatatgtca tatagcgatt tctaatcggt atttcacagg
  3181021 gtggggtttt cgccacaccc tgtgattatt ctcagttcta ttgctattct cggccttgtt
  3181081 acggcccttt accttgctgg tcgcgccatt cttctcttgg ctaaatggct agcgctaggc
  3181141 gggtaccctg atcaatggca cggcgggcat ccagctcaac agccttatct gcaccaccaa
  3181201 tcaaatagac tgtttttccc atatccagta agggctgatg aagctcccgt cgtggctcct
  3181261 gtccggcaca aataataatg gtatcgacag gtaaacaaca ggcttgttcc gcacgaatga
  3181321 tatgtaaccc tttatcatca atggcctcgt agctgacgct gttaagcatc ttgacgccgc
  3181381 gcatcgccaa gctggtgcgg tggatccaac cggtggtttt acccagccct tcaccgactt
  3181441 tgctggcttt acgttgtaac aggaaaatct gccgtgggga tggagggact ttagcccccg
  3181501 cgggtgatag gcccccccga tgagctaaat cttgatcaat accccattcg gtactgaagg
  3181561 ctgtgctatc gaaacgggga ctatcaccag actggctgag atattccgca gtatcaaaac
  3181621 caatcccacc ggcaccgata atcgccacac gttggccgac tggtttttta tcgcgtaaga
  3181681 cgtccagata ggtaagtact ttcgggtgat caatcccgtt gatacagggt aagcgtggtt
  3181741 gaataccaca ggcgaggatc acttcatcaa actcagccaa ctgctttacc tgcaccaggg
  3181801 tattcaattg tagggtgacg ccgttcagca ctaattgacg gcggaaatag cgcagggttt
  3181861 cgtaaaattc ctctttgccg gggatctgtt tggcaatatt aaattggccg ccgatctctg
  3181921 cggcagcatc aaataatgtc acctgatggc cgcgacgggc ggcggttacc gcaaaagcca
  3181981 accccgcagg cccggcaccg actaccgcta accgttttgg tgcgtctgtg ggtaattcgg
  3182041 gcatttcggt ttcgcggcaa gcacggggat tgaccaaaca tgaggtcagt ttgccgtcaa
  3182101 aaatctggtc caggcaggcc tgattacaac caatacaggt gttaatttca tcggcccggc
  3182161 cctgtgccgc tttttgtaca aaagcggcat cagccaggaa tggccgagcc attgacacca
  3182221 tatctgcaca gccatcggcc agcacttgtt ctgcgacggc ggggtcatta attcggttag
  3182281 tggtgatcag cgggatattc actttcccca tcaacttgcg ggtcacccaa ctgaatccgg
  3182341 cccgtggcac cattgtggcg atggtgggaa tacgggcttc atgccagccg ataccggtat
  3182401 tgatcaccgt tgcccctgct tgttcaacgg cctgtgccaa ttgctcgatt tctacccagt
  3182461 tggagccttc ctccaccaga tcaagcatgg ataaacggta aattagaata aagtcgtgtc
  3182521 ccgtggcctg acggacggca cgcacgattt ctacggcaaa acgcattcgg tgcgtaaaat
  3182581 caccgcccca ttcatcatcg cgctgattag tacgggcggt gagaaactgg ttgatcagat
  3182641 aaccttcgga acccatgatt tcgacaccgt cgtaaccggc ttgcttggct aattgcgcac
  3182701 agtgggcgaa atcagcaata gtttgcagga tctcttcatg gctcaatgct tgtggtacaa
  3182761 aagggttgat aggcgcttgt aacgcagaag gggctaccgg gtgtttctgg tagctgtaac
  3182821 gccccgcatg gagaatttgt agcgcgattt tccctccagc ttgatgaacc gcctctgtca
  3182881 ccacctggtg atgggggatt tgcgcggcgt cattcagtac cgatgcgccc tgatacaccc
  3182941 cccctttcat attgggggca ataccgccag tcacaatcag gccgacaccg cctgctgcgc
  3183001 gttcggcata aaatgccgcc agacgttgcg ggccatcggg taactcctcc aacccagtat
  3183061 gcatagaacc cattaagata cgatttttca gtgtggtaaa gccaagatca agcggggtga
  3183121 acaggtgagg gtaagctaac attgcagtct ccatcaggca tacaaccaac cattattgtt
  3183181 atatctccgc cgcccttact gaatccagca agtggtcgga tgagattttt tattcaaatt
  3183241 tagacggtgg tgtgcccgtt gggaaatcgc agtgtgctga ttgtgatagc cgtcatgaat
  3183301 atgacattga ttgagcgtgg cggtatcgcg agtacgatac cgccgggaaa gtgattagct
  3183361 gcgtttaaat agactagcaa ccataaagca actgaacgaa ctgaacagca tttcaatccc
  3183421 cacgagtgtg gtaaccatgg tgattgacat caatggcccg gcgctgacca aaagataggt
  3183481 gatcaccaga tccagcaccc caagtaaaat ttgtagccag gctcccggtc tttttagatc
  3183541 cttaaagccg ttgatcaacc ggagcacccc accaaaagca aagagtaccg caaggaccac
  3183601 ggccagactg atcatgccta tcgcaggatt ggtaatgaat acataaccca tcacgatata
  3183661 tgccacgccc agcaaaatac ccgccaccat tggccaaaag ttatctgagc ggttggcaat
  3183721 catgccgact atcatcgcaa taccactgag tagcagcaga atcccaatga ccatactgag
  3183781 cgctgcacct gaagctaacg ggttaataag acagaaaatt ccgccaagca gcagtaaaac
  3183841 agcaacgatc cgcataaaga tccgttgttt ttttaacgcg ctttcatcga ggttcgttag
  3183901 gtatttttga tcgatattaa gcattattga tactcccgaa ttatctgaac tatgttaccg
  3183961 ataactatag taagtataat ccgatttctg gatatataaa ttaaatttat attatctgat
  3184021 tgattactca gtggaatatt tacggtacgt tggatgtaaa aataacctta ctggaggggc
  3184081 gagttgttag aacactttct gtcttatggg gggtaccatg gcttttagca caaaattatg
  3184141 tgacaagttc ctctcgaatg gcacaggagc cagggctaat gtgcacagat cttcgcttca
  3184201 cggtaatcgc tgtgtcattc aatgacctgg tgcctaccca ggccattgaa taagccgatg
  3184261 ttgacttttt gattagaaac gagctgaacg atcaattaga aacagactga acggtcaatt
  3184321 agcgacaagc tgaaccacca ccaaccgccc accctcttct gtggagagga ctaactgcgc
  3184381 accatcagtg agcgccaatt tctccccaat gccgatggtt tttttatcgg gtagtgacat
  3184441 caacccagta atcccttcat tgactagcca ccattgatcg ttatggaaaa caaaatagcc
  3184501 tacccgtttt ttttgcgctt cggatgtgcg ttcgttcggc gcaatgagcc ggttaacgtg
  3184561 ccacgcataa agcgactgac cattccagac catcaggcga tgatcatcgg gccggtaact
  3184621 gcctgctttt cgtgatgagt acaaattcag aatgggcagt tttcccttaa aagcggttcc
  3184681 gcaatacggg caaaccggct tggttttccc tgagaagacg taccacttct gttcacaagc
  3184741 ggtgttttga cacggctgga tgaggtcaac cgttttaacc aaggcggttt cccattcatc
  3184801 agcagtcggg cgtttggatg gatcatgcag gccatcgatg aatgctttct caaacaactg
  3184861 tgtcagatag gggcccataa tggtgtaggg gactttctgc ggatccgccc aaggaagaga
  3184921 ggacggcttc acttgattga gtttaacggc attactgcgg tcggttggat gctcgataaa
  3184981 aagcgctctt tcccccatag ccagtgactc gtcacggact tcatcatcca tgtcatgtat
  3185041 ttttccgccc cgaagcgggt gacggtaaaa caggtacatg tagataagca ccgagagcgc
  3185101 atgtcggtca gttgttatgt tcggtaaaat ccgttgggga tcttctttca gcagatggct
  3185161 ggttttcacc acctctggtg caataaaatc gggcgttcct accacgtcag gagggaattt
  3185221 gcccggtacc accagcccgt caacatcaat gatacaggca tgcccctgct ctggatcgat
  3185281 gagaacgttt ttgtaactca gatcgctatg gcatagaccc gctgcatgca tccgcctgac
  3185341 ggctctcgtc agcagtaggc acaccttgag gtagttcaga atattgccgc gctcgcgtgg
  3185401 atccagaaat ttattctgat tattggcgct ggcgaaccat ttaccttctt tctctcggcc
  3185461 ttttatgcca agaaaatcat tgtttttaga accgtactta aagaaaaaat gattttggta
  3185521 ggtgggcacc acaatcccaa tttttccatt atgctcaacg acatgggtgg gccagcaaaa
  3185581 taaatctttc cagtactccc caccggactg ctcgaaaata ttctgccggt agcgaccggt
  3185641 gatcatatcg atgcgctctt tcgcctgatc attctgtggt tttttataaa aggccacgac
  3185701 ataagattta tcgggagaga agtacacatc cttcattgag cccgagccga tgatctcgtc
  3185761 aacgtactgg atggtttcgc catcttttgt cgtacaggta acaatattcg ccataattac
  3185821 tcaccagcaa taaaattcag tccgatcacc acgaaacgac cattgtccga tcgtcatgat
  3185881 tgcctggaga gaaaaagttt agccattccg ccaactgttc agccgcttgc ggattatcgt
  3185941 tcagacaggg ggagatctct gctatcagcg catcccattt ttgcggattt tgcagaccat
  3186001 tatccgtttc aaaccggggg tctgacacgc catcggtcat caagaccaaa tgagagatac
  3186061 ccgtccattt tccgatactg acccttttac tgaattccgg atcaccaacg gcatcgacat
  3186121 caagaaaacg tgtttgacct gcatattcgc cactgtctgg cgtgcccaga atgcgtactc
  3186181 ttccaaccgg gccgtaggcc gcaatagccc cgtcgcccat ccagaaggcg gcggcgaaaa
  3186241 gctcagtacc ggtacgaaac gagaccgttg ccaacagcgt ggttgagtat gactttacgg
  3186301 tctcttctgc gatcaacgat tcatttttaa tattgttgat cgcaatgacc gaggcgtggt
  3186361 gaaactgccg aataaaggtc tctccgacaa cccgctggtc ctcgggggtc cagtttataa
  3186421 tccgctcttt taattcgcgc cccttatcgc cgctcagttg ggcagacaga tagtgaccca
  3186481 ccgtctccgt gacaatttgc gagcctttgc gggaattttt ggcacttccg gcaccgtctg
  3186541 ccacgagcat gatgttccag ccggtatcgt gattactgga gataaagaaa tcatcatccc
  3186601 ggaatgatcc cacatgttca tgtgagcgcc ctctgcgact agccgccgca atattgacac
  3186661 ctggcgcgct gatcagcttg tgatccacat tctctttgaa atagtgatca tcagcgggcg
  3186721 gctcaaggat tttccataaa ctgcgcgggt ccgggttcac gataaaaagc accttggttg
  3186781 aaaagtaggg ggctgaatgg caggaccacg tcaccgttgc ctcaatatcg ccactttccg
  3186841 ttggggtgcc tgaaagcgaa gaggtcgctt gatcgaagat aagaccaatg tcctttgcaa
  3186901 aagacaggtc cagaatttca gctttggccc cgttatcgag tgagatatcg acgtcagagt
  3186961 gaaaaggggt gccgacacgg gcgttggcga tattaatttt tgccttcggc tgagtgtatt
  3187021 gaggggggca gttggctgga ttgggcatac ccacgggaat ctgacccggt ctgagcagtt
  3187081 tggtgcccgc agccgatgag gctgtattgg cgtgctgctc aatcggggaa aacagcatcg
  3187141 cttgccatga ttcttcttcg accggcacct tatggtgtat ttcaatggga ggtaatacgt
  3187201 cagcgggagg attcggttcc agtgttttag cggataatgt ttcagctaat agcagccgct
  3187261 cgttatgctg gtcaggctct tttacgatat tttcctcgct cccaatcact tcatgacttt
  3187321 tctcttccga caaggagacc aacggctgac gatcatcgat tgccgtttca ttgttagcca
  3187381 gagcgagatg ttcagccttg gcgctgacgc tggcgagaag atcattgagc agggagcgga
  3187441 tcgcggtatc ttgcttgagt gccactaact cagtctctgg gagaacaatt ccggcctcgt
  3187501 ccagtagtaa acgcaacacc ttttggtaca catcgtcttg gcgtaaatcg tcttgatgca
  3187561 gattatcgtt aatatccatt agcctctccc ccggataaca tcgaagtcag atccgccccc
  3187621 atccacatta aaggtcagcc ctctatcaca ccacgggcag ataacatcat ccgcgccatt
  3187681 gatacagagc aatttaccgc agttacacat ggcaaatgca ctgccgttgc cgcaatgtgg
  3187741 gcaaccaggt gtgccatgca gttcgctggt attcacctgc tgcgatgaca cagactcatc
  3187801 actccaggca aaataatcct catcaatcgg caggcacccc gcaaggttaa atccgttaat
  3187861 gttgagtttg aaattgagtg aggaaaggtt aaccgctggg cgttcatatt taatgatata
  3187921 gggccgacgg gatttgctac agcggccaat cagtgtgacg cagttttcat cataggctct
  3187981 ggcgacatca tcttttgcta gtttgacgat gtagtcggtt tgattcaaca gtggagggga
  3188041 ttcctcgccc acgctgcggc tgtgtgccga gaccgacgcg gtgatccact taataaactg
  3188101 agtgaaatcg ccctcttggg tatcattgaa cagcaacacg ttctctgtca gttgccggag
  3188161 aatgttcaga tccgcagaag ggccaagccc aatggcgatt aggttcactt tacgggcgta
  3188221 atgcgttttc cagcgcgtta tctcggcggt ggtatcatcc gttggacgcc catcggtcaa
  3188281 caaatagacc acgggtttcc agtcgccttt gcgctcttcc gtggtttttc tgacctgagt
  3188341 atcaatctgg cgggttaact cctgcagagc cgcccccagg ctggttcctc ccccaatggg
  3188401 tagtcgaggt ggataaaatg agacaacctc taccagagga acaatcgttt tagcgacacc
  3188461 ggcaaaggca atgacggaaa tccaggcggt ctcaagcgcg tgaggatcct ttttaaggtc
  3188521 attgatgatc atttgcagac catcgttcat tttcttcaga ttttccccga tcatcgattc
  3188581 tgagcagtcc agaacaaaga aaataggcag tcttctcatg gtacctcgtc aggcttaggt
  3188641 tttttcaatg tgtgccagtt ggctaccgat gcgacaaaaa aataaggcaa agcgccgtga
  3188701 atgggggctt tgcctttaca ttacagtacc aactgaattt ctgggggcgg tggcggtagg
  3188761 ttatcctgcc cggtgttgat acccgcactt gagcttcctg cggcgacgct tgccgaaacc
  3188821 cacttgaaga aacctgaaaa tgcggttgaa tccagcgttt caagcgccac gacctgagag
  3188881 gtcagttgct tgaggtgttc atgtttagcc ttcgcgccga cagcacaggc gataatggag
  3188941 ccgaacgccc gctttttaac ctctttgatt gcctcgccgt aagcgtagac atctgaaggg
  3189001 gtgctgtcag tcatgagaaa caccagagga cgccagtcgc ctttctgatc gccatcagat
  3189061 cgttggatat cgcgatcaac acaatggatc aggcattcaa gtgctgcacc ggtgaatgtg
  3189121 cctcccgcgc tggggacagt aatatcggtg aactggaaat tctccagtgc cgtcaagggg
  3189181 atatactccc gagcttggtt atcgtaagta atgatagaga gatgaacgct ttcaagtgcg
  3189241 taagggtctt gacgcagtgc gctcatcatc gcctgaatgc caacattgac ggcatggatg
  3189301 gattcaccgc gcattgaccc agaggtgtca atcagcaaat aaacgggtag ccttctcata
  3189361 tcagaggtag ttcttaagat gagtgacaaa ggtgtcagaa tcagaaggct caccaatggc
  3189421 attcagtttc cagcctgtac tttcacggac cagttcagca aatagcattg aacactgttg
  3189481 attaaaggcg gggccaccgg agaggttgaa gcgagccatt tcaatattct tggcgtctac
  3189541 ggctctgatg aaggcattct gtaccttgcc aaaatgctgt tgcagcttgc tgccattata
  3189601 aatctgtacg atgaatacaa ttttttcgta tttaggatca agagtattca gcttaacgat
  3189661 aatttgctca tcatcgccat ccccagcgcc cgttctgtta tcgccggtca gccagatttg
  3189721 cccagactta tggcgaaggc tattgaagaa gataatatcg ccattaacca gactgggttt
  3189781 gccattttct acattaccta agtcagtcac tttcccttgg gcgttacaca agaatgcgat
  3189841 gacatcaagg tcatactctt cctctttctt gccaaacagg ctgcccagaa tacctttttt
  3189901 ctcttcgttg atatcccagc caagaccgat ggtgactgag gagagatcat attcattttt
  3189961 acgtaaacta acgccttgtc ctttatgcaa actgactgac atagaatttc cttatttatt
  3190021 tttatagagc aacgttataa gacaacattc acttccggtg gtggtggtgg taaatcatca
  3190081 aggccaataa cctctttttt acctgactca actttctggc ttcccacgga gatactggcc
  3190141 gatacccatt taaagaaggc tttaattgaa ctggagtctg cggtatctaa ctgaagaaca
  3190201 atttcagtga tttcctgtaa gaccttggtt tccaccgcat gtcctgccgc acaggcaact
  3190261 acaacgcccg ttcttgcggc tttaaaatcg ctgaggcctt tacgccaatc atctgtcggc
  3190321 gagccatccg tcatgataaa gaccagtggc cgccagtcac ctttggtatc cgcggtcgtt
  3190381 ttttgaactt cattgccaat acattttgcg gtgagcgaca gtgcgtcacc cagtgcggtg
  3190441 gtgccatttg ccaccaactc aggcaatttg aaattcaaaa ggtcagtcag tggaacagcc
  3190501 tgacgggcag aggaatcaaa ggtaataacg gacacatagg cggtttcaag ggcataagga
  3190561 tcttgtctta gcgtggacaa cagcatttga accccattct tgaccgcctc aataggctcg
  3190621 cctgtcatgg atcccgaggt atcaagcaac aggtaaaccg gtagtcttct catctaattc
  3190681 ccctactata tgtaatggta aaatttttta catcataagc gataaagttt ttacagcata
  3190741 gttgatctgg ttgttatctc aacagaaggg ggagtgggtt aggtatttga atgacggttc
  3190801 tactctcaac agatccctct caaaaacaag ttgagacttt aagtagccta attaaaccaa
  3190861 ttcatactat tggtatttta atcaccacga agagtaaacg aaggctaatt ttattttcac
  3190921 ttaggacact atttaaagta tacgcgggaa tgaactgctc ttatcaatag cctctttaat
  3190981 actgaggcta ttttatcgta aatataatgt tttatctcaa ggcttattgt ctaatttaat
  3191041 ttttttcaat aatatatctt atatctaaga cgtggaatga acgctttact tgggggcgta
  3191101 acttgaactc tgattaaaat caacttactg taataattga gttttattat tattctagtg
  3191161 taaatttcta tatctttatt tgtttttaaa aattgaattt agctaaagtt acttatgtaa
  3191221 tagtttcatt tttatgtttt attcacgtct gtctgtagtg atttttccca tcatatgatt
  3191281 atttttatta actataaaat tattaggaat cacgtcatta tgattatcgt ggcgtaacgt
  3191341 aatgattatg tttatgtacc ccaagctctt ggggaaggga actcctcatg tcgcgttttt
  3191401 attattctat attagtggct ggcgtattat tgaaaatagt ggctattcca gatgccagtt
  3191461 atggcgcgga attagcgccc gttcaacaaa gtattcacca acaggagcgg caacgggcac
  3191521 ttgaagagcg cctggctccg ccgacgccgg atgtgcgctt atctgcgccc tcggcctttt
  3191581 ttagccgtat tatttttccg ctggagacac cctgttttgt tattaatcgg ataaaaatca
  3191641 gtggggccga gccattgccc cgttggttgc cgttgcaacg cattgccgat caagcgcaag
  3191701 gccagtgtct gggggccaag ggcattaacc tgctaatgag ccaaatgcag aaccgtttgg
  3191761 tcgatcacgg ctatgtgact acccgagtgc tggccccaca gcaggattta aacagcggca
  3191821 cgctggcgct aaacgtcgtg cccggcaaaa tacgcggtgt ggaactgacg ccagacagta
  3191881 ataggtatgt cacgttattc agcgcttttc ctgcccgtgc cgggacgctg ttggatttac
  3191941 gcgatatcga acaaggcttg gaaaatctac agcgtgttcc cacggtgcaa gccaatatgg
  3192001 tgttgatccc aggctctgcc cccggtgaga cggatatcat tctgaactgg caacagcgaa
  3192061 aaatgtggcg gctggcagcc tcactggatg attcgggtac ccgcagcact ggccgctatc
  3192121 aagggggggc gacgttgttt ctggataacc cgctttctct gagtgatctt ttttatgtct
  3192181 cagctggtgg cgcactgcaa cgccgtggcg ataaaggcac gaataatctg accggccatt
  3192241 actcattgcc attcggttat tggaccgcag gcatgaccgc cagccgttat gactattacc
  3192301 aggccgttgc gggcctgaat ggcgatatca actaccgagg tgaaagtgag aacgtggcgt
  3192361 tccaactcag ccggttgttg caccgtaatg ccagccagaa aaccaccttt acctacgatg
  3192421 tgctaacccg ttcgtcgaaa aactatatca acgataccga agtggaagta cagcgccgcc
  3192481 gcacctcggc ctggcggatc gggctacaac accgccactt tatctcgcag gcgattttgg
  3192541 atgccggtat cagctatcag cgtggcaccc gctggtttgg tgccataccc gcgcaggaag
  3192601 agtatttcgg cgaagccacc gccctgagca aaattctgcg attgaatgcg caactggata
  3192661 ttccttttgt ggttatggcg caaaacctcc attacaacct gcaatatcag cgccaaagta
  3192721 ccaacacgcc actgacgccg caggatcagt tctccattgg tggccgctgg tcggtgcgtg
  3192781 gttttaatgg tgagcgcacg ctgattgccg atcgcggctg gtgggtgcgc aatgatatcg
  3192841 gctggtatct gccgctaccg gggcatgagc tgtatgtcgg tgtggattac ggcgaagtcg
  3192901 gtggtcgtag tggcgcttat ctgttaggcc gccatttggc gggcagtgcg gtcggggtac
  3192961 gtggcaacgt actgaatacc cgctatgacc tgtttgcggg gaaaccgctc tctaaaccta
  3193021 atggtttcaa aaccgattcg ctggcggtgg gttttaacct gaattggctg tactgatgtg
  3193081 tccgattaac gttaattaac ttaactctct gggatgagcc atgaataaaa acctgtaccg
  3193141 tattgttttt aatcaagcgc gcggcatgtt gatggtggtc gccgatattg cggcctccgg
  3193201 ccgggctgca tcgtcgccat cgtcaggtgt tgggcatact cagcgccgcc gggtcagtgc
  3193261 cttatcacca ttgagttttc gtctgttaat cgccttgggt tgcatctcgt tatccgctca
  3193321 ggccgcaatt gtggcggatg gcagtgcgcc gggtaaccag cagccgacca ttatcagcag
  3193381 cgccaacggc acgcctcagg tcaatatcca aacccccagt agcggcggtg tctcgcgcaa
  3193441 cgcttaccgc cagtttgatg tcgataatcg cggggtgatc ctcaataacg gccgcggtgt
  3193501 caaccagacc cagattgccg gattggttga tggtaatccg tggctggcgc ggggcgaagc
  3193561 cagcgtgatc ctcaacgaag tcaacagtcg cgacccgagt cagctcaacg gctatatcga
  3193621 agtggccgga cgtaaagcgc aggtggtgat cgctaacccc gcaggcatta cctgcgaggg
  3193681 ctgtggtttt atcaacgcca accgcgcaac cctcaccacc ggtcaggcgc agctcaataa
  3193741 cggccaactc actggctacg atgttgaacg gggtgaaatt gttattcagg gaaagggcct
  3193801 ggacagccgt ggtcaggatc ataccgatct gatcgcccgt tccgttaaag taaatgcggg
  3193861 catctgggcc aatgaactga atatcactac cgggcgcaat caggttgatg ccgcacacca
  3193921 gaatatcaat accaacgccg ccgatggccg ccatcgtcct gccgtggcgg tcgatgtggc
  3193981 taatttgggg gggatgtacg ccggtaaaat ccgcctaatc ggtactgaaa ccggtgttgg
  3194041 cgtgcacaat gcgggcgaga taggggcttc tgcaggtgat atcgtgatta cggccgacgg
  3194101 tatgctggtg aaccgcggcc agatcagcag tgctcaacaa ctggcggtga ataccccctc
  3194161 aggcatagag aatagcggtg tgctctatgg gaagggcaat acccaactga ccacagcggg
  3194221 taaactgagc aacagtggca cggtcgcggc ggcgggtgac accttgatcc gcgcggcaga
  3194281 ggttaacagc agccgtaatt ctgttttggg tgctggcatt aaatccgata acagtgccat
  3194341 tacccgtggc acccttgata ttaaagcccg tgggcagcta accgcccaag ggaaaaatat
  3194401 tagcggcacg gcgcagacat ttaatgcgaa ccgtattgat ctcagcggta gccaaactca
  3194461 gagcggtgat ctgacgttca ccaccgaagg tggcgacatc gatttgacag gggctaacct
  3194521 gttcgccaat cgtcgtctgt ctgtttcgac cccttctttg ctacgcaccg ataaagctaa
  3194581 cttgttcgcg gagcaaatcg cgctcgacgc acaagcgctc gccaatgtgg gtggcgtgat
  3194641 aacgcaaact gggctgaccg acttcaactt gaatctaccg ggtgatattg ataaccgtga
  3194701 tggcactctc ctcacccgcg gcaacttttt gctgcaagct gaacacttga ccagtaatag
  3194761 ccagagttta ctgggtgctg gcatacagag tgatggcaaa ctggctccgc gtggtgatct
  3194821 caatgtcact acgcggcacg ccttgattgc tcaagggaaa acgctaaccg caggcactct
  3194881 ggcactctcc ggcagccggc ttgatcttac tgatagcctg acacaagcca agtatatgcg
  3194941 gctgacagcc acagaaggcg atattgcgtt aaccggtgcc acggtgatgg cggctaacac
  3195001 gttgtttgcg gatacccgcc agatcctgcg cagtgataag gcttacctca ccgctgatca
  3195061 aatcaatctc accgcctatt ccctctctaa cgttgagggg cgggtcgtcc aaaaaggcag
  3195121 cggtgatttt aggctggatc tccccggcta tctggacaat cggggcggtg tgctgctcac
  3195181 caaaggcaat ctggcactgc aagccgaacg cctgaccagc aatagccaga gtttgcttgg
  3195241 cgcaggcata caagccgatg gcagtaaggc cagcaaaggg gatttacagg ccaataccac
  3195301 gcaagcattg attgctcagg ggcagaatgt cgctgcgggc accatgacat tatccgggag
  3195361 ccgcgtcgac ctcactggca gccagacgca cgccagcaat atcacgatca ccgcccgtga
  3195421 cggtgatgtt acgacccgcg aggcgacctt gatcaccccc ggcactctct cgatgactgc
  3195481 ggtagccaac cctgaacaaa ccctgaataa ccgcggcggg aaattacatg ccgataatat
  3195541 ccaactcaat ctggccaaac tggagaacag caacggggaa attgcggcag cgaccgacct
  3195601 gtggctacgt ctacaaagcg atttcattca tcaggcaggc gcgcgtttaa cggcagggcg
  3195661 tgatctgctc tttaacagcc gtggcgcatt gattaaccag tataaactgg aagccgggcg
  3195721 ggatatgcag ctcaccgcgc tcagtatccg caataccagt gctgatcgta atactaatgc
  3195781 tgataatagc agcctgctgg ccgggcgagg cttgtcactg agcaccgata gcctgtttaa
  3195841 ccgtggggct atctatacca ccggtgtcgg gcaatttacc gtcaacggca atacagagaa
  3195901 catcggtgaa atttacaccg aacagcaact gaccttcacc gccaccggca atctggctaa
  3195961 ccgtggcgtg atgcaaactc gcggagagat gcagctatcg gctcagggtg acgtcaataa
  3196021 cagcggcatg ctgtacagcg caggtgacca gatgcggctg tccatcgccg gtaacctgac
  3196081 caacgagggc aagctgcacg tcgccaacgg ggaaatgcgc ctattgaccg agggtaatct
  3196141 ggataaccgc ggtagccttt atggcgcagg aaacagcgac atcaccacgc aggggaatgc
  3196201 cgttaacact ggctcggttt atacccaggg cgcgctacag tggctgacaa agggcagtgt
  3196261 acgcaacagc gcttccatcg ccgcacttgg ggatctccaa ctgcgggcta acgacttact
  3196321 tagcgacaat caatccctga tggcggcggg attgaaggcc gacggtagcc ggagcgacag
  3196381 cggtaatctg gcggtcagca cagagcaagc cttgatagcg caagggcaaa atattgccgc
  3196441 agggtcgctg gcattggcgg gtagccagat tgatctcacc ggcagccaga ctcaggccaa
  3196501 cgccatcagc ctcacggcaa aatcgggtga tatcacatta acgagcgccg tgattaaagc
  3196561 cgccactcag ctattagtga cccagctagc cgcgacacga tcatcattta taccgccatc
  3196621 atctatacct ccatcctcaa cacaatcatc atcaacacaa gcatcggcca gtcccagcgc
  3196681 ctggctgcgt accgataagg cgagtttgat agccgatcag ctcacgttcg atgtgcaagc
  3196741 gctctccaat ctcggcggtg taatcgcgca aacgggggcc accgatttca acctgaatct
  3196801 accgggttat ttagataacc gtggtggcac aatcctctcc aaaggcaacg tggccataca
  3196861 ggcgcagggc cttgatagcg acagcggtag cctgttaggc gcgggtgtgc aaagtgatgg
  3196921 caagctgacg aacgccggtg atctggcggt gacggtccgt caggacttaa tcgcgcacgg
  3196981 gcaaagcctt gccgccggtg ccatgacgtt aaccggcagc ggggttgatc tcactggcag
  3197041 ccagacgcaa gcccgcggga taaccatcac agccaacaag ggggatgtca gcacccagcg
  3197101 cgccaatatt ctttcccttg gctcgctggc tatcaatgcg ggcgcaaatg cagggcaaac
  3197161 cctcaataac caaggcggct cacttcaggc gaataacatc gcgttaaatc ttggccaact
  3197221 ggataaccgc acaggcaaga tagcggccag tcaggatctg gtactggggt tacagagtga
  3197281 cttcaacatt ctggccgact ctacccttca ggccgggcgt gatttctcct ttaccaccca
  3197341 cggcgcttta accaatgacg ggcagttgtt ggcggggcgc aaactgagca cccgttcgaa
  3197401 cagtttactg aataacggca atatccgtgc ggtgcaagcc gatctccgtg catctggcgc
  3197461 actgactaat cgcggggaaa tattaacccg tggtgggctc agtactgatg ccaacacctt
  3197521 gtttaatagc ggcaccctca tcggtgccac cgccacgctt aacgcgcggg aacgcatcac
  3197581 taactcgggt cctaacgccc tgatcggtgc aacggataaa aacggcacac tagcgctgtt
  3197641 ggcaccggta attgaaaaca gtgataccgt cacgcgcacc gataccgcac cgaccaccac
  3197701 cctgttaggc atgggcaagg ttattctggc tggtgggcaa gataatagtg gcaattactc
  3197761 gtctgcggcc caggtgctca acctttccgg cctgattgaa tccggaaacg atctgctggt
  3197821 ttacgccaaa acgctgacca atcgccgtca gattttaacg gccacgacag actttatcgt
  3197881 gggtgacacc gagacggggg cggcttactg gacggcagaa aaccccgata ttccgggggg
  3197941 gcgttatact caaccccctg ccggtggtcc aatgaacagt gattatatcg gcacgaacta
  3198001 cacctcgact gttgcctata accgcatcga tcaaatcagc ccggaagcgc aattgctcgc
  3198061 gggtggcaat ttgacgcttc aggtgggcac gctggaaaac aactggagta aagtgagtgc
  3198121 gcaaggcgtg atcgatctta cgggggtcac gctgcaacaa gatgactggg ggagccaaca
  3198181 acgtctggtt gagcagacca cctccagcgg tgagtatcgc taccgtacct ataaaggtaa
  3198241 gttgtggggc atcgcctggg ggccggaaat gaagctgcgc ctgaacaacc aatatgcctc
  3198301 gagcatcacg gccaaaaccc tgactggcag cggcacggtg attaacaata cggtgataaa
  3198361 caatggggca gcacccggcg cgattgtcgc cccacgtgat cgcgacagca cgggcaagaa
  3198421 tatcgccgtc gagttcaacg ggatcgccct gacgctcccg cgcagcgggc tgtatcagct
  3198481 caagaccgat aaaggtgact atgcccccgg cccggaagcg gcgttatctc tcgcgaatat
  3198541 cagcccccct tcctctctcg atgccacggg ccagcgtggg gttcctcccc cgtctgacga
  3198601 tctcaaccga accggccttg ttaccccaga tcgggcggtc agcggcggct atctggtgga
  3198661 gacccatccg gcgtttgcca gcctgaataa ctggaaaggg tcggacctct atttgcagca
  3198721 actgagcagc gatccttcgg tgatacacaa acggctgggg gataacgctt atgaacagcg
  3198781 gctgttacgg gatcaggtgc tggcgttgac ggggagaacg gtggccagtg attaccgtag
  3198841 cgaacaggcg cagttcgagc agctctttgc cgccggcgtc cagtacagca aagcgttcaa
  3198901 tctggcaccg ggtacgcgcc tcagtgcgga gcagatggca accttaaccg gcaatatcgt
  3198961 gctgatggag aaccgtgacg tcgccgggca aaccgtatta gtccccgtgg tctatctggc
  3199021 gggggttaaa ccgggcgatc tacgtgctaa cggggcattg attgcggcgg agaatatcag
  3199081 cctgaccgag gtacaggggt tcgccaatgc gggggcgatc agcgccagta ataacctgca
  3199141 aatcagcatg gcgaaagaca tcaccctgaa caaccgttgc ggcttgcttc aggcgggtaa
  3199201 tcacctgcaa ctcagcacgc tgaacagcga tattgacctg accagcgcgc gactcaatgc
  3199261 cactaacctg caactggaca gcggccgcga tgtgatcctg cgtaccgcca gtgatcagta
  3199321 cagcagcggt aacggtgcgg tgcagcggac acaaacgatc ctcgggccgc tggcgagcct
  3199381 caatatcagt aataacgcgg tgatcacagc ccaacgcgat tttatccagc agggcgcggg
  3199441 catcaatatt ggcaaggatc tccaggtgaa caccggtggc gactggcttc tcagcacggt
  3199501 gcaacgtagc gaccagatca gtgcgcagta tggcggcggc agtgcgacca gtggctctct
  3199561 ccgccatctg ggcagcgagg tgaaggtcgg tggtgcgcta agcgccaacg tagacaattt
  3199621 gaccgccgtg ggggcgcggg tgaatgccgg taccatcgat gtgcgggcgc agaatatcac
  3199681 tctcagcgcg gccactgaca gcctgtctgt taccggtgga tcctcgagca aacgccatac
  3199741 cagctcggtc aatctctatg atgaaacgct cctcggcagc cagttgaacg ccacgggcga
  3199801 tatcaatttg cagacagtaa acgatatcac cctcagtgcc agcgcggtgc aaacggatgg
  3199861 cgcgttgaaa ctagcggcgg gtggcgatgt cactctcacc tcccagaccg aacagcatga
  3199921 cgagcagcgc aatcataccg ggactaaaaa agggctgctc tccagcacca ccacccgcag
  3199981 cgaagagggc cggagccaga cgctggcggt gggttcgatg ctctcggcgg gttccattga
  3200041 tgtcagtagc caaaatatcg cggtcgcggg cagcagcgtg gtggccgata aggatattcg
  3200101 cctgcgtgcg caggaaaacc tgaccgtgag caccgcgcag cagagcgaga gcgggtctca
  3200161 gctattcgag cagaaaaaat ccggcctgat gagcaccggc ggtatcggtg tctttatcgg
  3200221 gacttcccgg cagaaaacca ccgaccagac ccaaacggtg agccatgttg gcagcacggt
  3200281 gggcagcctg acgggcaatg tgcgtctcga ggcgggcaat cagttaaccc ttcacggcag
  3200341 cgacgtggtg gcgggtaaag acctcgccct gacaggggcg gatgtcgcga tcagcgccgc
  3200401 agaaaatagc cgttctcaac agtatactgc cgagagtaaa cagcgtggcc tgacggtggc
  3200461 gctgtccgga ccggtcggca gtgccgtcaa tacggcggtc accaccgcca aagcggcccg
  3200521 agaagaaaac accggccggc tggcgggatt acaaggggtt aaagcggcgc tgtcgggggt
  3200581 gcaagcggtg caggccgggc aactggtgca ggcccaggga ggcggtatca ctgagatggt
  3200641 gggcgtcagt gtgtcgttag gctcacagaa atcgtcctcg cagcaacagc aggaacagac
  3200701 ccaggtgagc ggttcggccc tgacggcggg taataacctg agcatcaagg cctccggtag
  3200761 cgatattctg atcgctggca gccagcttaa ggccgggggc gatacccggc ttgatgcggc
  3200821 gcgtgacgtg cagttactcg gcgcggccaa taggcaaaaa accgacggta gcaacagcag
  3200881 ccgtggcggt agcgttggcg tcagtgtggg gggcagcggt ctgagcgtct ttgccaatgc
  3200941 caacaagggg cagggcaatg agcgcggtga cggcactttc tggacggaaa ccaccgtcga
  3201001 cagtggcgga atgttctcgt tgcgcagcgg tcgcgatacg gcactgaccg gcgcgcaggt
  3201061 cagcgctgaa acggtcaagg ccgatgtggg gcgtaatctt actctgcaaa gccagcagga
  3201121 ccgcgataat tatgatgcga agcagagccg tgccagcggc ggtatcagtg tcccggtggc
  3201181 ggggggcggt gccgcggtca acctgagcat gagccgtgac aggttatcca gtcagtatga
  3201241 ctcggtgcag gcgcagacgg gtatttttgc cggttctggc ggtgttgata tccgggtggg
  3201301 tgagcacacc cagttggatg gcgcggtgat tgccagcacg gcggcagccg ataaaaacac
  3201361 gctggatacc ggcacactgg gcttcagtga tatcaaaaat aaagcggtat tcacggtgga
  3201421 gcatcagggc ggcagcctga gcaccggtgg cccggtgggg tcagacctgc tgagtaatct
  3201481 gggcggtatg gtgctcgcgg ggctgggcaa tggcggatat gccgaaggca ccacgcaggc
  3201541 ggcagtgagt gagggcacga ttaccgttcg cgacacggag aatcaacagc agaatgttga
  3201601 tgacctgagc cgggacaccg ggaatgccaa cggcagtatc gggccgattt ttgataaaga
  3201661 gaaagagcag aaccggctga aagaagtgca gctgattggc gagataggcg gtcaggcgtt
  3201721 agatattgcc tccacgcagg gcaagataat tgccactcac gcggcaaacg acaagatgaa
  3201781 ggcggtgaag ccggaagata tcgccgcggc ggaaaaacag tgggagaaag cccatccggg
  3201841 caaggcggcc acggcagagg acatcaacca gcagatttac cagacggcat ataatcaggc
  3201901 atttaacgag tcaggatttg ggacaggcgg cccggtgcaa cgcgggatgc aggcggcgac
  3201961 agccgccgtg caggggctgg ctggcgggaa tatgggtgcg gccctgacgg gtgccagtgc
  3202021 gccgtatctg gcgggggtga ttaagcaaag tacaggcgat aatccggcgg ctaacacaat
  3202081 ggcacacgcc gtattgggcg cggtgacggc ctatgccagc ggcaacaatg cgctggcggg
  3202141 tgcggctggc gcggccacgg cggagttgat ggcccccacg attatcagcg cgctggggtg
  3202201 ggataagaac acactcactg aaggtcagaa acaggctgtc agcgcactga gtacattagc
  3202261 cgccgggctg gccggtggtt tgacaggtga cagcacagcg gatgcgctag ccggggggca
  3202321 ggcggggaaa aatgcggtag agaataactt gctgggtggt aatgaattca cacataccca
  3202381 attcgttcaa aagcatggtg ctgatgtttt gtcctgtgca gataacccat caaatgctgc
  3202441 ttgccagcga gggatcgcag aaaataaagc gtatatagca gcactggcta caggcagtgt
  3202501 agctctatta cccggaagtt cgcaggcaat gtgggcactt ggtgctggaa caaatgccgg
  3202561 gatgcagtat gcagataacg gtaaaataaa tccggttaac tcagtggcag caggctggat
  3202621 aaatgtgata accatggggc agggctggaa aggtacaata gcctggaatg cggcaggtgg
  3202681 agcattaatc aatgctataa acggtggcga tcctcttact ggggcgataa caaatggaac
  3202741 aggggctggg tttggatatg gagttggaaa ctatgtggtg aaacctgctg ccaatacact
  3202801 tggtaagtgg ataaccggtg gctggaatcc taaattcgat cctaatttac tgaaatatgc
  3202861 tgaagttaaa ggtcagttag gtatttccaa ggaaatgttg ccgagcaaga tccctagtgc
  3202921 tgtggggaat gcaggtggta gtttatcatc tgagtttgga agctccctca tccaacaaaa
  3202981 gaaagatgca atggaggaca gtaaatgaag aacctccttt atgtagtttt attaatggct
  3203041 gtatgtatat taggtttatt gatcgtcggt acaatttttt atcttttcct tgaagtattt
  3203101 atgtactttt atgtaaatgc tccaatatca cttgaatctt ttcagttcac cagactgtta
  3203161 aaaatgagta tttatggggg ggggatctta ggcttgggta ttggtttgtt acgtattttt
  3203221 aaaattaagg gattttaaat tgttgtggag aataaacagc ggggatcaca ctggcgctag
  3203281 ctgacccggt cggcagagtg tgaatttcgg caaagaatac ggcctgagtt tattcgtcag
  3203341 cagcaataaa tcccaaggca atgaccgcgg cgatggtacc ttctggacgg aaacgcagct
  3203401 caacagcggc ggcacattat cgctaaaaag tggccgcgac ctgctgtaaa gccaaccaga
  3203461 ccgcgacgcc tatcattgga agcaaaggag catcaacggc ggcatgagca tggtggtggt
  3203521 cggcagcggc ggctctgcga atctgagcat gagccgcgat caactgcgca gcaacttcga
  3203581 tagcgtgcag gaacagaccg agaaaaatgc ggtagagaat aactttttat cagcaacaaa
  3203641 aaatgaaaag ctaatgaaag cacttaatga ccaaaaggaa gataaaaccc ttgcctgcta
  3203701 tacaaggaaa aattgctccc gctttcggtg aaccaggtgg tggtattcaa atattaccta
  3203761 acatgcaaga acgagtgaat gtggaatggc ttttaaagaa taattatatt cgtgaggttc
  3203821 gctgatatgt tacttagtat tgctgaaata caaaaaaaag ttgatgagat ggctttacga
  3203881 gctggtctcc caagacattc agttaatctt tgtaccgaac ctattggtga aggcactcca
  3203941 tatattacat ttgaaaacaa tatgtataat tatatttatt cagaaagagg ttatgaattt
  3204001 tcgcggaggg ttactaagtc gttagatgag ttactttatt ggatcatgtc agagctcgct
  3204061 cataaggcag cattccaata tgagttagat cacagggtgg aaggcagaga tggacggcgc
  3204121 atcgcttttc caaaatttat tgaattaatg gcgaatatga attcagcatg ggaatcagaa
  3204181 gcgcgacatg aaattcaaaa aattctggct gaatcgcctt acgacgatag tctttataca
  3204241 taaaagctca tgaatcccgg ccctgcctga atagggtgcg ccgtacctat aaaggtaagt
  3204301 tgtggggcat cgcctggggg ccggaaatga agctgcgccc gaacaaccaa tatgcctcga
  3204361 gcatcactgc caaaaccctg actggcagcg gcacggtgat aaacaatacg gtgataaaca
  3204421 atgggacagc acccggtgcg attgtcgccc cacgtgatcg cgacagcacg ggcaagaata
  3204481 tcgccgtcga gttcaacggg atcgccctga cgctcccgcg cagcgggctg tatcagctca
  3204541 agaccgataa aggtgactat gcccccggcc cggaagcggc gttatctctc gcgaatatca
  3204601 gccccccttc ctctctcgat gccacgggcc agcgtggggt tcctcccccg tctgacgatc
  3204661 tcaaccgaac cggccttgtt accccagatc gggcggtcag cggcggctat ctggtggaga
  3204721 cccatccggc gtttgccagc ctgaataact ggaaagggtc ggacctctat ttgcagcaac
  3204781 tgagcagcga tccttcggtg atacacaaac ggctggggga taacgcttat gaacagcggc
  3204841 tgttacggga tcaggtgctg gcgttgacgg ggagaacggt ggccagtgat taccgtagcg
  3204901 aacaggcgca gttcgagcag ctctttgccg ccggggtcca gtacagaaaa gcgttcaatt
  3204961 tggcaccggg tacgcgcctc agtgcggagc agatggcaac cttaaccggc aatatcgtgc
  3205021 tgatggagtg acgtcgccgg gcaaaccgta ttagtccccg tgatctaagc gccaacgtag
  3205081 acaatctgac cgccgtgggg gcgcgggtga atgccggtac catcgatgtg caggcgcaga
  3205141 atattactct cagcgcggcc accgacagcc tgtctgttac cggtggatcc tcaagcaagc
  3205201 gccataccgc ggcgctgaac ctctattgta ctcctcccaa atttcgtctt gccgcttaat
  3205261 agagttctct gactaaaaat ccagactata aaattaatgg tgaagtgttc aataatatcg
  3205321 atcctaaaac aaactcagtt cgtaatattt atgaccgaga ttgagagaac gtgaataacg
  3205381 gtcaaacaaa gaatgttgtt atcaacttgg cagatacaaa agcaagctcc cgccgctgca
  3205441 ttcggagtac agcggtagga atgctgtcag cggcctaaga tgctgaactg catgttatac
  3205501 gacagcatct taacgcaact gcccctctag aacgcccagc ccagatttgc ccagccggtg
  3205561 aaatcctgac gatcactatt gaccatgccc gatagctgta ggctggcaga cacaccgtta
  3205621 tcgcttacca gtgccatccc cagatcgaag gttccttgag tggttttatc cttggtgctt
  3205681 acgccaacta ccggcgaatt agggatactc tgatcgatgg tgatctcatc gccatacaac
  3205741 atttgctgga atccgacatt aaagaacggc ttaagcagtg tctcgttggt cagtggatag
  3205801 cgaccatcga gacgtactcc agcatggaga gcgactgcat ggtcgctgta gctgctatag
  3205861 cgggtgtcga taagatcata gtttttgtta ttggatgaga cagtatagcc atcgcgttgc
  3205921 tgccagatat gcgtcagccc gaccatcggt gtcatggcat agttgcgatt caactgccag
  3205981 ctattaccca cggagacatc ggtgtagagg ccactgctat catagctgcc gctctggctg
  3206041 cccacgccgt agtaggtatt gctgtcactg taatcggtgt cactgctgaa ccacgtactg
  3206101 gtcgctgcaa taaacagact ctcagagagc ttcattccgc cctgaacccc cagcatcagc
  3206161 gtattaatct cctccttacg ccctacagag gtaccattaa aatcggtgct ggcactctca
  3206221 taaccgccgt gccagccaag ctggaaatcg ccaaaatgtt ggttctgacc gagcaatacc
  3206281 ccatagcgct gaccgctgta accggaggtc actggatcac gacggtactc accagcataa
  3206341 ggtgtgataa agacgcagct atcggcactc tccaacttct ggttacaacc ggcgttactt
  3206401 accagctgac tatgcagttg cgaggagatg atattggatg cctgctccat ggaagaacgc
  3206461 tgtgccaatg cggagactcc ggcatgagag acatccggtg catacaccag tgcagcagat
  3206521 cccaacgaac tactgctgct accgctgtga atcaccttga tatcaggcgt aataccgtac
  3206581 aaccccgcaa tagaaccccc caccgtactc tgctggccgg aggtggtatc gtaagccaga
  3206641 ttgtccaagc tgtactcttt accataggcg aaaccttcac tggcctgccc agccatcagc
  3206701 accagatcgg ccccttgcgt accgttaccc agcacgatcg aaccgccatt actgaccgcc
  3206761 cacggtgtct cattgcccaa ggcgagtgta tagcgttcaa tattaactac cgaaccgtcg
  3206821 gccatcactt cataggcttg ctgttggctt ccgccggtgg ctgtcgccaa aattctgccg
  3206881 ctggagttga tcgtggcact gccgttgagc acatgaatac cataggcgga tgcaccgccc
  3206941 tgcgcactct cgctaaatgc atcaacgatc agtgtcccgt tgttgtagat gtagacccct
  3207001 tcgccctcgg tactgatcgc gcttgcggtc gcattgttac cgctggccgt gactgacaac
  3207061 gagccattgt tgctcatcag atgagtgggg ttagcggggt tccatggatc gggatcgacg
  3207121 cttgggttgg cagagagggt atgcaggccg gttgcccgtg catcgccagc actggcatga
  3207181 gcactgacat ccagacggcc attgttgacc acgccattac cggcattggt atagataccg
  3207241 ctggcaaagg cgtcctgctc ggccgtggca ctcacctgca tcacaccctc gttgctcaac
  3207301 atcatgtggt caccgtagtg atccccggcg gcatcggaaa aggccaggcc agcctggata
  3207361 ccatagacct ctgcactgcc gtgtaggctg ttgctcgtgg cacggatgct accctgatta
  3207421 cgcagagtgg accaataggc atccgttgcc tgcaacccgc tggcaacagc atgttgatcc
  3207481 tgactgctgg cactcacggt gatcgagccc tgagcctgat tagtaaaggt gccggaggtg
  3207541 accagtacgc cattcgcctg agcgtcacct tgagtgggtt caacccgcag cgacagtgcg
  3207601 cctgcgttgg tcgcatccac tgcttgccct tctgcgttgg cggtcagatc tgccaatgaa
  3207661 aagttattga cctctggtgc ggcgatcaca gtatgatcgc ccgtgttatg cggttgctga
  3207721 gcgaagtgga gggtctgatc ggcatagcta ttaccgctaa tcagtaaagc aacagcaacg
  3207781 gcggataaac gccagatctt atggttattc ataggtcatt ccctaaatat tagcccaata
  3207841 ttttttatcg ttagtaaaag gatgtggacg cttagaaatt aaggataaag ccgactttgg
  3207901 cgaaaatatc ttctttatcg ccccacgacc attcattacc ccgatgctgt ttttgatcct
  3207961 tatattgcag gtcggccata aaggatatcg tcgggttgaa ggggatttcg gtatataaac
  3208021 cgtaattgtt gtagttataa ccactgccgt catgagtacg aataccaccg atctcccagc
  3208081 gcagttccag ataggtactg ttggcgaagc gatactgtat caacgggcga attgccgtct
  3208141 cgcgccagcg atagtcgtta tcttcagcgt ggtaataggc ttttgcgcca atgttaaagt
  3208201 tatcggtaac gcggtagaga tacagtggtt cggtttcgat ataagcgccg cggtcagttc
  3208261 tgtctatcca gcccaactcg gcattgagat gcaggaaatt acggccaaat cccagattga
  3208321 tctcagggcg aatatggtac atctgctttt ctggcgcatc tttggcatca gtaaaacgct
  3208381 cgtaacccaa ttcggcaccg taactcaaat tctcgttaac ccagttgata tatttcggca
  3208441 gcaactgaat ttccataaaa gagtcacggc gcgatttatc ggagccggca aatgcattat
  3208501 tacgtgggcc gtcgtaaatc gtggtctcac gtagcacata acccatgcta aaactgtcgg
  3208561 taatcttggt cgaaccgtca gcgaatacca gtgtgctata cagttgcgcc gggtgattgg
  3208621 agaacttgat attttcatac tcatacccgg taaagacgcg ggttcttttc ggcgcggaat
  3208681 cgttcactgt ccggtcatcg tcgataaata taatatcgcc gaagtctctg gaaacgccga
  3208741 acaaatcgag gttggagttc ttgatggtcg gcgcatcacc gccactgagc agcgggagct
  3208801 cctgagcatc ggctgccagc aacgtgccag gggtgatcaa cagcgccgac agtaacaatc
  3208861 tcttcatgcc tgtaatcctt attctatcat cgcgaaatgg ggggcaatgc catcctctgc
  3208921 tctggtgaac cgagaggtgg tattagggta attgggtgtc ggtagtcatc agtgcagaga
  3208981 agagctggag agaccatcca atggtttgta attattggga acgtaggact gatacatctc
  3209041 ttttagcaat tccatatcgc ccttgctttg taggtatttt tcaacatcgg cattgatctc
  3209101 tttcgccaga aaagcaccaa caaacatgcc gacatcaagg gaaaggatat tttttgagat
  3209161 cttgccgctg ctatcgacag cgtcatacca gccatacggg gattcgatat tcggataagc
  3209221 ctgtttcagt ttctttaatg cgctgatcgc tccggcagga tcgacgatat aggagagcgc
  3209281 tattgcgtgc ggcgtaccgg tatagccatc atcgatctta ttcttgaagc gaactttgct
  3209341 ctcggaaagc tgtggcacac cgaaggcgtg gtaagcgtta tccgtggtag cggaggaaga
  3209401 aaccattgga atgccatgct tgctggcata gactttttga ataaaggtgt gatcctcgac
  3209461 aatgccgtag ttaggcatca gttcacgctc attcagccat atttgcggca tcatcatctg
  3209521 gaaataagcg ccatcccagg tcagcagcgg gttgtattgc ttgccgttta tttcatagcg
  3209581 ttgggtgtag agctccattt tactgaacgc gctaaccggt aatgctttgg ctcccatatc
  3209641 tttagtcgcc agcaccgccc aggccaccgc cgcacggctt tcattgccct tgcgatcaac
  3209701 gaagtagccc agtgacgcat tgttttttgt cgaccaacca gaggagagca gacctttatt
  3209761 ttcatcgtac agggcggccc agcctggttt ctgtccgtcc agtatcgcct caatgcgttg
  3209821 cacgatctct tgcttgtccg catcgctcga atctagaaat gcacccgcaa cccccgccag
  3209881 tgcgaacgag agattaccgt tatccaccgc aggtacgatt tcatcgggat tggtcaccag
  3209941 cttgccgtcg cggatatcat agggccagta aaataacccg ttccatttgg gggcctgctc
  3210001 caaggtggtt aatgtctctt taattcgttg taacgcctgc aggttaccgg cttttaccga
  3210061 ctcggttaat atattgagat acaaccccac ctcggtggtg ttggtataat aacctttaac
  3210121 aatttcagta ccttcaatac ggatcgtatc gtaaggcact ttggccttct catcgacacc
  3210181 aacaccgtca cgatagaaat cgaggttatt ctgaaattcg gattcaaatc cctttggata
  3210241 aagatgctca gaaactttta attgatcaat cacgacgctc tgggcgaaca agccgccgtt
  3210301 aaccgtgagt aatatagcgg cgaggacaat ttttctttta ttaatcatgt aaatatgcct
  3210361 tataagcctg actttaggtt aaaaaccatt caatagaaac gtttctataa tctgcgtaat
  3210421 aaacaacgtg agtcaaccgc attaacagag atttattgaa aagtgtgaca tacaaaacat
  3210481 tttattacat ttagtgataa ctttatggcg atcccaatat aactgcatgt tttttcttga
  3210541 attaagaatg aagtgatgtc aaaacgtgat agagatctcg taacggaatg tcagtatgtc
  3210601 gcgcgatatt gacagtggcc catggcaaac tctaatctag tgaaacgttt ctattgggcg
  3210661 gtgagagtgg gtgatgacag gagtgatgtt acataacgtc aataaaatat atccaaacgg
  3210721 catgcaggtt ctgcatgata ttaatttgga tattaaagac ggtgaattca tggtgatcgt
  3210781 tggcccctct ggctgcgcaa aatcaacgat gttgcgcatg attgctggcc ttgaagaaat
  3210841 atccagcggt gagctcacta tcgcggacag aaaatgtaat gacgtgcagc ctaaagatcg
  3210901 cggcattgcc atggtatttc aaaactatgc cctctatccg catatgaccg tgtacgaaaa
  3210961 tatggcgttt ggcctgaagg tggcgaagaa gaccaaagct gaaatcgctc agcgagtcaa
  3211021 tgaggccgcc gagttactgg aaatcacgga tctgctgcag cgcaagccga aagagatgtc
  3211081 aggcggccag tgccaacgtg tggcgttagg tcgggccatg gtcagaaaac ctgcggtatt
  3211141 tttattcgat gaacccctgt ccaacctaga tgccaagctg cgcgtctcca tgcgcctgcg
  3211201 tatcagtaag ttgcatcaac aactacgcga atcgggtaga ccggccacga tgatttacgt
  3211261 cactcacgat caggttgagg cgatgaccat gggtgaacgc gtctgtatcc tgcgcaaggg
  3211321 gaagatcatg caggttgacc ggccaatgaa cgtctatcgc catccgctca ataaatttgt
  3211381 tgcggagttt gtggggtcgc cagccatgaa catgtttagc ggtcgcatag aggaatacca
  3211441 agagcaattg gttattcgct gtggcgaata tcgctttcca ctgccggcgg ataaagtcgc
  3211501 taagagtcgg tcttatctgg gccgggagat cgattttggg atcaggcctg aggatatcag
  3211561 catcagtcgc gcagacgtag ccaatgcgct aactgccacg gttatcagag tcgatgcgat
  3211621 gggttccgat gagtttatct actttaactt gatggggcag caggctatct gtaaacggcc
  3211681 taatcctgaa gatgaaatcc aaatcaatga gacctgccat ttctctttta atctggataa
  3211741 gtgccatctt ttcgataaag aaagcgaaaa aaatattctc tatatctaat taattttaag
  3211801 ttgcaggtga gttaaatccc gcagcttgaa ggaattcgga tatatattta attatcttca
  3211861 gggcaagtta aatgataacc aagtcaatca ccaacgtcgt acacagcgca cagggcggcg
  3211921 tactgcagtt taatttcatg cagggcaaca tgttgaaaaa catgctggcc ggcgacatca
  3211981 tgctcaacct gtttgacacc ccaaggctgg atatggcgat tgccaatatc ttcctgcgcc
  3212041 agttggacga tagcggtatt gtgcgggtta ccccactgtt gtttcacaat gaccaactcg
  3212101 tcacctataa gaacgcgcag gatgaaatca tctggcagac cacggctcca gacttcactg
  3212161 cctttgtgac tctctccttt agccatgagc aggaagagac ttactactac agtgtgcggg
  3212221 ttgaaaatca cagcgcgcag gcgctacgct atgatctgat ctacggtcag gatctctcac
  3212281 tgtccgatgc cggtgcgacc aagaccaatg aatcctactg cagtcagtat ctggatcata
  3212341 aggtcttctc gctggataag tatggctata ccgtatcctc tcggcaaaac ctaccacaga
  3212401 gcaccggtaa tcccctgcta caactcggta gcttctcacc cgcagtaggt ttctctaccg
  3212461 atggttacca gttctttgcc aagcagtaca agtttagcca cttgcccacc atcgtcactg
  3212521 aaccatcgct ggagaaccgg aactaccagt atgaaatggc ctatgtcgct ctacagctac
  3212581 agccagtcac gctgtccgcg ggtgacagcg cagacagcgt attttacggt ttctatctca
  3212641 gccaccagcc agaggccaat attgcacagg cctttgatgt cgcgcggatc cgggctaact
  3212701 atcgccagcc acagcgagaa cccgctaccg agcaggcatc cccaactcag cagggctatg
  3212761 atcagcggcc actgtcggga gacaagctaa cggcagaaga gatcgaacaa ctgtttgacg
  3212821 gtgaaaaaca gtttgttgag cagttggacg gtgaactgct atcgtttttc tatcaggagg
  3212881 ctaactacgt cacgttggca gaaaaagagc gccatctgga gcgaccgacc ggccatatta
  3212941 tttcctctgg caataatatc gacttcacta atcccatcat gaattctacc cactatatct
  3213001 atggggtatt caactcgcat ctgacgctgg gtaacacctc ctttaataag ctgttgggcg
  3213061 tcaatcgtaa tatgctcaat cagttcaaga gcagtggtca gcgcattctg gtacagatcg
  3213121 gcggcgaata tcgcattctg gcgatgccct ctgcatatga agtgggtgcc aacttctctc
  3213181 gctggatata caagctggcc gagggcatga ttcaggtccg cgccttcgcc agccagagtg
  3213241 agccggttat tcaattggat attgctgtct caggccatag ccaaccgctc aacgttattg
  3213301 tcagccacca actgatcatg ggcaatctgg aggaggaagc gaccgtacag gttgaacgcc
  3213361 atggcgatct gctgcagatc agccgcacgg gcgatgatca tggcccccgc tttagcatcg
  3213421 ccactcgcgg cgggttcacg ggtgtcgaaa gatacgtcga tagcgacagc caaggggtac
  3213481 agtacctgtt gctacaagga cagattgccc agcaggccag catcgccttc ggtggcgtgc
  3213541 taaacggcgt agatagccgc ggaaagtggc tggattttga acacgagcgg caggcttatc
  3213601 acgcacagta tcgtgcactg ctaaacgact tctcggtgag tttttctgct gcaccgcagc
  3213661 aagcgcagaa gctgaatcac gccatgcact ggttcaccca taatgcgctc acccactaca
  3213721 gctcaccgca tggtttagag cagccagccg gtgccgcttg ggggacccgc gacgtttcac
  3213781 aggggccgat agagttcttc atggccatgg ggcgctatca gcaggttgaa gcgattctgt
  3213841 gccagactta tcgccatcag tatctggaaa ccggcacctg gccgcagtgg tttatgtttg
  3213901 atgaatatgc tcaggtacaa cagcaggaat cgcacggcga tattgtggtc tggccgctga
  3213961 aagcgttggc cgattatctg ttagccacgg atcgcgtcgc gttattggac acgcgtctgt
  3214021 cctacaccag catcaaacag aatttcgcct ttaccggcga gcaggagacg ctgctgcaac
  3214081 atgttcagcg gcagatagac catatcgtgg cgcatctggt acccggtacc tatctttcca
  3214141 gctacggtga cggtgactgg gatgatacgt tgcagcccgc caatcagtcg ctgcgggaaa
  3214201 atatggtcag tggctggact attccgctga cgctgcaaac gctgaaaacc ttgaccaagg
  3214261 cgctacaggc ttatccgcag tttgccgatt ttatcgcgcg tatcgtgacg ctaaccagca
  3214321 acatggaagc ggattaccat aagtatttga tcaaggacgg cgtgatcagt ggctttattc
  3214381 actttaatca gggggaggcg gaatacctac tgcatcctac cgataccacg acccagatca
  3214441 agtaccgcct gttgcccgcc aagcgctcaa ttatctccga gtcgttcgat aaagagatgg
  3214501 ccgagcagca catgaagatc atcatggata acctaatgta tcctgatggc gtgcgcctga
  3214561 tggaccggat ggcggagtac aaggccggta agcagactta cttcaaacgg gccgaactgt
  3214621 ccgctaatct ggggcgtgaa atcggcctac aatactgcca cgcccatatt cgctttatag
  3214681 aagcactctg caaaatgggg atggcgcagg agctgtacga taacctgttt aaaaccatcc
  3214741 ctgtggggat ccaggagagc gtgcctaacg ccgagctgcg ccaggcaaac agctacttct
  3214801 ccagttccga tgccaagttt gatgatcgct accaggctta taacaacttc gatcaattga
  3214861 aaaccggtgc cgtagccgcg aaagcgggct ggcgtattta ctccagcggc cctgggatct
  3214921 atatcaacca gatcgtttcc aacgtacttg gtgtgcgtta tcaggccggc gatctgttgc
  3214981 tggatccggt gatcagtcgg cagtttggtg atgtgacgct aaactatcaa ctctataacc
  3215041 ttccggtcac gctgcgcatc tatccacaac agggggagtt taccccgaag cgtgtgctac
  3215101 tcgatggtca gtcgctggcg tttacgttgc aggataatcc ctatcgtagt ggggccgcac
  3215161 tgattcaccg ccaggagata gaagggcgtc tgacggcaca cagtcagcta gagatttacc
  3215221 tgtagtcacg gggctgagcc accgggccga atgtgccaca ctgaagtgtg gcgctacaaa
  3215281 agcctgagtg gctcatgcta tagtaaattc cttttttatt tagagagtta gccgtgagtg
  3215341 taacgattaa ggatgttgct aaaagggcca aagtttccat ctctaccgtc tcctatgcca
  3215401 ttaatggcag tccgaagatc acggaggaga cgcggctgcg ggtgctgaaa atagcacaag
  3215461 agatgaacta taccgccaac aacaacgcca agatgctaaa ggctaagaag agtggtgcca
  3215521 tcgggctctt cttcaactca tggtttggtc ctgtctatag cgaactggtg cgcggcatcg
  3215581 aggagagagt gcaccgtgag cactacgatt tagtcgcctg cagcctgtat ggcggcgaac
  3215641 agtctacggc tcacaaatac cttagagatc gctcggtgga cggcgccatt atactcacca
  3215701 gctctttcga tgatcgcttc ctgcaatccg ttgcttccga tgttctgccc attgtcgtac
  3215761 tggatcgtga actgaagagc ccgcacattt ataacgtctt gattgataac ttcggcggtg
  3215821 ctttcaaggc cgtcaacgct ttattggcga aaggctgccg ggatatctat tttttcagcg
  3215881 gccccgaaca gtcttacgat aaccagaaac gtctggacgg ttttattgca gcgctgggct
  3215941 atcacaatat acaactcaac cgcgacttta ttatccactc taattttacc gaagcggatg
  3216001 cctatttaaa aatgcaggcg ctgattgctg caggccgggt cccctcagct attttctcgg
  3216061 ctaatgatga gatggccatt ggtattctac gtgcagcaaa agagcataat attcgcgtgc
  3216121 cggacgatct aaaagtggtt ggattcgata atatttatgc ttcaagtgta ttaactcctt
  3216181 cgttgaccac catcaatcac cataaatatg agatgggcgt tatttctgcc aacacgctgc
  3216241 tgagggcaat aaaagaagaa accaatattg acgcggtgac cttattacca accgagttga
  3216301 ttgaaagaga gacgctatag cggccgacta tttgccatag cgcgagataa ataatggcaa
  3216361 ttgccaaata tccgcgcttc aggattaatc aataatatga agatacttta ttatattgcc
  3216421 atcgcgatag cctcgctgcc gcttatggcg gccgaaaggc tagaaattat ggtgcccagc
  3216481 ggcagctatg tttcttttat gcgtaatacc gtcacccctg aatttaataa gctctatccc
  3216541 gaggttaatt tagtggtatc caatgacgaa caactggata cccgaatggc cgccggggat
  3216601 aaccccaatg tttacatcgg tgtattcggc tatcaacccg ccaaactggc gaagcttggc
  3216661 aagctggcgt atttggataa attccccggt tttgccgaat taaatgaacg tatcgatcct
  3216721 cacttcttac gcgaaaactt tggccgtacc tattatattc cgtggaacgc caccacccag
  3216781 atgatgattt ataataagga gctatttgct gaggcaggct tggatcctga gcgccctcca
  3216841 gcgacctggg atgaattttt actggcggcc gaaaagatct ccgccttgcc ccctcgctca
  3216901 gacggtagca aagtctacgg cacggtattc tggaatgatg tgctgtcatt cggcagttgg
  3216961 tactggaatc tgctggcacc catgtattac aacgttaatc agggccagta tcagttgcta
  3217021 aaccgctacg gtaccgacat cgtattcgac cgtcccgacg ccaacatggc gcagtttatg
  3217081 cgtaccatgc agcaggcgca gcgctttgcg ccactgacca tggaaaaaag cttcttctcc
  3217141 cgtaatatcg gcatgtggct acaattcggc ttcggctgga aggccaccct ctcgtcggcg
  3217201 gctgaacgcc caatggtggt aggccaggac gtggccatcg ccccgatccc ggtacaaacc
  3217261 aagggcgaca tccactactc ggtattggat ggtcgggcca tcatgatttt caaggatgag
  3217321 gccaggaaag agcaactcag ttgggcgctg ctcaacctac ttatgcgcga cgatatcaat
  3217381 ctacaggcca atattgccct gggtcagctc cctacgttga aggcgctgca agatgctccc
  3217441 tattttcagt ccgcagaggc acagccgttc gtacagcaac tacaacatgc gatcctgagt
  3217501 gagcctttcg ccaatgcgat ggaggtggcg aatattattc tcgccaacta cagcaaagtg
  3217561 gtactgaaag gggaaatatc cccggaacaa gcggttgcca cctcggcaca ggccgcacgc
  3217621 caactgctca atgaacactg agccatgcac gcagcgaccc ggtatcgatg caggtattcc
  3217681 cttaaggagc cgatgtgaaa aataaaaatg tgatgatggg ctacctgttt attgcgccct
  3217741 ggattattta tttcctggtt tttattttat atcccttttt tctctctttt cagaacagct
  3217801 ttctggatat caacgtattg agcccagaga gtacccaatt tgttggcttg aacaactgga
  3217861 ttagcgtttc tagcgacgag ctattttggc gttcgctgtt caacgtgatc tttaaccaag
  3217921 tcatctttgt cctactcagt ttcgtactgg caatgggtat ggcgctgttg ctgcacgaaa
  3217981 tcacccactt cggcggcttg ttccgtacca tcatgtttat tccggttatc acttcgatca
  3218041 ccgtggcgat gattatcttt aattttctct ccagccctgc agggccggta cagagtttgc
  3218101 tgttggaatg gggagtgctc gacgcgccag tgttctggaa gttcgagcgc tggttgccga
  3218161 tgccgctgat cgccgtattc agcacctgga agtggtttgg tatccaaatg atcatctttt
  3218221 tgggcggcat tgccgggatc agtaagtcgc tgtatgaggc ggctgatatt gatggtgctt
  3218281 cctggcgccg gaaaacctgg agcattacgc tacccctgct gaaaccgcag attatctttg
  3218341 tcatgacgat gaatattatt aacggtatgc agatgtttat tgaagtgctg atgaacttcg
  3218401 atcttcacgg tggcccctat aacgcggccc tgacaccggt actctatctg tataaaaccg
  3218461 gtttctcgga tatgaagatg ggcaccgcct caaccattgg cctgctgctg gctgcggtta
  3218521 tctatatttt caccatgctg caattgaaat ttactcagga aaaggagcac agctaatgcg
  3218581 catcagcaaa aaaaatctgt tgatttatag cctgttgatc atcatcagcc tgatcgtgct
  3218641 gtatccgttt ttctttatga tcatgaattc gtttaagact ggctcggaaa tcatcaatgc
  3218701 ccctaacgct ctgccgaaga acttttcgtt caatggctat attcaagcct tttatagcct
  3218761 gaatttgggg cgtattttcc tcaatactct gtttatttcc gttaccgtga ctttggtcaa
  3218821 tacgctactt tcggccatgg tggcctacgc catcgtcaaa atgaatctcc ctggccgcga
  3218881 gttctggatc aaactcattc tgacctcaat gatggtgcct gcggtgctgt tcaccatacc
  3218941 tacctacatg atgttgtatt catggggttg ggtgaatact tttcaggcat tgatcgtgcc
  3219001 cggcaccatt agcgcctaca acatcttctt actggtacag tttttaaaac aggtggataa
  3219061 cgcctatctc gaagctgcca ggatcgatgg cgcaggtgaa ttcaccattt ttttcaaggt
  3219121 ggtgttgccg atgatccggc ctgctcttgc cactgtcgcg atcctcacat ttatggggtc
  3219181 atggaacgac tttatggggc cgctgttgta tgtccgcgac gattcactga tgacattaca
  3219241 actggcgctg ttcaagtttg ttaacgatat ccctaccgat aaccttgagc aattgtgggc
  3219301 gatgaccacc atgatcgccg tgcccgtggt gctagtgttc tttttcctac agcgcaattt
  3219361 tatcaaggcg ttcaccggta tcggagtgaa atgatgagtg gaaagaaagg gttctttgcg
  3219421 ctggtgctga ttattctgct ggcctatctc agcgcgtggc tgatggtcta tcagcagtcc
  3219481 aaacgctatt ttgacttcgc cgaacagcga tatgccgcag gggattatat cctggcgctg
  3219541 aaggggatga acaagatcga gctgtaccgc cacgatgtct attctggcgg ctatcagcaa
  3219601 gtgatcgacg actggcgtca cggcatgctg gtttatcgac cggatttcta ctaccaggca
  3219661 ctggcgcgta gcagtgatct attggctcgg gccagcgatc agcaactggc cgagtttatt
  3219721 gctacctaca ccgaaattga tacccgcttc gttgccgaag cggcaacttg cctgctggct
  3219781 cgctaccggc agcgtggtga gcgcgcaagc cagcggacga tggaggaata tctggccgag
  3219841 gcatttcccg cccatgcctt gcgcacctct tcgcagctcg atgctggctg caataccgat
  3219901 agctaacccc gccatgcggc agagtgatcg ggagattacc tgatttggag aacactatga
  3219961 gtactgttta tcgcgatgcc actctgccca ttgaggctag aattgacgat ttgctcagcc
  3220021 agatgacgtt ggcggagaaa gtgggccaac tgtgtcaaca gccgatgctg gactatcagc
  3220081 aacaccgtga cgactatctt gccggggtac gcgctggccg ctggggttca cgcattctgg
  3220141 ctgataccgc ctgggcgggc aatgcgccag gagaaaacgt cgatccgtgc cagttaaatg
  3220201 aaatccaacg tgccgccgta gagcacagcc gcctgggtat tccgctgttg tttgcccgtg
  3220261 acgtgattta cgggcaggcg acggtgctgc cgatacccct ggcgcaggcg gcttcctgga
  3220321 accccgagct ggtacagcag gcctaccgcg ttatcgcccg cgaggcggct tcgttaggta
  3220381 tccactggac cttcgccccg atgctggata ttgcgcgcga tccgcgctgg gggcgaacca
  3220441 tcgaaaccag tggggaagat ccctggctca ccgcgcagtt cgccgccgct gtcgtcaaag
  3220501 gatttcaagg ggacgatctc agcgccgccg atagcctgat ggcttgtgcc aagcactttg
  3220561 tcggctatgc cgccgtggag gggggccgcg actacgatac caccgagctg tccgacaaca
  3220621 cgctgcacaa tgtgcatctg ccgccattcc aagcggcgat agaggcaggc gttggctcgg
  3220681 tgatgaccgg tttttgcgat ttcggcggta caccggtcac tgcacatggt gaactgatac
  3220741 gcggttggct gaaacagcag cagaactttg acggcctggt gatcagcgat tggggttcga
  3220801 ttgcggatct gactcacttt ggtattgctc aagatgcact gagagcagca gaattggcgc
  3220861 tgcaggccgg tgtcgatatg gccatgaccc atgaggccta tgaagataag ctggatcaac
  3220921 tggtgttaca ggggcggatc aaggaagcgt tgctggatga cgcagtgcgt cgggtgctac
  3220981 gcgccaagtt ccgctgtggc ctgtttgagc gcccttatgt tgatgaagag tggcataagc
  3221041 gcgagctgcg ccgtcctgag catctggctc tggcacagcg gttggcagag cagtcgatcg
  3221101 tactgctgaa aaaccggcag gcgctgctgc caatctccag aacatccgta ccgctgacgc
  3221161 tggcggtgat cggcccacac gcccattcgc agcgccagca tcttggctcc tggtgtctgg
  3221221 acggcgacgc cgaccaagtg atgtcgatct atcaatccct ctgcgctatc gcaggggagg
  3221281 ttaaggtgat caccgagcag agttgtttta gcgatgagat gatcgaatgt gcccatcggg
  3221341 ccgatatcgt tattctctgt accggcgaga gccaccgccg cactggtgaa gcgcgcaata
  3221401 tcgccgaact tcagctaccg ccgggacagg aagagttgat cgctgcggtc gggcgcaccg
  3221461 gtaaaccgct ggtggtaatc cagtgcactg gccgtccgtt gccatcacca gcaaccgaac
  3221521 agtacgccga tgcgctgtta tatggctggc agtgcggtag tgaagcgggt aaggcgatcg
  3221581 ctcgcattat tttcggcgaa caggttccct gtggcaaatt gccgatgacg gtgccacgta
  3221641 gtaccggtca gatcccgatt tattatggcc gcaagccact gggcaaaatg cgcgactatc
  3221701 gtgaatatca gccctataaa gatctggcgg atacaccgct gtatcccttt ggttttggcc
  3221761 tgagttatac ccgatttacc tatagcgatt tgcagttgag ccatgaatca ctcgaactgg
  3221821 gagcatcgct acgggtgaca atgaccgtca ccaacgatgg tgcagtggct ggggatgagg
  3221881 ttgtacagtg ctatattcgc cagtacgtcg ccagcaccac gcggccacag cgtgaactga
  3221941 aaggtttcca acgtatcagc ctgcagccgg gggaattggg cgaggtcagc ttcacgctgg
  3222001 gagtgcgcga gctggcattt tacggccaac atcgccgcta tgcgcaggag ccgtcgcgta
  3222061 tcagcgtatt tgtcggtggc gactcaacga cgccacatca ggcggatttt acgctgtttg
  3222121 aaaatcttta cactgtttga aaatagagag gccccatttt gagaggtaag aggataccta
  3222181 atggaattgg ggccattcac tctctaatga agcagttcca aaggtggtga ggtgttggtc
  3222241 attttaccca tgacgaaagc cagattggcg gcggcgacca aagaggcggc atgtgcatca
  3222301 gtactcattt gttgagcatt caacaaacca tttgccgcct cattggcgac cgttatggtg
  3222361 ccaacaccac tgcgataaga ctccagcgcc gcatcatagg agataaacga ggtcttcacg
  3222421 agatttaatg ccgcctgatt ggattcgagc gcagagcgca atgtatctgc tgctaccaca
  3222481 atttcgcgca ccgccaattc ctgcgttttc ttaaatcctt cagcagcaac agcagcgcgg
  3222541 gattctgcct ctttaactct ggctgcgcgt atcccgccat cgtacagagg aacactgaca
  3222601 ccgactaaaa tgctagagga tgaagtttgc gggctgatac ccggtaggcc ctgaatatca
  3222661 aaatgcccat caccaccagc aaccgccccg gccagataga cttttggcaa gaaatcggct
  3222721 tcagtggctt tgatacccgc cttggctgcc tcgaccgccg catagctggc taaaacatct
  3222781 ggccgctggg agagggccaa ctggatcatc ttttctgtcg gggcgcttat cccatccggc
  3222841 aaagcacgat cttcggtata ggcggctttg atatccaatg acggagaaac acccatcgcc
  3222901 cctaataatg cctgataagc atcacgttca gtaccttttg ccaccacacg acgcaactga
  3222961 gactgtgcga cttgctggcg tgccaacgcc acttcaaccg ttgtcgcaat accctttttc
  3223021 tggcgctcct cggcagcatc ctgaatcttt agactgtttt gcaacgtttg ttttgctatc
  3223081 tggctctggg cttgtgctgc accatattgg aagtaagtgc gtgtcacatc gtagatcagt
  3223141 ttctggtgca tgccattgaa ggtcacatta gcggcataag acgtctgttt agcggcgtca
  3223201 agcaacgcgc tgcgctggcc gaaatcaaag ataagccact gtaaggccaa agcaggaata
  3223261 accgcgctcc cggttgtttt cagatccttt tcgttgccga tagcataagg cagaggtgtg
  3223321 gtcgtacgct ggtagccacc aatgacactg gcagaaatga tcggtaaaaa tatcgcctcc
  3223381 cccattccta ccgcaagggc tgcctgtcgc gcttgctgcc aggcaatgcg ggtatccgga
  3223441 ttctgacgtt gggcgatatc aatcaattct ggcaatgaat aagcatgatc actttttatg
  3223501 gtcggcggtt gggctaattc ggccacgatc ggattcggtg gcacagaaaa gttaccgccc
  3223561 cccatggaag cccttgcatt cccatctggc gtccagggtt cggtgtaaga tgcaggtgca
  3223621 agatccaagc gatctgtagc acaacctacg atcaacaggc tccaactcaa tatcgagcaa
  3223681 gtcaggctta ttttggctat ccgggcagtc aatactgcgt gcgtcatcat gtcattaaat
  3223741 tcctagaagt tcctcaagcc gctttatacg ttgttgaatt gtaagattaa taggtgataa
  3223801 ctcttgccgt aaagacccgc tattctgtcc ttgctcatcc gataatgtca tggcatcgct
  3223861 cccagccgag agctggcgca gttgttccac atcagacgct gacttttccg tgggtagaaa
  3223921 cagaacaggg cacaatttgc ccatttctgc caagatggcc tgtaggcgtg cgcactcttt
  3223981 ccgtgagggg cgaaattgta ctggctcaaa gggaattagc gccaactctt cctgcgcctt
  3224041 ggtaatctcc gcctcgacag ttgtggcctc tctgagcgct gcaggccggg catccggcga
  3224101 gagcgcggct aaatttgtca gccccttcaa ggcgcgacta atatgtacat gcaccgcatc
  3224161 ggtaatcgcg actggccaca gccggctaaa aatcaagtac accaccagat tacccagcaa
  3224221 gatacccagc accctatcga gtgcgacacc catatcggta cttggcccaa aaccttgcag
  3224281 cacggtaagc aggaaggcca acccaacctg tacgccagca tacgcgatac gttcgctgcc
  3224341 acatgacacc caagcggcca ctagaatgca gccaaatacc agcgccatta attgcccgat
  3224401 atcactcatg tggggaataa tgaaaataat cgacagtacc cccatcaatg ccccgatcag
  3224461 acaccctata atccgcaaga ccagtttatg aaccgtctca cctgttgtac cgagtgcggc
  3224521 aacatagcaa gtgatcatgg cagtatgaat gtcctgccaa tccagtgcgg tgtagatcag
  3224581 gtagcaaatc agagccgcgg cggtggtttt cagggcaaac tgctgatgaa cagggttagt
  3224641 caatgcgtct gctgcaaaga atgaggattt cggggcgtcc aggtcttgcc cattatccgc
  3224701 atttgccagt gcgatcagcg cgtttctgat ttcattgatt tcatcgctgg tatcctcaat
  3224761 cgcgaagtga gggggggccg cgagatcacc gctggcaatc gcctgagccg catcactaca
  3224821 gtaggccgca agctcaaggc gcacggcctc tggtgaggta ggaggtaacg ccgaggttac
  3224881 caagagtagc cggtaactgc tttttacggc actttcaagc caggccgctt cagccgaggg
  3224941 ccgtagatga aagatacgaa caaaaagcgc ccgctgttga tgctcatgtt gcccttcctg
  3225001 tagctgttct ccaacccgcg ccatattggc ggcattgggg taccgtaatg tctcggcgac
  3225061 cgtggataac cgctccgcta agctggcccg caataacgtc tgtggtgctc ggccaaagaa
  3225121 aaggttaaac ccaataatca gcaacatcgg tgaaacagcc atcaaccagg catacaacag
  3225181 cccccgcgtg gccacttctc ccattgggat attgctcagt aacgtcatca cataagcgat
  3225241 aaccaacgca ataatactcc ctaccgggcc gagcttactg gccgatccga gatagagaaa
  3225301 gagaaacgag ctgacaatca aggccgccat gcgcagtggt gcggcctcta gggtgaaatg
  3225361 gataagcaga aataccaacc cgacgaccaa cgacaccagg atcgttatcg ccacggccat
  3225421 caccatgctc tctacaccat ccggcttcat aacaaaaata atgagatagc aactaatcgc
  3225481 agattcaggg atgccgtata tcatggcgat catcgccatc aatgcacata gcacggcaac
  3225541 acgccacgcc atcgccaccc gccctgggaa aaaggctaag tcagctttcg cctgacggat
  3225601 tatgccgcca agcgtaccgt cagcaaccgt cgtcatttcg cacgataacc acagcagtcg
  3225661 ccccgatacg catcaggtcc tccggcggtt tttccaggct gatcctcacc gggaaacgct
  3225721 gaacaacacg cacccagttt aatgacttcg gcacataagg caggccgcgc ggaatattta
  3225781 gcatatcctc ggagctaacc ccccaaccaa tcccttcgac ccgtccttga atcgcccgct
  3225841 gcctatctgc catgacatac acggtggcac aatcacccac cttgatatgt ttcaactctg
  3225901 tttcacggaa aaatgccgaa gcatgccaat gttcggtatt gataagggtg aaaatagcct
  3225961 gatccggggc gacaaattcc cctgcggaaa cagtcaaccc gacgacccga ccatcattag
  3226021 gcgcgtgtat ttgcgtatta gccagttccc gttcggcaat ggcaagggct gcacggcgcg
  3226081 ctaccaccag cgcttcagaa gacgccgtgc tgctgaccaa ggcttcagcg gccactgact
  3226141 gttttaatgc ctgtttaaga ctcacttccg catcgtgttt cgctgttgct gcatcatcta
  3226201 cctgctgggc ggtgacatag cctttagggc gcaaaggttg taaccgcgcc aatgtctgag
  3226261 tggctaattt gagattggct tgcgcccgta caatctgctc attggtgatc gcggcgttgg
  3226321 atcgttccgc gaccactgtc cgttgttggg tatcgtgggt agcctctgcc attttcaact
  3226381 cagcctgcgc ttgttcgact tgcagacggt agagatctgg ctcaatggaa aacagtaagt
  3226441 caccacgccg gactttgcta ttttcctcga cattgatcga aatgatacgg ccaggaaccg
  3226501 agctggcaat atgcactaca ctcgccccca actccgcatc ctcagacagc gggttcagtg
  3226561 tggtctgccg cactgaaagc caccctgaaa tcgcggcggc aataatgatg accccggcga
  3226621 caattaacgc cagttgccgc ttacgaccac tcccttgttg tttattcata tgaattattc
  3226681 atcgcgtaaa cagtaatagg gaacagatga atgccacagc aagcgccagg cagacataca
  3226741 ccaacagccg ccatggcagc acctcatcaa taccaacgcg aataaacaga acgcgagcaa
  3226801 tcaccgcggt gattatcccg ataaaagcgc aagccatcca gtaagggaaa taggagccca
  3226861 ctaccgaaaa tgagggggcc tcggcccctg agcagccact cagcgctata gccgataaca
  3226921 ggatcaatgg cccacgccat agcgcctgtt ttgctgtcgt taaacacgtg cagaaaaacc
  3226981 accgcagctt cctgagagaa gtcatattat tcattgaaca gcctcaatta acgcgctaaa
  3227041 cccgaccaga aagctgggtt catcatcata aacaaccgct actgaacact tcccagaatg
  3227101 tttttgattc atgattaacc gaaatgcttt ctctgtctgg gtaacgagtt ggcgatcctc
  3227161 cagaggatga ccctctagca gcgtcaggtt agccagtgtg ttattttcca cgacacccta
  3227221 tttattgggg aaaggatttc ttgggtcaga gaagggacaa cattcatcat caccgtgacc
  3227281 tccctgcggg tacactcttg agcatagaac aaattctttc gtaacaactt atttttatga
  3227341 caaaagttaa cccggaatag cagtaaaacg cccctccttc aattcatcta ccggcgaaag
  3227401 ataacgagat tacacgtctc ttcgtcaatc ccatgaagac aacaccaaaa agcgactcca
  3227461 tattcccagg gttcaatgcc gcatcactca ctgaccgctg gccttaaacg gcggagaagc
  3227521 cccccctgac gctattattc actggaaaac ggtagtaggt attacgtcgt aaatagctga
  3227581 agtcactctt tcagcaaaat aatttcaact aaatttaaca atttgtattc ttattttacc
  3227641 tatttaatac aaattaattt taatacataa acccttggca ctcatttttg gaaatatagg
  3227701 ggatagcaac agtgaattat gacaatgtcc tatggaaatt ccgctgttag agagaatttt
  3227761 gtgtcaactg actgattgtt aattataaaa aaataaaatt caacgagtta tatccaattt
  3227821 ggcatgctcc cccatcgcga cttaatgtgt tggaagtgtg tttatcatca cgatcttggt
  3227881 taataaaaaa ttatcacgtt gattaattat tattaatttg atttagtaag cctgtgattt
  3227941 gcagaaataa ttttttattt attaaagggg aataccatga atacgattag aagaaaaatg
  3228001 cgtccagagt tccaaggctt acaaggtgga ttgtttagca gtgtaaaaaa agcggatgtt
  3228061 ggtaccgctg tattggatct catggccaat ggtgttgaca tgttgtgctg ggcagatcct
  3228121 tttttccccg accccgtttt gccggaacat atctctcaag cagtgattaa atcgatggaa
  3228181 aatggcagtg ctagccatta tacaatgcct attggtaatc cagagttaaa agaaaaaata
  3228241 gcgcttaaat tacaacgtta taataacctt actgttgagg cacagcgaaa tattctgatt
  3228301 acccccggct ccgattcggg tttattattc gcgatgatgc cttttattaa taatgatgat
  3228361 gaagttctga ttcattcccc ttcgtatccc agtaatttcc ttaacgtcga attactggga
  3228421 gggaaaccga tcagcgtcga gctaaaagcg gaaaataatt tccagataga tattaaagat
  3228481 tttgaaaata aaatcaccga aaaaaccaag atggtgatcc tcaccaaccc taataatcct
  3228541 accggaacag tgcttcgccg ggaaagttta caggctatcg ccgattttat tatcgcacat
  3228601 gatcttatat tggttgtcga ccaagcattt gaagacgcta tttttgatga aatcgaattt
  3228661 atttctatcg cgtcattacc tggcatgtgg gaacggacgg tcagtgtatt ctccttctct
  3228721 aaaggcatgg ggttaagtgg gttccgcgtt ggatatctgg tggccgatgc ccaaattgtt
  3228781 gacgttctct ttggctgtac cgtcaatgtc gtgggtgcga caaatacctc ttctcaggcg
  3228841 ggcatgatcg ctgcgttgga tgaaccttct tttatggggg aatatacgca aatctttgag
  3228901 cgccgccgta aggtagtgtt tgagatgatg aatgcgattc ctggcgtatg catggtgatg
  3228961 cctgaaagtg ggttcctctc atggatagat atttctaaac tgggtacctc tacctttatc
  3229021 tgtgactatt tattgcaaca tgctcatgtc atggttaatt caggtgttcc ttatggtcaa
  3229081 ggtggtgagg ggtatattcg tctggtacat ggttgttata aagatgatga aaaactctat
  3229141 gcagttttga ctcgaatcca acaggcatta atgcagttag cgaaggaaaa ggggatctgc
  3229201 catggataat gaaggactca tttttcgcgg cggaaaaaat atggcattac tgccgatgct
  3229261 gctttttatt gtgtcgtgtt cactattctt ttcagttttc catgtctttg acatgaccgc
  3229321 attggcgatg ctcgcatttc ttgcaattat gataggggca atcttttcac gtaatgttag
  3229381 tcattattgg aaagccgtta tttctgaagg tattggcagt gaaatggctg tcactattgc
  3229441 tacaatccta ttaattatcg gcatgtatgc gaaaatgatc gctcagtccg gtgttgcaga
  3229501 tagttttgcc ctgttggcga atcatctggg attgcatggc ggcgctttta cattatttac
  3229561 ttttatttct gtttgtattg tagccacggc aacggggaca tcggtaggaa cgctatttac
  3229621 tgctttcccc gtattttatc cttccggcat tttactgggg gcagatcctg ttgtattagc
  3229681 cagtgctatt ctgtgtggtg ctatttttgg cgacaatatt gccccaatat cggataccac
  3229741 agttgcatcc tcctcaaccc aaacttacaa gcataagcca ggtagcgcgg aaattgcagg
  3229801 tgtagtcgcc gcgcgttttc gatttgcgat agtcagtgct atcattgcgg gagctctatt
  3229861 ttatttctta ggctccaata atatacctct cgcagaaagc agccttgtcc gcgatagtca
  3229921 agcatcttac cgaagtttat ggatgctggt tcctatggcg gtactgttaa ttgttgcgat
  3229981 gaaaactcgt aatatcttta aagcgatccc ttcagggata ctcacaggga taattatcgg
  3230041 tttactgtcc ggtattttta acctcacgga tatatttgca ctggataacg ggaatgtcac
  3230101 cggttttctg tacaatggat tccatgagat ggtcagtact attctctttg tcctttcttt
  3230161 gttcggcatc attggtattc tgcgtgccag taaaaccatg gatcgtattt ctgcggctat
  3230221 ctgtagtagt cgactggctc aatcagctca aggcgcagaa tggtgtattg ctattggctc
  3230281 cattatcgca accgcattag ttggcggtgt aaccagcgca tctattttgg cttttggtcc
  3230341 tgtagctaat gaaatcgggt tacgtaagtc attacacccc tatcgtcgcg cggtcctggt
  3230401 tgactgtttt gccatgactc tggcagcgat cattcccttc cttagcgctt ttatttttat
  3230461 agtcagtgcg atcatcagtt ctttacaaaa agaatatcca tttattcaac cagttaaccc
  3230521 cattgatctt tcactggcag ctttctatcc tctgacactt ttcgtcgtga tgtcattctc
  3230581 gatcatcgtt ggttgggggc gtagctttga aagtaaagat ggttcattag tcaagagtct
  3230641 ccccctaaat taatggatgg ttaacatgat ggaatgtatc actgttagtg atgtaatcaa
  3230701 tgtttctgtg gaagaagtct ggaagaaaat aagcgctttt gatgaatttt cagattatca
  3230761 tcctggtgct gttcgtagtt tttatcttca tcaggctgct gatcaacaag gtagtattcg
  3230821 gcgagttgaa atgtctgatg gatacgtcga agagttatta gtcaatatag acccaaaaaa
  3230881 ttatcatctt gaatactcta tattgaaaag ctcatttcct ttggatggat acagtgcaga
  3230941 aataaaactt attcctgtga ctcaggataa tagaactttt atacaatgga acgtgtcctt
  3231001 tacaacaaca catccatccc cagaggctct tgttgctgaa atcaaaaata atgtacttat
  3231061 cgcaggaata aatggtctta atgattattt ttcaaaaagt tagaaggtga aatctaacgt
  3231121 cactagcaaa aagtaataat aaaatgttat tatgataata aataatatcg ccattttaat
  3231181 gggttttaaa ttaaaaagtg cgttgtgaat atcataaata aacgtggaga attgcaatga
  3231241 cccaggatga aattattaag tcatggatac caatggtaga gtttatcgct cgcacttacg
  3231301 gtgaaaattg tgaggtgata ttgcacgatt tacgagatct agataaatcc attgtggcca
  3231361 taaaaaataa tcatataact ggtcgccaga tcggtggcac tattacagat tttgctttga
  3231421 agcttatcca tgaaaaatct tgggaagaac gtgattttat cattaattac aaagggagaa
  3231481 ttcctgggaa atcagaaaat atccgtgctt caaccttttt cattaaagat gaagagggtg
  3231541 aaattattgc gatgctctgt atgaatgttg atttaacttc gttatctcta gcgcataaaa
  3231601 ttatcggaaa cttaatgttt attgaggaag ataataagaa tgatgaggaa gtactcagga
  3231661 atacatccat aacggatatg ttacatgaat tgattacaga tgttttaaag aactaccctc
  3231721 gtgcaccttc gttattgatt atggacgaga aaaaagaaat cgttaaaaaa cttaatgaaa
  3231781 aaggcgtttt ttacttaaag gggcagttgc tgaggtggcg atgcgtcttg aaacgtcaga
  3231841 gcagacaatt tatcgttatt taaaatagag gatatatcat gaagtcagtc attgaaacaa
  3231901 aaaatgcacc ttccgctatt ggcccttatt ctcaagcaat ttgttttaat gggattctgt
  3231961 atgcttcagg gcagataccg atcaatcctg atacagggga tcttgttgaa aatgacattg
  3232021 aaaaacaaac tcgtcaggta ttgaaaaata ttgatgctgt tcttctacag gctggaacaa
  3232081 caaaagataa aatagtaaaa acgactattt ttatcacgaa tatcaataat tcatctcaag
  3232141 taaatgatat ttatgctgat tattttaaag gaactatttt ccctgcacgt tctacggttg
  3232201 aagtctctgc tttgccaaaa ggtgccttgg tagaaataga agttattgct ggggtttgat
  3232261 tttttaaatt aaaataaaca cagtgataac tctaccattt ttatatttta atggcagagt
  3232321 atataaaatt cccactgctg attagtatcg aatttcggct agccagtgag tgggcgtttg
  3232381 tataaagtaa ttgtaagaag cataaataat acatttagat tattgtcaaa aaatatatag
  3232441 atagccaagt taaaatatat gagagaaaaa tattttaatt aattaagatt tgtatttgtc
  3232501 gttttgtaaa cctacggcgg tccatcaata atggagagtt atcatgaata gacgtgtaat
  3232561 caatcccgag acgatgtacc ccagtgtgcc attcggtttt tctcatgcgg ttgaacagct
  3232621 atcgggtcgg acgttgcaca ttgccggaca agtggcatgg aatgccaatg gcgagttagt
  3232681 tggggggcag gatctactgg cgcaaactca gcaagttctg gcaaatctta aagaagtcct
  3232741 gcgctatgcc ggggccacgc ctgctgatgt tgtacgtcta cggacctatg tggtcaacca
  3232801 ttcaccggcg aatttggccg caatttgcgc acaaatcggg gctttttatg agggcgcaga
  3232861 ccctgcggca aattcattta ttggtgtaca ggcactagca ttacctgaac ttctcattga
  3232921 aatagaagcg actgcttgct tgggctgata ataaaatgaa gagtagccgc ttgcggctgg
  3232981 aacgactgtt ttattagtac attattttcc tcagtaatct gtacgacgct ggtgtaggaa
  3233041 tggggtaagg tggcactttc ccttacccac gtgattttgg cgttgtattt atgggtatgg
  3233101 ctaatcgggt gactgcatga tctgagcgga tgagatcggt ttagccagct atgcactcat
  3233161 cattaaatgg gcgcgcgatc gagctgtgat agggcttcgt ttaccaaaaa tatcttccca
  3233221 tttacatggg gaataccgaa actcttcaga cgcgcagtat gcatcgccaa ataagctttc
  3233281 gccgcagaaa tatcgctgaa taaatagatt cctcccgcct cgttagttgt ttcatttaca
  3233341 gtccagatct tccaaataag gcccggctct tcggcaattg atcgtgcaag accttccatt
  3233401 gctttcgtca tttcattgcc ccaagggccg gtataaggga aatcaacctg aagaatataa
  3233461 ctcataataa gcctcgattt tttgtggagg gataggaaaa aaacgctctc gcagcccagt
  3233521 ttctacttcg tgcgtaaact cttgtgaaga ggacatgatt gaacccgttc ggtcgctcgt
  3233581 tttcgtcata accttagaac tattcagact gctgacaccc cccgatgacg cgatcttgaa
  3233641 cgctgagggt agacagtcga gtaaagcgtc cacgccacgg gcactttgcc aataacctca
  3233701 actattgatc ctttttcaat ctggctagat ccgttgccgc aatcgagaaa gcacttgctc
  3233761 tgtcgtaaca aagccagtgg caagaggtgc catcttgtta ttactctcaa gcaacaacgt
  3233821 tgggaaagaa ctcacactcc attggcggca acgtaaaaat gcctcttgca ccgcttgccg
  3233881 agcttcagaa tactcgaaca agtttcggaa ttcggcgaaa tccagtccga tgctcgcaca
  3233941 aatatccgca taaaaatccg tgaccttagg atctttccct tcaacataga acttgcgttg
  3234001 tattgctgag aaaaatttca gtgctattga aggagccagg ttttttctgg tttgaagtaa
  3234061 ctgaaccgtc atgactgccc ggcatgcggg ttcagtgtca taatcgaagt gggcggcgtc
  3234121 cagcaaagta aagccgaatg gttgccctgt aacttgagcg atatgacgcc attcgttgtg
  3234181 caggaagtct ttgaaagccg tattccaagg atcccctcca cctgctctta gccctcccat
  3234241 cgtcattgag aactcgatac cttcggcttc acaaaaggcc atcaccttac tgaccgtggg
  3234301 cgaaatgccc caacaccagg aacacattgg atcgccaatg taatggaccg ctacaccatt
  3234361 gcgtatggca gggactgcgg tttcggtaga cttgaagtca ggcaactggc aagtaccctt
  3234421 gacgggatcg catttcatca tgttcggtgt actctcttgg gttaaccggg tcagtgccgt
  3234481 tcaggaactt gaacagggtt tcgcctcagt ttggtagtaa aagaagttaa ttttaattgg
  3234541 tatcgaaaag ttgatatata tgtaaaataa tgaatctctg ttcaacttta tttgacaatt
  3234601 aaatggataa gttttccgcg atgaccactt ttgccaaagt ggtggagact ggcagcttca
  3234661 cccgagcggc agatgtgtta gcgctgccca aggcgcgggt atcccagcga gtttccgatc
  3234721 ttgagcgtca tctgggtgta cggttgctca atcgcacgac gcgtagcttg aatttgaccg
  3234781 aggatggaca ggcctatttc gccaagtgtc aggtcatcct tcaggaaatc gacgaattgg
  3234841 aaggggcgct caaggggggc tcggtagaac ctcgcggaaa gttgcgggtc gaagcgcttg
  3234901 tgtctgttgc ccgctgggtg atcgctccga gcctgcatga gtttcaagcc cgttacccca
  3234961 atatctcagt gcgtttgggg ggaagtgatc gtatcagcca tctgttggat aatggaatcg
  3235021 actgtgccat ccgaggtggt catctggaag actccagcca gatcgcgcgc cacgtctgtg
  3235081 acgtacattt ggggctttat gccgccccgg cttacctcga agctgctggt gcggtgaccc
  3235141 atccgcagga actaagcgtt catcgccgaa tctcgtggtt taccggtcaa cgcaatcctt
  3235201 ttatttggtc gctgcagtca gcgtctgacg ctttcgagtt gcctgcggag gaggggttgc
  3235261 tgttcgatga tccggatgtt gcactcgctt cgtgcatggc tggaagcgga atctgcccag
  3235321 gagccccttt cgctgtggaa agctgggtac gcgctggagc gttggtgccg gtattaccgc
  3235381 attggcgctt caaggcccgc ccaatccata ttatttatcc gagcaatagg cacctttccg
  3235441 cacgggtacg ctgttttgtg gattggtcgc ttgagatgat gcaagcaaat acgagtatgc
  3235501 gaataacacc ttgggaactg gctgaacgta tttaaaaagg cgacattttc agccgttagc
  3235561 accggtggag cccgccatta ctggtttttg cctagaagtt tagtttattc cccgaggggg
  3235621 taggccttat cgtgcaaaga ccaagggtaa agttgaacga ttagttttgt cgtcctacgg
  3235681 gcaacaatgt ttaagcaggc tgggttattt acctgatgta gattcgccta atcgtcatat
  3235741 cgggccgtgg cgaagatgat ttctttcgta tccgttacta tcagaaagga acagcacatc
  3235801 tacatctgac gttcaagcat gattcgaaaa gcgtaaggcg cttgagcttt gggagtcgca
  3235861 ggttaacaat tatcaacagc agcaagaaaa caacgttgtg aacttgtttg ggcggaggta
  3235921 agggcttgtc aaaatatgag ctaaattcag ctgaggagag gtatcagcct gactctggtg
  3235981 atacggtgct tgctaacaaa ctgggtatta tcgatgagta tgagatggag gcgctggagt
  3236041 cgggtttgct gttgatgctg tacgaacagc tgtttatcga aggcccgctc cccacaacgc
  3236101 tggcttttaa tagtatccgt gagtggcacc gccagtggct ggggaatgtg tacaccagtg
  3236161 ggcagggcga ttacgtaacg ctaacttgac taaggatggt tttcagaaac agtttctcgc
  3236221 tcggtctggt gagctgaaat ccctggctcg tccggagcta gttagttatc tggctgaatg
  3236281 ccatgtggaa tttattttga tccacccatt tagagaaggt aacgggcgtt tgtcgcggtt
  3236341 gctttgtgat gtattggctg ttctggcagg gaagggcttg ctggattaca gcttatggga
  3236401 tgaacacaag gcgttttact tcaaggcgat tcaggcgggt gtatcaggga actacagccc
  3236461 tatgatgcgg ctggtgagcg atatcttgcc agactagcgg gcgaggccaa cggctttcgc
  3236521 ttgtgccaga ttttgtttga gttgctgctc aattttttgc acagaaacac cggtttcgat
  3236581 tgcggttgag ctggcaacgg cacggtagat ttgagtttta gtgatctggc tgtgtgctgt
  3236641 tttttttgtc atgtttaaag cctcgttgtt tcagttctga ttctagttcg gatagggacg
  3236701 gcccgcaagg ctgttatctg ttggtcgttt accaagggga acttgggttt cctaggggac
  3236761 taatcagatg cgccgcgatt tccagtactt tgctaaaagt accgatgaat tattaagtta
  3236821 cgtgtaaaat atgcgcactc attactctgt tatggattta ggggaaagat atggcgcacg
  3236881 atttttccac tctggaggaa atggctcctt gcttcggtat agatgctaat gtgttcatct
  3236941 aggcgtggct tgaagggcgg cttcctcttt acatttactt cggtaatgag agccgaccat
  3237001 gtacgatcag gggctgtgtt ttcgctaaag tacatgaaca cgtcatgcat gacatacttt
  3237061 atggccgtga tttctatcag agcaaagcta gtccaaacaa cgatgtattg atgtttgtac
  3237121 cagaaactcc gttagtctgt aagactaaat tcagggggga ttacagatta tcaaccggaa
  3237181 ctcatgccaa cgtggagaaa ggaacacatg gacacgttaa caaccgctac cccatcggtt
  3237241 caccgaaaat acttccgtca cattctgggt gcgtgtggta gctgttattt tgaaaggcaa
  3237301 gctggaaaat ttatcctcgg tgaagaaggc gatcagtttt tcagtgccta cgtccgtgaa
  3237361 gattctgcat atcgcataga aagaatggag tcagagtcgc cgcttggtta tcaaacatca
  3237421 ggcgcgatcc cagtgtgagg tattattgtt aaattgattt taactctttc ttttggcggg
  3237481 tggatttttg tcggtatcct gtgactggac gacaaccccc taagaaatgt aaggtaatgc
  3237541 cggtgcgact aactccacaa ggaatgggat atgagcttca acctgcccgg aatgtatttg
  3237601 tattaccttt caagagataa tttagcccct gaagaatacg agcggataat cagcccgcac
  3237661 gctgcctggg cgcgtatctg ccgcgaatat gaatttgacg acagtcacaa taccagccgt
  3237721 taccttatca atatgcggga acgtgaacag cgctcatctc cagatcagcc acgtccaggc
  3237781 gggatacgtg aaaaagagaa actggaaaaa ctggtttttt cgggtgacgt ggtgatgtta
  3237841 agtgatatgt acggccctgc ccggctgttc tacatcaatg gtgaaggtca gttgatgtct
  3237901 accgatcccc atgctttccg tttcgagggt gccgcaaaga ttatcaaggc atttgacgat
  3237961 tcggtgaaat gccggaacta tcagcgaacg ggtggaaagc cacgttcaac acaaacaagg
  3238021 cgactaaaga gcacgacgaa tacgataccc gatcgttcta tggtaactcg tgcttccgat
  3238081 gaatctggac gggtattatc tgcaaaatgg caatctgtca ccgatagcgc caaaacctta
  3238141 tgggaagcca cccctttcac acatgacaaa gccacaactg aggccgcccg tggtcgtatt
  3238201 gctgatggcg cggtaggtac ccttgagggg ctaggtactt tgatggggcc ttccgcccaa
  3238261 gaatatatgg ctggtgcctt taatccagag caggccgcaa taaataaagt ccgacagcaa
  3238321 aatcaacaag ccgctggcaa ggctatttat gataatacga aaggggcggt gacagacgct
  3238381 tatcagcgca atggattagc cggtgcggcc gccatggtag tcacggcatc cgtggcggag
  3238441 ttggcgggta ctaaggggtt gggaacggta gaaaaagttg gcacattagg cgatgtcgct
  3238501 aagttaggga aagctgttga gctggaaaaa ctggaggggt accttggcac ttataaaggt
  3238561 cagaaagtat tgctacaaaa cgtcgatgtt gtgaagatgg attacgtacg acgctcgact
  3238621 gctgatagga atttattgag gaaggagttt gataatggcg tccgtaaaaa attccttaaa
  3238681 gatatagcta acaatcccga agttgtgaaa cgccttgacg ccttcgatcg cagcgtccta
  3238741 gccaaaggcg ttgtacccga tggttatcag gtacaccaca aactaccgct agatgacagc
  3238801 ggcaataaca attttgataa tctagtgttg ataagtacgc gccctgagca tgcggccttc
  3238861 accactacgc agaagcacat aacaaaaaat cttaccccca cgggcactaa tattgtgtta
  3238921 tggccaaagc ctcaaggcat aatttatcca taggaatatc tatgaccgac attgaaaaag
  3238981 cagtgactac ttttcaagcg taccgagctg cgattggtta cccgaaaatt ccaccctatg
  3239041 agggggaggt tattgagtat gattttgggc gtaagattga atctaatcag ccagatttct
  3239101 ggacgcaata tcatgaattc ctacgcttga gtgatggact tgctgctgat ggtgtttatt
  3239161 tttatggcat agcctgtgaa ggtaagttga tcgggaatcg ccttatcgac aacaacgatg
  3239221 cgttgcgcga tggagagatg tacgatgaaa gcatggacgg attgatcgca atagggtcaa
  3239281 gcaatagcga tatttttgtt tatgatacca atacccataa atgggaaagc cgtgaccgaa
  3239341 tagcgattga tgacatcaat gaatcttacg ataccttagc tgaactgata gatagccagt
  3239401 tacagagaat caatataggt gatgcctttt aatggcatga tttatttgtg aggtgcgtat
  3239461 ggcaaattta gaaaaagcgg ttaatgagtt tactcgcatc agcaaaagta tgggatacaa
  3239521 catcaatcca ccttataccg gcaagctgga aacttatgac tttggacgag atataagccc
  3239581 agaacagcct gatttctgga agcaatacgg ctcttttctg cgtattagca atgggtcgtt
  3239641 tgctgatgga tgcgtatttt atggtatgag tggcggtgaa gatgatgctg ggcttattga
  3239701 gtttaataat gctttgaata ttcccgattt taaagatgag accatgaccg gcttgattgt
  3239761 tattggtgga aataacactg atacgtttta ctatgatccg cgcacgggta aatgggaagc
  3239821 atgtgaccgc attggcacag atcgtgtatg ggagtcatgt gatagtctgg ctgaactcat
  3239881 tgagacacaa attaaaatgt tggaaaacgg ttaacttata aggggtcgaa atgacgctta
  3239941 cagaagaaca gaaggcgctt ttcgatgccc tgacgcaatt acagcgcaga ttcgttaccg
  3240001 cgctgctaga gggtgccaat caaaccgagg cataccgaag ggctggcggt aaagcgagac
  3240061 tgtaaacaat attgtgtaat tgcctgtttt tgatatcttc actccaacaa cggagacagg
  3240121 caaattatgg acgaaaagaa acttaaagca cttgcggctg aactggctaa aggtcttaaa
  3240181 accgaagccg accttaatgc attttctcgt atgctaacaa agcttaccgt cgaaacagcg
  3240241 ttaaatgcag agcttaccga acacctcggg cacgagaaaa atacccctaa atcaggctcg
  3240301 aatacccgca acggctattc gtccaaaaca ctgctatgcg acgacggcga aatcgagctg
  3240361 aatacgccac gcgaccgcga aaacaccttt gaaccgcagc tgataaagaa aaatcagacg
  3240421 cgtatcacac agatggacag ccagattttg tccctgtacg ccaaaggcat gaccacccgc
  3240481 gaaatcgtcg ccaccttcaa agagatgtat gacgccgatg tgtctcccac gctgatatct
  3240541 aaagtcaccg atgccgtaaa agagcaggtt gctgaatggc aaaaccgcca actggatgct
  3240601 ctgtatccca ttgtttatat ggactgcatt gtcgtaaaag tccgccagaa cggtagcgtg
  3240661 ataaacaaag cagtgttcct agcgctgggc atcaacactg aaggtcagaa agagctgctg
  3240721 ggcatgtggc tggcagaaaa tgaaggtgcg aagttctggc taagtgtgct gacagagcta
  3240781 aaaaatcgcg gtcttcagga cattctgatt gcctgcgtgg atggcctgaa ggggttcccg
  3240841 gatgcgataa acagtgttta tccgcagact cacatccagc tgtgcatcat ccatatggta
  3240901 cgcaacagcc tgaaatatgt gtcatggaag gactataaag ccgtcaccag cggtttgaaa
  3240961 atggtgtatc aggctccgac agaagaggcg gcgctgatgg cgctggataa gtttgcggag
  3241021 gcctgggacg acaaataccc gcaaattagc aaaagttggc gtacgcactg ggaaaatctc
  3241081 aatacattct tcggctatcc gcccgatatc cgcaaggcta tctacaccac gaatgccatc
  3241141 gaatcggtga acagcgtgat ccgtgcagcc attaaaaagc gcaaagtgtt cccgacagac
  3241201 gactcagtgc ggaaggttgt ttatttggcg atcaaggatg catcaaaaaa atggagtatg
  3241261 ccgatccaga actggcggtt agcgatgagc cgttttatta tcgagttcgg tgaccgcctg
  3241321 agcgatcacc tttaatacgg tggcagttac acagaattat ggacaggctc ggtaaagcta
  3241381 aaggcgatgg tgagcgttcc aaagccagcc agttagtaac aaatagtaac gttcaagcct
  3241441 tcctccagtc cgtacagcac gaaaccgtta acgcggccat catgacctac accgaagcat
  3241501 tagagcgact cacattgatt gatggggcgc acgacaattc atgacatcgc cacgtttggc
  3241561 aattatcaga ttggtgagaa cgaggaaggg caaccggtct ttcaggcgtc atggaagttt
  3241621 aaggactcca aagatattaa gcccgaacac ctggccgctg tcgctgaatt atccactggc
  3241681 aaagacggac taaaaattaa gctgcatgat ccgaaagctg ccatcaagca actggctgga
  3241741 atgtgcggat gggaagcacc gaagaaagcc gaattgaccg gcgcgaacgg tggcccgatc
  3241801 caaacgtcaa acctaacccc ggatgaagcc gccgaagcct accgtaaaat gatgggctga
  3241861 tttgggtaaa tttacagagg cggcggcact ggcagccaag gaacgtcacc gccagaggat
  3241921 gagtgcgcca gcttaccagt ggaagaagcc aacgcctcgc cgatgattgt agtatcgaag
  3241981 tgtggcgatg cggtgaacgg gcataaaata accaataaac cccatgatta cccctgcaaa
  3242041 atatccccgg catatcccag aaataacaaa ggagttacgc tattaacgta actccttgtt
  3242101 ttatttggtg gcccctactg gacttgaacc agtgaccaag cgattatgag tcgcgtgctc
  3242161 taaccaactg agctaagggg ccaagcttgg gcgctgatta tacggtagtt tttatcctca
  3242221 ggtctagagc tgctcattca tatgcgtgtt ttatatgcaa aaataaggtt ttttacggat
  3242281 gaggtagggg agaggagagc gtagacgtgg ttggtttata ggaaaaaaaa tcccgacaca
  3242341 aataatatgc cgggattttt attacttcac taacgaatta atcgtcgagg aagctacgca
  3242401 gcacttcaga acggcttggg tgacgcagtt tacgtaatgc cttcgcctcg atctgacgaa
  3242461 tacgttcacg ggtgacgtcg aactgtttgc ccacttcttc caacgtgtgg tcagtgttca
  3242521 tatcgatacc gaaacgcata cgcagaactt tcgcttcacg ggctgttagg ccagctaaca
  3242581 catcgtgcgt ggcagagcgc aggctctcag aagttgcaga gtccagcggt agctccagag
  3242641 tggtatcttc aatgaaatcg cccagatgtg aatcttcgtc atcaccaatc ggggtttcca
  3242701 tggagatagg ctctttagct atcttcagca ctttacggat cttatcttcc ggcatcaaca
  3242761 tccgttccgc caactcttct ggcgttggct cacggcccat ctcttgcaac atctggcgtg
  3242821 agatacggtt gagtttgtta atggtctcaa tcatatgcac tggaatacgg atagtgcgcg
  3242881 cctggtctgc aatcgaacga gtaatagcct gacgaatcca ccaggttgcg taagttgaga
  3242941 acttataacc gcgacggtat tcgaacttat ctactgcttt catcagacca atgttgcctt
  3243001 cctggatcaa atcaaggaac tgcaaaccac ggttggtgta ttttttggca atagagataa
  3243061 ccaaacgcag gttagcctca accatttctt tcttggcacg acgcgctttc gcttcaccga
  3243121 tagacatacg gcggttgatg tcttttactt gctcgatggt cagaccggtt tcttcttcga
  3243181 tctggcgcag tttctgcaag ctgcgttgaa catcttccga gacatctttc agtttttcag
  3243241 accaaggttt acccatcgcc actgccgcat taaaccaggt gtcgctggtt tcattgctgg
  3243301 aaaacaacgt aacgaaattt ttcttcggca ttttgcactg ctcaacacac agcttcatga
  3243361 tgatacgttc ttgagtacga acgcgatcca tcatggcacg catgttattg accagataat
  3243421 cgaactgctt cggcactaga cggaactgct tgaacacctc agaaagcttc agaatttcag
  3243481 cggcagcatt cgcgtgattg cggccatttt tcttgatttc catacgcgcg ttttcatact
  3243541 gctcacgcaa atcgctgaat ttctggcgcg ccaactctgg atcgatgctg ttatcgtctt
  3243601 ctgcgtcgtc gtcttcatcc tcgtcttcat cttcgtcatc catctcttca gtggataatt
  3243661 cagaaccaac gtgggtcgct gttggggcaa tatcttcttc ggcgtttgga tcaacaaagc
  3243721 cagtgatcag gtcagataaa cgagattcgc ccgcttcaac acgatcatat tgttccaaca
  3243781 gataagtgat cgcttcaggg tattcagcaa cagaacactg aacctgattg ataccgtctt
  3243841 cgatacgttt ggcaatatca atctcgcctt cgcgtgtcaa cagctcaacg gtacccattt
  3243901 cgcgcatata catacgcacc gggtcggtgg ttcgcccgat ttctgattca acactggaaa
  3243961 gcacctgtgc agcagcttca gccgcatcat catcggtatc cgtggtgttt tcggccagca
  3244021 tcaaatcatc agcatcaggt gcttcttcta gtacctgtat gcccatgtca ttaatcatct
  3244081 ggatgatgtc ttcgatctga tcggaatcga cgatatcttc cggcagatgg tcattgacct
  3244141 cagcataggt cagatagcct tgctccttac ctcgggtgac aagtagcttc agctgtgact
  3244201 gcgggttttg ctccataaga cggtatccac acttcagagt atttgggttg gtgtcggtcg
  3244261 gcgaaaccgc caacaattac atttggggcc tttttttgtc gccgctgccc gctatagcgg
  3244321 catattgtgg ggagttgccc ccacatttat cggcaattaa gccgttgggt gtttcatttt
  3244381 tttctggcta gtgccagatt caaagaccaa agctctttac gttcttcggc gtttaatcca
  3244441 tgtgtacggt cccgcgctat tagcgtttcc tgacgttgct ccaaaatgga gtcatacagg
  3244501 ctcgctagcg tgtcgacaaa agtcggttcg accatatcct ctacaatcat gtggttccat
  3244561 gttgcaagag tttcaagttg ttggctgaat ttattatcac ggtacagttc cagcaactgc
  3244621 ccggttgtca gccccggttg ggccagacag gtttcaacca actcaataaa taacggtaaa
  3244681 cccgccaatt tggcttgttc gagcccctgt aatgagggaa taagtgtagc caattgtggg
  3244741 ttttgtacca atagccctat aagtatacgc atggttgtgc gttttagctg gggcggctgg
  3244801 taggtatttg cattatcaat ctgttttggc atcagcttat cgagctggct gtcatcaagc
  3244861 agacctaact tattccctaa ttgctgacgt aggtacaagc gcagcgcttc accaggtact
  3244921 tggctgatta aaggtaatgc cagtgtgctc agtttggcgc gcccatcagg gctgctcaaa
  3244981 tctacctgtg gcattaacgt ttcaaacaag aaggttgaga gtggctgtgc cgcctccatc
  3245041 cgttgttcaa atgcgtcttt cccttcttta cgaaccaagg tgtcagggtc ttcgccatcg
  3245101 ggcaaaaaca taaagcgtag ctgacgtccg tcatttagat agggcagtgc cgtttctaat
  3245161 gctcgccagg cggcatctct accagcgcga tcaccgtcat aacaacaaat tacgttatcg
  3245221 gtggcgcgga ataacagctg aatatgctca gcggttgtcg ctgttcccaa tgaggcaaca
  3245281 gcataatcaa taccaaattg tgcgagtgcc accacatcca tatacccttc cacaacgagt
  3245341 aggcgggttg ggtttggatg attgacttgt gcttcataca agccatataa ctggcggcct
  3245401 ttatgaaaaa tttctgtttc tggggagttg aggtacttcg gcactccatc acccagaatt
  3245461 cgcccgccaa aagcgatgac ccgcccgcgt ttatcgcgaa tagggaacat gacgcgctca
  3245521 cgaaaacgat cgtaagtccg cccggtatca ttagttacca gcatcccggc atcgttcagt
  3245581 gctgtacggc tctcgccatc acgaccaaaa cgttttaagg cattgtccca accagggggc
  3245641 gcaaaaccga tagcaaaatg ttggatgatt tcttcactca aaccgcgatg tttaagatat
  3245701 tcacgagcct gtttggcatt ctggcctttg agtgactgct gatagaatgc gcttaggctt
  3245761 tccatcaatt gataaagact ttgtcgttgg tgtcgttcga tctgagtggt gccgctgcct
  3245821 gcctcgtaag gcacttccag cccgtgcatg gtggctaatt cttcgatact ttcgacaaac
  3245881 tcgagtcgat cgtaattcat caaaaaatca acagcattgc catgagcgcc gcagccaaaa
  3245941 cagtgataaa actgtttttc gccgttaaca gtgaatgagg gtgttttctc atgatggaac
  3246001 ggacagcacg catggtaatt tttgccttgc ttcttcagct ttaccctagc atcgataaga
  3246061 tcgatgatgt cagtgcgagc tagcaagtca ttgataaata cacgtggaat tcgtccagcc
  3246121 ataagcccct attcgccagt ccataaacga gaacaagccg cgcattcctt tcggaaagca
  3246181 cggccttcgt atgcaactac tcgatctgcg cgttcttcga aatgaaaaaa ccacgcgttg
  3246241 gggttacccc cgaagaatta atacagacga gtgcggcgtg cgttttcgcg agccaatttc
  3246301 ttcgcgtgac gttttacagc agaagcttta gcacgtttac gttcagtagt cggtttttca
  3246361 tagaactcac gacgacgaac ttcagctaaa acacctgctt tttcgcagga acgtttgaaa
  3246421 cgacgaagag ctacgtcgaa cggctcgttt tcacgtactt taattaccgg catgtgcctc
  3246481 tcacctcaat agaaatcggt ttgctgctgg ccaatcgcca gccttctcaa aatggtgcgg
  3246541 aattttactt caatggatgc tgctttgtaa agcaccacag caaattgaaa caggcacgcc
  3246601 cctgtgatgt cgcccccgct tttacaaaaa aagttggtgc caggagtgcg acggccgctg
  3246661 attatatact aaacagggcc ggtgatcgaa ttaatcaaca tttttttcac acagagtcat
  3246721 tctcagcgat tagagattag ctattagcga ttataaacaa cacatttgcg gccaatgccg
  3246781 aaaatattgc ctttccccgc gaaggtgggg attagaaatc atgactgcgg gcgctgttat
  3246841 gctaaactgt cggccgcacg tgaatgatgg gaaatgtaat gcgagtattg ggtatagaaa
  3246901 cgtcctgcga tgaaaccgga attgcagtct atgacgataa agccggtctg ttagctaacc
  3246961 aattgtacag tcaggtaaaa ttacacgctg actacggtgg tgtcgtacct gaactggcct
  3247021 cccgtgatca cgtgcgtaag accgtacccc tgattcaggc ggcgttgaaa gaagccaatt
  3247081 tgagcgccaa agatatcgat gcggtggctt atacagcagg ccctggtttg gtgggggcgt
  3247141 tgttagtggg ggcgaccatt ggtcgggcat tagctttcgc atggggagtc cctgcggtac
  3247201 cggttcatca tatggaaggc catttgttgg caccaatgct ggaagaaaat gcaccagagt
  3247261 tcccgtttgt tgcgctgctg gtatccggcg gccataccca attgattagt gtgaccggta
  3247321 ttggtgaata tttgctgttg ggcgaatctg ttgatgatgc ggcaggcgag gcctttgata
  3247381 agacagcaaa actactaggg ctggattacc ccggtgggcc aatgttgtcg cgtatggctc
  3247441 aacaaggtac tgtggggcgt tttacctttc cgcgcccaat gactgatcgc cctgggctgg
  3247501 attttagttt ttccggcctg aaaacgttcg cggcgaatac tattcgtgct aatggtgatg
  3247561 atgaccaaac ccgtgccgat atcgcccgag cattcgaaga tgcggtggtt gatacgttgg
  3247621 cgatcaagtc taaacgtgca ttagatcaga cgggttttaa acgcttagtc attgccgggg
  3247681 gcgtgagcgc taaccagaca ctgcgattaa aactggccga tatgatgcaa aaacgaggcg
  3247741 gtgaagtatt ctatgcccga cccgaatttt gcactgacaa tggcgcgatg attgcctatg
  3247801 ccgggatggt caggttgcga agtaacctga acagtgagtt gagtgtgtcg gtgcggccgc
  3247861 ggtggccgtt atctgagtta ccaaaagtct gatcagaatg gctgagcgtg gctgcggctg
  3247921 cgttgccgca gtcattctga tatgggtgtc gaatggctga gcgtggctgc ggctgtgttg
  3247981 ccgcagtcat tcaaaatact catggacaag agtccactgc gttttttcat tcctttgcgc
  3248041 cttgcctcgc tcatgctcag tcattctgat atgggtgtcg aatggctggg cgtggctgtg
  3248101 gctgtgttgc cgcagccatt ctcggttttg gggaaaacta atcttctttc tcttctaact
  3248161 ctgcggcttc ttctgcaggc gttttctgtt ttttctttct aagtttgtcc caaattttcc
  3248221 cttctttgcc acgccataaa cgttgaatgt tatcgtggtg acgcatcagg ataaggcaag
  3248281 agagcatggc gacagggaaa gtaaattgag gtttgaacca ccagacgtaa aacggggcaa
  3248341 tcaaggcgct aactattgcg cctaatgatg aataaccact caataatacc gtcagcagcc
  3248401 aggtcccggt catcaaaccg gtcaaatccc atccgatagg cgcgattgca ccaaatgcgg
  3248461 ttgctacacc tttgccaccc ttaaagtgga aaaatacggg ataaatatgg ccgagacagg
  3248521 cggcaatggc ggtcaaaccg agataaagtg gcgggatgtg taacagataa gcgatccaaa
  3248581 cgggcaacat gcctttcaat atatcaaaga gcaataccgc cactgctgct gtacggccac
  3248641 caatacgcag cacgttagtc gcaccgggat taccggagcc atgtgtccgt ggatctggca
  3248701 gcctggcaac ccggcatacc aagattgcac tggaaataga gccgcacaaa tacgcgaaga
  3248761 taatcatgcc aagcgcgata gcactcataa caccgccccg ttgaataatg gtcgttttaa
  3248821 tcgcaacatc agtggataat acgcatattc ggctggaagt ggtatccggc aggcacaaaa
  3248881 acagagaatg acgtgatgga catcgtattt attgaggaac tcagtgtcat aaccaccatc
  3248941 ggggtttatg actgggagca gaccatccag cagaagctgg tgttcgatat cgaaatgggc
  3249001 tgggataacc gtaaagcggc gggcagtgat gatgtcaatg actgcctgag ttacgctgat
  3249061 atcagtgagg cggtgataca acatgtcggc tcacagcgtt ttgcattggt agagcgggtc
  3249121 gctgaagagg tagccgagtt gttattacga cgctttaatt cgccgtgggt acgcatcaaa
  3249181 gttagcaagc cgggggctgt tgcccaagcc aaaaatgttg gtgtaattat tgaacgtggc
  3249241 caacggctaa gctgaccttt tgtcgccata tgacataaaa atatcattct gcattgataa
  3249301 tgttgtctga ttgtgtcgag gttcgtgata aattttctgt atccttctta acttgaagtc
  3249361 gccgctgtgt gaagggtgtt cctttcagcc gaatcgctga tgagagccag cttcccgggc
  3249421 tgtggcccca attattttgg gtatgaatta aattctaaat agaacggcac tgttttcagc
  3249481 attgccgttt ttttgtggtt ttccattaca gggtcttggg tattgtagat gacggatatg
  3249541 tattcgctgt ttgtggcttt tattctgggt gtggtcgaag ggctgactga gtttctgccg
  3249601 gtttcttcta ccgggcatat gattattgtc ggggagttgc tggggtttac cggtgataaa
  3249661 gcaaaaacgt ttgaagtgat tattcagtta ggctccattc tggccgtagt tgtggtgttt
  3249721 tggcggcgct tattcggtct gattggtatt cactttggtg cggtgcccca cgaggggaaa
  3249781 accaatggtc atttgactct gggccatatt ttactggcga tgatccctgc ggtgattcta
  3249841 ggtttggcat ttcatgatgt tatcaaggcg ctatttgacc caaaaagtgt catgtatgcc
  3249901 ttggtggcgg gtggggtgtt attgctggcc gcagaatggt tgaaacctaa aaatcctaag
  3249961 gctgtcgggc tggatgatat tacctaccgt caggcttttg cgattggttg cttccagtgt
  3250021 ttggcattat ggccggggtt ctctcgttct ggcgccacta tttccggtgg gatgctggtc
  3250081 ggcgtgaacc gttacgcagc ctctgaattc tcgtttattc tggcggtacc gatgatgatc
  3250141 ggggccagtg ggctggattt atataagagt ctgcatttcc tgacattggg cgatttaccg
  3250201 atgtttgctg tagggtttat caccgccttt atcgtcgcac taatagccat caagaccttc
  3250261 ttgtcactga ttaaacggat ctcttttgtt cctttcgcca tttaccgctt tattgttgcg
  3250321 gcggtggtgt attgggtctt tatgtaagag ataatcgtgg ctgtaaataa ataatcattt
  3250381 gtttttaatg ggtttttgac aacgtgtccg cgacggagag aacaggcaga tcgtaaagac
  3250441 gccggcttcc ctgtataaaa atagccttcc ttggcgcgga cgctttactc ttctgcccat
  3250501 cctcaccgtt caagatcgtg tcatcggggg ggcaggagtc tgaaacccct tgttttacag
  3250561 ggggaaacga acagggagtc acttatattg aagctgtttc ctgagtctgt ttccactcgg
  3250621 ccagagcttg ctggcggcgg cgttgaagtt cgtcgcgaat agccaagcct tgtaacccgc
  3250681 tggcgaccac ttcctgtatt gatactccgt tggcaatctg gaaggcggcc cgcagataat
  3250741 ccccttgtgg atagggattg ttttcaaatc cagtccggcc acgggcatcc gcttcgctgg
  3250801 tcataatcat ctgctccagg cgctcaggtt tacgccatac atcaatggca ttaaacagtt
  3250861 ttagcagagt ttctggccgg agtttattca ctgtatgaat taggtcatgg tattccgcga
  3250921 cgagcttagc caaatcacgc acagggttag ggatccgcaa ccgttggcac agttgctcaa
  3250981 ctaatttgac gccagccgga ccatggccgt gatgatgtgg ccaatgctct ttgggggtta
  3251041 ggcctttccc caaatcgtgg cacagggcag caaagcgtat atcaacctcc gggctgagct
  3251101 gtgcagcgat agccaacgtc atcagagtat ggataccggt atcaatttcc gggtgccatt
  3251161 tctccggtgc cggcacccca aataaacgct caatctcagg gaacagcacc gccaacgcac
  3251221 cgcaatcccg aagtacctga aaatagacgt gtgggctttg cgttttcagt gctttctcgg
  3251281 tttctttcca cacgcgctct ggtgttaggg cggagagttc gccactctgc gccatattgc
  3251341 tcatcagaga catcgtttct ggggcgatgg tgaaaccaag gtaggcaaaa cgggcggcaa
  3251401 agcgtgccac ccgcagaacg cgcaatggat cctcaccaaa tgcgtcggag acatggcgta
  3251461 acactcggtt ttccaagtcc tgtttgccat ggtagggatc gataaattcc ccgtcagcac
  3251521 tacgggcaat ggcattaacg gttaaatcgc ggcgtaataa atcatcttcc agcgtgacat
  3251581 cgggagcggc atagcaggta aaaccggtgt agccctggcc ggatttacgt tcagtacgcg
  3251641 ctagggcgta ttcttcatgg ctgacggggt gcaggaagac cggaaagtct ttaccgacct
  3251701 gctgataccc taatttcagt aattgttcag gggtcgcccc taccacgacc cagtcctgtt
  3251761 cggttacggg caggtttaat aagctatcgc gtacggctcc gccgaccagg tagatgttca
  3251821 tagttaaccc tttgttcttg acgccacagc gtggttatac ccgtcatact tcaagctgca
  3251881 tgtgcgttga ctacactcaa taacccgagt cactgacttg tcgttaattt tactgatcaa
  3251941 taagttcatc gggatttact cgctcgaata acgccgacga tcagcagttc atccagcggt
  3252001 tgttcttctt acggcttggg atcaaatgtg gcaacactaa accaaggagc aggccaatcc
  3252061 ccgcaacacc accgccgtac ataaaccatt gaagaataat agtgcgttgc ttgtcatcca
  3252121 attgtagatt gacggcatta acttttttct gagcaacaat gagttggttt ttcagcgatt
  3252181 cattctcttt ttgcaattca gagataacac tatcgctggc cgccactttc tgttgcatct
  3252241 ctgccgtgcg ctgattccag ctattatcaa tattagccag cttgtcggtc agtgttttaa
  3252301 cctgttgctc aaggtcgggt acacgaacgc gcaggcttgg cgtttcactc aactgattca
  3252361 atgggatcca cgtggttttt cctttactgt cacggatctg accataattt gtaccgttat
  3252421 caacgcttat cagggtgacc tcatccccgc ctttgagtgt gccgacaata cggtattggt
  3252481 tacctggacc gctatgaacg taagtatcca gttcatctga tatatagcgt ttttcttcag
  3252541 cttgtgcgcc ccaagagagg cttacactga gtatcgtgag gcaaattagg cgtaatttct
  3252601 gcattagaga gtcatttatg agtgaattta tggaacgata gtagtgcgtt cagtttgccg
  3252661 acgcaacgca taaaccggaa tgagaactgt cttagtctca cagccagcgc ggctttggcc
  3252721 ctatttctgc ttattttaac tgccgtgaaa atttgtctta tgaagacgta gggcagatcg
  3252781 gctaaaacag gttaaaatag agttttagcg ggggccgcca agcgggttta tctgtacaaa
  3252841 acaggcaaat cgaagcgaaa ggtgcataat gcccgtcatc tcgtaacata ccggtgtgaa
  3252901 tgaaattatg accgttgaaa tagaattaaa atttattgct actcctgcgg ccattgctgc
  3252961 tttgccggag tggattgagt cccagaaaaa ccagcatttt cccccacaaa cactggccaa
  3253021 tatctatttt gacacggcgg ataagcggtt gcgccagaat gatatcggtt tacgtatccg
  3253081 cggctatgat ggccgttatg aaatgacggt aaagaccggc ggtaaggtcg tgggcggttt
  3253141 acatcagcgg cctgaatata atgtcgatat tgatagcgac caactggatt tagcgcgttt
  3253201 cccgcaggat atctggccgg aaggctgggc ggttgatttg ttgcaagcgg aattacagcc
  3253261 gttgttccgt actgatttca cccgcgaaaa gtgggtaatc acttacggtg agagcgagat
  3253321 agaacttgcc ctcgaccaag gttctatcag cgctgatacg ttgtcggaac cgttgagtga
  3253381 gattgaactg gagctgaaac agggcactca gggcgattta ttggcactgg cagccgaatt
  3253441 ggcaaaaatg ggtggcttac gccagagcaa tttgagtaag gcggcacgtg gttatcatct
  3253501 ggcgcaaggt aatccgccac gtgagctacg gcctttcctg gtatttcaac ccgtggcgaa
  3253561 atcaacggtt gagcagggga tggccggtgg tttggaaagc atattggaac actggcaata
  3253621 tcatgaagag ctgtggttac gtggggaacc tgcggccaaa accatgatta tcgacgcttt
  3253681 ggctatggtt cgccaatcgt tggctatttt tggcggtttg gtgccacgga aagccagtac
  3253741 agagttacgt gcgttgctga ttgcccttga gccgcaatta gagccgaaga gtgtcgatgc
  3253801 agcgttgttg tgttacagcg ttgactatct gaaatgtaag ttggcgctta catcatggtt
  3253861 gatcaccgca ggctggcggc catttatgga tgccaaagca caagctaagt tcgatggctc
  3253921 gtttaaacgc ttctgtgaca ttatgctcag ccgcagtgcc gccgatttaa aagaggcttt
  3253981 tggccacaat cttgatgatg atggctattt ggcacaactc ccccgtctga accgccagct
  3254041 catcgccttc caactgcttt ctggtttcta tccacaaagt gaatggcatc cgtatatcga
  3254101 tgcctggttt ggtttacagc aggcgattat ggcgcgccag ggccactggc gagatactgc
  3254161 ccgcaaagaa gcactatctc aggccgcctt ttggttaaac ggtgctgttc gctaatcgaa
  3254221 tatataacca aagttattgg cgttgcaggg ggttatttat aaaaacagcg ctacggtatt
  3254281 tataagaaac agcgctacgg catttataaa aaacttacaa catcgataaa aatagccctg
  3254341 caatttcacc tacgaaatat gcgaagggga tacaaggaat ctgatatgtt gccactccct
  3254401 tcggaattac agattcaagc gcagagtatc aagcagcgct tttctgagtt acccgcgcca
  3254461 ccggatttac gtgatgaaga tattgcggta ctggcgctga gtgactttgt cagtgatatg
  3254521 ttactgattc atccgcagtg gctggaggag ttgcatcagc aacctccgca gccgcaggag
  3254581 tggcaatatt attcgcagtg gctgagtcag gcgctggccg gggtgcagga tgaagcggca
  3254641 ttgttaacgg cattacggtt gtttcgccgt cgggttatgg tgcgtatcgc ctggtcacag
  3254701 gtattgcaaa ccagtggaac ggcggagaca ttacagcaat tgagtactct ggcggagagc
  3254761 atgattattg ctgcccgcga ttggctctat caggtgtgtt gccgtgagct tggcacccca
  3254821 tgtaatcgcc agggagtgcc gcagccgcta ctgattttgg gaatggggaa actcggtggc
  3254881 ggtgaactga atttctcgtc cgatatcgat ctgatttttg cttatccgga aaatggccag
  3254941 actcaaggcg ggcggcgtga gctggataac gcccaatttt ttacccgctt aggccaacgg
  3255001 ctgattaagg cgctcgatca acacactatt gatggctttg tctatcgggt ggatatgcgc
  3255061 ttgcgcccgt ttggtgacag cggccccttg gtactgagtt ttgccgcact ggaagattat
  3255121 tatcaggagc aagggcgtga ctgggagcgc tatgcaatgg tgaaagcgcg ccttatgggc
  3255181 ggtgctgacg atccctatag ccaagagtta cgtcaaatgc tacggccttt tgtcttccgt
  3255241 cgttatattg atttcagtgt gatccaatca ctgcgtaata tgaaagggat gatcgcccgt
  3255301 gaggttcggc ggcgggggtt gaaagacaat atcaagctgg gtgccggtgg cattcgtgag
  3255361 atcgaattta ttactcaggt cttccaactg atccgcgggg ggcgtgaacc tcggctgcaa
  3255421 gagcgtgcac ttttgccaac attgcaggcg gtggctgaac tggggttact gccagagcag
  3255481 caagtggctg acctcagtgg cagttatttg tttttgcgcc gtttggaaaa cctgttgcaa
  3255541 gccattgctg atgagcaaac ccagacatta cccaatgacc cactgaatca agcccggtta
  3255601 gcttggggaa tggggtacgc ggattgggca gcgatgagta ccgcgctgga aaatcacatg
  3255661 caggccgttc gtgtggtatt tgatgacctt atcggcgatg aaacccctga tattggcgaa
  3255721 gatccgagcc atgggttgta taaaagccta tggcaggatg tgctggaaga gagtgatctc
  3255781 gccccattga caccgcatct ggaggaggcc gcccgccgtc agctattggc gacgatcagt
  3255841 ggctttcgcc atgatgtcga taaacgcact attgggccgc gaggtcgtga agtgctggac
  3255901 caattgatgc cacggctgtt tgctgaagtg tgtccgcgcc ccgatgccaa tgttgccctc
  3255961 agccgcctta tcctactgtt gctcagtatc gtgacgcgta ccacgtatct ggagttattg
  3256021 gtggaatacc atgcggcact gaaacatgtt atccgcctgt gttctgcctc gccgatggtc
  3256081 gccagccaac tggcacgcta cccactgtta ttagatgagt tacttgaccc gcaatcgctg
  3256141 taccagcctc tggctcccag tgcttaccgc gatgagttac gccaatattt gctgcgcgtg
  3256201 ccagaagatg atgaagaaca gcaattagag gcgttacgcc aatttaaaca ggcgcagcaa
  3256261 ttacgtatcg cagccggtga tatcactgag gcgctgccgg taatgaaagt gagcgatcac
  3256321 ttaacttatc tggccgaggc cattattgat gcggttatcc aacaggcctg gaatcagatg
  3256381 gtcgcccgct atggtcagcc tagtcattta cagcaaagcg aaggccgtgg ttttgcggtt
  3256441 attggttatg gaaaattagg gggctgggag ctagggtaca gttcagattt agatttagtc
  3256501 ttcctgttgg attgcccatt ggatgtgatg accgatggcg atcgcagtat cgatggccgt
  3256561 cagttctacc tgcgtttggc ccaacgcatt atgcatttgt tcagcactcg cacatcatcg
  3256621 ggcattttgt atgaagtgga tgcacgcctg cggccttcgg gtgaggcggg tatgctggtc
  3256681 agtactatcg aggcatttgc cgactatcag cgtaatgaag cctggacttg ggagcatcag
  3256741 gccttggtgc gcgcccgcat tgtgtatggt tccccaaaat tgcatcaaca gtttgatgct
  3256801 attcgccagc aaattctctg ccgccaccgc gaagatccgc agttgcagca ggaagtccgc
  3256861 gaaatgcggg aaaagatgcg taatcatctg ggcagtaaac aacgtgatat ctttgatatt
  3256921 aaagccgatg cgggtgggat caccgatatt gagtttatcg cgcaatatct ggtgctgcgc
  3256981 tacgcagcca gcgaaccgcg gttgactcgc tggtcagaca atgtgcgtat ttttgaatcg
  3257041 atggctcatt acgacatcat gtcgccggaa gaggccgccg cgctcacccg tgcttatgtc
  3257101 acgatgcgtg atgagatcca tcatttggcc ttgcaagaac aatcgagcaa agtcgcagcc
  3257161 gacagcttta tagccgaaag agagcaagtg gcggccagtt ggcataaatg gttggcggca
  3257221 aacgacgcta atgtgagcta atacgataga ttccagatat taatggaata taaggtgcct
  3257281 gtgatattat ttggcgctat atgatgaaca caatattgga gcgaagggat gggtgcattc
  3257341 ggggttaata acaactcagg ttggggggca aatgtatgaa agtcacgctg cctgattttc
  3257401 gccgtgctgg tgtattagtc gtgggtgatg tcatgttaga ccgctactgg tacgggccaa
  3257461 cctgccggat ttcaccagaa gcacctgtgc ctgtagtgaa agtcgatacc atcgaagagc
  3257521 gccctggtgg tgcagcaaac gttgcgatga atattgcctc ccttggcgcg gttgcgcgct
  3257581 tagtcgggtt gaccggcatt gacgatgcgg cgcgtgcgct gatctgcaag ctgagcgaag
  3257641 ttcgggtgcg ttgcgatttt gtctcggtac ccactcaccc gaccattacc aaattacggg
  3257701 tactttcccg taaccagcag ttaatccgcc tggattttga agagggcttt gacggtgttg
  3257761 atcccacgcc gatattcgag cgcattcaac tggcgttgcc acagattggc gcgctggtgc
  3257821 tgtccgatta tgccaagggg gcattgaaca gcgtacagcc gatgatccaa ctggcacgta
  3257881 aagcgaatgt cccggttttg attgatccga aaggcagtga ttttgagcgc taccgtggtg
  3257941 ccacattgtt gacgccgaat ttgtctgaat ttgaagcagt ggtagggcgc tgtaaaaatg
  3258001 aagaagagtt ggttaaccgc ggtatgcaac tggtggcaga tttcgaactt tcagcattgc
  3258061 tggtgacccg ttctgaacaa ggcatgacct tgttgcaact gggtaaaccg ccgctacatt
  3258121 tgccgactca ggcaaaagaa gtgtttgatg tgaccggtgc tggcgatacg gttattggcg
  3258181 tgctggctgc cgcgctggct gcaggtaaca gcctggaaga gtcatgtttc ctggctaatg
  3258241 ctgccgccgg tgtagtggtg ggtaaattgg gtacctcgac cgtttctccg attgagttgg
  3258301 aaaacgcgat ccgtggccgt gcagaaaccg gttttggggt gatggatgag cagcaactga
  3258361 aaatagcggt tgcgcaggct cgccagcgtg gggagaaggt ggtcatgacc aatggcattt
  3258421 ttgacatcct ccatgcaggc catgtttctt atctggccaa tgcccgtaag ctgggggatc
  3258481 gcctgattgt ggcggtgaac agcgatgctt ccaccaagcg gctgaaaggt gaaaagcggc
  3258541 cggttaatcc attagaacaa cgtatggttg tcttgggtgc gttggaagcg gtggattggg
  3258601 tcgtgccctt tgaagaagat acgccacagc gtttaattgc tgatattttg cccgatctgt
  3258661 tagtcaaagg cggcgattat aagccccatg aaattgcagg tagcgaagaa gtctgggccg
  3258721 ccggtggcga ggttaaggta ctgaattttg aagatggtgt ctctaccacc aatattattc
  3258781 agtcgatcaa aaacggccgc ggctaagtca gcgccagagc gctggcgcat aaggatgtgg
  3258841 cagtgggtgg gttaaagcaa gagttaagtc tggcgcaagg cgttgggttg ttatccactt
  3258901 ccctgttggg gacgggggtt tttgctgtgc cagcattggc ggcaatgttg gcgggccatg
  3258961 atagtttatg ggcctggcca gtattaatcg tactggtctt cccaatcgct atcgcctttg
  3259021 cggcgctggg gcgtcatttc cccagtgcag ggggggcagc acactttgtt gccatcgctt
  3259081 ttggtccgaa actgggtaaa gtcacgggct ggctattttt atcggttatt ccggtcgggc
  3259141 tgcctgcggc cttgcaaata gcggccggat tctggcaagc gatgtttggt tggagtgaca
  3259201 ccgggttgct aatggtgcaa ctggtgacct tgctggttat ctggctactg ggcacccgta
  3259261 gcgccggttc aagcgccaat ctacaaaccg tgattgcact actggtaata gcgttggtgg
  3259321 ccgcaatttg gtggcagggg gatatccgcc tatcgcagat cccatggcca gcgctacaag
  3259381 atgtttcccc acccaatata ttcaacgcgt tagccgtgat gttctggtgt tttgttggtt
  3259441 tagaggcttt tgctcatttg gcaacggaat ttcgtcatcc tgagcgtgac ttcccacggg
  3259501 ccttgatcgt cgggttattg gttgctggtg cggtttattg ggggtgtact gtcgcggtgc
  3259561 tgcattttca ggcttatggt gagtcgcagg ctgccgcggc ttcactgccg gggatcgtgg
  3259621 tacaactgtt tggtgaacat gcgctgtgga ttgcctgcat tattggctat ctggcctgtt
  3259681 ttgccagcgt gaatatttat actcaaagtt ttgctcgcat ggtgtggtcg cagtctcagg
  3259741 ttcgtccaca aagtaaactg gcgcgtttat ctgccggtca aacgccagtt aatgcgctga
  3259801 ccgctgtggt cggcagttgt ctggtcttcg cgctgctaat ctactggctt gctttgccac
  3259861 tggatttact gattgtgtat gccaacggta ttttcgtgct gatttacttg ctgtgtatgc
  3259921 tggcagggat ccgcttattg agtggacgcg cgcgggtgat gtcagtgatt ggcagtcttc
  3259981 tctgctgtgt attactggtc atgattggct ggaaaagtgt atacgctttg ctgatgtttg
  3260041 cgctgttgtg gatgttgatg tctaagccaa agacgcagct aactcagcct taatgtgttg
  3260101 gaatacaaaa tatttagggc acctgatggg cgccctgagg ttattgacaa agtgcccgcg
  3260161 acggagagaa caggcagatc gtaaagacgc cgtaaataca tccatgtagg ctcgagccgc
  3260221 gccatccttg gcgcggacgc tttactcctc tgcctatcct caccgttcaa gatcgcgtca
  3260281 tcggggtttg tcagcagtct gcctctattt tatttatata attggttgtt atacgtgatt
  3260341 gatgtttata cgtaagtgag cgttatacgt gatttctact ggcacgccgc tgatacgtgg
  3260401 cggcttattc agcccaatta ttccccggtc ttttcgccgt gatccgccgg ggcgctgtta
  3260461 aattttgcct caagtgcccc cactcgttgt tccagcaacg ccagtttctc tctggtgcgc
  3260521 agcaatactt gagtttgtac gtcgaactct tcacgattaa ctaaatccaa ccgggttaac
  3260581 tgcgattgca gtatcagacg gatttttttt tcgacgtctt ccccgaattc gcgaatacct
  3260641 tttggcatag attcatgcac ctggcgggcg atttgctcaa tttttttcgg gtcaatcatg
  3260701 atatttccct aagtagatgt gtggtgactc tcgatcagta taatgcgcga tgctgattgt
  3260761 ataaacctct ggacgcaagg tttaattctg cattttggta attgcccaga tgaatcaata
  3260821 gcgctatagt catggggctt attctcaggg cggggtgaaa gtccccaccg gcggtaaatt
  3260881 gtattgcgac gatatagtca cgtcggtggt gcaaaagccc gcgagcgctc atattgtttc
  3260941 tcttatccaa gagagcaagg tagaggtcag cagacccggt gtaattccgg ggccgacggt
  3261001 tatagtccgg atgggagaga gtaacggtat ctgccgggct tatacaccta tagatttcaa
  3261061 gatgcggggc gttggtcatc acgaagatcc taaggtgctt acatgagtaa gcgatttggg
  3261121 ggaacgagaa caaccaacat ctttgtcgct tggaaaataa cggatatggt ccgcttgcgt
  3261181 tatttcggct atttattttt ggccttttac tcctcaagac cgccctgatt ctggtaatcc
  3261241 ataatttttt aatgaggttt ctttaccatg aatcagacgc ttctctcaga ttttggcacg
  3261301 cctgtcgagc gtgtagaacg tgcaatcgac gccctgcgta atggccgtgg cgttatggtg
  3261361 ttggatgacg aaagtcgtga aaacgaaggc gatatggttt ttgctgccga agcaatgacg
  3261421 ctagagcaaa tggctctgac catccgccac ggtagtggca ttgtctgtct gtgtatcact
  3261481 gatgaacgcc gccagcagct tgatttaccc atgatggtta cccataactc cagccaattc
  3261541 cagacagcgt ttaccgtgac aattgaagcg gcggaaggtg tgacgactgg ggtttctgcg
  3261601 gctgaccgtc tgaccactat ccgtaaggca atcgctgata acgctaaacc tgctgatctt
  3261661 aatcggccgg ggcatgtatt cccgctgcgt ggtcaacctg gtggcgtatt atcacgccgt
  3261721 ggtcataccg aagcgtctat cgatttggcg acactggcag gttacaaacc ggctggtgtg
  3261781 ctgtgtgaac tgaccaatga cgacggtagc atggctcatg ctccagaagt gattgcgttt
  3261841 gctaaattgc atgatatgcc cgtcgtgacg attgacgatt tggcggctta tctccaatct
  3261901 cgcgcgaaga aagccagcta atctgatggc gatctcgcct gatattattt ggtgatatcg
  3261961 ctggctggtt aatatcatag gcttgttaat attgctggct ggttagtgtg gctgccttat
  3262021 taatgtcgct gacctgttaa tatcgctgac ctgttaatat cgattgttga tattgcacgt
  3262081 caacaccggg ttgttgttat tggttgtcgt tgctattcat taccattgct acttattatc
  3262141 gttgctattg gtttgcattt gctgctcatc tgaataaact accacccggt tattttctgc
  3262201 ctttatgcca tgcccgttga gcctgtacat aaatttgtgt tacccctcct ttgtttttcc
  3262261 ttcaaattta ttgaatatct tcatcatggt tatccggctg tttaatgaaa agaaagcgcg
  3262321 taatgtattg cttaaggttt aaacgccccc tctttttttc ttaacagtaa ggattttcta
  3262381 tgaacacctt tcgtatgcct gcactgtttc tcggccacgg tagcccgatg aacgtgctgg
  3262441 aagaaaatag ttacactcag gcatggcgta cgctaggtga aacattaccg cgtccaaaga
  3262501 tgattttggc aatttctgcc cattggtata cccgtggtac ggcggtaaca gcgatggaac
  3262561 atccccggac aattcacgat tttggcgggt ttccacaggc gctatttgat atacagtatc
  3262621 cggctcctgg ctcccctgaa ctcgcggcgc atattcaaca actgctggcc cctacaccgg
  3262681 tacgggctga taccggtgag tgggggctgg accatggtag ctggggcgta ttaatcaaaa
  3262741 tgtaccctga ggctgatatc ccagtggtac aactgagtat cgatggtacg cagcctgcgg
  3262801 cttatcatta tgaattaggc cagaaactgg cagcattacg tgaacagggc gtgatgattg
  3262861 ttgccagcgg taacgtggta cataacctgc gtctgggcaa atggcagggt gagagcagtc
  3262921 catatccatg ggcggagtct ttcaatcaat ttgtacggga taatttaagt tatcaagggg
  3262981 atgaccaccc gctggttaac tttatgcaac atgaaggcgc ggcattatcc aatccatcgc
  3263041 cagagcatta tttgccattg ctgtatgtgc tagggagttg ggatggtaaa gagccggttt
  3263101 cgatcccgac ggatggggtt gagatggggt cgttaagtat gttgtcggtg caaatcggct
  3263161 aaataccctt tgtccttgac gccgcagcgt tgttagcagc gttcgctcac ccgaatcact
  3263221 tacttgagta agctcatcgg gattcactta cttgctgcct ggctgcaacg gcaatgactt
  3263281 tgggtatggt aaaggaaggt gcattgcctt cccttactat aattatccca aaataatatg
  3263341 tggataaaac cgcgacaggt cttgagtgat cagttcacgg tcttcacgta aaccaatacc
  3263401 acacggctga tcattgacca gccaactacc aatcaaggta tagctatcac cgaattttgg
  3263461 taatgggtgg aattgctgga taatcatccc ttcttcgccg taaggcccat caaccttagc
  3263521 gacttctttg ccattttcta cgatctgaat attggcacct tcccgtgaga acaacggttt
  3263581 gatgacgtaa tgatccagcg gtggatggtc atcttccgcg aagtaagcgg gcagtaaatt
  3263641 agggtgattt gggaacattt cccacaacag cggtaacaag gccttattgg agataatgct
  3263701 cttccaggct ggctccagcc agcgtacgcc agcatcttcc agtttggtgg agaatatttc
  3263761 gcggaacata aactcccacg gatagagctt aaataaatta ctgatcacct gattatctag
  3263821 gtcagtaaat tgcccttttt cccctaaacc gatctcttcc ataaacatga attcagtcgg
  3263881 tagacccgct tccagtgcgc aatcttgcaa atattgtacg gtgccacgat cttcctcact
  3263941 gtcctgacag caggccagat gcagcaagct aaaaccatgg ttatcacgta gctcgacaaa
  3264001 gcgctcaatc agcttttctt gtaggctatt gtactgatca gaatcggtac tcaaattgcc
  3264061 agcgctaatc tggtcttcca accatagcca ttggaaaaaa gccgcttcat acaatgaggt
  3264121 tggggtatct gcattgtttt ccagcagctt cgccgggttt ttaccgtcat aggccagatc
  3264181 aagacgtgaa tagagagaag gctgattgct acgccatgaa tgacggacaa actcccaaca
  3264241 atgcttcggg atacggcact tggtcagtaa ctgatcgctg ttaatgactt tttcaaccac
  3264301 ttgcaggcac atttggtgta attctgcggt ggtttcttcc agctcttcaa tttgcgccag
  3264361 tgtgaattcg tagtaagcat cctcacacca gtatggctcg ccatgcatgg tgtgaaaacg
  3264421 aaaaccaaac tcagtggctt tttcacgcca gtccgggcgt tcgctaatcg ctaaacgttt
  3264481 cattaatcag ccttagccac ccatgctacg tctggtggtt ttggatgatg ttgcggcgct
  3264541 acgctgcata gaggactgtt ttgccacgga ctcaccaaag ccaccacgag tgatagtttt
  3264601 ggttaccgca ggcttcggtg ccagcgcggt tttaggcacg gtcatggtac ggccagtggt
  3264661 ggcagcgcca aagtttttgc cgctcgcatc cacaaatttg ccgttagccg ggctgttcgg
  3264721 tgcttttgag gtaaacaaag gttggctggc tccgccgccc atcatccggc ccatcatata
  3264781 accagccatc aatggcatcc acatgctgcc gctttgctgt ggtgctgcgg ccgtggtttc
  3264841 agacgaggat gttggtacca tacccgcctg agcaggagct tgagtacact gagactcgcc
  3264901 aaattctgcc acacaatctt cacgggtcgc gtatttaggc gcagttttaa ccgcttcttg
  3264961 caaggctgta ttgtaagcgg tggtgcactc tgcactctgg gacggattcg cctgtgagca
  3265021 atcatcagca ttttggtaca aagagacggt ttcatcggtt ttttcgcagc cagccagcat
  3265081 aaacacagca ctgacagcca acgctacggg cgcaaggcgg taactacgcc aggatttacg
  3265141 gaaagtctct tgattgatgt ttttagtccg tttcatcatt atttatctct ttaatctggg
  3265201 cattcaatgc ccttcccagg aagttcccta agaatagggg aaacatgttt gaaattaaag
  3265261 cacaggggag tgtgagtggc agattttaca aagttatact catcgctgag agtcacttca
  3265321 cttttttcat tgacgaaaag tgcttgctag caaaactcac cgtgttagca aaacaaataa
  3265381 cgtttggtcg taaaatcgag ggaggcaaaa aataaaccgg gcgcagccaa tgactgtgcc
  3265441 cggtgaagcc aaaccgctga cggagtgggt tattactgat tactgagcgc gtggtgtagt
  3265501 gacagtttgg cgagtagtat tctctggtgc cagagcagcc gctgacgtcg ggaccggttt
  3265561 atccaatacg gcgtttagtg ccatcaggtc gttcatattc aacgtcccca gtgccgactt
  3265621 gatatttaac tgattgatta aatagttata acgagcatca gccaattgtt gtttggactg
  3265681 atacaggtta gtcgttgcag tcaaaacatc cagaatggta cgggtgccta cctgatagcc
  3265741 agcttccatt gcatccaaag agctttggtt agaaataacc acttgctggt aagcattgat
  3265801 gctgctgatc gaggctgaaa tattattaaa tgatgagcga agcgtttgca ccatattgcg
  3265861 atgtgcactt tccaacaact cactggcacc aacgaaatta tactgcgctt gtttcaccgc
  3265921 agaattggtg gcaccaccgc tgtacagcgg taagctaaat tgcacgccaa tttggttctg
  3265981 gccggaatca ttatttacct gttgagaact gggggttccg ccactgtaac gggtattggt
  3266041 tatcgaagat gaggcggtca aatcgacggt tggcatatag cccgtttccg cagacttaat
  3266101 ttgctcacgt gccaagtctt ggctcaaacg ggcagaaagc aaagaaaggt tacgtttttc
  3266161 agcttctttc aataggttat taaccgcatc tgggcgttga gtcttcaatc gttctacatt
  3266221 caacgacgcc aattcgggat aataaacacc agtaatctgg cgcaagctct ctagtgcgtt
  3266281 atccagatta ttacgggcgg ccacttctgc cgctaacacg gtatcgtagc tggctcgggc
  3266341 gttctgcaca tcagtaatgg ccactaaacc cacattaaaa cgttgagttg tttgatccaa
  3266401 ctgacgatag accgattgtt tctgcgcttc agtataagag aggctgtcaa tcgctctgag
  3266461 tacgttgaaa taagccgttg cagtgttaag aatcagttgc tgttcgctgg tctggaatgt
  3266521 cacatcctga atcccagccg ctttttcctg taaggtcagg gcgcgccatt tagacatgtc
  3266581 aaaaattgtc tgggtcagtt ttagagagcc tgatgtggca ttgctatctg ggctgttaga
  3266641 cgcgtcacga aatccattag catgtgtata gccggcactt aaaccaagtt gtggcaacag
  3266701 tggactgcgt acttcattga ttttttcata tgcggcatcg cgatcagcag cggctttacg
  3266761 taaatccggg ttactatccc tggcttgctt ataaacttgc agcaagttct ctgcctggct
  3266821 catggtgctg aaaccagcca gactcagccc gataagaagg gggagcagtt tcttcatttg
  3266881 caatccttgt tgtgcagcaa tgttacatgg tagctgtcga tagacgaatt gttgacgatt
  3266941 ctatcagagt ctgccaatgg gataaggtgg ccgattgtgc catcctgcct taatttactt
  3267001 aaatctatca caaagctaaa cgagtattca gaaactgatc gttatctagc catgtttatc
  3267061 aaacaatttt tatccaacta ccgttgttaa actcgcttta tcaaacaact tcatttctac
  3267121 ccgctgataa tgcctgctat tttaaaaatc ctattgcctg cgttagtact gggttaagtt
  3267181 catgacggtg ataccagtaa aagcgtgatt accaaaccgt tatagggtaa aaacagaatt
  3267241 caggcgcgtt acttaagtaa agagagaagt atatgacatc aaagcaatcc tcaccggtga
  3267301 cttttgacaa gaatgatgtg gaaattattg cacgtgagtc actgtatcgg ggtttttttt
  3267361 cactgaattc atatcggttt cgccatcgcc tgtttaatgg tgaaatgagc ggtgaggtca
  3267421 agcgcgaaat ttttgagcgt ggtcatgccg cagtactact gccttatgat ccacagcgcg
  3267481 atgaagtggt attggttgaa caattacgca ttgcggccat tgatagcgcg gtttctcctt
  3267541 ggttattaga aatggtcgcc gggatgattg aggaggggga aagcgttgaa gaggtcgccc
  3267601 ggcgcgaggc agaagaagag gcgggaattc aggttggtcg ctgtaaaccc gtactcagtt
  3267661 atttagccag ccccggtggt accagtgagc gtttatccat tatggtcggt gaagttgatg
  3267721 cgacgaccgc gagcggtatt catggcttag ccgaagaaaa tgaagatatt cgggtgcatg
  3267781 ttgtcagccg cgaacaagcc tatcgttggg ttgaagaagg tgtgattgat aacgccgctt
  3267841 cagtcattgc attacagtgg ctggcgttgc accatcaagc gctaagagct gaatggcagc
  3267901 gatagaaaat gcgggataaa taaaaaagcg agataagaat gagtaaacgc tacacgcctg
  3267961 attttccgga gatgatgcgt ttgtgcgaaa ttaactacgc acaattacgt cgattaatcc
  3268021 cgcgtatcaa tgaagtgggt gaaagcgtgg cttatcagat taaagaagtc agttatcggc
  3268081 tgacaatcat tgaatcaacc cgctacactt cggtcgtcga gattgtacaa acggcccctg
  3268141 ctgccagtca ttggagccta ccatcaatgg tggtacgcct ttatcatgat gcaatggtcg
  3268201 cggaagtgtg tgccagtcag cagatctctc gcttcaaagc aagttatgat tatcccaata
  3268261 aaaagttgca tcagcgggat gaaaagcatc aaattaacca gtttcttgct gattggttgc
  3268321 gctattgttt ggcgcatgga gcggtggccg ttccggtttg ttagacagac ttatggcctt
  3268381 gcctgcagat agtcataata cgcataacta tctggttggg ggggcggcaa aaacaaggat
  3268441 accatttgga aagcctgttt aaactgccta tggcgagtgg ggccagggtt agaattttac
  3268501 aaataacaga tacccacctc tttgctggcg aacatgagac attgctgggt gtgaatactt
  3268561 ttcacagcta tcgcgcggta ttggacgcga ttattgcgga acagcacccg tttgatctgg
  3268621 ttgttgccac gggcgatttg gctcaggacc actctgtcgc cgcctatcag aattttgcga
  3268681 agggaatatc tcgcctgcct gtgccttgcg tttggctgcc cggtaatcac gatttccagc
  3268741 cagcaatgtt tgatgcattg gctgaggcgg ggattgcccc ttcaaaacag gttctggcgg
  3268801 gagaacactg gcagatcctg ttgctggaca gccaagtatt tggcgtacct tatggtgagt
  3268861 tgagcgacta tcagttggag tggatggagc gctgtctaat cgcgtatccg gaacgttaca
  3268921 ccttgatatt gttgcaccat catcctatgc cgtcaggttg cacctggctt gatcaacaca
  3268981 gtttgcgcaa cgcgcatatg ttggcggcga tcctgactcg ttatccccga gttactacgt
  3269041 tattgtgcgg tcatattcat caagatttag atcttgactg gtatggtaag cgcttgctag
  3269101 ccagcccttc gacctgtgtg caatttaaac cacattgtac taactttacg cttgatgctg
  3269161 tggcaccagg gtggcgttat ctcgatttac tgcctgacgg ggggctggaa actgaggttc
  3269221 atcggttaga cagtgacgaa ttttgccctg atatggactc ggatggttat tgatgagtac
  3269281 acttttatat attcatggtt ttaatagctc tcccagctca gcgaaagcca cggcgtttaa
  3269341 agagtggttg cagcaacact atccgcatat agagatgcta acaccccaac ttcctcctta
  3269401 tccggcacct gcggcagaaa tgctggagaa cattgtgatg gataaagccg ggcaatctat
  3269461 tggtattgtc ggttcttccc ttggcggtta ttttgcaacc tggctttccc agcgttttgg
  3269521 tattccggcc gtcgtggtga acccggcagt acgcccgtat gagctactca gtgattatct
  3269581 tggtaagaac gagaacccct acacaggtca acaatatgtg ttagagtctc ggcacattta
  3269641 tgacctgaaa gccatgcaaa ttgaaaagtt ggaatcaccg gatttactct ggttattgca
  3269701 acaaaccggg gatgaaatcc tcgattatcg tcaagcggtt gcctattata ccccttgccg
  3269761 gcaaaccgta gaatcaggtg gaaatcatgc ctttatcggc tttgatcact atttttcacc
  3269821 gattgtgact tttttagggc tggcgaacac ctgatattag gcggtgtaag cgcgacctaa
  3269881 tgactccggg gccggatggt caatggggta tgtcaccgcc agccttccaa ccattagccg
  3269941 aatattaatc aaaccatgac tgaatccagc tataacgctg atgccattga agtactcagc
  3270001 ggtctagaac cagtgcgccg tcgtccagga atgtatacgg acacctcgcg gccaaaccac
  3270061 ctcggtcaag aggtgattga taacagcgtc gatgaggcgc tggctggtca tgcccgtcgt
  3270121 attgacgtca ttttacacgc cgatcaatca ctcgaagtga ttgatgatgg ccgtgggatg
  3270181 ccggttgata tccacccaga ggagggggtt cctgctgttg aactgatttt atgtcggtta
  3270241 catgcgggcg gtaaattctc caataagaac tatcagtttt ctggtggttt gcacggtgtg
  3270301 ggtatttcag ttgttaacgc cttatccaag cgggtagaag tcacggtacg ccgtgatagt
  3270361 caaatctaca gtatcgcttt tgaaaatggc gataaagtcc aggatttaca ggttattggg
  3270421 acgtgcggta agcgcaatac tggcaccagt gtgcatttct ggccggacgt ctctttcttt
  3270481 gatagcccgc gtttttcggt ttctcgtcta tcccatttac tgaaagccaa agcggtattg
  3270541 tgtccaggcg tcgagatcgt ttttaaagat caggtcaaca acacagaaca gcgttggtgt
  3270601 tatgccgatg gtctaaccga ttatctgatg gaagcggtta acggctttat tactctgcca
  3270661 gaagcaccct ttgtggggtc ttttgccggt gatacagaag ctatcgactg ggcattactg
  3270721 tggttgccag aaggcggcga actgctgact gaaagctacg ttaacctgat cccaaccatg
  3270781 cagggtggta cccacgttaa tggcttgcgt caggggttgc tggatgccat gcgcgatttc
  3270841 tgtgaatacc gcaatatctt gcctcgcgga gtcaagctct cggcagatga tatctgggaa
  3270901 cgctgtgctt atgtgttatc ggtaaaaatg caggatccac agttcgcggg tcagacgaaa
  3270961 gagcggctct cctcacgtca atgtgcggcc tttgtctccg gtgttgtcaa agatgccttc
  3271021 agcttatggt taaaccagaa tgtgcaggcc gcagaacaac tggctgaact ggcgatttcc
  3271081 agcgctcagc gtcgtatgcg tgcagcaaaa aaagtggtgc gtaaaaaact gaccagtggc
  3271141 ccggcactgc ctggcaaact ggcagattgt acttcgcagg acttgagcct cacagagcta
  3271201 tttttggtgg aaggggattc cgccggcggt tccgcgaaac aagcccgcga ccgggaatat
  3271261 caggcgatca tgccgttgaa aggcaagatc ttgaacactt gggaggtctc ctctgatgaa
  3271321 gtcctggcct cgcaggaagt tcacgatatt tccgtggcga tcggtattga tcctgatagc
  3271381 gaagacttaa gccagttacg ttacggtaaa gtgtgcattc tggcggatgc ggactccgat
  3271441 ggcctgcata ttgccacgtt gctgtgcgca ctgtttgtgc gtcacttccg ggcactggtc
  3271501 cgtaatggtc atgtgtatgt ggcgatgccg ccgttgtacc gtatcgatct aggcaaagag
  3271561 gtcttttacg cgctggatga agaagagaaa gccggtgtgc ttgagcaact gaaacgcaaa
  3271621 cggggtaaac ctaacgttca gcgtttcaaa gggttgggtg aaatgaaccc attacaattg
  3271681 cgtgaaacca cccttgatcc caatacccgc cgtctggtgc aattgaccat cagtgatgat
  3271741 gatattgatc acactctggc cgttatggat atgttgttgg caaagaaacg ctcggaagat
  3271801 cgccgcaact ggctacaaga gaaaggggat actgctgaga tcgaggtctg atcgatgaaa
  3271861 gtcacgttgg aagagttgca ggcatttacc tcggtagtgg actgcggctc tatcacggct
  3271921 gcggcagagc agcgcagcca aacgacatcg gggattagcc gggcattgag tcggctagag
  3271981 cagaagctgg cgacaacgtt gctacgccgt acgactcggc gtctggagct gacagaagag
  3272041 ggggcgctgt tcctcagtca tgcgcggcag attatcggcg cagtcgatga tgctgaagag
  3272101 caaattgccc tgaggcggtt gaagcctgct ggccggttac gagttaatgc ggcagctcct
  3272161 tttatgcaac atgtcattgt gccgatgatc accggtttcc gtgcgttgta tccgcaaatc
  3272221 acgttggaat tgaataccga cgatctcaat atcgatctgc ttgagcagcg cactgacatt
  3272281 gctatccgta tcggtgcgtt gagggattcg acgatccatg cccggctgct tggtgccagc
  3272341 cgggtgcgtc tgcttgccag ccctaactac ctacaacgtc acggtacgcc tcacatcatt
  3272401 gaggcactgg cagatcacag cctgctgggc tttactcagc ccgaatttct taatcagtgg
  3272461 tcattacccc atttacccgg cgggcgttcg tcaattatcc ccaacttggc ggcttccagc
  3272521 ggtgagactc tgcgtttact ggctttacag ggcgaaggga ttgccgaact ctctgatttc
  3272581 atgacccgcg aggatcaatt agctgggcgt ttagtcgagg ttctggctga tcaaattcta
  3272641 gagacttggc aaccgatcaa cgccgtttat taccgtaata ctcagcttgc tgcgcgcatt
  3272701 acctgttttc ttgattatgt tagtgaacag attaagttac aggggagtca ctggctaaga
  3272761 atataaatga gggaggggta acgtataaaa cggccctccc cagagagagg agggccgaac
  3272821 cgcttagctg ttaacgtttt cggctaagtg ctgacgatag cgggcaatat ccccttcaat
  3272881 atccggctgt ttaatcacat cgttacacat aaatgtcggt aatggtttca tgccaaggaa
  3272941 ttggtttgcc ttgtggaacg gcagataaac cccatcgact cccacgccgt ggaagaactg
  3273001 ctccggatca gtaaaggcct cacgcggtgc gttccaggtc acggatagca tataggtttt
  3273061 gccctgaatc aaaccgccag aaccgtaacc tttagtggca tcggaacgtg tacgaccatc
  3273121 gctctgatac aggcggccat ggccatcggt aaagacctca tcaatatact ttttcaaaat
  3273181 ccaaggctca cccatccacc aggcgggcat ttgataaatg atagtatccg cccacaggta
  3273241 attttcaatt tcactttcaa tatcatagcc ctgatcaacc gtggtgattt tcacctggtg
  3273301 gccgctctca cgcaggaaat cggcagctac gttagtgaga gtaagattaa gagccccttt
  3273361 agaatgggca aactctttca ttgcattaat aattagtacg ttactcattg atatcgacct
  3273421 tctaaagcaa aaggggaacc tgagagcatt tttgttgggc tccccggaat gctgagtatg
  3273481 ctaatggtta actgaccaga gaaaaataga caataatgca taacactgtt gctcaaagat
  3273541 caataaagca ccgggcaagc aataaaacgc gaaacgattg agattgattg tgaactgtga
  3273601 cagtaaccct gtagatgagg tactatcgcg ggcagaaatt gacaatgaac ttgcggtgcc
  3273661 gatccgctga cgccagtgat cgtcattcca gagtctgagg ataattgagt aatgagtgac
  3273721 ttgactcatg acggtgcaga acgcctaccg ctgcacacct ttactgaaaa cgcctatctg
  3273781 aactattcca tgtacgtcat catggatcgg gcgttgccgt ttatcggcga tggtttaaag
  3273841 ccggtacagc gtcgcattgt ctacgcgatg tccgaactgg ggttgaataa cagcgctaaa
  3273901 ttcaaaaaat cagcccgtac cgtgggtgac gtgctgggta aatatcatcc gcacggcgac
  3273961 agtgcttgct atgaagcgat ggtattgatg gcacagcctt tttcttatcg ctacccactg
  3274021 gttgatgggc aggggaactg gggtgcaccg gatgatccta aatcctttgc ggcgatgcgt
  3274081 tataccgaat ctcgtttatc caaatatgcg gaagtgttat tgggtgagct ggcccaaggc
  3274141 acggtagatt gggtgccaaa ctttgatggc accatgcagg agccgaaaat gctccctgcg
  3274201 cgcctgccaa atatcttgct gaacggtaca accggtattg ctgtgggcat ggcgacggat
  3274261 atcccgccac acaacgtgcg cgaaattgcg caggcagtgc tggcgctgat cgataaaccc
  3274321 acgacgtcgc tcgacgagtt gctggagttt gtacaagggc cggatttccc gactgaagca
  3274381 gaaattatca ctccgcgtga tgatattcgc aaaatttacc agaatggtcg tggctccgtc
  3274441 cgtatgaggg cggtgtggaa aaaagaagat ggcagcgccg tgatcacggc gttaccacat
  3274501 caggtttccg gcgcgaaagt actggaacag attgccaacc agatgcgcgc taagaaattg
  3274561 cctatggttg aagatttacg tgatgaatct gaccatgaga accctactcg cctggtaatt
  3274621 gttccgcgca ccaatcgggt cgatctggat caagtgatga gccacctgtt cgccacgact
  3274681 gatttggaaa gaagttatcg catcaatatg aatatgatcg gtttggataa ccgcccatca
  3274741 gtcaaagggt tgttagagat cctgactgag tggttggtct tccgccgcca aactgtgcgc
  3274801 aatcgcctga atttccgctt ggaaaaggta ttgaagcgcc tgcatatttt agaaggttta
  3274861 ttaattgcct tcctgaatat tgatgaagtt attcatatca tccgcaccga agatgatcct
  3274921 aaaccgctac tgatgcagcg tttttccatt tcggaaacgc aggctgaggc gatcctcgaa
  3274981 ctgaaactcc gccacttagc caagctggaa gaggtgaaaa tccggggtga gcaggatgag
  3275041 ttagcgaaag aacgcgatca gctacaggca ctgctggcgt ctgaacgtaa acttaacacc
  3275101 ctgatcaaga aagaaattca agccgatgct gctgcttatg gtgatgaccg ccgttcaccg
  3275161 ctaactgaac gtggtgaagc caaagccatg agcgagcatg atattgtgcc ttctgaaccg
  3275221 gtaaccattg tgttgtctga aatgggctgg gttcgtagtg cgaaaggcca tgatatcgat
  3275281 ccaagcggat taagctataa agcgggtgac agcttccgtg ccgccgcgcg gggcatgagc
  3275341 aatcaaccgg tggtatttat cgactcaacg gggcgcagtt acgcattaga tccgctcacg
  3275401 ctgccttctg cccgtggcca aggggagccg ctgaccggca aactgacgcc accgccgggg
  3275461 gcgaccattg aacatgtctt aatggcaccg gattcgcaga aattactgat ggcatcagat
  3275521 gcaggttatg gctttgtctg tacttttaat gatttggtcg ccaagaaccg cgctggcaag
  3275581 acgatgatca cattgccaga aaatgccaaa gtcttgccgc cactggaaat ttatggcccg
  3275641 gatgacatgc tgctatccat cactgcggtt ggccggatgt tgatgttccc ggttgctgat
  3275701 ctccctgagc tttcaaaagg taaaggcaac aaaattgtct ctatccccgc agcacaagcg
  3275761 gcggcaggtg aagatcgctt agcatggctg tttgtcctgc ctccgcaaac ctcgattacc
  3275821 cttcattttg gtaaacgtaa actcacgcta cggcctgaag atttgcaaaa attccgtgct
  3275881 gagcgaggtc gtaaaggttc gccattacca cgtggtttac aacgcattga tcggattgat
  3275941 gtcgatgcac cgccacgggc aatagccacc gagagcgaag agtaaaaata aggaaaccag
  3276001 ccaccaccat ggcggaaatg gctgtggtgg tgattgaggc gttcgtcaaa catgaccctg
  3276061 ttaatatggc atacggcagg tataatttgc gcgcactgtc gtgtaaccga gccgtggcaa
  3276121 gggttctgca ctgtatttta aaagtaagtc gtattttgca agtaagccgt attttgcaag
  3276181 taaacagtat ttctcaagta aacagtattt tgcgagtaaa ccgttatact agcgtcggtt
  3276241 gtctatttaa gggtgagtat ttaagaggcg gttatgctat taattttgcg cacggttctg
  3276301 gctgttttat attgttttct agtgtgtgtg tttggttcga tttattgcct gttcagcccg
  3276361 cgaaatcctc gccatgtggc aacattttcg catctgtttg gccggatgtc cgtgttgttt
  3276421 ggcattacga ttgagcagcg tattcccgca gaagcggcta aatacggtaa ctgtatttat
  3276481 attgctaacc accaaaataa ttacgatatg gtcaccatgt cgaatgtggt tcagcccggt
  3276541 accgtgaccg tgggcaaaaa gagcctgctg tgggtaccct tatttggccc gctctattgg
  3276601 ttgacgggta acctgcttat tgatcgtgac aaccgtgcca aggctcacag caccattgct
  3276661 caggtggttg aacaggtgca aaaaagaaac atctctattt ggatgttccc agaaggcaca
  3276721 cgcagccgtg gccgtggttt attgccgttt aagactggcg cgttccatgc ggcgattgct
  3276781 gcaggtgttc ctatcgtacc gatctgcgtt tctagcacta atggtatcaa gttaaatcgt
  3276841 tggtcgaacg gtaaagtgat tattgagatg ttaccgccca ttgacacctc cgggtacact
  3276901 aaagagcgcg ttcgtgagct gtctgagcat tgccgcaatt tgatgctggc taaaattgag
  3276961 cagttagatg ccgaagtggc tcaacagtcc gttgctaaaa aataatgtat ttgtttttgc
  3277021 ggtgcaggct atcgcggccc cgcgcggcgg ttatatttat cgccacaaat tttagatgtt
  3277081 gatttaagcg actctggtcg tgagcgtttt gccgtccttc agcgttattc gcagtcaggc
  3277141 aaaattttgc agtaggtttg attgtggttt tcacggagaa gatatgtcac tcagtcgtcg
  3277201 ccagttcatt caggctgcgg gcttagcgct tggtgctggc tcactgccat tgagggcaca
  3277261 ggctagtagt actcagcaac ctcagttacc ggtgcccccc ttattagaat ctcgccgcgg
  3277321 ccaaccgctt tttttaacct tgcagcgcgc gcactgggca tttagtggca ataagaaagc
  3277381 cgcagtgtgg ggaattaacg gcatgtatct ggggccgacg gtcagagttt ttaatggtga
  3277441 tgacgttaag ctcatctaca gcaaccggtt gactgagccg gtatcgatga cgatcagtgg
  3277501 gttacaagtc cctgggacgc tgatgggcgg agaggcccgg atgatccgcc ccggagagga
  3277561 ttggtcaccc gtattgccgg tacgtcagcc ggcggcaaac tgctggtatc atgccaatac
  3277621 ccccaaccga atggctcccc atgtctataa cgggctagcg gggatgtggc tggtggaaga
  3277681 tgcggtcagt aaagcgatgc cgctgccaag tcactatggc gttgatgatt tccctcttat
  3277741 tattcaagat aaacggctgg ataattttgg tgtgccggaa tataacccgc ctgccaaagg
  3277801 gggggttgtc ggggacacat tattggttaa cggggcgcaa agcccatttg ttgaagtctc
  3277861 tcgtgggtgg gtacgtttac gtttattgaa tgcgtctaac gcccgccgct acaccctgca
  3277921 actcagtgat ggccgtcctc tgtatgttgt tgccagcgat cagggttttc tacctgcgcc
  3277981 agtggcggta cagcaacttt ctcttgcacc aggtgaacgg cgtgaagtgg tgattgatat
  3278041 gtcacagggc aatgaagtct cgatcactgc tggtgaatcc gccggtatta tggatcgcct
  3278101 gcgtgggtta tttgagccat caagtatttt gatttctacc ctggtgctga cattaaaacc
  3278161 aacggggtta ttgccattgg tgacggataa tttgcctatg cgtttattgg cagatcagat
  3278221 tattgaaggc agtgtgatcc gttcccgtga attccaactg ggggataatc tcccgggaat
  3278281 taacggcgct atctgggata tgaaccgagt agatgtgcag gctcagcagg ggacatggga
  3278341 gcgttggata atacatgctg atatgccaca agcatttcat attcagggcg tttctttcct
  3278401 ggtgaaaagt gtgaatggtg cggcggcaat ggccgaagat cgtggttgga aggatacggt
  3278461 ttgggtggat ggtacggttg aattgtgggt gtatttcaat caggtttcat caccgcaatt
  3278521 cccgttcttg ttctacagtc agacgctgga aatggctgat cgtggctcgg cggggcagtt
  3278581 agtgacggtg gcagcaccga cgctttgatc acgttttggt gacgtggtga tcggttcggt
  3278641 tgttatggct tagctcagct aatctccgta gcttcaaccg ccaatggggc cataagcgtg
  3278701 gccccattag gaccctgcgc ttacgcatgt ctcgcttgcc tgcttcgcag gtttactgat
  3278761 atgtactttt atggccaaca actaatttca aagccatcca tgtcatcaaa agatatatcc
  3278821 ttcctcttca catggataac tgcgtataat cgccggccgg tgatgatttc ttaacccgaa
  3278881 ccacctcaac tttcccccta ttaaagagtg ttgccatgag tatcagcttg atccaaccag
  3278941 agcgtgacct gttttcttat cagccttatt gggctgaatg ctatggcacc gcgccattct
  3279001 tacctatgtc acgggaggaa atggacatat tgggttggga cagttgcgat atcattgtca
  3279061 tcactggtga tgcctatgtt gaccacccaa gctttggtat ggccatcgtt ggccgtatgc
  3279121 tggaagctca gggatttcgg gtcgggatta ttgctcagcc agattggacg aataaacatg
  3279181 attttatgcg tctgggagag ccgaatctgt tctttggtgt cacggcgggc aatatggatt
  3279241 cgatgatcaa ccgctatacg gctgaccgaa aactgcgcca cgatgatgct tatacgccgg
  3279301 ataaccagag tggtaagcgg ccagatcgcg cgacattggt gtatagccaa cgctgcaaag
  3279361 aagcctatag ccatgtgccg gtattactgg gcggcatcga ggccagcctg cgccgtattg
  3279421 ctcactatga ctattggtct gatactgtgc gccgctcggt gatcgtagat gctaaagcgg
  3279481 acatgctggt gtatggcaat ggcgaacggc cattggtgga agtggcgcac cgtttggctg
  3279541 cgggtgagaa aattacggat attcaggatg tccgtaacac cgttgtgatg cgtaaaacgc
  3279601 ccttgccggg ctggagcggg gtggattcta cccgtctgga taaaccgggc cgtattgaag
  3279661 ccattcccaa tccttacggt gaagacctgc cgtgtgcgac cgatgacata tcgataccgg
  3279721 aggccaaacc aataaccgtg cgtgcggcca aaccgaagcc atgggaaaag acctacgttt
  3279781 tactgccttc atatgaaaaa gtgaaggcgg acaaagtgtt gtatgcccat acctcgcgga
  3279841 ttttgcatca tgaaactaat cccggttgtg cgcgggcgtt gatgcagaaa catggcgatc
  3279901 gctatatttg gattaaccca ccggcgatcc cgctaagtac cgaagagatg gacagtgtat
  3279961 ttgcactgcc ttatcagcgc gtcccgcacc cgtcctacgg aaaatcgccg atcccggcct
  3280021 atgacatgat tcgtttttcg atcaatatca tgcgcggctg ttatggcggt tgctccttct
  3280081 gctctattac ggagcatgaa gggcgcatta ttcagagccg ctctgaagat tctattattc
  3280141 gtgaaatcga agagattcgc gataaagtcc ctggttttac cggtattatc tctgatcttg
  3280201 gcgggcctac cgcgaatatg tatatgctgc gctgccagtc ccctcgggct gaacaaacct
  3280261 gccgccgggc gtcttgtgtg tatcctgaga tttgcccgca catggatacc aaccatcaac
  3280321 cgacgatctc tttgtaccgt cgagcccgtg atttgaaagg gatcaaaaag atcctgatcg
  3280381 cctccggcgt tcgctacgat ttggcagtag aagatccgcg ttatatcaaa gagttggcca
  3280441 gccacatgtg ggcggttatt tgaaaatcgc accagagcat actgaggaag ggccgctttc
  3280501 taaaatgatg aaaccgggta tgggcagcta tcagcgcttc aaggaactgt ttgatactta
  3280561 ctcgaaacag gccggtaaag agcagtattt gatcccttat ttcatctccg cacatccggg
  3280621 tactgaagat aaagatatgg tgaacctggc gctgtggctg aagaaaaacc gcttccgatt
  3280681 ggatcaggtg caaaatttct atccgtcacc gttggctaac tcgaccacca tgtattacac
  3280741 cggtaagaac ccgttggcga aagtggatta taaaagtgaa gaggtggtgg ttcccaaagg
  3280801 ggatcgtcaa cggcggttac ataaagcatt actgcgttat catgatccgg ctaactggcc
  3280861 gatgctccgc agtgcgcttg aagatatggg gctgcaacat ttgattggcg ctcgtcgtga
  3280921 atgcctggtg ccggctccga ccttggaaga gcagcgtgag gcacgccgtg ctctgcgcca
  3280981 ccacacaccg gcactgacca agcacacatc gatcacccgc cagcgccagc cgagtaatag
  3281041 agcacccgca gcctctgctg gcaagaaggc tccgacggtg gccaatggca cttcttcagc
  3281101 gcacagtact tctgcaaacc aaagtacgtc tgcaaatcaa agtacttctg cagcccacag
  3281161 tacgctcgca accaaaaaat cagcgggtaa aacgggcgta aataaagctg cggtcaataa
  3281221 gccatctgcc ggatccagag ggaaaaacag gcagcattaa ggggttattg ctggcctgaa
  3281281 atcagcggtc agatccgaaa acttccgggt ctggccccag ccgtttaccg caatccagtt
  3281341 tggtaattgc cagcaactcc tctttttgta gcttaaaatc aaaaacctca aagttttctc
  3281401 tgatacgtgc tggtgtgaca gatttgggga taacaatcag cccactgtcc agatgccaac
  3281461 ggatcacgat ttgtgcaggc gttttattat attgctgagc gagcttgcgg ataatttctt
  3281521 gatcaaaaac gcctttgcca ccttgtgcta acgggctcca agactcggtt gcaatatgat
  3281581 gggtggcatt ccaggcatgg agctgacgtt gttgcagcaa cggatgcagt tcaatctgat
  3281641 tgacggtagg ggcgataccc gtctcatcaa tcaaccgttg cagatgagga atatggaagt
  3281701 tacacacgcc gatactgcgg atcaaacctt gctcttttag tgtgaccagt tcacgccagg
  3281761 cactgacata atggtcttgt ttcgggtctg gccaatggat caggtagaga tctacataat
  3281821 ccagttggag cttttgcagg ctggtttcca gggcttgctg aggattatgt tgatcatcgt
  3281881 tccacagttt tgtggtgata aacagttcat cacgggcaac agccgccgct ttcagcgcct
  3281941 tgcccacacc ttcttcattt ttataaatag cggcggtatc aattgagcgg taaccgactt
  3282001 ccagcgcctt actgaccgca agctctgttt cttggatact tgcctgccaa acgccgaggc
  3282061 cgagttgtgg catcaagcgc ccatcgtaca acttgataag gggttgcatt gtcatgttga
  3282121 tctccttggc ttactgattg ggctgtatta gcccgttgct gataacgtaa gtttagtcgt
  3282181 tatcatttta tttatgacct tgctaattat taagtcctgt tacatgagga tagtagggtt
  3282241 atgtgtgaat aatgttgctc tatgcagaca atattattat gggcagctaa tcatcatatc
  3282301 gcccagttaa tcgcaggcga aaaagaaaat atacccaaaa tcattcgggt tgtcggcagg
  3282361 cagcgacgaa gtgagagaac gccaccaaca cctatgtagc ctgaagtcta atgggtataa
  3282421 acaggaggac tggcagcatg acatgcggta atgccgccag ttttggtacg agataaatgc
  3282481 aggctaaatc ccgttaaatc ttacataaaa cggttatacc gccgcttcat agatacgctt
  3282541 gctgtcagct aaggtgatgt cactgtgctc acccagtttg gtcatcccgt gctcttccag
  3282601 ctttttaatc agatccggaa tagaactgcc gtccagtttg taggcggata agcgagtcgc
  3282661 tacacccagg ctttcgaaga agtgacgggt ggcttcaatc gccgcatcaa tgcgctgatc
  3282721 ttcactgccc tcacgcaatc cccagacacg ctctgcatat tgcagcagtt tggcgcgctt
  3282781 ttgctgcttc ttcgcaacca gcagggccgg taacactacc gccaatgttt gtgcatgatc
  3282841 caaaccatgg cgcgcagtca gttcgtggcc caacatatgg gtggcccaat cctgtggtac
  3282901 accggcacca atcaggccat tcaaggccat ggtggcgctc cacataatat tggcgcggac
  3282961 attgtagttt tccggatctt ttagtgcttt cgggccttct tcaatcaggg tcaacaatag
  3283021 cccttcagca aagcgatcct gtactttggc atccacggga taggtcagat attgctcaat
  3283081 ggtatgaaca aaagcatcga ccacaccgtt agccacctgg cgtggtggca aggtataagt
  3283141 gaccactgga tccagcacgg caaacagggg ctggacatgg ggtgagaaga agtgctgttt
  3283201 atctccggtg ctacggcggc tgataactgc gccattatta gcctcagaac ctgttgccgg
  3283261 taaggtcaga accgagccca ttggcagcgc ttcagtaata tcgcgccctg tggtttccag
  3283321 aatgtgccat ggatcttgtg gataattgac cgctgcagca ataaatttgg tgccatccaa
  3283381 tactgaccct ccgccaacgg ccagtaggaa gttgatacct tcagtccggc atagctcgac
  3283441 agctttcatc agcgtttcat aggttggatt gggttctatg ccaccaaatt ccagaaaatc
  3283501 aaagcctttc aatgcttgat gaacttgatc cagcacgcca ttttgtttaa tgctgccgcc
  3283561 gccgtaggta atcaatatcc gggcatccgc cgggatttct tgagtcaatt gcgcgatttg
  3283621 accggtaccg aacagcactt tagtgggggt atgaagggta aaattttgca tgatttctct
  3283681 tccagcttat gggatgaaca gtaaaaaaac aggtgttgct gcttagcgat aaggtgatgc
  3283741 agtgagtatt tatccgtaac cacatcactg tgcctggagc acttttttcg tcaatatgag
  3283801 tacgatttag ccactgtcag tataagtata ataacgatgt gcttaatttc attggtaacc
  3283861 attgtcggca acttaagaac agacctcaat gcacatttct gccttgctct tgcctatttc
  3283921 tccagatcac tgtagaaaac ccagcaaata agacacaatc tatgtcagat tgttttgagt
  3283981 aatgggattt ttggtaatcg atcacttggg gcaataaata gcatggtctc tattattcaa
  3284041 agtcatacaa aaagcggacg aggacgtaat ggttgatgtg attgatattc aagcacaaat
  3284101 ggcagataaa attgcgcgtc tggctcaagg tgatggttta accccctcaa cggtatccgg
  3284161 ggtgaaaatt ttgtactcta cagtgcatca accgcgaaca ccggtaatgt acacccccag
  3284221 tgtggtgatt atatttcagg gacacaaagt gggttatctg ggtagtaaag tgtttcagta
  3284281 tgatcccaaa aactacctca tcctgagtgt tccgctgccg tttgagtgtg aaacgtttgc
  3284341 cagccctgaa ataccattgg ccgggatttc cattcaagta gacagccaga tgttacaaga
  3284401 tttgatgatg actatggggg atgacgagct ggaaaaaccg ccgggcaata cctcgggtgt
  3284461 gaactctgcc cctctgactg aagagatgct gtgtgcaaca gaacggctct tggatgtgat
  3284521 gtccattgcc cgtgatgccc gcgtccttgg tccgcaaatt gtgcgagaaa ttctctacta
  3284581 cgtcttgtgt gggtcatgcg gtggggcctt gcaggcgtta gttaaccgcc atgggcactt
  3284641 taaccagatc accaaaacat tgcggcgcat cgaaaatcat tttgccgata acctcagtgt
  3284701 cgagcaatta gcggcagagg tgaatatgag tgtttcagca ttccaccaca attttaaagc
  3284761 ggtaaccaac acctctccac tgcaatatct gaagtcttac cgattgcatc gggcgcgcat
  3284821 gatgatgtta catgatgggc tgaaagccag cactgcggcg atcaaggtgg gttacgagag
  3284881 tgcctcacaa ttcagccgtg agtttaaacg ctactttggt catacgccga gtgaaggtgt
  3284941 tgccaaacag cgtattaatt gacccttggc cgaggggcga tagctgtaac caaggcttca
  3285001 tagaaacggc gtattagatg ccgttttatt cacctggatg gtgcctattt acgctattcg
  3285061 gtcgtgctct tacgtttgca ccataccaaa atcagtgtgc cgactaaacc ggccaataac
  3285121 agaacaatgg gtaaaatcat cagtgccgtc atcacctgat tttcatactg tttaaccaac
  3285181 ggaatatggc tgagggcaaa acccaaaccc acgacgctgc caacccacag caggccgctt
  3285241 agccaattaa ataactgaaa acgtatgctg ttcaggccag aaatacccgc cagtgttggc
  3285301 agtaacgtcc ggacaaaagc cagaaaacgg cccaccaata aggcggctaa accgtggcga
  3285361 acaaacaggg tatgggcgcg ctgacggtac tgaagaggga gctgtaacaa ccaccgtttc
  3285421 accaccgacg tatcacccaa ccagcggcct tgtagataac ttaaccaaca gcctaaactg
  3285481 gcggcggtag tcagaatgat cagcgtgggc aagaaaccca taaccccttt ggctatcaac
  3285541 gcaccggcca atagcaacaa gctatctccg gggagaaaag aggcgggaag taaaccgttt
  3285601 tctaaaaata gggtggtaaa aaggataccg taaatcaccc aaataacatt tgggtcagcc
  3285661 agtttactaa aatcctgttg ccagagggca tgaaggattt cacgtaatac atccatttct
  3285721 tttcctgttt gcctaacgtg tgaggatatc gttggtgggt atcagtatat ctttaatgag
  3285781 gtaaaatcac gttgatctta tccccaataa ctcaatttgg caggcgatat aaacctatcg
  3285841 ttggttcttt tatgtaaggg agcgttaatg cgccaagaat tgatagcgca ttaacggagt
  3285901 ggtggcctct attttacggc ttgaattcgc tcaaatcctg cggccagatc gtcttgcaaa
  3285961 tcttgcacat tctcaaggcc aatatgcaga cggaataatg ttcctttgat gccttccgcg
  3286021 tcatatttgc ggatcgcacg aatatccttc ggctgataac ctaatatcag cgattcaaaa
  3286081 ccaccccatg aaaacgccat gctgaaatgg gtaaagtgat ccaggtaatt ctccagttgt
  3286141 tgctgggtta attcttcttt taattcgaaa gaaaacaaac cattgcagcc attaaaatcc
  3286201 cgcttgtaga attcatggcc cttgcagcct ggcagtgcgg gatgataaac caccgccact
  3286261 tccgggcgct ctgccaacca gttagcgatt tcaatgctgt ttttctcatg ttgttttaac
  3286321 cggacgctta acgtgcgtaa gccccggctg gcaagatagg cagtatcagc atcgaccatc
  3286381 tggcccatca aataagagtc ttcacgcagt tgttcccagc agcgggcatt ggcaaccgca
  3286441 atgcccagca tggcatcaga gtgaccaata atgtatttag tgccggattg aatagagata
  3286501 tcgatatcaa aatccagtgc tttaaataac acacctgcgg cccaggtgtt gtccatcatg
  3286561 ataacgacat ccggagccac cgcccggatg gccgccacca tcgcaggaat atcctgcact
  3286621 tccatggtga tggagccggg tgactcaaga aatatcacct tggttttcgg ggtaatcagt
  3286681 gaagcaatcc cagcacctat catgggatca aaataggtcg tcgtgatatt catgcgcgat
  3286741 aaaatcttat cgcagaaact ttgggcgggc tcataagctg agccggtcat cagcacatga
  3286801 tcgcccgtgg cgacaaacga taaaatcgca ttactgatgg cggcagcgcc acaaggataa
  3286861 agcacgcaac ctgcgccgcc ctccagctcc gtcattgcct cttgcaaaga gaagtgggtt
  3286921 aatgtccccc tgcggccata gaacaactca ccattgcccc gattgatcgt ggcatgtttt
  3286981 ttcgctttta cagattcgaa aaccagagat gatgctcgtt ggatcacggt attcactgag
  3287041 ccttgagtaa attttttact tcgccctgcg ctgactaagg ctgtttccag tttttctggg
  3287101 attgctttat tcactgccat aattgtgttg tcaccttcgt ataagccaag ctagtcaatc
  3287161 gccagccagc attcattttg gggatgtatt cctacgttag catgatgatt gttgtctggg
  3287221 agtcgctttc accatgaaaa aaactaaaga gagcgactcg ctgttttcta ctgttttgcg
  3287281 gcaaaaaaat tctgtgtaaa tgacaaaata gaacatttat taataaatag cgccttaaga
  3287341 gggcggccac tgacttaagc gttcttctat tcaatcaatc acttcttcct tatagatggg
  3287401 cggttactga gaagcaacag ctaacaacaa ccgttagttc ggcgtggggg caccgtcgat
  3287461 attggcttca ttctttcttg cgctcaaaaa aatcttgcca aatactaatg ataattacta
  3287521 tcaatccgct gtttgtttga tatgatcaaa agctgatttt gtccttaaat tgacatgcat
  3287581 attgggtgga ggcgcagcgt gaaaatagct ggcaaagaga gtaaagagat atcacgagtg
  3287641 caaggccggg tgatgaaagg cgtgatggta ttattactgg ctacaggttt agcgggccat
  3287701 gcacaagccg caccaggcaa cggcagtgcg gttgcggcta cggttaccgc acccacagcg
  3287761 gcaacgtcaa ccccgttacc tgcaccagaa attacctcgg ttgctgcaat accggaatca
  3287821 acaccagagt cagtattaac atcagcatca gcattaacct cagaatcaat accggcccct
  3287881 atggttcagc ccgttacggc tccagtacca caaaagctgg cgatggattt atctgtctgg
  3287941 ggtatgtatc agaatgcgga cgtggttgtt aaaggcgtca tgattggtct ggtgctggct
  3288001 tctatcgtca cttggaccat tctgttctct aaagggactg aattgttccg cgctcgtcgt
  3288061 cggttgcgcc aagagcatga agtgattggg gccgtgaccg atcttgatac cgcttcggag
  3288121 cgagcagaag attttggtca aggcagcgta agcagtttgt tactgcatga agcactgaac
  3288181 gagcgcctgt tgtcgataga gtcaaatgac aataatggca ttaaagaacg tactgctttc
  3288241 cgtttggagc gccgggtagc cgccattggc cgccaaatgg gcaaaggtaa tggcttcctg
  3288301 gcaacaatcg gcgcaatttc cccctttgtc ggtttgtttg gtacggtttg gggcatcatg
  3288361 aacagcttta tcggcattgc ccactcacag accaccaatc tggcggttat cgctccaggg
  3288421 attgccgaag cgttattggc aacggcgtta gggctggtgg ctgcgatccc agcggtcgtt
  3288481 atttataata tctttgctcg ccagatcgga aattatcgcg ctcaagtggg tgatgtcgcg
  3288541 gcacaagtgt tactgctgtt gagccgtgat ttggatttgg ccagtagcgc cgaagtaaag
  3288601 tcccctcgcc atcctcatca attacgagca gggtgattta tggcaatgcg aatgaatgat
  3288661 tccctcgacg agagtggaga attacacgaa attaacgtga cgccgtttat tgatgtcatg
  3288721 ttggtgctgc tgattatctt tatggtcgcc gcgccgttgg caacggtaga tatcaaagtg
  3288781 gatctacctg catcttcggc agtaccgcag ccgcggccag agaagccggt attcttgacg
  3288841 gttaaagcgg ataaccagct ttatgtcggc gaccagccag ttgaccgtga aacattagcc
  3288901 acggcactgg acaaagtgac ccaatccaat aaagaaacca cgattttctt ccaagcagat
  3288961 aaagtggtgg attatgaaac cttgatgagc gtgatggatg cgctacgtaa atcaggctat
  3289021 ctcaaagttg ggttagtggg tatggaagca gggtccagcg gcgcaaaata attttttgca
  3289081 agcgcggtta ctgttaccgc gcttgcatca actttggttt ttgaggaaat ttcagttttt
  3289141 aggtcaatat cgatttttaa gtcaatttca gcttttaggg atatttctcc ccacttcatc
  3289201 atcaacaacc agtgctcgct cgatactaat ttctaattcg tgggcatttt ttgccagata
  3289261 aaaattaccc gtccctacac agtctttttc ccaatcgata atattattat cgggaacgta
  3289321 gccaatcccg ataaaaacca tttttatgcc attatcttta attttctgac acataccttc
  3289381 ggtaatcaat ttttgcgtga tattgatgat gcccgctttc tgatcgtgtg gagaactcat
  3289441 tttttgcgta ttatcatcac catcagacag gataatcatc agtttattgt tattttggct
  3289501 ttcagtgagc attttgttac ccactaatat tcctgagctg gctaatgttc ccccttcagc
  3289561 cttcatattg aggatttcgt ttatatctcc ttttgaatta ggatcaaagt taagtgattt
  3289621 tgcgttggtc tcttttagac agaaaaatgg atctaatatg tcatccattg gtatatcaat
  3289681 cgtttcacca tttcggtcaa ttgagtttat tgtttcttta taatcaatat gttcttccac
  3289741 aattttagtg atagtcgaaa tttgatttac tttatatgcc ttatcaagaa aatttttagc
  3289801 ctgatctctg gttttagtag gtatttcatt gtctctatgt tttttttcta tttcgctaag
  3289861 gatagcgtgg tgtttatctt catctaattg accgtaagcg agattatcta tcccactgag
  3289921 attgtccaaa ccaggaatat tctttaagtt tgaggcggta taacgttgga gataatgacc
  3289981 atttccatct atttttttag gagaataggg aaagtggcaa taagtagatg atacctgtcc
  3290041 attggcagat attctttttg taccccatga gaagggaaca aatccaatgg tgttaatgcc
  3290101 atcgtttgaa aatattcggt tatttaattt tacaaaaatc gcttttagtt catcaagttt
  3290161 agttattctg ttatttcgct caatatcccc gaaaggtaaa tccatcgatc cggaaaaatc
  3290221 ggtgacaaac acgacatcta taggttcggc tattgatgat aaatactttc tggcggcccc
  3290281 attttcgtta acatcccacg tcggcgaggg ggtttgtttt aagtaagagt ttaataatgc
  3290341 taactgataa ttcatttgca gactggcatt atattcagtg taacctaaac tctcattgta
  3290401 ggtattgact acccttggtt gcgaaaaacg ctctgacggt aaataagatt gtgcgtacga
  3290461 tgtaaccaga taattgtttc tattattact ggctctatca ttcctataat tattttctgt
  3290521 cgataaggct aaagatgctt gttcaagggc atcagagagt ttagctctct tttggataaa
  3290581 gtgagaaaat tcaaacgaca aaaatatcaa cccaataaaa acagggatta acgccataaa
  3290641 agacaataga atggctccct gtctattttt aataaaaaac tcatacttct ctagtatgaa
  3290701 agttatcatt gtttttttct gcatatataa cctttattcg taggctgttt agcgcccgat
  3290761 tgtgatggcc gatgatttca atgttggcaa ggggctgaca ctaatcaggt cacggtatct
  3290821 ctgagggggg ggcaggcata ttgtgacctg gtagagcggc acccagcgtt cactttggct
  3290881 taatggtgac agcgcaacta acccacggag tggctgaacc ggggagcaat cgccagtact
  3290941 gaatgacagg ctcttatgct catcaatctg ttgctgacga gaacctggtg gctcgatggg
  3291001 gttaaaatgt aatgtctcta cccgcatcct gaggttatca gcaggtacac ccgagttcag
  3291061 taacgcacgc tgaacaagat ctctgagttg atcaacttgc tgttgattca attcaggatc
  3291121 atgcggatat aaccgccccc tttcacgaat gatacccgcg gctgaatatg aaagacgatc
  3291181 taacttaccg gaaatcgact gatattcagc gatggcaatc agcagtttta taaatagaac
  3291241 aataataaaa gtcacaaatg caaattcaac aataattgca ccaccttgat tattgattaa
  3291301 cgtattattt ttcctgaaca aaaatcacct ccctggacaa taacgtattt acccatgctt
  3291361 gagggaaagg taaaaatatc ggttggtaat gtaatctaac ctgatagtgg gcgagtggta
  3291421 gagtgtgatt attttcttca ctattgccat taataagatc tgcaacactg tgactaaaat
  3291481 taaccgtaag ttctgcggag ggcgcggtat taatcaatga tcccagaaca gtaacttgtc
  3291541 gattaaaatt gtgctcaaaa agttgttgat aagagagtac gttctcggcg tccctatttt
  3291601 tagcggtttt agctgcttca gataatgcga aatcaagatt agccgaggta taaaacaagc
  3291661 gagaggtttc agcaaccaat agcagcataa agataaaaag gataaaaatt aacgtaaatt
  3291721 caacagcaat agaacctcta ttcgccggca ataaacgtaa tattgtatct ctcatcattt
  3291781 ttccctaatg aaggattgtt cctgagggaa tgaatcaacc tgactcagcg ctaatactaa
  3291841 ctcgtcagca ttatcagata accgctctgc ttcaataatg ttctttgcgt agcgagtgtc
  3291901 acccatttta atcaatgcaa ataccagatt atgtaatatt aagttgtttc ttttaccgga
  3291961 aagatagtct ggtagtaata tctttactgc atcttcatag cggttatcca acattgaaat
  3292021 gactgcaata ttatttcttg caatgtcctc ttggataaac agagcctgcg attgaacaat
  3292081 agcggtacgc gcccctgctg tatcaccacg gttagccaga ataatacctt ttaggttatg
  3292141 tgcttcagga ttatgggggg caatagataa taacctgtgc agtactgtag tcgcaccaga
  3292201 attatcaccc tcgttaatta aattttttat ctgtaaaaga tagatagata cgttaggttt
  3292261 atgggaaata ggttgaagat aatataaaga agaatggcta tcaccggaga ggtaataggc
  3292321 atttgctaat ttcactctga ttgattcgtc ttctttgttt tttagtgatt cgcgatagag
  3292381 tttaatcaaa ccaatttgat tattggcttt aattaaaata ctttcacgat aagaaaattc
  3292441 ttttgtgctt aaaccttgtg agcttaaacc ctgttggctc aaacaaccgc ttaacagaaa
  3292501 aatcatcact gggatgataa taatagtatt aaatattttt aacatagtta agtagctcca
  3292561 gaatactcgg tgagataacc aataagacga aagggatcaa aataaataaa aataatggca
  3292621 gtgttagttt tgtggataat ttactgatgc tctcttctgt catcagcagc tgcatttctc
  3292681 tcatatcttg tgataagtga gtcagttgtt cgtacaccgt tgagccaaaa ctaatactgt
  3292741 attgcagtgt gctgcaaaac attttcattt ctattgctgg tgagtaatat tgaagttctt
  3292801 taatcgcatt ttctaaacca tttatttcag cacgcttggt cacttttgac ataatcaagc
  3292861 ataggtcggt atttattgtt tggaattttt gtgtggtata atttaatgaa ttctctattg
  3292921 tcatgccaga ttgaacacat gccgctgtaa tatcaataaa gaaaggtaaa gatttcaata
  3292981 aattatttgt tcttttagtg agtgcatttt taattatcat tcttggcaaa tataaggtgg
  3293041 agataataga gagtagccca atagtgagta gtgttttttg attgatattc actacattaa
  3293101 aaatagccaa tattgtaagg atggataata taaaaataac aatcaaaacc tttagatata
  3293161 aaatgttaga taaaaaaaca gggagtttta taaaatcaga cagtacagtc ggtttatctt
  3293221 ttgtatcatt atttgcctct ttgcttttgt tttcacgcga atttatttta ttataaactg
  3293281 atattcttct tgagcgtgag ttgactttta atatgataat caaacccaat agtattaata
  3293341 acgtgaagaa aataattctc atagggattt acctagcatt tttctgataa ttaatatgcc
  3293401 aataacctca ctgataataa tataatagat aataaatcta cctgtgggat gttgccatac
  3293461 aaactctatc gtcgtggggt cgagtagata aagtaaaaaa gaaaataaca ttggcatgat
  3293521 agaaataata ttaaccgaca ttcttatttg agccgtcatg acggccttct tttgttcggt
  3293581 tgtttttttc tttgttatta tctggcttaa tcgggtaatc agttctttta attgtcctcc
  3293641 ttgctgaata ttaagcagta ttattgtcac taagaaataa aattctggat aatggaaccg
  3293701 ctcatacgca tcataaaaaa cggtttcagg ggtttcgcca agatttaatc gccgacagat
  3293761 caaccctaat tcttgtccca aggggcctct aatctctttc ccacagcgtt ccaatacttg
  3293821 attgatactg gcaccgctgc ttgctgccat attaatcatt aatagtactt cagggaaatc
  3293881 ttgcttaaat aataaataat gttttgaacg agcatatttt agttgtaaaa cgataataaa
  3293941 aatgatgttg ataataaaaa caaaagagta attaacatta atccaagtgc tgtttatata
  3294001 atagactatc accaatgaac atattggtaa taatatatga ggtgtacttt tactgtgggt
  3294061 tgatacgtaa tcaatccatt cgaaaaatat tttttttatc agtatagtaa tagaagacgt
  3294121 acttttggct ttgctctttt tagtgttgct tattgagcgc tttattttca tccacttaag
  3294181 gttattcagc accagtaata aaataccgga taacgcgacg acgtaataaa tcatttgctc
  3294241 accgtagaga aaacactgtt taactcattg gccagattgt ggatatcggc gtttattctg
  3294301 actgatgacc gattaaatag cccatggttg ataaactcac cctgaatacg cccttgatca
  3294361 tcacgagtac tggcgggttg gaaagtaaat atatcttgca aaacaacatg ttcaccttcc
  3294421 attcccatga tctcgctgat attgcgaatt tttcgcgagc catcattcat acgtgagact
  3294481 tggacaataa gattaattgc agatgcaata ttacggcgga tggtaatgag aggcatatta
  3294541 accggcccca tcataatcat gctttctaaa cgggcaacag catcacgggg agtattggca
  3294601 tgtagggtgg acattgaacc gttatggcca gtgttcatcg cctgtaacat ttcaaaggtt
  3294661 tcctcacccc ggcactcacc aataatgatc ctgtcagggc gcatacgcag ggagttaatc
  3294721 accagatcgc gcatggttat ctggccggta ttctccagcc ccgccagacg ggtttccatc
  3294781 ctgaccacat ggggctgctc cagattcagt tccgcagcat cttcgagtgt tatcacccgc
  3294841 tcatcttctg aaatatattt tgaaagcgca ttcaatagcg tggttttccc tgagcctgta
  3294901 cctccggaaa taataatatt tacgcggcaa ctggcagcaa taattaggaa atttgccata
  3294961 tcactactca tggctcccat atcgaccaaa tcttctaatc tccgtttatt tttactgaat
  3295021 ttacggatag aaagggcggt accatctaaa gcaatggggc tgatcgcgac gtttattcgg
  3295081 ctaccatcga ttaaacgggc atctgctaat gggcggcctt catcaatgcg tcgattaacc
  3295141 ttttgcatta aacgctttgc gatatcggtg agttgagtat tattaacaaa ccgccggtca
  3295201 gttaatttta acaggccata tctttcgatg aatatccttt ctgggccgtt gaccataata
  3295261 tcactaatgg aatcatcctc cataagttct cttaatgggc caaagccggt tatttcatca
  3295321 gctatcattt caataatata tttttgtgct tgagtcgtta agttatattc attgttatta
  3295381 aataaatcat cgaatgtttg agagagcaat ccgatgagtt tgttacgatc accaaccagg
  3295441 agttcaactt tattaatgtc aatattggct aacattcttt cgcgcattaa ctcttgtatt
  3295501 tttaaaggga caatcataat aacctcattt atttaaataa cttattgagt ttttccctaa
  3295561 tccacatatt ggtatgagag gataaattta tatttatacc taaagattgt tttgccagtt
  3295621 caacaacctt ggttttcttt ctaccaaaat agtcagggct attcagtgaa ttcttcgcat
  3295681 tgttgatata aggtatcgcg gtatcaatag aatggcccaa taatgattgg atatcagaag
  3295741 tcgtcaacat atcttttgtt attggcctgt tttcgttaag gcaaataaat agtctaatgg
  3295801 cttgtctatt atctcttttg aacctttcca gagtatcaat aaactctttc gctacacgaa
  3295861 cggacatcat actatggtca ataagcagaa tgatgcaatt tgagttagag atataatcga
  3295921 gtgttttttc tttccgtgca ttatgaattg gttgatcgaa aataataaag ttatgttttt
  3295981 tattgttatg ctcattaact tcactgagtt ttctttcgtt tcctcgcata agatcaaaat
  3296041 ttttctggta accagtaata tcttcgccca tttttttttc agtgatcaag tcgagatctt
  3296101 gcgagccttg attgccttgt aataacaagg taggcgattt ttttatttgg gtgatcacat
  3296161 gcgccagttg gtaactgagt aatgtcgtgc ctatccctcc ccggcaaccc agtatactga
  3296221 taaaaaatgc ttttctatct gactctattt ggataccttt tagtaaattt tgtgtgagat
  3296281 cggccaattg tgattggata tgtagatata atatgccacg ctcaataaat tgttgggcga
  3296341 tgctaataga atcaatatca ccgactaata tacaccaaca gtcccgtggt gtatgaactt
  3296401 tcattagatc aagaatagtg ttgatatcat gattctcatt tatatctatt ataattcctt
  3296461 tcacattatc cggtatcaaa attgaggcgg cgctaaaaat atcatcatct atttctttga
  3296521 tgttttttat atcagccaat cggacatatt cggaaatttt atcttttaac ccttttcggg
  3296581 ttgagataat gacaacagca ctcttttccc tattatcttt tttattgatt aaatctttat
  3296641 tgagaattaa ttgcatacta ccaccattat aaatgtttat tccatgattc gataatggcg
  3296701 taatgtctat ttttataaac agcacaccca tgaacatcat tatttttatt ccggtagtca
  3296761 tttttcatat aattacaatt taattctaat ggcagactgt tatttaattt aagaggaaat
  3296821 ggatgctttt cagttttatt ggtgaaatat tcacctatta atacataaga gtactcatta
  3296881 gcggacggtt taattgtgaa cgcagtaatg cctctagtag aaaagagaat agccattatg
  3296941 atgaatatcc atttcatttt ataaaacctc ctttttgcag aaattctttc gcctgctttc
  3297001 tacgcttagc gtctttgata ttggtcagat tgaaaaaacg ttctaccgta gaggtatgca
  3297061 taaaatcagg tagctcaatc tgccttgctg atacgggttt caccaggttt acggtagcga
  3297121 caaccaccag ctcactctga ttcctctgag tttgtgcatt acggaataac gcacccagta
  3297181 gggggacatc accaataaac ggaatttttt taagcgactc ccgttcagta ctactgatca
  3297241 ggccaccgag aataaaactt tcaccatcgc ctaactctac tgtggtattt gccttacgta
  3297301 tgcgtaatga agggtaggag tccccacccc taagattaaa taccttatca atactgctga
  3297361 cctcttcacc caacatgaca cggatacgtt tcttctcatt cactttggca ccaatgttta
  3297421 acttaatgcc aaactcttta attcgacact aataccattc tgattggtgc taacaatcgg
  3297481 tatttcaccg ccgaccaaga aggaggcata ttcaccggat aagaccgata gattcggttc
  3297541 tgccagtact ttggcaatcg cctcatcatt aatagcatgg actaatgtgc tgatgctttg
  3297601 tgcattaaaa tttaaaaact gaaaagcgcc tgccgcactt tttattgaat tccaatctag
  3297661 ccctatgttt tcagtaaaat ctttagttat ttctacaata gtgagcttta cattaacttg
  3297721 attggcttga ggtaatttaa ttttattaat aaccccctga tactcagggt tgctttgata
  3297781 actcgtttct ctctcttttt cttttttact tgcagtcgcc tcgccgacaa tgctggcaat
  3297841 ggtatctttt gcttcctcgg tttcggcact gcccgtaagt atatagcttt cgcctatttt
  3297901 atttatttct atcttactat caggaaactc tgtgcgtatt cttcgatagg catcattaat
  3297961 agtattattc accagcaccc gtgttttgct tatcggctga tgatttttgt tgaacaaagt
  3298021 gaattcagct aagccttctt ttttggcata aataatgaca ctgttattat caactatttc
  3298081 atagtcagct gtttttgcgg cagagacaaa aacggtatca atctcttcct gcacttttat
  3298141 aatgtgtgaa ccaccaatag gcagataaat ttgcttggcg ttagctgaat tttcaaacaa
  3298201 aaaatagaga ataacaatag acaagaatat aattatattt tgttttttat cttttagttg
  3298261 atatagattc atcctcttag ctctcttatt gtctgtaacg tagggattat gtcatccaaa
  3298321 tctattcgtt tgtgatcgcc actcttgggg gttaaaaaca cctcgccggc tttctccacc
  3298381 gtatggatga attcgaggtc ttgtattttc attatcactt caatataacc tagggaatac
  3298441 tcttcagtct tattattttt gttgtttttt actgataact cctcaggaga gtatgtttta
  3298501 atgcttaata tcggcatgtc aggtatcacg ttattaagtg aatacttttg cctttgtttg
  3298561 ctactcatac tcttgctatc aatagcaata ccattctcca ttccttttgt tttattggtt
  3298621 tcaagtgtca gtaattggaa tgaaagaaag tcacctggat ttaaggtgtt tagtaggtat
  3298681 tcgttttttt ccgtaatgta aaatttataa atgatctccc cgtgctttaa atttagccgg
  3298741 gaaaattcac gactatcggg cgagattaac atttcatcga taatatacga tccagctaat
  3298801 atattgtttt ttaataaatg accatcaagt ttatgatcat gagttctatc gtcagcaatg
  3298861 ctatcaccat caattctatg accatgtgat agatcatttt taaccaagtc gcttgattca
  3298921 tctacggtga tattttgtaa tgaataatct tctttggata ttaatgtacc ggcggtaagg
  3298981 tcatggcgtg tttgggctaa tacaatattt ctctcttttc ttttctccgt ctgagtcagt
  3299041 aattcaggta tctctttatc agggtttaac agaatgccgg agattccgat ggcaacaatc
  3299101 aggagtgaaa ataatataag aaattttcga ttcattatcc gtaccttttg tcatgctatc
  3299161 gtgataaatc aatttatttc agccagttaa attagtacag atgatagaaa tccggcagtg
  3299221 atagcaacgg cgtagggaac cccacgtttt tggatatcaa cgcggttgat caataaaccc
  3299281 accaccataa caacgccacc catgaccgct gtgtagatga taaaatttaa tgactgctct
  3299341 gccgtcagtg ccagcaggag tacagtgatc aattttacat cgccgccgcc catcacgttg
  3299401 aaatggaaaa taatatagcc tataaatagg gcgacgatag gaataataat actaacagta
  3299461 tggtgcatta ccagactaaa tataatggca ttgaatgaaa tgctaataat aaacttattg
  3299521 cttattattc tgtggcggat gtcactgtaa caaacaaata atagctgaga gacgattaat
  3299581 actattaacg ataatctaat tacatccatc gtcagaccta atagtgagat gaaagatatg
  3299641 gcagcagatg gctgccatat ttattgtgcc cagaaaaccc ccagctaggc tgggggttca
  3299701 gtaaagcttt cagctttggg tcagttataa aaaccccttt tgatttgtta aaacagtttg
  3299761 cggtctggca actgcaaatg ttcaacaaga aatcaaaagg gggtcccaat gagggatgaa
  3299821 aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc gccgaagtac
  3299881 cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt aagaaaactg
  3299941 tgcgaatgga aaaacgtgaa tatcctggaa gcagaatact gtgtggatca catccatatg
  3300001 cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct gaagggaaag
  3300061 agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg taacagggag
  3300121 ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag gatacaagaa
  3300181 tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat cccgtatccc
  3300241 ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc gcgatgcgcc
  3300301 tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct ccggctatgc
  3300361 cggaggatat ttattctatg aaaataaaaa aataaaaagt atattgattg ttattaatct
  3300421 tatatttttc ataaagttaa tctggttctg tttttatgaa tggatatagt tacatctaaa
  3300481 atcacagtaa cgtcactatg ttgtaatttt tattttttaa gtagggaaaa tcatcacaca
  3300541 taacatgatg atttttagct attcttacaa catatccagt tgatgttatt acgggcagat
  3300601 ttttctggtg agtaactgaa tgagaataat taaaaaaatt cctatagcaa tgactacatc
  3300661 attgatcatg ctcagtggag cagtcagtgc tattgatttt aatactgatg caatggatgc
  3300721 taacgacaaa cagaatattg atctttctca ttttacgaac gttggctata tcatgccggg
  3300781 tgagtatcgg ttggagatca acgtcaataa tcaccgtatt cccgagcagg tgatcgcttt
  3300841 ttatgcccgt gatgatgaac cgaatagcag tgaggtgtgc ctaccggaag cggtggtgga
  3300901 acagtttggt ctgaagcctg atgtgctgca aaagatcaca ttctggcatg aggggcaatg
  3300961 cgcagatttg cgtgagctgg cgggattaac cacggaggtt gatttagcga ccagcacgtt
  3301021 agctatcaat gttccgcaag actggatgga atacagtgac agcaattggg tgccgtcttc
  3301081 tcaatgggat gaggggatcc ctgggtttct gttggattac aacgtgaact cgctgtttag
  3301141 taagccgaaa gagagtggtt ccacccggaa tatcagtctc aacggtacgt cgggtctgaa
  3301201 tgcgggcccc tggcggttac ggggcgatta tcaagggaac tacagccaca acagtggcga
  3301261 gcagaactcg tctaccagta catttgactg gagccggatc tatatgtatc gggcgatcaa
  3301321 gtcactggca gctaccttga gcgttggtga aaactatttc gcctccagcc ttttcgatac
  3301381 gttccgttat gccggagcca gtttgtccag cgatgaacgt atgttgccac ctaatttacg
  3301441 cggttatgcc cctgaggtta gcgggatagc cagaaccaac gccaaagtga cggtctccca
  3301501 gcaggggcgc atactgtatc aaaccacggt ggcctccggt ccttttcgta ttcaggaact
  3301561 gagtgattct gtttccgggc ggctggatgt cagcgtggag gagcaggatg gcacggtaca
  3301621 aacttttcag gtggagacgg ctgcggttcc ctatctgacc cgccctggtg caatccgcta
  3301681 taaaacgtcg gtgggccagc cctcaacgct gaatcatggg acggaaggcc cggtctttgc
  3301741 cagtggcgaa ttctcttggg gggtcagtaa tcgctggtca ctgtttggcg gggccattgg
  3301801 ctcgggtgat tacaatgccg tgtcggttgg ggttggccgt gatttatatg catttggtgc
  3301861 catttcaacg gatatcaccc aaacccgtgc atcgggcctt cccaaccaag agacgcagag
  3301921 cgggaaatcg ttgcgcgtca ggtatgccaa gcgctttgat gaactgaaca gtgatatctc
  3301981 gctggcgggg aaccgttttt ttgaacgtga attcatgtcg atgaatcagt atctcggcac
  3302041 ccgttatttc gataatgacc ttgggcgcaa caaggaaatg tatacggtga cggcgagtaa
  3302101 aaattttcct gatatccaga ccaatatcaa tttttcatac agttaccaga attattggga
  3302161 tcagcccacg tctaacagct acagcgcgac ggtcagccac gcttttgatg ctttttctct
  3302221 caaagatatg acggtcaacc tttctgccag ccgtagcaaa aataacggcg tgaatgatga
  3302281 tgtgctgtat ctgagttttt cggtgccatt aggcaatcaa caaaccctca gctacagcgg
  3302341 gcaacataat ggtcaaggga acaaccagac cgtgaattat tctaacagct cggctatcga
  3302401 tagcagctac cggttatccg caggggttaa caacagcaat gataatggtg cgcgcggcca
  3302461 gttcagcggt ttttatattc atcgcagcag cattgctgaa accagcctta atgtcgctta
  3302521 tgcgcaggat gattttacct cgaccggggt ttctatgcgc gggggcgcga cagttactgc
  3302581 gaaaggtgcg gcattacacg gccccggtat gagtggcggc acccgcctga tggtcaatac
  3302641 cgatgatatt gctggcgtcc cactggaaga gcggaatatt cgttcaaacc gttttggtat
  3302701 tgctgtgctg aataatatta acagctacta ccgtacagat acgcgtatcg atatcaatca
  3302761 gttggctgat gatgttgaag ttaagcagtc tgcggtggag ttcgccctga ccgaaggggc
  3302821 tattggttat cgccgtttcg ccatgatgaa aggggagaag gtactggcaa ccatcagcct
  3302881 gaccgacagt agccatccgc cttttggtag tttggtcatc agtgccaaag ggcaggaact
  3302941 ggggatcgtt agcgatgacg gttttactta cctgagtgga gtggagccag gagaaacact
  3303001 ggatgtcgtt tggagtggtg ctaagcagtg ccaggtggcg atcccagcag taatacagcc
  3303061 gcaggcgcaa atattattac cctgcatatc cgttaactaa tattgaggtg atataccatg
  3303121 aagaagctct cattaatcgc gttgaccagc acagtggtat tcaccagtta taccgccaat
  3303181 gctgcgattg cattagaccg gacgcgaatt atttataacg ggcaggataa gtccattagc
  3303241 ctgaatatca gtaatgaaaa taaaacactg ccctatttag cacaggcgtg gattgagaat
  3303301 gaacaacagc aaaaagtcac caccccgtta gtggcaacgc caccagttca gcgagtagaa
  3303361 gcgggtaaga aaagcgcggt gcgtatctct gccacccctg aggcgctgaa attgccacaa
  3303421 gatcgcgagt cactgttcta cttcaatctg cgtgaaattc cgcctcgcag tgaaaaatct
  3303481 aatgtcatgc agattgcctt acaaaccaaa atcaaactgt tctaccggcc agaagggatt
  3303541 acccctgcta cgggccaaat ctggcaggaa caactggttc tgcataaaac ggcgcaaggt
  3303601 tttcggctag agaaccccac tccctattac attacggtcg ttgggctggc ggagaaaggt
  3303661 aagtcatcgg ctgacagcaa ttttcaacct ttgatggttg cgcccaaatc cagtgctgag
  3303721 ctgaaatctg ccagtttcac cgcccccgtc ctgacctaca ttaacgatta tggtggccga
  3303781 ccagaactga gtttcagttg cagcggcagt acttgccggg cagctaaagc gatttaaacc
  3303841 ggttgaaaga gagaaccatc aatgaaaaaa aatatattcc tcacgttacg cagtgagagg
  3303901 tataaggcgg gactgctgtt gttgctgcta ctcctgttat gtaccaccag taaaccgagt
  3303961 tttgccgcac tgcaagttaa ctcttgttct cttgctgtat cgggggccgg aggggaaaca
  3304021 ccgtttgtca taaaagcact gccagtcacg ttgacgaatg gttttgtctt ggggagcatg
  3304081 aacttcagtg tcgtcacgac attcacaaaa acagggacga cagcagatta tttatacctc
  3304141 ggtggttggt cgatgcttgc tgggggggcg gttatgcctg tttctaccgg tgttccaggg
  3304201 gtgaagatgt cggtgaatgt cagtgacgct ttattcgggg gatatgaatg ggggaataca
  3304261 gagaaggcaa ctcagtcctt gtttgtacca gggacaaaaa taacgattgc taatcgagtc
  3304321 acggtccaac tcattgtgac tgatgccagt gtttatcaag ggggagtgat taattggttt
  3304381 aatgtggcga gaagttttgc gttagtttca ggtaatgctc aggtctggtc gactaaaagt
  3304441 gttgctactg gtggctcacg ttgtggggat atggtgactt ttaatatcgg gtcaacaaat
  3304501 atcgtattgc cacctcccac tgtggcgacg tgtgatctgg gggcgaccga tattgtggtt
  3304561 gcactggacc cgattgatac ctcttcccta caaacgcaag gtgaccgggc gggcggacaa
  3304621 gctttttcga tcccactggg cagttgcgct aaagatgcta aaccctatat cacttttacc
  3304681 gacagtagta acaaggctaa ccgtaccaat atactgagtt tatcaccgag cagcacggcg
  3304741 accggtgtgg gccttgtgct tgaaaaaagt gacggcaatc tggtgacatt tggcgcagaa
  3304801 aacgccagtg tcagcgccag taatgtgggg caatttttga ttggtacctc aactgccgca
  3304861 ggagggagca tgcctttaaa tctaacggct cgctatattc gcgctgaagg ggtgttaaag
  3304921 agcggtaatg tgaaagcgga tgcaatcttt accgtcgcct acccttaagt ggcataccat
  3304981 gttagcggtc agtaaaaagc gaccaataag tgtcgcttca gactgctggc aaagtcaatt
  3305041 gaaggggaaa cgtgccgttg gggtcgtagt ggcgtaagcc accgaagtgc ccctaggtgc
  3305101 ggtcaaccct tcactcacga ggctaagaat agcgttgtca ataacctcaa gcgaccaata
  3305161 agtgtcgctt tttatgccgt taggttctgc tctcatgata ggtgggttcg ctgtcctttt
  3305221 ttcccttaaa cattgactca attcgcgtca acaaattatt cgcactgtag taatctaacc
  3305281 ggaaagtatc ataacctgcc gcataaacgt tatcgtgctg aatcgctgga agattggtta
  3305341 aaaacttatt acttttcaat gcgtcaattg cagaatgaac gccagaaaag agtaaaatag
  3305401 tcttaccgtt caggccctgt gctagctcat ctccacctaa ctgaatgata tctttacggt
  3305461 gctctgtatg ggtgttgtcc ttcagcgtgt ctggcacatt ggccagcgtg aaacccagct
  3305521 ccaataacaa tcttccctgt gcggaatttt ccgtccacag tttggcgcta ccactcacct
  3305581 cctgatagac aaatgctgaa acgggttgcg gtggtagggt tattttctgt tttacttcat
  3305641 tgagtcggcg ggcaaattta tcaatcacct gttcggcatc cccttcatgg cccgtcgcct
  3305701 ggcctaattg tagtgtcagt tcttgccaac tcttatcatc gtaattaatc accaatgtcg
  3305761 gggcgatggc cgacagttga tcgtacaatt ccaatgtgga atcgtcacca gtggcggaaa
  3305821 taataattaa gtctggccgc atcttagcga cagctttaat attgggttcg gtctggtaca
  3305881 tcgggattaa gtgacgggcc cgtgcaatat ccgaccattg agtaaagaat cctttattat
  3305941 cggctagcgt cgtattgggt tcggtagcac tactggcaat gataggtgca tttattgcca
  3306001 gcaaggtacc cgtaatggtg atgctggtgg agacgatacg ggctggctta tgggtgagtg
  3306061 tcaccgggcc tttcactgtg tctacggtac gggaccacgg cgatgatgta ctgtgattct
  3306121 catcgatagg gaatggatgg aagttggttt cctctgcggg ttcgcagccg gaaagagata
  3306181 aaataagacc caaacagccg agactaataa acagagagtg gcgtatttta cgctcaatat
  3306241 aggtcatata aaggaacata gcggtgtttt atccttctct ttggtgaggg taaatcagca
  3306301 aatatatcaa taaaatttac caataatgat atttgtatcg aatgataata tgacaatgtt
  3306361 aagacatggc acgtaatgta cggcgggggc aatataacga aataatagta atgaacatca
  3306421 taattagcaa taatattttt ttattgttca tctctaatga atttataggg gtatgtcatg
  3306481 tatcactttg ataaatagag cgataatttt aatatcctga ttatgtaaat gggcatttca
  3306541 ctcagctaat aataataagt tcatgataat caactttatt ttatttactg cttattttta
  3306601 ttttagtcta tagcctaaat agcttataca aacccgaagc tagcatattt catcataatc
  3306661 ccttaatgtt aacttcggtt agtatgttat tttttaagat aatatccatt taataaagta
  3306721 gttacttcta atttatctcg cattaataac aggttctctg aaaatttatt aatgtgtaaa
  3306781 taacgtttaa taaatcaatg gtaattgcgt ggttattggt aaaaatatat tttacataaa
  3306841 aatagggaga aaatgactgt ttttcaatca aaatttctgt ttgttatagc acggtgatac
  3306901 gaccaaaagg ttaaatctaa caatgttata acatttaaag gcgggcgcta ttatagggat
  3306961 gatatcgctc tcctgtgagt acttaaacgt ataaccatct tttttatatg gattaacaat
  3307021 gttttgtcta aatagtaatc ttttaatata ctgctcataa ttgttattat tccttaataa
  3307081 taataaataa ctttattttt ttatgggcta ataaatgaat attctttccc tacgcggtgg
  3307141 tttttttctg tggatgatgc ttatctcaac atcttctttg gctattaatt gccaaagagc
  3307201 ctcaaccccc gtcgagtata cagtctgcag caatgaggat ttacactggc tggatcaaac
  3307261 atttaacagc atttatcaag tcttattggt gaaatacaat actgaaatgg tttatcaaca
  3307321 gcgtcaaaca tgggaaaaat cgctgaacag ttgtaccagt gatagttgta tccagcgggc
  3307381 atatctgcaa ggtattgcct taatgtctga tgttgataag aactttaact gggatgggca
  3307441 atggtggaat atcactaaag gtaatgaccg tggtggggtt atcgaaattc atcgagtgac
  3307501 cgagtgggga tttagtctgg atagccgtgc atggtctggt gagaatatgg gtaattttca
  3307561 tgcagaagcc cgtaaaacag aaggagtagc cgttgttgat gtcattgaga acacggctaa
  3307621 ttgtcggtta ttactgatcc ctggaaaaga tggctcgcta caggtgcaca gtaatggcag
  3307681 ttgggggtgt cgtatctcca tgccgaaaga tgttttcatc gacgggcaat atgtgcgtgc
  3307741 tgaaaaagat ccccgtaagg ccccaacgtt attatctatt ggtatttttt ctgaggcttc
  3307801 ggtcgatgac gctttccgta atttagtcgg tgagcattat gctcagtttg ttcaatctgc
  3307861 caatgtgtat atttacacta atgatttgga taaccaggga gccaaagtgt tatctacctg
  3307921 ggtgcggggg gcggcgaata agcgtgcttc tatcattatg tatacccata ctgggcagta
  3307981 ttgggcggct tacgttgcac cggataaaaa gggtcagtta caaattcact actttaccaa
  3308041 tgttgctgca gataaaaata aaaggccaaa aactattgtt gaatggcaac aaagttttat
  3308101 agataactga ttagctataa tctggtacag ggccataaaa tcgccacagt aatctcatac
  3308161 tcgcttactg tggcgatccc tcttcttccg tacttgcgag gtcagctctt gcaaatcgcc
  3308221 agtttatcgc cggagagggt attgatgttc acgattggca cgcggttatt ttgcgggcct
  3308281 ccctcgtcct gtaaccagac aaggacttta ccgccaggag aaaggcccaa taacatcgtt
  3308341 ttatattggg ttgtattccc tgttctggcg ggtgtgatca tactttgtct gacggactgc
  3308401 gggagaacca gatgggtctc gtacactttt ttatcggcaa tcgaattcca gcagaacacc
  3308461 atagattgag gcggggagtt cgtctgatta aaatgaatcg atgtttggtg tattaattca
  3308521 cccgactctc ccatttgaga tgggctattt tgtgtcatgt cccgtgtatt aaacgggtgc
  3308581 aggttatctg cagtgtccac tatacgggcg taggtcacct gtgcaggctg tgactctggg
  3308641 gtaacaaatg tgaaactcca ttttccctga gtggctctct tgtttatttc cgctgactgc
  3308701 agtaaagggg aggtttggca agcggtgagt attagaagca ggggcagtcc agcagcacgt
  3308761 tttattttca ttttatccat ccatgttgtc gttgttattg ttctttatca ttactgttac
  3308821 ctactattat agcgtttata gcgtttatag cgttttggtg agtggtgaga tgctgacaac
  3308881 cgaacaagtc tcctgattag cctaaacatc aattgaaacc tgatccgatc actaaatccc
  3308941 tctcaccctc tcctcaaatt atgactactc cagcacccca atcacattca aattcatatc
  3309001 atctgggatt tcgttatacg acagcacatt taacccagaa cagaacagac gtgcatagcg
  3309061 ggatatcagt ggccgcagtt gtggcgtaac cagcaaaata ggctggtgat tttctgcttt
  3309121 catttgttct ttaatgatcg gcagattctg ttgtaattgc gtcagaatat tcggatcgac
  3309181 cgggaaatta tctaatacca ctttccccgc ttgttgggcc tgattcagag agcttaacag
  3309241 catattctct aattcattat tgatggtata aaccgccaga tccttatcat cgccattgat
  3309301 gctattaact atcccattac gtaatgcata gcgaacatct gaggtcagca ataatgcatc
  3309361 tttggtcacc gtaacgctat ccagtagggt ggtggaaatg gtgacaatat cttttaatga
  3309421 cacattttca gttaagagtt ggcgatacac tttcaataac tgactaaaat tcagtgtcgt
  3309481 gactaaatcc tcggccaaac gtggggaaag tgcggcaagc cgttggtgta ataaggtgat
  3309541 atcgtcatag ttaaacagtt cagataaatg ctcccgaacc accttattca catgtgttgc
  3309601 taccacgctg gcgcaatcta ccacttgata acccaaattt aaggcctgcg gtttctcttg
  3309661 cgggtctatc cacacgatgg ccaaaccata agtcgggtca gtggctaaaa tcccatcaac
  3309721 ctcaccgtat tgctgtgtcg ttggaatagc catgagctta tcaacatgga cttccccccc
  3309781 ccgcgatcct gacaccatta atattgatgg tgtattggga cggttttaaa cggaaatttt
  3309841 cccgcacccg gacttctggc aataaaacgc cgctgctttc ggagatgatt tgtcgcacgc
  3309901 cgcgtagccg ttggttcaac ggtttaccct ttgattcatc caccaacgtg accagtttat
  3309961 aacccaaatt taaaccaatg ggttcgaccg caggaatact gtcccaactg atacttaggg
  3310021 cattttcgtc agaaataacc gggtttaagg ccgtaaaatc ggggttaaga tctgcttgct
  3310081 gaattttttt actttgctgc ctagcggcga acagcagtaa tccggtaaaa ctgagaaagg
  3310141 cgagatgggg catccccggc acgatagcga gaataaacat cacaaaagcc gcagcataca
  3310201 agatcgtggg tttagccaat aactgatctt taacttcatc agtcatatcg ccgccatcac
  3310261 tcactcgagt gacaataatt gccgccgcag ttgccaataa cagtgacgga atttgtgcca
  3310321 ccaaaccatc accaatggtc agtagaacat attgctggaa tgactggctg gcgctcaaat
  3310381 cgtatttaaa aataccaata caaataccgt caatcacgtt aatcaccagg atcatcatcc
  3310441 cggcgaccgc atccccgcgt acaaactttg atgcgccatc cattgcgccg tagaaatcgg
  3310501 cctcactggc cacttcttta cggcgaatac tggcttgttc ctgattaatt aatccggcgt
  3310561 taagatccgc atcaatagcc atctgtttgc ccgggagcgc atccaaggta aagcgagcag
  3310621 agacttcaga aacacgttca gcccctttgg tcactaccac gaaattgatg atcatcaaga
  3310681 tgataaagac aacaaagcca acaacaaaat taccgccaat gaccacctgg ccaaaggctt
  3310741 cgatcacttt acctgccgca tcagcccctt catgaccatt gagtaatacc acgcgtgtgg
  3310801 aggcgacgtt taaggttaaa cgcatcagcg tagcgatcag taatatcggc ggtaaaattg
  3310861 aaaaatccag tggccgttta ctgttcacac tgaccaataa caccaataca gccatcacaa
  3310921 tattaaaggt gaataaaata tccagaacca gaggtgataa tggcaatatt accattgcca
  3310981 agacgcacag taataatacg gggactgcaa tatgcgtctc ttttaacaga cgagaaatat
  3311041 catataattt atgtttcatc atggaatcgt tgcatctctt tgggaagccc aaggtgagtg
  3311101 tttaataccg gcttgcttgc ctgcccggaa cgccatgact tgatctgcat gacataggtc
  3311161 agcacctgag cgatagcacg ataaagctgg gcgggtatct gttggttaac cttggtggta
  3311221 tggtaaatag cgcgcgctaa tggtggaaac tcgacaattt ctattttgtg tttttgcgca
  3311281 atgctccgaa tatacaaggc aatatcatct ttccctttgg cgacaatata gggagcactg
  3311341 gctttttcgg gtgcatattt taatgcaacc gagaaatggg ttgggttagt aataataacg
  3311401 tcggcgctgg gaaccgtttt attaatttga ccgatagcat attggcgttg tagttgacgg
  3311461 acccgagatt taatttctgg attaccatca ttatttttat gctcttgttt gacctcctgt
  3311521 ttggtcattt tcattttttt ggtaaacaga tgatgactga gaggaatatc aatggcggca
  3311581 aaaacgacaa caatcgcaat gaaatacagc aaaatatggt ggtactgggc aaatccctgc
  3311641 gtaatcgctt cttctagtgg cagtgtctgc aagtgcaata aatcatcaag tgagctatgc
  3311701 acgaccagat agagggtgta cagcacgatg ctgcattttg ccaacatctt aagcacttca
  3311761 gtgccattgc tggcagagaa tattctctta atacccgcca atggactgag ctttttcagg
  3311821 tcaggtatca gttttaccgg ggtgaaattc cacccgccgg gtattaaggt tgccaacata
  3311881 ctgaacaacg ggatcgggat cagcgtggct aagaatttgg cgaaaataaa cagattggct
  3311941 agcagaaatt gctcaagagc gccttggtca tcaagctgac ttgccaactg agcaacagac
  3312001 acaaatgatt gagaaaccaa cgccttataa taaggtagaa atagcgatag cagaataaaa
  3312061 gaggtcacta accctgcggc catggtgaca tctttagaac gggggatatc gccttttttt
  3312121 ctggctttcg acagcttccc cgctgtgggt ttttcactct tctcaccact gctgttcgac
  3312181 atcagtgcac cttcatccgt tcaaactgtg tcaggatctc attggtcaga tgaagataat
  3312241 gatcagggat attgatcgct aacagcagca ggcacagcag gccaaacaac atgccgatag
  3312301 ggaaaccgag tgaaaacagg tttaacgtgg gggagatacg gttcagtaac ccgaaagacc
  3312361 cttgcacgat cagcatgata aaagtggtag gcagtgctaa cagcgtggcc gatgaaagga
  3312421 tccagccaag gctcagtgcc aatgaacgta gtgaaaaatc attgatggct tcgccgatag
  3312481 gccagctact gaaacttttc aacaaaatgg tgacaaacag taagtggcca ttaagggtaa
  3312541 aaaaaatcaa cacactgaaa gtaaagatta tttgtgagat aaccgccgtc gatgctccgc
  3312601 tggtggggtc attcatcatt gccataccca ggcccatatt catcgataga atctgacccg
  3312661 cggcctctaa tgcggctagt accaaatgca acatggagcc aaataaccag ccccacagaa
  3312721 tttgttcacc ggccaataag aggttttcta tcgagagcaa ctccccggat accaccggtt
  3312781 ggctgatcat tggggttatc aaaatggcca gtaacagcgc ggtgccaatc ttggctttgc
  3312841 gggtaaaggc tttatgccga ataaccggac aaaaatgcaa aaacgacaaa atcctgacaa
  3312901 aaggtagcca gagtgcgaat agcggagccg tcatggcatg aatatcgatt cccatcggca
  3312961 tttacccaac caactgtgcg gcttgctgga aaatactgac ggtaaaatca ctcagtttga
  3313021 tcatcatcca tttacccgca aagatgagaa ccaacattgt catgaccagg cgcggtaaaa
  3313081 agctcagcgt ttgttcatta atctgtgtgg tggcctgaaa aatgctgacc aatagaccga
  3313141 ttaacagact tgggacgatg gcaacgatag aaatcatcag caccaaatgt aaccccatgg
  3313201 cgataatgtc accggcaata tccgtggtca tcatgctata gcccctgaac gctggcagtg
  3313261 agggtgccaa ccattaatgt ccagccatca cacaagacaa acagcattaa tttaaatggc
  3313321 aatgagacaa ttaagggcga tagcatcatc attcccatcg ccatcaaaat actggccaca
  3313381 atcaggtcaa tcaccagaaa agggatataa atcataaagc ccatctggaa agcggttttc
  3313441 agctcactga gcacataagc gggggtgacc acgctcaaat cctgctgttg tggctcgcca
  3313501 ctgacttggg cgatagccat catttgatcc agtgatttag tactggtctg cgcgagcata
  3313561 tagttcttca acggcgcttc tgcccggccc agagcctgcg aaagcgtaat ttcatcctgt
  3313621 tggaaaggaa tgaccgcatc ctgatgaatt ttggtccaca ccgggcgcat aaccagcaag
  3313681 gtcagggcga gggcgatacc ggtcaggact ttattcggcg ggctttgctg taaccccagt
  3313741 gcctgacgca atatcgccag cacaataata aagcgagtaa agcaggtcat catcagcatc
  3313801 ataatcggca acaaaccgag cagggtcatc aggatcagga tttcaatctt aacgttgtaa
  3313861 tcttgccccg ttgcggtttg tacggtattg aacagggtga tccccccctc ctgcgccagc
  3313921 agaagagggg aatacagcag tccgcccacc agcaggccgc ggctgatgat ggtcaccggt
  3313981 gttatcgctc gaaggctgcg gctcatagcg cgagttcacc taaattttgg ctattgatgt
  3314041 taataatacg caggccgtat ttttcattaa tcaccaccac ttcggcttgg ccgaacatga
  3314101 tgccatttac ccggatatct aacggctcgc cagccaattt atctaactca atcaccgagt
  3314161 cattattcac cgtcagtaac tctgacagag ggatctcaac agaggccact tccagtgtta
  3314221 aggtgacagg gatccggctg aacagtgaca ttttgcgctt ttgctcatca gtctttgttg
  3314281 ctgttttttc tggcgtatta atgatctctg gtgaattaat caccgaatcg aaatgctcag
  3314341 ttgggctaat ggcgctctca tccaatgcaa gggtaaagtc gaggtcattg ttgagttcaa
  3314401 tttgctggtc agtcatggtt catctcgttg ggttggtcat taaattcaga aaagaataac
  3314461 ttgccgcggt tctcggtaat ggcggcactg aatagcgctt ctttgccaat aaatacgggg
  3314521 aaatattcgg gcaatgaagc tgaaataata tcgccctctt ttaaggccat taactcagcc
  3314581 agtgtcaggt taatgttgct taattggctg gtgagcgtaa cgggtaattt tttgactaag
  3314641 tgttcaagtt gcctctctga cagtgagaca tttttttcta ctgctttttc atttttggtc
  3314701 tttatggtat cgataagcct atctatatgt ggtgcatcaa taaaaatgct gaatccactt
  3314761 ttgttataat cttttagaaa aaaatcaata cggtatgacc agcacgcgat taacgcagcg
  3314821 gtgctgttgt taatgattag gtgttcacca aaaaatggct gattaagaaa gagatcggtt
  3314881 atttcaagcc cgagtttgtt ttttagcctt tcttctgttt tggtcagcgg tgatagcttt
  3314941 cccgtggtcg tggttttttt ttcttggctt aatccatatt tttcttggct taatccatag
  3315001 tagtcattaa gaatgttaag taacaacaga cggtcgatat cgaatgcgat attacccatc
  3315061 tggctggtta gcattttggc attcttatga ctgcaatttg tttggaactt aatatcatca
  3315121 agcgtaatat ttattctgta tttttttaaa aaatagagac tgatttcgct ctcaataata
  3315181 gaaaaatagc tattgactat tttaggtatt ttgtgatgag ggcggccaag cttgttaatt
  3315241 tcaagcgata cgatgtctgg tcgcgggtca tgattataga cctttgcttt gactttattt
  3315301 gattgcatgg tttcatccaa aatattttgg ctagtgtctg tttctatgtt gataaattaa
  3315361 aacctatgtt gataagttaa aacctatgtt gataaattga aacatagagg tagaggctaa
  3315421 acaacatctt ctctttctct ctttctttgc gagcttttct gaaaacatgg ctgctgaaag
  3315481 aatgactggc gacggaatgt tttattcaat ttttcatggt ttttagccta aacctttatg
  3315541 gtgaaactat acaataggta tttatttatt aatttatttc ttttttattt tgatatttta
  3315601 acaattaata taactcgttg atttttggtg gttaatgttt ttaattttta tttaatttat
  3315661 ttgtttttta tgggggatgt atagtgagtt atcgacaatt tctataactc accaaaacaa
  3315721 tatgtaacac gttacgattt attttttcaa tgatgtttaa gtctcaattt attttgtcga
  3315781 tctattgagt gtcggacgtg atttattgtg atttgacgtg tggataaatt atgatgaata
  3315841 tcaatgttga tgtttttcca aaaaacgatc atggatttgt tgctaatgcg ccttccagcg
  3315901 taagtgtatt ttcccttgcg cgtagggtag ctgaatttaa tgttccggtg ttggtcaccg
  3315961 gtgaaaccgg aaccggtaaa gagtgtgtag cgaaatatat ccatcagaaa gccatggggg
  3316021 atgcctcacc ctatatcgcg gtgaattgtg ccgcgatacc tgagagcatg ttggaagcca
  3316081 tattatttgg ttatgagaaa ggtgccttta cgggcgctat cgccagtgtt gcagggaaat
  3316141 tcgagcaggc gaatggaggc acattattac ttgatgaaat cggtgatatg ccgttggcac
  3316201 tgcaagtaaa gttattgcgt gtattgcaag agcaagaagt tgaacgttta ggtggtcata
  3316261 agcctattcc tttggatatt cgtattattg cctcaacaaa caaagatctg agtgttgaaa
  3316321 tcgcggaagg gcgttttcgt caggatctct actaccgctt atccgtggtg cctatccata
  3316381 tattaccttt acgtgaacgg ccagaggata ttctgccttt ggtgaaggca tttattaata
  3316441 agtaccaaag ttttctgaat gtaaaaatag atatcaccgc agaagcgcaa tgtgagctgt
  3316501 ataaatacac ctggcctggc aatgttcgtg aattagagaa tgttattcaa cgcggtatca
  3316561 tcatgagcaa caacggcgtg attgaactgc ccagcctcgg tttacctatg gcacagggaa
  3316621 tatcctcgcc agtaggggaa acatcattac ctttttcaac gattcagccc cctgatgggg
  3316681 aaaacaatat taagttacgt gggcgcttgg cgcagtacca atacattgtg gatttactgc
  3316741 aacggcatca gggtaataaa tctaaaacgg ccgcattttt aggtattacg ccacgtgctt
  3316801 tgcgatatcg gctcgccaat atgcgtgaag atggcatcga cattgagtgt cactcataaa
  3316861 aaataaggaa gcaggatgga taacattgat tctatcaata tgcctcgctc gcaatcacca
  3316921 gtgatgctgg aaatgcggca aatggcagcc atggcaggca gcggtcttga gtttggcaca
  3316981 atccagccag ccgcaaccaa tagcccgttc ttccccgtgg aaaagggggc caataatctc
  3317041 tctttttctc aggtgcttaa cggcgcgatt aagagtgtgg accagctaca acacgtcgcc
  3317101 agtgagaaac agaccgcgat ggatatgggc atcagtgacg acttaaccgg cacgatgtta
  3317161 gcgagccaga aagccagtgt ggctttctcc gccatggtgc aggtgcgcaa taagctcact
  3317221 tctgcattag atgatgttat gaatactgcg ctgtagggta aatcggtgtt agataaaatt
  3317281 aagcagaaat tgtcacctgg tcaattaggt gaaaatacaa aaaccattct tatgagcgcg
  3317341 gtagcccttt tggttaccgc cgcgattatt ttcagtctct ggcgtagctc acagggctac
  3317401 acggcattgt ttggctcgca ggagaatatc ccgatcaccc aagtggtgga agtgctggaa
  3317461 ggagaggcca ttgcctatcg cataaacccg gataatggtc aggtgttagt ggctgaaaat
  3317521 cagttgggta aagcgcgtat cttgctggca gcaaaaggaa ttactgccac tctccccatt
  3317581 ggctatgaat tgatggataa agaaagcatg cttggcagca gccagtttat ccaaaatgtt
  3317641 cgttataagc gcagcctgga aggggaactg gcgcagagca tgatggcatt gagcgcggtg
  3317701 gaatatgcca gagtccatct gggcatgagt gaagccagtt cattcgccat cagtaatcat
  3317761 gcagataaca gtgcctcggt ggtgttacgg ctgagatacg gccaaacatt gagcactgaa
  3317821 caggtggggg ccattgtcca attggtggcg ggcagtattc ccggaatgaa acctgccaat
  3317881 gtgcgggtgg tcgatcaaca cggtgaatta ttgtcacaag cttatcaagc gaacagtgag
  3317941 ggggtgccca gtgtgaaaag tgggaccgaa ttagctcact atttgcaaag caccactgag
  3318001 aagaatatcg cgaacctgtt gaattcggtg attggcgcga ataactaccg catcagtgtc
  3318061 tctacccagt tggatatgag ccgtattgaa gagacggcgg agcactatgg cccggaccct
  3318121 cgaatcaatg atgaaaatat ccagcaggag aacagcaacg acgatatggc gatggggatc
  3318181 cccggatcac taagcaatca gcccatccct caatctcagg cgggtcaaac gccagccgcc
  3318241 gtcagccgca gccaggcgca gcgtaaatat atttatgatc gcaatatccg ccatgtgcgt
  3318301 tatccgggtt acaagctgga gaaaatgacc gttgcggtgg tgctgaataa atcgctcccg
  3318361 gtgttggaac agtggacgcc agaacagcag gaagaactca aacgtttaat tgaagatgcc
  3318421 gcaggtattg atgttaaacg tggggattct ctgaccatta acatgatggc cttcgcggtc
  3318481 cctacgttga ttgacgagcc ggtgatgccg tggtggcaag agccaagtac cttccgttgg
  3318541 gcagaattgc tggggatcgg gctgctgtca ttactggtgc tgtggtttgg tgttcgccca
  3318601 ttgatgaaac gctattcgcg taagggttcg gagaacctgc cgttagccat ttcctcggcg
  3318661 agtgcagatg aggcgcttga tcatgtggat accggtgtag acggtgcaga aagtagcccg
  3318721 cgtacagaaa atgccttctc cgcatcttct ctttggaaaa gcgacgatct accagagcaa
  3318781 ggctccggtt tagaaaccaa aatcgcccat ctgcaacaat tggcgcagtc agaaactgaa
  3318841 cgtaccgccg aagtcattaa acaatggatt aacagtaatg aacgaatcaa atctcaacct
  3318901 gaatgatgac tcaagcgtca aaagtgatac caaggggcgc agccgattgg aacaggccag
  3318961 tattttatta ctgagtattg gtgaagaagc ggccgccatg gtgatgcaac aattgagccg
  3319021 tgaggaggtg gtgtgtgtga gccagatgat gtcacggctc cataacatca aactggatca
  3319081 agcacggcag gcgttggatg acttctttca ggattaccga gagcagagtg gcatcaatgg
  3319141 ggcgtcacgc agttacctgc aagcgatcct gaataaagcg ttaggcagtg atattgctaa
  3319201 aagtgtgatt aacggcatct atggtgatga aattcgccat cgtatgacgc ggttacagtg
  3319261 ggtggatacg ccgcagttgg tggcgctaat tgatcaggaa catttacagt tacaagcggt
  3319321 gtttttggcc tttttacccc ctgatgtggc cgccgcggta ctggcgtatc tggataaaga
  3319381 tcgtcaggac gatatcttgt accgcattgc caagcttgat gatgtcaatc gtgatgtggt
  3319441 ggatgagctg gacaggttga ttgaacgtgg tgttgcggtg ctttcggagc atggctccaa
  3319501 agtgatcggt atcaaacagg ctgccaatat cgttaaccgc attcccggca atcaacagca
  3319561 attgctggat cagttgggtg agcgtgatga agaggtgctg aatgaactga aagatgagat
  3319621 gtatgagttc ttcatcctca gccgtcagag tgaagccacc ttgcagcgct tgatggatct
  3319681 tatcccgatg agtgattggg ccattgccct gaaaggaacc gagccagcat tgcgtcaggc
  3319741 catctatgac gtgctgccta aacgccagat tcagcagtta caaaatgcga cgcagcggac
  3319801 gggagcggtt cctgttagcc gtgtcgaaca cattcgcaaa gtgattatgg cgcaggtgcg
  3319861 ggaactggcg gaagctggag agattcaggt gcagttgttt gccgaacaga ccatggagta
  3319921 aggtgatgtt gataaaaaat accccacggg cgggggcagt gaaactgcgg gttcatcagt
  3319981 ttccaccgct acgtaaagtg cgtcaggtgg ccccgtcagc ggcagaccag acactggatc
  3320041 cggcagaata ccaaaagcaa ctgatggcag gctttcagga ggggatcagc cagggatttg
  3320101 ataaagggct ggccgaaggg aaagaggaag gctatcagga aggggtgcgt cttgggcatg
  3320161 atgacgggct gaaaaagggg cgcattgagg gacggcaatc tgagttagcc agttttaatg
  3320221 atgtgattaa accctttagc ggctatatca cccaactaca tacctattta gagacctatg
  3320281 agcagcgccg ccgggatgag ttattacaac tggtggagaa agtgacgcgg caggtgatcc
  3320341 gctgtgagct ggcgttgcaa ccggcgcagc ttctaacctt agtggaagag gcgctggcgg
  3320401 cgctgcccat ggtgccacag caactcaagg tctatctgaa tccggcagaa tttggtcgta
  3320461 ttaatgatgt tgcgccagaa aaagtgcaag cgtgggggct ggcggcagat ccagacatgg
  3320521 tgggcggtga gtgccgtatc gtcacagaaa ccacggaaat tgatgtgggg tgccagcacc
  3320581 gtttggatca atgcattggt gcgttgcaca gcagtttttt gacggaacct caccatgagt
  3320641 gaatctccgg ctctcgatca tgccctgaaa tctatcgaaa acattcatct ggcccgagtg
  3320701 gcgggccggt tagtgcgagt gacggggctg ctgctggaaa gtgtcggctg ccgtttggct
  3320761 atcggccagc gctgtcggat tgagagtgtc gatgagacct ttattgaggc gcaggtggtt
  3320821 gggtttgatc gagacatcac ctatctgatg cccttcaagc atcccggtgg ggtgctaggc
  3320881 ggggcgcggg tgttcccgag tgagcaggac ggtgagttgt tgatcggcga tagctggctc
  3320941 gggcgagtta ttaatgggtt aggagaaccc cttgatggca aaggccaact gggcgggagt
  3321001 acgccactgc aacagcaact accgcaaatc catccattac aacggcgggc ggtagacacc
  3321061 ccgttggatg tcggcgtcaa cgccattaac ggcctgctga ctatcggcaa aggccagcgg
  3321121 gtggggctga tggcgggcag tggggtcggt aaaagtgtgt tgctcggcat gataacccgc
  3321181 tatacccagg cggatgtggt ggtggtgggg ctgattggcg agcgtggccg cgaggtaaaa
  3321241 gagtttatcg agcattcact ccaggccgcc ggtatggcga aatccgtggt ggtggcggca
  3321301 cctgccgacg agtcaccgct gatgcgcatc aaggccaccg aactctgcca tgccattgcg
  3321361 acctactacc gtgacaaagg ccacgatgtg ctgctactgg tggattcact gacccgttat
  3321421 gccatggccc agcgggaaat tgccctctca ctgggggagc cgcccgccac caaaggctac
  3321481 ccgccgtccg cttttagcat tatccccaga ttggctgaaa gcgccggtaa cagcagcggt
  3321541 aacggcacca tgaccgcgat ttataccgta ttggccgaag gtgacgatca acaagatccc
  3321601 attgtcgatt gcgccagagc ggtcttggac ggccacattg tgttatcgcg taaactggcc
  3321661 gaagcggggc actatccggc gattgatatc agccagtcga tcagccgttg catgagccag
  3321721 gttatcggta gccagcaggc caaagccgcc agtctactga aacagtgcta tgccgattat
  3321781 atggcgatca aacctttgat cccattgggc ggttatgtgg caggggcaga tccgatggct
  3321841 gatcaggcgg tgcattacta cccggcgatt acccaatttc tgcgccagga ggtaggccac
  3321901 ccggcactat tttctgccag cgttgaacaa ctgaccggga tgttcccctc ctttgccccc
  3321961 actgacgagg cgtaattcat gagcgatatg atcgacacac tccaacagct tcagcaattg
  3322021 cgtcagcgct cgctcaacca ggtcaccagc cagttaacgc agcaaaaaca gttgtgtcag
  3322081 cgctatcaac gcaatatcaa tgcactaaat gccttaaccc tctctgagga ggcattcccc
  3322141 ggtgtttctg cgttacagat ggcgaatcac gctggctatc agcgccatat ccaacggctg
  3322201 attgactggc aaaaacagga gcaggcactg gctgatatcg aggttggcaa tctacagaca
  3322261 cagatgcaac agcaggctcg ccgtgaaaaa atcgtagcgg tagtattgga acaacaacaa
  3322321 gaagaatatc aacgtgaaca ggggcggttg gcgcaaaaaa ataccgatgc tctggcaaca
  3322381 cagtgctggc aacgtcagca ggcgggcgat atttaatatc gctcacctca agcgaccata
  3322441 aaaaaatccg tcatagggaa tattctctat gacggatttt ttattgggtg ggaacaatcc
  3322501 ataaagtgac tactgcatat ataccctaaa taagtcgagt tgcaggaagg cggtcgctca
  3322561 gtgaatcccc aagagcttac atcagtaagt cactgggtga gcgaaggcag ccaatgcaca
  3322621 tgccgcttga agtatgacgg ggatagaggt taacggaaat aaactcacag gcctaagttt
  3322681 atagacctag gtttatagac ctaagtttac agatgacatg ggctcacaga catagaaatc
  3322741 aaattagccc gcgtaaagaa actcagtagg ctgctcagct aatgaagata acaaggcgat
  3322801 ttgttgggta agcaacatgc cattgtggtg attttgctgg tggcaagcgt gcgcccgtaa
  3322861 ccgcaagtcc gcccataacg cacccgcatg ttcgcggtaa tgtgcgggta aacgcgagag
  3322921 aagctggtgt atcccttctt tattcgccgg taattgcaat tgctgcatca ggagccgacg
  3322981 ttccgttgct gtattatcaa gaacgctata cagttctgtg agctgtggat tcaaagcctc
  3323041 caaagcttca gttttatgcc caatcatgag ttcacgttgc ttgattaaca gtttttccag
  3323101 cgcgatgtaa cgtttacgat cttcctgaat gtctatcagc agttgtttaa cacgttgtgt
  3323161 cggctccata acagattatc tcccgtggaa gttgagtata gccctggcga cagctgcact
  3323221 gtcgagagta attcttcccg cgagaattgc agctttggcg gcatcaacct tttcactgtc
  3323281 tacttctggc atcgcgtcca gttgggcatg caggtcagag gttgcgtaat gggggttgtt
  3323341 agtgacggtt ttaatcggct ctatcgcttt gacggctgat actgtatcgg tactcaccgg
  3323401 ttgggcgaca aacggtcgtc gccgatgcgt gttaatttcc atctaaaatc accttttgtc
  3323461 agttaaatta ccgtgaactt attaaatcgc taaatgcgta taccctaagt cattcgagtt
  3323521 gtagcgaata acgcccacac tctgattaaa acggaacaat ccacctgaaa cttaacttat
  3323581 tacctctaac ttaacttact gcctcaaact tagcttactg tctcaaactt agctggccgc
  3323641 ctgaaacgta acttgatgat taagtcaccc ctagggcgtg gacagcccta gcattctgac
  3323701 ccgcccgctg ccatcaaccg tggcggtcac cactcggcca ctgctgaggt tttttacctt
  3323761 gataagctcc cctttgcggc catttttttg tgctatccct aacatttggg cctcgatacc
  3323821 gtcttgcgcg gccagcatca gaacgtgctg attacgggtc actaaaacgg gctgttctaa
  3323881 ttgcgagggg ataacggctt gcaactggcg aatacggcgc ttgatggtta aaccgaggat
  3323941 ttcgtctgga tcggtgatat agccgccctg aacaccggta atattcttct tcttcaattc
  3324001 gatgtcatcc gcctgcactt ttctcccgcg ctcaagggtc tgttttgcca cccatattgg
  3324061 cagataaata tccggcttta ccgtggcgac cacttcccag ccctgaccat cgggacaact
  3324121 tatctcataa cgcaaacgcg ataaatgttg tgtttctgcg gttggcaatg cgacctgaag
  3324181 tgctttttgg cacggcttat aacggctgat ttctgccgga ataaaaatat tcattttgac
  3324241 gctatagccc tgccaatttt tattcttggc ggtttgggcg atatcggccg tcgcggcgtg
  3324301 cagagcctgc gtataaacct gttttctggt gttgttttca gccgctgaaa tggtgttggc
  3324361 acacagcaat gcgccacaga tcaacaggct ttgtaggcag tgacggacgc ggatactaaa
  3324421 tgtcaccgac aggcggaagt taactttcca ttttggcgag caataaaaat aaaaaatact
  3324481 attaattatg atgttataaa cctggcacgt tagttgcatt gagtggtgtg atttcgtgca
  3324541 acaactgtgt tttaacatca aaacaggacg tattttgtgg gcatccattt tcagaaagcg
  3324601 ttaggggttc accctatggc gatgcagctt cgacttacca gagcagaact gctatcagcc
  3324661 aacttagcca atgtgaacac cccaaatttc caggctaaag atattgactt tgccgctgaa
  3324721 atgcaacgag caaaaagagg gaatggggtg atggcagcgc ctgacagatc atccgctcaa
  3324781 atgttatcaa cccaaatgtc atcagctcaa atgtcgtcac cccaaatgat gtcgtcacca
  3324841 caaataatgt cgtcaccaca aataaagtac cggctgccct accagccctc actggatggc
  3324901 aacaccgtgg cattaaacgt agaacaagcc gagttctcaa aaaatgccct tgattatcag
  3324961 accagtctgt catttctcaa tatgaaattg accggactaa agcaggcaat tgaagggaaa
  3325021 taaggatgtc ttttaaccaa atctatcggg tggctggctc agcaatgacc gctcaaacca
  3325081 tccggctaaa taccattgcc agtaatttgg cgaatgcgga atcaccggcg gcgtctgctg
  3325141 cgacggttta taaagcccgc agcccggtgt tttcagcggt gtattcggcc cgcacagcgg
  3325201 ctgatccccg aggcgttcag agcgcacaag tgcaggtctt ggatgtggtg gaggttggcg
  3325261 gctcggtaca gcgctatgag cccaatcacc caatggccaa cccgcaaggt tatgtttttt
  3325321 atcctgcggt gaatgtggtg tcagaaatgg ctgacatgat gtcagcatcg cgcagctttg
  3325381 agaccaatgt tgaagtattg aacagtgtga aaagcatgca gcagagtgtg ttaaagcttg
  3325441 gagagcgcta accatgcaga ttaatgaaag cagaaattca gccaatgttg gcaatcaatc
  3325501 cccagcacct gaaggtggcc tgccgggagg ggagcagtta aataaccaat ttatgacctt
  3325561 gttggtggcg cagattaaaa atcaagaccc actgaacccg gcagatggta ccgagtttgt
  3325621 tagccaaatg gcgcaactct cgcaggttca ggccacggag aacatggcaa agctgctcaa
  3325681 gagcaatacc gttcagatgg cgaaaatgca gaccatggca acggccaatt tggttgggca
  3325741 gcaagtgatg gttgaaggcc atgaaattac cttaggtaag gaccctgttg ccgggcgctt
  3325801 aacgctgaaa caacctgctc cgacgttgtt actgcacatc actgacatct tgggccaaga
  3325861 aaaggttatc gatttgggta aacaaccggc gggtccggtg aatttcacgc ttgatccggc
  3325921 agcggccaag ctccaacccg gccaatacca actgagtgcc gtcagtggca gtggggaaga
  3325981 actgattccg ctagaagtgg caggcaaagt gaacaacgtg cgtatttcac cacaaggtgg
  3326041 tgcaccgcaa ctgaatatta ccggtcttgg cgaggtttca tacagccaaa tcacacaatt
  3326101 cggggcctag cccgcacggt caatatcacc ctattaatcc atcttattta tacggaaata
  3326161 tgttatgagt tttagtatcg ctaataccgc gttgaatgca cataccgaac agttgaacac
  3326221 catcagtaac aatattgcca actcggcaac caaaggcttt aaagccagtc gtactgaatt
  3326281 ctcgtctatg tatgctcagt cgcagccact gggggtcgcg gtcagcggcg tgtcacaaaa
  3326341 tatcagcaaa gacggccaaa aagaaaaaac tggcatgggg ctggatctgg cgatcagcgg
  3326401 cggaggtttc tttgtggtgc gtgaaagctc gggggataag gcctataccc gcgcgggcat
  3326461 gttccggtcc gatgtggatg gctatctggt taacggccag ggcatgaaat tacagggcta
  3326521 cccggcggat gctgccggta atatccaggc gggcatcatc agtgatttga aaattaacaa
  3326581 tgcgggtgtg ccagctaaag catcagaaca gcttgatttt atggctaatc tgaatgccag
  3326641 tgtaacggca ccatcagtca gcgttttcaa tcctaccaat gagaaaagtt acaacttcac
  3326701 cacgacgtcg acggtttatg attctctggg gcgggaacat gcggtcgctc actattttgt
  3326761 taaatcaacg actcctcctg caggttctgt cgcgagtgag tgggcggttc accataccgt
  3326821 tgatggggga acggcgactc ctcccctgac attgcaattt accgataccg gagcgttgat
  3326881 accgggtatt cctgccgctg gtagcggtat gaaaggtagc gctattaatc ttcatggcac
  3326941 tttcaatcca gcgggtgctg ctgattatga tatcgatatt gattacaccg gcaccacgca
  3327001 gcttagccaa gggtttacca ccactcgcaa taaaagtgat gggtatacct cgggtgttaa
  3327061 aaatgctgaa cggattgaaa gtgacggctc ggtgtatgcc accttcagta atggcgaaag
  3327121 agtgttgcag ggcaaagtgg tactcgcgaa cttcgccagc ccaagtggcc tggtgacgca
  3327181 aaatggcacg agctggagcg agagcaataa atccggtgcg gcgttgttgg gcacacctgg
  3327241 cacggggtta ttgggtagcc ttgaatccgg cgcgttagaa aattccaatg tggatattac
  3327301 cgcagaactg gtagggctga tgaccgccca acgtaactat caggccagca ccaaaatcat
  3327361 cagcaccaat gacagcatga tgaatgcact gttccaggtg ctgtaatgga taagcttctg
  3327421 tataccgccg tcagcggggc gaatcgcagc ctgtcacaac aacagatcca tgccaataat
  3327481 ctggcgaaca gcaatacgca ggggttccgt gctgatctgg aaaaagccac cgccacccag
  3327541 gtcatgggcg gtggttatag cagccgtgtc gcggtcctga gccaaaatgc cggggtggat
  3327601 atgacccccg ccagtttgca agaaaccggc cgtgatctgg atattgccct taaaaatcag
  3327661 gggctgatcg cggtgctcag tggtggccgt gaagcctata cccgcaatgg tcagatggac
  3327721 gtaagcgccg agggggcgtt aaccatcaat ggcttaccgg tactggggga tggcggcccg
  3327781 attgtcttgc cgccttactc ggcattatcg atagctgatg acggcacgat agcgatcatc
  3327841 ccgcaggcgg gggggatcaa aactccagaa gagatcgagc gcatcaaact ggtggatatc
  3327901 cccgctaacc aactcagaaa aaacaaccgc ggtttactgg tcagtaaccg tggcccggcg
  3327961 gcccgtgatg aaacggtgca agtggtgaat aaacacctgg aaagcagcaa cgtttctgcc
  3328021 attagcgaaa tgatcgccag tatctccctc agccgccagt ttgaggcgca aatcaaaatg
  3328081 atgaaagttg cagaggatct ggcacaagcg ggcaaccgga tgatccgggg cagttaatgg
  3328141 cgatggcgcg gtgaagtctt aatctgcgcc acttgctcaa tatggaaatt aaggaataac
  3328201 agttatgaac tctgctttat gggtcagtaa aaccggtctg gcggcacaag atgccaaaat
  3328261 gggcgctatt tcgaacaatt tggctaacgt caacaccgat ggtttcaaac gtgatcgggt
  3328321 ggtatttgcc gatctgtttt atcagaacca gcgcaccccc ggcgcaccgc tggatcaaaa
  3328381 taacaccaca ccgagcggta tccagtttgg tagtggcgtg caaattgtgg gcacccaaaa
  3328441 acagtttacg gtcggcaata tcaaagtgac caagggtgat atggatgtgg ccatcaccgg
  3328501 tcagggcttt ttccagatcg aaacggcgga cggcggaatt gcctataccc gcgccggtaa
  3328561 tttaaccact aacgcggatg gcgtactggt gaatgcacag ggtatgccgc tgataccaca
  3328621 aattgagcta cctacgggga gcaaacaact gcacatcggc aaagatggca cggtcaccgc
  3328681 caccgtcggg ggagaaactg aacccgttga agttgggcaa atcaccttgg tgaattttat
  3328741 taatccagcc ggtttggaag cgattggcgg caacctctat cgagaaaccg cagccagtgg
  3328801 tgaagcggta gagggcgttc cgggtgaaga ggcgttcggc caattggaac aaggcgcatt
  3328861 agaaggctcg aacgtacaag tggttgagga gatggtcgat atgatcaccg ttcagcgggc
  3328921 ctatgagatg aacgccaaaa tggtctctgc cgccgatgac atgctgaaat ttgttagcca
  3328981 gaagctgtga tcgccagcac cctcttttga aaagtgaatg acgaatgaaa aggtttttaa
  3329041 tactgacgcc aatggtgctg gcgttgtgtg gctgtgaaag ccccgcgctg ttggtacaaa
  3329101 aagatgatgc cgaatttgcg ccaccggcca atctgattca acccgcgacg gtaacggaag
  3329161 gaggggggct gtttcagccc gctaacagct ggtcgctgtt gcaggatcgc cgtgcgtacc
  3329221 ggatcggcga tattttgacc gtgatactgg atgaatccac tcaatccagc aagcaggcca
  3329281 aaaccaactt tggcaaaaag aatgacatga gcttgggggt accggaagtc ttgggcaaaa
  3329341 aactgaataa atttggcggc tccatctccg gtaagcgcga ttttgacggc agtgccacct
  3329401 cagcacagca aaatatgctg cgtggatcga taaccgttgc ggtccatcag gtattgccta
  3329461 acggcgtctt ggtgatccgt ggcgaaaaat ggctgaccct caaccaaggc gatgaatata
  3329521 tgcgggtcac gggtttagtg cgggcagatg atgtggcacg ggataactcg gtttcttctc
  3329581 agcgcatcgc caacgcccgt atctcctatg ccggtcgtgg tgcgctcagt gatgctaact
  3329641 cagccggttg gttaacgcgc ttcttcaacc atccgctatt cccaatttag gcaggagctt
  3329701 gatatgtttt taaaccggat acatttttcg gccctgatgc ggtttttttc ggtctcgata
  3329761 aggttcttgt cggtcttgat aaaaacgagg cattgctttg tcctgctcgg gttatggctc
  3329821 gtgttaccca cggcaagcgc gcaaccgctg ggatccctgg tggatattca aggggtgcgc
  3329881 ggcaaccaac tggtggggta cagcctggtg gtgggcttgg atgggagcgg tgataaaaat
  3329941 caggtgaaat ttaccggtca atcaatggct aacatgctgc gtcagtttgg tgtgcaactg
  3330001 ccggagaaaa tggaccctaa ggtaaaaaat gttgccgccg tggcgatcag cgccacctta
  3330061 ccgccgggct atggccgtgg gcaatcgatt gatatcacgg tttcctccat tggtgatgcg
  3330121 aaaagtttac gtggcggcac gctgttattg acccaactgc gcggggccga cggtgaagtg
  3330181 tatgcattgg cacaggggaa tgtggtggtc ggtggcatta aagccgaagg cgacagcggt
  3330241 agcagtgtca cggtgaacac cccaaccgtg ggccgtattc ccaatggcgc gagcatcgaa
  3330301 cgccagatcc ccagtgattt tcaaaccaac aaccaagtgg tgctgaatct caaacggccc
  3330361 agttttaaat cggccaacaa tgtggcactg gcgttgaacc gggctttcgg tgccaatacc
  3330421 gccaccgcac aaagcgccac taacgttatg gtcaatgcgc cacaagacgc cggtgcgcgc
  3330481 gtggcgttta tgtcattgct ggaagatgtg caaatcaatg cgggcgagca gtcaccacgg
  3330541 gtggtgttta atgcccgtac cgggacggtg gtgatcggcg aaggggtgat ggtccgtgcg
  3330601 gcggcggtat cccatggcaa tctgacggtc aatattcgtg agcagaaaaa tgtcagccaa
  3330661 cccaatccgt taggcggggg taaaacggtg acaacccctg aaagcgacat cgaggtgacc
  3330721 aaagggaaaa accagatggt gatggtgcct gccgggactc gcctgcgcag tattgtcaac
  3330781 accatcaata gcttgggtgc ctctcctgat gacatcatgg cgatattaca agcgctgtat
  3330841 gaagccggtg ccttggacgc agaattagtg gttatttaag gacaacctat gattgaagcc
  3330901 attaataaat catccccggt gataccgggg agttttgtcg gtgacctcca gccgcaagat
  3330961 ttggaacaag ccgcggtgca gtttgaagcg gtatttatgc gcacgttatt gcaacagatg
  3331021 cgcaaagccg ccgaggtgct ggccgccgat gatgacccgt ttaacagtaa acaacagcgc
  3331081 atgatgcgtg acttttacga tgacaaactg gcctccacgt tggcatcaca gcgcagcagt
  3331141 ggcattgcta atttgttgat ccagcagttg ggcagtaaat aacggcttat caaaccgatt
  3331201 taagtttggc gatcaattgc ccgcttatag ggagtaaagc gtatttgcta tttattcaac
  3331261 atctgttact tattcaacaa atgccgggat aaccatgaat tttattagaa ccgcctttag
  3331321 cgggatgcag gccacacaag cgcatttaaa tgcgacatca atgaatatcg ccaatatgca
  3331381 cacccccggt tactcacgcc agcgggctga acaaagtgcc attggcgcag atgggcaggg
  3331441 gggcgttaac gcaggaaatg gggttaatgt tgatgggatc agacgcctct cccaacaata
  3331501 tgtggtgatg caagagtggc gggcaaatag ccagcaacag tattacgatg cgggtgaaca
  3331561 atatctcaac gcggtagagt tgatggtctc caatgagagc accagtctgg caacggggtt
  3331621 aaataatttc ttttcctctc tcagtgccgc gacacaattg ccggattcac ccccgatgcg
  3331681 ccagcagatt atcgagtcag ctaatgccat ggcgctgcgt tttaataatg tgaacaactt
  3331741 tattgttcag caaaaaaaat ctattggcca gcaacgtgat attacggtga aagagatcaa
  3331801 tagcttgacg cgcagtattg ctgattataa tcaacagatt ttaaaaaatc gttctgatgg
  3331861 caataacatt aacgatttat tggacaagca ggaactccag ataaaaaaac tcagtggctt
  3331921 gattgagaca caggttaatc aagcagaaga tggcacttac cgtattagcg taaaacaagg
  3331981 gcagccgtta gtgaatggcg cggtggcggc tgaattggcg gttgatacct cctctgttga
  3332041 tactaaaatc actctccatt tttcgggggc cacacagggc atgaacatgt catgtggggg
  3332101 acaattgggg ggaataaatg attatgaact caccacgctg aaaaaattgc aggactcaac
  3332161 gcaagagatg gctaaaacag tggccgataa gttcaacgat cagctcggaa aaggtacgga
  3332221 ttttactggc gctcctgggc aagacttatt tgtctttaat ccgagtgatc cgaatggcat
  3332281 gttacaactg tccgccatta cggcagaaca gctagcttta gctgctcacg gaaaacctgc
  3332341 gggtgataac agcaatttat ttgaactgct cgatattaga aaaaccccgg tgactggcat
  3332401 gaagaatgtg ccactggacg atgcggcaac cgcactcgtc ggttatatcg ccattaccag
  3332461 taatagaaat cacagcgaac tggaaaatgc agaaaatacc ttaaatcaag cgactcgtta
  3332521 tcatgaaagt tttagtggtg taaataatga tgaagaagcg atgaatttga tggagtatca
  3332581 acgggcttat caatccaaca tgaaagtgat tgcgactggc gataagctat tttctgatct
  3332641 gttagcttta gtctaattat tattttactc ataaaggaat attgatgaga gtcagcactc
  3332701 caaccatgtc atctacgatg aatcggttta ttactcagca caatgaaaag cttgagaaaa
  3332761 taaacaagca aatgatgacg caacagcgta ttaccttgcc atcagaagac cctattgcca
  3332821 gtacccggtt attacagatc aatcgtgaac aagcaaacat caagcagtac agcagtaata
  3332881 ttagtgggtt atctaacagc ctgactaatc aaactgggca tgtttcggca attaataaac
  3332941 aattggtctc gataaagagt agcctggtat cgatcaacgg taacattaag agcaataaag
  3333001 atatcgctgg ggttgcagat gaattgaatt acatgctgga atcggtggtg gcagggttaa
  3333061 atgccaaaaa tagtgaaggg cgctatttgt ttgcaggaac agcaagtaat aaacagccca
  3333121 ttaccttcga cagtgcgaag aataaatata cgtatgttgg taatagcgat aaccgtcaaa
  3333181 cgggtgttgg tgaaggcgtg aaaattactg agaatgtaca tttacagtct ggtttcactg
  3333241 ataccagtgg tgatttagcc acgctaaata agttaaaaaa gttgtgtgat aatattaaga
  3333301 aaccaatttt accggcagcg gtagccagcc ataccgcggc aattgatgag atgatggggc
  3333361 taattgataa tgcctctgat catatggggg tcaccttaac tgagttaggg atcagacaga
  3333421 aacatagtca attactgcaa aaaaaccatg aagagatgga gctgtcgaat gccactattc
  3333481 aagaaaattt ggttggcctg gatttagccg agtcttatat ggagttgatg aatctgatgg
  3333541 cggtgactaa tgccaactat acgacgttca aacagattaa tagcttgtca ctttttaact
  3333601 taatttaagc tgggatgtta tgcaggtagg actcaataga ccgcaatggg aggtggcgaa
  3333661 taaaaccagc ctcccggatt tcgaccggct tcagggcgct aattcacttt ctttgattaa
  3333721 aaaagaggtc gatttccctg agtcaccttt tatttccagc cagccactgc gttataacgt
  3333781 acaacttaat cggcaactga cggcactaca acgggcagaa gggtatttac atacgactga
  3333841 acggcaggtg gcgcaattgc aacgtgcgct gcaacaagaa cgcgcggaga cagaaatcaa
  3333901 acccctggca ttaaaaacct tacattggtt gcaacaacgt accgcgatgt caggtaatgc
  3333961 cgttgatcgg caacttaatt ttgtgccaga gcaacgtacc gaggttaatt tcgctttgca
  3334021 cggagccgag cagcttttgc aaccggcaga aagtgaaaca ctgttatttt cgctgacagg
  3334081 taatggatat aacgtcgtgg cggtcaactt accggcttat gcttcgccgg cacaaaatct
  3334141 tttacgtctc aataatgggt tagggcgttt agggatccac gggcggctgg atccgcaagg
  3334201 gaatgcgcaa tttcatgtgg atgaaaagcg ctgggcagag atagaggccc atcttcaggt
  3334261 ccggggtggt gggggacgtt ttgccaagga gagcttccaa ccgttgaaat tacaaccaga
  3334321 agtggtgctg gaagatcggg tgcgtgatat tgctgcgaag ccgcaggaag ccaaaaaaca
  3334381 cctggcgggt attcagcaag cgatggggca gattaccggg cagatgcgta aattgagcga
  3334441 acacaagaga aataccgggg tgcaaatcaa tagcatgtcc agtttctctg cgcccaattc
  3334501 tgcgttgatg gccgctgaag ccttagctga aaagttactg caagggcgct cccagtatgc
  3334561 gatgtgggcc aatatgttaa cggcgcaggg caatgcacgc agcgctatgg tgagaaattt
  3334621 attggggggt tgaggagggg gaatacggct gcaactgcaa gtcccccaac gtacttggtg
  3334681 ttgcagcaag gtaaacatta cccgttattc ttcaagctgc atgtgcgttg atcgcacatg
  3334741 tcagccgttt tttcagcccc agcgatttct tagccccagc tatttttcac tccccgttat
  3334801 ttctcgccca agacaatacc gctttgcccc accaataaag gttgcccttc aaccaccatt
  3334861 ggcgtcataa acacggtatt gtgcattaaa taatccagaa acccctcaat catgcggcca
  3334921 gacgtggggt tattgaaaaa tatggggctg taactgaaac tcaactgact attttgggtg
  3334981 gtttgttcag taaacttacc cttaaaaata aagcgattat cattagggct ggtaatggtg
  3335041 ctaatcacgc cgccttgggt tgcggtaata cgggcatcat agatctcttt ctgctgtgac
  3335101 aataaatcat aaaaacccat ttgtaattga gcatcggcga gagtgggctt tttctttcct
  3335161 tcagaagagg ccagtgctgc cagtgacagg aataacccta aaattgacag tggtattcca
  3335221 ttgctagcag ttaaccattt catttatttt tctctccatt tcacggtaaa tcaaattatt
  3335281 taataactga gagttctgac gccaatggta aatggtcatc cctaactgtt tattctcgca
  3335341 ttgactttct accgagaagg taaaatccaa gcgcctgaga gagacgtaat aataaatatt
  3335401 aatgctcata ctcttggctt tactctgttt atttatggca tacagcgtgt cttttaagcg
  3335461 ttgattaagt ttctcttcct gctgtagcga cagcgcactg tccaccaact gaaacaggcg
  3335521 gatattgctg tacgcttcct gatcttgctc aatagcggtg tagctcaccc ctttgttctg
  3335581 cggaaataaa cggtaaaaag cgaccgcagt gatgagcacc aataacgcaa tagccccccg
  3335641 gctccaatag ctgaaaatat tccacggtgg gcgctgactg gccgtaacgt gctgacgagt
  3335701 catcaccacc ggcccggtct gtgttggggg taagggggcg ttgatcgccg tatctgccgg
  3335761 ttcttcgtta gtctccgcta tcctgctatg ggcaatatca gatgcacttg ctgctaccgc
  3335821 ctcgtggaga gtgacgccat tcaatggtgc gactatctct tcatcatcgg tttgggccaa
  3335881 tgctgtctgt tccgccgttt ctgtctcttt tgtggcgtcg ataatttcac aaaagctggc
  3335941 atccaacaga taacctatct tggggatggt ctggatgatg cgctgttgtt tattttcatc
  3336001 acccagcgcg acacgcagtg tgtgaattgc attgggcaag ctgttattgc caataactcg
  3336061 gcgcttccag actaaatttg ttaattcatc acgggataaa atttcgccag catgttccag
  3336121 taatacgttg atcagtttca actggtattc accaaggcgc tttttttccc tggtctcttg
  3336181 atgggtaata aagccagatg ttagatcgat tagccagcca ttcacgatat gggattgttt
  3336241 attcatattt ttttcgatta ttgtgtgcat aatagtatca aaatgcttgc catgatttga
  3336301 taatttaatt acctaaaaga taaattctgc ttaattatta ggaggtaggg ttattattgg
  3336361 tgggttcaaa atacaggcaa acccgcgatt tgttgtccgc ttttggtata atattctttt
  3336421 ttacgagaaa atttcctagt tattaatcgc tgtaaaagga tggttaacta ttcttctcga
  3336481 ttgctatgta ttattaacta aatgatatta aataatcaat attttaataa atttatttat
  3336541 tttctgatag ttaagtgttt ttcctatatg cgactaaatt tacattattt atagggtctt
  3336601 ttgataacgg ttccggcctg aatgatgatt catccctcaa aagtgaataa ataatgtttt
  3336661 ttttaaaaaa ataatttaat tttttatagc attgtgtcgt cttcgttttt cttaaaaatt
  3336721 taaagcagat taataacctg cgttattaaa atactaaact ctttttagtg gtatccctaa
  3336781 tcgtcatgac aacataattt gcatgtcagg tttaatgatt cacacaaccg tgccgtttta
  3336841 ttctactact acgggagcta acaggtagcc ccggtattat aagagaatcg cacttatgtc
  3336901 actgtctatc cacacgaatg cttctgctaa aacagctatc aacagcctga gtaatgaggg
  3336961 cctggcgaat gccaaatctt cacagcgtct gtctaccggt ttccgcatta actcacccgc
  3337021 ggataacgcg gcgggtttgc agatcaccaa ccgtatggag aagtttttaa acagcgcggg
  3337081 tcaggctaaa cagaacattc aagaatccat cgctatgctg caaattgccg atggcggctt
  3337141 ggctgagtcg gtcaaaaccc tgaacgccat gaagaagttg gcaacgcagg cggcgaacga
  3337201 caccaactct gcggccgacc gcgaggctat ccaaaaagaa tttagcgagc tgggtaaaga
  3337261 gctgcaaaac gcgctgaaca acaccgaata taactccgag aagctgtttg ctgatggcgg
  3337321 caaaatgcgt aaggaattga acttccagag cggtaccgat gcagaatcca gcctgaaatt
  3337381 agatctgaat agtgtgattg cagagctgac ggagagtgtg accaaaccgg ggcttaaagc
  3337441 caatagtggt ggtacggcag aggaaaaaga actcgcgaga ttggaggggt tagcaaagga
  3337501 tgctaagagc acggcggcga cgactaagtc agcagaaacc acattactag tcgatgatgc
  3337561 taccggtaag gggggtaagg ggggtaatgc ttccattgat attattattc cagcacacaa
  3337621 agataccact ggtaaggatg tagcggagaa aaaaattgcc tcaggtaccg ctatcacacc
  3337681 agcgaatatc acctcgatgg ccgacgcaaa ggcttattgg gacaagcaag aaatagagac
  3337741 tccgaaggct gtgaatgaat acgttgtcaa acattctgcg gatagcggtg tcatgaatat
  3337801 gcaattggcc gataaagatc tggcgatgaa ggcagataaa aagctgtcag acgtgattga
  3337861 tgcctatggt gctttccgtg ccacgctggg ggcgaaccaa aaccgcctgc aatcctcttc
  3337921 caataacctg gataacatga tcagcaacac cgcgcaggcg ctgggcagca tcaaagatac
  3337981 cgattttgcg gatgagatga aaaaccacgc gcagagcgaa atgttaatgc aatcgagcgt
  3338041 gatgatgctg aaaaaagcca acgccgcaac gcagttgatt tcgaccctgc tgcaaggtta
  3338101 ataaaccgcc atccttcgcg ttgcaggggg ggtactcagt tacccccttt ctgccactcg
  3338161 aatgatttag ctcaaatgtg tttttaatat caaaagataa aaccaaaact tacagatagg
  3338221 gttttgattt tgatgttgag cgcaatcagg aatattgccg acaaggagag agggtagagt
  3338281 gagcgggcat ggacgcccgc gaaaagcgcg cttgggcagg atgcccatcg cgatggctcg
  3338341 tcagcccgaa agacgcaggc ggtttacccg cagggcaata tttcgcgcaa gccgcaggtg
  3338401 caggagggcc ggctagccct cctgctcggt tgaggcggct gggttcaggt ggcctctgag
  3338461 cgaataacaa ccgaaatctg atccggtttc tgacccattt gtcattctct taccccctgc
  3338521 ctgccactcg aatgatttag agccattaat aaatcgatac cgcttcttgg agcggtattt
  3338581 ttttgtattt tataccgggc atggcccggc ttttgggcgg tggataacct cccgcccaga
  3338641 atttaagaga attcacttta tgtcactttc tattcatacc aatggctcgg ctaaaacagc
  3338701 catcaacagc ctgagtaagg cgggtctggc gaatgccaaa tcttcacagc gcctgtctac
  3338761 cggttttcgt attaactcgc ctgctgataa cgcagcgggt ttgcagatca ccaaccgtat
  3338821 ggagaagttt ttaaacagcg cgggccaggc taagcagaac attcaagaat ccatcgccat
  3338881 gctgcaaatt gccgatggtg gcttggctga atcggtcaaa accctgaaca ccatgaagaa
  3338941 gctggcaacc caggcggcga acgacaccaa ctctgcggcc gaccgcgagg ctatccaaaa
  3339001 agaatttact gagctgggtc aagagctgca aaacgcgctg aacaacaccg aatataacgc
  3339061 cgagaagctg tttgctgatg gcggtaaaat gcgtaaggaa ctgaactttc aaagcgggac
  3339121 tgatgccaat tccagcctga aattagatct gaataaagtg attgaagagt tgacagaaag
  3339181 tgtcaccgag gagaggaaaa aagttacagg aacctcagcg agcgctactg ggtcgttgga
  3339241 gaagcaagct tttgatttaa atgaggcaac cacgaaggca aatacagctt taaaggaggc
  3339301 tgaaatattg caagaaaaaa taacgactaa tcttactaaa acattcccag catctgttga
  3339361 tatccctgga tatatcaatg caaagggtgt tccagtcgca catgaaataa ttcctagtgg
  3339421 tactcctatc aatacaggtc atattggcaa gatacaaact gccgttgctg ccctgagggc
  3339481 tacgcatgac acggcagcga agacagaaga cgaatttcag gccgaacatt ctacaggggg
  3339541 cggtgtgatg aatttgctgc tgcggaataa agaccgggca atggaggccg ataaaaagct
  3339601 gtcagacgtg attgatgcct atggcgcttt ccgtgccacg ttgggggcga accaaaaccg
  3339661 cctgcaatcg tcttccaaca acctggataa catgatcagc aacaccacac aggcgctggg
  3339721 cagcatcaaa gataccgatt ttgcggatga gatgaaaaac cacgcgcaga gcgaaatgtt
  3339781 aatgcaatcg agcgtgatga tgctgaaaaa agccaatgcc gcaacgcagt tgatttcgac
  3339841 cctgctgcaa ggctaataac ccgccatcct tcgcgttgca gggggtactc agttgccccc
  3339901 tgcccgccac tcgaatgatt tagctcaaat gtgtttttaa tatcaaaaga taaaaccaaa
  3339961 acttacagat agggttttga ttttgatgtt gagcgcaatc aggaatattg ccgacaagga
  3340021 gagagggtag tcctcctact cggttgaggc ggctgggttc aggtggcctc tgagcgaata
  3340081 acaaccgaaa tctgatccgg tttctgaccg atttgtcatt ctcttacccc cttcccgcca
  3340141 ctcgaatgat ttagagccat taataaatcg ataccgcttc ctggagcggt attttttatt
  3340201 gtataccggg catggcctga cttttgggca gtagataacc tccaacccag aatttaagca
  3340261 aattcacttt atctgcatat tgcgtttaat aatcccccat tcggtgccgc tttgttctgt
  3340321 taccacggga gctaaccggt agccccggaa ttagagagaa ttgaatttat gtcactgtct
  3340381 atccacacga atgcttctgc taaaacagcc atcaacagcc tgagtaatgc gggtctgtct
  3340441 aatgccaaat cttcacagcg cctgtctacc ggtttccgca ttaactcgcc agcagataac
  3340501 gcggcgggct tgcagatcac caaccgtatg gagaagtttt taaacagcgc gggccaggct
  3340561 aaacagaaca ttcaagaatc catcgctatg ctgcaaatcg ccgatggtgg cttggctgaa
  3340621 tcggtcaaaa ccctgaacgc catgaagaag ctggcaacgc aggcggcgaa cgacaccaac
  3340681 tctgcggccg accgcgaggc tatccaaaaa gaatttagcg agctgggtaa agagctgcaa
  3340741 aacgcgctga acaacaccga atataactcc gagaagctgt ttgctgatgg cggcaaaatg
  3340801 cgtaaggagt tgaacttcca gagcggtacc gatgcagaat ctagcctgaa attagatctg
  3340861 aatagcgtga ttgcagagct gactgagagt gtgacgaaga aagcaacgcc agttaaagca
  3340921 gatgttgctg gttcgacatt ggagaaagag gctgatgttt tggataaggc aacaaaggca
  3340981 gctaagaaag caaaagaggc tgctgaaggc gtccaaaaga cgctggaaac agattttgca
  3341041 gttgctggta ataaagcatc ggcaaaaatt acgatccctg aatataagga tgcgctgggt
  3341101 aagaccgtcc cagaggtggt aattaatagt ggtaccgcta tcactccagc caatagcacc
  3341161 cagatgaagg atgcggttgc tgccctgaaa gcaacacatg acgctgcggt caaggcagaa
  3341221 gccacattcc aggctaaaaa ctctaccggt ggtggtgtga tgaatatgca gctggccgat
  3341281 aaagatctgg cgatgaaggc agataaaaag ctgtcagacg tgattgacgc ctatggtgct
  3341341 ttccgtgcca cgttgggggc gaaccaaaac cgcctgcaat cctcttccaa caacctggat
  3341401 aacatgatca gcaacaccgc gcaggcgctg ggcagcatca aagataccga ttttgcggat
  3341461 gagatgaaaa accacgcgca gagcgaaatg ttaatgcaat cgagcgtgat gatgctgaaa
  3341521 aaagccaatg ccgcaacgca gttgatttcg accctgctgc aaggttaatg acccgccatc
  3341581 cttcgcgttg caggggggta ctcagttacc ccctttctgc cactcgaatg atttagagcc
  3341641 attaataaat cgataccgct tcctggagcg gtatttttta ttgtataccg ggcatggccc
  3341701 agcttttagg cagtagataa cctccggctc agaatttaag caaattcact ttatctgcat
  3341761 attgcgttta ataatccccc attcggtgcc gctttgttct gttaccacgg gagctaaccg
  3341821 gtagccccgg catttaagag aattgaattt atgtcactgt ctatccacac caatgcttct
  3341881 gctaaaacag ccatcaacag cctgagtaat gcgggcctgg cgaatgccaa atcttcacag
  3341941 cgcctgtcta ccggtttccg cattaactca cccgccgata acgcggcagg cttgcagatc
  3342001 accaaccgta tggagaagtt tttaaacagc gcgggccagg ctaagcagaa cattcaagaa
  3342061 tccatcgcca tgctgcaaat cgccgatggt ggcttggctg aatcggtcaa aaccctgaac
  3342121 gccatgaaga agctggcaac gcaggcggcg aacgacacta actctgcggc tgaccgcgag
  3342181 gctatccaaa aagaatttag cgaactgggt aaagagctgc aaaacgcgct gaacaacacc
  3342241 gaatataact ccgagaagct gtttgctgat ggcggcaaaa tgcgtaagga attgaatttc
  3342301 cagagcggta ccgatgcaga atctagcctg aaattagatc tgaatagcgt gattgcagag
  3342361 ctgactgaga gtgtgaccaa gcaggcaccg aaaatcaccg gaaaatcatc gagcgctact
  3342421 gggtcgttgg agaagcaagc ttatgatttg gataaggcag ttacagatac taaaagtctt
  3342481 gtagctggtg ctgaaggcgt ccaaaagact ctggaacacg attttgcagc ttctggtaat
  3342541 aaagcagtgg cagaaattaa gatccctgaa tataaggatg cgctgggtaa gaccgtccca
  3342601 gaggtggtaa ttgctcttgg tgccgttatc acttcagcca atagcaacca gatgaaggat
  3342661 gcggttgctg ccctgaaaac aacacatgac gctgcggtca aggcagaagc cacattccag
  3342721 gctaaaaact ctaccggtgg tggtgtgatg aatatgcagc tggccgataa agatctggcg
  3342781 atgaaggcag ataaaaagct gtcagacgtg attgacgcct atggtgcttt ccgtgccacg
  3342841 ttgggggcga accaaaaccg cctgcaatcc tcttccaaca acctggataa catgatcagc
  3342901 aacaccgcgc aggcgctggg cagcatcaaa gataccgatt ttgcggatga gatgaaaaac
  3342961 cacgcgcaga gcgaaatgtt aatgcaatcg agcgtgatga tgctgaaaaa agccaatgcc
  3343021 gcaacgcagt tgatttcgac cctgctgcaa ggttaatgac ccgccatcct tcgcgttgca
  3343081 ggggggtact cagttacccc ctttctgcca ctcgaatgat ttagagccat taataaatcg
  3343141 ataccgcttc ctggagcggt attttttatt gtataccggg catggcccag cttttaggca
  3343201 gtagataacc tccggctcag aatttaagca aattcacttt atctgcatat tgcgtttaat
  3343261 aatcccccat tcggtgccgc tttgttctgt taccacggga gctaaccggt agccccggca
  3343321 tttaagagaa ttgaatttat gtcactgtct atccacacca atgcttctgc taaaacagcc
  3343381 atcaacagcc tgagtaatgc gggcctggcg aatgccaaat cttcacagcg cctgtctacc
  3343441 ggtttccgca ttaactcacc cgccgataac gcggcaggct tgcagatcac caaccgtatg
  3343501 gagaagtttt taaacagcgc gggccaggct aagcagaaca ttcaagaatc catcgccatg
  3343561 ctgcaaatcg ccgatggtgg cttggctgaa tcggtcaaaa ccctgaacgc catgaagaag
  3343621 ctggcaacgc aggcggcgaa cgacactaac tctgcggctg accgcgaggc tatccaaaaa
  3343681 gaatttagcg aactgggtaa agagctgcaa aacgcgctga acaacaccga atataactcc
  3343741 gagaagctgt ttgctgatgg cggcaaaatg cgtaaggaat tgaatttcca gagcggtacc
  3343801 gatgcagaat ctagcctgaa attagatctg aatagcgtga ttgcagagct gactgagagt
  3343861 gtgaccaagc aggcaccgaa aatcaccgga aaatcatcga gcgctactgg gtcgttggag
  3343921 aagcaagctt atgatttgga taaggcagtt acagatacta aaagtcttgt agctggtgct
  3343981 gaaggcgtcc aaaagactct ggaacacgat tttgcagctt ctggtaataa agcagtggca
  3344041 gaaattaaga tccctgaata taaggatgcg ctgggtaaga ccgtcccaga ggtggtaatt
  3344101 gctcttggtg ccgttatcac ttcagccaat agcaaccaga tgaaggatgc ggttgctgcc
  3344161 ctgaaaacaa cacatgacgc tgcggtcaag gcagaagcca cattccaggc taaaaactct
  3344221 accggtggtg gtgtgatgaa tatgcagctg gccgataaag atctggcgat gaaggcagat
  3344281 aaaaagctgt cagacgtgat tgacgcctat ggtgctttcc gtgccacgct gggggcgaaa
  3344341 accgcctgca atcctcttcc aataacctgg ataacatgat cagcaacacc gcgcaggcgc
  3344401 tgggcagcat caaagatacc gattttgcag atgagatgaa aaaccatgcg cagagcgaaa
  3344461 tgttaatgca atcgagcgtg atgatgctga aaaaagccaa tgccgcaacg cagttgattt
  3344521 cgaccctgct gcaaggttaa taaaccgctt gccaggttaa tataatcggc catgaactta
  3344581 atcgataccg cttttcggag cggtattctt ttatcaacgt tttatttccg ctgttattaa
  3344641 atacgcggaa tatttatttc cctacgttaa ataaattcaa tggatatcaa taaattgatt
  3344701 attggcatgt gttttgctta acgtgaagtg taaaaataaa atataaaata ggagttgtta
  3344761 tgataaccgt tgaaccagaa aagcaggccg catttagtgc tgataaaact gtattcagga
  3344821 agagaaaccg tttagaggca caacaaaaac agattaatag tcagaaggtg agttctaata
  3344881 aattacaaac gtcagtcact gattttcgtt cggcattgaa tcaattaaat caacgggatt
  3344941 ctgggctgct gaaaataaaa accaccagta gcgacgataa actggtaagc gccagtgcaa
  3345001 ccgcacaagc ggtaaaaggc aaatatcatt tattcgtcga gcaattagcc aagacagacc
  3345061 agattgctct aaaggggatt actgataacc aattaacgtt agcagcaggc ccaatagatc
  3345121 tgtccgtagg taaaaccaca ttaaccgttg atttaacctc ggtaaatagc ctggaagagt
  3345181 tagcgaatgc cattaacaat gccagtgata aggctaaaaa tagcgatggg caaggaatta
  3345241 ccgcctcatt agtgcgtacc ggcagtgatg tggtgttaac gctgagcagc aataaaagcg
  3345301 gtgcagccca taaactggat gtgagtaagt taactaccaa aattagcgca gcaacagagc
  3345361 agcaactggc cgccgggcaa gatgctattg tctggctagg ggaacagaat aaagggataa
  3345421 agataacgca cgatacaaat gtattggata aggcgattca ggggcttact ttgtcattgc
  3345481 agaaagaaaa ggttgcggtt gaggtgggcg ttgaaatcga taatgaggcc agcgaagagc
  3345541 aactgaaaac gtttgtctcc aagtttaatc aattgcaaaa actggtggag tcctcatcct
  3345601 cggtacccaa tgccagcgct atcagtaccc tattgaataa cattatcaga agcccaattg
  3345661 atggcgaacg tatttatgct ttcggtgtga cgagtgggcg agacggtgaa ttaaccatcg
  3345721 acagcaaaca attgcaacaa acattgagtt ccaatacgca gcatttcaat gaatttttca
  3345781 atggcaagaa tggggtcgtc aataaattaa cggaagcatt agaaccttat atcaatgtca
  3345841 cgtcgggttt attcaaactg gataatgatc gattaagtct ggatattacc gctatcgaga
  3345901 aagagctgaa ggttgttaaa gatgactatg ataatgcata cgataagtat ttggtggtat
  3345961 acacggggat aagaaatatg ctcaccaaaa tgaacgctac cttagaatta tttaaaccag
  3346021 aaaaagagca gaaataaaga gaatttatga tgtatgacga accgatggca ggattatatc
  3346081 aacaaacaga tatcgctatt caggcggcgg caacgccgca tcaattagtt atgatgctat
  3346141 ttgatggcct aagggatgag ttaatttgtg ctaaagggca tattgaggcc gggcgttatg
  3346201 agcataaagt taagagtatt aataaatgta ttaatattct taatggctta accagcgtac
  3346261 tgaattatga agatggcggt gatttatcgg tcactatcag caaattatac gactattgtg
  3346321 tttatcgttt atatgaggcc agtaatctgc tctctatcga gattattgct gaagtcgaag
  3346381 ggattttagc tgccttatat caaggttggg aagggatgaa acattaatat gactattttg
  3346441 gctaccgctg aggcgttgtc tggtgaattg gagagcgcga gccagagcaa agattggcca
  3346501 cgtctgctgc tgctggatga gcgtgtggct catctgctgg tttctatcgc caaacaaaag
  3346561 ttatcgtcag attgtgttca gtcattgaaa ttattacaac agagccatca acgggctatt
  3346621 cagcgctgtc aggcttatca acaagtgctt aaagccgata tggaacagat gcgcaaccga
  3346681 caagagggca tcagtgccta tgccgctatg gcgatccgcg cctaccagga tatggcacag
  3346741 gaagagggcc gctaagatga tcacgctgaa cacgaccacg ctgaacacac tgtctcaggt
  3346801 aacggattcg ttcgccccaa caaaggagga gataaaagta cccgctaccg cccgcccaga
  3346861 gggggtcagc gttagcaatc tggcgaattt cgatgctgtt ttgtcacagg cgctggtgcc
  3346921 acatcagcca atctcgttaa gccctgcggc ggtggaggaa gttatcgcgg cgtttgatgc
  3346981 agaaggtacg gttgatagcc atgaggctga tctaaccctg tcggcggatg agcagaatca
  3347041 gcaactgctt gatacattgc tgcaaactca gccggcaaat gtgtcaccaa tggcacttaa
  3347101 acccgcagtg cagagccagg cattccaacc agtgagatca gaaggcgagc agcccacgcc
  3347161 actcagtgat agcgtgcccg tcagcctttc tacaccggag cggtccctga cacaaaacga
  3347221 gagcctattt ccgcttctcc gcaatgggcc aagcgcgagt caggtgcaga tagatagccc
  3347281 tgtacaaatc ggtagccctg tacaaatcgg tagccctgtg caaatcggta gccctgtgca
  3347341 aatcggtagc cctgtgcaga tagatagccc tgtacagata gatagccctg tgcaaatcga
  3347401 taggcatgta caaatcaata gccctataca gatcggtagc cctgtactga acggcagcca
  3347461 tgaaaccagc accgcctcgc gtattgatag cccactcacg ctggccaata accgcgaaga
  3347521 gtggccgcaa caattacgca tggcattggg agagcgcttg caggtacaag cggataaccg
  3347581 cgtacaacat gccacgatcc gccttgatcc tccggatatg ggcaagattg atatctcgat
  3347641 tcattttgag ggcggtaagt tgcaggtgaa tattaatgcc aatcaaggcg aagtttatcg
  3347701 ggcattacag caaagcagcg ctgaattacg ccaaacactg attgggcaaa acagtactga
  3347761 agttaacgta caggtttcgg ctaatagcca gcagcaacaa cagcaaccgc gtcattcgaa
  3347821 ccatcacggg caagccgata ttctggctgc acaacatttt gagagtcagg cagaaataaa
  3347881 tgccgatgat gggacgctcc taataacgat ataaagacaa ttatatatag agaactatat
  3347941 aaaggattat tgatgaagac taagaagaaa gtattttcgc cgaaaatacg ggcattccta
  3348001 ttgctaattt ccgggatggc cgctgttttt ttattttccc gcgagagtgt tttaaaacaa
  3348061 atggggtatc aacctgccac ggtgagtcaa tcttttactc gtggtaataa agcggttcag
  3348121 tttgttgaaa ttaagaacat ggtgattacg ctgaaagaca ataatactga acgctatttg
  3348181 caactggaat taggcatggc gaccggtgat gacaaagaca ttaaaaatgt cattgcaatg
  3348241 gtgccggtta ttcaagccac gacagtgaat ttactttcca gtatggatta tcaagcagtg
  3348301 cgccatacct ctattttaga tttacgccgc cagctaatga atgaatataa gcaagatttc
  3348361 gcaggattaa atgtgccgat gccatttgat gacgtggtta tcagcagaat ggtctttcaa
  3348421 taatcataat ggaaaataga gagtttgaag cgtgcttaac gctcaccgcc gaagaggaag
  3348481 gaaaatatct gaatgcgtat ttaccgctgg taaaacgtat tgtcaggcag ctctctttcc
  3348541 aggcggatag cgtcatcggc aaggaggata tgcagcaaat tgcattgatg gggttattag
  3348601 aggcactgcg ccgctatggt caccctgacg ggcaatttgc cgcttatgcc gttcatcgga
  3348661 tccgcggttc aatattggat caattgaggg agcatgattg gcgaccccgc cggttgcggc
  3348721 agaaaaccca taaaaccaat gaggctatcc ggcaaatcgc gaaacgtctg ggccatgaac
  3348781 ctaactttga ggagatcagc gctgaattaa acctgacggc agatgaatat caggaatatc
  3348841 ttttgttgga gaatgcgggt gcgatggaaa gcctggatga aattctcgca ttagaggctc
  3348901 acaatgatat tttgcaaagt cgggatctgg aagagaatat tattattgaa gataatctca
  3348961 aacaggcgat tagcacatta gatgaacgtg aacagatgat tttgcatctt tattatcagc
  3349021 aagaactgag tatgaaagag attgcacaag tactggatct cacggaggca cgcatctgcc
  3349081 aacttaataa gaaattagta caaaaaatta aatcattttt ttaaattatc gagggtgtta
  3349141 tgcagaagct gtttggccta ctggtcatta tggggtgtgt gattggtggc tacttaatgt
  3349201 ctggcggttc gctatcgtca ttttggcaac ccggtgaaat tatcattatt tttggctcag
  3349261 gtatcggggc cttgatatta ggtaatcccg gttccgtatt gcaggaaatg tggcatcaaa
  3349321 ttttagccgt tgcacgtcgg agtgaatata cggttgagtt tcaacagcaa ttattgttgt
  3349381 tgttgtatga attgctggaa atggttgatg aaggtggttt gaaacgcctg gatgagcata
  3349441 ttgaaatccc cgccaatagt tcggtatttc agcgttatcc gctcatttta caggacctgc
  3349501 atttgatcac ctttatctct gataatttcc gcctgatggc gatggggaaa attaatcaac
  3349561 atgagctgga aagcatttta gaacaggagt tatccgctgt tgaagaggag ctattggtgc
  3349621 cctctcgctc cttccagcgt attggcgaag ccatgccggg gtttggtatc tgcgccgccg
  3349681 tgttgggtat catcattacc atgcaatcca tcgatggctc aattgccatg atcggcataa
  3349741 aagttgccgc cgccttggtt ggtaccttcc tcggggtgtt tatttgttat tgcctgatgg
  3349801 atccgttgtc caatgcgatg gaacaagaga tcaaaaagaa actggcacta tttgaatgtg
  3349861 tgcgcatggt gttggttaat catgtcgcgg gcaagccgtc actactggct gtggatgcgg
  3349921 gtcgcaagat gctaccgatg gacaacaaac ccacatttgc cacgttggac tcttggatca
  3349981 ataagctgat aacggcaggc gtctaatgag aaatcatgcc agtggcgggg ccacgaccat
  3350041 tatcaagcgg gcaaacagaa aaaagcacca tgtccgccac tccggcgctt ggaaagtggc
  3350101 gtttgccgac tttacgctgg caatgatggc gttatttatg gtgctgtgga ttgttggcgt
  3350161 ggtatcggaa gaagagcgac aagaaattgt ggcgcaattg aatggaaaaa ccatttttgc
  3350221 tcaacaatct tttatttcga tcccgtcaaa aagtaaaagc ggcggtggca aattatcgaa
  3350281 tagcattgat ggcaaagagc aggctaaaga gaccaaaagc aacctcgcaa ttgaggttcc
  3350341 tgaaccagaa caatcattag aggaggttgt ggataaatcg cgtcatgaga tggaagagct
  3350401 atcgcggatt attatgcaga tcacctcggc ctacaatgcg caatcgaatc tgcaaatgga
  3350461 agtggtgccg caagggctgc gtattctgat tcaggatgat cagcagcggg atatgttcca
  3350521 gcgcagtagt gcggtgttaa cacctttctt tagtcggtta ttgggggaat tagctcctgc
  3350581 ttttaacgag atggataata aaattattat caccggccat accgatgctt ctcgttaccg
  3350641 tgatcagttg ttgtacaaca actggaatct gtctggtgag cgggcgctga tggcgcataa
  3350701 agcgttggtc aatgggggat tggatgaagg gcgagtcttg caaatcaatg cgatggcaga
  3350761 ccaaatgtta ctcgacccaa cggacccgct ggcggccaaa aaccgccgta ttgaaattat
  3350821 ggtattaact aaaacagcct ccgatacctt gtatcaattc tttggtcatc acggcgagaa
  3350881 tgtcgtgaaa cctgcggctg agaaagctga aaaatagccg tatgaccggg ttgttttatc
  3350941 cctaaatatt tcgagttgca ggagggcggc taacgcacat gcagcttgaa gtatgacgag
  3351001 catatgttgg tgtttcaccg tccagtctac atcccctcac tcttacgggc tggacggtgc
  3351061 tttttagggg ggcagttttt agctcttttc accaatattt ttcagctaaa tagaatcgtg
  3351121 tcaattttaa atcggtttct gaccgatttt ctctttcgct ggctgcctta ctgaaattcg
  3351181 aattattgag catagataaa aatatttata ttaatggata aatattgggg cattaatctg
  3351241 cgtaataatc tggcctacag gatatttcat acataattgt aagaaaccac aagtcaagca
  3351301 aggatttacg gaccgtaggg atgatggtaa gctgaatcaa atctgatttt tatttaaagg
  3351361 aataaaggtt tagcttatga acggaattga aaatcataaa aaaacgaata tattttttat
  3351421 tgttgagcgg ctttatcctc gagacagttt agcgccgtct gtagggactg tcgggccttc
  3351481 tttggtacaa gtacaccgga tgatatacca actcaccaaa aaacaagacg ttttcttgga
  3351541 tggcgagaaa gtcgatctca gtaatatcac tttatggcag cgtcttaagt ctattaccgg
  3351601 cggtaaaatt accaccaaag atagccaaga ggttaagttc gcttatgttt tggattatgc
  3351661 cgggagtgag tttgctgctg ttcctattca aggtcttaga cttgaaggta atactaatta
  3351721 cttctacaaa aaattcacca aagaatataa aatctcgacg cctaaacttt tacactatgg
  3351781 ttcagacacg ataaaaaata ttactctgca tggcagaagt aatgtgtctt tctttatgga
  3351841 taacggtggc cgaaatgcgc caacggctgc ggcaaaatat aataaaaaca ccggagaaat
  3351901 atcattgatt aaatcgatgc atgagctatc taaatcaatg caggacatca agaacagcgg
  3351961 cgcgagaaca tgatgcttac cacgccaaaa tgggggctac ctctccttat catcgtgtat
  3352021 gcggcgatag ggttcgtggt gccgaacgcc ttggttgagg tttattttca tggcaagcac
  3352081 ttgatggttg atgatgcgga ggctttcatc cgcaagccct taattgatgc cgccatgttt
  3352141 gctgttggta tttgcgtgat atattattta ttcaccctgg tggataaata cgactcgtta
  3352201 aagaaagaga tgatttttca cgtcaaattt ctattgacga atgctgtttt gctattggtt
  3352261 attctgtatc tgagcagccg tgatgatgtt aggttaaatg aagcggtggt tagcgttact
  3352321 gttgattata taaatttcta tccttactac attatatcaa cagtaataag ttttattatt
  3352381 ttattttttc tgagaaagaa aaaatcaaat gaaaataatc aataaaataa ccgctctcat
  3352441 tatccgaggg tacaaaaaat cttttgatcc gacgggaaga gacaatagat tacaatatgt
  3352501 gagcattgtc ttatttcaga caatgctatt tctctgctac gactactttt ttatcggtgg
  3352561 cacgaacgaa ggtgatagta acgaaggtga tagtagcgaa attgcctttt cagtttttat
  3352621 tattttattg cttccgttgt tctcaagcag tatccgcaga cttcatgatg ccggatactc
  3352681 agccttcgta tggctgtttg ttccctttct tatcttgcct atttgtctct ttctaaaatc
  3352741 agaacccgtt aagaataaat atggtgaacc cgaagtgtga atggccatga cccgataatt
  3352801 tttctatccg tcatccgtca tccgtcatcc gtcatccgtc atccgcgtgt tggccgttaa
  3352861 atttccatta accgtcaaag atgaaaccac ccttggcagc gaagaaacag ataccaaggg
  3352921 tgatgcgaag gtttaacgtg gcgtgatcgt cacggtactg ccactggtgg caatcgtcac
  3352981 ccgctgccct gggtggaact gtgtcacgcc ctgagcttga acgaccagga atgttgaccc
  3353041 atcatcacgg cgcacttcta gctcaacgcc gctactgcga ttcatcaggc tctggacctg
  3353101 ctgaccaacg accccacccg ccaccacgcc tgctgcggtg ccaaggcgac gcccggtgcc
  3353161 accccctatc gtattcccta agaaaccacc gacaacggca ccccctacgg ctccggcaac
  3353221 attattccca tccccccccc tgaatcgtca cagggcggac agacactaag gtaccgtgtg
  3353281 taacggattg ggtttgccca gcttgagagc tgctgaaggt atcgcccgaa agggtattgt
  3353341 tattggcaca accacttagc gtggcgacgg cgatagcagc aagaataaat ggtttaacca
  3353401 tggtgtagcc ccttttagcc cagaaccgat tgaatatcgc ccggtcagat gagcataaca
  3353461 cggttgattt atagatagat tgattcatat acaaaattta tattatttat aatgcgataa
  3353521 ggtctctgtg aaagataaag agatgaacgc ccagggccaa aagcaaattc caaacccccc
  3353581 gttttaggcg ctacgcggag tgacccgcgc aaagccgccc gccagacaac atcatgaccg
  3353641 atccactttt ttaacagaaa ctcaatcgta taaaaaatcg ccaaatgaaa tatatgatta
  3353701 gtaatatact taacagattc aaaaattgat ttttaaatct gttttttttc aaataaacaa
  3353761 agcaggggat aagaattatt atggcaaata tcactgtaaa gtctctgatg tcatcaacaa
  3353821 caaaggctct atgtgcaaca catgcattct ttatttctat accatcgata aatgcctcct
  3353881 ctttaaatga ggaaataagg tatagagcaa aaaaacaaaa aatataataa caatgtacta
  3353941 ttgttttttt cattatttaa cacctgggtt gatataaata cccgtcattt ttcaagctgc
  3354001 atatgcgtag gctgatttcg ttcaattcag tcaccgcttt ctcgaaactc acattatttt
  3354061 ggatataagt cattttttaa cacaatttat taacgaattg tattttttcg atacctttta
  3354121 cctttacctt tacctttacc tttaccttta cctttacctt tacctttacc tttaccttta
  3354181 cttttacttt tacttttact tttactttta cttttacttt tacttttatc agtatctttt
  3354241 aggttttgac cttagaagca catttgagct gccgaatgaa gagagaaggc aaggaaaacg
  3354301 ggcaggacgc ccgttttagg cgtcacgcgg agggacccgc gtaaagccgt ccgccagccg
  3354361 aaacgatgac ggagggcatc cacgcagtgg acaagcgata cgtgcgcaag cgcggggatt
  3354421 ccacaagggg tcacgcgctg cactgaaccc cagatcttgg atctttttat ccatgatctg
  3354481 gaggttcggt tcaatgaaac accctttttc aacccgccta gcggcggttc aacattacct
  3354541 ttcaggaaag gccactctgc gggaaaccgc acgtcaattc agtgttggca aatcccctct
  3354601 tacgcgttgg atccgagctt ttcgccgtca aggtgaggct ggactggagc accatctttc
  3354661 cagaacttat actccagaat tcaggctttg cgttgtccgc tatatgatgg caaacagatg
  3354721 tagcgctgcc gatgcttctg ctcattttaa cattcccaac gagacgatta tccaaaactg
  3354781 gatgaaacgt tatcgagagg gaggaaaaga agcgcttaac ccatcgaaaa cgggtcctac
  3354841 tatgccaaaa gataaatatg agcacgattc aaaaccgttc agcgagatga cgcatgcgga
  3354901 gctagagaaa gaacttgagt atctgcgcgc ggaaaacgct tatctaaaaa agcggaaagc
  3354961 cctgagagaa gaaaaggcac tcagggagca gcagaaaaaa ccagaatagt tcaagcactg
  3355021 acagcagaac atcgactttc ttgcctactg tgtgccgcaa aattggcacg cagtacatac
  3355081 tattatcatg catcgaaacc ggacggtgta attgatgact atgcagatgc ggtaaaagcg
  3355141 attggcgccc taagcagacg acacgcacag cgctacggtt atcgccggat gacggtcgca
  3355201 ctgagaaaag aagggttcac actgaatcac aaaacggtgc gaaaactgat gaatcagcac
  3355261 gggttactca gcctcattcg gcggaaaaaa tatcgctcct atagggccga tggtggccgg
  3355321 gcatccgata atctattggc tcgtaatttt acatccgaaa tcagtggatt gaagtggtgt
  3355381 acagatgtca cagagttccg agttggagca cagaagctgt atttgtcggt gatacaagac
  3355441 ctgtttaata atgagattat ttcttggcat atgtcagaaa gagcagcatt aatcctgacg
  3355501 tgcaagacgc tggaaaaagc gctgaaagtg aaagggagaa aagaaggcct gatgttgcac
  3355561 agcgatcagg gctggcatta ccgaacgccg atgtggcgct caatgcttgt cgaggcgggg
  3355621 ataaggcaaa gtatgtcacg caaaggcaat tgtttagata atgcagtgat ggaaaatttc
  3355681 ttcagtcacc tgaaagccga gatgtatcac cgtaagaagt acgattcagc cacagtttta
  3355741 aagcgtgaca ttgtagaata tatccattat tacaatacag agcgcattag cctgaaaaca
  3355801 ggcggaatga gtccggcaga ataccggact caggtagaaa agcagtaaag cagatgtcca
  3355861 agttttgggg ttcagtgcac ggccgcgccc cttaggaaca cctttttcac tgagccaact
  3355921 gtcaacccga tcaactgaaa agatgtcgta gtgatccgga ttatggtagc tgacacagag
  3355981 cggatattcc gtctgggttc catcaagatc aatcgcttca ctgtcatgtt ggaacaggtt
  3356041 caccgcaggt gtgcaattca tccgcagtgt ggtggagcgg actttcactt caggcggcaa
  3356101 tgcctgagag aaatacaaat tcagagagaa ttcactggca ttcaagtgcg gcggaaaatc
  3356161 gaccacacca ttgacatcaa agaacaaaaa gccttcgggg aagcaaaaat attcttgcag
  3356221 gatccggtaa cccatatagg cgtttttcgg gtacggcaag agggcatcat cgcgttcaaa
  3356281 gcccactggg ttaaagtcaa aatcaggcat cgggatggtt atcccgttga caaccagttc
  3356341 agcgcgttcg aaatagtggt taatccagaa atagagttgt gtgctggtgt agttgtcttc
  3356401 gcccagataa aagcgcaatt tatccaattg caggtcttgt aagttcaatt ccgctttggc
  3356461 ggcaaagtga atactcaaaa tgccttgttc gttactgctg ttcgccgaga tctcccggat
  3356521 ggacatgggg aacaaccaca catcacggca caacgtaaaa gtacattgtg gcccggcatg
  3356581 agcattactg ttgataaacg cgctgcgctg accattttgt gcgatgggga tactcatcac
  3356641 ttggctaccc cgtttcacca gcgtcgcctc ggtgaccaca ctttcatccg gtgtgtactc
  3356701 gatgatggtc atgctcggta ttggccgtaa gtagttcggc cacaacatat tcagtaaacc
  3356761 atgagtcaat tcagggaatt gatcatcgat tttttcacgc aggttgcccg ttagaaaagc
  3356821 aaagccttcc agcaaacgtt caacatccgg atcagaacct tgctcagata aaaatgcagc
  3356881 gagatgaggc cgttctattg cggcatcgcg tcctaattgc cggaggtagt ccagctcgtc
  3356941 cctgaaatac ttttcgaacg acattatgtt tcctggttaa agcagtaacg gcggttattg
  3357001 tctaactgaa tgttgaactc aacgacatca cccatatcgt cgaaattaac acgagcgcta
  3357061 atatggaaac tcagttgcag tgggtcgcca tggttcagca aggattgaac tgtaacggca
  3357121 gaaattcggg gttcgtagtt ctcgatacaa tccttaatgg ctttctcaat actttttcga
  3357181 aaatcagatg aggtggcggt cgcatcattg aggtcgataa ccccgagatc gaccgcactt
  3357241 tggcaagcac ctggacgaga gttaaggacc tcgttcaaat gcttttggat tgaattcaat
  3357301 agctcacgca gacggccatc ggaggaagag ctagcgccct tcccctgtat gcggtcaaac
  3357361 aaactggcag aactccctcg atcccaatta agaagcgcgg ccatcgtcgg ttattcctta
  3357421 tccaaacggc caaccagtga cagctcgaag ctcgccccca tgtatttgaa atgcgggcga
  3357481 acctgcatcg caacctggta ccagcccgga tcaccttcaa catccagtac ctggatttgc
  3357541 gctgaacgca gaggacgacg gctacgaaca tccgttggtg ggttttcttg atcggcaatg
  3357601 tactgcttga gccagatatt gagctcgcgc tccagatcct gtcgttcttt ccatgaacca
  3357661 atctgctcgc gctggagcac tttgatgtag tgcgcaaggc ggttgatgat aaacatgtac
  3357721 ggcagttgcg tgcccaactt gtagttggtt tctgccattt tcccttcgcg ggtattcggg
  3357781 aagacttttg gtttttgcac cgaattcgcc gagaagaatg cggcgttatc actgccttta
  3357841 cgcatggtca gggtgataaa gccctcttcc gccagttcaa actcacgacg gtcagtgatc
  3357901 agaacttcgg ttgggatttt ggcctgaatc tgccccatcg cttcatagag atgaaccggg
  3357961 agatcgtgaa ccgtgccgcc actttgcggc ccaataatat tcgggcacca acggtacttg
  3358021 gcgaagctgt cggtcaggca ggacgctagc aggaatgcgg tgttgcccca caagaaatgc
  3358081 tcgtgattcc ggctgacatc ctcgtagtag ttgaagtttt taatggggtt ttcaacggtc
  3358141 gagtaaggta agcgcaacag gaaacgagga gtggtcaaac caagataacg tgaatcttca
  3358201 gactcacgca gagcacgcca tttggtgtga gccggccctt caaatacaga tttcagatct
  3358261 ttaatcgcgg gtaactcagt gaagctgctg atgccaaaga aatcaggggc cacactggat
  3358321 aagaaggggg catgtgccat cgcgccaaca gcacttacgt attgcaagag cttcatgtca
  3358381 ggtgagctat tgttgaacgc gtagttacca atgatcgcgg cagtgggttc accaccgaat
  3358441 tggccgtacc ctgaggaata aacgtgtttg tagaagcctg actgaataat ttctggcgag
  3358501 aactcaaaat cttccagcaa ctcttctttc gttgcatgca tgatattgat tttgatgttt
  3358561 tcacggaaat cggtccgatc caccaacagc ttcaatgagc gccatgaaga ttctatttca
  3358621 cggaattcgt tagcatgtag gatctcgtcc atctgagcac tcaacttttt gtcgagttcg
  3358681 atgatcatgc ggtcaactaa cagcttgtta atcggctctt cgttggttcc ggtatccaga
  3358741 atactgctaa taaaagcggc cacaccctgt ttagcgatat cgtaaccatc gtttcccggt
  3358801 gccatacggg tttgtgacat gatttcgtcg agcaagaatg ttgcactggc aggttctgcc
  3358861 gctaaaacgg tattttcttc atgtaaaggc atacgtagaa ttccctctta cccgagctat
  3358921 tatttttgat gaagagctat tacttttgat gaagagctat tatttttgat taagaatgtc
  3358981 caattctttc agcaactgct cgcgcatatc ttcattgcca agcaaatcct gtagacgaga
  3359041 gcggaaagct gggatattcc ccaatggccc tttcaatgcc actaacgctt cccgtagttc
  3359101 cagaattttt ttgagctctg gaactttttt cgccacattg tcaggcgaga aatcatcaag
  3359161 acccttgatc gacaaggcga ccggcatgtc ttcttcccca tcaccttcaa ggcgattagg
  3359221 cacattgaaa ctcagactga tatttgcttc gttcatgact gagttgaagt tattcttatt
  3359281 gaccgaaaca acctgacgct cttcaattga agtctcttca cgcacgcctt taagatcacc
  3359341 cacaaccagc agattcagcg gtaattcaat ttctgcaacc tggtcgccag tattcggcac
  3359401 atacttgatg ttaatccttt cttttggggc aacactgctt tgcttatttt tactcatcac
  3359461 acgtcctttt aatctctaat aaggggtgtc agccaatatg tcacccacag cagaaaggga
  3359521 ggttcttata ttaatctgac tcaactgtgc gcatagttaa ctattttcaa ggtaaatgtc
  3359581 tataatcttt tctttatatt aaaacatgag tggcattttt attgcgatat aatgattcta
  3359641 tctatgatca taaaaaataa tttcctttaa aaattaaaat cgtatgaaaa cattatttta
  3359701 cgcaaacaca gcattcgata tcacgatcag ttttgtaaca tttgcgaatt aaatcagcaa
  3359761 atatcgcggc ataatatgct ggttatacaa atattataac tttttcgtcc gtgaacatgc
  3359821 gggctaattt atacgaaact tggcactgat aaaaaagctg cttatagtga taatcagaaa
  3359881 gtgaagtggt ggagcgagtt acattcaacg ctgacagata tgtccagcag aagtgactaa
  3359941 cctttgatca aaatcaaata aactatcaag gatattaaaa atgccaactc cagcttatat
  3360001 ctctatcaca gggaaaacgc agggcaatat taccgcaggt gctttcacag ctgaatccgt
  3360061 cggtaatatc tatgttcaag gtcatgaaga cgaaatgttg gtacaggagt ttgagcacat
  3360121 tgtgacggtg cctaccgatc ctcaatccgg ccagccttcc ggccaacgtg cgcacaaacc
  3360181 attgcgtttc actgttgcgt acaacaaagc cgttccattg ctgtataacg cattagcctc
  3360241 tggtgaaatg ctgccaacag tggaattgaa gtggtaccgc acctcgattg aaggcaaaca
  3360301 agagcatttc ttcacgacta aactggaaga tgccaccatt atcgacattg attgtaaaat
  3360361 gccgcattgt caggattcca ccaaggctga gtttactcaa ttagtccgtg tatcactggc
  3360421 ataccgcaag attaactggg atcacaccac cgcgggcacc tctggtgctg atgactggcg
  3360481 tgcgccgatc gaagcgtaat attgtatttc ttcagcagcc aatgaggtta ttggctgctg
  3360541 gtttttactg atggttttta gtgtatttaa cccgcctgat attcctttta tcttcatcgc
  3360601 gcacttaacc gatattgagt gcaattcaat gtgtcgccgc cagggatata ttaacgccac
  3360661 aaaataatct ccgtagttaa atacccctca tttaccgtat agttcataca cgcgatatcg
  3360721 ccgcatttga tatatgattt tttataaaat actcggttag aataatatat taatagcaga
  3360781 gcatcatttc ccaaagtgat atacacagtg actattttgg atttattttt aacaaactca
  3360841 ttacaaataa gatgtgtttt taattcgcgt tccacttgct taattaaagt gccatcagaa
  3360901 aacaacagca ataaattagg aaaattcatc gcaaatttaa ggaaatttcc tacaggattt
  3360961 ttttcgacaa caagcgagga tccagtcata tttaatgtca tgctatgaca aaaaaagtgg
  3361021 ctatcattgg cgtggttaat ttgtttattg atgtcactca tttgtgtatt aataaatact
  3361081 gcaagtcttt cagtctctgc tcacagataa ttccaatcga acgcaaaccg aatctcaacg
  3361141 ttatattaaa taaaaaagaa tgagggtgaa tgcggccgtc atccacaaac caaggcgtag
  3361201 cgagctaagt cagattgagt gcgtccagcg cgcagcaccc ggagcgtaca catagtacgt
  3361261 gaagagagtg agtacgtgaa gagagcgagc actgcacaat ctcagtatga cgacgcgcag
  3361321 tagccgctta taagaaccaa acgaaaaaag gtgcgccaag gcgcaccaac catccagcca
  3361381 tatttggcag tgccgggatt taacccttgc cttttacact accaataaag gtttttcggg
  3361441 ctgaagttga gcccaaatgt tccgcttcgt tcaacaattt cagcgcctta tcgacatcac
  3361501 cggctttcac cgcatcttta atcgcctggt tgaagtagtt ttcagtctca cccagcatcg
  3361561 gtgctgcagg tttcgccggt tctgattgtg gcgcagccac gggttgaata ctgctgccca
  3361621 ccacgaccgg agccgaggtc ggtgccgact ggatcaagcc aatcataata ttgcccatgc
  3361681 cttgctcaga cgttacctta attcttaaag tccctgttgg ggagtgattg acaatggggt
  3361741 ccgggatatc tgggacggca ttacccacac cttgtgcgta cgcttttgcc ggatcgagca
  3361801 attgtgtggt tttcttcaaa tcatcgcgag tggtatagac cagcaggtaa atttgtttct
  3361861 ggcccaacgc tggcgtcaat ttcatcacgc cttgcaggcg atcattgatc atgatgcccg
  3361921 ctttttcata ggtgaaatag ctggacgggt aataagccgc tggccgcatt tgctcatcca
  3361981 acaccaatac gctcggtgta aagagctgct tatccgtgag caaactgctg agcgtgactt
  3362041 ccaatgaacc gcgatccgca ggcaaggcaa aagcggctac cgcgccttca acctcaccct
  3362101 gagaaatatg cgggctgccc gcagtaagtt gaatatcttg cgtcaccggt ggcaccaaag
  3362161 gctgccatgg caactgctgt aatgtggtgg tactgatcgt tggcgcaata gagacattcg
  3362221 ccggagaaat ggttgatgcg gcctgtactg ccagaggtgc agtgccccct aaagccagta
  3362281 ccagacagag tgacagcaga ttctttttca ttgttatacc ctcatacatt gagcgtcagc
  3362341 gctaacggtg cccaggcaag gtcggcaaag ttaaccaatc tacccgtcat actccaagct
  3362401 gcatgtagcg ttggccgcct tcctgcaact caaattattt tgggtataca tcttgtggtc
  3362461 agtaggatgc gggccacagc ccgcacaccc gtaaaacggt taagacatca agataacgta
  3362521 cagccgcccg cagacggctg aagaatcgct gttaccacca ggcttcgaat tgcgcaccga
  3362581 aggtgacttc attgttctta ccacggctgt tggtaccaat agtgccgtct tgtgctacgc
  3362641 cggttgtatc gctatagccc cacttctcat cccagttggc ataagttgcg aagacacgaa
  3362701 ttgccggacg tgaccaaatg ctatcacctg cctgccattg ttgggccaga gtcagtttgt
  3362761 attgaccgtt acgctcaccg gtatgttgtg atttaacgtt gtcgtagcct gcttccagca
  3362821 acgtactcat gataggtgtc catttgtaca tcggacgtac acctacgctg taccatgtgt
  3362881 tgccgttatt gttatccaaa tcaatatctt ggtataacgc gacatacatc atgtcccact
  3362941 tctcagccag attgatggca ccgtggtcaa taacacgcaa taagtggcca ttattattta
  3363001 ctgacgtacc ttgcgagtga ccggtgttat aggacgtcat cgagtcggta gcatattgca
  3363061 ccacgaactt gttgaagcca cccatcaggc tttgggtatg ctcagcggtc aacatcacac
  3363121 catctttaga ggcatttggt gctaacgagt aaccttcttg agtatcggcg cggccataat
  3363181 caacacctaa ctccaatgaa ccgccggggt tagtttctaa accggccaaa cgcacgtcgt
  3363241 atacgttgtt aatcgtatat tttgcatttt cacgttggtt atcgatccaa gcgcttgagc
  3363301 cacccgattc tgagttacgg gttgcagcaa ccgataactt accaaagccc agatcgatag
  3363361 tttcaagacc ggcacctggg cctgaaatat cccagtagta gaagtcaatc atatggacgt
  3363421 catgacgttg atagaaacgc ttaccggccc agatagtgga gcccggtaat gattcgatca
  3363481 ggtttttacc ctgcacattg gcttcacgga aagccggatc agtggattcc cagtcatcac
  3363541 gctgtgaaac ggaataggcg acgttggtat cgagatagaa gctcttatcg ccttctttcc
  3363601 acaattcctg gcctaattta agttccgcat aggtttcaca ctcgttgccc agacggtatt
  3363661 tactttgagc acctgtagtt tggaaacatt gttgttcacc accgcttgcc gtccagccaa
  3363721 tcccggaacg cgcataacca tggaaatcaa ccgccatggc ctgagtggag aggacaccag
  3363781 cggcaacagc cagtgctatt ggtaacttgc gcagagtaat catcagtaat ctcctgttat
  3363841 atttgcctgt cggcatgcgt gctttcattc tctgtaacca ggcgtcgccg taactagacg
  3363901 cccagttctt ggtacagccg cttacatgca gtgccatcct cacggaagag gtgacaccga
  3363961 tgcggtggca gaccgatgga gaatgttgca ccttcttcta ccaacaccac gtcgttctgg
  3364021 cggtagacca ggttctggcg tattgctggg atttggatat gaatttgagt ctcattaccc
  3364081 aactgctcta ccacctgaat ctcgccttcc aacgtgactt cagaggcgct acttggcagc
  3364141 agatgttctg ggcggatccc caaagacata ttggcgccga cctgaacctg atcgccttcc
  3364201 accggcagcc atacccgctg atggttaggg agttcgatct gtacttgacg aggttcagcg
  3364261 gccgtgactt taaccggtaa gaaattcatt tttggcgagc cgataaagcc cgcgacaaag
  3364321 cggttggctg ggtagtgata cagctccagc ggcttaccga cctgagcgat attgccggcg
  3364381 tccaacacca caattttgtc ggccagcgtc atggcttcca cttggtcatg ggtgacgtag
  3364441 atcatggtgc gttccaagcg cttatgcaga cgagaaatct cgattcgcat ctgcacccgc
  3364501 aatgcggcat ccaggttgga aagcggttca tccaacagga aaacatctgg ctcggagacc
  3364561 aaggtacgac caatcgccac ccgctgacgc tggccaccgg ataaggcttt tggccgtcgg
  3364621 tccaacaagt gagccagttg cagcacctct gcgacctgat tcacccgctg gtaaatttct
  3364681 gctttcttta cccccgccaa tttcaggccg aaggacatgt tttctgccac tgataagtgg
  3364741 ggataaagtg cataggattg aaacaccatg ccaatgccgc gctcagaggg cggcacttca
  3364801 ttcatgcgtt tgccaccaat caacaattca cccgaggtaa tgtcctcaag accggcaatc
  3364861 atccgtagca gcgtcgattt cccgcaacct gatgggccaa caaacaccac aaactcaccg
  3364921 tcatcgatct ccaggttgat gtctctggaa atcacagcct caccaaaggc cttataaacg
  3364981 ctgctcagcg ttacattagc catgcgttac tcctttgctt gcgcaaacaa cttttcatat
  3365041 gaatctgaat gaagaaaaac agtggaagca aaccccggca tgacccattg attaccccca
  3365101 gtgccctgat gactctctcg ctgcgcgccg tgccgccaag ccagtggcaa ggttgccccg
  3365161 gacggcgtcg cggcctgagt atagggctgc acgttgaaca acgcctcaac atactgatcc
  3365221 aacagggtaa taatgagtcg cacaccccat tcaaccctcg ataatccccc acgccattac
  3365281 cctggccatc gcggaaactc accggatgaa tgcggtacaa cgctgggtta ggaatcgaac
  3365341 gtgctgacaa cattattcct ggtcctacaa gctgggagtt aaactcgatg tggctgatat
  3365401 tgcgggagtg tcactattcg gtaatcatcc gtaacaaagt ttttcatggg ggaggggatg
  3365461 ggaggatgag agaacgacca ctcttggcag aagttccgtg acaaagacaa attcgtgatc
  3365521 cgctctgcaa atttcgacct acattattgt gcctaacacc acaaaacagg ctgcagtgtt
  3365581 aactgagtca caataacccg tgggggggcg tagagggggg gaggatgagg cagagtccct
  3365641 ttgtgaccca ctatgtcagc gtaataacca ggtcagcgta ataaaggtaa taaccaggct
  3365701 agcgtcatca ttggccacgc tgccacgccc ccttctactt cgtgattcat ggcgatagca
  3365761 gtctgaaaat tcgcagctaa tggctcacaa gaaagtcggt acccacaaaa ttggataaaa
  3365821 ggattggatt atgactcgca gcttcacgaa atccggcatt ggtaagaccg cacgtgtttt
  3365881 ggctctttcg gcgttaacca cgctggtgct ctcttcctct gcttttgcca aaattgaaga
  3365941 aggtaaactg gttatctgga tcaatggcga taaaggttat aacggattgg cagaggtcgg
  3366001 taagaaattt gagaaagata ccggcatcaa agtgaccatc gagcatccag ataaattgga
  3366061 agaaaaattc ccacaagtcg ccgcaaccgg tgatggcccg gacattatct tctgggccca
  3366121 tgaccgtttt ggtggctatg cacaatcagg tttactggct gaactgaccc catcgaaagc
  3366181 cttccaggaa aaattgttcc cattcacttg ggatgccgtt cgctttaatg gcaagctgat
  3366241 tggttaccct gttgcagtcg aagcgctgtc actgatttac aacaaagatc tggtgaaaga
  3366301 agcaccaaaa acgtgggaag agatccctgc actggataaa acactgcgtg ctaatggcaa
  3366361 aagcgccatt atgtggaacc tacaagaacc gtacttcact tggcccgtta tcgccgctga
  3366421 tggcggttat gcattcaagt ttgaaaacgg ggtttatgat gcgaagaacg tgggcgtaaa
  3366481 taatgcgggc gcccaagctg gcctacaatt tattgtcgat ctcgttaaga ataagcacat
  3366541 caatgccgat actgattact ccatcgcaga agcagccttt aataaaggtg aaaccgcgat
  3366601 gaccattaat ggcccatggg catggtccaa tatcgataag agtaaaatta attacggcgt
  3366661 aaccctgctg ccaaccttcc atggccagcc atctaaaccc tttgtcggtg tactgaccgc
  3366721 cggtattaac gcagcgagtc caaataaaga actggcaacg gaattcctgg aaaactatct
  3366781 gatcaccgac caaggcctgg ctgaggtcaa caaagataaa ccactgggtg ccgtagcgct
  3366841 gaaatcattc caggagcaac tggcaaaaga tccgcggatt gcagcaacaa tggataacgc
  3366901 caccaacggc gaaatcatgc caaacattcc gcaaatggca gccttctggt atgccacccg
  3366961 tagtgcggta ctgaacgcca tcactgggcg tcaaaccgtt gaagcggcac tgaacgatgc
  3367021 ggcaacccgt atcacgaagt aactgtctac tctgagaaag gggcacggtt cgccgtgcct
  3367081 cgacagaatt tgccataacg cgatccaatg ttaagcacag ctcaacgtta aacacgaccc
  3367141 aacgttaaac acggctcaac tttaagcaca acttattaag ttcaagcaca acttaacttc
  3367201 aagcacaaaa agtatgaaag ggaacattat gcagttatcc cacaccgagc ttcaaagccg
  3367261 aaaaaagaaa atcgcctggt ggcagagtga tgcgcttaaa tggttggtta tcagcctgtt
  3367321 aagcctcttc acctgttatt tgatcgtgtt gatgtatgct caaggtgaat atctttttgc
  3367381 catcgtgacg ctgattttgg tgagtttagg gctgtatgtg tttgccaacc gccgcgctta
  3367441 tgcctggcgc tatgtttacc ccggcgtggc cggtatgggg ctgtttgttc tcttcccctt
  3367501 aatttgtact atcgccatcg cctttactaa ctacagcagt accaaccaat taaccttcga
  3367561 acgtgctcaa tccgtcttgc tggatcggca gttccagacc ggtaaaacat ttacctttgg
  3367621 tctctatccc agcgataacc aatggcgttt acagcttacc aacccagacg acggtagcct
  3367681 gttcatctct gaacccttca gttttgaggc cacgggtgag caaaaagtga tggtcgcccc
  3367741 aaccaatacg gcacaaacga gtgaaccggc atcactgcgg attattaccc agagtcgtca
  3367801 ggcgctaagt agcttagtgg ctatcctgcc tgatggtgct gaactgcgta tgagttcatt
  3367861 acgtcaattt tccggcacca agccgctcta tactctgggt gccgatggta aagaactgat
  3367921 taatcagcaa accggcgtga aatattggcc gaatcctagt accgggttct atcaagcggt
  3367981 caacgctgat gggcagtggg aaaatgaaaa gcttagcccc ggctttaccg tgtctatcgg
  3368041 ctggaaaaac ttcctgcggg tactgcacga cgaagggatt caaaagccgt tcatctcgat
  3368101 ctttatctgg actatcctct tttcggtaat gagcgtgacc tttacggtag ctgtcggcat
  3368161 ggtgctggca tgtgtggtgc aatgggattc gctgaaaggt aaagctatct atcgagtgat
  3368221 gctgatcctg ccctatgcgg taccgtcgtt tatctctatt ttgattttca aagggttatt
  3368281 taaccaaagt ttcggtgaaa tcaacctgat gctcagccat ttatttggca tcaaacccgc
  3368341 ctggttcagt gatcctatca ccgccaaaag catgattttg atcgtgaata cctggctcgg
  3368401 ttatccctac atgatgattt tgtgcatggg gctgttgaaa gcgatccctg acgacttgta
  3368461 tgaggcatcg gcaatggatg gcgcagggcc attccagaac tttttccgca tcacatttcc
  3368521 gttactgatt aagccactga caccgctgat gattgccagt tttgccttta actttaataa
  3368581 cttcgtgcta atccagctat tgaccaacgg ggggcccgat atgattggta ccagcacccc
  3368641 agcggggtat accgatttgc tggttaacta tacctatcgt gtcgcctttg aaggcgaagg
  3368701 cgggcaggac ttcggtttgg cagccgctat cgcaaccctg attttcattt tggtaggcgc
  3368761 actcgcgata ctgaatttga aagccagcaa aatgaatttt gactaaggag gagatgcaga
  3368821 tggctatggt tcaacctaaa tcccagcgtt tgcgtctatt gggcacgcat tttctgatgt
  3368881 tgtgctttat cgcgctgatc atgttcccgc tactgatggt gatcgccatt tcgctgcggc
  3368941 ccggtaactt cgccacaggt agcctgatcc cagatcaaat ctcgtgggaa cactggaaat
  3369001 tggcgctcgg tatgagtgtg acccatgctg acggtagcgt aaccccccca ccgttcccgg
  3369061 tgatgttgtg gttatggaac tcaattaaga tcgccttgat taccgccatg ggtattgtcg
  3369121 ccctgtccac cacctgtgct tacgcctttg cccgtatgcg tttccgtggt aaaagcgcct
  3369181 tgctgaaagg catgttgatc ttccaaatgt ttcccgcggt actgtcattg gtggcgttgt
  3369241 atgccttgtt tgaccgtatc gggcaatata tgccgttcat cgggttaaat acccatggcg
  3369301 gggtcatttt cgcctacatg ggcggtatcg ccctacacgt ctggaccatc aaaggttatt
  3369361 tcgaaaccat tgataactca ttggaagaag cggcagcatt ggatggtgca accccatggc
  3369421 aagccttccg gctggtgcta ttgccgctgt cggtgcccat tttagccgtg gtgtttattc
  3369481 tgtcgtttat tgcggccata accgaagtcc ctgtcgcctc cctgttgctg cgagatgtga
  3369541 acagctacac tctggcagtc ggtatgcagc agtatcttaa cccgcaaaac tatctgtggg
  3369601 gtgactttgc cgccgccgct gtgttatcgg ccattccgat caccaccgtc ttcctgctcg
  3369661 cacaacgctg gctggtaggt ggattaacgg caggtggtgt gaaaggttaa gcattaaaga
  3369721 tttcatcatt caatacccta actctttgga tgggcagggt attttctcct ctggtactgt
  3369781 gtctttaggg cggccttaat ggccgccatt tttatgttta tcacccgcca tcgccccaaa
  3369841 gataagaagg ggttattcgc gctttaaccg ctcagtattc gccagataca aggtcacgac
  3369901 caagactaga atagaaccgg aataaatcag tgtatcaata ggattttcat gatccacaat
  3369961 gatcaaacgg ataatcgcgg taatcccgat ataaataaaa tagcgtaacg ggaagtggta
  3370021 gccggactca aaatacttaa caatcagtgc aataaattca aaatagagga aataaatgac
  3370081 tatcccttca atcagcatgt aggaggaggt ttcctgatta ctcaggaaca agactttccc
  3370141 cagatgaatg gtttccttca ccaaaaaaac caccaaaata gcggccaaca taatcaatcc
  3370201 tacattcagt aaacgttgca aatttttagc gatccactga gaacgcgaat ttttagccat
  3370261 aaatactccc aaggaaagta ggtgaaacag cctgagccta tcatagccat gttgcactca
  3370321 agccaaaaaa aaggcccctt acagaataag aggcctaata aagtacagat caaagagctt
  3370381 aagagcctgt tagcttaacg ccagttcttg aaacggttaa tcaacgcatt ggttgaactg
  3370441 tcatgactgg tcacttcttg gtcatctgcc agttctggca ggatacggtt agccagttgt
  3370501 ttacccagtt cgacacccca ttggtcgaag gtgtagatat tcagaataac cccttgggtg
  3370561 aagattttgt gttcatacaa ggcaatcagc gcccccaaac tgaacggggt aatttcgcgc
  3370621 agcaaaatgg agttagttgg gcggttaccc tcgaagactt tgaacggcgc tacgtgcgcg
  3370681 acttgttcag gggttttacc cgccgccgca aactccgctt caacgtcttc cagggattta
  3370741 ccgaaagcca atgcttctgt ctgtgcaaag aagttagaca acagcttcgc gtggtgatcg
  3370801 cttaatgggt tatggctgat cgccggtgcg ataaaatcac acgggatcag tttggtacct
  3370861 tggtgaatca actgataaaa cgcatgctgg ccgttagtac ccggctcgcc ccagataatc
  3370921 gggcccgttt ggtaatcaac cggatgaccg ttacgatcaa catatttacc attcgactcc
  3370981 atgttaccct gctggaagta agccgggaaa cggtgcatat attggtcgta aggcaggata
  3371041 gcttccgttt ctgcaccaaa gaagttgttg taccagatac caatcagtgc caacaggaca
  3371101 ggcaggttct tctctgccgg tgtttcggca aaatgcttat ccatggcatg tgcgccactg
  3371161 agcagttgtt cgaagtgttc aaaaccaacc gacaaggcga tagataaacc aatagcagac
  3371221 catagcgagt aacggccacc aacccaatcc cagaactcaa acatattatt ggtatcaata
  3371281 ccaaactcac caacggcttt ggcattggtc gataaagccg caaagtgctt ggcaacgtgc
  3371341 gccgggtcac cggcggcaga caggaaccaa tcacgcgcgc tgtgagcgtt ggtcatggtt
  3371401 tcttgcgtgg tgaaggtttt tgatgccacc aggaacagcg tggtttccgg gttcaggggt
  3371461 ttcaacgctt cggcaatatg agtgccatcg acgttagaaa caaaatgcat attcaggtga
  3371521 tttttatacg gacgtaacgc ttcggtcacc atgtaagggc cgaggtctga ccccccgata
  3371581 ccaatattga ctacatcggt aatcgctttg ccggtatagc ctttccagtc accgctaatc
  3371641 acacggtcac agaactgttt cattttggcc agaaccgcat tcacttctgg catcacatct
  3371701 ttgccatcca ccacaattgg ggtgttactg cggttacgca gagcaatatg caataccgca
  3371761 cggtcttctg tgcggttaat tttctcacca gaaaacatgg attttattgc accagccaga
  3371821 tcggtctctt tcgccagatc ctgcaatttt tccaaggttt cgctggtaat acggtttttt
  3371881 gagaaatcca ccagcatttg atcgtcaaaa gtcgcagaga accggttaaa acgctggtcg
  3371941 tccttggcaa acagactgct gattgtgaca tctttcatct gttcaaagtg ttgctgtaac
  3372001 gctttccagg cagcggtttg actaggattg atatttttca tagcggcgct cttctaggct
  3372061 taaggattaa tgaaacgaat acattgattg tatcctgtta ccctgtgatt gagatctctt
  3372121 ttcttgcgat aggtattatc tctcgaaaca acgcttgatc tgtttcctat ttctcgccat
  3372181 acgtcggttc atcttaagac gttcatcatt attttaatga cgttcaatta gagtagccgc
  3372241 tcatattcag gccagtatcc aatcaattta gtgatatgac ggagcgtatt attaaagatg
  3372301 aaaatacctc atagccattt cattgacaga aagtggataa cccgttattt ccttgtacag
  3372361 agaaaaatac agatgccccc aagatggcat cactgacacg aggtttttag atgattcaag
  3372421 tcgcccccca acagacccgc gatgcacctt ctgcgactgt cgtcgccaaa tttggcggca
  3372481 ccagcgtggc cagttttgat gccatgagtc gtagcgccga tgtggtttta tcgaacccgg
  3372541 acgttcgttt ggtgatcctt tctgcgtctg ccggtatcac caatctgttg gttgcccttg
  3372601 ctgatggcag tgagccagaa aaacgtgcag accatctgga ggatattcgc catattcaat
  3372661 acgatattat tgccagactc actgattcga cggtgatccg cgaagaaatt gaccgcatgt
  3372721 tggaaaacat tgccatgctg tctgaggcgg ccagtctggc gacctccccg gccctgaccg
  3372781 atgagctggt cagccacggt gaattaatgt ccaccctgct atttgtcgag ctgttacgcc
  3372841 aacgtcaggt tgccgtggaa tggtttgatg tgcgaaaagt catgcgaacc aatgaccgtt
  3372901 ttggccgcgc agagccagat acctcggcct tggctgaact ggcccaaaca ctgctggcac
  3372961 cgcgtattga agatgccatt gtggtcacac aaggttttat cggcagcgaa ggcaaaggcc
  3373021 gaaccaccac tctgggccgt ggtggcagtg attacaccgc cgcattgtta ggtgaagcac
  3373081 tgaatgtcag ccgtatcgat atctggaccg atgtgccggg gatatatacg actgacccgc
  3373141 gtgtcgtccc ggcagcaaaa cgtatcgata aaatcgcctt tgaagaagcg gccgaaatgg
  3373201 caacctttgg ggcgaaaatc ctgcatccgg ccactctgct accggcagta cgcagtgata
  3373261 tcccgatgtt tgtcggctcc agtaaagatc ctgcggctgg cggcaccttg gtctgtaacg
  3373321 aaacctacaa cccgccgctg ttccgtgctc tggcactacg ccgcaagcag acgctgttaa
  3373381 ctttgcacag cttaaatatg ttgcatgcgc gcggttttct ggcggaagtg tttaatattc
  3373441 tggcgcgcca cagtatctcc gtggatttaa tcaccacgtc tgaagtgagt gtcgcgttaa
  3373501 cattggatac caccggttca acgtctaccg gtgatagcct gctgaccacc tcgttattga
  3373561 cggaactctc ttccctgtgc cgggttgaag tggaagaaga tctggcgttg gtggccatta
  3373621 tcggcaacaa cctgtctcag gcttgcggcg tcggtaaaga ggtatttggt gtcttggatc
  3373681 cgttcaatat tcgtatgatt tgttacggtg ccagcagcca taatctgtgt ttcctggtac
  3373741 cgggtaatga cgctgacaaa gtcgtacaaa cgctacatta caatttattt gaataaaaca
  3373801 gatgttattt gaataaaaga gatgttattt gaataagaca gtttatttga gtaagacaac
  3373861 ttatttgtgt aagagagcac attaacacat taatttatct gctaattaaa cctgactggt
  3373921 tcacaccaaa ccggatgatt tcaaacgtgt actttccctg ctggccggct actggtcagg
  3373981 taaaccggtt aaaacagata aaaaataatt aaacctcaga aaaatgcctg agatcatcgg
  3374041 gcattcactg ctaacacgac cttcatctct gacactgaca tttatgcccc tcacccgtaa
  3374101 acacaaaata gaaaacagca atatccgtga ttaaccttaa tttgctttaa ataacgcaaa
  3374161 aatcactcac tcttcgcaaa atttatattc atatttcact gttatatttt acttcctgcc
  3374221 aacaacttaa ttcccgttgt ttatccgtcg ttctctattg ttcagggacg gtaattgtgc
  3374281 tgcccgtcaa tttgactcag ggacagaaag agctgcgcct gcaaataaat ttgttcggtc
  3374341 agtctatttc tcaatcagat attatgatta gaaaacgtac tgcgttatgg cttgtactca
  3374401 gtactggcgc tcaagccgag acgcctttgg ccatagagac cccatcttcc attaatgaat
  3374461 ctcgccagtc actacaaaat aatgccaaag aaattaatca gctagtagaa gaaaaacgcc
  3374521 accaacagat cacacaacac aacaccggac aaagtgaatt atctcgtccg gccccccccc
  3374581 tcctgcaccg gtgttacccg aagatacgca gtgcctaccc attaatggcg tttatattca
  3374641 ggggatcacc ttattaacag aggatgattt aagtgaatta agtgcgatcc ctgaacaatg
  3374701 tattcatcct gataatatta accttctgac ccgtgaactc actcatatct atatggataa
  3374761 agggtatatc acggcgcgga ttcaatttat tccaccagat gctgacggaa aattaggtct
  3374821 ggatattacc gaagggtttg tcgaagcgat tgatagcacg gacaccgggt tagatggcga
  3374881 gacggtattc ccgaatatga tcggcaagcc gctcaatatt actcgccttg atcaaggact
  3374941 ggaccaggca aaccgtttgc cctcaaataa agtcaccgtc gatattctgc ccggaacact
  3375001 acccggtggt tctattctta aactgcataa tacaccgtca acgccctggc atttgaccac
  3375061 ctcgatggac aattacggta ataaaaatac cggtaaatgg ctaagtcgca acgccttatc
  3375121 tttcgataat ccgttgggct tatcggattc cgtcagtatc aatatcagca ataccgttga
  3375181 tcgcccccaa cataattata gccgtgctta ctcaatgttt tattcggtcc cttacggtgc
  3375241 cttgaccttt agtggctttg gtagttatgc cgaataccgt tatccaatga aattgcagtt
  3375301 taatacagcc aagttacatg gagaaacaca gcaacacggt ttacgggcag attatgtttt
  3375361 ctatcgcgat caaagccaga ttaatgggct aagtgcgcaa ttaacctata aacgggccag
  3375421 taattatctg aatgaagaaa aaattgctat cagcagcccg acgctaacaa tctttgaatt
  3375481 aggccttaat cacctgcacg tcctgcccat gggcttattc aatatcaatg tcagccttga
  3375541 gcagggcttg ccttggctgg gcgcggagcg ctcaaatggc ccattagcga actatcaaga
  3375601 tagccaattc actaaagcta agacctcaat tacctccaat cactactttg cactgtttga
  3375661 tgatacctat ctgttcagca atcaatttta tggccagtac acccgtgacc ggttacccgg
  3375721 cgtggaatgg ctcagcatca ctgacagcag tgccatccgt ggctttagcc gcaatacctt
  3375781 atccgccgac caaggctggt atttacaaaa caccctctcc cgtcgtttca ccttgggtga
  3375841 cgccacgcta acccctcgcg tagggcttga tacgggccgt ctccagcaaa aaccacaggg
  3375901 gtgggtcagc gctatggggc taagcgctgg cgtcagcctt aattaccaga atgccacctt
  3375961 ggatatagaa gccagccgtg gccggttact ctccggccca tcgaagatta acgatccaac
  3376021 acaaattctg gcgcgttttt cttaccgctt ttaatgcaat tttcccttga gaacaccttg
  3376081 ttactcatac caggaaatat caccccaaaa tggagatgta aaaatgaaga aacacacctt
  3376141 taagctctca ccggcaggga aattggcggc ggcggtaacc attatttcgg tttctgttgc
  3376201 cacctgttat gccgccggta ttgtcggagc aggcgattct gcacataaac cggatgttag
  3376261 ctcggtaaat ggcacatcgg taattaatat cgtgcaaccg tcagcctccg gcttatcaca
  3376321 taaccaattt caggatttta atgttggcga aaagggggcg gtactgaata acgccaccag
  3376381 tgcaggtaac tcaatacttg ccgggcagtt agccgctaac caaaatttaa acggtcaagc
  3376441 ggccagtatt attcttaatg aagtcatcag ccgtaatcct tctctgttat tgggccaaca
  3376501 agaaattttt ggtatgacgg cggattatat tctggccaac ccaaatggca tcacctgtaa
  3376561 tggctgtggt tttatgaata ccaaccgcga gtcactggtc gtgggtaatc ccttgattga
  3376621 acaaggatcg ctgaagggtt ttgaaacttt caataacaat aattggttga taattcaaga
  3376681 taaggggcta actgctaata aaatattgga tctgatcgca cccagaattg aggtcacagg
  3376741 tatggtcacc tcaacggaag ccattaatgc cttatcaggt aataaccaaa tttcaactga
  3376801 tgggcaaata ttagagtctc gccaagaaga tcatccaaat cgtccaacca gtttgggggg
  3376861 atggtttagc agtttgtttt caagtgaaag tgaagaatct attgatggta aatatcttgg
  3376921 cagtatgcaa tcaggccgga ttaatttagt cagcactcgg gaaggcagtg gggtaaaaat
  3376981 tgccgggagt ctaaacggta gcgaagaaat aaacgccact atcaaaggaa agctgcaatt
  3377041 agaagccgcc aaattagggg gtaatgatat caacatcaac gccaatagca tccaggcatt
  3377101 cggtaatctt cataaaaatg aagacaatgg gggtgttacg cagagtctgg aacgcactca
  3377161 gttaaaaggc aaaaatattg ctatcgttgc caataaaaag aatcagcttt ccgcagtaaa
  3377221 aatcgatgct gacaatgtga cgttgagagg aggtgaattg gtattggatg agagaatcct
  3377281 caccaagaca gaacaagaat cttcatcaga cggtggaaat ggggtgctgg gccttggtaa
  3377341 gtggaattgg tctgaaaata aagaggagaa acaacaaacc agtattggca ccaccattac
  3377401 agcgaaaaat aatgcctctc ttgaatcaac tcaagatgat attaaactgt cggctgccac
  3377461 aataaccgcg ggtaaaaatc ttgccatcaa agccaaaaaa gatttacaca tagacggtgc
  3377521 tattgaagag aattcaattc acgactacgg ccataattat aaacatatgg tcaaagatga
  3377581 atcttggaat aataaaacca ccaaacaaac actcaataaa accacacttg aggccggtaa
  3377641 gaatttgggc ctcaccgcag aaaataaaat cacgactcag ggaatcaaag cttctgcggg
  3377701 gggtgacgtc gtaatcgatg ccaacgacgt taagattggg gtacaaaaaa ccagtaatca
  3377761 ggaaacaacc gacggtaaac atgaaagaaa cttgggactc ggtggtgtcg atcacaataa
  3377821 taacgataag tatgcggaaa ccagccatag ctcagaaata accgctgacg gtaatatact
  3377881 catcagcgtg aaagatgacg ttgctattac tggcagtaaa gtaaaagcaa ctaaagatgg
  3377941 ttttgttcaa gctaaagagg gtgggatcaa aatcgataac gccatcagta ccacaaccaa
  3378001 taaagttgat gagcgtacgg gggtagcatt tgatattacc ggcagttcca aaaaagccaa
  3378061 taacagtgaa gaaaaatcta ccggtagcga agtcgtctct gaagcaaacc tgaaaatcat
  3378121 cagtaaaaaa gatgtcgatg tgattggcag cttggtaaaa agcgccggtg aattaggcat
  3378181 tgagacctta ggcgatatca atgtcgccgc tgcgcaggaa aaacaaaaga tcgatgaaca
  3378241 aaaaacccta ctgacaattg atggttttac cagtgatgac ggtaaaaatc agtatcaagc
  3378301 ggggctaaaa gtggaacaca ccagcgagag tgaaaaaacg gagaaagtga taaatcacgg
  3378361 ctctactctc gaggggggca ccgtcaaact ggaggcagac aaagatgtga cattcactgg
  3378421 gtcacaactc aataccacca aaggcgatgc ggatatcact gctgaaaacg tctcttttgt
  3378481 cgctgcacaa gacaccacca ccagcaataa agaaaaagag accgtgggtg tgaatgctca
  3378541 ctataccggt gggatggata aagcgggtag cggtgcgggg gtgagttatg aagagacgaa
  3378601 gacggacagc gagaaatcaa ctgcggtcgt ttcccatact gacgtgaaag gcgatctgaa
  3378661 tctcaacgcc aaacaagaga taactaacca aggcaccgat cataacgtcg aaggcagtta
  3378721 cgcggcgaat gcaactaacg ttaataattt agccgcagaa aacagtgaaa ccaccaccac
  3378781 aaccaccaac actgtcgatg ttaaatatgg tggtaatatc gcttatgacg gtgttactcg
  3378841 tcctgtcgaa aagacgatag aaagtggtaa aaaattggat gttggtggcg ttattgaaaa
  3378901 cgtaggaaat gtcgcgccag attcagtcaa tgccggcgta gacctctccg ttaatgttgg
  3378961 cgaaaaagag aataaatcca gtaattctca agcggtagtg acatcaataa aaagtggtga
  3379021 tatcagcatc acagcaaaag aggatgtcaa ggatcaagga actcactacc aagctgacaa
  3379081 aggtggaata aagattgatg ctgccaacca cacttttgaa tctgcggtta atcgtgctga
  3379141 agaatcagaa aaagtcgtat cgggcggcgt agatatgcga atttatacca ctacgggcga
  3379201 agacatcaat gttgatgcaa aaggtaaggg tgaaaataaa cagcaagagg ttaaggccga
  3379261 gcaggctcaa actggcagca tgaaagctgt tggcgatatt attatcaacg tacaagaaaa
  3379321 cgcccgttat caagggactg atcttgattc tggtgatgga aaaatcgcta tcacagcagg
  3379381 cgaagagatt aaatttgaac aagcaaccag ccacctcagt gaaaaccaca ataagattga
  3379441 tgcaaacgcc aaagcaaact tcggtactaa gccgaacagt aaagactttg gcggcggctt
  3379501 gggcggcggc catagtcaag gcagcaccag tgccgatatt gcccaagtca gccatctaca
  3379561 cggtaagcaa ggcatcgagc tgaacgctgg aaaagattta acactgcaag gtaccgagtt
  3379621 tggcagtaaa aatgccgcta ccggtgatgt tcaacttacc gccggtggaa aagtagactt
  3379681 ccaagcggca cagtcacaaa gttctaagca agatatgacc tggtctgcca gcgtcaaggc
  3379741 aggaaaaagc aaaagtaaca gcaccagtga aaatgatgat ggcacaaaaa cgcatactaa
  3379801 caacaaaggg ttcagcgcag gagcagaagc caacgttaaa aacactgatg agaccagtct
  3379861 tacacatcag ggcggcatta ttaacagtaa tggcgcggtg accattaagg cagacggtaa
  3379921 agatcagcaa gccatccatc tgcaaaatac caacatcatc agtcaagaga ccattctgaa
  3379981 cgcggataat ggcgggatcg taatggaatc ggctcaggat aaagagcaca aaaataactg
  3380041 gaatgttaac accaacctca atggcagcca gaaaaacacc attaaaagcg atgatcaagg
  3380101 tgttgtagat aaagatagcg ccaagaaaat ccataatgcg gccatcaaac tcgatggcgg
  3380161 tgttgataaa ctggactctg tgacgcaaca aaacacccat atcaacagtg ataaggtgac
  3380221 cctgaacagc gctaaaaata ccgaattggc aggcgcagta ctccaggcta accagattag
  3380281 tgggcaaatc ggtggggatc taaacgtcat tagccgcgaa aacagactca ataaagtcaa
  3380341 tgtttctgcc gcacttggcg gcagccacag taatgcaaaa caagacagtt tgatcagcca
  3380401 ggtagcgaat gccagcccaa ttatgtctga taaaatcaag aataaactgg aagagaaatc
  3380461 taccaagatc ttcgacaaag tcgaaaataa attcaacacc ttaggaaaag aaaaggacga
  3380521 tagcgtccag accatcagct ataccaaaga cggtcaaaca gtgaagatca gcgaagccga
  3380581 tgagaagaag gaaaccaaag ataaatggtg gcagaaaggg gctaaatctg tcggtaagaa
  3380641 aatcaaaagc gcggtacagg atgaacaagt cgtcgggggt aacggcagcg tcaaagcgaa
  3380701 cgtagaggtt gtcgagagcc aaggggttga ggagcaatca gctatccggg gtacacagaa
  3380761 tgtggatctg accgttaagg gtaaaactga cctggttggc gggaaaatat ccagtaaaaa
  3380821 ttcggatgtt aagctaaaaa ccaatgggtt agagacgcag gatatcaacg ggaaatatac
  3380881 cgaagggggt gcacgattga acgcttcttc atcggttatg gatatgatta gcgatggcgc
  3380941 taaggatgta atggatggca aggcaccgct ggtcagtgga catggtaaat ctgaacagaa
  3381001 aaatgcaacg ggtggtatca ccagagaatg atcaatccat taattaaact gtaatatcga
  3381061 aggggataaa ccaatcacgg tttatccccc tcgttagatc aacattatct cgcctttaaa
  3381121 cgcacatcaa tccgcatcgt aacccagatt aggggctagc cagcgttcaa cttcggcagt
  3381181 gggcatccct ttacgggcgg cataatcctc aacctgatca cgctgaattt gtgctacggc
  3381241 aaaatatttg ctgtctgggt ggctgaaata ccaacccgat accgaagccc caggccacat
  3381301 ggcgtaggat tcggtcagtt tcataccggt gtgggtttcg acatccaaca actgccaaat
  3381361 ttggcctttc tcggtgtgct ccgggcaagc gggatagccc ggtgccgggc ggatcccctg
  3381421 ataattttcg cgcaccaact cttcgttgct cagattttcg ttcggtgcaa aaccccaata
  3381481 cactttacgt actcgctcat gcagatactc ggcaaaggct tcggccagac ggtctgataa
  3381541 tgccttaatc atgattttat tgtagtcatc atgttgcgca tcataagcat cggccaatgc
  3381601 gtcttcttcc aagccaccgg tcaccgcaaa cgcaccaaaa taatcggctt taccactgga
  3381661 tttaggcgcg acatagtcag ctaaacagta gttcgggaag tcggtttttt cggtctgttg
  3381721 gcgtaaatga tagctgatgg ccagtacctc atctcgccgc tcatcacggt aaatttcgat
  3381781 atcatcgccg acgctgttag ccgggaacag accaaccacg ccttttggat gcagcagatc
  3381841 ctcggcggac aatttatcca acaaagcatt ggcgtcggcg agcaggcgct tggcctcctc
  3381901 ccccaccacc tcatcttcta aaatgcgcgg atacttgcct gccaacgacc aggtcataaa
  3381961 gaatggcgtc cagtcgatat agttgcgcag agtttcaata ctggcctcca ccacctgtac
  3382021 ccccaattta tgggccactg gcggagtgta gttctcccaa tcaatcaccg ttgggttatt
  3382081 ccgtgcagcc tgcaaactga ccggcggggt gcgcggtttt ttacgggcgt gttggatacg
  3382141 tacagtctca tattctttgc gggtttttgc cacaaatgcc tcccgttgcg tatccgatag
  3382201 caacgcggat accacgccca cactgcgcga ggcgttagag acatacgtgg tggaaccgct
  3382261 ataattttgt tcaatcttga ccgcggtgtg agctttggat gtcgttgcgc caccaatgag
  3382321 caacggcagc gtaaagcctt ggcgctccat ctctttcgcc acgttaacca tctcgtccag
  3382381 cgacggggta atcagaccag acaggccgat aatatccacc ttctcttccc gtgcagtgcg
  3382441 cagaattttt tccgtcggca ccatcacgcc cagatcgatg atttcatagt tattacactg
  3382501 caaaaccaca cccacgatgt tcttgccgat gtcatgcaca tcgcctttga cggttgctaa
  3382561 taagatttta ccggcggtgg tacccttctg cttactggct tcaatataag gttcgagata
  3382621 ggccaccgcc tgtttcatta ccctggctga ttttacaacc tgtggcagga acatttttcc
  3382681 ttcaccaaac aagtcaccaa ccacattcat cccagacatt aacggccctt caatcacttc
  3382741 aattggccga tctgcctgct ggcgcgcttc ttcggtatcc agctcaataa attcagtaat
  3382801 gccttttacc agcgaatact ctaaccgttt caccaccggc caaccacgcc attctgcttg
  3382861 ctggatcgcg acctcgccac ttttactgtc acggtatttt tctgctaaat ccagcaggcg
  3382921 ctcagtactg tcatcacggc ggttgaggat cacatcctcg accgcatcac gtaattcatc
  3382981 agacaggtcg tcataaatcg ccaattgacc ggcgttaaca atccccatat ccatgccatt
  3383041 gcgaatagcg taatagagga acactgcatg aatggcttca cgtactggat cattccctcg
  3383101 gaaagagaag gaaacgttgg agacaccgcc agaaatcagc gcgtgaggca actcggcttt
  3383161 gatatcggca caggcttcaa taaaatcgac ggcataattg ttatgctctt caatccccgt
  3383221 cgctacggca aaaatattcg gatcgaagat aatatcttct ggtgggaaac cgacggtttc
  3383281 cgtcaatatt ttatacgcac ggcggcaaat ctcgattttg cgtgcgcggg tatcggcttg
  3383341 cccggtttca tcaaaggcca tgaccaccat ggcggcacca taacggcgta ccagtttggc
  3383401 gtgatgaata aaggcatcaa cgccctcttt catcgaaatg gagttcacga tgcctttgcc
  3383461 ttgaatacat ttcaggcctt tttcaatcac atcccacctt gaggagtcga tcataatcgg
  3383521 caccctggca atatcaggct ccccggcaat cagattaagg aaacgcacca tggccgcttc
  3383581 ggcatccaac atgccttcgt ccatgttgat atcgatgatc tgcgcgccgc tttcgacctg
  3383641 ttggcgggca acatccagcg cctctccgta cttctcttct tttatcagcc gtttaaagcg
  3383701 tgccgaaccc gtgacgttgg tccgctcacc gacgttcaca aacagggtat tggcatcgat
  3383761 agtcagtggc tccagcccgg ccaaacggca ggcaaccgga atatcaggca acgggcgcgg
  3383821 aggcacccca gcgacagcgt tgaccatcgc cgcaatatgc cggggtgtgg taccgcagca
  3383881 accgccgaca atattcaaaa atccggcacg tgcccactcg ccaatctgct cagccatctc
  3383941 tttggcttcc agatcatatt caccaaaagc attcggcaaa ccggcattcg ggtgcgcact
  3384001 gacataatat tcagagatac gcgataactc agcaacatat tggcgcagtt catccggccc
  3384061 cagcgcacag ttcagaccaa acgacagcgg tttgacatgg cgcagcgagt tataaaaagc
  3384121 ttccgtcgtt tgaccagaca gcgtacggcc ggaggcatcg gtaatggtgc cggaaatcat
  3384181 caccggcaac agcacgccca tcacttcgaa ttcgctttca accgcaaagg tcgcggcctt
  3384241 cgcattcaac gtatcgaaga ccgtttcgat cataattaaa tcaacacccc cttcaatcag
  3384301 cgcgcgggta gactcacgat aggcctcgac caactgatca aaactgacgt tacggaacgc
  3384361 cgggtcatta actttagggg agatggaggc agtacggttg gttggcccca gcaccccggc
  3384421 aacataacgt ggtttttctg gcgtgcgggc gctccattca tcggcacaga tacgggccag
  3384481 acgggcggct tcatagttaa tttcagccga cagtgacgcc atctgatagt ccgccatcgc
  3384541 aatggaggta gagttaaagg tattggtttc gagaatgtca gcaccggctt caaggtaggc
  3384601 attatggatc gccgtgatga cttctggctt ggagagcacc aagaggtcat tgttaccttt
  3384661 taggtcactt gcccagtcag caaaacgcgc gcctcggtaa tctgcttctt ctaatcggta
  3384721 gctctggatc atggtgccca taccaccatc cagtaccaaa atgcgttgcg ccaactgctg
  3384781 gtgcaattcc ttgaccttat tatcgattac tgtatccacc acattcgcct cttcacccta
  3384841 ttgcctgccg tgtccggacg acacgccgca aaactaatcc gtcatcctag cacaagttgc
  3384901 aaacgtaatg agtccgctca cagttgagac tttttcaggt agaaaagtcg actcatcgga
  3384961 tgagtatttt tagcggttta catgcataat tgaaaaacga aaatgaattc cataaaaata
  3385021 tttgaggggc tgatttatgg cgttaccgat tccgattaaa cggggaaaga aacccaaggc
  3385081 agccacacag aatacacctg cagcaacggg ccaagttcaa tcattgactc gcggccttaa
  3385141 attgctggaa tatatttccg aatctgatgg gaacgtcgcc ctgactgatt tagcccaaca
  3385201 ggcgggatta cccaattcga ccacccaccg tttactcacg accatgcaac agcagggttt
  3385261 tgttcgtcag gtcggcgatt tagggctatg gaccatgggg gcccacgcct ttattgtcgg
  3385321 gagcagtttc ctgcaaagcc gtaatttact ggcgatggtc cacccaatgt tacgccgttt
  3385381 aatggatgaa tctggcgaaa ccgtcaattt ggcggtactc gatcacagcg attaccaggc
  3385441 aataattatc gatcaagtgc aatgtaccgc gctgatgcgg atgtccgcac caattggagg
  3385501 caagctcccc atgcatgcct ccggggcagg caaagccttt ctctccaccc tgccggacga
  3385561 tcaactggtt cagttgttac ataaaaaggg gttgcacgct tacacccagc acacccgtac
  3385621 caatccaacc agcctgaaag aaaatctagc gctgatccgc aagcaaggtt attcatttga
  3385681 tgatgaagag cacgccctcg gcctacgttg tatcgccgcc tgcttgttcg atgagcacca
  3385741 cgaagccttc gccgcgattt ctatctccgg cccaatatca cggatcaccg acgatcgcgt
  3385801 caccgagctg ggtgcactgg tcatccacgc ggcgaaagag attacccaat cttacggtgg
  3385861 gggaaccggg gttaaataat agaatgaaaa ataaaggaaa aatttgtcgt tcggcgagaa
  3385921 caggccgatc gtaaagacgc gataaataga ggcgtagcga gctacgttaa tctgagtacg
  3385981 ttcagcgcgc agtcgccgtt aatttaaagc ccgctgggag aagcgttgct ttcgtctata
  3386041 agcaaaaaca tcctccacat gcccatcccg gatacgctgc tgcaagccgc gccaataact
  3386101 ggcctggaac agatcgccgt gcatctcctc aaaaaagtgc ctgactttcc ggtcactgca
  3386161 taagaaatgg cgaaactctt cgggaaaaac atcattagga gacacgctgt accacggctc
  3386221 actggccatc tcatcttcgg gataacgcgg tgggggaata tcgcggaaat taacctcggt
  3386281 catataacaa atttcatcat aatcgtagaa caccacccgc ccatggcgcg tcacaccgaa
  3386341 gttcttaaat aacatatcac cggggaaaat attggccgca gccagttgtt taatggcgtt
  3386401 accatattcc tcaatagcat ccttcaactg ctgatcatct gcctgctcca tatagagatt
  3386461 taacggggtc atccttcgct ccatatacag gtgcttaatg acgatcttgt cacctaaatc
  3386521 ctccagtttt tcgggtactt catgttgcaa ctccgccagc agttctgggc tgatacggtg
  3386581 cttatcaatc acaaaatttt catactcttg ggtatccgcc atgcgcccta cccggtcatg
  3386641 ttctttaact aattgatagc attctaaaac tcgtgcttga gtgacctctt tttgtggtgc
  3386701 aaattggtct ttaatcacct taaatacccg atcaaatgac ggtaaggtaa agaccaacat
  3386761 caccatgcct ttcaccccag gtgcaataat aaactgttca ctggattgat gaataaaagc
  3386821 caaatactcg cgataactct ctgttttacc gtgtttctga cagccaatcg ccgtatacag
  3386881 ctcagcggta gatttacccg gtaatatttc ccgtaaccat tccaccattg cagccggcag
  3386941 cggcacatag accataaaat aagaacgagc gaagccgaac acgatactgg cctccgcttt
  3387001 gctggtcaga caggtatcaa taaatagctc accagactca ttgtgatgaa taggtaacaa
  3387061 gaaaggatag atgtcaccgt tcagcctcaa tttacccacc aaccaagcgg ccttattgcg
  3387121 gtaaaacaac tcattcgcta tttgaaaatg cgcactggct agctgctcat cggtaaaggc
  3387181 ttgccgtatg gccatcacga tataatcaat gtctcgcgac aaattttccc aatgtaagcg
  3387241 cagtgataaa tcattaagca ccatctgcaa cataccactg agatcccctt tagggatgaa
  3387301 atcgcgggcc agaggccgtg ggatctcacg gaagcgccgc tcaggctgag agctaaaaac
  3387361 aaacaactta tcgggcgtta aatcgcggtg tttaaataaa cggcaataaa ccgaattaaa
  3387421 aaagctttcg gcgatttcga agcgcggata atccggtagc agcccggtat aaatttcttt
  3387481 cacccgcgcc aaaaattcca catcaaaatg gcgttgatcc gtaatgtatt tcagttgctc
  3387541 aaccactaaa cccacatggt gatcataaag gtgaatacgc tttttcatcg cctgctgtac
  3387601 cgcatgccaa tcggcctgct caaaacggtg ttgagcaccg gcagtgacct ccagaaaacg
  3387661 gccatattgc gcatcaaatc cctgcaaaat ggtctgagcg ataagttgtt ctagctttgc
  3387721 caccatgctg ccccctaccg tacaaaacgg agcctgcata agcaggctga ggttattgac
  3387781 aaagtgcccg cgacggagag aacaggcaga tcgtaaagac gccgtaaata catccatgta
  3387841 ggctcgagcc gcgccatcct tggcgcggac gctttactcc tctgcctatc ctcaccgttc
  3387901 aagatcgcgt catcggggtt tgtcagcagt ctgagcctgc ataagcaggc tcctgataag
  3387961 accacactca ctcaatcgtg gctaaaactg ctgctcttcc gtcgaaccgg tcagtgccgt
  3388021 tacagatgat gcgcccccct gaataatatt ggtgacttta tcgaagtagc cagtccccac
  3388081 ttcttgctga tgggaagcaa aggtgtagcc gcggtccaca gaggcaaact caggttgctg
  3388141 gactttctca acgtagtgtt tcatgccttc accctgcgca tacgcatggg ccagatcgaa
  3388201 catgttgaac cacatgctat gaatacccgc cagcgtaata aactggtatt tgtagcccat
  3388261 ggcggagagt tcatcttgga agctggcaat ttgctggtcg gtcagattct tcttccagtt
  3388321 aaaggagggt gaacagttat aagccagtaa ttttccgggg aattgagcat gaacagcatc
  3388381 ggcaaaacgt ttggccagag ccagatcagg tgtcgaggtt tcacaccaca ccaaatcagc
  3388441 ataaggggca tacgccaggc cacggctgat cgcttgttca ataccggcac gggtgcggaa
  3388501 aaaaccttca gcagtacggt cgccggtaat aaactcccgg tcataggggt cgcaatctga
  3388561 ggtcaataaa tcagccgcat ccgcatcagt cctggcaatc aacagcgttg gtacacccaa
  3388621 gacatctgcg gctaaacggg cagcaaccag cttttgaatg gcctcttgtg tcggcaccag
  3388681 taccttaccg cccatatgcc cacacttttt cactgcggcc aattggtctt caaaatgaac
  3388741 ccctgccgcc cccgcttcaa tcatcgcttt cattaattca aacgcgttca gcacaccgcc
  3388801 aaaacccgct tccgcatccg cgacgatcgg taggaaatag tcggtatagc ctttactacc
  3388861 tggctcaata ttattcgacc actgaatttg atcagcgcgg cggaagctat tgttgatacg
  3388921 tttcaccacc gcaggcacag agtcgaccgg atacagtgac tgatctggat acatgctaga
  3388981 tgccgtatta gcatcagccg ccacctgcca tcccgacata taaatggctt caacaccggc
  3389041 tttcgcctgt tgtagcgcct gaccaccggt taatgccccc agacagttga tatacccttt
  3389101 acgcgacccg ccgtgcagca attcccacag ttttttggca ccattttgtg cgaacgtaca
  3389161 ttctggattg accgaaccac gcagcttgat gacatcttcg gcgctataag gccgagtgat
  3389221 atttttccag cgcggcgatg tccattcctg ttccaactgc tgaatttgtt gagtacgaga
  3389281 gatcgtcatg gcgatgttcc ttataattca attttgtagg gttcaatagg atggctcagg
  3389341 caagcaatgc atagcccggc aacgtcagga agtcgataag ctcgtcttgt gttgtaatac
  3389401 gctccatcaa gcgtgcagct tcttcaaacc gcccgcgatc aaaacgctct gcgccaagct
  3389461 caagcttcac aacctgaatt tcttcactca acatgctgcg gaacagctct ttagtcaccg
  3389521 tctggccatt actgaggctt ttctgatgat gtatccattg ccagatagaa gtgcgggaaa
  3389581 tctctgcagt agccgcatcc tccatcaagc cataaatcgg cacacaacca ttacccgata
  3389641 tccatgcttc aatgtactgc accgcgactc tgatattggc ccgcatccct gcttcagtgc
  3389701 gctcgccaga acaaggttcc agcaactcag cggcggtgat aggtttatcc tgttcgcggc
  3389761 taacctctaa ttgattaggc cgagaaccta atactttgtt aaaaacgtcc atcaccgtat
  3389821 ctgccaagcc cggatgcgcc acccaagttc catcgtggcc gttactggct tctaactctt
  3389881 tgtcggcacg aactttatcc aacaccaact tattcttttc tgcgtcttta tccgggatga
  3389941 aggcggccat tccccccatc gccaaagcgc cacgtttatg gcatgtcttg atcaacaaac
  3390001 gggaatacgc gctaagaaaa ggtttattca tcgtgactga ctggcgatct ggtaacacgc
  3390061 ggtcagggtg gtttttcaat gtttttatat agctaaagat atagtcccag cgcccacaat
  3390121 tcagaccaac aatgtggtgg cgcaggtggt agagaatttc atccatttgg aaaacggcgg
  3390181 gtaatgtctc aattaatacc gtcgccttaa tggtgccctg cgatagacca aagcgctgct
  3390241 cggtaaaatt gaacacatcg ctccaccaag cggcttcctg gtatgactgc atcttcggca
  3390301 aatagaaata agggccgctg cccttcgcca gcagttgctg atagttatgg tagaaataca
  3390361 aagcgaaatc gaataaacca ccgggaatcg cctcgtcctg ccatttaaca tgtttttccg
  3390421 gtaagtgcag gccacgaaca cgtgcaatca ataccgcggg attaggtttt aattgataga
  3390481 ccttgcccga ttcattcgta taggaaattg tccctttcac cgcatcatgt agattaattt
  3390541 gaccatcaat cactttatcc caactgggtg ccagtgaatc ttcgaaatcc gccataaaaa
  3390601 cttttacgtt ggcattaagc gcattgatca ccattttccg ctctactggc ccggtgatct
  3390661 caactctacg atcgcgtaag tcagcaggaa taccttggat tttccaatca ccatcacgaa
  3390721 tggaattagt ttccaaaata aaatcgggta acgccccctg atcgatggtt tgctgccaag
  3390781 atgcccttgt ggcaaggagt tggttacgcg attcgctaaa tttcaccact aattcggtta
  3390841 gaaactcgat ggctttatcc ggtaaaacct gccgctcagc agcattaaaa ggctgggtga
  3390901 aaactaactc tgtgcccgct aactgttgtc tcattgctat tccccttccc aatgttactg
  3390961 ctgccacctt aacgctgacc tcgcgtcact cttggattat catcaggtaa cgtgtccctg
  3391021 ccagtaaaaa aggcagaatt ttatggttat ttttcacccg acagaaataa gaataatcaa
  3391081 ttaattcata aaatcaaaaa cgatttccat ttttatggaa aatatttttt taatctttat
  3391141 ttatcatatc gttaacatct aggagggatt ggaaatgata ggaatcagat tccattattg
  3391201 atttttaatg gctataactc attgtttaga aaagagatcg gaccagattt agggagggaa
  3391261 aaaggtaatt ggaagggaag aaaataatag gcggcctcga ttcagccgcc ataattagca
  3391321 tctatgcgac gatgaacatc gagaagggga aaaatcaatc aagggtagga ttcatatgtc
  3391381 gcaaatcaaa tggcgtaatt tggtaaacat agtagttgag ccaattggca aacagtagat
  3391441 gcccatgact gcgccatgat gcttttggtc gtaacgatgc atcgtcagaa gggaaataat
  3391501 taagaggaac ttgtgggtta aggcctgcag ccagatcacg ctgatattca cccgctaacg
  3391561 tatcgacatc atactcggga tgaccggtaa caaaagccac ccgcttatct ttactggcaa
  3391621 acagataagc cccagcctct tctgacgaca ctaagatatc caaatcagta tattgttgaa
  3391681 ggacttcaac gggaaaatca gcatagcggg aatgaggagc cagaaatgtt tcatcaaaac
  3391741 cacgcgtcaa taaggccagc ggttcgagtg tttgatgctg atagatacca gagagtttga
  3391801 cctcgcgcgt catcttcggg atgccataca agatatttaa cgccgcctgc accgcccaac
  3391861 agacaaatag agttgatgtc acatgctctt ttgcccaggc aataatacgt tcaatttgtg
  3391921 gccaataagc cacatcacag aaatcgacta aacccagagg agcgccggtt acgatcaagc
  3391981 catcaaaatt ctggtcctga atgtcctcaa aatcgcagta aaagttgttc agatgctccg
  3392041 taggcgtatt tttagactca cgactatcaa ccctcaacaa ttgaatatca acctggagtg
  3392101 gcgagttaga gagtaaacgt aggaattgat tctccgtctc aattttttta ggcatcagat
  3392161 ttaaaatcaa taccttcagg ggccgaattt cctgagtttt agcacgcgat gaagccatca
  3392221 caaaaacatt ctcattgcgc aagaaactca ctgcaggtaa ttcatcagga acccgaattg
  3392281 gcatgcctac atcctcaata tatccgttta tacgtttaga cttctagatg cctgaagata
  3392341 gcggatctta gatgaaaagt cgagcgaact gtaacaacct gaaaatgttt catcgcgaca
  3392401 gtgagttcat tacagtgagt ttatataagg cgggaaaggg ggcactagag aatagcttta
  3392461 aattgcttat cgtatataac gttgcttatc gcatatattg tttgggtaaa gctatcaact
  3392521 tcaggacact cattagtatc aacaccagta taaggtgtct gcttaacagc ttaaatttta
  3392581 aactcatcag tgacattttt atcggaatca tattgcccat ttgacggcaa ttgtgtggca
  3392641 acaaagtatc tgtgggaagc ggagcgattc acgactaaca aaatcagaca aagggaaaat
  3392701 atgctgttga agccgtagtg ccgtaagcca ccgaagtgcc cttaagtgcg gtaattcctt
  3392761 tgttcagcgg actataaaac agatttttta tcaatggaga ggataggcaa gatcgtaaat
  3392821 acgccatatt ttctgagcct gtccataatt ctgtgtaact gccaccgtat taaaggtgat
  3392881 cgctcaggcg gtcaccgaac tcgataataa aacggctcat cgctaaccgc cagttctgga
  3392941 tcggcatact ccattttttt gatgcatcct tgatcgccaa ataaacaacc ttccgcactg
  3393001 agtcgtctgt cgggaacact ttgcgctttt taatggctgc acggatcacg ctgttcaccg
  3393061 attcgatggc attcgtggtg tagatagcct tgcggatatc gggcggatag ccgaagaatg
  3393121 tattgagatt ttcccagtgc gtacgccaac ttttgctaat ttgcgggtat ttgtcgtccc
  3393181 aggcctccgc aaacttatcc agcgccatca gcgccgcctc ttctgtcgga gcctgataca
  3393241 ccattttcaa accgctggtg acggctttat agtccttcca tgacacatat ttcaggctgt
  3393301 tgcgtaccat atggatgatg cacagctgga tatgagtctg cggataaaca ctgtttatcg
  3393361 catccgggaa ccccttcagg ccatccacgc aggcaatcag aatgtcctga agaccgcgat
  3393421 tttttagctc tgtcagcaca cttagccaga acttcgcacc ttcattttct gccagccaca
  3393481 tgcccagcag ctctttctga ccttcagtgt tgatgcccag cgctaggaac actgctttgt
  3393541 ttatcacgct accgttctgg cggactttta cgacaatgca gtccatataa acaatgggat
  3393601 acagagcatc cagttggcgg ttttgccatt cagcaacctg ctcttttacg gcatcggtga
  3393661 ctttagatat cagcgtggga gacacatcgg cgtcatacat ctctttgaag gtggcgacga
  3393721 tttcgcgggt ggtcatgcct ttggcgtaca gggacaaaat ctggctgtcc atctgtgtga
  3393781 tacgcgtctg atttttcttt atcagctgcg gttcaaaggt gttttcgcgg tcgcgtggcg
  3393841 tattcagctc gatttcgccg tcgtcgcata gcagtgtttt ggacgaatag ccgttgcggg
  3393901 tattcgagcc tgatttaggg gtatttttct cgtgcccgag gtgttcggta agctctgcat
  3393961 ttaacgctgt ttcgacggta agctttgtta gcatacgaga aaatgcatta aggtcggctt
  3394021 cggttttaag acctttagcc agttcagccg caagtgcttt aagtttcttt tcgtccataa
  3394081 tttgcctgtc tccgttgttg gagtgaagat atcaaaaaca ggcaattaca caatattgtt
  3394141 tacagtctct attttctata ttaaaataac gttgataggg gctagaatta cgctatatat
  3394201 gaacgtctta cgcctccttg cctattctta ccgcttaacc acttaaccac tcaagatcga
  3394261 gtcactagag tttgttaaaa ctatttagga cggatcgcaa aaacagaaaa ggccacccta
  3394321 atggatggcc tttctgttta tttgatacct ggcagtgtcc tactctcgca tggggagacc
  3394381 ccacactacc atcggcgcta cggcgtttca cttctgagtt cggcatgggg tcaggtggga
  3394441 ccaccgcgct attgccgcca ggtaaattct tttctactac tgccgaattt aatccatgta
  3394501 actggtgctg atacccagag tcgaactggg gacctcaccc ttaccaaggg tgcgctctac
  3394561 caactgagcc atatcagcac aactaaattt gatgcctggc agtgtcctac tctcgcatgg
  3394621 ggagacccca cactaccatc ggcgctacgg cgtttcactt ctgagttcgg catgggatca
  3394681 ggtgggacca ccgcgctatg gccgccaggc aaattctgtt ttaattaacc cgcaaacaag
  3394741 caacacttgt cagccagtca acacaatctc ggaacgacgc tgaaaatctc tctcaattca
  3394801 aaacaccttc ggtgttgtaa ggttaagcct cacggatcat tagtactggt tagctcaata
  3394861 catcgctgca cttacacacc cagcctatca acgtcatagt ctttaacgtt ccttcagggg
  3394921 actttaagtc ccagggaaga ctcatctcga ggcaagtttc ccgcttagat gctttcagcg
  3394981 gttatctctt ccgaatttag ctaccgggca atgccattgg catgacaacc cgaacaccag
  3395041 tgattcgtcc actccggtcc tctcgtacta ggagcagccc ctctcaatct tccaacgccc
  3395101 acggcagata gggaccgaac tgtctcacga cgttctaaac ccagctcgcg taccacttta
  3395161 aatggcgaac agccataccc ttgggaccta cttcagcccc aggatgtgat gagccgacat
  3395221 cgaggtgcca aacaccgccg tcgatatgaa ctcttgggcg gtatcagcct gttatccccg
  3395281 gagtaccttt atccgttgag cgatggccct tccattcaga accaccggat cactaagacc
  3395341 tactttcgta cctgctcgag ccgtcactct cgcagtcaag ctagcttatg cctttgcact
  3395401 aacctcacga tgtccgaccg tgattagcta accttcgtgc tcctccgtta ctctttggga
  3395461 ggagaccgcc ccagtcaaac tacccaccag acactgtcct caccccagat catggggccg
  3395521 agttagaaca tcaaacatta aagggtggta tttcaaggtt ggctccatgc agactggcgt
  3395581 ccacacttca aggcctccca cctatcctac acatcaaggc tcaatgttca gtgtcaagct
  3395641 atagtaaagg ttcacggggt ctttccgtct tgccgcgggt acactgcatc ttcacagcga
  3395701 gttcaatttc actgagtctc gggtggagac agcctggcca tcattacgcc attcgtgcag
  3395761 gccggaactt acccgacaag gaatttcgct accttaggac cgttatagtt acggccgccg
  3395821 tttactgggg cttcgatcaa gagcttcgcc ttgcggctga ccccatcaat taaccttcca
  3395881 gcaccgggca ggcgtcacac cgtatacgtc cactttcgtg tttgcacagt gctgtgtttt
  3395941 attaaacagt tgcagccagc tggtatctgc gactggcttc agctccagga gctagtcctt
  3396001 tcacctaacg ccagcgtgcc ttctcccgaa gttacggcac cattttgcct agttccttca
  3396061 cccgagttct ctcaagcgcc tgagtattct ctacctgacc acctgtgtcg gtttggggta
  3396121 cgattaatgt tacctgatgc ttagaggctt ttcctggaag catggcatca actgcttctg
  3396181 caccgtggtg catcgtcatc acgcctcagg gttgataagc aaccggattt acctggtcac
  3396241 tccccctaca cgcttaaacc gggacaaccg tcgcccggcc agcctagcct tctccgtccc
  3396301 cccttcgcag taacaccaag tacaggaata ttaacctgtt tcccatcgac tacgcttttc
  3396361 agcctcgcct taggggtcga ctcaccctgc cccgattaac gttggacagg aacccttggt
  3396421 cttccggcgt gcgggttttt cacccgcatt atcgttactt atgtcagcat tcgcacttct
  3396481 gatacctcca gcaaccctca caggtcacct tcaacggctt acagaacgct cccctaccca
  3396541 acaacaccta agtgtcgctg ccgcagcttc ggtgcatggt ttagccccgt tacatcttcc
  3396601 gcgcaggccg actcgaccag tgagctatta cgctttcttt aaatgatggc tgcttctaag
  3396661 ccaacatcct ggctgtctgt gccttcccac atcgtttccc acttaaccat gactttggga
  3396721 ccttagctgg cggtctgggt tgtttccctc ttcacgacgg acgttagcac ccgccgtgtg
  3396781 tctcccgtga taacattctt cggtattcgg agtttgcatc ggtttggtaa gccgggatgg
  3396841 ccccctagcc gaaacagtgc tctacccccg aagatgagtt cacgaggcgc tacctaaata
  3396901 gctttcgggg agaaccagct atctcccggt ttgattggcc tttcaccccc agccacaagt
  3396961 catccgctaa tttttcaaca ttagtcggtt cggtcctcca gttagtgtta cccaaccttc
  3397021 aacctgccca tggctagatc accgggtttc gggtctatac cttgcaacta gacgcccagt
  3397081 taagactcgg tttccctacg gctcccctat tcggttaacc ttgctacaaa atataagtcg
  3397141 ctgacccatt atacaaaagg tacgcagtca caccacgaag gtgctcccac tgcttgtacg
  3397201 tacacggttt caggttctat ttcactcccc tcgccggggt tcttttcgcc tttccctcac
  3397261 ggtactggtt cactatcggt cagtcaggag tatttagcct tggaggatgg tccccccata
  3397321 ttcagacagg atgtcacgtg tcccgcccta ctcatcgagt tcacagcctg tgcattttgg
  3397381 tgtacgggac tatcaccctg taccgtgcga ctttccagac gcttccacta acacacaaac
  3397441 tgattcagac tctgggctcc tccccgttcg ctcgccgcta ctgggggaat ctcggttgat
  3397501 ttcttttcct cggggtactt agatgtttca gttcccccgg ttcgcctcgt tagactatgt
  3397561 attcatctaa cgatagtgca acgtattgca ctgggtttcc ccattcgggt atcgtcggtt
  3397621 ataacgcttc atatcagctt accgacgctt ttcgcagatt agcacgccct tcatcgcctc
  3397681 tgactgccta ggcatccacc gtgtacgctt agtcgcttaa cctcacaacc cgaaggtgtc
  3397741 ttgtcattgc tgacagtaca tcttgtgttg cgattatttg agagactcta ttacaggtta
  3397801 ctctttaccc caatacatct acggcggggt aaatttcagc tgtaatgttt caattttcag
  3397861 cttgttccag attgttaaag agcaatatcg taaacacgac ttggtaaagt catctttacg
  3397921 ttattttcag ttcataaaga accggtgata atgtctttca ctcattatcg gattggcgtc
  3397981 cccaagggga ttcgaacccc tgttacagcc gtgaaagggc agtgtcctag gcctctagac
  3398041 gatggggaca cgaaaatacc gatcaaaccg aattcaaccg tttcgtatca gcatgagtcg
  3398101 aaactcataa catcaacagg tgctcttgct cgtttacatt catcagacaa tctgtgtggg
  3398161 cactgcgcaa tgcgtatcgt taggtaagga ggtgatccaa ccgcaggttc ccctacggtt
  3398221 acctgttacg acttcacccc agtcatgaat cacaaagtgg taagcgccct cccgaaggtt
  3398281 aagctaccta cttcttttgc aacccactcc catggtgtga cgggcggtgt gtacaaggcc
  3398341 cgggaacgta ttcaccgtag cattctgatc tacgattact agcgattccg acttcatgga
  3398401 gtcgagttgc agactccaat ccggactacg acagacttta tgtggtccgc tggctctcgc
  3398461 gagttcgctt cactttgtat ctgccattgt agcacgtgtg tagccctact cgtaagggcc
  3398521 atgatgactt gacgtcatcc ccaccttcct ccggtttgtc accggcagtc tcccttgagt
  3398581 tcccaccatt acgtgctggc aacaaaggat aagggttgcg ctcgttgcgg gacttaaccc
  3398641 aacatttcac aacacgagct gacgacagcc atgcagcacc tgtctcacag ttcccgaagg
  3398701 cactttagca tctctgccaa attctgtgga tgtcaagagt aggtaaggtt cttcgcgttg
  3398761 catcgaatta aaccacatgc tccaccgctt gtgcgggccc ccgtcaattc atttgagttt
  3398821 taaccttgcg gccgtactcc ccaggcggtc gacttaacgc gttagctccg gaagccacgc
  3398881 ctcaagggca caacctccaa gtcgacatcg tttacagcgt ggactaccag ggtatctaat
  3398941 cctgtttgct ccccacgctt tcgcacctga gcgtcagtct ttgtccaggg gccgccttcg
  3399001 ccaccggtat tcctccagat ctctacgcat ttcaccgcta cacctggaat tctaccccct
  3399061 ctacaagact ctagcttgcc agtttcaaat gcagttccca cgttaagcgc ggggatttca
  3399121 catctgactt aacaaaccgc ctgcgtgcgc tttacgccca gtaattccga ttaacgcttg
  3399181 caccctccgt attaccgcgg ctgctggcac ggagttagcc ggtgcttctt ctgcgagtaa
  3399241 cgtcaatgat tgagcgtatt aaactcaacc ccttctcctc gctgaaagtg ctttacaacc
  3399301 cgaaggcctt cttcacacac gcggcatggc tgcatcaggc ttgcgcccat tgtgcaatat
  3399361 tccccactgc tgcctcccgt aggagtctgg accgtgtctc agttccagtg tggctggtca
  3399421 tcctctcaga ccagctaggg atcgtcgcct aggtgagcca ttaccccacc tactagctaa
  3399481 tcccatctgg gttcatccga tggcgtgagg ccctaaggtc ccccactttg ctcttgcgag
  3399541 gtcatgcggt attagccacc gtttccagta gttatccccc tccatcaggc agatccccag
  3399601 acattactca cccgtccgcc gctcgccggc aaagtagtaa actacttccc gctgccgctc
  3399661 gacttgcatg tgttaggcct gccgccagcg ttcaatctga gccatgatca aactcttcaa
  3399721 tttaagattt gtttgatttg ctgactttta cttgcgtaaa agcagcggtg ctcaaagatt
  3399781 actttctgca aataggcatc ttgaccgaag tcaaaatgtt tactgctttg gtcactcttc
  3399841 aagacttgat attatttctg cctgccgaaa caggcgtcga tatcgtcttg cgagtgccca
  3399901 cacagattgt ctgataaatt gttaaagagc agtgcgttag caacacttgg ttggtaacgc
  3399961 gaggtgcgca tattacgctt tcctcattca gagtcaacta cttatttcgt tgaatttctc
  3400021 tgttctcttt gccggccact caacgatttg attcgttgtg tgccgtctcg atggatgcgc
  3400081 attataggga gttccacgca gcccgcaacc gctattttca ataaaaatga ctgtttgctg
  3400141 cattccacag caaaaccccg ccttatacgc agttgtgcac aaacttatcc acagattgaa
  3400201 tctgcgctca aaattgacga gcatcacgca atcgttttcg ctacaattcc ccgcgtcgaa
  3400261 aagggtgacc tcatcgacaa aatatcaacg aaatagtctg tagcgcccta ttaattgata
  3400321 gtgaagaact ctgtaattga taatgaagaa aactgcgact ccaaatccaa gggataaaac
  3400381 catgcaacaa cgccgtccaa tccgccgtgc tctactcagt gtgtctgaca aagcaggtat
  3400441 catcgaattc gcccaagcac tttctcaacg cggtatcgag ttactttcca ccggtgggac
  3400501 tgcccgcctg ctggctgatg ctggtttacc cgttaccgaa gtgtctgact acaccggttt
  3400561 cccggaaatg atggatggac gtgtgaagac tttgcatcca aaggtgcatg gtgggatttt
  3400621 aggtcgtcgt ggtcaggatg atggcatcat ggctcaacat ggcattcagc ccattgatat
  3400681 tgtcgtcgtt aatttatatc ccttcgccca gacggttgcc cgcccggatt gctcgttgga
  3400741 agatgcggtt gagaatattg atattggtgg cccaaccatg gttcgctctg cggccaagaa
  3400801 ccataaagat gtcgccatcg tggtgaagag tagcgactac cccgccatta ttactgagct
  3400861 tgataataat gatggttcgt tgacttaccc cacccgcttc aatctggcca ttaaagcttt
  3400921 cgaacacacc gccgcctacg acagcatgat cgccaactac ttcggcacac tggtgccacc
  3400981 ttatcatggt gatacggaac agccttccgg ccacttccct cgcaccctaa atcttaacta
  3401041 tataaagaag caggatatgc gttacggtga aaacagccac cagcaagctg ccttctatat
  3401101 agaagaagat gtcaaagagg catccgttgc cactgcccag caattacaag ggaaagccct
  3401161 ctcttataac aatattgcgg ataccgatgc cgcgctggaa tgcgtgaaag agttcagtga
  3401221 accagcctgt gtgatcgtta aacatgccaa cccatgcggt gtggctatcg gtgattctat
  3401281 tcttgccgct tatgaacgtg cctatcaaac cgatccaacc tcagctttcg gtggcatcat
  3401341 cgcctttaac cgtgaattgg atgcagcaac ggccagcgcg atcatcagcc gccagtttgt
  3401401 cgaagtgatc attgcgccaa cagtcagctc tgatgcattg gcattgcttg cagctaaaca
  3401461 aaatgtccga gtcctgactt gtggccagtg gcaagcacgt tcagcaggtt tagatttcaa
  3401521 acgtgttaat gggggtttgc tggtacaaga acgcgattta ggtatggtga cggcggccga
  3401581 ccttcgcgtg gtttccaagc gtcagcctac cgaacaggaa ctgcgtgatg cgctgttctg
  3401641 ctggaaagtg gctaagtttg ttaaatccaa tgcgattgtc tatgcccgcg ataacatgac
  3401701 aatcggtata ggtgccggcc aaatgagccg cgtgtactct gcgaaaatag ccggtatcaa
  3401761 ggccgcagat gaagggctgg aagtggctgg ctcagccatg gcctctgatg ccttcttccc
  3401821 gttccgtgat ggtattgatg ccgccgcggc tgtgggcatt acttgtgtca tccaaccggg
  3401881 cggctcaatt cgtgatgatg aagtcatcgc ggctgctgat gaacacagta ttgccatgat
  3401941 cttcaccgac atgcgccatt tccgtcatta attaaccctc ttatatagga aggggcgctt
  3402001 gatgatgtgc cccttcacgg agtcatccag atgaatattt tgataattgg taacggcggt
  3402061 cgtgaacacg ctctgggctg gaaagccgcc caatctcctt tagcggacaa aatttatgtt
  3402121 gcaccaggta atgcgggtac agcactggaa ccgaccttag aaaatgttga tatcgccgcc
  3402181 actgatattg ccggtttact ggcctttgct caaagtcatg atatcggcct gacgattgtt
  3402241 ggcccagaag cccctttggt gatcggcgtg gttgatgcgt tccgcgctgc tggtttagct
  3402301 atttttggcc cgactcaggc tgcggctcaa ttagagggtt ctaaagcctt caccaaagat
  3402361 ttcctggccc gtcacaacat tccctctgcg gaataccaaa actttacaga tgtcgaggcc
  3402421 gcattggcct atgtgcgtca aaaaggtgcg ccaatcgtta tcaaagccga tggtctggcc
  3402481 gccggtaaag gcgtgattgt tgcgatgacg caggaagaag ccgaaaccgc cgtgaatgat
  3402541 atgttggccg gtaacgcttt tggtgatgca gggcaccgta tcgtggtgga agagttcctt
  3402601 gatggcgaag aagccagctt tatcgtgatg gttgatggcg aaaatgtttt gccaatggcg
  3402661 accagtcagg atcataagcg agttggcgat ggtgataccg ggccaaatac cggcggaatg
  3402721 ggtgcttatt ccccagcccc cgtggtaaca gatgatgttc accaacgggt catggatcag
  3402781 gttatttggc cgaccgtgcg tggtatggcg gcggaaggta atatttacac cggtttcctc
  3402841 tatgctggcc tgatgatttc agccgatggg caacccaaag tcattgagtt caactgccgc
  3402901 tttggcgatc cagaaacgca gccaatcatg ttgcgtatgc gctccgattt ggtcgaactg
  3402961 tgtttagccg gtacacaagg caaactaaat gaaaaaacct cagactggga tgagcgccca
  3403021 tcactggggg tcgttttagc cgctggcggt tatccagcag attaccgcca gggtgatgtt
  3403081 attcatggct taccacagca agaagtcaag gatggaaaag tcttccacgc ggggaccaag
  3403141 ctgaatggga atcatgaagt tgtcaccaat ggtggccgcg tcttgtgtgt cactgcactc
  3403201 ggtgaaaccg tcgcgcaggc gcaacaatat gcctatcagt tagctgaggg gatccagtgg
  3403261 gaaggggttt tctgccgtaa agatattggt tatcgagcga ttgctcgcgg taagtaaagg
  3403321 ctcactgtct ttaaaagggt acagtctagt gcgctgtgcc ctacttattg cggatcataa
  3403381 tcgattactg gctatcttat gacgctgcac cgctgataac cagcagctta taggtcattg
  3403441 gttaacttat aggtcattgg ttaacttata gctcatcggt aacttacagg ctgcctgcct
  3403501 gaggttccca acggcagaag tcctgattcg cgaccagcag aagttgttgc ccttcagatg
  3403561 aatccagcca tgcgacacca agaggctgcg tgttcttctc accccgcgtt gtcagccatg
  3403621 cctgcgaatt atcatccaga ttcagacgca acgttttacc tgcacaggta gtaagcatgc
  3403681 catcctgcca acgcccctga attaacctta cgtcacccgc acgtagcaca cgactgagtt
  3403741 ccaaaatgcg tttagcttcc aactgataaa ccgctatatc atcagcagag agcgactcac
  3403801 gacgcgatgc gagctggcgt tgcataaagc taacctgccc ttgctcatcg aaacgcaact
  3403861 ggacactctg tggggtagcg cctaaatcat tgcgacggat ttcccgtaaa atgccattct
  3403921 ggtactcgta gaaggtcact cgggtattgc ccccgaagta gggactgtaa acgctcatca
  3403981 acacctgggg ttgctgctgc gcattatcct gacgccataa acgaacaaca ccgctatcgg
  3404041 cgatataccc gctggcactg aattgagggg gatctgacag gctgctacag gcgctgagac
  3404101 ccaaggttaa tccgaaggtt atcagcaccc gctgcataaa caaaaggggt tttatccccc
  3404161 ccctgcttat tatttttact gacacactat gacttaacag cgtctttcag tgccttacca
  3404221 gaaacaaacg cgggtacatt agcggcagca attttgattt ctttacccgt ttgtgggttg
  3404281 cggccagtgc gctcattacg atggtttact ttgaaggtac caaaaccaac caattgtact
  3404341 ggatcccctt ctttcagaga ttcggtaatt gcagccagtg tggattccag agcagcttta
  3404401 gcttgtacct tagaaaggtc cgctttgtcc gcgattacgt caatcagttg agtcttattc
  3404461 atacgttatc cttacagtat atttatcgtt tgcaaagcat caagtgcgac ggatatgccg
  3404521 atggacagca ctccctgcat acacgcaccg atagccactt ttaaatcgcc ccccaaatgt
  3404581 agaacagaca gggggcagat gtgaagcctt aagacgtgac aaatcaggcg ttaaatcacg
  3404641 ttttcttgcc ttattgcgtt aaatttatgc caatgttgct aacagcggct tcccgcaggt
  3404701 cagatcgtaa ccctttgatc agatctaagt cgcgctcttc acagtcagct aatagacgaa
  3404761 aaatctccca ctggatatcc cattcttctt caatcgcagg caagattttt agttcttcat
  3404821 cggtcatttc tttacctgcc agcgtcattt ccagcatcgc aacagtacgg attgatgctt
  3404881 cgctgatcgc gatggcatgt tccagtgttt caccactcaa acgtgaatga atagcctcac
  3404941 ttaatgcgat acacgcatca atagcaggat aaacaccgta gatagcatag tcatcagatg
  3405001 atggaatagc ctcttccagc ttttccaatt gactatcaaa gttcacttta gcgtctttga
  3405061 cgactaacgt ttcccagata agatccagaa tacgtcgata aaccgccgga tcgccaaatc
  3405121 cggtttccag acaaaattgc tggtaattgg gatacatccg ctcgcacagg caagccataa
  3405181 aagtcagatg ttgccaactt tccagctttt cgagccgtag atgaatcgga ttacgtaaca
  3405241 tgatgagttc tcattattca ttatctgcgc ggcagtgtaa ccgaaattaa atcatatccc
  3405301 tacgcttgcc aagaaaatca ggatttttcc gcagccaacg ttgaaattgc ggacggtttg
  3405361 aagcaatagc atccgcccag cgggttggtt caggcagacg ataacccgcc atgcaacgtt
  3405421 gaacccatgc cagcgcactg ccaacactca cccgatgccc aggcgaaata aacagtgggt
  3405481 tacagcggat tttactgcgc catacccaac caagctgctc atcgttatcg aacaagggct
  3405541 gcaccgcacc aacatcttga tgcagtggca agaaatcacc acacaggcgg cttttagcga
  3405601 caccaatcgt cggtacatcg accaataacc caaaatggct ggcaacgccg agacggcgag
  3405661 gatgagcgat gccttgccca tcgaccagaa tcagatcagg gcgttgctgc aactgcgccc
  3405721 acgcggctaa cagcgctgga tattcacgaa aagagagtaa accggggata taaggcagag
  3405781 aagttgccac tctggcaacc tggtattcca ccagcgccag agagggatag cgtaaaatag
  3405841 cgatagcggc acgggttatc tccccatgct gctcaaaacc gacatcagct ccagcaataa
  3405901 agcgcacaga ctggttatca atgccatcat gaagactaat ctccgatgcc cgttgccgct
  3405961 gctctgcctg tagcgcttta gtatcaaaca ttgatttagt ctcaaccctc gatttagtct
  3406021 tcaccattga ccaatcggct ccatcctaca cgctgattat ttttgatgat aaggccgtga
  3406081 tagcgcatgt accgcgttca caaatgcacc ggcatgtgct ggaggtacat cttggtgaat
  3406141 cccgtggccc agattaaata catgcccttc accctggcca aagctcgcca gaatggtact
  3406201 aacctcctgc tcaatacgcg cagggggtgc atacagaacc gaaggatcca tgttgccttg
  3406261 caaggcaact ttatcaccaa cacgacgacg cgcatccgcg atatccgttg tccagtctag
  3406321 acccagcgca tcacaaccgg tggcggccat cgcttccagc cacggccccc cgcccttggt
  3406381 gaacaaagtg acaggaaccc gacgaccttc gttttcgcgg atcaaaccat cgacaatttt
  3406441 atgcatataa ttcaatgaga actcatgata atcacggcct gtcagtaccc ctccccaggt
  3406501 atcaaagatc atgaccgatt gagcccccgc cttgatttgg gcattaagat acaaaatgac
  3406561 actgtctgcc agtttatcca gcagcaagtg caaggtctgc ggttcggcat acatcatttt
  3406621 tttcagtttg gtaaaggctt tactactgcc gccttcaacc atataggtcg ccagagtcca
  3406681 tgggctaccg gaaaaaccga ttaagggcac cgaaccggcc agttcgcgac gaatggtccg
  3406741 caccgcattc atcacataac ccaattcttg ctcaggatcg gggatcggca atttttcaac
  3406801 atcagcccgg caagtaattg gggattgaaa acgcgggcct tcgccagttt caaaatagag
  3406861 ccccagcccc atggcatcag ggatggtcag aatgtcggaa aacagaatcg ctgcatccag
  3406921 cggataacga cgcagtggct gcatcgtgac ctcacaggct aactctgcat ttttgcacag
  3406981 tgacataaaa tccccagcaa tagcgcgggt tgctttatat tctggcaaat aacggcctgc
  3407041 ctgccgcatc atccataccg gtgtcatgtc tacaggctga cgtagcaaag cacgcagata
  3407101 gcgatcgttt ttcaactcat tcatgatagg gctcccttaa tgatctgacg gccttgtatt
  3407161 ataaagtggc attatattac aaaacggaat tgtagcatgt cagatggctc tttcctgaat
  3407221 caccctcttg agttgctcat tatcaaccga ctgaactcga gatatcatcg ggagattgat
  3407281 ggctattccc gcgcaacaat aggtacaacg agtccagttt attgtttgtt tgaacatcac
  3407341 ttttcaaacc ctgaaataat tcaaccttcc cgctttcttc attcgcttga gtaatgcgaa
  3407401 tgccaaatac atgaatttcc cctggagagt cttgtagaaa ataggtagca cccgttaacg
  3407461 ctccagcctt acaacagctg tctgtttgaa tagaatgcag attttcatgt acatcattaa
  3407521 ccatcttaaa gttatagttt tcttcaggct ttaatcttgg ctggtcatag atggctttat
  3407581 attgaaattg attcttatac gacagtaaat tatggagagt ctgcgtgcgg tcagttattg
  3407641 ttttttggct ggcaatatcc tgccgaatat tctggtgcat catctgcatc actcgctcag
  3407701 ggctagcaat actcaggggg gttggtgggt tagcggtgtg cgatatcatg actgatatac
  3407761 acttaggatc ctgatataac aattcctgca atacttcctc atagagcttt tgaataccta
  3407821 ccgcagtggt gcgcctttcc acttcattac ctttgatatc tacataagcg tgtaagagaa
  3407881 gagctctcac tgcgtcgcct ttaatggtgc tgtctaacgc agctttatta tgtagcgata
  3407941 acataacctt atcttggata aaggcttttg gtagtgatgg atacatcgaa gtcactggtt
  3408001 gcacggtctg agttatgatt ggacgcactt ttttactcct atggattaga aataaagaaa
  3408061 gtacgtcatt gcatcccccc tttctttcac aagcaatagc aagatattga ttttaaaatg
  3408121 ctattggctt aaatcgctat gttcacgaca taagaccacc gtatcttcaa tcagacggcg
  3408181 tgccacggta ccgggtggag gtagcaaagg taattggtca tagcgatacc agccggcatt
  3408241 cagcaactct ttcgggtcat gacataattc accgctgtca taatccgcca taaatgccat
  3408301 catcagtgaa tgaggaaatg gccaaggctg tgacgtcacg tagcgcaagt tcttaatgtg
  3408361 aatattactt tcttccagca cttcccgtga aaccgcctgt tccagggtct cacccacttc
  3408421 aacaaacccc gccagcacgg tattgatacc gccacgatgg cgcacatgtt gtgccagcaa
  3408481 aatttcatca ccacggcgaa tagcaacaat cacacaagga gcaatttgcg gataatagcg
  3408541 ctcccgacag tggttacata agctggccca ttccgtccgg ctggcatgca tttcatgccc
  3408601 acaatagcca caaaagcgat gtgaacgata gaattcggct aattgcacac cgcgccctgc
  3408661 caattggaat aaaccgcggt caacatccaa taattgccgg accgacccca tccctgaagg
  3408721 catcatctgg cgaataagcc acacagactg cccttgccat tcaccaatct gccgtgcagt
  3408781 cgtgccttgc aatgaccagt tagcggcatt gccttgtggt agctctcctt tcggcaacca
  3408841 taatttattt tcatgactga caatccacca gccactttct ttacctgtaa gttgtagttc
  3408901 catatcgttg ttgcacaacc tctatttcac tggcaatcta gaaaccggct gttacatttt
  3408961 tgtaacccac aatatttttt cttactaatg gagtcgttca tgctcaaccg actggaaagc
  3409021 ctgactcaac gcgttggcgg tagtaatgaa ttaattgatc aatggcttca tgcgcgtaaa
  3409081 gaactgttag tctcttattg caccgtgatc ggtattaagc cgcaaaaaga gaagcatacc
  3409141 ccgcttaatg caaaaacgct ggagaacttt tgccataatt tagtcgacta tctttcttca
  3409201 ggccatttcc atctctatga cagaattatc aaagaggtag aaggcgcatc tagccccaaa
  3409261 atggcactga cagccaaaat tcatcctgca ttaaaaaaca acactcaaac tatcatggca
  3409321 ttccatgatt gctatacaaa cattgaaatc gacgacgata gctgcaccga gtatcaacaa
  3409381 gctttatcgg atatcggtga agcgcttgac gcccgtttca ggctggaaga ccaattaatt
  3409441 caatgggccg ccgaatcttg gcaagccgcc cagctagcgg atgcggataa aaagagccag
  3409501 gtcaactgac cgccgcctgt aactgcgaat aaacagcaga tacgggtagc gtgcacaaaa
  3409561 tgagcaagca gaatagcctg ctcataagta ggctattgta gttttaattc aacctcgtat
  3409621 agtaaaggct cttgtcggag tgcctagcac ctgctttttt aggaaagcaa acgcaggctg
  3409681 agaccgttaa ttcgggatcc gcggaacctg atcgggttaa tacccgcgaa gggaacaaga
  3409741 gtaatttatc gctacaggcc cgatactcac cctcaagggt agctaccggt cactggccaa
  3409801 catcgttact cccgccaagc tccagacaag caattttccc aatacaccac actggctcta
  3409861 taaaccacac tggtaggaat tgctatgtct aataatacaa cgtcattacc cgctgaaaat
  3409921 tcgtcacacc cacgtaaagg cacacctatt cgtaaaaagc agcgcgaaga ggcccaacag
  3409981 tttattaata ccttacaagg cgttactttt cccaactccc aacgtattta tctacaaggc
  3410041 tctcggcccg atattcaagt gccgatgcgt gaaatccaac tcagcccgac gcaaatcggc
  3410101 ggcagtaaaa acgaaccacg ctatgaagat aatgaggcca tcccggtcta tgacacctcc
  3410161 ggtccctatg gtgacccaca agctaaactg gatgttcata acgggctgcc taaactgcgt
  3410221 gccgcttggg tcgcagatcg ccaagatact gaagcgctgg catctgtcag ttccggcttt
  3410281 acccaacagc gtttggctga tgaaggcctg gaccatttac gttttgagca tctaccccgc
  3410341 ccacggaaag cagccactgg tcaatgtgtg actcagttgc attacgcccg acaggggaaa
  3410401 atcacgccag agatggagtt tatcgcccta cgggaaaata tgggccgtga acgtattcgg
  3410461 ggtgaagtct tgcttcaaca acatccggga caagcgtttg gtgcccatct gccggaaaat
  3410521 atcaccgccg agtttgtgcg tcaggaagtg gcggccggcc gagccatcat ccccgccaat
  3410581 attaatcacc cagaatctga accaatgatt attggccgta attttctggt caaagtgaat
  3410641 gccaacatcg gtaattccgc cgtgacctct tccattgaag aagaggtaga aaaactggtc
  3410701 tggtctaccc gttggggtgc cgatacggtg atggacttat ctacgggccg ctatattcat
  3410761 gaaacgcggg aatggatcct acgtaacagc ccggtcccta ttggcacggt acctatctat
  3410821 caggcgctgg aaaaagttaa tggcgtggcc gaaaatctga cctgggaaat gttccgtgac
  3410881 accctgttag agcaggcaga gcaaggggta gactatttta ctctccacgc gggggtcttg
  3410941 ttgcgctatg tgccgatgac tgccaaacgc ctaaccggta tcgtctctcg cggcggttca
  3411001 attatggcaa aatggtgcct ttcgcatcat caggaaaact tcctgtatca gcatttccgc
  3411061 gaaatctgtc agatttgtgc agcctatgac gtttcattat cactgggcga tggcctgcgc
  3411121 cctggctcta ttcaagatgc caatgatgag gcccaattcg ccgaactgca taccttgggt
  3411181 gaattgacca aaatcgcctg ggagtatgat gtacaggtga tgatcgaagg cccagggcat
  3411241 gtgccgatgc agatgatccg ccgcaatatg accgaggaac tggaacactg ccacgaagcg
  3411301 ccattttata ccttaggccc actgaccacg gacatcgcac cgggctatga ccactttacc
  3411361 tcagggattg gtgcagcgat gatcggctgg ttcggttgcg ccatgctctg ttatgtcacc
  3411421 cccaaagagc accttggtct gccgaataaa gaggatgtca aacaggggct tattacttac
  3411481 aaaattgccg cgcacgccgc agatttggct aaaggccacc ccggtgcgca aattcgtgat
  3411541 aacgccatgt ccaaagctcg ctttgagttc cgctgggaag atcaattcaa tttggcgctt
  3411601 gatccagcaa cagcccgcgc ttaccacgat gaaaccttgc cgcaagagtc cgggaaagtc
  3411661 gctcattttt gttccatgtg cggcccgaaa ttctgttcaa tgaaaatctc acaagaggtc
  3411721 cgcgattatg ctgcggcaca agaacaagcg gccgcacaag cacaagccgc tacaccaacc
  3411781 accgcagcac aaccaataga catcacgcag ccaattaata tgctgcaatc agggatggaa
  3411841 aaaatgtcgg ccgagtttcg ctcccgtggc agtgagctat accaccgccc ggcgaatctg
  3411901 agtgcggagg ccaataatga gccaacttga tgccctctct cctgtggcta caccaggttt
  3411961 cccctccacg gaacagcgtc ttgggctcta cccagtggtg gactcattat tatggataga
  3412021 acgcctgctg gcagccggag tcacgacgct acaactgcgc attaaaaatg cagacgatgc
  3412081 tcaggtggag caagatattg tcgcggccat tgaattagga aaacgctatc aggcgcgctt
  3412141 atttatcaat gattactggc agttggcggt taaacacggc gcttatggcg ttcatctcgg
  3412201 tcaggaagat ctggaagccg ctgatttagc ggcaattcag caagcggggt tgcggctcgg
  3412261 catttctacc catgatgaac atgagttggc ggtggcaaaa acactgcgcc cctcttatat
  3412321 cgcactgggg catatttttc ccactcagac caaacagatg ccgtcatccc cacaggggtt
  3412381 ggcgtcgtta agccgtcagg tgaagaatac gccggattac ccaactgtgg ctatcggtgg
  3412441 catcagtatt gagcgggtgc cacacgtatt agcaaccggc gtcggcagtg tcgccgtggt
  3412501 cagcgccatt acgttggcaa gtgactggca acgggcaacc gcacaattac tgcacctgat
  3412561 cgagggtaag gagttggctg atgaaaaatg accagacgct aagtgacagt gaatttttac
  3412621 gctatagccg ccaactgcta ctggaagata tcggcccgga agggcaacga aagctaaagg
  3412681 gtgccagtgt gctgattgtt ggcctcggtg ggctgggctc ccccgcagcg ctctatctgg
  3412741 ccgccgccgg tgtcggtcag ttactgctgg cagacgatga ccagttggat ctcactaatt
  3412801 tgcagcgcca gattctgtat cgtacagcag atatcggcca aacgttatcg aaccccacct
  3412861 catcggttag ccacaacaag gcccggttag cgcaacgcca tttgcagcaa ctcaatccac
  3412921 agatccgcat tgtcgcactg gatacacggc tgacaggaca agtattgacc gatgctgtcg
  3412981 ctaatgcaga tttagtactg gattgcagtg acaatatgga gacacgccat caggtgaatg
  3413041 ccgcctgtgt cacggcacaa aaaccactaa tcagcggcag tgctgtgggg ttcagtggac
  3413101 aactgttggt gattgaaccg ccctatgccc aaggctgcta cgcctgtatt tatccagata
  3413161 aagagttgcc tcaacgtaac tgccgtaccg cgggtgttct ggggccggtg gtcggtgtca
  3413221 tcggtacctt gcaggcgctg gaagccatta aaatgctcgc gggaatacca ttagcactga
  3413281 gcggtaaatt gcggctattt gatggcaaac agcagagttg gagcaccctg caactgacaa
  3413341 gggcagccca ttgcccggcg tgtggaggtg ggttgtgaag accaattaca taccaatcat
  3413401 gctcaatgac cagccattgg aggtggagtg caatctcacc gccgagatgc tgcttaatca
  3413461 acttaaacac caccagccgg gaaccgcact ggctattaat caggtcatta ttccgcgcgc
  3413521 cgattggcaa aatcatcggt tgcaagcggg tgatcatatt ttgctgttcc aagccattgc
  3413581 cggaggatga catgctgaaa attgccgata ccacttttac ttctcgttta tttacgggca
  3413641 cagggaagtt ctcctctccc gaactgatgc tggaagcact ccgcgcctcg ggttcacaac
  3413701 ttattaccat ggccatgaag cgcgttgact tacagtcagg aaacgacgcg atcctcgcac
  3413761 ccttgcggca gttgggcgtg cgcttactgc ctaatacgtc cggtgccaaa accgctgagg
  3413821 aagctatttt tgccgcacgt ctggcccgcg aagccttgaa tacccattgg gtaaaactgg
  3413881 aaattcatcc agatgtgaga tatttgctgc ctgacccgat agaaacgctc aaggccgccg
  3413941 aagtgctggt gaaagagggg tttgttgttt taccttactg tggtgctgac cccgtcttgt
  3414001 gtaaacgact ggaagaagtg ggttgtgctg cggtgatgcc attaggctca ccgataggat
  3414061 ctaatttggg gttacgtact cgcgacttcc tgcaaattat tatcgaacaa tcgaaagtcc
  3414121 cggtcgtcgt tgatgcgggc attggtgcac cgagccatgc ccttgaagcg ctggaactgg
  3414181 gtgccgatgc cgtactggtg aataccgcaa ttgccgtagc tcactccccg gtgcagatgg
  3414241 cccatgcttt ccggctggcg gttgaatctg gcgaacgggc acgcttggct gggcttggcg
  3414301 cttcaccgtt caatccttca caacctgata cattacaact acgggccacc gccaccagcc
  3414361 cgctaacggg tttcctcagc caacttgagg agcaagacca tgtctgaaga cttcaaccag
  3414421 cgctggcagc agttggactg ggacgatatc tccttaacca tcaacagtaa aaaacccgca
  3414481 gacgttgaac gggcgctgaa tgccatcaag cccacccgcg aagatttgat ggcactcatt
  3414541 tcccctgccg cactggctta cctggagcca atggcacaga aggcccaaca actgacacgc
  3414601 caacgttttg gaaatacagt cagtttttat gtgccgcttt atctctccaa tttgtgtgct
  3414661 aatgattgca cttactgcgg cttctcgatg agtaatcgca tcaaacgcaa gacattggat
  3414721 gaagcagaga ttatccgaga gtgtgaagcc atcaaagcgc tgggttttga gcacttgctg
  3414781 ctggtcactg gggagcacca aacaaaagta ggaatggact attttcgccg ccacctccct
  3414841 acgatccgca gtagattcag ttcgctaatg atggaggttc agccattggc agaagatgaa
  3414901 tatactgaat taaaggcgct gggattagat ggcgtgatgg tttatcagga aacctatcac
  3414961 ccagcgacgt atcagcagca ccatttgcgg ggtcataagc aggattttca ctggcggtta
  3415021 gcaaccccag atcgtttggg ccgtgcgggg atcgacaaga tcggattagg tgccttgatt
  3415081 ggcttgtcca atagttggcg taccgactgt tatatgctgg cggagcatct gttttatttg
  3415141 caacaaactt actggcaaac ccgttattcg atctctttcc ctcgcttgcg tccgtgcgct
  3415201 ggggggatcg aacccgcatc catcatgagt gagccacaac tgctgcaact gatctgcgct
  3415261 tttcgcttat ttgcacctga tgtggaactg tcgttatcta ctcgagaatc gcctttcttc
  3415321 cgcgataatg tcattccggt tgctatcaat aatgtcagtg ccgggtcaaa aacccaaccg
  3415381 gggggttatg ccgatgatca tcccgaactg gaacaatttg cgccccatga taaccgctcc
  3415441 ccggaacagg tcgcacaagc gttaacaaaa gcaggcttac agcccgtgtg gaaagattgg
  3415501 gatagccatt taggccgttc attgcgataa gcgagttcac gtaatattga aaaaccgccc
  3415561 gaaggcgtaa tatcagtgag ttacaccact ggctggcatg acactcttgg cggtttgttt
  3415621 taaccagaga acaccattaa gcggcaagac taaattcagg ggggacgaca ttgactctaa
  3415681 aaacaaacaa aatttactct aacaaaaaca aaacgctcta aaaaaacgac ttactctaaa
  3415741 aataaacaaa aaaacggccc gagaaggggc cgttcgtctc tcaaaaaccc gcatcccgaa
  3415801 agatgcgggt tttgttggta gtaggcaaag agattagcct ttgttgttac caaaaccggc
  3415861 attaagcaat tcggccaagt ttgcagtcgc ttcatccgcg ctgacttgtg gaacaacagg
  3415921 cgcttcaccc tgtgctttac ggcgcatacg gtcctgatga taagcataac cggtaccggc
  3415981 tgggatcaga cggcccacga ttacgttttc tttcaggcca cgcaattcat cacgtttacc
  3416041 ggcaactgcc gcttcagtaa gaacgcgcgt ggtttcctgg aacgaagccg cagagatgaa
  3416101 ggactcggtc gccaaggatg ccttggtgat acccagcagg tcacgagtga acgtagcctc
  3416161 aattttgcct tctgctgcca gcttacggtt agcgatttta acgcgggaca tttctgcctg
  3416221 ctcgccttcc aggaagtcgg tgctacctgc atcaacgata gtgcctttac gcagcatctg
  3416281 acgaacgata acttcaatgt gtttatcgtt aatcttaacg ccttgcagac ggtaaacttc
  3416341 ctgcacttcg ttggtgatgt agcgggtaac cgcgtgaacg ccacgcagac gcagaatgtc
  3416401 atgtggagat tctgggccat cggaaaccac gtcaccgcgt tccacaactt caccttcgaa
  3416461 cacgttaagc tgacgccatt tcggaatcat ctcttcgtat gcatcgctac catccaacgg
  3416521 tgagatcacc agacgacgct tgcctttggt ctctttaccg aacgagatga tcccgctgat
  3416581 ttcagccagg attgcaggct ctttcggacg acgtgcttcg aacaagtcag caacacgtgg
  3416641 cagaccaccg gtaatatcct tggtaccgct tgattcctga ggaatacgcg ccaaggtatc
  3416701 acccgcaccg atctgaatac cgtcttccag ctgtacaatc gctttacctg gcaggaagta
  3416761 ttgagcaggc atatcagtac ctgggatcaa tacgtcattg cctttggcat caacgatttt
  3416821 cagtgctgga cgcaggtctt taccgctacc cgtacgctct gcactgtcca gaacgaccag
  3416881 agaagacaaa ccagtcagtt cgtcggtctg gcgagtaatg gtctggccat caaccatgtc
  3416941 ggcgaagcga atgaagccgc tcacttcggt gaccactggc atgatgtgcg gatcccagtt
  3417001 agcaacggtt tcgccgccct gaacttctgc gccatcgcct ttagccatta ccgcaccgta
  3417061 aggcacttta tagctttctt tggtacgacc gaattcgtcg atcagcttca gctcggtatt
  3417121 acgagacgta ataaccagct tgccagccgc attggtcacg aacttgacgt tgctcagttt
  3417181 caagctgcct ttgttcttaa cctggatgct ggattctgct gccgcacgag atgccgcacc
  3417241 accgatgtgg aacgtacgca tcgtaagctg agtacccggc tcaccgatgg actgtgctgc
  3417301 aataacacca accgcttcac ctttgttgat gatgtggcca cgtgccaggt cgcgaccata
  3417361 gcagttagca cacacaccga aatcagtttc acagcttact acggagcgaa ctttaacgct
  3417421 gtcgacggag ttttcttcta acagatcaca ccatttttcg tccagcaggg tgttacgcgg
  3417481 aaccagaata tcagccgaac ctggcttgat aacttcttct gcagtcacac gacccagtac
  3417541 gcgatcacgc agtggctctt taacatcacc accttcgata accggggtca tcacgatacc
  3417601 gttatgggta ccacaatcat cctcagtcac caccagatcc tgtgccacgt caactaaacg
  3417661 acgggtcagg taaccggagt tcgcagtttt caatgcggta tccgccaaac ctttacgcgc
  3417721 accgtgggtt gagatgaagt actgaagtac gttcaaacct tcacggaagt tcgcggtgat
  3417781 tggcgtttca atgatcgagc cgtctggctt agccatcaga ccacgcatac ctgccagctg
  3417841 acgaatctgt gcggcagaac cacgcgcacc ggagtcggcc atcatgaaga tgctgttgaa
  3417901 tgaaacttgc tgttcaacaa cgccatcacg gttgacaaca tcctcaaccg acaagttatc
  3417961 catcatcgct ttagcaacac gttcgttagc cgcagcccag atatcgatca ctttgttata
  3418021 acgttcgcct gccgtgacca gaccagattg gaactgttct tggatctcag caacttcagt
  3418081 ttcagcttct tcgatgatcc ccgctttcgc ttctgggata accatgtcat cgatacctac
  3418141 agaggcgcct gagcgtgctg cgtaagcaaa accggtgtac atgatctggt cagcaaagat
  3418201 aaccgttggc ttcaagccca agatgcggta acacgtgttc agcatcttag agatagcttt
  3418261 tttacccagc ggctggttaa cgatagagta aggcaggcct tgcgggacga tcatccacaa
  3418321 aatagcacgg cctacagtcg tatcgataat gctggtacgc gtaatgcttt cgccttcggt
  3418381 attacgaatt tcttcggtaa tacgtacttt tacgcgggca tgcagagatg ccaagccagc
  3418441 gcgataaata cgctcagctt ctttcgggcc agtcagaacc atgccttcgc ctttggcgtt
  3418501 aacacagtcg cgggtcatgt agtacagacc caatacaacg tcctgagaag gaacgatgat
  3418561 tggctcgccg ttcgcgggtg acaggatgtt gttggtagac atcattaacg cacgcgcttc
  3418621 taactgagct tccagtgtca gcggtacgtg gacagccatt tggtcaccat cgaagtcggc
  3418681 gttatatgcc gcacaaacca atgggtgcaa ctggattgcc ttaccttcga tcagaaccgg
  3418741 ttcaaacgcc tggataccca aacggtgaag ggttggtgca cggttcagca gcactgggtg
  3418801 ttcgcggata acttcatcca ggatatccca aacaaccgct tcttcacgct caaccatctt
  3418861 cttggcggct ttgatggtgg tagcaagacc acgcaattcc agcttgccgt agatgaacgg
  3418921 tttaaacagc tcaagagcca ttttcttagg cagaccgcac tgatgcagac gcaggtatgg
  3418981 accaacggtg ataaccgaac gacctgagta gtcaacacgt ttacccagca agttctgacg
  3419041 gaaacgacct tgcttacctt tgatcatgtc agccagtgac ttcaacggac gcttgttaga
  3419101 gccggtaatc gcacgaccgc gacggccgtt atccagcaat gcatctactg cttcttgcag
  3419161 catacgcttt tcgttacgta cgatgatgtc cggtgccgcc aagtccagca ggcgtttcag
  3419221 acggttgtta cggttgatca cgcgacgata caaatcgttc agatcggaag tcgcaaagcg
  3419281 accaccatcc aacggaacca atggacgcag atctggcggc aacacaggca gcacggtcag
  3419341 gatcatccac tctggcttgt tgccagactg tacgaacgct tccagcaact tgatacgctt
  3419401 ggtcagtttc ttacgcttgg tttcagaatt tgtttcgttc aattcttcac gcaggatctc
  3419461 gcactcagct tccagatcca tgtttttcaa cagggcctga atagcctcgg cgcccatttt
  3419521 cgcgtcgaac tcatcaccaa actcttccaa cgcatccaga tactgctctt cagtcagaat
  3419581 ctggcgacgt tccaggttgg tcataccgcc ttcaataacc acataggatt cgaagtacag
  3419641 tacacgttcg atgtcacgta atggcatatc cagcagcaaa ccgatacgag atggcagcga
  3419701 tttcaggaac cagatgtgcg cagttggaga agccagttcg atgtgaccca tacgctcacg
  3419761 gcgcacttta gtttgagtca cttcaacgcc gcatttctca caaataacac cacggtgttt
  3419821 taaacgcttg tacttaccgc acaggcattc gtaatctttt actgggccaa agatacgggc
  3419881 gcagaaaagg ccgtcacgtt ctggtttgaa cgtacggtag ttaatggttt ccggcttttt
  3419941 aacttcaccg aatgaccatg aacggatcat gtctggcgat gccagagcaa ttttgatcgc
  3420001 atcaaactct tcggtcttag tttgcgcttt cagaaacttt aataagtctt tcacggattg
  3420061 gctcctgtcg gagttagacc tgataggcac tcaaacctaa gaacctaggt ttgagtgccc
  3420121 ctgtgaccag tgcgaaccac cagcaaactc ccggctatga gagtttgccg tctggtgaag
  3420181 aattactctt cttccagctc gatattgatg cccagagagc ggatttcttt caacaatacg
  3420241 ttgaaggact ccggcattcc tggttccata cggtgatcgc catccacgat gtttttgtac
  3420301 atcttggtac ggccgtttac atcgtcggac ttgacggtaa gcatttcttg caatgtgtac
  3420361 gcggcgccat aagcctccaa cgcccacact tccatctcac cgaagcgctg accaccgaac
  3420421 tgagctttac cacccagcgg ctgctgagta accaagctat aagaaccggt agaacgcgca
  3420481 tgcatcttgt catcaaccaa gtggttcagt ttcagcatgt acatgtagcc gacagtaacc
  3420541 tggcgttcaa attgctcacc ggtacggccg tcaaacaagg taatctgacc agacgttggc
  3420601 aggccaccca gctgtaacag ttccttgatt tctttctctg tcgcaccatc gaagactggc
  3420661 gttgcgattg gcataccttt tttcaggttc tctgccagac gcagtacttc gtcatcggta
  3420721 aaggtgctca gatcaacttt ctgacaaacg ttgtcgccca gatcgtaggc cttctggatg
  3420781 aactcacgca gtttggcaac ttcttcctgc ttcttgagca tggcgttgat tttctcgccg
  3420841 atacccttcg ctgccatccc taagtgggtt tccaaaatct gaccgatgtt catacgcgat
  3420901 ggtacgccca gcgggttcag aacgatgtct accggcgtac cgttttcatc gtaaggcata
  3420961 tcttcgattg ggttaatctt agagataaca cctttgttac cgtgacgacc ggccatttta
  3421021 tcacccggtt gaatctgacg tttaaccgcc agatacacct tgacgatttt cagcacacca
  3421081 ggtgctagat catcgccttg ggtgatttta cgacgcttgg catccatctt cttctcgaat
  3421141 tcagatttca tttcgtcgta ctgctctgcc aactgttcca gttggttttg cttgtcttcg
  3421201 tcggtcaggc ccagttccag ccagcgttca cgtggtaact tgctcagctt ctcagcttcg
  3421261 atgccaccag aaaccagaac cgcgtggata cgtgcaaaca agcccgcttc caggatctgc
  3421321 aactcttcag tcaggtcttt cttagcctgt ttcagttgca tctcttcgat ttccaacgca
  3421381 cgtttgtctt tttctacgcc atcgcgagta aagacctgga cgtcgataac cgtaccagaa
  3421441 acaccgtttg gtacacgcag agaagagtct ttaacatcag acgctttctc accgaagatc
  3421501 gcacgtaaca gtttctcttc tggcgtcagt tgggtttcac ctttaggcgt taccttacca
  3421561 accagaatgt caccaccagt cacttcagca ccgatataca cgataccgga ttcatccaat
  3421621 ttggagagcg cggcttcacc cacgttcggg atatcggcag tgatctcttc aggccctaac
  3421681 ttggtgtcgc gtgacacaca tgccaattcc tgaatgtgga tggttgtgaa gcgatcttct
  3421741 tgcaccacgc gctcggagac taagatggag tcttcgaagt tgtaaccgtt ccaaggcatg
  3421801 aacgctacgc gcatgttctg acccaatgcc agttcgccca ggtctgtcga tgggccatct
  3421861 gccagcacgt caccgcgctc gattggctca cccagattca cacacggcat ctggttgata
  3421921 caggtgttct ggttagaacg ggtgtatttg gtcaggttat aaatatcaat gccggcttcg
  3421981 cctgggtgca tctcatcttc gttaacttta ataacgatac gggatgcatc tacgtactga
  3422041 acagtaccgc cacgtttggc tacagaggtt acccctgagt caaccgccac tgcacgttcc
  3422101 ataccagtac ccaccaacgg cttatcagca cgcagagtag gaaccgcctg acgttgcatg
  3422161 ttcgcgccca tcaaggcacg gttggcgtca tcgtgttcca agaatggaat cagagaagca
  3422221 ccaacggata cgatttgctg agtagatacg tccatgtagt caacttgctc gcggctaaac
  3422281 aggcttgatt cgcctttgct acgacaagtc accaaatctt ctaaaaagcg gccttcatca
  3422341 tccaggttgg agttcgcctg agcgataacg aagttgcctt cttcaatagc agacagatag
  3422401 ttaatttcat cggtcaccac accatcacgt acacgacgat aaggtgtttc caggaaacca
  3422461 tactcgttag tctgtgcata tacagacaag gagttgatca aaccgatgtt tggaccttct
  3422521 ggcgtttcaa ttggacatac gcgaccgtag tgagtcgggt gtacgtctcg aacttcaaag
  3422581 ccagcacgtt cacgggtcaa accgcccggg cccaatgcag agatacggcg cttatgcgta
  3422641 atctcagaca acgggttgtt ttggtccata aattgggata actggctgga accaaagaac
  3422701 tctttcaccg cagccgagat aggcttggcg ttgatcatgt cctgtggcat cagagtatca
  3422761 aggtcgccca gagacaaacg ctctttaact gcacgctcaa cacgaaccag acctacacgg
  3422821 aactggtttt cagccatctc gccaacggaa cgaatacgac ggttgcccaa gtggtcgata
  3422881 tcatccactt cgcctctacc gttacggata tcaatgagct ttttcatcac ttctgtgatg
  3422941 tcttctttgc tcaggatacc ggaaccttcg atctcgtcac gcagcagaga acggttgaac
  3423001 ttcatccggc caaccgcaga taaatcatag cggtcttcgg agaagaacag attctcaaac
  3423061 agattttcag cggcttcacg tgttggtggc tcgccaggac gcatcatgcg atagatctca
  3423121 accaaagcgc tcagacgatc gctggttggg tcaacacgca gggtctcgga gatataagca
  3423181 ccgtgatcca gatcgttggt gaacaatgtt tcaatttgct tgtggccagc ttggctcaac
  3423241 ttagccagca gatccagtga cagctccatg ttagcggcac agatcagttc accggtgctc
  3423301 gcatcaacat agtctttagc aacaacttta ccggcaatgt attcaaccgg tacttcgatg
  3423361 cggtcaatgc cgtctttttc aagctggcga atatgacgag cagtaatacg acgcgctttc
  3423421 tcgacgtaaa ctttgccatt cgcttcaata tcaaaggatg ccgtttcacc gcgcaagcgc
  3423481 tctggaacca attccatctg cagcttgtta tcacgaatct caaagaccac tttctcaaag
  3423541 aacagatcca agatctgtgc agtggtgaaa ttcaatgcac gcagaatgat ggttgcaggc
  3423601 aatttacggc gacggtcaat acgtacaaac aggttgtctt tcggatcaaa ctcgaaatct
  3423661 aaccatgaac cgcggtaagg gatgatacgt gcgttgtaca gcactttacc cgatgaatgg
  3423721 gttttaccct tatcgctgtc aaagaacaca ccagggctac ggtgcaactg agatacgata
  3423781 accctctcag taccgttaat aacaaaggta ccattttcgg tcatgagtgg aatttcaccc
  3423841 atgtagactt cttgttcttt gatgtctttg accgtacctt ccggagcttc ccgctcatag
  3423901 ataaccagac gcagtttaac gcgcagcggt gctgaataag tcacaccacg gatctggcac
  3423961 tctttgacgt cgaatactgg ctcaccaaga cggtagctaa cgtattgcag ctccgaattg
  3424021 ccgctgtagc tctggatagg aaaaacagaa cggaatgctg cttctagtcc gtgctgccct
  3424081 tcgggatctt gctcgataaa tttctggaac gagtcaagtt ggatagaaag gagataaggt
  3424141 atgtccaaaa cttgtggacg tttaccaaaa tccttacgaa tacgtttttt ctcggtatag
  3424201 gagtaaacca tagggttcct cagctcgctg atcagtgacc cactctgtcc gccctaaact
  3424261 aggacaggtc atgcaacact attattttga tcgagaagtc gaaacacttc ccggaatact
  3424321 cttttctatc actcttaaac catttcatcg cgttaccttg actaccgagc tacccgagtg
  3424381 ggtcgtagct gagaacgcag tatattaagt cgtcaataga aaggaatatt aggggttagt
  3424441 cagtagctaa acagtgtgaa atgctactga cgccctacag cgcaaaaagg ctgatgacta
  3424501 aaaagtcacc agccatcagc ctataaagtt aggctgcgaa ctcaaagcta aacttacttg
  3424561 atctcaacag aagcaccagc ttcttccaga gattttttca gcgtctcagc ttcgtctttg
  3424621 ttcacgcctt ctttcagaac tgctggtgca gactcaacca gatctttagc ttctttcaag
  3424681 cccaggccag ttgcgccgcg aacagctttg attactgcaa ctttgttctc gccgaatgaa
  3424741 gccagaacaa cgtcgaattc agtttgttct tctgcagctt caacagcagc agcaggacct
  3424801 gcagcaacag cagcagctga aacgccgaat ttttcttcca tagcggagat cagttcaacg
  3424861 atttccatta cagacagagc tgcaacgcct tccagaattt ggtctttagt gatagttgac
  3424921 ataacaagtg ttcctaaaat acagaaatag tttatacgtt aaaaagcaac gatgaagaaa
  3424981 aaaggcaatt aagcagcttc tttctgatcg cgcagcgcag ccagagtacg aaccagcttg
  3425041 ccagcggcag cttctttcat ggttcccatc agacgtgcga ttgcttcttc gtaggttggc
  3425101 agagttgcca agcggtcgat ttgagccgca gggattaact cgccttcaaa ggctgctgct
  3425161 ttaacctcaa attttgcatt atctttagca aatgctttga acagacgagc agctgcgccc
  3425221 ggatgttcag cagagaatgc aatcaaggtt ggaccaacaa acgtgtcttt caggcattcg
  3425281 aatggagtgc cttcaacaat gcgacgcagc aaggtgttac gaacaacttg catatgaacg
  3425341 ccagcttcac gacctgctct acgcagttca gtcattttat caacggtaac gccacgggaa
  3425401 tccgcaacaa ccgcagacag cgcacctttg gctacttctt taacttcagc aacaatcgct
  3425461 tgtttgcctt gaagatttag tgccattagt tcttgctcct ggattaaccg gagaataatt
  3425521 ctccggaact cacgtcaccc aattcacgac aaaattgccg tgaacgagcg ttgaaacacg
  3425581 gtgagcagaa tccagcaaag actattcttt atcattcttt ataaacaaat aaagaaagaa
  3425641 aaattttctt taggttctgt caccgtctac gcaggaaatt aagtgttttt caacacacct
  3425701 gcggtcttgg acggaggctt ggataaggcc aagctccaac cgaaaaattt tgttgctctg
  3425761 tcgaaggcga tacaacgatc aacagatagc atgggcgtaa gattttagac aaaccttacg
  3425821 cccacgtaaa gcgataaaag caattagtga ttagttcact actgcagtca ggccgctttg
  3425881 atcaatagca acgccagcac ccatggtagt ggacaggctg attttcttga tatatatgcc
  3425941 tttcgctgta gcaggcttag cctttttcag cgcaacaacc agagattcta agttctcttt
  3426001 caacttatct gagtcgaaat caactttacc aatggtagtg tggataatac cgtttttatc
  3426061 attacgataa cgaacctgac ctgctttagc atttttaact gcttcagcaa cgttaggtgt
  3426121 aacggtaccc actttcgggt taggcatcag gccacgtgga cccaagattt ggcccaattg
  3426181 accaacaacg cgcattgcat ctggagaagc aataacgacg tcgaagttca tttcgccttt
  3426241 cttgatctga tcagccagat cgtccatacc taccaattca gcgcctgctt ctttcgccgc
  3426301 ttcagcattt gcaccctgag cgaaaacagc aacgcgtact gaacggccag taccatgtgg
  3426361 caacacagtc gcgccacgaa cgttttggtc agatttacgt gcatcgatac cgaggttaac
  3426421 ggcaacgtcc acgctttcta cgaatttagc agtagccagc tctttcagca gagcaacagc
  3426481 ttcgttgata tcgtattgct tagtaacatc aactttgtca cggatcacgc gcatgcgctt
  3426541 ggtcagctta gccatttatt aaccctccac taccaggccc atggaatgag cagtaccttc
  3426601 gattgaacgc atcatcgcgt caacgtcaga accagtcata tccgcagctt tggtttctgc
  3426661 gatttcacgg acctgagcac tggtcacttt acctactttg tctttgttcg gcacgccaga
  3426721 accagactta atacctgccg cttttttcag cagaactgct gctggcgggg ttttagtaac
  3426781 gaaagtgaaa gagcgatcag aataaacagt aataacaact gggatcggca ggcctttttc
  3426841 aatgctttca gtcttagcat tgaacgcttt acagaactcc atgatgttaa caccctgctg
  3426901 acccagagcc ggaccgactg gtgggcttgg gttcgccata ccagctgcta cttgcagctt
  3426961 gacataggct tgtactttct tagccattta cgatttcctc gatttgggta gtatcgcctc
  3427021 gtttgaggct ccccgtgttt tgtctcgctt gttatttcca tggatgtggt taccacggat
  3427081 gacaaaagca aaacatctaa aaacaaaagg cgcgaaatta tattttaatt tcgcgcctaa
  3427141 gacaagactc aaatttcaac cactgctgaa aaatgaatca gcctttttct acctgactga
  3427201 aatccaattc aaccggtgtc gcacggccaa aaatagaaac ggatactttc aagcggctct
  3427261 tctcgtagtc cacctcttca acaacaccgt tgaagtctgc aaacggacca tcgctaacac
  3427321 gaaccaattc gcctggttca aacagtgttt tcggacgtgg cttatcaccc acttgctgaa
  3427381 gacgattcat aatcgcatca acttctttat cactgattgg tgccgggcga tcggatgtac
  3427441 caccgataaa gcccattaca cgtggcacgc tacgtactaa gtgccagctg gcatcattca
  3427501 tgaccatctg gaccagcaca tagcctggga agaatttgcg ttcactttta cggcgttgac
  3427561 cgccacgaat ctctacgact tcttccgttg gaaccatgac ttcgccaaac agctcttcca
  3427621 tgtcatgtaa cttgatatgc tcacgtagcg attgtgctac acggccttca aaaccggaaa
  3427681 acgcctgaac gacgtaccaa cgctttttgg gtgcttcaga catcttagaa cctcaggcca
  3427741 gtaataaatg ataccaagcg gactaggata ccatccagtc cccatagaat cagtgacatt
  3427801 acagcagtga ccgcagcaac gattaacgtt gtatgcagtg tttcctgacg ggtaggccaa
  3427861 atcactttac gcacttccgt gcgtgcttca cgagcaaagg ctacagtggc tttacctttt
  3427921 gctgtcatca atgcaacagc accggcaaca gcgataatta ctacaactgc caacgcgcgc
  3427981 agcggcaagc tatattcacg gtaataataa ttaccgacaa ttgctacgac taacaataca
  3428041 gcaacgatta gccatttagc cgtttccagg ccgcgtccgc tccctggagc ctcggtattc
  3428101 gcactcataa accaacctgt cactatgatt cagaacaaac aactttgctt cgcatcgcaa
  3428161 agcaaaccaa gccgaaggat gctctagaga ctctctaatc ggcaccactc agcactattt
  3428221 cagcactatt cgccgtattt ccagagccta tctcaccagt aattacgatt aaaaaaacca
  3428281 ctgacgagat aggttctagt atgcaacgta taaaaagggc atcaaatgat gcccttttat
  3428341 cgcatgtcgc gtcaaatctt attcaatgac tttagcaaca acgccagcac caacagtacg
  3428401 gccaccctca cgaattgcga agcgcagacc atcatccatt gcgataggag caattaggtt
  3428461 aacaaccatg tttacgttgt caccaggcat gaccatttca acgccttctg gcagctcaat
  3428521 ggtaccggtc acgtcagttg tacggaagta gaactgagga cggtagccct tgaagaacgg
  3428581 tgtatgacgg ccgccttcat ctttgctcag aatataaact tctgactcaa acttcgtgtg
  3428641 tggcttgata gaacctggtt tcgccagtac ttgaccacgc tgaacatcgt cacgcttagt
  3428701 accacgcagc agaacaccaa cattttcacc agcacggcct tcatccagca gcttgcggaa
  3428761 catttcaacg ccagtacaag ttgttttaat cgtatcgata ataccaacga tttcaacttc
  3428821 ttcgccgacc ttaacaatac cacgttctac acgaccagta actacagtac cacgaccaga
  3428881 aatagagaat acgtcttcaa ttggcaatag gaatggtcta tcaatagcgc gttctggttg
  3428941 cggaatatag ctatccagag cttctgccaa ctcgataatt ttagcttccc actcagcgtc
  3429001 accttccagg gctttcaacg ctgaaccacg gatgactgga gtgtcgtcgc ctgggaaatc
  3429061 gtattgagac agaagctcac gaacctccat ttcaaccaac tctagcaact cttcatcgtc
  3429121 aaccatgtca catttgttca ggaagacaat aatgtatggg acaccaacct ggcggcccag
  3429181 caggatatgc tcacgagtct gcggcatagg gccatcggtt gcagcaacaa ccaagatcgc
  3429241 tccatccatc tgagcagcac cggtgatcat atttttaacg tagtcagcat gacctgggca
  3429301 gtcaacgtgt gcatagtgac gagcaggagt atcatattca acgtgagaag tgttgatggt
  3429361 gataccacgc gctttttctt ccggagcgtt gtcgatctgg tcgaatgcac gagcactacc
  3429421 gccgtaggtt ttagccaata cggtggtgat tgcagcagtt aaggtagttt taccatggtc
  3429481 aacgtggcca atagtaccca cattaacgtg cggctttgta cgttcaaact tttctttaga
  3429541 catcgattgt ccctctaaga cacggaatcg gtggtttcac cgtatcaacc aagcatatgc
  3429601 ttgctgaatc cataaaacag aaagaaaatc aggggacgag agaatgagaa atggtgctga
  3429661 taggcagatt cgaactgccg acctcaccct taccaagggt gcgctctacc aactgagcta
  3429721 tatcagcaca tcttggagcg ggcagtggga atcgaaccca catcatcagc ttggaaggct
  3429781 gaggtaatag ccattatacg atgcccgcat cttagaactc ggctacctga cttaatctgc
  3429841 agaaatctga aaggaagggc ttggccactt cactcttcat cgaggtacgc taccctcgcc
  3429901 ttgagtgctt actggggatt caacgttctg aattaccctg ggactcaagg ttaaacatgg
  3429961 tggtggggga aggattcgaa ccttcgaagt cgatgacggc agatttacag tctgctccct
  3430021 ttggccgctc gggaacccca cctaaatttt agtacttgaa tggtgccggc accaagagtc
  3430081 gaactcggga cctactgatt acaagtcagt tgctctacca actgagctat gccggcatca
  3430141 agtgcagcgc attctaggta gagcggagcc atgatgcaac aaaaaaattg cataactcgc
  3430201 gtctttgctc ataaaacgac caccttttac gccgcagagg tattatcaag cataatcagc
  3430261 tcaattaata ctcaaaaaat caaatattgt acccgcctat cattataaga ttcatcctca
  3430321 aaaatctcat ccatatctca tcaccgaaca atattgtcct gaatatcact ttagtcatat
  3430381 gcaccacaat ggggaaaatt attctacatc agtgcattcc tgaatggcta ataagcagaa
  3430441 aagcgcttac tactgcccac tttataagtt tggcttgttt attgcttagc aatggatatc
  3430501 agagcagaca gtttcagaga gaaattttat tattgtcaac gacggatgaa aagtgatcca
  3430561 cttatatctc caccaacggc ccaatattga tccaccgttt tactcaggat tagcttctgc
  3430621 tataaccccg gcctttcgtt tctgtctgag tcgatagctt tctcctttga tttgaacgac
  3430681 atgtgagtgg tgtaagatac ggtccagcat cgctgaggtc agtgctgcat caccggcgaa
  3430741 cgtttgatcc cactgcccga acggcagatt ggatgtcagg atcattgcgc tcttttcgta
  3430801 acgtttagcg atgacctgga agaacagctt tgcttcttcc tgactgaacg gcagatagcc
  3430861 tatttcatca atgatgagca ggcggggggc cattactcca cgctgaagcg tcgttttata
  3430921 acggccctga cgttgtgccg tagataactg aagtaacaga tctgctgctg ttgtgaagcg
  3430981 aactttgata cctgcacgga ctgcttcata gcccatcgct attgccagat gggttttccc
  3431041 cacacctgat ggccccagta atacgatatt ttcattacgt tctatgaagc tgagtgagcg
  3431101 taacgactgg agttgcttct gcggtgctcc ggtggcgaat gtgaagtcat actcttcgaa
  3431161 cgttttcacc gccgggaagg ctgccattcg ggtatacatc gcctgtttac gttgatgacg
  3431221 tgccagtttt tcttcatgaa gcagatgctc caggaagtcc atataactcc attcctggtc
  3431281 tactgcctgt tgtgacagcg caggcgctgc gcttataagg ctttccagtt gcaactgccc
  3431341 ggcgagcgcc atcagtcgtt gatgttgcag ttccatcatc acgccactcc tctgcagaat
  3431401 gagtcgtaga tggagagtgg atgatgcagg gggtgtttgt cgaagttcac cagattttca
  3431461 tcaagatgca cgtcatactc ttttttctcc ggaggcagtg ccagcatgga ctgctgctct
  3431521 tcgagccagc gatcgcaggg acgggcctgg attgtttcat gctttcgttg gttagcgaca
  3431581 tcgtgcagcc agcgcagacc gtggcggttg gctgtttcaa catcgacagt gatccccatc
  3431641 gggcgcaggc gagtcattag tgggatgtaa aaactgttac gggtgtactg caccatccgt
  3431701 tccaccttac ctttagtctg tgccctgaag gggcgacaca gtcggggaga gaagcccatc
  3431761 tccttgccga actgccacag cgaaggatgg aaccggtgct gaccggtctg atatgcgtca
  3431821 cgttgcagaa ccacagtttt catattgtca tacaacactt cgcgcggcac accaccaaag
  3431881 aagcggaacg cattacgatg gcaggtctcc agcgtgtcat aacgcatatt gtcagtgaat
  3431941 tcgatgtaca gcattcggct gtatccgaga acagcaacga acacgtgaag cggtgagcga
  3432001 ccattacgca tagtgcccca gtcaacctgc atctgtcgtc cgggttcagt ttcgaaccga
  3432061 acggcaggct cctgctcctg aggaaccgag agagaacgaa tgaatgccct gagaatggtc
  3432121 attccgccac gatatccctg gtctctgatc tcgcgagcga ttaccgttgc cgggattttg
  3432181 taaggatgag catcggcgat gcgttgacga atataatccc ggtattcatc caggagtgaa
  3432241 gcaacagcag gtcgcggcgt atattttggc ggctcagatt tgcctgcaaa taacgtttaa
  3432301 cggtattgcg ggagatcccc agttctctgg caatcgcccg gctactcatt ccctgcttgt
  3432361 gcaggatttt aatttccata actgtctcaa aagtgaccat aaactctcct gaatcaggag
  3432421 agcagattac ccctggatct gatttcaggc gttgggtgtg gatcactatt gcaccgttcg
  3432481 ttacaacaag aaatcaaaag ggggtcccaa tgagggatga aaagagctta gcgcacaccc
  3432541 gatggaactg taaatatcat atagtttttg cgccgaagta ccgaaggcag gtgttctaca
  3432601 gggaaaaacg cagagcgatt ggcagtattt taagaaaact gtgcgaatgg aaaaacgtga
  3432661 atatcctgga agcagaatgc tgtgtggatc acatccatat gcttctggag atcccgccca
  3432721 agatgagtgt ctcgggattt atggggtacc tgaagggaaa gagcagtctg atgctttatg
  3432781 agcagtttgg cgatttgaag ttcaaatacc gtaacaggga gttttggtgt cgagggtatt
  3432841 acgttgatac ggtagggaaa aacacggcca ggatacaaga atacataaag caccaattgg
  3432901 aagaggataa aatgggtgag caactctcga tcccgtatcc cggtagcccg tttacgggcc
  3432961 gtaagtaatc catagatgca aatgtcagat cgcgatgcgc ctgttagggc gcggctggta
  3433021 acagagcctt ataggcgcat atgaaaaacc tccggctatg ccggaggata tttattgaca
  3433081 aagtgcccgc gacggagaga acaggcagat cgtaaagacg ccgtaaatac atccatgtag
  3433141 gctcgagccg cgccatcctt ggcgcggacg ctttactcct ctgcctatcc tcaccgttca
  3433201 agatcgcgtc atcggggttt gtcagcagtc tgcgggcgct taggcgccct tttattatta
  3433261 ggtctaagcc atagcacctg cgcctgagta ataggcattt ggatctgagt gataacattg
  3433321 cgtgtgatga tgaagagacc agcaggaata acacaagatc cacgataacc tcttcctgag
  3433381 cagattgtca ggaagaggaa gtcagccgtc gatcagcgat taaagataag ccttggccgc
  3433441 attggccgcc acttctgttg gccgccagac atcaccagag tgctccagcc aagggattaa
  3433501 ctcgtcagca atcaattgat tcaccagcgc catattttct gcagcaatat ttttcatctg
  3433561 gtaaggatca tttttgttgt catgcagagt ataagtgagt ggcttgccaa ctttacgatc
  3433621 aatgactaac gtataacggt ctgtgcgcac cccgcgctga ccataagatt gtccgccata
  3433681 aggcataaaa gtatacaact gcgaggtagg acgtttatct cccggacgcc cggcaaccgt
  3433741 attagagaaa tccgtgcctt cgatctgatc cgggatgtgc tcgctcatgc ccatcagacc
  3433801 cagtagcgtc ggataaatat cgggggcgga gaacagcaac tcatcttccc gcaccggcag
  3433861 ttttccaggc cagcggaaca tcataggaat acgcatcgat tcttcgtaat gcacgttctt
  3433921 ggttggctga ccgttagatc ccatacagca accatgatca gagaagaaga ccactagggt
  3433981 atctttatcc agatttaggc gatccagctc cgccacaata cggccaaatt gctcatcgac
  3434041 accgttcacc atcgccatat actctttaaa gtattttggc ccgtaaccgt cctgataggc
  3434101 tttatcccat actacattcg ggcgggtatt cagagattct gaggtgtggt ctttaaaacg
  3434161 atccaggtat ttttgtggca cttgatcata cggtgaatgc ggtgggttca tggagaccac
  3434221 taacgcgaag ggttgatcgt tatctcggta tttccccccc tcattgcgca gatacttaat
  3434281 ggcgatatcg gcctcatgct ccgggctcca ctggttaatt ttcagtggct tatcacgcgg
  3434341 cgtgtcgttg gtccaataca taggattgag atgtaaatca taagtcccgt aactgtacca
  3434401 aaaatcgaag ccgtggcgtt tttcaggtgg tgtccagtca ttccagtaac gcccttccat
  3434461 tgggttgtta tagcttggca caaagggggc ttctggggca tcaagatgcc atttgccaat
  3434521 gtagcccatg ctgtatccct gttttttcag gatatcagac cacgtaaccg actctttttt
  3434581 aagttcaata ccaaaatctt tacccccaaa attgccatca gcccccgtgt ggcagttgcc
  3434641 ttgtaagcca ttgcgataag ggtattgtcc ggtcatgagc atgccacgga aaggggtaca
  3434701 cagtggataa ttagacaccg cttgtttcaa taccacactt tgactggcga attggttaat
  3434761 gaaaggggta attgagggat cttgtcccat aaatcccaaa gattgggtac gcatttcatc
  3434821 cgggaagata atcagtagat ttggttgttt accggttttt ttcgcaggta ctacggcctg
  3434881 agccgtactg agcacccccg tcgcggccgc ggttgccccc aatgcgccag aaactgcgat
  3434941 tccttttaat aaattgcgtc ttgttagcga catgctgtta ctccagagag aaatagaaaa
  3435001 tttctgtttt aaagaatcta gcggtatgac aagtgaaacg gtttcattac tggcggttcg
  3435061 ctttcttttt gaaaattaac atttcgatac cgttcgataa tcatcaatcg taaacaaaca
  3435121 aaacaaaaaa tgctgtgttt aggatcacaa tgaaagatta aggtgcttta cttaagtggg
  3435181 gaaaaaaata tgaataggca atacatcatg tgattgtggt gatgaaatac ccagacccag
  3435241 cggcctaatt aaataaaaaa ccaatttaat caaaatatta cgttttttct cttgtttcta
  3435301 cgcactccta tgtcatttgt tttcgtttaa acatcaacca atacattcat gcgataaatc
  3435361 aaaaggaggc taaaaaagaa tatagcgaga tataatgcgt aatgattttc gatttattaa
  3435421 cgaatatcat tatcgttatt gattatttgt taaaagcaat catacttttt gtcatgagaa
  3435481 gccagtcttc aggctggtat ttcgtgaaaa tcaactgctt tatgtgttaa gaatcacatt
  3435541 tcaatctatt gtttttacat tattttattc tttttatctt tagaggatgt ttttgatcta
  3435601 atatccccat tgtcacgtta ttggaaagcc ggacagctac agatatgata aatatgtatg
  3435661 cgtaagtttt cgcaaacaaa aaaccaataa aacgaagctt tgtgaaagag atcataagtt
  3435721 ttgatctttc tcattgaaga taaacgtaag cgtagtaatc ttaattcgaa gccaaacgaa
  3435781 taaaattcga ctggtttcgt aaggggacag aagtgaaagc ggcaatcgaa aggcgcatgg
  3435841 aaatcttcaa tatagtaacc cagcaaggga aagctcgtgt cgaagatcta gccgaaagat
  3435901 tcaatgtctc aagtgtcacc attcgtagtg acctgagttt tttagagaaa aacgggtaca
  3435961 tcgtcagatc gcacggttcg gctattccga acaccggcgt tatcgccgag ctgactgtcc
  3436021 atgaaaagcg gcgccgtaat tccggcgtga aatcgctgat tggtcaggcg gcggcgaagc
  3436081 tgattaacag tggtgacacc gtcattctgg attcagggac aaccacacgg gaaattgcgg
  3436141 ccaacttgag gtcggtagag aacgtagtgg ttatgacgaa tggtcttgat gtggctatgg
  3436201 agttagcatc cgctcccggc gtggaagtcc tcatctccgg tggtgtgttg cgtaagagtg
  3436261 cgatgtcttt ttctggttct caagccgaag ccagcctgaa aaactttcgt tttgacaaag
  3436321 tttttctggg tgttgatggt tttgacttgc gagttggtat caccacatat aatgagcagg
  3436381 aagcgagtct taaccgccta atgtgtgaca tctcggaaca aattattgcc gttgctgatt
  3436441 cgaccaagtt tgggaaacgc agctgccaca tgattcgaga gtttggtgat atcgatattt
  3436501 tggtgacgga ttcggatatt cctgaagagt atgtgcagcg actacgggat atgcgaattg
  3436561 aagtgatcat agctgaaaaa gagaaataac accttgactc catagtgaca ttattaatgt
  3436621 taattgtgga gttaatgtat gcatccttta gaaaaactgg ttcagcgcca taaagccggg
  3436681 gaacaaattg ggatttactc agtttgttct gcccatcctc ttgtcattga agctgcgctg
  3436741 gagcaagcgt tagaaaatga ctcagaactg ttaatcgaag ccacctctaa tcaggttgac
  3436801 caatttggtg gctacaccgg tatgacgccg gttgattttc gtgattacgt ttttgctaaa
  3436861 gctgatgctc tgcatttccc tctcgaaaaa ctcattttag gcggcgacca tttaggacca
  3436921 aaccgttggc agcacttgct tgccaacgaa gccatggcgc atgccgatga tctgatcgcg
  3436981 gcgtatgtcg cggcgggctt caaaaaaatt cacctcgatt gcagcatgtc ctgcgcagat
  3437041 gatcccgttc ccctctccga tgaaattgta gccgagcgtg ctgcacgtct ggccgccatt
  3437101 gcagaagcca cagaatatca acacttcaat acacacaccg ccgtttatgt catcgggaca
  3437161 gaagtgccta tccctggtgg cgcgaccgaa gagttggatg aaatcgaagt cacctcacca
  3437221 gaagccgcgc gtaaaacgat tgaatgccac caaaaagcat ttgagaaatc aggtgttgct
  3437281 gagtgctggc cacgggtgat tggtctggtc gtgcagcctg gtgttgagtt tgatcacacc
  3437341 ggtgtgattg atttctgtcc agagaaagcc catgaactca gtaaagtcat ggatgaatac
  3437401 gattatcagg tattcgaagc ccactccacc gattatcaga ccgatgatgc ctatcgcgca
  3437461 ctggttaaag gccattttgc cattctgaaa gtaggcccgg cgctgacatt tgctctgcgt
  3437521 gaagccctgt tcagtttatg tcatatcgaa gaagagttat tcccggcaga gcagtgctcc
  3437581 cgcctccgtc aggtgatgga agacgtaatg ctgaaatcgc cggaatactg gaagagatat
  3437641 tacctcggtg atactgagca agtgcgctta gcccgcgttt acagtttcag tgaccgcatg
  3437701 cgctattact ggccaatgga agccgtgcag gctgcacaag aaaaactgtt tgccaatctg
  3437761 aatagtgcac cgattccgct accactcttg agccagtaca tgccacgcca atttactgca
  3437821 gttcgcgaag gcactctgtc ttttgaagcc acggcattgg tcaaacaaca aatcaaaaat
  3437881 acgcttattg gctatgtcaa tgcatgccac ctttttaacg ggaacacatc gaaatgacgc
  3437941 aatatttagg gtacagccgg gaagaactga ctcgcttaca tgccagttgg accgcacagg
  3438001 aaattgaaca acagcctgca tgttggggaa aaacacagcg tattgtggaa gagagtcagg
  3438061 cagcgattaa tgattttctg catcaggcat tagccgcgag taacacgcgg attattttta
  3438121 ccggtgctgg aacctcagcc tttgccgggc gagcgctggc tccgctgtta gcaccttatc
  3438181 tgtcccatcg gattgaagcg attgcgacaa cggatttggt ggcaacacca gaacaatatt
  3438241 tctccgaaga tattccgacg ctgctggttt catttgcccg ttccggcaac agcccggaaa
  3438301 gtgtggctgc gttacaagtg gcatcggcct gtttatctcg ctgttttcac ttggtattga
  3438361 cctgtaacca gggcggccag ttatatcaat attgccagac ggcaccaggt gcattggccg
  3438421 tgctgatgcc agcagaaacc aatgaccaat cactggcgat gacctccagt ttctcctcca
  3438481 tgatgatggc tgcgatggct atttttgctg gaattgataa gtattcgaaa gaaattgaaa
  3438541 gattttgtaa gggatctgcg gattggttca aagaaattaa tcataaaatc atcgataata
  3438601 ctaaaagttc gcaataccaa agggttatct acttaggtag tggcggacta caggggctgg
  3438661 cccaagagtc agcactgaaa ttactcgaat taaccgcagg taaagttgtg gctacttttg
  3438721 atactccgtt gggattccgc catggtccga aatcaatcgt taatccggac actttggttg
  3438781 ttgtttacat ctctaatgat ccctacacgc gtcaatatga tctcgacctg ttagctgagg
  3438841 tccgcgccaa caacgttgcc ggtaaggtta tcgctatcgc agcacaatca gatgcttatg
  3438901 tcacagctgg tgaccatgtt ctggtacctg gtatggcaga aagttctgac ttaggcctgc
  3438961 tgtttgccta tctgatgttt gcacaatcct tcgcttttca tagctcagtt gccttaaaca
  3439021 acacgccgga tagcccatct ccaacgggtg aaatcaatcg cgtggtgcaa ggtgtgacta
  3439081 tttatccatt taaaaaataa cacacaggaa tatccctatg actcggccaa atatcgtctg
  3439141 gactcgtatt gatgagcgtt tacttcatgg acagatccgc attacctggg gaaagcacac
  3439201 cgaagccaat ttaattctgg tggccaatga tgacgctgcc gatggcccaa actcggcttt
  3439261 catgcaggcg ggaatgaaag cctccgctgg cggtgaatat gcagtgcgct ttttcagtat
  3439321 ccagaaaaca attgatgtca tccataaagc ctctcctcag cagaaggttt tcattctgtg
  3439381 taactccccg acggatgttg cgcgtttggt cgaaggcggt gtgccaatta ctcagtgcaa
  3439441 cgtgggcaat atgcactacc acgacggtaa acgtcagatt gccaaaacag tctctgtgga
  3439501 tgaaaaagat ctggatgctt tccaacgtat ggccgcgctt ggcgtggcct gtacggtgca
  3439561 gaacacacca gaccaaacgc caatcaatgt gattgagctg gccgccaggg cataaatcga
  3439621 cgacttatta cgccaagaca tagggaatta aaggataaat tatgcttttt gaagctacgt
  3439681 tagtcggaat ctgggccttc ttgtgcggta tcgacaagta tgacgttgcc ctgaatattc
  3439741 accgcccgtt gatcaccggc ccagttgtcg gtttgatcat gggcaatatg gaagtgggtt
  3439801 taatcgcagg tgcaacactg gagctggctt ggctcggcct ggtaccgaat gcgggggctc
  3439861 agccacccga tgtgaccatg gggactatcg ccgcagttgc ctttgcggtg atgaccggcc
  3439921 agtcgccaga agtggcaatg ggcgttggta tgccaattgc ggtcctgatg cagatgatta
  3439981 ttatcggttt ctttgccatg acagcgttca ccatgggcag agcagataag tatgcagagc
  3440041 aggcagatac ggcgggcata tcgcgcttgt tgataggcac gctactcacc cggtcgatgc
  3440101 tctactttgt gatcgccttt gtcaccgtct acttcggtga acatgcggca acctggattg
  3440161 atgaaaatac accaaccgcc ctgttagaag gcttaggtat cggtgcgaag atggttccgg
  3440221 caatcggctt tgctatgttg ctgaaaatta tgtggtcgaa agaagtggct ggtgtgttct
  3440281 ttatcggctt tgtgatgacg acttacctga aactgccaat catggctatc gccattctgg
  3440341 gtgctgctgt tgctgtcctg tactacttct tcagtggcaa caataacggc agcaataaca
  3440401 acggtaacaa caccaacaaa caaccagagg atttcgaaga tggcatctga tatcaccgta
  3440461 gataaagacc acacggcaaa agcgaaaacg gacagcctgg tggacaaaat tgattcctat
  3440521 caggatcttg aagttcgtaa agtggttacc cgtaaagatc tgtggaagtg cgccatccgt
  3440581 ggcctgttca tggaaggtaa ctttaacttc gaacgtatgc aagccggtgg ttttgcttat
  3440641 tcgatgatcc ccgcgttgaa gaaaatccac ggtaacaacc gtgcagattt ggcgaaatcg
  3440701 ctaaagaacc atttgcagtt ctttaatgcc agtccaaagc tgttcacctt cctgttaggc
  3440761 actgcggtgg cgatggaaga gaacaaagaa aagccctcaa tgatcaacgt aatgaaagtt
  3440821 gcgggcatgg ggccaacagg cggtatcggc gatgccattg accacatgac gctgatgcca
  3440881 ctgacgctgg cgctgggggc ttctattgcg attgaaggct ccatcgctgg cccatttgtg
  3440941 ttcttcattc tgtaccagac tgtgcacttc ttggtctatt tcggcctgat gtttatgggc
  3441001 taccgcgcgg gcacggcggc aatggtgaac atgggggatg ccacggagaa actggcaaaa
  3441061 gccgccaata tcatgggtat ctttgttatc ggcgcgttgt gcgccacctt tatcaggcta
  3441121 caaactaccg cggcgataga tcttggcggg aaaacagtgg agctacaaac cgccctgttt
  3441181 gacaagatca tgccgaattt actcccgctg gcattggtgt tctttatgtt caagatggtg
  3441241 aaaggcacgg gtttctgggc gaaaccaccg gtgttgattt tctccacgct ggcggccggg
  3441301 gtcgtcggtc atctgctggg cattgtctaa ccgttatcgc catcgccgca tcgtggcttt
  3441361 gcatgatgcg gcgtaacaga gcagcctgaa tatccaggca gtaaggatgt tgtaaatgat
  3441421 tgggattgtt gtttctggcc acattaattt tgcttctggt atggcttccg cagtacgggc
  3441481 gattaccggt gagcaatctc aaatgctgtt cattgatttc gttgaaagta tgtcaacaga
  3441541 catgctggaa agcgaactgc gccgtgcggc acatgaggta gacagcggcg aaggtgtact
  3441601 gtttttaacc gatattcccg gtggctcacc ttgtaatcgc gcactgaata ttttgatgag
  3441661 cggcagcaac gttgagctgc ttgccggggt taacctgcca atgattgcga atgccgcctt
  3441721 tgaacgtgaa ggggcttcac tgtcagagct ggtcgaaata ctgatggata ttggcgcgtc
  3441781 cagtgtacag aacctacggg ctgagctgga caccgctctg gttactgata gcggcgaaaa
  3441841 cgaggatggg ctctaattat gcgtactgcc tatctcgctg atcgcacttt tactccgcaa
  3441901 ggcattgaaa ccggcgtcgc ggttatcgtc gagcaaggcg agattgtggc agtaacacgc
  3441961 gagctgccag cggatgcaga aattgtgcat ctgacaggga aaaccctgat cccaggtctg
  3442021 atcgacattc atattcatgg tcgccagggg gcggatgtca tggatgcctc tgcggaggca
  3442081 ttacgcacca ttgcccgtgc cctaccccaa accggggttg ttgcctgggt cggcaccacc
  3442141 gtcagtgcgc cgatacagga tatctttgcg gctctggcgc aggtgcgtga ttttattgca
  3442201 gacccggata acgcacgtga tacccgcacc gcaaccctgc tcggcagttt tctggagggg
  3442261 ccatatttca ccgcgccttt ccggggttca cacccagaaa agtatctgac gacaccaaca
  3442321 ccacaagagc tggagcaatt acggcattcg gcgggtaaca ccttgttgcg tgcagctatc
  3442381 gcacctgagt cacccgaggc tttggccgcg atccgctggc tggtgaatca cgggatcaaa
  3442441 acctctgtgg cgcacactgc ggctaatttt gagcaagtga cggcggccta tcagcaaggt
  3442501 gcggattgcg gcgtacattt gtataacggc atgtcagggt tgcatcaccg tgaaccgggc
  3442561 tgctgtggtg ccgtgttgta tcacgacatg ctggcagagc tgattgccga tggcattcat
  3442621 gtgcatccgg tgatgatgaa tctggcgtat cgcatgaaag gttatcgccg cattgcactg
  3442681 atcaccgact gcatgcgcgc aggggggctg ggtgaggggc gttatttact cggcgcacag
  3442741 catatcacgg tacgtcaggg ggaagcgcgc accgatgatg gttcactggc aggcagtact
  3442801 tgtagcttgg atcaggcgct gcgtaacatg atccaacatg cgcaagtccc cgagtgggaa
  3442861 gctgtacaaa tggccagcgc agtacccgcc gcttatctgg gattagcgtc aacactgggt
  3442921 tcgatccaga tgggtgcaca agccagcatg gtggtgatgg agagtgactt taccgttgcc
  3442981 gcaaccctga ttaaaggtga atgggcttat cgccactcag cctaagtgcc gtgctgctca
  3443041 cggccgggat cctctgccga tcgcttcact gacataacgc cttttatgct tatttacacc
  3443101 tcatagattt cagaatgtag tcaacacatc tgccttctga aaagtaactc aatatcagca
  3443161 tggtgccgcc gttgtgatgg gcggtaggca tcgtgcgccc taattatagg aagacataac
  3443221 atgcaactat ttgatttgaa tggaaaagta gcaattatca ccggatgtaa tacggggttg
  3443281 ggccaaggca tggcaatcgg cctggcaaaa gccggtgcag atattgttgg tgtgggagtc
  3443341 gctgaagccc cggaaaccca ggcacaggtt gaagcactgg ggcgtaaatt ccacttcatc
  3443401 actgctgacc tgatacaaca aaaagacatt gatagcatcg tcagtcaggc ggtggaagtg
  3443461 atggggcata ttgatattct gatcaacaac gccgggatca ttcgtcgtca ggacctgctg
  3443521 gagtttggca acaaagattg ggacgatgtg atcaatatta accagaaaac cgtgttcttc
  3443581 ctgtcgcaag ccgtggcgaa acagtttgtg aagcagggca acggcggcaa gatcatcaat
  3443641 atcgcctcca tgttgtcatt ccaggggggg atccgcgtgc cctcttacac cgccagtaaa
  3443701 tccgccgtca tgggcttaac ccgtgcattg gcgacagagc tgtcgcagta caatattaac
  3443761 gtaaacgcga ttgcgccggg ttatatggca accgataaca ccgccgcact gcgcgcagac
  3443821 accgcccgca acgaggctat tttagagcgg atccccgcgt cccgttgggg aacaccggat
  3443881 gatttagcgg gcccggcgat tttcctttcg tcctctgcca gcgactatgt gaccgggtat
  3443941 acattagcag tggatggcgg ctggctggcg cgttaagtaa gggagcatca catgagcaat
  3444001 atgacacagc agacgcgtac tcaacaggcg cgtgaaacaa tgaagcgggt atatcgctat
  3444061 caggcagcaa accaaacacg tagtgtgatc cgtcggagtg gcaagacgcg ttttattaaa
  3444121 gacacagact gggagcgtgg tgtgttctgg tcatgcgttg ccgccgcttg gctggcaacc
  3444181 gatgacgccg agtatctgga gggcgtcatg aattacacgc tgcataccgg gttccgccct
  3444241 ggacccaatc tgcgctttgc cgatgacctg atttgctgtc aggcctatct ggatgtctgg
  3444301 ccgcagatag ccgtaccgga agcattagag ccaaccatca aagccgtctc tgccatggtg
  3444361 gacgaaccaa agccggggcg tgaagattgg tggtggtgtg actcattgtt tatggccccc
  3444421 gccacctttg cagcattgag ccaacgtacc ggtgacgccc gttatctggc ttatatggac
  3444481 accgcattct gggatgcagt tgattatctg cgcgaccctg acagcggttt gttctaccgc
  3444541 gatcatcgct atattcctga cggtaccggc actgaactgc gtgaagaaaa tggcgagaaa
  3444601 gtgttctgga gccggggtat tggctgggta ctggctgcca tcccacgcct gctcgcgcgg
  3444661 atgccagaag attataccgg tcgtcagcgt tatctcgatc tgtttactga tctggcagat
  3444721 aacgtgatcc gttaccagca agcggatggt ttatggcgta ccagtctgct cgatcctcag
  3444781 cggtttcctg ccccagagag cagtgcaaca gcgctgtttt gttacgggct gagctgggga
  3444841 attaaccaag gtattctggc accagaaacc tatctgcctg tggtggaaaa agcctgggat
  3444901 gccctgcaag gctgtatcca cgataacggc atgatgggtt gggttcagct accggccttt
  3444961 aatccgcgtg atgtgaaatt tgagcacaac atggattatg gcgcgggggc ttatttattg
  3445021 gccgcgtcgg aaatgttacg tctggcctaa caaggttgtt ctgtttgccc gttcgcgggg
  3445081 gaactcagta gccgtgatgt gttattcatt ttgttgcact ggcgcacatc acctgatgtg
  3445141 cgtgaggtta ttgacaaagt gcccgcgacg gagagaacag gcagatcgta aagacgccgt
  3445201 aaatacatcc atgtaggctc gagccgcgcc atccttggcg cggacgcttt actcctctgc
  3445261 ctatcctcac cgttcaagat cgcgtcatcg gggtttgtca gcagtctggc gcacatcacc
  3445321 tgatgtgcgt tttttatagg cgatactttg gttaactatc ttccgaattc ttgcgaatat
  3445381 attgcgttaa ctttcatata tgtgattcag cgccttttag ttctcttttt atttgcgtaa
  3445441 attagtcagt attgtttcac tttctcggaa cacctatctg atggcacagc cacatactca
  3445501 acaagcctat tttcacatga tggccaagcc caccagctat cgttgtaatt tggattgtga
  3445561 atactgtttt tatcttgaaa aagagacggt actccctccc cagaaaaatc cctcaccgac
  3445621 catgagcgac agcatgttac ggcgctatgt gcgtgattac ttgcgttctc atgccgggga
  3445681 tacggttgat tttgcctggc aaggtggcga accaacgctg gccgggctgg atttttatcg
  3445741 taaggcggtg gaataccaac agcactatgc aaacggtaaa actgttacaa acagctttca
  3445801 aaccaacggc attgccatta atcgccagtg ggccgcattt tttgccgaac accgttttct
  3445861 gattggtctg tcggtggatg gccttgaagc ggtacatgat aaataccgta ttgccgtaaa
  3445921 tggtcaaccc acctttgccc gcgtgaagaa agcgcttgat ctgctgcgtg aatatcaggt
  3445981 ggatttcaat acgttaaccg tggtgaatga tcaaaactgg gataaaggac gtgaaaccta
  3446041 tcaggcgctg aaagcgctgg ggtcaacctt tatgcaattt attccgattg tggaagtgga
  3446101 tacccgttgc ctatcgcgga caacaggcca ttactcaccg ccagccaacc ctcccatggc
  3446161 tccctttact gtgcctgcgg cgggatatgg gcgttttatg aatgacgtgt ttgatgcctg
  3446221 ggtgacggag gatgtgggaa ccgtctatgt ccgtgaattt gacagtttgc tcgggacctg
  3446281 gatgggctac cccgccgcta gctgcataca gtcggtgacc tgtggtcagg cgctgatcat
  3446341 cgaagcgaat ggggatatct acagctgtga tcactatgtg tacccagcgc atcgtttggg
  3446401 caacattgct gacacctcgc tagtgaaatt agcgacatct cgccaacagc aacgctttgg
  3446461 tgatgccaag caggaaaaac tgacacaggc gtgtattcgc tgtgaagtga aagcgctttg
  3446521 tcaggggggt tgcccgaagc accgcatcat ggcgttgcca gatgaaaaac ataagcacaa
  3446581 ttacctctgc gcctcctata aacacttttt taatcacacc gccccgttga tgcaggccat
  3446641 gtgccagatt attcaacgcg ggggcattgc tgcggacatt atgccgcaac tgacacagcc
  3446701 taaataacgc ttgaggaaca cataataatg aagttacccg caggaaaaag aagcctgttg
  3446761 gcagggatga tcgctgccgc tggtatgagt atgacacctg tgactctggc ggcaccggca
  3446821 gaaaaaccca atgtattgct ggtaatcatg gatgatctgg gtaccgggca gttagatttc
  3446881 accctcaata atctggataa aaaagcacta agccagcgcc cagttcccgt acgctatcaa
  3446941 ggcgatctgg acaagatgat cgatgcggca cagcgggcga tgccgaatgt gtctttgttg
  3447001 gccaaaaacg gggtcaaaat gaccaatgcg tttgtggcgc atccggtatg cgggccttcg
  3447061 cgcgcgggta tttatacagg tcgccaccca accagttttg gtacttacag taatgatgat
  3447121 gccatgcagg ggatcccact ggatattaaa ctgctgcccg ccttgtttca ggagcatggc
  3447181 tatgcaaccg caaatatcgg gaaatggcac aacgcacgca tagagaaaaa agcgttcgtc
  3447241 gccgatgagg tcaaaagccg cgattatcac gacaacatga tctccgtcag cgcccccgga
  3447301 tatgcacctg aaaaacgggg ttttgactat tcctacagtt attacgcctc aggcgcggca
  3447361 ttgtggcact ctccagccat ctggcaaaac agcaaaaata ttgccgcccc aggctatctg
  3447421 acccataacc tgacggatga aacgctgaaa tttattgatg actcagggaa aaaaccgttt
  3447481 ttcatcagcc tggcttacag cgtgccacat attccattag agcaagcatc acccgcgaaa
  3447541 tatatggatc ggtttaatac cggcaacgtt gaagcagata aatattttgc tgccattaat
  3447601 gccgcagacg aggggattgg tagaattgtt cagcacttac aagaaaaagg tgagctggat
  3447661 aacacactga ttttcttcat ttcggataac ggggcggttc atgaatcccc aatgccaatg
  3447721 aatggcatgg accgtggaca taaaggacaa atgtataacg ggggggtgca tattcccttc
  3447781 gtcgcttact ggccaaaaca gatccccgca ggtacgcaaa gtgatgcatt ggtgagtgca
  3447841 ttagatattt taccgacggc attgaaagcc gcgggtattg ccatcccagc ggagatgaga
  3447901 gtggatggta aagatattct gccggtactg gcaggtaagg aacaaacctc gccgcatcaa
  3447961 tatatgtact gggctgggcc gggggcaaag cattacagcg atgagaatca gtcattctgg
  3448021 catgactact ggaaatggat cacttacgaa catcaacagg cgcctaaaaa tgatcatgta
  3448081 gagacattat cgaaagcctc ttgggcaatc cgcgatcagg agtgggcact ctacttctat
  3448141 gatgacggca ccaatacgcc aaaattattt aatgataagc atgatcccat ggaatcaaag
  3448201 gatttagctg atcagtaccc tgagcgtgtc agtgcaatga aagcggcatt ctatgattgg
  3448261 atcaaagata aacccaaacc cgtggcttgg gggcaagatc gctatcagat cttagcaagc
  3448321 tccgcgaaaa gttaagctcg tgcggtgtaa cggggagata aggtggagcg agtgttctta
  3448381 gccccctctt ttatcccctc ttacccctct ttttattacc gttctcctta tcctagtgac
  3448441 ttgcaggaac actgctcatg agtgttgata ttagcgccaa accccgtccg atcattcctt
  3448501 atgaacatcc tgatgcggcg atgtattacc agttgtttaa acaacatatg atccgccagt
  3448561 ggcataaaaa acggccttat gcgagacatg atgcgcgctt acaagccctg tttcagaatc
  3448621 aaaaggtgtc gctgcaaagc cagtgtgatt acctggtgcg ttatgtggct gaagcatttg
  3448681 atcattatgc cgtctgggat tatacacatg cttattatcc ggggcgcccc agccagcaaa
  3448741 atgcgcgcac ggatgcactg gaaggcgtaa gccgtgtcct gccaacgcta gcggcctggt
  3448801 tacacagcca acctacgagg ctggataata cgcgacttgc tgatctgaaa ggcggggagc
  3448861 tcgacattgt ggctatctta cgtcgcgcgt tcttagccgg gactgacccg acccatcgtg
  3448921 gatattgggg cacgctgcat gattatgatc agcgtatttg tgaaagtgca gacttggcat
  3448981 tggctttatg gttgagccat gagtcggtct ggcaggcgtt tacgccacca gaacagcaac
  3449041 aagtgacacg ctggttcagc caggttaata cgctgcaaac ggtggataat aactggcatc
  3449101 tcttcccgtt aacggttcag tttgtgatgc gatcactgaa cggcactggc gatatcagtg
  3449161 atgataaata ccagcgcatc aaagagttcc atgtcggtga gggctggttt cgcgacggag
  3449221 cacagggcaa ttatgattac tataacgctt ggggattcca ctactctctc tattggctcg
  3449281 atcaaataaa tccggattat gaccgacagt ttattcgttc ctgcatggca gaattcgtcg
  3449341 ccgcttatcg ctatctgatc accccacaag ggatcccctt ctttggccgt agtgcctgtt
  3449401 atcgcctggc ggtatcagcg ccgttactgg cggtggccag tcactcaaca gaccccgttc
  3449461 ataccggtga agccaaaaga gcattagaag ccacactgcg ttatttcatt ggtcacggag
  3449521 ccatgcgctt cggtgctccc acacagggat tattcgcaga tgatgaaagg ctggtggaca
  3449581 actacagtgg gccagctagc agtttttggt cactgcgggc gttgaatatt gcgctgtatt
  3449641 gcgccaatga ctgtgggtta tggcagtgtg aaagtagcca attacctatc gagaccgaag
  3449701 attttagttt cactattaat gctatcgatc tctttgttat gggaactttc gaaacgaaag
  3449761 aggtggttgt tacttttcgt tatgattaca ccaaagagca gacaccactg acccgtcgtt
  3449821 tagtgtcaca accgtggtta gagcgtgtga aagagaacgt tactggccgt gctgaacggc
  3449881 cgaaaaacaa tttactccgc aaaggcgtaa ccagctacag ctcaaaaatg acgtcactct
  3449941 tttaactgcg tttactttcg atgtgatgca aatctctttt atttgatttc tttttgtttg
  3450001 tgtaagcttt ttttatggtt aaatgaaagg aaatgaaatc acggaggttg agttatgttt
  3450061 ttggtttctt cccgagaaat gttacgtcag gcacagatcg gaggctacgc aatcccagcc
  3450121 ttcaacatcc ataatctgga gaccattcaa gccgtagttg aaacagcggc tgaaatggct
  3450181 tctccggtca ttttggccgg aacaccgagc accttttctt atgcgggcac ggaatatctg
  3450241 gtgcagatct gccaacaagc ggcacgtcat taccgtatgc cttttgcact gcatctggat
  3450301 caccatgagt cgtatgatga tattacccag aaagtcgcgg cgggcatcaa atccataatg
  3450361 attgatggct cgcattttaa ctttgagcaa aatatcgcgc tgacacgtca ggtggtggag
  3450421 tattgccatc gctgggatgg tactgtcgaa gccgaactgg ggcgtctggg cggtcaggag
  3450481 gatgatctca cggttgatga gaaagatgcg ctgtatactg atcctggttc ggcagcacat
  3450541 tttattcagg cgacagggat agactctctg gccattgcca tcggcactgc ccatgggatg
  3450601 tacaaagagg cccctagcct ggactttgat cgtctggcgc tcattcgccg caatacggat
  3450661 atccctctgg tactgcatgg cggatcaggg atcccagatg aagatgtgcg tcgttgcatt
  3450721 gaattgggga tcagtaaagt gaatgtgggt acagagctaa agatcgcatt ctctggtgca
  3450781 ctgaaagcct atttccttga aaataaaggc gcgaatgatc cccgtcacta tatggttccg
  3450841 gctaaagccg ccatgaaaaa agtgattcag gataaaatta acgtctgcgg cagcgctggc
  3450901 aaacggtaaa gcgccaggag aggaagcaga ttatgacgaa acacgttgcc gtattgctgg
  3450961 cgcacggttt tgaagaggca gaagccgtta tttttatcga catcatgcgt cgtctggata
  3451021 tccgggttga tattctctcc tgcgaagcaa ccacggcctt gagcacctat tttgaaacgc
  3451081 cgatcagcgc agatgcgctg ttaagcgatc gtctggatca ccactatgat gcggtcatga
  3451141 tgcccggagg cccaaaaggc acagacagcc tgacggcaaa cccacaagtg attgcatttt
  3451201 taagacgtca tattgctcag gataaatata tctgcgcctt gtgttcatct ggggccaagg
  3451261 tcttggcagc tcatcatttg ctggccgggc gaacttacag tactggtgat aagctggctg
  3451321 ataaatttgc tgatggggcc tatctggatc aggatgtggt ggttgatggc aagtttatta
  3451381 cagccaaagg gctgggtgtc agctttgagt ttgccttcac cgtggcccgc catttgctca
  3451441 gtgataacct gccaaaagtt gagcaccaag ccagccatat ctattttaaa catgggtcag
  3451501 cacagacgta attatcacca ttagcccctg tacacgatgc tctccccacg acggcattat
  3451561 cagtaccatt ttcgtttata tcgtcagtag cattgccgtt tatatagcca gcaccgctta
  3451621 tatagccagt accgttgatg aaccgcatgg tctgcggttc gtctcttcga ctccccaaca
  3451681 ccggtgttga aatcaccgcc gtcaggccct tgtcctcccc tgcgtaaacc gtccggttta
  3451741 tcgaatcaac cttataaatc atagatctga tccgtcggct tatttgctgc aggcatcgcc
  3451801 ctattctgat tgacctgctt taccgaggag cgaaccacca gcttaccctg caataataag
  3451861 ttgctaaacg gtgcatccgg gcgtaatacc cgccgctgta acaattggat agcctctgcc
  3451921 cccagttcat cacgaggaac atgcaccgcg gtcagtggaa catcatggat ttccgccaag
  3451981 ttaaagccgt ccatactcat gactgacacc ctgttgggca cattcacgtt gagtttattc
  3452041 agcgcgttaa ccgcgccaac agccatatag tcgccaccga ccaaaattgc cgtcggcagc
  3452101 cggctttcat cctcacaggc tgtgaaaaat gtggttatcg cctgctccgc ctcttcagcg
  3452161 ccaaacccat gagtggtgat caggtgctga tgatcatcga agcgcatatt attactggca
  3452221 aacgcgtctt taatgcccag caaccgcaac tccatggtat tacgacgcaa acactgtagc
  3452281 gttagaatac ggcgatgccc ttgctgtatc aggtaatggg cagaaaactc gccaattgat
  3452341 tggtggtcag gagaaacgct atccagtgac atttctttat cgcgacaatt aattaatacc
  3452401 gctggcttat ggagactggc ggccaaggca tggatccgtg gatcatcaat gccaataata
  3452461 atcgccgcct cactctgtgg gtgggtcatt ttatctaaga atagcgaaat atcactgtgg
  3452521 gtttcggata acccgcagta ccggatcatc acttcatgtt ggctaaccgc ctgagtgatc
  3452581 ccctgtatga ctttgtagta aaaaatatct gttcgtacat caaaagcgcg atggggagca
  3452641 aacaccataa tattattcaa catcaaccgc ccgctggata aattctgcaa gatcccctgc
  3452701 gatttcgcat acgccatgac ctgctgtttc gctttggcgc tggtattccc tttacccgct
  3452761 aacactcttg ataccgtgct aatcgaaaga cccgtttgat tagctatttc ttgtattttt
  3452821 agctttccat tcattttgtg atctccctca aattagcaaa tgaaaaaatt ttcattacca
  3452881 taaaatggct agttcagggc gctaagaaat ataaatgatg aaatattagc cgccttatga
  3452941 gaattctttc aaagaaaggc atattaaagc caattcaagc tggttacctt agtttttata
  3453001 aaaatattgg attttggtga accaatattt ttaatttatc agtccagtta attttgattg
  3453061 aaatataaaa aactcaatat tatcaattga gtatatttta tatcgctatt ttaatgtgaa
  3453121 caaagtcaca ttataacgca gcgtaatctt aataactgaa gatggaacat accaaaataa
  3453181 caagttggtc caattcattt tatatggact aacacaaggg gactgggatg agtattgata
  3453241 ttaatcaatc agctaaaatt gtaggacggc ggaaaataaa gtcattacgt tggtggatgc
  3453301 tggccttatt tttacttggg gtcaccgtta actatataac ccgtaattct ctagggattt
  3453361 tagcccctga gttaaaaacc agtctgaata tgactaccga gcaatactca tggattgtag
  3453421 cctctttcca actggcttat accgtgttcc aaccactttg tggctggttg atcgatgtca
  3453481 tcggtttaaa aatggggttc ctggtttgcg ccagtgtctg ggcggtggtg tgcatgatgc
  3453541 atgccggagc gggtacctgg ttccaactgg cagtattacg cttctttatg ggcagtgccg
  3453601 aagccgcagc cacccccgca aacgccaaag ccatttcgga ttggttcccg aaaaaagaac
  3453661 ggcccattgc cgctggatgg gcaggggtgg ggttctctat cggtgcgatg ttggcccccc
  3453721 cgattatcgt actggcgcat gtggcactcg gttggcaagg ggcattcttg ttctccggcg
  3453781 cattagccat gatttgggtt ctgctgtggt ggcgttttta ccattcaccg gatactcatc
  3453841 caaatctgag tcaagaagag tttgaactga ttcaccaaga taatgaaccc gtactaccac
  3453901 gactgccatt ccttaaatcc ttagccattc taagtaaaaa taagaaattt tacggtattg
  3453961 ctattcccgc gtttctggcg gaaccggcct gggctgtatt tagtttctgg gtaccgctgt
  3454021 atttagccac cgaacgcggc atggacctga aacagatcgc catgttcgcc tggctgccat
  3454081 tcctggcggc agatattggc agtgtcgcca gtggctattt aaccaaactc tatcagaaat
  3454141 ggtttggttg cagccgggtc aactcggtgg ttgccagttc ggtaaccggt gcttttatga
  3454201 tggtgtcatt ggcctttgtt gccgtcacca aagaccctta tctggcaatc gctttaatct
  3454261 ccattggcgg ctttgggcac caagtcatct cctgcatgct cagtgcatta gtggttgact
  3454321 cttttgataa aaatcaggtt gccaccgtca atggcctgcg tggttcttcc gcctggatcg
  3454381 ccagcttcct gtttacatta ttaatcgggg ccgtttcaga cactatcggc tttaacccgc
  3454441 tgtttatcgc tatggggttc ttcgatctga ttggggccgt attcctgatt gctctgttcg
  3454501 ctgagcgccg taataaaccc caaccgacgg tctgatgttg ttagaccaac tgatgttgtt
  3454561 aaccaacgga tgtgattaac caaactaatg ttgttaccaa actgatctga ttaagccatc
  3454621 catcagatgc gattaaccca gcagcggcac tgcctgtgct gttgccagaa aaaagatgag
  3454681 ctgtgatgaa aacattaaaa aactggctgt taatcaatga gtatcccgat caccttgaac
  3454741 tgcgggtcga tgaccgtcat atcttttgtc tgtatgtatt agaaccaaac ttatgcaggg
  3454801 tgctgattaa acgcgagggt gaactggcac tgagccgcac ctggagtatt gccccgcaag
  3454861 gtgatgtgcc atggtcaggc cgcgatcgcc tgagtctgga aggcttctct ctccccggtt
  3454921 atcaattgga gaaacatgaa cagcaactgg tcgtcacgac ggagtgcctt cgggtcacca
  3454981 tccatcaacc actgcatctg acatgggaat ataaaaaccc gcatggtgag tggctaccgc
  3455041 tggccgcaga ccggccaacc agcgcctatc tactcagccc tcagggagaa gcgattgctc
  3455101 actatcagcg ccgttatccc aatgaacaat attacggatt gggcgaaaaa gccggtgatc
  3455161 tgaaccgcgc aggtcgtcgc tttgaaatgc gtaatctgga tgcgatgggc tataacgccg
  3455221 ccagcacgga cccgctctac aaacatattc cgtttactat cacccgccgt gatgatgtca
  3455281 gttttggcct tttttatgac aatctgagta gctgttggct ggatttaggc aatgagatcg
  3455341 ataactacca tctggcctat cgccgttatc aggccgaagc gggtgacctt gattactatc
  3455401 tgttcctcgg cccgaaagtt ttggatgtca ccaaggcgtt tgttcgcctg accggtaaaa
  3455461 cccaatttgg ccctaaatgg agcctgggtt acagcggttc aaccatgcat tacaccgatg
  3455521 cccctgatgc tcaggtacaa ctgcaaaagt tcattgcatt gtgtcagcag catgacatcc
  3455581 cttgcgattc gttccagctc tcttccggct acacctccat caaaaacaag cgttatgtct
  3455641 ttaactggaa ttacgacaaa gtgccgcaac cgaaagtcat gagccagacg ttcctacaag
  3455701 caggtatcaa attagccgcc aatataaaac cgtgtttatt gcaagatcac ccacagtatc
  3455761 aacaggctgc ggagcggggg cttttcattc gtgacagcga aactgattta cctgaacgct
  3455821 ctacattttg ggatgatgaa ggctcccacc ttgatttcac caatccagac accgtgaact
  3455881 ggtggcaaga gaacgtcact aaacagttat tggagatggg gatcggttct acctggaatg
  3455941 ataataacga atatgaagtg tgggatggtg aagcccgctg taatggcttc ggtaaatcta
  3456001 tcgccatcaa acatatcaga ccggtaatgc ctttactgat gatgcgagcc tcgatggaag
  3456061 cacagaaagc attcgcacca gaaatgcgcc catacttgat atcccgttca ggctgtgcag
  3456121 ggatgcagcg ctacgctcag acctggagtg gtgataaccg tacctgttgg caaacactgc
  3456181 gctataacat ccgaatgggg ctggggatga gcctgtcagg gctgtataac ctggggcatg
  3456241 atgtcggcgg tttttctgga gataaaccgg aacctgagct gtttgtccgc tgggtacaaa
  3456301 acggtgtgat gcatccacgg tttaccattc attcatggaa tgatgacaat acagtcaacg
  3456361 agccatggat gtatccagcc gccacgccga tgatccggga tgcgatggcg ttacgatatc
  3456421 gattattgcc ctatttttac acattgcaat ggcaggccag ccatgatgat gagccgatgt
  3456481 tgcgccctac gttcctcgac cacgaacacg atagcctcac atttaaagag aacgatgact
  3456541 ttatgctagg ccgtgatctg ttggttgcca gtgtggtgga cgctgggcaa cggcaacggc
  3456601 agatttattt acctgataat caggtcggct ggtattgctt ccacagcggg caatggtata
  3456661 gcggtgggca gacaatcaca ttggatgcac cactagagcg attacctctg ctggtacgcg
  3456721 cgggggcagc cctgccgcta tcccgacgta tcgcctttgt taatcctgag gctgattgtc
  3456781 agcgcgaatt ggcgctttat cccactcaag gtggcgggca atcaagcggg atgctatttg
  3456841 aggacgatgg tgaaagccac cgctggcaac aaggccatgc gctatggcta aattggcagg
  3456901 tcaccaccga taatcaccgt attgatatca cctttagccg caccgggaac tatcaaccgg
  3456961 catggcgtga actgacgatt aatttgccaa caaatgaaag tcgcacgtta tcaatcaacg
  3457021 gtgtcgcagg taatacactg gatttaacca aactggccta accggctaat gttaaataca
  3457081 agacggactt cctgatggaa gcccgtgagg ttattgacaa agtgcccgcg acggagagaa
  3457141 caggcagatc gtaaagacgc cgtaaataca tccatgtagg ctcgagccgc gccatctttg
  3457201 gcgcggacgc tttacttcct ctgcctatcc tcaccgttca agatcgcgtc atcggggttt
  3457261 gtcagcagtc tgacgggctt cctgatggaa gcccgtttat ttttgtacgg gtaaaaacgg
  3457321 cgagcgcagt aactttatgg ttcaacttgt ttatggttca acttgtttat ggttcaactt
  3457381 atttctagtt caactggcca aacgctgagc aataaggcgc aactcttcgg caattttttg
  3457441 taaatcacgg tgctctttag cctgaggccc cgtggaatta cgcacgacca gtttggcagg
  3457501 cagtatcgat gaggagcgca tggactcgtt atcactggcg ctaagcatac gccgaaccgc
  3457561 ctcttttccc tgtaaatcta aatcaagtga tacggtagtg agggccgggt agaaaaacga
  3457621 actttcataa gtatcatcgt aaccaatgac cgacttctct cccggtaccg ccagttggtt
  3457681 ttgatgaaac gcactcaata ccccaagcgc catttgatca ttggccacca gcacggcact
  3457741 gaactgcggt gtttcacgca acatctgtaa tgcgcctgaa tacccacttt gggcatccca
  3457801 gtttccatgg atcacactga caggcgataa accataatcg gccagcgtct ctagccagct
  3457861 tttaagccgc aaatttgccg ataccgactg cttaggccct gccagcaacg caatctcacg
  3457921 gtgccccaat tcataaagat atttgacgct ggcacgggtg ccatctgccg ggttaaacga
  3457981 aacgttaaac acagaactat aggggtcaac atcgagaaac aaacaagtga catcatcatt
  3458041 atctgcagcg attttctctg ctacagccgt ctctagaggg acgttgataa tgaccttgcc
  3458101 tacccactga gattttaggt cattaatcga atgttgaatg ctttgattga cgctctcatc
  3458161 aatcatagaa atcagtactt gataaccttc aatatgcgcg tagcgtttta ttgctgcggc
  3458221 gacctgtgat ggagcatgta acgcgagtga cgtggtcacc agacccatcg tcatactttg
  3458281 cttaccaacc aattgttggg caaggcggtt gggtacataa cgcagcagct caattgactg
  3458341 ctcaaccttg cgacgagtag cttcggatac tttggccgat ttattcagta cccgagaaac
  3458401 cgtttgataa gaaacacctg catggcgggc aacatcttct aatgtggtgc ttttcgactt
  3458461 catagtctgg ctccctctaa gtgttattcc ttgattgtaa caggggcata ggtgaaaaac
  3458521 ccaatcaccc gaatccacct ataaatcaca tcatcaaatg tattacgatc acaacaaaaa
  3458581 atccagtgag cgccatcact catctttaca aaaaacactg atttatttgc agtaaatcac
  3458641 aataagcata caaaataatt gcttgatttt acgtttaggc attttattga atgcgttatg
  3458701 tgaacgtaat acaaaaatta taaatgagga tgacatgaaa accagtttac gcacactgtc
  3458761 cgttgctttg gctgcggcgt tagtttcacc atctgtatta gcgatagaaa aaattgattt
  3458821 ccacggctat atgcgcgctg gtgtaggcgt ttccagcgat ggtgggcttg ccgaatggca
  3458881 aaaaacgatg gtgggccgtt tgggtaacga atccgatacc tatggcgaga taggtctggg
  3458941 ggctgaggtc tataaaaaag aagatgtcag tttctacctt gacagcatgg tcagcatgct
  3459001 gtcagacggc tctaatgata gcgaaacgac cattggtgac gatgctcaat tcggcctgcg
  3459061 ccaattaaac ttacaaatca aagggctgat ccccggcgat aaagaggcgg tgatctgggg
  3459121 tgggaaacgc tattaccaac gccacgattt gcacattata gatactaaat actggaatat
  3459181 ttcgggctcc ggcgcaggga ttgaaaacta taccgtaggt ccaggcgcag tgtctgtggc
  3459241 ctgggtccgt ggtgacgcaa acgatgtgga tacccgcatt actggcgata gcgatgtcaa
  3459301 tatcaactat atcgacgtgc gctatgcagg ctttaagcca tgggctggct cgtggaccga
  3459361 agtgggtatc gactatgcaa tgccaaaccc aaccaaacaa cagaaagaat acggtgggtt
  3459421 gtacgatgct gataacgcgg tgatgttaac cggtgaaatc agtcaggaca tgtttggtgg
  3459481 ctataataag ctggtgctgc aatacgcaaa taaaggctta gcacagaaca tgatctccca
  3459541 aggcggcggt tggtatgaca tgtggcataa gactgacgag gctaagggat atcgggtgat
  3459601 caacaccggt cttattccta ttaccgataa attctctttc aaccatgtac tgacgtgggg
  3459661 ctcggctaac gatattactg agtacactga taaaaccaat ttgatttctc tggtaggacg
  3459721 tgcgcaatac caatttacac aatatgtacg tgctattggt gaagtggggg gtttctatca
  3459781 aaaagatact tatcacaatg ggtctaacta caaacagggt ggtgagaaat acactatcgc
  3459841 attaggtttg gccgagggtc ctgattttct gtctcgccca gaattgcgtg ttttcgcttc
  3459901 ttacttaaat gattcagaga atggcaagcc tttcgaagat gggacatcta atgacacgtg
  3459961 gaactttggt gtccaagtgg aagcctggtg gtaatcgtta agattacgta gacataaatt
  3460021 tatctctatc aatatatacc cgtaatattt caagctgtat atgcgttggc ggctttcgtt
  3460081 cactcccgtt gccgccttcc tacaacgtgg tttatttagg gtatagcatg aatgaaatat
  3460141 cacgacttta atatgtttcg gttattcttc tatgctcact acccttaggt agtgagcatt
  3460201 ttagttttat acccgttata cctcaagctg catgtacgtt ggcgacgctc aacaactcga
  3460261 attattttgg agtatacatt attatttaca aaccatatta tttacaaacc acatttttta
  3460321 aaaccaaatt actttaaagc caaattgtga gttaaaaata aattctttag gattgagaga
  3460381 aatgctcatc aagtatttta cgcaggttat ctgactgctt gccaaatata gcatgtacct
  3460441 cctgcccaag aataataacg cctaatgccc ccgcttgttg tagcgcttca gaattaacct
  3460501 tggagagatc gtttaccgtc acccgtaaac gcgtgataca ggcatcaata ttcttgatgt
  3460561 tctcttttcc ccctaaatag tgaagtagca tttcagcttg ttgtttttct tcatcagtga
  3460621 atgatggcgt tggttttgga tgggaaaaat agtgcataaa agatttcagg ctgatcatga
  3460681 catctacctt tctgttggtg ggttgagtga aattgagtta attcgttgta agtcgatgta
  3460741 aaaaaacgcc cactcggctg aatgggcgtg tatggcattc agttaatgct tattcgagat
  3460801 agcgagttag cactcggctt ccccatgggg caagcgtcag gctaccttgt accggctgct
  3460861 ggtcgaccat atcgcggtat accgcaggta acaccagcga tttgctgtca ttactgtagt
  3460921 tttctaccac gataaattca ctctcaccat cggtacgacg gtgagcggta accccataag
  3460981 ggaactgggt gtctagcgca cgtgccaagt ttagctcctc ggcaatgttc atgaagaaat
  3461041 cacgctggaa agccgcatcg ttacgtgaag cgacatacca ggctttacct tcgccaacaa
  3461101 agtttacggt caccgccgca cggtcagcat agaagtcatc tctatagcgc gcgacggctg
  3461161 tcgccccttc aagatgaatc aaatcgcaga gatggatggc ctgataaggc ccctgtagac
  3461221 cggctttatt gcctgcaagt ccttggactt gattgctctc gccatcggcc agacagtcaa
  3461281 tttcttcgga ccagataccc aacagcggcc gcagagggcc agggaagcca ccgagatgac
  3461341 acaggtcaga ttcgttgaca ataccgctcc agtaggtcgc gacaaactgc ccaccttgct
  3461401 ctacaaaacg cgtcgccctt tcagcaaacc cttcgcgaac catatagagc atcggtgcaa
  3461461 tgaccagctt gtaacccgac agatcgcagt cagcgttaat gatatcgacc gcaatgcccc
  3461521 gttcccagaa tggacggtaa tgctcggcaa cggttttctc atattccaag ccacaattac
  3461581 gtgggccttc ggcgtcgtcc atagcccaac gactttccca atcaaaaatg atggcaacat
  3461641 cagcgtctac tttacttccc atcaccggcg acatggcctc gagtatacga cccagttcgc
  3461701 tcacctcccg cccaacacgg gtatcaatgt ggccaacatg gtcgacaacc gcaccgtgga
  3461761 acttctcaac ggagccacgg ctcttacgcc attggaaata ctgcaccgca tccgcaccgt
  3461821 gcgcgacagc ctgtaaagaa gagaggatat gcatccccgg cttcttcaac ttactggtag
  3461881 gttgccagtt ggtcgcgctt ggcgttgatt ccattaagac aaatggacgg ccctgtttca
  3461941 gggtacgcat gaggtcatga tacatcgcgg tataacaggc aagctgcgtt tcatctttct
  3462001 cacgatgcca catcgggtag ctgtcccagg agataaaatc aatcacctgc gccaacttcc
  3462061 agtagtcgta atcgtagaag tactccataa agttagtcgt aacaggcaac tctgggtttg
  3462121 ccgcctttag tggcttagcc tcttcagaac aaaactccgt aacctgagcg gtattaaaac
  3462181 gccgccagtc aaggttcaga ccatgaattg aaacttcacc ttgcggtgct ggagactcaa
  3462241 tttgcgacca atcgctgtag gtgtggctcc agaaagcact ccaccaggct tcgttaaggt
  3462301 tatccagcgt ttgataacga tcctgaagcc agaggcggaa tttttgctga caggaatgac
  3462361 agtgacattc gccgccgtat tcattagaga tgtgccagcc aataaccgca ggatgatggg
  3462421 cgtaacgctc tgctaacttc tggtttatct gccgcacttt ctggcgatat accggcgagg
  3462481 tcatacagtg gttatgacgc ccaccatgca gcgcaggcac ccgatcacgc ccgacacgta
  3462541 aaacttcagg atatttctgc gacatccaag ccggacgtgc gccacttggc gtcgccagga
  3462601 atatatggat accggcagca taaagttttt caattaattc atctaaccaa gagaaattat
  3462661 attctccttc acttggctca agttttaccc aactgaatat tcccactgac atgacattgc
  3462721 attttgcctg tttcatcatg gcaatatctt tatcaataat gtcaggataa ttttcccatt
  3462781 gctctgggtt atagtcagcg ccatgcaata acgcagaaac tttcgcgctt aagggcggaa
  3462841 acttagacat aatacatcct taaataataa atacttggtg ttgcccataa tgggcaacga
  3462901 ttaattaaaa actttcatcg aaggcaatac ttttccttgg caatcaaata acgcctgatt
  3462961 ttcacgtgca ttaccttctt tccaattatc attgatatat ttcattccag ccggtgttgc
  3463021 ccaagtattt cccggaacag aaatccaggt aggctcccag taaaatatcc ccttccctct
  3463081 gccatcgggg acattaataa cactctgcat cagatcatga atgaaattcg cttgtccttg
  3463141 aaccgttccg ggataacccc catctttctc ttctttagcg gtaaagctat tttcggcgtt
  3463201 atcacaattt tccaaggtat agccataagc ggcttccacg acgatgacat ctttttggta
  3463261 acgctggctg atatcatcca tgttggtttg caaggcgcta atcgggccgt cccagtaggt
  3463321 gtacatcgac agaccaataa tatcgaacgg cacattacgt ttggttattt catcaaacca
  3463381 ccaatggaag gtgtcattct tggtgccttc agcgaggtgc agcatgattt tcacatctga
  3463441 aggggaactg aggttctcac gtaaaccgcc gatggccgca ttcagcaaac ccgccagccg
  3463501 atcaaactca ccaccgcctt ccccccagct ttttccttct ggccagagaa gaccgccatt
  3463561 ggattcattg ccgatttgca ccatatcagg caagacaccc tcttttttga aggtggcaat
  3463621 ggtatcgcgg gtatagtcat gaatggcgac tttaagctgg tcgtaattca ttttctgcca
  3463681 agccttcggc ttaaattgct tacctggatc ggtccagaaa tcgctgtaat ggaaatcaag
  3463741 caataccttt aaaccctggg ctttcgcacg tttagccagc gccaaagtgg tcgccaaatc
  3463801 gttactgcca ccgccgtaac tctgcccatc gctgtctttg ggatcgaccc acaaacgcag
  3463861 acgcacataa ttcacgccgt tagccttcag gatagccatt gcatcttgtt gaacattttg
  3463921 ttcattaaaa aatttgccac cttgtcgttc cacttccgct aacgtggaaa tatcagcccc
  3463981 tttaataaaa tctgctggga cattttttaa tggcgcaatg gtaaagggtt ctgccgcatt
  3464041 agccccaacc atgaggctta gcgataaaca aacagtcagt aatgccggtt taaagaattt
  3464101 cattatatta tcccttagta cttcctgacg ttaggccgga aacaaaatat ttctgtaggg
  3464161 ccaggtagag aatagcaacg gggactgcaa ttaatacggc tcccgcagcg taagtggtat
  3464221 agctagcgcc cattttttgc gccacgaggt tatataaacc aatcggtaac gtatatttat
  3464281 cgggagtacg taaaatcgtg ctcgacaaaa taaaatcacc caatgggccg gtaaaggaaa
  3464341 ataacgccac cacggccaca ataggtttag aaagcggcat gataatttca ataaagatac
  3464401 ggaaattact ggccccatcc atacgtgccg actcatcaag atcttttggg atcgcgtcga
  3464461 gatacccttt cattaaatag gtattcattg ggatcatgcc cgcgacataa atcagtacca
  3464521 gagccatatg gctgttaatt aagcccaaca attgcgaaag cacaaaaatg gcaatcagtg
  3464581 cagaaaattg cggaatcatt tgcagcaaca gaaaaagcat taacccattc tgacgccctt
  3464641 taaaacgaaa acgggagaat gcataggcgg tgaaactgac actgatcagc gttaagacca
  3464701 tggtcaaaaa actaattttc atcgagttcc agtaccaggt catataattc acctcgccgt
  3464761 taaacagatc ggcgtagtgc tggaaggaca gattctcagg aattatcgac gtactgagca
  3464821 ggctattacc ggcgttcagt gatgcaccca ccgtccaaat cagtgggtaa ataataatga
  3464881 ccgataccag aataataacc agccaagaga gcgataaacg gatccatttc tcttgtttaa
  3464941 tactttgtga cttagccatg ttcccgtccc ttatgccata tcatcatttt taaatgattt
  3465001 tgttgcgcgg aattgccaca acgccaggcc aaccacaaag atggaaagca aaatagtaat
  3465061 ggttgctgct attgcgtatt gcgaagaaga catggtcaat ttatagatcc acgacaccag
  3465121 aatatcggtg cctcctgcgt ttgaccccgc cactgccggc ccaccgttat taaacaaata
  3465181 aataatattg aaattattaa agttaaaggt gtactgagtg atgataatcg gcgcaataga
  3465241 ataaaggacc aacggcagcg tgatggtgcg caatttggtg ctggtactcg cgccatccat
  3465301 ggtggcagcc tcgtataaat cgtcgggaat agcctgcaat accccggtgg tcatggcaaa
  3465361 aacaaacggg aaacccagcc acgtctgcat cataatgagc gccgttttag tccagaacgg
  3465421 atccgtcatc cacgctttag gcgcaatgcc aaagaaagcg agaatagagt tattaatcac
  3465481 cccaaacgag tcgttaaaca tccctgcaaa taccaagatg gtgacaaaac ccggtactgc
  3465541 ccatggcaaa ataaagatag tgcggatcaa aggtttaaag cgcagatctt tttggttgac
  3465601 caaaatagcc aacaatacac ctacggtaca ttgcaacgtc gttgccagca gcgtccatac
  3465661 cacggtccat tgcagcacgt cgaagaaagt tgaacgccag atactcaggg tgaaaatatt
  3465721 aacaaagttt ttaaacccta cccagtcaac caatttagcg ggaggtgtgt gataaaggtt
  3465781 gtagttggta aaggcaatcg agaagccaaa taggattggg aaaataaccg cgaacaccaa
  3465841 cagaataaat ccgggggtga tcattaaata cgggaagcct tcgcttaaca ggagttggta
  3465901 ttgtttgcgc acactattaa gcggaatacc tgcatcacgt tttttcccat taacccaagc
  3465961 atcgcgtaat gaaaaataat aaagcgccac gccaaagcca ataatcagca cactgattat
  3466021 cccctcagcc agcaggaaaa ttgagttgtc acgcggaact tcttctccga gggtatacaa
  3466081 gccccagagc ccctcttgca gaaaatcaaa aaatacgccg acaaaactgc ttatcagaac
  3466141 taaaaatacg agtccctttg cccattggcg atgataaaac tgaccaaacc caggtactac
  3466201 cgcacacagc accgcggcaa tggcatggcg actagactgt tttgctgccg ctccgttatc
  3466261 gccagaactg ataatcacac actgctcctt ctttcatcac cctttaggtt attcaccagg
  3466321 tgttgattgc cgcagtcagt ttgaaacaca ggtggtgcac aaaaaccatc gcataccaac
  3466381 ggcacgtggg ggaattgaac accacctaaa ttcatactga cctgttaaat agtctgatta
  3466441 ctgattactg gcctgcatgg cctcgatttg catattgatc tgcttaacgg cgttatcgag
  3466501 agcgacttta ggctcctgtt tgcccgttac gcttagctct aatgctgagt tagcaggtcc
  3466561 ccacacttcg cccatttctg gaataccagg catcgcagag gcacggcttg cctgaatggc
  3466621 taccgcactg gctttttcat catttttaat caatggatcg tcaatcatgg ccgtcaacgc
  3466681 ggggatctct ttggtgacct gatagcgggt tttcacgtat tgcggttggt taataaattc
  3466741 gatgaactgc tgggcgagtg ccttatcttt gctccaggta gaaacgacat accctttcac
  3466801 accgaggaag gagctcatat ctttgccgtt cggcaatgct ggcagtggtg acacaccaaa
  3466861 gttaatacca gcggcttcat acggttggaa tgcccatggc ccgttaatta ccgcagccgc
  3466921 ttttttctca gtgaataatg agtcaatagc attcaagccg ttatcaccga tggtgccaat
  3466981 tggaaacaga ccgttagcat agaatgtttt caaataggtt acggcctcaa cagcccctgg
  3467041 tgtatttagc ccgatatcgt tagccttcaa gctaccgtta gcatctttac caaagatgta
  3467101 accgcccatt ggctcgatcg ctccccagct gtaatagatc tgatcgaact tcgccaacag
  3467161 accatattta ttttctgcgc gttgtttctt agagaatgcg gcgtactcat ccaaggtagc
  3467221 taacggcgtt ggcagcatgt ctttgttgta gatcatcacc agcgtttcca cggctttcgg
  3467281 taaaccgtag agggcattat ccatggtgaa ggcagcgata gaaggtttag taaaagtagt
  3467341 gactatggtt ggatcaacgc tgagcggtgt cagcaaacct tgcactaccg caccacctaa
  3467401 ctgatcattg ggaatcacca acacatcagg gccgatacct gcagggccat caaggcggag
  3467461 tttttcaatt tgttgtgcgt aaggcatttc cagcacattg accttaacct gatgctgttt
  3467521 ttcaaaatca gcgatagcct ctttaatacc ggcagatttt ttgatgtctt cccaaactgt
  3467581 taattgctgt gtagcagcgt gggcagcgaa accagcaaac tgggtgactg ccagtgcggt
  3467641 taaaacaagc gcagtgattt tattgatttt cattattagc ctcgggtgaa ggtataacat
  3467701 tattgtgttt aacgctcgaa attaaataca aatacaaaat gacaaacacc acatctacgc
  3467761 catctgcaga acatatcatg ccgatgtctt actatgttat acgctacgct ttgacgccca
  3467821 ttaactctat aggaatctca tcattgtgtg atcatggttg cagaaatgaa agtgtatgat
  3467881 agggacggaa atagagcgaa gttatagttc ttccatgctt ttccatcatc acataccatt
  3467941 aaagccaatt gttatacgtt atacataaaa tcaaaaaacg cacctcaggg tgatgtgtga
  3468001 tggccccctg actgataact ttcgaggatt accggatgtc cagcattaga ctgagaaacg
  3468061 tgaccaaacg ttttggcaaa accgaaacac tccataacat caaccttgat attgaagatg
  3468121 gggaatttgc tgtcttcgtt ggcccttccg gctgcgggaa atcaacacta ctaaggatga
  3468181 ttgccgggct tgaagagata agtgatggtg aggttttgat tgacgatgag gtgatcaatg
  3468241 atgtcgctcc ctcacatcgt ggcgtagcga tggtcttcca gtcctacgcg ctctacccac
  3468301 acatgacggt agccgaaaac atgggctatg gtttgaaagt caataaggtg cctaaagagc
  3468361 agatccgtca tcaaatagag atggtggcta aaaccttaca actgtcccat ttactcgaca
  3468421 gaaaaccaaa acaactctcc ggtgggcagc gtcagcgcgt cgccattggc cgtgccattg
  3468481 tgcgcaaccc gaaagtgttc atgtttgatg aaccgctttc caaccttgac gccgaactcc
  3468541 gtgtcgaaat gcgtctgcac atcgcaaaac ttcatcagga aatgaagacc accatggtgt
  3468601 atgtcaccca tgaccaagtg gaagcgatga cattagccga taagattgtg gtgatgaact
  3468661 acggcaagat tgagcaaatg ggctcaccaa tgtcgctcta ttacaacccg gtgaataaat
  3468721 ttgttgctgg ttttatcggt tcgccaaaga tgaattttct gcccgcgacc gtggaaagct
  3468781 ggcagcctga ttccgtgacc gtgaccgtcg ccgaaggcca tagcctgaca ttggcattgc
  3468841 acacctcacc actacaggcc ggtgatcccg tcactattgg gatacgtcca gaacatctca
  3468901 gcgtggctga tagcacagtg caaacattag attttcattg cgaagtggta gaacgactgg
  3468961 ggaataacac ctatctgttt ggtcagtgcc acggtcacga tggcttcaaa atgctgttag
  3469021 caggagatgt ccatttccgc ccttatcaga agctaaatct gagttttgat gctggatatt
  3469081 gcatggtgtt taacgctgat gggttacgca taaatgcaga gattccggtg cctcatgaat
  3469141 aaattgggct aatataacgg cgtcaatata ttgaaaaacg gttaagaata ccaagcgggt
  3469201 ttcctgttga agcccgctga atattaagat agcaacatgt ctatttcacc ttgatgtcta
  3469261 tttcaccttg gctaacatca gtatttcgac gctaatctaa gcatctgcat tcacttttcc
  3469321 ggtccgtctc gcccccttca atcctcttct gaccatgatg tcagttcctc agccacatcc
  3469381 gtgacactca atgtcactca atgtcactca atgtcactca atgtcacttt gccgttgtga
  3469441 cattctactt atcactgccg ctcgatctac gcggcaaaat gaacatatga accagtaaaa
  3469501 atctaaagac atatttttaa agacaacatc atcagatcag ataatcgccc ccttacaaaa
  3469561 aacgttgcgt aaatctcgct tatcttggct ttttactgca tttgtttgag cgatgtaacg
  3469621 taattgttgc cggagtgtgg acgtttttta ttccacacag tagtgttcat ttgtttttgg
  3469681 ttcgttcata tgaggcattc atgatccgta acgagatact ggcaaaaaaa ccggactatc
  3469741 tattagaagc gacgggacta aaaaaatcct ttggcgatgt gatcgcgcta aacaatgctg
  3469801 aattctgttt aaaacggggt tctatccatg cgctttgcgg tgggaacggt gccggtaaat
  3469861 caacatttct tggcctatta atgggattta ttcagcctga tgatggggcg tttttcatca
  3469921 acgggcaata ctgcgaattc gactcaccgg gacaagccct agccgcaggg attaccattg
  3469981 ttcaacaaga gctcagtggg gtacaggatc tgtctgtggc cgaaaatatt tatctgggtt
  3470041 ctgagccaag gcgctttggt attgtcgatt ttcgtgcgct taaccgccag gccgatgtgt
  3470101 tattacacga gctgggtttc gccatttcac ccaaagccaa aatgcgcagc ctgagcgtag
  3470161 cagagcaaca acgggtggaa attgccaaag cgctgtcaca tacccatgcc gatatcatca
  3470221 ttatggatga acccacctcc gcattaggtg aagaggatgc gcaaaaactg tttcagacca
  3470281 taaaaaaact ggcctctctg ggaaaagggg ttatttatgt ctcccaccgc ttgtcagaaa
  3470341 tatttcaaat tgcagacagc tacacggtat ttcgagatgg ttgttatatt tgtgaaggag
  3470401 agacgagtca catcactcgc gaacaactga ttgagcatat tattggtggc gagattgatg
  3470461 gtgagttctc caaatacaat actccaacca atgtgccact ctttaaagcc tctggcatat
  3470521 gttggaaatc gaaagtgaat gatgtcagcc tgacattaca ttgcggtgaa attttaggga
  3470581 tttatggctt agtaggatcg gggcgcagtg agtttcttaa tctgctgttt ggtcttgagc
  3470641 gtgctgatca cgggagcatc catatcggtg atgagatatt actgaaacac acaccagaaa
  3470701 aagcaatcaa cgccggtatc gcctatgtga ccgaagatcg tcaagagaca ggattagtat
  3470761 tgaaccattc ggtatcggaa aatattaata tctcctcatt aaacgtcatt agtcgtatga
  3470821 gtatcattaa tgaaaatgat attcagcgcc gtgctgacca cacgatccgt atctttaata
  3470881 ttaagacacc gagtcgccaa caacgagtgg ctaatttaag cggtggtaat caacaaaagg
  3470941 tggtgttagg ccgctgggca ctgttagacc ctaaagtttt attattagat gagccaacca
  3471001 ggggaattga cattggggca aaaaaagaaa tttatcgctt tatgtcggat tttgccctca
  3471061 aaggaaaagg cattgttatg gtctcctccg agctttctga aattattggc atgagcgaca
  3471121 gaatcttggt ttttaaaaaa gggaaaatag tcggtgaaat tacgggcact gaggcaacac
  3471181 aggccaaatt aatgtcgatg gcggtataaa ccacgccgaa actcatatta ttacattgca
  3471241 ctgagagcgt cgaatatgag cgattccccc ccccttggta atgtctctga cacggaccag
  3471301 taaattcagg aaggccattc atcaatacgg gatcatactt gcctttgttg gcttgtgtgc
  3471361 ggtcattgct ctggctggtg aatttgcagt aaacagcggg acatggagcg agaattattt
  3471421 tttatcacgg gataatacac tcattattct gcgccaggtc tcgatcaacg gcatcctggc
  3471481 cattgggatg acgttcgtta ttatcaccgc gggtgttgat ctctccgttg gcgcggtttt
  3471541 aggcttggcc ggtattgtcg ccgcgcgttt tgcgacgaat aacagtgcca tcgccttagg
  3471601 ggggaccgat tggccactgt tagtacccat cgtgattgcc attggcatcg gtttagtctg
  3471661 cggcgctatc aatggcttta tcttaggcaa atatcgtctg caacccttta ttgtcacaat
  3471721 ggggatgtta tctgtcgccc gtggcctgac attactgact actggcggaa acccggtatc
  3471781 acaattaacc gatgaattcc gttggttagg taacggttat attttgggta ttcccgtacc
  3471841 ggtgttgatc tttattattc tgttcgccat tgcctggttt gtcttgaata agatgacgtt
  3471901 tggccgttac gtctacgcgg tgggcgggaa tgaaaaaagt gcccgcacat ccgggatcaa
  3471961 cgtattacgt attaaagtgg cggtatatac cctttgcggt attttggcgg cgatcgcggg
  3472021 tttaatttta accgcacgta ctggctcggc acaaactggc gctggcgtat cctatgaatt
  3472081 ggatgctatc gcggcggtcg ttattggcgg caccagtatg gctggcggta ttggaactct
  3472141 gcgcggaacc ttatttggtg tgctgataat aggtgtgatg aacaatgggc ttgatttact
  3472201 cggcgtacaa tcctattacc agcaaattat caaaggtgtt ctgattgtct ttgctgtcat
  3472261 gcttgaccca tcccgtaagc aataaccttc ataaacaata atttttataa acaataacgt
  3472321 ttataaacaa caagttttat aaaaaaatat ctaccaataa caatgtctac aaataacaat
  3472381 atccataaaa aaatgtccat aaaaacaata cccataaaca acaatattat taatctatac
  3472441 ccaaattaat tcgagttgta ggagggcggc aagagagata caaatgggtc gggaaccgat
  3472501 ttgtacagta tttatgctgc ccgtagggtg agcctcaggg atgaggcgca ttaatcccga
  3472561 tgagcttact tactttttta aagtcaatac cagtaagtca ttcgggtcat tgagcgtagc
  3472621 caacacacat gccgtttgat gtatgacggg tatataccgt aactctataa ttttaaagta
  3472681 agttgaacgc accaggagct tttatgaaaa aaacaatgct acaaactctg cttgctgcaa
  3472741 cgctgatact ttcctttgcg gcatcagtgc aagcagcccc agtaaaaatt gctattttga
  3472801 tgtatggcat gaaagctgaa tttgttcagc taatggaaaa gtcagccaaa gaacatcctg
  3472861 cggtaacaca ggggttaact acgttgactc ttttcgatgg ccgctatgat ccgttagtcc
  3472921 agaataacca agccgaaact gcaatacgta cccgttatga tgccattatt attgttccga
  3472981 tagattttga agccaacgta gatgtggtca cgatggcgaa taaagccaat attccggtga
  3473041 ttgtcgccaa tgcccgcttg aatacagata aagcgaccag tggaatcttc tctgatgatg
  3473101 ttcaaggggg ttatctggaa gccaaagcgg tgctggataa aatgcagtgc cagggcaatg
  3473161 tggtcgttat tgaagggcca atcgggcaat ccgcacagat ccagcgtggc cagggcaacg
  3473221 ataaagcgat tgctgaatgt gggccgggga aaatcaacgt actggaacgt aaaaccgcca
  3473281 actggtcacg tgccgaagcg atgccgttga tggagaactg gctacaaaaa catcgtggca
  3473341 agattaatgg tgtgatcggg caaaatgacg aaatggcgtt gggtgccatt gaagcgatca
  3473401 agagcgccgg cctgaatgtc caagattttg ccattgccgg tatcgatggt gtctctgatg
  3473461 cgatccgggc ggttaaacaa ggtgaaatga tgtctatcct gcaagatggc caggctcaaa
  3473521 tacaaggggc tattgatatc gctatgcgtt cggtacaagg agagcgttac cagcctatgt
  3473581 caacgatctg gcagcaatat cagggaaaaa tggattggca acaagggacg gcaaaaatgt
  3473641 atgaagtacc ttggactgaa gtaacgccac aaaatgcgga cgagctgcta aagatgcgtc
  3473701 agtaagagag atgatcgcta tcgcccccgg cagcggcaaa atctgctgtc gggtttgagg
  3473761 gtaaatcccc ctaaaaaccg gagtattcat tgaatctgcg ctcgaactgc ctctatgggc
  3473821 acctgactcc cctgcctatt ctcattgttc aagttcgagt cgttaagaga tatcatcaac
  3473881 ctcagtaacg tttatttttg gttccatcaa aaatatcctc taaataattc gtttgccgtc
  3473941 ttcctgtagc tcgaattatt taaggtctat cttcctacaa aatacaaaca ttttattgtc
  3474001 atttcactcc cattccattc gcaatatttt cgacactcac ggagtagctt catattttct
  3474061 aaaatcataa tttatacttt attgatcaac gcacaagaat catcttagta ggaccagaag
  3474121 aaatagttaa tatttattta tcaattaatc acctttcatg gaagcattca aaaaagatta
  3474181 atcctaaaaa cagagaggca tttacctttt tatcgtagga aataacccat gatatgcatg
  3474241 aaaaatccta cagttcatca tgatgtaaat atttttcaat taacactgaa ccccttaatt
  3474301 taatatttgg ttacaaatta aggtttggca taattgagta aacattctta ttatcagcct
  3474361 cgtctttagg aaacattaac atcgttcgtt tacctacgta ccgggcattt tggacttgat
  3474421 gcatccgtta gataaagtct gcacagaaaa attgggccat aatggtcggg aaagtaatga
  3474481 cgaatgaaaa ataaaatatt cacagcaata gtgctattat tttcctttag cctttcaatt
  3474541 caagccattg ccaataaaaa aaacgataaa aaaatcatca ttaataacct aacactatcc
  3474601 tcaacatggg tgcgaacggc catatcagag tctatagaca gcccgagcaa tacgataaat
  3474661 aaagacgata tcaagaggat ggcagcagga aagcacatat acataatgga taataaaata
  3474721 acgatagagg gagtctgtac ctttaagtat gttattaaaa aaagcagtcc tttaaattat
  3474781 tggcatagtg ataaaaccgt taatttatat aaagaagagt ttctaaaaaa cggttttaag
  3474841 ttaagcgaaa atttagcttt tatttcagct gaagatccga gtaatgattg cgactcccct
  3474901 tactctcaaa tcgccataac tgataatgtg atatttactg tttataatgg tcatattgta
  3474961 ttttacacaa attcaaacaa tgttaatgaa ttggcattat gaacagtatt tgaaatattc
  3475021 tcgattgctt ctatacccca aataactcaa gttacagaaa ggcagcaagc gagagacaaa
  3475081 tcggttaggc gcagatttaa acgctccatg caacgtgaag tatgacgggt atatatacca
  3475141 acattagacc accttcctaa catgctctga ttaaaaattt tcccgtacaa caacagtcaa
  3475201 tgaatcttcg gctgaacccg ttactgaata gtggctcttt gtcgttaagc aagcggtcat
  3475261 tgttaactga tcgctaaatg ttaagcaaac cacaaatttg attgcctggc ttccccctat
  3475321 tatttatacg ggataatctt aagagcaatg gaatacacta agaaataagg aattgtaatg
  3475381 cgaagtatcg ggtggcgttt tttcactcta gggtggctga ttttattagc cggttgtgcg
  3475441 actgatgttt cgttatcagg aaaaaataag agcacagaag ctaaccgaat tcagtttcaa
  3475501 cggatgggct ctgcgccaga gtccggtgcg gcagacgtca ccagcctgga tctccagccc
  3475561 ggcgatattt tgttgtcatc atcaactggc attaactcgt tgggtatccg tatattcagc
  3475621 cttgccccag tcagccatgc ggctatttat ctgggagaag agcaagtggc cgaggcaacc
  3475681 agtacggggg tgaatattgt tagccttaac gaggcgatag atcataacac ggcggttatt
  3475741 gccttccgtt accccggatt aaccccggaa catgccgcta aattgcgtga gtttgcatta
  3475801 gataaagagg gctcggatta caacttcgga gggatcgtat tgatcgcccc gtatatgatc
  3475861 accaaacgaa tatgcgaatt gccgttattt aatgcgaccg ttcgtaacca ctgccttagc
  3475921 ctgctagcca cagtgcaatt aggtgacggt gggtcactga cggaagatca gcgcttcttc
  3475981 tgttctcagt ttgtcttgga agcctacaat tatgcagggc acccaatcag cgactccaat
  3476041 ccggtatgga taacaccggc tgatttactg catatgcgcg aaggcgacag ctcttcattc
  3476101 cgctcaaatc aacccctatc gtatattggc catttaaaac agcgcagtag cttatttaca
  3476161 ggcaacaaag gattggcgat gaacaatgca gacacattac ttgaggacaa aagcccccgt
  3476221 atgctgagcc aataaccgtt tggtgctgct caccttttta tcagaaggga gcaagcccaa
  3476281 agcgatatat gtccggctgg ggtgtttggc tcccgtctcc cacttctgaa tagtagaaac
  3476341 acgggtattc aaatagcgag caaaaatagg ctgactgata ttgtcactcg gccccccttg
  3476401 accaaaatag ccaattccca gttcaacatt ttgatttaaa aatcattttt tgatatcccc
  3476461 aaggggaaaa tctggcatta aaactgcgca gcttgattcc ggtactgaaa ccacttgata
  3476521 gcacatctca ctggctgcca ctaaaagcac gcgggatgcg ttgcgcagta acgcgtttta
  3476581 gatatatctt ttttttattt ctttcttgcc aatttagata tatcggtata gtttagatat
  3476641 atctaaagga gatttacaat gtttggtcat tcaaaacacg atcatcgtca tggtggtcat
  3476701 cgccatgaag gacagggcca ctgcggtgaa aaaatgcgtc gcggtggtcg ccataatgtg
  3476761 atggcagaag atgcagaatc ggcaagaggc ggcaaacatg ggcgcgggcg tggcggtaaa
  3476821 atgcatcgcc tgttcgaaca tggggattta cgcgtggtac tgctggcgct actgaataaa
  3476881 acccccagcc acggctatga gctgattaag gctattgaag aagcgtcatc aggtctatat
  3476941 gtgccaagcc ctggggttat ctatccaaca ctgacactgt tggaagagca ggattttgtc
  3477001 acccccgtag ccacgggtaa tggccgcaaa agttaccaaa ttactgacgc tgggaagttt
  3477061 gaactacaga aaaaccaagc tatggtcgat gtaatctttg ctcgtctggc gcaggtaaac
  3477121 cgtcacaaag aggggaatct ggctgaaggt attgccgatg caatgcaccg cttacgccac
  3477181 attctacgta gcaatatgat gcgtgcggat ctcacgccag aacaagtagc gcgtattaat
  3477241 acggcgctac tggctgcggt agacaccatt gaagaagagt tgcaaccggt tggggtgcaa
  3477301 cctgcggcag ttgataccac tgtacaggag aaaaactgat gcccggctat cgttatcgaa
  3477361 tcactattga acccttgact gaccgtaagg gcgaagccat tgataaagcc cctgtcacct
  3477421 ttgaagccga gaatcatgac gagatcctca gcatcatcga acggttacag gcccgtgaag
  3477481 atctgggctt tggccaggag aaaactgccg cctttgcctt aggtttgaag ctgttctcgg
  3477541 aaaccatgat ggagaatcgt aagcatccgc tatttgagcc gctgcgcggt gcatttaaag
  3477601 actttatgat cctactgaag aaaggttcac cgcgtgaccg tagtgatcat gcagaatagc
  3477661 cgctcttgat aagagatcgg ctaagtttgg ggttaagctc gtcgctgagc cgtcaagaaa
  3477721 accactggtt agccgccatc atcaccgcat agcgatcacc gttgctccct tctgagagct
  3477781 gatcaaggtg cagccacaac cacagcgatg accatggaaa gccactggaa tgccgttatc
  3477841 cttaaatgaa ggatgtgctt ctataatgaa ggtattacca tgctgtgggc aagagaccgg
  3477901 atcattcagg cgcgccacac caatacctgc aaatttcatt ttgccagacc cactgagcac
  3477961 ttgcccgcca tgcgtggttt tatcaccaat acagatgacg cctttcatat acacctcaat
  3478021 ttttctatta atttcactta ttggcattgc gctttatgtt caattaactg acagataagc
  3478081 aatgtactat tccctttcta tagcgaactt agcactgctg cagttagtat tttatttatt
  3478141 gtgtcatcaa gtggggtttc tttaaaaacc ttcgtatcta agacgggtaa gagcaatgcc
  3478201 gtatcgccat aatttgatgc aaaattgaca tcgctcttga ccgaataata acgtttcaat
  3478261 ctcttacaag aaaatatgct gtttttcacc gttatttttt tcaattttgg caagtatttt
  3478321 ttcaagagca ctagaatctt tatcattttc cattatattt ttctggaaag ttattttttt
  3478381 ctctaatccc tctaaattta atttaatctt gaatttacct tttttgcttt ctaccaggtc
  3478441 aacgtgctca attgagataa tataagtatt cgacatcaac gcgggtgtaa ataccagatt
  3478501 atcccccatt aaggcaatca cagggcgagg ccccaaccga ataccattta tcatattcaa
  3478561 cacaccgacg acaataatta acatactcat tggcatatca gtgaaaaaca taaaaacacc
  3478621 cgctacagtt gcaaacgcac ctagcataaa ataacgaaca gtggcaaaat ttagatatgt
  3478681 atcaagctta cccgtttcat ttaatgaaaa cgtctttaaa ccacggtaaa cgtaatcgtt
  3478741 ataggtaaag agataaccaa taaggaaaac aatactgagg ggtaacatac ccaggcaaga
  3478801 gataatggcc aatccaaatg aaagtttatt ggctttatct agaaaaatca cgctaaggat
  3478861 ttgcaataca agactaacag caaagtagta tctcaatacg gcgatagcat caagcaacat
  3478921 ccgatctcta tagcctaact caccatagag ttcctgatag tctacagtga aaaaccaact
  3478981 ggccaaaaca agcactaagt ttagtgataa acctatccag accagtaaat ttaccttttt
  3479041 cataaattac ccttataatt cataaacata atattatttt atttattgta catatttaca
  3479101 ccatttatcc agcacatctt attttaatat gtgttaattg taatatgtat taattgtaat
  3479161 atcccatcac gtgaaccgtc accgcctata gtcaagctgt aatagcctat tttagagaca
  3479221 tgcccaacag gtgataaaac aatttcatgg tatatcgcaa tatggctatt gtataagatg
  3479281 acgtaagcta tcatagagca actaagcaat ggaaataaaa agttgcaagt tagcatgata
  3479341 aaaatcaata aagcatcaaa gccgcaactt caaatgagaa tattcacaca acaatgcagg
  3479401 aatattcaac caaatcatga ttaaattata aaaagttaat cacaaaaaat cagtttattt
  3479461 ttattggatt taaatggtcg catcaaaaaa ataaaataga gtgagtatct tgtcggttta
  3479521 tatttaaaat ctattcttag ttcctatttt taactctctc aactatttcc ctttgggcaa
  3479581 caaggtttgg caacttggca cttatagaaa tgcacggcca cattggtgac gacggaaatg
  3479641 ttcaatatta tttaccgtta gcaggttcag agcgaagatg attaagcaaa aagacgactt
  3479701 ctccccgata aaaaggggaa gcagccagat actgttccca ttgcggatcc cactccccgt
  3479761 gttgaaccaa accaatcttg aagggaagac gtaattgcag caaggcgggt aagtaacgtg
  3479821 agtactgatt aacggttgat cgcccctgat aggtttatat caccagttca tcaatcggca
  3479881 acgcattgag ctgctggatg ctaccggttt ttgcccagtc caataagccg gttacaccaa
  3479941 gtgcaaaatt tggatccagc ttagtgcgca cccggcgcag gaacccagcg taatcatcaa
  3480001 gacgataggt gcctgcatca aaatcaatct gtagcccgat gacctgattt ccagcggcgg
  3480061 cccaccgccg gggtaaatca atcagaatcg ccaaaatatc atctggtaca tccaacgtgg
  3480121 tgatgcgcac cgtgacccac atcgcaggca gtgtcagcct agagctgggt agccccattt
  3480181 tctgaaacca ggcggctcgc tggcgaataa ccacttcccc ctgatgcaga taaacctgat
  3480241 tcgcctgctg taaagcgggc tgtgggttca cacctgacca caaccaaaac gcctgataat
  3480301 catgggcata caccttatgg ctcaactgca gtttgtcgct aacctctgcc atcgcgggcg
  3480361 gcataaatag cgctaatagg cagcttacca gtaatagttg agccgttctg cccatcggct
  3480421 acctttatac tgagttttca atgagctaaa ccaacgctta cgtgttgcaa tatcgacatc
  3480481 ctcaccccca cattgattat agcccgatgg ggcatagcac ataacagccc ggtaaagcgc
  3480541 atagctttta tcttctggct ccgccttcgg gtcgttgata acgtgttgat aataatcgaa
  3480601 acgattgggc tgagttatca ctgtttcatg tgcatggact gcgacattca gcacctcatt
  3480661 gccctcccct tcctgataag tattgatatt gatgtcagtt acacggaaga attctcccaa
  3480721 gcagttgagg gcatgaccat ccgttttatt tttaaccaat gcttttaccg tcccatctaa
  3480781 cgcagcacag gcatagccct gctccacatt atcgccctgc caatcgaacg ccgccaggtc
  3480841 tacatcggca aagctttttt gatcgacgga ttgctgaata tgagggctta actgtttatc
  3480901 ctgctcataa ccctgataat caccaagcat aagatcccgc agtaatagcg tgtgcagagc
  3480961 aatggttttt tcctcatcat tagcaccaga aataacttgc tgttgtaaaa gtgctttttg
  3481021 agcttttgtt ttgagtatca gagaacgata acgcaggttt ttgattgggc tatctgcggt
  3481081 aaatatggct tcaatttgat cactgttcac cagaaccgcg gcgagtttga gttgcagata
  3481141 ttgctgttgt tgcggcgatt gcaccaggcc cagcagcttg cgccaatgtg cttcggcctg
  3481201 tgaccattgt tgttgagcca ccaatgcatc accatataga atctgttgac tgaaggtcac
  3481261 aatgtcagtg gctggcagag agtcgacagc cgagacagtg gcgacgacac cggcataatc
  3481321 ttgctcatga taatagagcc aggccgtctg tagatactgc caaaggggga gcctatccgc
  3481381 atcgacaaac atcggtttat aacttgccag tttctcctgc gtaacctcca actcagagcc
  3481441 actctggcgc ccccctaatc gcaaccaacg taatgtttgc gtgaaggtca gtaaaggtgc
  3481501 ttgcatatcg ctgataaagg gctcgccacc aaaggcatct ttgctgataa atttagcatc
  3481561 aacttctgat acggtatccc acaaagcttc agcattcggt gctgccagta atgtctcttc
  3481621 atacagccgc gccagttgtt gccaatcaga gaggtaccag taaatacggc gctccaaccc
  3481681 ctgaatcgac tctgcgtaaa tgccttgggg ataagcaact aaataggccc gagaataatc
  3481741 caatgcctga cgggcggcat cctgattgat atttttagtt tcaaacatgc catatttatc
  3481801 cgacgcattt gtactgctct cattgagcgc aactcggaac aacatataag tcgctgtttc
  3481861 tgcgacccat gcttgagaac tcttttggag ggcagaaaat aaagcggtgg cctctgggta
  3481921 atcgccccga taaaatgcat tggcgccatg aagataatcg ctaaaagcat caacatgtga
  3481981 gcctggcaca atgttaaaag gtggcggtgt aattccacca tcgaccggtg catcgacatt
  3482041 atgaaaaata ttggatcgcc agagggctaa attatgtcga tcgtcggcag ttaaggacga
  3482101 gtctgccagt aaagcggtaa aaaattgctc aactgatgcg ggattattgg agatatgccg
  3482161 tgcttctcta tatcgggcat tggttccctt aaacgaagcc gaattgatgc ctagcgtctt
  3482221 tgccatctta tcaaatggcg tttcttccga agggctatca ttattctcat ctgtaagact
  3482281 tttttcccgc ttcggaaaac tcatttcatc ataataaaac tcaccaaaat ggtaattcct
  3482341 actacgggta atatccgctg gcatcgttaa acgtggcaat atgaaatttt ttggttctcc
  3482401 aaccaataac atcatattaa cccgagtatc attgtaaaca tccaaaaagg gtacaccact
  3482461 gagcgggcaa tattttcccc acacacagcc agtattatca gaagaagcct gtgatggagg
  3482521 taccgccata cctagcatgc ccattaggag gcccatccat aacttactgt ttattttcat
  3482581 tctcgcttgg cacccttcag gaaatccgac attgtcgctt atattttcag caaaaagaac
  3482641 aagaaagcac tgaaatccaa gatgaatatc ggatactgct gccacgaata aaaacatacc
  3482701 gttaatcaag agctgaaagc gatgatgtta gatatgtata ttcatctggc caaatttagt
  3482761 gtaccgatta atctctggtt tgattggcac cctctagcag cgcggtaacg aatctgcgct
  3482821 aatggtgtca gagcatcgaa aagcgccttt tattcttcgg tgagcgtcat ttcgatgcct
  3482881 taggcttgac cggtatagaa ttttctcatt aataatgata gcgagggcct ttctgaacaa
  3482941 aatagtcagt gggctattta tttagagcgt cctgatttag tttattgatg agctgtagaa
  3483001 cttgttcata tagttgctta tcgtcaagtt catattcctc tctgtctgag tcaggattat
  3483061 agagatcagc caaacaaaat atacttgata agcactcgtt taatttttca ttgtctttaa
  3483121 gacagatacg ttggtcacgc tctatcctcc aaaactcaat gtaagcattc gcaaaaacct
  3483181 gcgctgacac tctttcatta ataaatgatt tagcgaattc taaaataact atgctcatcg
  3483241 tagggctcct gtttaacaag gctggctgct ctaccaagcc tcaattactc atgtgagtca
  3483301 atttcgttga gccagcaatt aaagtcttct ttttcatata aatactccct gtcagttatc
  3483361 ggtaaatctg ctccccccaa gcattgaagt actttccaaa caacctgatc gcttactcga
  3483421 atgtgatcat catcaattat tgcaaacgcc cattcagagg cgcttgagcg gtcaagttcc
  3483481 cctgacatta agcgccttac ctccggcagt gaaatgctct caacgttacc atttgctacc
  3483541 attgcagaat aaatatatag cccggacctt cagcttttca gtggggtttc gctgttggcc
  3483601 gccaaagata ttatttgcca gatggtcaat aaaatggaga agcttggcat tcaggctagt
  3483661 gcgggaaggt atttaggcca ccagcaccgt tgataatatc aagcgtagaa tgaaaaaagc
  3483721 tggcaggtgg atgattgaag caaatacaca aaaagccact gttgctgata aaccgtccaa
  3483781 ctttatgggg tcagttcagc tgacagtggc cttgattggg tagcgaatac agataaaggg
  3483841 gcttcagatc cccctaccgg ttatataacc tttcgtcctt gcttgtaggc ttctttggct
  3483901 tcgttgaggc tcattttatt tgctccacct acataatcag gttctttgga ctggattggg
  3483961 tcatcctccc atttacaaat agggcaaatt tcataatccc caagattatc tattgttttt
  3484021 gatccgcagc actgacatga atattcatca ctcattgttt attccaatat cccattttgt
  3484081 ctgacggctt aaacatcgtt ttaggcactc catcttttgt ctttactgca aacgtattta
  3484141 actgtggatg gtaaaatagt tcatcaccat ttgggcgagt ttttgtaagt gtaccttccg
  3484201 gaggattatt aacgaaatca tgagtgctct caacatattc tttcgcatta ttaaaaggct
  3484261 ggtctgagaa ttcatgacca tgcttaaccc agtgttcata agcattagat accggttcga
  3484321 gccttttggt tttcgtccaa attggcgtgt ctggattttt actcaaataa atatacaacg
  3484381 gtggcaaatc aagcaacgga tggatcagaa tataatcgcg gaaatccttc tcctctggca
  3484441 tgggtaatgt agttgaatgc tcgccggttt cgtcagcttc cggcatcggt aataccgtaa
  3484501 tcgtagtgcg aatgatcggc ccgtcgttat taccggtatt cgatggggct ttaaatccgg
  3484561 gatcattcgg tgtccacaga atggttggcc ctgccgcgcc atcttcccaa aactcataat
  3484621 tgccggtaaa gacattgagc gtcatcttgc gtactggcac tctgtccaat ccaccttcag
  3484681 cactcatatg atagccctcg gcttttaacc ggccatttcc gctatcaacc cagcgaaaac
  3484741 gcacgcgtgt tggtgctgag ccaccattct tagcaatgtt ttccagcttg agtttgtcga
  3484801 gtaaatcggt ttcaccttca ttcagggtgc ccggcatcat tcccatgata gcagcaccga
  3484861 caggtgatga acccaccatc cagcgtcccg ccgtcatcag gttaccaccg acaaaccgca
  3484921 ttccctgaat acccgcttgc tctaaggccg ccagacccgc cccagtcgat accggtacaa
  3484981 ctaccgcggc cggagccgca ctggttctcc ccaacacccg cttgtaccac ggtgtcttaa
  3485041 catcaggctc tgtttccaca ggtttacgcc tggcagtttg agcgcgttga tccacttcat
  3485101 tattatcagt tggggaggtt ggtgaggggg gaatagtctg ataaaagccc attttgccga
  3485161 aattgcggtg tggttcaccc tcggtacccg catcggtaca ccccttttcc cgcagacaag
  3485221 acttggcaaa aacgggggtt acgtctggtg gtgattcgga ggtctccgtg aatgagggtg
  3485281 cgatactgga ctgaccggag gtaggtgacc cgattaactc ataggcatca ttcatcatcg
  3485341 aagggataaa tcttgccttg cacggacagt tacttgtgct gtgtagtgaa cccgcaaact
  3485401 tgcgtcccag tattgtgtct ccgggaatgt gcccgacaat gatgtaggtt cccggatgct
  3485461 taccgcaggt aatacggtct tgttcacggg cgacggctct tcccattatt gtgtgggtcg
  3485521 gttccccttc ggtgataact cccccgcaag ttgtttcatc gcccacaacc agataataac
  3485581 cttttgccat atcatccctt atttatccgt ttgccaatat caatttggca atatgcccaa
  3485641 aaaggtaagg gataatgatg agttcggcaa ttaaaagctg aaaccgtgtt ctgttgttga
  3485701 gtaaggggat caaccagccc gagaaaagcc tcaacattaa cgggttaact ttcgaactgt
  3485761 atagctctag aaaaggcggg tacgtcctct acacattgat atgtagattt agccagaacc
  3485821 atgtagagct tgagagagga taaaaaccat gaaatgctta tggagtaagg gattggtagg
  3485881 ggttaggaga gtttgagatt gagcgtgaag ggaacataac agaaaaccta tcaaattgta
  3485941 tttaaacaat tattaatttc actatatttt taataccccc aattataccc ccagatattt
  3486001 ttactcggat tagcttaact gaaagataag gttttatcag gcatcagaaa gcacaataat
  3486061 catcgtgata ctgttcctct gatgcactga ctatcaaaaa tctggaataa acccctcttt
  3486121 tcgcaaagca tgaatgacac cacgcatcag atctgatttc gaaaaaccgg cggtataaat
  3486181 tcgcgatccc acttcaaccg gttgtaaaag gccacgatca actaacttac caatctgata
  3486241 ggtaatttga gctggcttca atcccggcaa aacctctttt aaatcactgg tttttaccgt
  3486301 cccctggcta atggtccgct taagaatttt agattccgtc tcattgatta ccccccgccc
  3486361 cttggaatac tcgagcgctg gataaagaac ttttgagttt aaaaagtgaa gatccgagag
  3486421 cttatcgact ttctttaact ccgccgatat accggtaaga acatacaggc accattgctc
  3486481 tagcccctca acagcccccg tatccgcttc ggccagcatc gagtaatagc gctcacggtc
  3486541 attgcaaaaa actgccgttg ggtttagcac ccgcccactg gttttcacat taaaaccgta
  3486601 ctttatcagc aaagaataag tcagcaggcg cactgttctg ccattgccat taccaaatgg
  3486661 atgaatccaa ccaaaacgat gatgtgcgag agccactttc atcagatcat attttggcgc
  3486721 gtctgcgcga ttcataaacc cgaccaattc ctgcatataa gccggaacat ggatgaattc
  3486781 aggcggcaaa tgagttgatt gagcaatact cactccgtgg ctgcgatagg ctcccggcgt
  3486841 tttatcccct tcccgttcaa gcccatttac cgtcatggcg tgcagttctc ggacaaaata
  3486901 ctccgtgata tcttcaccag catgcagatg ctcatcaata aagttcatgg catgttcgat
  3486961 gttgccaatc tctttcaatt gatccgtgga gtcctcagcc ccttcaactt tactttcaac
  3487021 gtaatcggct aacgttgtat ggttaccttc gattcttgct gaacccaagc tttccagcat
  3487081 atgaaaaata ctttttagct gggcaaataa cagaggatgc acatcagttt caagacgcag
  3487141 gtgccttagt aactcaagct cggtcaatgc atcaaccaat ggcgagtcga aactggggtt
  3487201 taacagtgct aaatcatagt gattaaattt aggcataaag ttagattatc tcaaacatgt
  3487261 aaatatcatt atcttaaaaa tagattaaaa aacactttat agccattatg ttaacagatt
  3487321 atcatttgta gattatctca aaagtaactt tatgattatc tcaaaaatcc gtggcgatac
  3487381 atccgattga atatcactgt ataccgaact gagatcagca ccatctccct actactttca
  3487441 ctttgaacca ttatgttcgg tatcattcaa agcagggcca accagagata acaggagtaa
  3487501 tctcatgata aacccagcgg aaaagctcaa ggcaaagcag caggaattta tcagtatcag
  3487561 ggagttgatt cagcggattt cgcgtctcca ccccacgatg agtcaggcgc agatagccaa
  3487621 ctggctgctg atagaattga cggatgccag gccagtttca ccgccgttac tgattcagga
  3487681 cgcgctcggc gtgacccgct cccccggctt tgatgacccc caattttgct attttgatct
  3487741 gctctcggca gcgatggcca accctaaaat ggatggagcg ccttgtgatg gatggatacc
  3487801 tgaaagttat aaacctgacg aatttaatca ccggcccgat gaggaggatg atcacgaact
  3487861 tcccttctaa ggtattaaca gcatgaattg ttatgattac gtcggattta accggactga
  3487921 aatagaacag cttttgcaga ttaacctgcg tgacagtgac gaagaatatc aaaatattct
  3487981 taaagataaa ttaccaaaat ggttaacgcc atttctatcc agaattaata tcacaataaa
  3488041 agaaacggct gcactgattg ttggggtgat gccttattct attcaaattg atgatatagg
  3488101 aatggtaata attaattagc agaagtggaa ggctgggtta aggcgaatgg atttcactgg
  3488161 ccgctaccac tgggcgctgc actggtgccg gagcagcggc aagcagaaga gagctggggt
  3488221 ggttttgccg gtaaagaaac cgcgctggcg tttattgccg gtatggctat cacgttagcc
  3488281 aggaacaacc cgcagtaccg gcgcggcgtc aaaatgaata aaaccgccat tgcccgggtg
  3488341 gcgactcagg ctatgttcaa cgcgggattc agcggggaaa tggtgaccga aaagcaaatg
  3488401 agtaacttga tcagcgaggc gctgcttgtt tctctgcccg gggccgataa tccttagacg
  3488461 agcggaagtt tatttccaac tcgccgctat gggtttccaa ctaacatatt cgcgttacgg
  3488521 attgacctaa aacgacagga ataaaggttc cttttattta tttgccactt acccctatta
  3488581 ctgcctgatt ttgtttcaat taattcagta gccaccgaga gataacagga gtcatggaat
  3488641 gacctattca tcattaatcc gattgccaga agtattaaaa cgtaccggtt ttagccggcc
  3488701 ttgggtttat aaattattaa aacaaaagcg cttcccgcca ccgataaaaa taggggggcg
  3488761 ggctatcgct tttgttgaaa gtgaggtgaa tgactggatt gaacagcaaa ttgcacattc
  3488821 acggggaaat aagcaatgag tgcgctggtg cattattcgg aatgtattcc ctttaacgtt
  3488881 tcatcaatga tggcgaaatc ctggcgctcc agccgctcat attctgccct cactgccggt
  3488941 ttctttagca ttcgggcgac cacttgttca tgggacaggc ttggtggttg gcgtttatta
  3489001 tccaaatcgc aactccttca ttcgtttagc ggctttgcct ttctctttcc acggcatata
  3489061 agccgttttt tgcaccacaa tatgcaaaat aacaatctgc cagtctattt gtgccataaa
  3489121 aatgacgcgg ttccagcctt tcggctcata aaaacacagc tcaaacacat cttcgtggta
  3489181 atgcatcggg acagcatcaa ccatcttaat accgtagcgc ttcatacgtt tagccaggct
  3489241 aataaaattg gcctgcaagc tgatgggttg ggcaagaagc tgggtgatga catcatcatc
  3489301 gtaatattca atggtgtagt tcataggcta aaaaataaca gaaacgttat tttcctccgg
  3489361 ctgcggatgt atcaaaagga acgccccgac atcactcaat actgccgggg cgtttatcca
  3489421 ccacggagca agggtggcgc ggtggataca atgagtctac gaatattccc gttgggtgca
  3489481 actactggac aatagaatca gattatctgc atctcattga tacataaatt gtatttataa
  3489541 aatttaaaac attgctatgg gtgttaaaaa tggcccgaaa atggatttta tccgccggaa
  3489601 accgggcgta aaaaggaaaa gtcatgaatc aatttattac cgaggttgcg gcacaggcgc
  3489661 gcggaaaatg gggctttatt ctggatgcgc tggcgatcag ccacagcaaa cagcactccc
  3489721 cctgtccggc ctgtggcggc aaagaccgct ttcgttttga tgaccgtcag ggcgcgggaa
  3489781 cgtggttttg taatcagtgc gaaccacaat ccggcgacgg tttggatctg gttaaaaatg
  3489841 tccgacaatg ctcgctaact gaagccgcgc agctggtggc cgatattctc ggtgtctcac
  3489901 ccaaatctaa agcgccggat ctggcctctc tcatggcgaa aaccacgcct ggggaatctc
  3489961 gctatttaat taataaaggt ctgagcagcc ataaattacc tattctgccg gatggttcgt
  3490021 tattgctgat attgcagaat atggcggggg actgcaccgg cgcacagatt atccggcccg
  3490081 atggcacgaa aaagctgatc gccggtagcc gcaaaaaagg cacgtttatc ccgctcaaac
  3490141 cgctgccgga acaggctgaa accgtggtgc tggcagaggg ttacgccacc gcgcaaagtc
  3490201 tggagttatt gctaccggcc gccgtgatta tcgccgccat cgatgccgga aatctgttgc
  3490261 cggtggcaca ggcattccgt atctattggc ctgccgcgaa aatcatcatt gcggcggata
  3490321 atgatatcaa tccacaagac acagccaatg ttggccagtt gtccgcagaa aaagccgcca
  3490381 acgcggtcaa tggttgggtg acattgccgc caaccccgca taaagccgat tgggatgatt
  3490441 accgtcagca agccggtacc gggcaggcgc gtaacagttt ttatcatggt ttgtatcagc
  3490501 cgccgccggt gagccaattg gctgaaaaca aagggttgca tccgacatta tcgcaaatgg
  3490561 ccgccagtca gcgcgggcag ttattggccg aacattatgg ccagattgcg gtgcatgccg
  3490621 agagtgaaac ggtttatcac tatgatgacg agcgctggga caagctgccc gatggtgtgt
  3490681 tacgacgcga gctggtgatg attttcaacg ccaacgacac gccctattca ccggccggta
  3490741 tccgcaatgc cattgaagcg atgaagctgc aaatcccgat catgggcgag ccaccacgcc
  3490801 atttaatcgg ctttcagaat ggcgtttatg acctgaaagc caaacagttc cggccgcatc
  3490861 gcgccaatga ttggttgcag catcacaacg acatcatatt caccgaaccg cagccagacg
  3490921 aaaatctggc acaccacgcc ccccatttca ccaagtggct ggcccatgcg gccaatgacg
  3490981 aattgcccaa aatggcccgt atcaaagccg cgctgtttat gattctgtcc aaccgattcg
  3491041 actggcaatt gttccttgag gtcaccggcg agggcggtag cgggaaatcg gtattcacct
  3491101 acatcgccac cttgctggcg ggccgccaga acaccgcctc cggcaatatg gcggcgctgg
  3491161 atcaagccag agggcgcgcg cagtttgtcg gcaagagcct gattacgctg cccgatcagg
  3491221 tgaaatatgt cggcgagggg gctggcatca aggccatcac cggcggggat ttagtggaaa
  3491281 tcgacggcaa atatgagaaa caattcagca ccttattaac ggctgtggtg ctggcgacca
  3491341 ataacgagcc gatgagtttc accgagcggc aaggcggtat tgcccggcgg cgggtgattt
  3491401 tcgcgttcaa ccatcccgtg aaagaggcgg ataaagatcc gctgatcggc gagaaaatcg
  3491461 cggcagaact gccagtggtg atccgctgcc tgctggctga atttgccgac caggacaagg
  3491521 cgcgaaagtt gctacttgag cagcgagatt cacgggaggc gatgggggtt aagcgggatg
  3491581 ccgatccgct ttatggcttc tgcgcgcaca ttgtcgagct gggcgaggcg gtcggtatgt
  3491641 atatgggaac gctggcaatt tccccgcacg ccccgcgcat ttatctgtat cacgcttatc
  3491701 tggcttatat ggaggcttac ggccatcagc gttcattatc gttgaccaaa ttcggcaaag
  3491761 actttcccaa agtgatggaa gagttcggcg cagaatacaa aaaagccaga actgacaaag
  3491821 ggttccgcta caacatggat ttatccgaca ccgccaatga ctggctcccc gctctggcac
  3491881 tgccccacca tccgcaaccg gaagaacccc actaattatt tctcacctct ggcttattca
  3491941 gagtattcag aaatagattt aattaattga aatacaaaga taaaaactga ctgaatagtt
  3492001 tactaataac tgttcagtca gtattcagag gtgttcatta attcatggat ggcaggtatt
  3492061 aaaaactgaa cacctgaaca gttgctgaag agttcagcgg ggagtattca gagggggcga
  3492121 ggccagagtg ggggcgggtt gtggggggga ttttgtaggt tggtgaaggg ggtgaagggt
  3492181 ttttggggga aatcactgcg ggagatagtt ttcaatgaaa tggtaaaccg cgcgactaaa
  3492241 aaattggcga taatatccct atcccctcgc ccgcaaaaaa tcacattaca aagtatcttg
  3492301 ttgcacccta acagctacct aatttcattc aataactccg ggtgtttatc aagcacttgc
  3492361 aacagtttta tcgttgatgg atgtggcaaa gccttacctt tttcgtaacg cgaaaatgca
  3492421 ttaaccccac caccaaaaat ctcactggct tcccgctggt ttaggcccaa cttttttcgg
  3492481 atctgcacaa tatatgcggg ggcaatcgat tctgtattga ccatttttcg caaaagcatt
  3492541 gtttttgctg catagacatc ggactcggct tcggtcatga ctgtttcacc gcatgccggg
  3492601 caatgttgcc ctatcacgcc ttcgacgatg aacttacgcc ctttataggt aaagggaacg
  3492661 tcacgcgctt cgtggattaa ttctacaccg ccacaaactg gacatttcat cattaaatct
  3492721 ccttaaacga gacattcaaa acatcatcga taaccgtgat tttcaaataa actctaccgc
  3492781 aagaaagcat aggacggtaa acatcctgcc aaatggtatg atcttgatgt gtcgtcatac
  3492841 ttttataaaa atcggcgcta atcagttcgg aaactgcatc acacatatct ctaaaactca
  3492901 gtcccagttc ctcagcccca tctctggcag ttcgtgtcgt tttaatattc cccttcaata
  3492961 ccaattcttt tacttttaat aaacgagtat gcggagtccg tttctccatt tcattgccat
  3493021 ccttgagcaa tttccactta ataaatataa cctagtaggt tatttatagc aagtcattaa
  3493081 cctattaggt ttgtttgtga gcgtgattta actattatta attagttatg gttattgagg
  3493141 tcaccaaagc ctctaatttt tatctttagc actcacaaaa tcatctgcgc cgcccggcat
  3493201 ttataaattg ctgctaattt ctctctggtt ttcttctgtg ggcgagaatc tacggcttcc
  3493261 cattgggata cagcagattg ggtggtgcca agcagttctg ctatttcata ttgcgaaaaa
  3493321 ccacggtaga tacgccatgc agccagcaaa ctgacaccat cgtttaccat gatttgaaca
  3493381 acttcattcg ggatcgtctg atcatcatcg ttatcagcaa catagggaat atcctcatac
  3493441 tttgcattag agataagctg ctggtattcg gcaacgggta aaaccacaaa ctgaggcttt
  3493501 cctgcttcat catgaatgta ttgtagtttt gccatcttat tcaccttagt ttagaaaaat
  3493561 aacaccatgc ctttgaggga aaatatactg agctaaccta ataggttgcc gtggttctac
  3493621 gtttaacttc ctggattgta catatcacag gtgttccctc tacaatctga aagataaccc
  3493681 tgtaattccc tacacgcata cgaaattggc tatcacccat ctgtaacttt ttgatatcca
  3493741 aatcaacagc agggaaattt gtcagtttat tcactttttc actgataggt ttacgatatc
  3493801 tggcatctat tgaaagtaac tgcttaactg ctttcctcga ccagtcaacc ttgaccatcg
  3493861 tttcctcact tttgtaagtg atcacatccg ctgttatggt gagagagtag agttatatgt
  3493921 aagcaaggtc aacacaaaca ccttattatt aactaatctt taccttatca aaaactgatt
  3493981 attaagttca gataataatt gatatcgatg ggttacatac gcattacacc cataaatgcg
  3494041 gcccctctcg catctacaaa aatgtttgtc ctaatttacc actggttaat tgaacagtag
  3494101 ggaatggtca gatatagtgc ccccgcagcg gcaaaatccg ttgctgggtt tagcagcctg
  3494161 agacaaaaca gagcgcacaa ccgcgcaggc ggttactatg tgcgggtaca gttacacctg
  3494221 tgaaaaacaa tggtgggctg gacgggggca tcgaaagatg cgccgggttc tctgttgacc
  3494281 ggtctgctaa ccccgttcag tccaccaccc aaagggatta gcagctcttg gtggtgggat
  3494341 aaagccatca actgagaggt tgtcatcatg gattcgacga ctcaagcccc ttgccgtaaa
  3494401 gcttttcttc acctgccaac atcactggcc gccactctcc cgccggaggt gcgccatgta
  3494461 cgataatacg ccccgcgaag tggaagaagt cattgatcac tgccgtgcac tgatctacgc
  3494521 catcatcaca ctcgaatccc cggaagtgaa agaaatactc aactttgtcc tacaacagca
  3494581 aatagatctg ctaagccacc agcgagcctc tcgaggccga ataatctcta aatacaaaaa
  3494641 ggcatcgtga gatgccttta aaaagtttgg ataactattt cagccagata gcaaatatcc
  3494701 ctcccctatg cccgtttccc aaatctgcca tgaatcacat tctcgccatt ttccagacta
  3494761 tccatatagt cggcatacca ttgaagcatt tcacggcgtc catcaagata ttgagcgtga
  3494821 ttataagtac cgcgaatact gtttttatcg acatgagcca gttgtgtttc tatccaggcc
  3494881 gtattgaaac cttgctcatg caaaatagtg ctcattgtgt ggcgaaaacc atgtccagtg
  3494941 gctctgccgc cataaccgat acgtcggatt agtacattga gtgtcatctc actgataggc
  3495001 ttgctgtgct gtattctgcc agggaacaca aactgatagc gcccgctgat aggttgaatc
  3495061 tgctttagta tcgtaatggc ttgatccgga agcggcacca tatgtggccg acgcatcttc
  3495121 attcgcaccg cggggatctc ccataaggca ttatcaaaat caaactctgc ccattcggcc
  3495181 tgccgcaatt cacctgggcg ggtaccggtg aggatcaaca accgcatagc caacttaacc
  3495241 aacatgctgc cgctataact ggcaaggctg gaaagaaatt cagggatttc attaatcgta
  3495301 agatgtggat agtgttcgcg tttatgagga gcaaaagcac tggcaaggtc aggggcggga
  3495361 ttatattcgg ctcggcctgt gatgatggcg tatttccaaa cctcaccaca tcgctgccga
  3495421 accttacgca ttttctcagt ggcaccccgt ttttctaact tggacagcac ggccatcagc
  3495481 tcaagcggtt taatttcttt gattggccgg taaccgatat atggaaaaac gtcactttca
  3495541 aacgtgctca tcatttctaa acgataagat tcagaccacc tatcgtaacg ccgttgatac
  3495601 cactctcggg tgatagcctc aaaggtattc gtcgcttcac cttgtcgggc tagtttttcc
  3495661 tgttgtttgt tctggctggg atcaccgcca ccagcgacaa tcttcttagc ctcgtcacgt
  3495721 tttactctgg caaccgctaa cgacacgtct ggatacaccc ccagggccaa caacttctct
  3495781 ttccccgcaa agcggtactt taaacgccaa taacgcgagc cattggtatt gaccaataag
  3495841 tacaaaccgc ccccatccgc gagcttatag gctttgtctt tgggtttggc tgtttcaacc
  3495901 tgccgggcgt ttagcttcat ctgggggtac cttttaggtg ggtataattt gataccccca
  3495961 tatatacccc ccgctataaa tagatttcaa tagacgaaca tgtatatagg aataactaga
  3496021 ttagcctgag aagtgcagat ttactgggtt tgatggactt cgggagatac tgagagacgt
  3496081 taagttggag cgggtgaagg gaatcgaacc ctcgtataga gcttgggaag ctctcgttct
  3496141 accattgaac tacacccgcg tcggtgtgcg gctagcatta taaccggttc tgccctatgg
  3496201 gcaagcgaag atatgctcta agcgccggta ttttaagcga ttagattaaa caatacatca
  3496261 ctaacaccgt tttacttcaa gaaacaagtt tagctgactc agtaaaaagg gcgccgtagc
  3496321 gccctgagga atttatcgtt aaaccgtgtc gcttatttta ccgggcgcat cgctgggaat
  3496381 aaaatgacat cacggatggt atggctattg gtaaacaaca taaccatacg gtcaatacca
  3496441 atacctagcc ctgcggttgg tggtaagcca tgttccaatg cagtgatata gtcttcatcg
  3496501 tagaacatcg cttcatcatc gccagcttct ttagcactta cctgatcggc gaaacgctgc
  3496561 gcctggtctt cggcatcgtt caactcagag aagccattac caatttcacg gccaccgatg
  3496621 aagaattcaa agcggtcagt gataaatgga ttatcgtcat tacggcgtgc tagcggagaa
  3496681 acctcggctg gatattctgt gatgaacgtt ggctggataa gatgactttc tgcggtctct
  3496741 tcaaagattt cacattgaat acgacccagg ccccagctct tctcaacctt gatacccaat
  3496801 gattcggcaa ttgcgacggc tttatccata tcgtctaaat ccgcgacatt ggtttcagga
  3496861 cgatatttac aaatagcttc tttcatggtc aatttggcaa aaggcttacc gaaatcaaaa
  3496921 gtctgttcgc catattgcac cacactgctc cccaatatgg tttcggtcag agtgcggaat
  3496981 agctcttccg tcaagacgat caggtcttta tagtccgcat aagccatata gagttccatc
  3497041 atggtgaact ctgggttatg acgtggcgaa accccttcgt tgcggaagtt acggttgatt
  3497101 tcgaacacac gttcgaagcc ccccacgacc agacgtttca gatacagctc tggcgcgata
  3497161 cgcaaataca tatcgatatc caacgcattg tgatgcgtga caaacggacg tgcggaagcg
  3497221 ccgccaggga tcacttgcat cattggcgtt tcgacttcca tgaagccttt ttcaaccatg
  3497281 aagctacgga taccggacat cacttgcgaa cggactttga aagtatgacg agactcgtcg
  3497341 ttagcaatca gatccaaata acgctggcgg taacgggttt cctggtcagc taagccatgg
  3497401 aatttatctg gcaatggacg cagagccttg gtcaacagac gcagttcgct acagtggatc
  3497461 gacagctcac cggttttggt tttaaacagt ttaccgcgcg cacccaggat atcgcccagg
  3497521 tcccactttt tgaattcttc gttataaacg ccttccggta ggtcatcacg ggaaacgtac
  3497581 aactggatac ggccaccaac atcttgcaga gtcacaaatg atgctttacc catgatacgg
  3497641 cgggtcatca tacggccagc aacggttacg tcgatattca gtgcttctaa ctcttcattc
  3497701 tctttactgt caaactcggc atgcaactgg tcggaaaggt tctcacggcg gaaatcatta
  3497761 gggaatgcaa ttccctttcc ccgtaagaca gccagttttt ctcgacgggc ttgtaactca
  3497821 ctattgagtt cttgcgcttg ctcagcgact tgtggttttt gctctgacat ctcagttcct
  3497881 catagcccgg ctttcaagct tgcttcaata aatttgtcca gatcgccatc cagtacagct
  3497941 tgcgtgttgc gtgtttccac accggtacgc aaatctttaa tacgggagtc atccaataca
  3498001 taagaacgga tctggctacc ccagccgata tcggacttat tgtcttccaa aacctgttta
  3498061 tcagcatttt tcttttgcat ctcaaactca tacagcttag ctttcagctg tttcatcgct
  3498121 tgatctttgt ttttatgctg cgaacggtca ttctggcatt gagtcacgat attggttgga
  3498181 atatgagtaa ttcgcaccgc agattctgtt ttgttgacgt gctgaccacc cgcaccggat
  3498241 gcacggtaaa cgtcaatacg caggtctgcc gggttaattt caatatcaat atcgtcatca
  3498301 acttctggat agacaaaggc tgaactgaaa gaggtatggc ggcgaccgcc cgaatcaaat
  3498361 gggcttttac gtaccagacg gtgtacgcca gtttcagtac gtaaccaacc gaaggcatat
  3498421 tcaccaatta ttttgacggt ggcagatttc aaaccagcaa catcaccgtc agattcttcg
  3498481 atgatctcag ttttaaagcc tctagactca gcccagcgca agtacatacg cagtaacata
  3498541 ctggcccagt cctgagcttc agtgccacca gagcctgctt gtaagtccag atagcagttg
  3498601 gcgcgatcat attcgccaga gaacatacga cggaattcga gctggcccag cttgccatca
  3498661 agaacctcta actcagcaat tgtttcgtta aaggtttctt catcatcagc ttcaacggct
  3498721 aattccagca ggccggacac gtcttccaag ccttgctcta attgatcaat ggtggtgaca
  3498781 atctcttcca gcgtagaacg ctctttgccc aacgcttgag cgcgttcggg ttcattccag
  3498841 acgtcgggct gttccagctc ggcgtttact tcttccagtc gctctttctt ggcatcatag
  3498901 tcaaagatac cccctgagaa cggctgtccg atcagacagg tcctgaattc ggttttttac
  3498961 cgggtttatt tcaaacatga tttaaagtct tacgttgtgt cgtagatgac ggaatgtcat
  3499021 gagaaccgat aattctaacg gatctgtacg acagtttata gcaggttgat tatatttgta
  3499081 gcgccatccc cttcttcctt ggcgttgcaa cggtgttagc cgcgcaagga agaaggctga
  3499141 gtaatcggct aacgcgctaa taaggccaca agtgttgaac cagcaactga acactgcgat
  3499201 taccacgata ttcattaata tccagtttat aggccaattt aacttctcgc acgctgctat
  3499261 ccggccacaa agtggtatcg acattaaagg caattccatc taacaaaggc ccgccattca
  3499321 gcggctctac catgagtttc aggtgacgct cacccactaa gcgctgctgt aagatacgga
  3499381 atttgccatc aaaggtcggc tcagggaaag attgccccca tggaccaccg tcgcgcaata
  3499441 gctctgcggt ctccagtgat aactcagcac cgttcagttc gccatcagac caaataacgc
  3499501 cttccaattg cgaagcatcc atccattcac cgactaaatc tgcaaaacgc tggcggaatt
  3499561 catcgaattt accttcctcc agcgataacc ctgccgccat ggcgtgccca ccaaacttca
  3499621 gtattaaccc tgggttcaga gtgtccagac gctcaagggc atcacgcata tgcaaacccg
  3499681 caacgctacg acccgaccct ttcaataacc cttctcccgc cggggcaaaa gcgataaccg
  3499741 ggcggtgaaa gcgttctttg atgcgtgaag ccaaaatacc cacaacgccc tgatgccatt
  3499801 ctggatggta catcgcgata ccgtaaggta attcactgct ggtgcgctcc aactggtcac
  3499861 acagttgcaa agcttcaacc tgcataccct gttctatctc gcgccgggtt tgattcaagg
  3499921 tgtcaagatc gattgccagt gctcgcgcct gagcaatatc gtcactcagc agtagcgcca
  3499981 ccccgatgga catatcatct aaacgccccg ccgcattcaa ccgtgggcca agagaaaagc
  3500041 ctaaatcgtt cgcaaccagt tgacgcgcat cacggttagc gacctccaat aatgcgcgaa
  3500101 ttcctggacg gcacttcccc gcacgaatac gacttaaccc ttgatggacc aaaatacggt
  3500161 tattggcatc caacggcacc acatctgcca ccgtacccaa tgccaccaaa tccaacagtt
  3500221 cagccagatt agggaccgct aaggtacgtt gttcaaacca accacattcc ctgagacggg
  3500281 cgcgcagcgc cagcatcaaa tagaaagtga caccgacccc cgccaatgac ttggataaaa
  3500341 aatcgcaacc ggccagattt gggttaatga tggcatccgc cgcgggtaat gtttcgcccg
  3500401 gcaaatggtg gtccgtcacc agaacctgaa tacctttggc atgagccaga tcgaccccgg
  3500461 catgagagga aataccgtta tccacagtaa caatcagctc tgcccctctg gccgcaactt
  3500521 gttcaaccac ttcggggcta agcccataac catcttcaaa tcggttaggt accagataat
  3500581 caaggttact gccgcccata ctgcgcaaag ccagcaccgc caacgcggta ctggtcgcgc
  3500641 cgtcagcatc aaaatcgccg acaatgacaa tacgccgccg atcagccagg gcttgttgta
  3500701 ataaggtgac gccagcgtca ataccatcca gtttttgcca tgccagtagg cctttcacgc
  3500761 ccctctccaa ctcctgcgca tcctttacgc cacggctagc atagagacga cgcagtaacg
  3500821 ggggcaattg cgcaggtaaa tggctgtcat ctgccgcctc acggcggcga agttgggttt
  3500881 tcaacgtcac aggtaatcaa ccacccgctt ttagtgaagc ctgatgcgca ttaagcatct
  3500941 gtagcatttc tttcggtccc tgatagcctg ggacaatagt gccattttgc agcacaatag
  3501001 ctggcgtacc ctggatacca aattgcacac ctagctgata atgcttgctg atatcggttt
  3501061 tgcaggttgc tggggagata tcattatttt tcatggcatc atcaaaggct ttattacgat
  3501121 cagccataca ccagatagaa cgcatgtctt tttccgcctg agagcttaac ccctgacgcg
  3501181 ggaaggccag atagcgaaca gtgatgccaa gcgcattata atctttcatt tgttcgtgca
  3501241 atttacggca gtagccgcag gtaatgtctg tgaacaccgt aatgacgtgt ttttcctcgg
  3501301 gtgctttata cacaatcatt tcactgctca atgcttccag ttttttcagc aacgcctgat
  3501361 tggtcacatt gatgggctga tcgccactca cgtcatacag cggcccttgc agcagatgtt
  3501421 taccatctgc tgagatatag agcacgccgc tttcggtcat caccgtacta atgcctggga
  3501481 taggtgacgg ctggatatca gcttgttgga tatctaattt ttttaaggtt tgctgaatag
  3501541 cagaatcatc tgcattagca acccccgata atgcagccat taacattggc agcagcaata
  3501601 aacttttttt catttataaa tcctatcttt ttccatacag cgattaagcg cgtggatgat
  3501661 gctgttgatg tagctgtctc aaacgttcag tcgctacatg cgtataaatc tgagttgtcg
  3501721 acagatcact gtggcccagt aacatttgca ctacacgtaa atcggcaccg tgattcagca
  3501781 gatgcgtggc aaaggcatgg cgtagcacat ggggtgaaag cctttcacta tcaataccgg
  3501841 caaggatcgc atagtgtttg atgcgatgcc agaaagtctg acgggtcatt tgctggctac
  3501901 ggttactggg gaacaataca tccagcgatg cgccattaac caaccaaggc cggccatgct
  3501961 ccatatagtt ctcaatccaa tacacagctt cttcccccaa ggggaccaag cgctctttat
  3502021 tccctttacc aatcactctc accacacctt ggcgtagact aacatcactg atggtcagcc
  3502081 cgaccaattc tgacacccgc aagccggtgg catagagcac ttccagcatt gctttatcgc
  3502141 gcagttccaa gggaatgtcc acattgggcg agttaagtaa cgcatcgacc tgtgcctcac
  3502201 ttaaatcctt cggcaagcgc tgcggtaatt tgggtgaaga gagcagcgca gtcggatcat
  3502261 cctcacgcag tttctcccgg tataaatatt gaaataaccg gcgcatcgca ctgagtaaac
  3502321 gagccgagct ggtggcttta tagccaccct cgatccgttc agcaaggaag gattgcaagt
  3502381 cctgcgggct ggcgcgcaat aaatcactgt tatggtgtgt caaccatcca accagcgcat
  3502441 gtaaatccaa acggtatgac gccagtgtat tctctgccag atttcgttcc agccacagag
  3502501 catcaagaaa ttgttcaatc agcgggttat cttgctgttt cattgctgtc tctctctttg
  3502561 attgaactca gtcaccatta tgcctgatga cagggcaaat ctggtacact cgatgctatt
  3502621 ccttattagc aatgctacgg ctatacatca tgaagattgg tctcttttac ggctccagca
  3502681 cctgctatac cgaaatggtg gcagaaaaaa tccgtgatat cctcggtgaa gatctggttg
  3502741 atttacataa cctaaaagag gttagccccc gcctgatgga agagtattcc attctgattc
  3502801 taggtatacc cacctgggat ttcggtgaat tacaggaaga ctgggaagcg atttggccgc
  3502861 agttaacaca actcaatctc aagggaaaaa ttgtcgctat gtatggcatg ggcgatcaat
  3502921 ttggttatag cgaatggttc cttgatgccc ttggcatgtt gcacgaccat attgcgccgc
  3502981 tgggtgtgaa atttatcggt ttttggccaa cagatgggtt tgagtttact agcccaaaac
  3503041 cactcagtgc cgatggtaaa cagtttgtgg ggttggcgtt agacgaggtc aatcaatacg
  3503101 atttaagcga ggaacgtatt gagcagtggt gtgagcaaat cttgttggag atggaggcgt
  3503161 tactttgatc ctccgggtca gaacctgtta catcagagct caatttaacg ggcacccgat
  3503221 atgcccgtta agtttagtct agtctagctg cgcccggtta cttccataaa cggaactcat
  3503281 ctttctcatt agcgtctttt tttacgtgat catctttttt tttattatca tctttcatac
  3503341 tctcgccctc tggtgccgtt ttgctcgggc tctcttcagc gcttggctct ggagctctcc
  3503401 actcggtcaa ccgttgtgta tcagcaactt ggtaccagtc taaacgccgc gtcaataaca
  3503461 ttaccaccgt caagacaaca aacagtaacc cagcccctaa cagcagtgcg ttgtcctctg
  3503521 attgtaacaa tccgaacaaa atgccgtaca acaataataa gccgcaggca aacaatgtgc
  3503581 cgcgcaacca tccgcccaat acggcactca aatagatagc aatcaataag ctacagctca
  3503641 gactggccag aaggtaagcc agtgtgaaac caatgtgttc agagaacgct aacaacatca
  3503701 gatagaatag aaccaatgcc gccccgacta acagatattg cattgggtgc aggcgcaatg
  3503761 acgtcagact ctcgaatagg aagaagctga agaatgtcag accgataaat aaaatagcat
  3503821 atttaatggc tctttcggtt aattggtagt gatcaaccgg ttcaatcagg ctggtggtga
  3503881 aggccggtaa gctaccaaaa tgaaaggctg catcgccacc ggtgaaattc gtgttcatgc
  3503941 tgttggccaa ccaattactg ctccagtgag cacggaagcc tttctcatca accttgcgct
  3504001 gcaaaggtaa aaaattaccg acaaaattag gatgtggcca gttactttgt aacgttaatt
  3504061 cactgttacg cccaaccggg actaccgata agctagtcgt acccgcaagc gacatggtga
  3504121 aatcgacatc aaatttaccc tgtagaacct gctctattgt caatggtgca tgaacacctt
  3504181 gtaccgagtg accggagaaa gcgccgggtt cgaagttaat tttagtcttc cctacgctga
  3504241 gtggcgaaat gcgctggata ccccgcgcat cactcagtgc cagcaccagt gaaggcttac
  3504301 caatgatgac gccttcacga tctaaatcat ccagcgaaga tacctcaaat tccccatgga
  3504361 aatcgaattc accctgatat acctgtgttt tataaatacc taactggcga acttcaacat
  3504421 ctggggtccc ttttacagtc atcacgtttg gcagtatgta gtgataaaag tgggtccatt
  3504481 tcccttgctt cttgccatcg acttcagttt caacccactc tctatacggc acgacaatca
  3504541 atggaccgag gattttttgt gaacggctgg tactgtcact gactttatcg atcacacttt
  3504601 gtcggtagcc actgcgttca tcgattacat gcagcagcat ccctttgggg atcatcatca
  3504661 atagcattaa tcccagcagc gtaactattt tccaaaacaa cacagatttg aacatgactt
  3504721 gcactccttt taacatgaat tgcactcctt ttaacatcag gagagcagtt tacgaccatg
  3504781 aagtgaaagg tgaatgaggc tatgtgaagt gaacgtgaag ttggcgataa accctctaca
  3504841 gcggtaatgt caaacgcgcg ctaacccctt gcggcaggcg gttctccaaa caaatacttc
  3504901 cttggtgaat agcagcaact tcacgtacaa aatttagccc taaccctgta cttttgacgc
  3504961 tattagcccg tggtaacgaa taaaagcggt caaaaatctt ctcttgggca taaccaggaa
  3505021 taccactgcc actgtcttca accgtgatca gataggtatc atcttgccgt tcgccactca
  3505081 cgctaatttc tcctcccgcg ggcgtaaaat ccagagcatt atcaatcaga ttgtttaagg
  3505141 cctggctgag caacagccca tcgccgatca acatcgcgtt atctacagat tttagccgca
  3505201 gagtgacccc tcggctaacc gcctgagctt ctttggcgct aaagctctgc ttgagtatat
  3505261 ggctgatttc caagggggag agttgtagat ctacccggct ctccagccgt gcttgcacca
  3505321 gcattttatc taccagttgc tggattcgtg cactttgctg ctcaatattg atcagaaaac
  3505381 gttgtgcggt ctctggcggt ggagactctc gcagtaactc agccgccccg gagatagcgg
  3505441 ccagcgggct tttcaattca tgagtcagcg tgtgaacata ttgttcgata taggctttgc
  3505501 catccaattt gagacgcatg ctttccagcg ccagtgccag tgccaaatca ttcaattcac
  3505561 tgctccccat agctggcaga gccaccgcct gcccctcggc aacccgttcc gcgtagtcca
  3505621 ccaacttgcc gatcgcccgg ttaatccacc acacaaaccc caacccaatc agcaatgcaa
  3505681 tgcctaacag cagcccacct gcaaacagga tcttgcgttc actgcgtttg atcaccggca
  3505741 ccatggagag attcggctta cctatactca gtacaccaac aatacgattt tcgacgatga
  3505801 ccggtgccgc cacatacatt accgaacttt ctgcatcgtc ggggtcagtg cggctactgc
  3505861 gggcgccata ctcaccacgt agcgtcaacc agacatcatt ccaacgtgaa tagtcttgcc
  3505921 ctaatgctcg gcctgatgaa tcaaaaatca cctgcccatc agtatcggtc agatagaccc
  3505981 tatattcatt gcgatcctta cggatacctt caatattggc accaataggc cgcagattaa
  3506041 gggaagaaaa tgcttgcgcc aattgcccgt cggccacttt gttctgcaat atatcctgcc
  3506101 gggcgaattg cgccagtaag gtcgccgtat ccactaaggt gccttcagtc gcgcgccgca
  3506161 ctccgggttt gacttcctgc aaaaaaatac gaataacaaa gtagccagcg atagccacaa
  3506221 tcaggaaata gccaagtagc aaccgtacac caatcttcat ttatagcggc tcatggctga
  3506281 taactcatgg ctgataaccc aggctatagc ccaatccacg atgtgtgcga atgggtgagt
  3506341 cttcagcgta aaccgtgcgt aattttgatc gtagcgtttt gatgtgagta tcgaccgtgc
  3506401 gatcttggct ttcttccgcc tgcgcccaga caatatccat taattgttga cgtgaaaata
  3506461 tgcgttcagg tgccagtaac aaggttttca acagcagata ttcatagcgg gttaacccta
  3506521 aaatctgttg atgataggtc actctggcac cggcttcatc cagcgaaaaa tgaccgaatt
  3506581 gatatgatgt ggaggtaacc gccaataagt gtgatttttg taatcttcgc aatatggtac
  3506641 ggactcgggc acttacctca cggggggaga acggtttggc aatataatcg tcagcaccaa
  3506701 tttccagccc cacaattcgg tccaactctt cgctacgggc tgtcaggaag atcacgggca
  3506761 gatcgggggc tgccgccagc atccggcgac acagatcaaa gccattaata tcaggcaaac
  3506821 caacatccac tatcgccaaa gcgggagaac cgctgctaag tgcggcaagg gcaggctccc
  3506881 cccgatcaaa ccaccggagg gtaaaccctt cgctttccaa cgtataaatc aacgtatcag
  3506941 cgatactcgg ttcatcttct accaaccaga tcagtggctt catcacatcg ttccatcgtc
  3507001 agattcaaat gaatgccgca gcaacaggca tagctgccgc cactcatctt cagacatgct
  3507061 gtcagcggac agccatagac gctttcgggt cgcgtggccg cctgtttgtt gtaaatgtaa
  3507121 taatacccca tagcgggtga tccacggcgg cttgaccacg gtccattcat gccttttcca
  3507181 tcgcaccagg ttgccaggtt ttagcctgat ttccccctga caggatttaa tccttttctg
  3507241 gctgcggata cactcaaaca ccactaacgt cagcaatacc agccataggg cggtataacc
  3507301 caagggccag ggcgcgacca aggttaaaat gaccaatatg ccgtgtgcca ataaagaaaa
  3507361 gagttgagta tgccaggata cccgcaggtt acatcgccac tgggccacgg gctttatttc
  3507421 gtgattgaat cagtttgacc atctgatata gctcgctatc ctgcggctcc ccgtggttca
  3507481 tcagccagtt gaataaatct gggtcatcac actcaagcaa gcggataaat gcctgtttct
  3507541 cgttatcgct caagctatca tattcatatt caaaaaacgg catgatggag atatcaagtt
  3507601 cacgcatacc acggcggcat gcccagtgaa tacgggcttt attatcaatt tccatgtcct
  3507661 gattgactcc tcaatgtaag gatattgtct gaacccagca gagattaaat gcccgattca
  3507721 gttagctgtt agaataactc gttaatataa ctaacgggaa tgttaccact cccgggatag
  3507781 ggggttaagg tactaaatac actgcaagtg cattttttta atcgcccgaa acgggctgcc
  3507841 gcataatcgg cggctattgt acctcagata caggcgaaca atggtgaatc tatggaatta
  3507901 ctgcttgcaa agctacccgg ctattttacc attgggcaat tagctcaccg tttctcattc
  3507961 caggatgaca tatggcctat catactccgt ttgctgcaca gccaccggtc gcctcttccg
  3508021 ggctaccctt aacactgatc tcactcgatg actgggcatt ggttacctta acgggtgctg
  3508081 atcgggtcaa atatctacaa ggacaagtca cggcggatat cgatgcgcta tctgctgatc
  3508141 aacatgtact ctgtgcgcac tgtgatgcca aagggaaaat gtggagtaac ttacggctgt
  3508201 tttatcgtgg tgaggggttg gcctttatag agcggcgcag cctgctagat aaccagttga
  3508261 gtgagttgaa gaaatacgct gtattctcca aggtggtcat tgaaccacag ccagatgcgg
  3508321 tactcattgg ggttgcaggt agccaggcca aaaccgcgct ggcggaaatc tttactgaat
  3508381 tgcccagtgc agaacacccg gtaacgcaga tgggtaatag cacgctgtta cacttctcac
  3508441 tgcctgctga acgttttctg ttagtgacgg atacagagca ggcgcagcag ttggttgaga
  3508501 aactggctgg tcgggcgcaa tttaacgaca gcaaacagtg gctggcactg gacatcgagg
  3508561 ccggtttccc catcattgat gctgctaaca gtgcacagtt tattcctcag gcaacaaata
  3508621 ttcaggcgtt aaatggtatc agcttcacga aaggctgtta taccgggcag gaaatggtcg
  3508681 ccagagcaaa gtaccggggt gccaataagc gggcgctgta ttggttggca ggtaatgcca
  3508741 gccgagtacc cgcagcaggt gaagatttag agtggcagct aggcgagaat tggcgtcgta
  3508801 cgggtaccgt gctgtcagcc attcaactca atgatggcac cgtgtgggtt caggctgtgt
  3508861 tgaataatga tctggccgca gatagcgtgt tgcgggtacg tgatgatgcg ctgggtacgc
  3508921 tagccattca gcctttgccc tactcactcg ccgaagataa ataataaaga gttctactct
  3508981 acagagaccg gttaaccggt ctctgtattt tgttttatat caaatagatg ggtgggttat
  3509041 tcatctaact cgccatcagg ctgtaccaaa taaatcagta ccagaatggt ggtgacaaag
  3509101 aagcggaaag cattaggaac gccattccat tgctttgaca tccacatacc aaaccattct
  3509161 ccccctatcg acataaaaac cacctgccag gtcaggaaac ccagagtcag gccgataatc
  3509221 gcaataccct ttttccggtt aaagactttt gctggcgctt tcctatttat cagcaaacct
  3509281 atgccaccaa cccagcaaaa taccgctgtc agtgtttcga gcaggataat gccgatataa
  3509341 cccagttgtt gtagccacgg cgagtggatc gcacgatagc taatggtggc atcagggaaa
  3509401 atagtgtcca tctgtaagac atgatgaaca aaaacgaagt tggtgttgta gtcagtcata
  3509461 ttaccgaaaa caaccagcgt ggcaaaaagc gcaatagcac acaccatcag cgctttggat
  3509521 aaacgcataa tcatcgatag agtcactcct gaacatgaca caagcacttg gttggcgcgc
  3509581 gagtgagttc agaaacaaaa cagtggctta accgataccc accagcagta aacactattt
  3509641 acttgatgga aattaaacac taacacaacc attgtgcgat tatgcggggt attgttcggc
  3509701 agacatccag tctgtagcct tagaaaatag atggtcgtat caaacctaat acctgcatca
  3509761 aatatgtgtc tgtattaaac atgtgtctgt attaaacata tagatagatc gccataaaat
  3509821 ggcagacact gccgcctaac acaaaaccgt gccagatagc atgaccaaaa cggatacgtt
  3509881 tcgatgcata gaagatcacc ccaaccgtat ataacaagcc ccctatcgcc agcagtgcca
  3509941 accccccgat ctcaagcttg accgcgagct gataaatgac aatcagcgat aaccacccca
  3510001 tggtcagata ggtcaccagt gacaacactt caaaacgatg agcaaacgcc aacttaaaga
  3510061 tcacaccgat gagtgccagc ccccaaataa ccgccatcaa acctctggcc agaggcgaat
  3510121 ctagccctac taataagaac ggcgtataag tcccggcaat caagatgtag atagcgcagt
  3510181 gatcaaattt ttgcagccag agcttcgccc tacgatgtgg aatggcgtga tacagcgtag
  3510241 aggccaaaaa caacaaaatg atactgctac cgtacaaact atagctagtg agcgctttgg
  3510301 tatcggcacc actgttcacc gcctgaacca gtagcaatac cagccccaca ataccgaaca
  3510361 ccacaccgat accatggctg aggctgttcg ccagctcttc agcccacggg taagccgggg
  3510421 ttggggtggc cgtttgtgcg gcgggtacgg atggtgttgc aaagagaggt tgtgtccctg
  3510481 atttattctt caatactgat tatcctaaat attaattatt atctcgcccg gtaaacgggt
  3510541 tatgggccat tctactgtac agaaatagcg cactcagatt aactgagagt gatttcagtg
  3510601 tacacctgta cgctaaaaaa gtctgccaga ggtttctact ccctaacaat aaaaagtaac
  3510661 tagcccgttt tgatggctgc cagcaaatca gcattcaggg agcaacaccg ctctcttgat
  3510721 tgagaacccc ttcactcttc tcttcacgct tctcctctct tatgcgtttt acaagattcg
  3510781 gttcaatata cgaaacagag aaaaaatact ctttccccaa tatttttccg ctgccatacc
  3510841 aaggaattct gttgaaatac aaacttaagc tgtcgtaccc atactcaaac aagtaaccat
  3510901 cattgctaat gaacttaaaa ccctcatcag agtaagtaat taatttataa ttaaccccag
  3510961 cccccacggc ataaagagct ttgacccgtt gtaaataggc cgaagcaact tcactaaata
  3511021 ctttttttat ttgtaccgaa tattcattca cagtgagccc tggttttttt tctaactcaa
  3511081 cggcaataat tgcaaaaata tcagcattag ccttcgctac agccaattga gtctgaaggt
  3511141 attgagctaa ttttttagga tcaatactca atgttttctc tttgcttgcc gcttcatttt
  3511201 ttttccctgg taaggcatcc gcgggtttat cagtactcac cataaactca tccgacttag
  3511261 ggatagccat gacagaactg gcaatataag cagcacagcc gatgacacga ctggattggt
  3511321 cggtactgac caacagagaa agaggatgtc cctgaggggg aatattgctg atatcgatat
  3511381 cgtatgaccg cagtgtttga gcaacctgtt cctgagtacg ctcacctcgg gctaatgcac
  3511441 acacttggct catgacatgc tcttggtact gcccctgcac cgttggcact aattcagtaa
  3511501 cagcctgttg aataagtggt aacgcaggta atggaatcca cagtgggtcc gttttcgggc
  3511561 tgtcattgag atccccccta tagctcacat tacccgaaaa tccctcatca tattttgtcg
  3511621 ctagcgaaaa tccgctggct ggagagaatc cagcgaatgg caagaaacgg gagaacggta
  3511681 agagactggg gaacagtaat aaaccagcga atagcagcag agataagagc actaataagg
  3511741 aagagaagag taatgacagt gaaaggaaga aaaatcccag ggttttaaat gatgacatgg
  3511801 cgatcctttg atgcccaaga gcgagaatcg ggttgtacaa aacaccctac aacccgttag
  3511861 tgacagcctg aatagcattc agcgttggcg taacgcgctc tttaccactg ataccctaca
  3511921 ccgacaccaa tcccaaaatc accttgagtg ttagaggatg cctgtagttt gctgacccat
  3511981 ctcccgctgt cagaaatact cgatacccct agcgacagag ccgattgacc acggtaactg
  3512041 gccgcgccga tagtggtcat gctggaaccc gaagtatatg gttgtgtcaa gctcgccata
  3512101 gacattgcgc tagctatccc tgcactcaac acgctatttt gtttcctcag atcctgcttc
  3512161 agctcggaat aacgttggtt cgtgtaagca ttagtttgat tggaaatgct cttaagttga
  3512221 tcgaagttca ccgcgtcggt tccctgagtt gcgggggcga cgttggtgat ctgccgttca
  3512281 ttaccaacag agcctaccga aacactgttt gcccgatcag ctactgagtt agcccccaag
  3512341 gctgcactgt ttgccgctgt tgctttagca cctgagccaa acgcggtact gttattgccg
  3512401 gaagccacag aaccggcacc accagttgct gaattagcac cggttgcgga tggcttggca
  3512461 agaccgctac tattattcac ctgaaacata ccatcggtac cattctggag cccagaaacg
  3512521 ttgttttcga cgacgacgat agaggcagca ataccatcga gttgtcgcaa attgaccgca
  3512581 tcggtggcct gcagcccatc ggcaacattg ctgaccgtcc gggtttctcc agtagcagta
  3512641 ttacccactg atacggtacc cgagctggtg ttactcgcat tggaatactt accgatgtag
  3512701 ttctctacgc cacgcccgtt atcaccagat ccctgaccaa tggcaacact gccgtccgcg
  3512761 ctggcggcag caccatcccc tatcgccacc gcccctgccc ccgaagccaa agcagcatta
  3512821 cccgaagcca gagaagcagg cccgatggcc accgaattgg taccactggc taccgagtca
  3512881 ggctgagtcg agttggcatg gaaatacttc acaccgccac cattggcgat gctggccatg
  3512941 ctcccctcaa tggtggtaac ccggccaccc aggctggtga tgttcgcggt attctgctgc
  3513001 acctgatcac caacagcagt caactgagca acattgaccg catcagaact cgccgatcca
  3513061 gctgcgacac cggtaatctt acgattaccc aatgcggtgc caatccctaa ctcccccacc
  3513121 gatgcctgcg gagccgttag tgcataagca ctgtaactgc tctgagcgcc gaccgtattg
  3513181 atcgaagcag cccccaacgc gatactgttt gcctggctgg tcaccgcccc cgcgcctaac
  3513241 gccagagatt gcgccccttg agcctgcgct gcggaaccga tggccgtagc cccggcagct
  3513301 gtcacctgag taccgaaacc tattgcaatt ccccccgttg ctgccgcccc gacaagggcg
  3513361 gtgttaccaa tgccaacacc gttatctcca ctgaccactg tcgctggccc gacagcaatg
  3513421 gtttccaggc cagaggccag tgagtctgtt ggattcactg agttagcatg gaaatagcgg
  3513481 gttccatctt ggaccagatt ataaagctgg ctaccaacta ccgcatcggt agaggtagat
  3513541 gaaatcgtcg caggggcaag attggtcgct ttttgcccat tcaagaataa cccaccttgt
  3513601 acgtaagtat tacccgtgat gtacgcacca ccgctttgaa cgaccatacc gtatgcagtt
  3513661 gcggtattac tggtgccgac cggtgtagca aatgtccctg tccaaaaagt agggcctaat
  3513721 gttcccgata ccgcagcccc cgttccacca acaaatagct gccccgcatt tgtattaata
  3513781 atcccaatag atggagtatt acaattcgga ctagttatag gccccaccga cggcccatcc
  3513841 ataatggcat aacaagactg atcatcagca ttattcacat aaagctgaga agttgcggtg
  3513901 ccagggataa ataaatcatc actatagaaa tactaaacag accacgataa aactttatgt
  3513961 tcataaagta attaaaacaa acaaacctta aaaaataatt aatgtcatat tttatgatgt
  3514021 tttccatgcc actctccact ttattttata tcaccttttt acaggtgaag aatttgtagg
  3514081 tagtgatgta acaacctgaa gtgaatttat tatcttatgc tttttagcca ctaattctgg
  3514141 atgattaaat aaaaattcac tgtgcatcta ttatctaaac aaaccataac attatggaat
  3514201 gtcggctagt tggttacacc cgccatactt caagccacat atgcgttgac tacgctcaac
  3514261 aacccgaata atttgcagta tataagacct aacctttaca cttacttcgc tgattttttg
  3514321 tctttactct agtaccttat cagccacaga atactcaacg aaatcttatg tcgataatta
  3514381 tggcttacac taaaaataat ttaattaaat gaaacaacat agaatagaac aaaaacctta
  3514441 ttacaaataa tattattttt aaaattgttt cagacacttg ataaaccatt tttgatagct
  3514501 aaaaactacc aaaagaacca ggcaaatcgt caatacctat ttaaaagcat aaaaaacaac
  3514561 catgtagacc aataataaaa caatggtaaa tcatttatca tggataaaac tgtcgttact
  3514621 ggacaaaaaa ccgctgaaga tcccaataaa ataaaaccat aaaaatatca actggtgaat
  3514681 acgtatgata atgtaaatta aaatacacca gcacaaccac tggtgattga actaaactac
  3514741 agacgacatc aaggcgcagc ctgttacttt taatacacta actccagcaa taaaataatt
  3514801 ctaaatagaa gttatcggac actaatatat tgatgtaacg ttacctaagt caatcaagcc
  3514861 aactcataaa ttacttttta ataaaaatat ttaatgttat ttcaattaat catattaaca
  3514921 aaataaaaaa aataattata tttgctactt tttataattc atcatcaagg tgtttggatg
  3514981 ctttttctat aaccatgttt ggccagcaat agtgcggtag cccgcccaat cccccggcta
  3515041 ccaccagtaa caagtgcaac attcttatgt atataaacag tccatcgcta ttttttcact
  3515101 ttttgccaaa ttaatacccc caccagcgat gaattattca tttgcaatgg cggtgtgcgt
  3515161 aacgttaaac gatcttcttc aaattgataa tgtcgaatct gctggttacc aacccagtta
  3515221 gggaacaagc agccttcaac agtatgggtc acgatgccct gttcctcatc aatatgatag
  3515281 cggccaaagt aagtcagggc ggtaagaaag gcatttttaa tttcgctatc actgccctgt
  3515341 aaccagtctt ccgtagtaaa tttggcccgg tcaccacgat aaagttgtgc cgccattgtg
  3515401 ccctgttttt cataattaat acgccccaac atgttttgtc ccatcgggta gtggatactg
  3515461 ttatccggta aaataaaatg ctgagaaatc aatgaccaac tgccgatgaa tcgattattt
  3515521 atcataatgc ctcctattat gattctttat atcccattaa taagcatagt cattgattgg
  3515581 agggatacaa atagtcacct gaggcgggaa ggtaagacgg aaagggaaaa taacacggag
  3515641 taggcagcaa gctgaaaaat aatcattttt agataacaaa taattagata acaacaggca
  3515701 gactgctgac aaaccccgat gacgcgatct tgaacggtga ggataggcag aagagtaaag
  3515761 cgtccgcgcc agagaaggcg cggctcgagc ctacatggat gtatttacgg cgtctttacg
  3515821 atctgcctgt tctctccgtc gcgggcactt tgtcaataac ctcagggccg ctttcacggc
  3515881 ccttggtttt gctcagatga gattactcat agtcactgat tggcacacat gaacagaaca
  3515941 aattccgatc accgtaaaca tcatccagac gctttacggt tggccagtat ttattctcca
  3516001 gtacacccgc caccgggaat accgccagtt cgcggctgta tggatgtgtc cactcaccaa
  3516061 ccaattcagc ctgagtatgc ggggcattca ccagcgggtt gtcttccaat ggccattcgc
  3516121 cttgagccac tttctcgatc tcggcgcgaa tagccaacat cgcatcaata aagcgatcta
  3516181 actcaacttt actttcagac tcagtgggtt caaccatcaa cgtacccgca accgggaagg
  3516241 acatggtcgg tgcatggaaa ccgaagtcga tcaagcgctt ggcgatatcc atttcactga
  3516301 tgccggtcgc ttctttcaat ggacggatat ccaaaataca ttcgtgcgcc acacggccat
  3516361 catggccggt atagagcacc ggataagcat ttttcaagcg agtagcaata tagttggcat
  3516421 ttaagatcgc gacctgactg gcttgcttca gaccatcagc ccccatcatg cggatataca
  3516481 tccaactgat cggtaaaata gaagcactgc caaacggtgc agcagaaacc gccccttgtt
  3516541 gcgtcgtcat gccatcaatt tgcaccacgc tatgaccagg gacaaacggg gctagatggg
  3516601 ctttcacgcc aataggcccc atacctgggc caccgccgcc atgtgggata cagaaagttt
  3516661 tatgcagatt gagatgcgaa acatccgcgc caatataacc cggtgtggtg atcccaactt
  3516721 gggcgttcat gttcgcgcca tccagataca cctgcccacc aaactgatga acgatctggc
  3516781 aaacttcacg gatagtttct tcataaaccc cgtgagttga tgggtaagtc accataatgc
  3516841 atgacagctc atcacccgcg tgttccgctt tctgacgtaa atcgtgcaga tcaatattgc
  3516901 cttgtttatc acaggcgacc accaccaccg acatacccgc catttgtgct gaagctgggt
  3516961 tcgttccatg ggctgaactt gggatcagac agatatggcg gttcgcctga ttgcggctct
  3517021 catggtaacg gcggatagcc agtagaccgg catattcacc ttgcgcccct gagtttggct
  3517081 gcatacagac agcatcatac cccgtcagtt gtactaacca ttgcgatagc tgaccaatca
  3517141 tctgctggta acccgcagcc tgttctggtg gacagaatgg gtgcaattca gcgaactctg
  3517201 gccaagtgat tgggatcatt tcagccgcgg cattcaattt catggtgcag gatcccagcg
  3517261 ggatcatcgc ctgattcaat gccaaatctt tacgctctaa acgatgcata tagcgcatca
  3517321 tttccgtttc gctgtggtaa cgattaaaca ccggatgggt caggatcggg tcccggcgca
  3517381 gcatactgtc ttgaattgat tggctatgct gactaacggc ggcatcaagt tgatcgatat
  3517441 ccaaaccgtg gttatcgcca acgaacaagg caaacagcgt ctgaatatct tcgcgtgagg
  3517501 tggtttcatt cagtgtgatc cctaccgcgc catgaatgtc agtacgcagg ttaatgccaa
  3517561 aacttaatgc acgggccagt accgccgctt tatctttaac ttcaacggtt agggtatcga
  3517621 accagtgttt gaaacgtagg gtcaaccccg cgtgctgcaa gccagcagcc agaatgtcag
  3517681 tcatccggtg aatacggcca gcaatacgct gtaagccctg tgggccatga taaaccgcat
  3517741 acagactggc aatattggcc agtaacacct gcgaggtaca gatattggaa ttggcttttt
  3517801 cacggcggat atgttgttcg cgagtttgca tcgccattcg caacgccgta ttgcctgcgg
  3517861 catcacggga caccccaata atccggcctg gcattgaacg tttaaattca tcacggcaag
  3517921 caaagaatgc cgcgtgtgga ccgccgtagc ccataggcac accaaaacgt tgtgcggaac
  3517981 caaataccac atctgcaccc tgtgcacccg gagcggtcaa cagtaccaac gccataatat
  3518041 cagcggcaac actggtaata attttacgtt ttttcagttc ggccaacagg gcgctgtaat
  3518101 catgtaactc gccggtggtc ccgacttgtt gcaacagcac accaaagata ccgtctagtt
  3518161 ccagtacttt ttctgcgcga tcaacaatca cgtcaaaacc aaaggtctca gcgcgggtca
  3518221 ataccacatc cagcgtttgc gggtggacat cgtcagcaac aaagaaacga ttagcgtctt
  3518281 tcagcttact ggcacgtttc gccagtgcca tggattctgc cgctgccgtg gcttcatcca
  3518341 gcaaagaggc cgatgccaga tccaagcccg tcaagtcttg tgtcaattgc tggaaattca
  3518401 acagtgcctc aaggcggcct tgagaaactt ctggttgata aggggtatac gcggtgtacc
  3518461 agccggggtt ttccagcata ttacgcagga tgacgggcgg ggtcagtacc gggctgtagc
  3518521 ccatgccgat ataggattta tagcattgat tctggctggc gatccctttg agttccgcca
  3518581 gcgcctggtg ttcggtggcg gcctcaccca ctggtggtgg gccaggcaat tggatatctg
  3518641 ccggaacaat ttgctggatc aacgtactta acgaactggc accaacggcg gccaacatct
  3518701 gctgctgctg ttcaactgag gagccaatat ggcgctgaat aaaagcatcg ttatgttcaa
  3518761 gctggctgag attctgagtc atttgctaca aattcctgaa tagcgcgggg acgggaaatg
  3518821 ggctgacaca acttataccc ttcggacttg acgctacagg gcgttaacga catacactca
  3518881 cctgaatcag tgacctatat tggataggct catcggggac gttcgcttgc accgggctgt
  3518941 agcgccattt aacctactcg gcgtcagggc caataaaatg gccctcactt gagttactct
  3519001 tcaatcgccg cgaggtaagc atcagcatcc aacagattgt ccagttcgga ctcatcagcg
  3519061 gctttaatac tgaacaacca accatcggta taaggcgcgc tgttaaccaa ttctggcgag
  3519121 ttttccaact cagtattaac tgcaacgatt tcaccgctga taggcgcgta aatatcggaa
  3519181 gcggctttca ccgattcggc aaccgcacaa tcgctaccgg ccgaaacatc gctgcccacc
  3519241 tctggcagat cgacgaatac catatcaccc agcagctctt gcgcatgttc agtgatcccg
  3519301 acgctataca caccatcgcc gtcagcacga acccattcat gagataaggc atatttcaat
  3519361 tctgttggta cattactcat tgctattcct taaaagagat agagccaaaa gagaaggctc
  3519421 ttataattca gaataatgga aaacaaactt acaatacgat ggctttgccc gctcgcacaa
  3519481 aaccgggttt tgttacccgt accggcattt cacggttacg gatttgtacc acagcatgtt
  3519541 caccgatacc tgcgggtaca cgggctagcg caatactgaa acccagtgtt ggcgaaaatg
  3519601 aaccgctggt tatcacccca acatgctgat tgcctgcggc atcaaaaaaa tacaccggca
  3519661 attcattacg taacacgcct ttttccgtca tgatcagacc aaccaattgc tcagtcccct
  3519721 tcattcgctg cctttccaac gcagcacgac caataaactg acgatcttct ggttgccagg
  3519781 ccactgtcca ccccatatta gcggctaacg gagacgtttt ttcatccatt tcctgaccat
  3519841 ataagttcat ccccgcttct aagcgcagcg tatcacgcgc accaagacct gcgggcttca
  3519901 caccggcggc caatagttgc tgccagaacg caacaacctg ctgtttcggc aacgcaattt
  3519961 catacccggc ttcaccggta taacccgtgg tagcaataaa taaatcgccg gtttgaatac
  3520021 caaagaatgg cttcatgccc gcaatagcct gttgctgctc ggtggtcagt aacgtggcaa
  3520081 ctttttgttg ggcttgtggg ccttgtactg caatcagtgc cagatcgtca cgcaccgtga
  3520141 cctcgacctg ataaggttca gcatgctgac ttatccaagc gaggtcttta tcacgggtgg
  3520201 cggagttaac cactaaacgg aaataatctt cgctgaggaa gtaaacaatc aaatcatcga
  3520261 taacaccgcc ggattcattc agcatcccgg tgtaaagggc tttgcccggt tgggtcagtt
  3520321 tggctacatc gttagccaac agatagcgca aaaactcacg ggtacggtta ccgtgcaaat
  3520381 caacgatggt catgtgggag acatcaaaca tgcctgcgtc ctgccgcaca aaatggtgtt
  3520441 cgtcaatttg ggagccataa tgcaatggca tcatccaacc atgaaaatct accatacgcg
  3520501 caccgcacgc gacatgttgg tcatacagcg gggtctgctt agccatcttt ttccctcaat
  3520561 atacacttcg tgtttgaagc cgcagggtac ctgcttcaag accacaataa acaggtaggg
  3520621 acaccacgac gcaaacgata ccttttgctc aacgttagca ccgatcccct cagggaacca
  3520681 taagctaaaa taggcgaggc gccctcttca ggcgacaaaa aacagaagga ttgtgcagag
  3520741 ttttctactg taaaactgcg tacagaggca cacaatgaac aattaattcg taaaaatggc
  3520801 gaggttatat aactaaatgg ccaaaagtct gtcggattaa actttttaaa cttcgattat
  3520861 ctgtgaaaaa aactaatgcg aaaaatggac tgaaattaga ttatttcaac tgagggagat
  3520921 cgtaggctga taccgctggg gataatgaat acggcttatt gatatccata acattttatc
  3520981 catccccata aatcacgggc atagaccaca tagacgcaga ataccggtat tttgtgtcac
  3521041 ccccccaagc tcaacgttta tttatcgcgc aacattcgtc gcaaagcggc ccataactcg
  3521101 ggcgactgac aacccccaat gacacaatgt ggggctgtga gtccagcaca atgtggggct
  3521161 gtgagtccaa gccccatccg cgccagagcg cacgcggctt gaggcactac cgaaggctgc
  3521221 tttagacaca cactggcggt gtctcattaa tacccgtaac ggcgtattat tgagaacgct
  3521281 ccagccattc tggcaaatca ttcagcccca tcgcctgccg taccaattgc ggtttaaccc
  3521341 ccggcaagtg atcggccagc gttaacccaa tatcacgtaa taatttttta gccggattgt
  3521401 tgccagcaaa cagatcacgg aagccctgca tactcgccag catcatcgca gcactgtgtt
  3521461 tgcggcggcg ttcataacgg cgcagataga gatgctgacc aatatccttc ccttgacgct
  3521521 gtaaacgccg aagttcagac actaattcgg ctacatccat aaagcccaga ttaacgccct
  3521581 gcccagccaa tggatgcacg gtatgcgccg catcgccgac caacaccagc cggtgcgcgg
  3521641 caaagctacg ggcataacgc ccggtcagcg ggaacgtttg ccgctcactc tcaagctgac
  3521701 attgcccaag gcgcatatca aacgtcatcg ccaactcacg gttaaattgc tcggcgggca
  3521761 gcacggctaa ctcggcggca cgctcaggcg gtaatgacca gacaatagaa ctgaggtggg
  3521821 ggtcgctaaa ggggaggaaa gctaaaatgc cgtcaccgtg gaatacctga cgcgcggtag
  3521881 cctgatgcgg ctcgtcagtc cggatagttg ccaccaaggc atggtgggca taatcccaga
  3521941 aggtcagagg aatatccgca tgctgacgta accatgagtg tgcgccatca gccccaacaa
  3522001 ccagccgagc actgagcatc cggtcatcgg ttagggtgat aaacgcttca gtctcgcccc
  3522061 aagccacttg tttgaagctg gcgggtgcca agaccgtcac ctctggtagt tggctggccc
  3522121 gctgccacaa tgcttgttga atgacctgat tttcaatgat atggccaaga tggctgaagc
  3522181 catattcatc cgcatgaaag gcaattttgc cgaagctgtc tttatcccac acttccatac
  3522241 cgtggtacgg gctagcacgc agtgcctgaa tcgtttccca caccccgatt ttttgcagta
  3522301 agcgctcact agctgcgttg atcgccgaga ctcgcagtgc cagctcaccg gtcaacggtg
  3522361 ccgttaatgg catcggtgca ggctgatgct cgataatggc gatacgcagg ccactgcctt
  3522421 gtaaaccaca agccagcgcc agacccacca tcccaccacc ggcgataact atgtcaaatg
  3522481 attgcatgcc gaaacatttc cccatgaaaa tatgaacttt atttactcta tagatttctc
  3522541 gatgcaggga ggcggcaaac gagaagcaaa ttggtcggga acgatttgaa cagcatttgt
  3522601 gccaccccat agggtaaacc tcaacgatga ggcgcgttaa tcccgatgag tctattgagt
  3522661 tagcgctcga cccagcccaa tgtacgccga gcaaaagtat cacgtattgt gggcatctgt
  3522721 tccatggcca tcagcgccaa attccgccct gcgactaacg gcccatagcg attcgcaaac
  3522781 aaacggatca aaccatcagt aacgccaata gtcgcctgtt gatcctgctg acgccgctgc
  3522841 tgatagtggc taagaacggt atagtcaccg agatcattcc ccatggccgc agcctctgca
  3522901 agggtttcag ccagtgacat cacatcccgc aggccaagat taaacccctg accggctatc
  3522961 ggatgtaagg tttgtgccgc attccccacc aacgccaggc ggtggctgat atgacgtgac
  3523021 gcaatcagta actgtaatgg gtagctgtgg cgtttacccg cctgaagcat tttccccaac
  3523081 cgccaaccaa aggcttgctg tagctctgcc aaaaaacgcg cgtcatccca gctatcgatc
  3523141 tgttgttgat catgcttcgc atggcaccaa accaaagaac tgcgcccctg agacatcggc
  3523201 agtaaagcta atggcccatt gcgggtaaaa cgctcaaaag cacggccatt cggtagctcg
  3523261 gaggtggtga tattcgcaat aattgcaacc tgttggtaat cctgtcgctg ccattggata
  3523321 gcgcaggatt gggctaatgc cgagtgagaa ccgtctgcgg ccaccagcaa ttttgccgcc
  3523381 agttgttgcc cgtcatccag cgtcacacgg gcggattcag cggtacgaac cacatcaacc
  3523441 actttggccg gacaatgcag cgtcaccccc ggtgctttca tcagcaaggc aaagagccgt
  3523501 tcaccagcat catgtagctc gagaacatgc cccagcgccg gtacaccgta atcttcagcc
  3523561 cgcaaattaa caaaaccaga atgaccgcga tcactgacat gaacatgatc aatggccgtg
  3523621 gcacaatcgg ccaatgccga ccaggcacca atgcgcgcca actgctggca agtcccctgc
  3523681 gccagcgcaa tcgctctggc atcaaagccc ggatgttgcc ggtcattggg ttgttgcgcc
  3523741 tcaaccagtg caacgggcac ctgcccgtga gtaagggatg aaatggccag tgccagagtt
  3523801 acccccgcca ttccaccacc aacaattatc acactcatca gttatctcgc tgccatctgt
  3523861 gtttcaatac catcagtgtt tcaataccat caatgcttca atgccatcaa tgattcaata
  3523921 ccatcagtga ttcaatgcca tcaatgcttc aatgtcatca gggtctttaa ccacgctcgc
  3523981 ggtcaagttt tcgttacccg tggcggtaat cacaatgtca tcttcaatac gaataccaat
  3524041 gccccggtat tgcggcggga catcggcatc tggggcaatg tacaagcccg gttccacggt
  3524101 taataccatg cccggttcaa ggatacggcc acggtcactg ctaccgtaat cgccgacgtc
  3524161 atggacatcc atccccagcc agtggcttag gccatgcata aagaatggcc gatgggcttg
  3524221 ttcagcgatc aactgttcga tatcaccttt cagaataccc aactccacca aaccgacgac
  3524281 catgatccgc accacttctt ccgtgacctc acggatgctg gtaccggggc ggaacaacgt
  3524341 cagcgattta ttgatagccg ccagaacgat gtcataaacc gcccgctgag cgggggtaaa
  3524401 tttgccattt accgggaaag tgcgagtgat atcaccggca tagccacggt attcacaacc
  3524461 cgcgtcgata aggaccaaat ccccgtcccg cagctcacac tcattctcgg tatagtgcaa
  3524521 aatgcagccg ttttcacccc caccaacgat ggtgttgtac gctggataac gcgcgccatg
  3524581 gcgggtaaat tcatgcagaa tttccccttc caattgatat tcaaacatac cggggcggca
  3524641 tttttccatc gcacgggtat gggccagtgc gctgatttca cctgcgcggc gcagcacggc
  3524701 gatctcttcg gctgatttaa acagacgcat ttcatgcaac caaggccgcc aatcggttaa
  3524761 cgtggctggc gctcggagat ttttacgaaa accatgacgt aatttttcca gtgcagcaaa
  3524821 aacaatatta tctgcgtaag catattgccc ttgagcgtga taaatcacat ccaggcgatt
  3524881 aagcagcaaa tagagctgct cgttgatttc atcgaaaggt aatgcgcgat ctactgccag
  3524941 tttcgtgggg gcggcctctt gccctaaccg acgaccaaac cagatctcag cggttaaatc
  3525001 ccggatccgg ttaaacagca cgctgtggtt atgagtctca tcgcttttaa ccagaatcaa
  3525061 caccgcttct ggctcgttga agcccgtcag atagctaaaa tcactattct gccgataagg
  3525121 atattcagaa tctgcactgc gtgtggcttc tggtgcggca aaaataatag cagcactgcc
  3525181 aggggccatt ttcgccaaca gtgcctgacg gcggttctgg tattcttgct gagtcatgac
  3525241 cttctcctga aatatccggt ttgcatcacc tgaaactcac ttcaccacac ttgccaattg
  3525301 ataaaatcag cccattgttc aaaatcaatg cagtgtcggt ttatgcattt caggggcggt
  3525361 aggtttctgc tgggtaaatt cgatatggca caaaatggcc gcaacacgca catactcgac
  3525421 aacttcttct aatgattgcg ccagttcttc ttgatcttca tcttcgtcat atcccaattg
  3525481 agcgatatta cgcaagtcgt caatggcttc acccacttca tctttcacct gtgccaactt
  3525541 cggctgcaac atccctaacc ccaagaggaa atgatttacc caacctgata acgcatctgc
  3525601 acgatcaaaa acagtaacat cttcgccttc agggataagc aactggaaca taaaaccttc
  3525661 attctccagc gcttcttgtg ttgcttcatg taactgttgt aacggcagac tcagggcttg
  3525721 tggaaaagca actccctcat tggtcaagtc atgtaccagc gtctgccagc cgttgtcttt
  3525781 actgccacca cagagcattc cgctgatcaa cccatgcatc tcagccgggg ttaatgctac
  3525841 tgcttgctgg ctgagtgcca aggcaagtga tgggtaagtt ggtaatgtat tctctataga
  3525901 catgcgtatt ggtcatcgtt ggcaggataa gttcatgtta tgctaccatc aagatcagtc
  3525961 gctataccag aaaacgcagc accctatacc ctatagattt caagatgcag gaaggcggca
  3526021 agccagaaag tcccaataat cttatcgata agtaacgtct acgacagata agtgatttgg
  3526081 gtgagtggta gccgctaaca caccaacaac ttggaagatg atggatatta aggggttgta
  3526141 tcttggtatc gaggtatata tagtgacgcc cgctttgcag ccacgagcaa tttgcttctg
  3526201 gtttgcagtg ctggcgcgaa aattaggcag gaaggtagca tgtctgcaca accggtagat
  3526261 attcaagttt ttggtcggtc attaagagtt aattgtccac cagaacagca agatgcgttg
  3526321 aacatggcag cagaagatct tagccaacgg ttgcaagatc tcaaagttcg cactagagtc
  3526381 aacaatactg aacagttagt ttttattgca gcattgaacg tgtgtcacga actggctcag
  3526441 gaaagattaa aaacgcgtga ctatgcctcc aatatggagc aacgtatacg gatgctgcaa
  3526501 cagaccattg aacaagcatt acttgaacaa ggtcgtatct ctgaccgtca agatacacag
  3526561 tttgaataaa ttactgtgtt tgaataaatt actgttgaat gatagattct acagtgagta
  3526621 aagaatttct ctgaggtgtt tgccagcggg ccagtcccct gagccgatat ttaataccaa
  3526681 cagaatgtag tgctccgtaa ccggtgagca tgctcggtcc gccgagaagc cttaaggttg
  3526741 cgacgctgcg ttcaccttga accaagggtt caagggttac agcctgcgac ggcacctcgg
  3526801 agatcccttc actatcgttg atgagtcgta ttgatgatca acagtattga tatccaaaag
  3526861 tagcgatgtt caaaagtagc gttaatcaat actctttggg ttatcgacta tatcctgata
  3526921 caggcagttt ttatgccgca aaatccacaa catgcccttg agcggcaacg tatccgcgcg
  3526981 gaaatccgtg agcatcggcg tctgctaaca cccgttcaac agcaacaatc ggcacatctg
  3527041 gcggcacagc acattgccga gcaccccaaa atccagcaag ctcacacggt agccgtgttt
  3527101 ctctcctttg acggcgaact tgatacccag ccaattattg agcaactgtg gcagcagaaa
  3527161 aaacaggttt atttgcctgt cctccacccg tttagccccg gtaatttatt atttctgcgc
  3527221 tatcgcccag aaagcccgct aatccgcaac cgactgaaaa tccttgaacc ccaactcgat
  3527281 gtgcgagaag tcttgccatt gcatcaactc gatgtagtga ttaccccatt ggtcgccttt
  3527341 gatcgccatg gtcagcgttt ggggatgggg ggcggttttt atgaccgaac tctgcaacgc
  3527401 tggcagcaaa atggccctta tcctattgga ttggcccatg attgccagtt ggtcgataag
  3527461 ttaccgagtg aatattggga tgtgccgttg ccagagattg tgacaccagc aaaagtgtgg
  3527521 cagtggtgaa agaaaatcgt tcgagataaa aaaaacaccg gggatcctat ggatccccgg
  3527581 tgtcagactg ctgacaaacc ccgatgactc actcttgaac ggtgaggata ggcagaagag
  3527641 taaagcgtcc gcgccaggga gggcgcggct cgagcctaca tggatgtatt tacggcgtct
  3527701 ttacgatctg cctgttctct ccgtcgcggg cactttgtca ataacctcac acctgagatc
  3527761 ctatggatcc caggcgttta atcatttcag gaattagtac aataagcgag cgcggatcgt
  3527821 ccctggaatg gccttcatcg cctgcaaggc tttttccgca ttatctgcat catcggtttc
  3527881 aacatcaatc acgacataac caatatcagc gctggtttgt agatactgtg ccgcgatatt
  3527941 gacattctgc tcagcaaaaa tggtgttaat gctggtcaaa atgcctggcc ggttttcatg
  3528001 aatatgcaac aggcgacggg tattatcacc atgtgctggc agagaaactt cggggaaatt
  3528061 caccgcagat agcgttgagc cattatcgga atacttcgcc agcttacccg cgacttcatc
  3528121 accgatattc tcctgcgctt cctgagtaga accgccaata tgcggggtca gtaacacatt
  3528181 atcaaattca cacagtggtg aattgaacgg gtctttattg gtcgcaggct cttcagggaa
  3528241 gacgtcaatt gccgcacctg acaagtgatt gctggacagc gcatcgcaca gggccggaat
  3528301 atcgaccacg gtgccgcgag aggcattaat caacagcgca cccggcttca tctgtgccaa
  3528361 ttgctcagcg ccaatcatat tcttggtagt gtggttttcc ggtacatgca ggctgaccac
  3528421 atcactcata ttcagtaaat ctgacagttg gcgaacttgc tgcgcattcc ctaacgacag
  3528481 tttattttcg atgtcgtaaa agaagacttt cataccgata ctttcagcca gaatccccag
  3528541 ttgagtaccg atatgaccgt aaccgataat ccccagcttc ttacctcggg cctcgaagga
  3528601 acctaccgcc aacttgttcc actcgccacg gtgcgctttc gcgttagcag acggaatgcc
  3528661 tcggaacatc agcagcaact cacccaatac catttcggct accgaacggg tattggagaa
  3528721 aggcgcattg aatactggca caccacgttt ggtcgccgct tttaaatcaa cctggttagt
  3528781 accgatacag aaacacccca cagcaaccaa tttttctgct gccgcaaaaa cgtcttcgga
  3528841 aagatgagtg cgcgatctaa ttccgataaa gtgagcatca cgaatggatg ccttcagtga
  3528901 ttcggcgtct aaggcacctt tatggtattc aatattgcta tatccggctg cacgcaggtt
  3528961 atcaaccgcg ctctggtgca ccccttccac taacagaaac ttaattctgt ctttctccag
  3529021 tgatactttt gccatgtccc cgaccctatt ttcagacttc agatgcggct gccgatatcg
  3529081 aatgaatccg gtcagcaccc tgtcaacata acaaatatta cgtaagcagc aatacaaacg
  3529141 attgcctgcc catcaacata accgtcagtg tgaatgttaa tttatggaag aaaaaactag
  3529201 cgaaccgaga gagggcgaca ggttaatcaa aggaaatgag ggaatgtgat atatatcacc
  3529261 aaattcaatg gttttaagaa aagatattca aaggcaaaaa attatcaggg tgaagccaaa
  3529321 taaacgacac cctgaaaaat tttagccaat cactttaacg ccattggccg taccaatcag
  3529381 ggccacatca gcaccgcgat tcgcaaatag ccccaccgtt acgacaccgg caatgccatt
  3529441 aatttggttc tctaaagcga tagcatccaa aatactcaag ttgtggacat ccagaataac
  3529501 gttaccgtta tcggtcagga cattctgacg gtattcaggc aaaccaccca atttaatcag
  3529561 ctcacgcgcc acataagagc gggccatcgg gatcacttcg actggcaggg ggaatttacc
  3529621 cagcacacca acttgtttgg attcatcagc aatacagata aacttccggg cgatagccgc
  3529681 aataatcttc tctcgggtca gtgctgcgcc accgccttta atcatctgca tttggccgtt
  3529741 aatttcgtca gcaccatcaa catagatatc caatacatca acgtcattac aatcaaatac
  3529801 tgggatacca tagcttttca gcttggcggt tgaagcatca gaactggaaa cagccccttc
  3529861 gatctgatgt ttaatcgagc ctagcgcgtc aataaaatgc gccgcagttg aacccgtgcc
  3529921 gacacccaca atcgtaccgg gtttaacgta atctaatgct gcccagccca ccgctttttt
  3529981 aagttcatcc tgagtcatgg taagttcact gcctatgata tgaaaacaaa agcttattat
  3530041 agaacatgca cagcaaaaat cgtctcaata aagcccgttt atgacagggt taattctagc
  3530101 gagatcacag ttatacccaa agttattggt gctgcaacca ggcaaaatga gggaattctg
  3530161 atgggtgact caagtcggtg attgggataa gcgcgagcgg caatatcatg cctgaagggg
  3530221 agatacgcgt ttatttaaag tgaatacctc agcattgcct tatataaaaa tgaccaaaat
  3530281 gtcacagcga aatgtggcat agtgttgtat cgatttacta ttttggagag atgactccga
  3530341 tgaaacgccc agactaccgt acgctacaag cgctggacgc ggtgatccgt gaacgcggtt
  3530401 ttgaacgtgc ggcacagaag ctttgcatca cccaatcggc ggtatctcaa cgtattaaac
  3530461 agttggagaa cctgtttggt cagccactgc tggtgcgcac ggtgccacca cggccaacgg
  3530521 aacaagggca gaaactgctt gctctactgc accaggttga gctgctggaa gaagagtggc
  3530581 tcggtaatga taacggggtc gatacaccgt tgctgctatc gctggccgtg aatgctgaca
  3530641 gtctggcgac ctggctatta ccggcgctga aaccggtgct ggctgattta cctattcggc
  3530701 taaatttaca agtggaagat gaaacccgga ctcaggaacg tttaaggcgt ggtgaggttg
  3530761 ttggcgccgt cagtatccag ccacaaccac tgccaagctg tctggtcgac caactcggtg
  3530821 ctctggatta cctgtttgtg gcatctaagg ccttcgcaga acgctatttc cctaatggcg
  3530881 tgacccgttc agcgttgctg aaagcacccg cggtggcatt tgatcatctg gatgatatgc
  3530941 accaggcgtt tttacagcaa aatttcgatt tgtcaccagg tagcgtgccc tgccatatcg
  3531001 tcaactcgtc tgaagccttt gtgcagttgg cccgccaagg taccacctgt tgtatgatcc
  3531061 cgcatctgca aatcgaaaaa gagctggcct cgggcgaact gattgacctg acaccggggt
  3531121 tattgcaacg gcggatgctg ttctggcacc ggtttgcacc agaaagccgg accatgagaa
  3531181 aggttactga cgccctctta tcctacgggc gtcaggtatt acgacaggac tcgtttattg
  3531241 ggcagtagct gtttatgttt actgagcagc aactgtttta ttggcagtag ctgcgatcga
  3531301 tgccgggttg gctcccgttt gcagctcaaa gaccacatca acctgatcat caaaattgat
  3531361 ggtctgttgt tcgtaggttt gctccaccgc cgtgtcggat gccgctccag cacttttata
  3531421 cattcgagct accggcattg gctggtaatt cgctatatgg taacgaatgc tataaaccgg
  3531481 gcctaattta actttaaatc catcggccag tgcgccggcc tgcgtaatcg tattctcaat
  3531541 ggctttttta cgcgcctgct cacggtaggt ttctgggctg gcaacaccca actcaacggc
  3531601 acggatctca ttcagacccg atttcaacgc accatccagc aaatcattta atttatccaa
  3531661 ctggcgcaat gtcacctgaa cctgacgcac agcacggtaa cctttcaata cggcttcacc
  3531721 gcttttctgg tagtcatatt caggctgggt acgaatatta gcggccttga catctttctt
  3531781 ttcaatgcca cttttattta ggaaatcaaa gtattgcgcg acgcgggtat cgacctgctt
  3531841 tttggcatct gcagcatctt tggcagatac actgacttca attgcgatag tcgcgatatc
  3531901 tggggttgcc tcaacgctgg cggtacctga ggtgacaaca tgcggccctt ctggcacttc
  3531961 ggccgcttga gcttgcagcg ccaaaggtaa cgtccctaat cctatcattg cggccaaagc
  3532021 caatgtcttc aacttcacgg tgcctcctaa gatatgcatg acaaatgaac ctgcacctgt
  3532081 cagagaatca gtgcacgaca ctcactgaaa ttccattaac atcgcgattc attcgccgtt
  3532141 gatcactcat tgttaataaa tagaggtatt aacctatcaa acgtagcata tcttattgag
  3532201 ttagggattc agattagtga caaaaactca taggccgaat ccctgtcgtg ccaattggaa
  3532261 agcaataaac cccattaccc cgccaacaaa taggttaatg attcgttgtg ccactgggcg
  3532321 atttaaccac ggtgataacc atgctgctag caatgctaag gcaaaaaacc aaacaataga
  3532381 ggccgtaacc gcccctaaag caaaccaagg gcgtatatca ggtaatagct gcccccccaa
  3532441 actgcccaaa acaacaaagg tatccagata aacgtgagga ttaagccagg taacggccaa
  3532501 taaggtgacc aatatgcgcc agcgcccctg cgtgacactc gttgctgacg aagcaacacc
  3532561 atccccccgc cacgccgcca tcaatgcccc ccaaccgtac cacatcagga aagccacgcc
  3532621 cccccaggtc accaatgcca gcagtaaagg cgaacggctc aataaagcac tgccgccaaa
  3532681 aatccctgcg caaatcaaga taatgtcact gagagcacaa agggatgcgc tcatcaaatg
  3532741 atgctgacgc ttgatcccct gattcatcac aaaaacattt tgtggcccaa gcggcaaaat
  3532801 catcgcagcg ctaaggataa aaccgtgcaa atagaccgct aacatactgt tacccttaaa
  3532861 tattgttacc tttaaatact gttgtcttta aataaaagat agacaccact gaaaatacag
  3532921 gagaccgagt atcggcatat tacggggaga tgatcatcag aggaaatgga tatttcttat
  3532981 caagcataag acaagctaat aatgcgactg aactgataaa acagcagagc gagtcaaata
  3533041 accgagcgag taaaaacggg cactgaggcc cgtttaatct atttaccgct taccacggtg
  3533101 aaaaacctta ctccggcttc tcggcttcgg cttttgccac ctgatgcaaa tgcacatcca
  3533161 tttgtgggta agggatacca attttgtgcg catccagcgc ccgcttgaag ttttcagtca
  3533221 agtcccaaaa cacctcttgc gcatcaccat tggtcgtcca aacacgaaca gcaaaattca
  3533281 gtgaggacgg tgccatttca ttcaagcgca ccgtcacccc tttctcgtgt atgatccgac
  3533341 tatcagctgc gatgatgtca ccaagaacct ttttcaccac atcaatatcg gcatcatatg
  3533401 ccacaccgac aatcatgtcg gtacggcggt tcggctcgcg gctggtatta ataatattgt
  3533461 tggcaataat tttgccattt ggtaccacaa tgattttgtc atcaaccgta cgtagggtgg
  3533521 ttgagaaaat ctgcacctgc accaccgtcc cggccacacc gcccagatcg acgtactcac
  3533581 ccgctttaaa cggacggaag gcgaccagca acacaccagc agcaaagtta gacagcgacc
  3533641 cttgtagggc taaaccaacg gccaaacccg cagcaccaat gaccgcaatg accgatgcgg
  3533701 tttgtacacc cagccgcccc agtaccgcca caatggtgaa agccagaatg ctgtaacgca
  3533761 ccatcgctga taagaagtcg gcaacggtga catcaatgcc acgcaatctc atcacccgat
  3533821 tgagcatgcc agatagcact ttagcgatga tcgaaccgac aatcaggatc aataacgcgg
  3533881 caataatatt gactgcgtat tggatcagta agtcctggtt attcgccaac caggtgcttg
  3533941 cattattgat cccttcaact acgtttagtt cttccattta aaccatccta caaaaaagct
  3534001 ccctacagga gcaattacgc caaaaaaaat caccatctaa cgctggcgac tctagccaac
  3534061 ggcctatgta gtagggtaac taacaatatt gaatgttgcc aattttcgca aaaaatatca
  3534121 gcgcagcata ccaggccatt aagtcagtga tgacagtgaa tcatattgga ttgtcagcaa
  3534181 cgaaaaaagg ccccgtaggg cctttcagac tgctgacaaa ccccgatgac gcgatcttga
  3534241 acggtgagga taggcagagg agtaaagcgt ccgcgccaag gatggcgcgg ctcgagccta
  3534301 catggatgta tttacggcgt ctttacgatc tgcctgttct ctccgtcgcg ggcactttgt
  3534361 caataacctc aaaggccccg tagggccttt taggtcagtc cgaacagact ggaattacag
  3534421 tacgtcgatg gcgttcagtt ctttgaatgc cagttccaga cgagtaatca ttgtcacctg
  3534481 ggcagcacgc aaccatacgc gtggatcgta gtatttcttg ttcggcttgt cagcaccttc
  3534541 tgggttaccc agttggcctt gcagatagcc ttcgttcttt ttgtaatagt tcagaatacc
  3534601 ttcccacgtt gcccactggg tatcggtgtc gatattcatt ttaactacgc cgtagcttac
  3534661 tgcttctttg atctcttcag cagtagaacc agacccgcca tggaacacga agttcaggct
  3534721 gttatgcggc agattgtgtt tcttggaaac ataatcctga gaatcgcgca gaatagttgg
  3534781 ggtcagttta acgttacctg gcttgtaaac accgtgtacg ttaccaaaag aggcagcgat
  3534841 ggtgaaacgt gggctgatag cgttcagttt ttcgtatgcg taatcaacat cttgtggctg
  3534901 agtgtacaga gaagaagcgt ccatgtggct gttatccaca ccatcttctt caccaccagt
  3534961 acaacccagt tcaatttcca gtgtcatacc gatttttgac atacgagtca ggtacttgct
  3535021 gcaaatttca atgttctctt ccagagactc ttcagacagg tcgatcatgt gagaagagaa
  3535081 cagtggcttg ccggtcgccg caaagtgttt ctcacccgca tccagtaaac catctaacca
  3535141 tggcagtaat ttcttcgcgc aatggtcggt gtgcagaata accggaacac cgtaatgttc
  3535201 agccatctga tgtacatggt gtgcaccaga aatagcaccc aagattgcag caccttgtgg
  3535261 agcatcagtc ttcacgcctt tacctgcgat aaacgcagcg ccgccgttgg agaactgaac
  3535321 gataacaggt gcgcgcactt tggctgcggt ttccagcact gcgttgatag agtcagtgcc
  3535381 tacacagtta actgctggca gagcaaagtt attttctttt gctactgcga aaactttctg
  3535441 cacgtcatca cctgtgatga cacctggttt tacgaaatca aaaattttag acatgtaagt
  3535501 tgtcctgtat cgtcggccga agataaatgt gaataggttc gctgttacat ccgcccaccg
  3535561 tcatggcaag aggaaatagc gaaacgggcg gcattgaccc cccgttatcc aaattactgc
  3535621 ttagcgcgct cttccagcat cactacggca ggcagttttt tcccttcgac gaactccagg
  3535681 aaagcaccac cgccagtaga aatgtaggag atttggtcag caataccgaa gagatcgatt
  3535741 gctgccaaag tatcaccacc gcctgcgata gaaaatgctt cgctttctgc aatggcgcga
  3535801 gccacgatct cggtcccttt acggaagtta gggaactcga acacaccaac cggaccattc
  3535861 cacagaatgg ttttggcatt tttcaggatc tcagccagac gctccgcaga ttcgtcgccc
  3535921 agatccaaaa tttgttcgtc atctttaatt tcgttcgcgg gtttcagcgt cgcggctgcc
  3535981 gtttcagaga actcagtggc aacacgaaca tcagtaggaa cagggatatc acaggtctct
  3536041 agcagtcttt tcgcttctgg gatcagatca gcttcgtaca gagatttacc gacattgtgg
  3536101 ccttgagccg caacgaaggt attagcgata ccaccgccaa caatcagttt atccgcgatt
  3536161 ttagacaacg cgcccagcac ggtcagttta gttgaaactt tagagccacc aacgatagca
  3536221 accattggac gcgctgggtt acccagcgct ttacccaatg cttccagctc tgctgacaac
  3536281 agcgggccgg cgcaagcgat aggggcaaat ttacccacac cgtgagtcga tgcctgagcg
  3536341 cggtgagcgg taccaaaagc atccatcaca taaacatcgc acagtgcggc atatttcttg
  3536401 gacagggctt cgtcgtcttt tttctcgcct ttgttaaagc gaacgttttc cagaacaacc
  3536461 aactcgccag ctgcaatttc aacgccgtcc agatagtcct tcgccagacg taccggagaa
  3536521 gataacttct ctttcaggta gttaacgacg ggcagtaagg agaactcttc gttgtactcg
  3536581 ccttcggtcg ggcgacccaa gtgagaggta accattactt tagcgccttg cttcaatgcc
  3536641 gcttcgatag ttggcagaga ggcacggata cgcgcatcag aagtcacttt gccttctttt
  3536701 accggaacat tgaggtccgc acggatcaaa acacgtttgc cagccagatc cagatcggtc
  3536761 atcttaatta cagacatggt gaatcctctt gttgattctc tttaaagttg cataagctgc
  3536821 acattaacgc ccataaaacc gcagtaaatc acggtaaaac aagacgttaa tacgccatac
  3536881 tagaaaccgc ttttggccat cgccaatgtc gtatccaaca ttctattggc gaagccccat
  3536941 tcattatcgc accataccaa cgtcttaatc aggtgctgcc cactcacccg cgtctgggtg
  3537001 ccatcgacaa tagcactgtg cggatcgtgg ttaaaatcca tcgacaccaa tggtaattcc
  3537061 gtatagtcaa ctataccacg aaatgcacct cttgctgcct tttgcaaaag ctggttaacc
  3537121 tccgccacgc cgacaggatg agtaacgctg acgcttaaat cgatagccgt aacgttgatg
  3537181 gtcggtaccc gtaccgagat agcctcaaac ctgtcacaaa acttcggaaa aatgcgggta
  3537241 atacctgccg ccagtttggt atccacagga atgatggatt ggctggctgc tcgtgtacga
  3537301 cgtaaatcct gatgataagc atcaataacc ggctggtcat tcattgacga atgaatggta
  3537361 gtgacagtgc cagattcaat gccataagca atatccaaca actgaataat aggaataatg
  3537421 cagttcgtcg tacaggaggc gttggacaca atccggtgct ctgcccgtaa atcctgatga
  3537481 ttaacaccat agactacagt cgcatccaaa tcatgaccgc caggatgggc aaacagcact
  3537541 ttttttgcac cggaggctac atgcgcctcg ccatcctcac ggctgccata cacaccgctg
  3537601 caatccagaa ccacatctat tcctaactca ctccagggta actgctcaat ctctgactga
  3537661 tgaatcagcc ggataatatc gtccccgaca tacaatgaat cacattcctg acgaacatcc
  3537721 caagcgaacc ggccatggct ggagtcatac ttcagcagat gggccatccc ttccgcactc
  3537781 gccaactcat tgattgcaac caccgaaatt tctgcccgac gacctgattc atacaacgcg
  3537841 cgtaaaacgc tacgaccaat acggccaaag ccgtttatcg ctatgcggat tgccatgtga
  3537901 ctccctgcct ctggttatta tcatgcaacc ccatagagta ctgtagcgcg tccttagatg
  3537961 ttaatcgtat tatcacaatt cggccataat actggccggg ttttctcggt gggatctcat
  3538021 tagatccgaa agcaaaccat aactgaaacg cttcagccag aataaaccaa agtcatgata
  3538081 aaaggaatat ttccctgaaa aagggcacaa ttcatctatg aattagtcaa taaatatcct
  3538141 ccggcatagc cggaggtttt tcatatgcgc ctataaggct ctgttaccag ccgcgcccta
  3538201 acaggcgcat cgcgatctga catttgcatc tatggattac ttacggcccg taaacgggct
  3538261 accgggatac gggatcgaga gttgctcacc cattttatcc tcttccaatt ggtgctttat
  3538321 gtattcttgt atcctggccg tgtttttccc taccgtatca acgtaatacc ctcgacacca
  3538381 aaactccctg ttacggtatt tgaacttcaa atcgccaaac tgctcataaa gcatcagact
  3538441 gctctttccc ttcaggtacc ccataaatcc cgagacactc atcttgggcg ggatctccag
  3538501 aagcatatgg atgtgatcca cacagcattc tgcttccagg atattcacgt ttttccattc
  3538561 gcacagtttt cttaaaatac tgccaatcgc tctgcgtttt tccctgtaga acacctgcct
  3538621 tcggtacttc ggcgcaaaac tatatgatat ttacagttcc atcgggtgtg cgctaagctc
  3538681 ttttcatccc tcattgggac ccccttttga tttcttgttg aacatttgca gttgccagac
  3538741 cgcaaactgt tttaacaaat caaaaggggt ttttataact gacccaaagc tgaaagcttt
  3538801 actgaacccc cagcctagct gggggttttc tgggcacaaa aaaaagaccg caaaagcggt
  3538861 cttttaacag gtgcattacc gagattctca tcactgttca cacccatttg cagtattgat
  3538921 aacgtcgttg cctgttttaa cagttaatga ctttttaacg gctaatcgct ctttagggac
  3538981 taatcgcttc ttaaccgtta attacttcag cagcgcctga gctttcgcca ccacgttttc
  3539041 cacggtgaaa ccaaactctt tgaacagcaa ttcagctggc gctgattcac caaacgtggt
  3539101 cataccgaca accgcgccat tcaggccaac gtatttgtac caataatccg caatacccgc
  3539161 ttctacggca acacgtgcgc taaccgcaga tggcaatact gactcacggt aagccgcatc
  3539221 ttgtttatcg aatgcatcag ttgatggcat agagacaacg cggactttac ggccagtggc
  3539281 cgtcagttga tcagccgcag caactgctaa ctccacttca gagccggtag caatcaggat
  3539341 cagttcaggc tggcctgcac aatccttcag cacatacccg cctttggcga tattggctag
  3539401 ctgctccgca gtacgtggct gctgtgccag attctgtcgg gagaagatca gtgcgcttgg
  3539461 gccatcttta cgttccagcg catactgcca tgccactgca gattcgacct gatcacaagg
  3539521 acgccaggta ctcatattcg gggtaacacg caggctggcc atctgttcaa caggctgatg
  3539581 ggttgggcca tcttcgccca gaccaataga gtcatgggta taaacgaaca cgctacggat
  3539641 tttcatcagt gccgccatgc gcactgcgtt acgggcatat tccacaaaca tcaggaaggt
  3539701 tgcgccgtaa gggatgaaac cgccgtgcag ggcaataccg ttcatgatgg cagacatacc
  3539761 aaattcacgg acaccgtagt gaatgtagtt accagccaga tcgtcgctca aggatttaga
  3539821 gccagaccag atagtcaggt tactcggtgc caggtcagca gaaccgccca ggaactcagg
  3539881 taacacttta ccgaaggctt ccagcgcatt ttgtgaggct ttgcggctgg caatatttgc
  3539941 tggattggct tgcaattgtt cgatgaattt cttggattca acggcccagt tagccggtaa
  3540001 ttcaccgctg acacgacgtt tgaattcagc cgccagttct ggataagcct tggcatacgc
  3540061 agcgaacttc tcgttccagg ccgcttcttt ggctttgccc gcttctttgg catcccatgc
  3540121 cgcatagata tcttgtggga tttcaaatgc cgggtatttc caacctaatg cttcacgggt
  3540181 tgctgccact tccgcttcac ctaatggcgc accatgggaa tcatgggttc cagctttgtt
  3540241 tggtgagcca aaaccaataa tcgttttgca catcaacaat gaaggcttgt cggtaacctt
  3540301 atgtgcttct tcgatagccg ctttaataga gtccgcgtta tggccatcaa caccccgtac
  3540361 cacatgccag ccgtaggctt cgaaacgggc cgccgtgtca tcagtgaacc agccttcaac
  3540421 atgaccatcg atagaaatac cgttgtcatc atagaaagcc gtcagtttgc ccagcttcat
  3540481 cgtaccggcc agagagcaaa cctcgtgaga gatcccttcc atcatgcaac catcgcccat
  3540541 aaaggcgtag gtatggtgat cgacaatgtc gtgacctggg cggttaaact gcgcccccag
  3540601 cgtgcgttct gcgatagcaa aaccaacagc attggcaatg ccttgcccca atggcccagt
  3540661 ggtggtttct acaccagcgg tataaccata ttcagggtgg ccaggcgttt tagagtgcag
  3540721 ttggcggaaa ttttttagct cttccatcgg caggtcataa cctgtgagat gcaacaggct
  3540781 ataaatcaac atggagccgt gaccatttga caggacgaaa cggtcacgat cagcccagtg
  3540841 tgggttagtt ggattatggt tcagataatc acgccacagg acttcggcaa tatctgccat
  3540901 acccatcggg gctccgggat ggccggactt cgctttttgc acggcatcca tgcttagtgc
  3540961 gcggatagcg ttggcaagct ctttacgaga ggacatgttt tactccaggt cggattaaca
  3541021 aagcgttcaa gattaccatt ttctcagact cagcattgaa acggcaatca ctatactcta
  3541081 aataattcga gttgcaggaa ggcggcaact gagtgcatcc ccaagagctt acacaagtaa
  3541141 gagattgggg tgaacaaaag cagccaccgc acaacgacaa accataggct acaacaataa
  3541201 tttcgggcaa gacctattgc caacagagta gaacaagcgt gagcgatcca acaactatta
  3541261 atgcaattcc aacagctatt aatgcaatag atagtaatga tgtgattatg atgagcggat
  3541321 agcggtggta aatagattgc agtgataagg agatgactgt gatgagtaga ttactgtgat
  3541381 gaggagattg cagtaataaa taggtgactg ctgctaattc gggccatcac cgatagaata
  3541441 gcctgcttca aacgaaaaaa tggccaaccc acaggaagaa cgtgttatga aaattcgtac
  3541501 ctcaatgatt gcactgagcc tggctgcact attaagtggc tgtcaaagcc tcaatactga
  3541561 aggcttaatg cagtcaggtg cgcaagcatt tcaggccgca accttgaatg atgctgacgt
  3541621 gaaagccctt agtgaaaaat cttgcgttga aatggatcaa aaagcccaga tcgcttcagc
  3541681 ggatagtcaa tatggtaaac gtatggcaaa aattgctgcc gccttgggcg ataacattaa
  3541741 tggcacccca gctaactata aggtctatgt gaccaaggac gttaatgctt gggcaatggc
  3541801 taatggctgc attcgtgtct acagcggttt gatggatatg atgaccgaca atgaagtaga
  3541861 aggtgtcgtg ggccatgaaa tgggccatgt ggcattgggg cacacccgta aagccatgca
  3541921 ggtggcctac ggaacaaccg cgctacggac ggctatcgcc tctgcaggcg gtgtcgtggg
  3541981 taccttgtcg caatctcagc tagcagatct cggtgagaaa ctggttaatg cccaattctc
  3542041 gcaaaaacaa gaaagcgaag ccgatgatta ctcattcgat ttgctgaaaa aacggggcat
  3542101 tgacccgaac ggtctggtaa ccagttttga aaaattggcc tcaatggaag cgggccgtaa
  3542161 cagcagtatg ttcgatgatc atccatcgtc acaagccaga gcagagcata ttcgccaacg
  3542221 tattgcggcg gagaagtaac acttaacgcc agtctcttat caatgcagac gccccactgt
  3542281 tggggcgtca gactgctgac aaaccccgat gacgcgatct tgaacggtga ggataggcag
  3542341 aggagtaaag cgtccgcgcc aaggatggcg cggctcgagc ctacatggat gtatttacgg
  3542401 cgtctttacg atctgcctgt tctctccgtc gcgggcactt tgtcaataac ctcactcccc
  3542461 actgttgggg cgtgagttct gtagctgacg tttgatattt gatagctaat agctattagc
  3542521 catgcctgct actcgccatc gccatccaaa ttaacgtcga tctgatcgcc attgatccgc
  3542581 acagcatagg tgtttaaatc gcgatcgccc ggctcacgca aacactgccc tgtccgcaca
  3542641 ttaaacagag caccatgtag cgggcattca atgatttcac catcattaat tccttggctt
  3542701 agtaatgcat aggcatgagg acaaatatct tccatcgcaa aatactcgcc ctccaccaga
  3542761 taaataccca ctctgttatt acccgcttga gccgaaaacg ggaaatctgg tttgatatca
  3542821 ttcaccttac agacgctgaa ccagcccatt gagatgtctc cagattatta ttacgacgaa
  3542881 agtctaaacc gctaacataa gtgtggtcga tattcgggca atcaccaccg ccttaggaga
  3542941 gggtcgcgcc gaaaaaaagg acaaacctga gtttgccctt taatcgatac tgaataaatc
  3543001 gttagtgatt attcgtcttc aagatatgtg tagccgtaca agccagcctc aaactcttcc
  3543061 aggaactgcg cctgcaattc ggtatccaga tcggtttctt ttacctgacc gcggaaatgt
  3543121 tccagcaatt tttcagggtt caattggacg tattccaaca tatccgccac tgtatcgcct
  3543181 tcatcggtct gctcaacctc taccgtgcca tcagggaaga cataaacatc taccgccgca
  3543241 gtgtcaccaa acaggttgtg catattaccc aagatttcct ggtaagcacc gaccataaag
  3543301 aagcctagca atggcgggtt ttccggatca tacggtggca ttggcatggt ggtcgccacc
  3543361 ccatcaccat caatatagtg atcgatggtg ccatcagaat cacaggtaat atccagcaat
  3543421 accgcacggc gctctggcgg cttatctaac ccttccaatg gcaagaccgg gaacagttga
  3543481 tcgatacccc atgcatccgg cattgactgg aacagcgaga aattcacata cagcttgtca
  3543541 gccatccgct cttgcagctc atcaatgatg ggccggtggg cgcggttgct tggatccaac
  3543601 tgtttttgga tctcattaca aatgcttaga taaagttgct ctgcccaagc gcgatgagtc
  3543661 agatccagca taccgtgagc atattgggta tggacgtcgt gtaaatccat ttggctatcg
  3543721 tgcaaccatt cgcgcagtga acggcggttt tccggttcct gcatctcctg ccaggtatcc
  3543781 cataaacttt ccaaagcacg tggagcgccc gcttccggtg gctgcggctc acagaactca
  3543841 ttgcgctcta caccgataac attggacacc aataccgtat ggtgagcggt aaccgcacga
  3543901 ccagattctg taataacggt aggatgcggc aaaccatgtt cgttacaggc atcaccgata
  3543961 ccccagataa cgttattggc atattcattc aagccatagt taacggagca atcagattga
  3544021 gagcgcgtcc cttcataatc gacgcccaag cccccgccca catcgaagca ctggatatta
  3544081 acgcccagct tgtgtaactc cacatagaaa cgagcagatt cacgcacgcc ggtggagata
  3544141 tcacggatgt tggagagttg agaacctaag tggaaatgca gtaattgcaa actttccagg
  3544201 ctattcgcct cacgcagcat atcaaccagt tgtaatacct gcgttgcaga caaaccaaat
  3544261 ttggacttct cacccccact ggcctgccat ttaccggaac cttgtgatgc caggcgggcg
  3544321 cgaaccccca aacgtggaac cacattcagc cgctcggctt cttccaggac cattttgatt
  3544381 tctgacatct tttcgatgac cagatacacc ttatggccca gtttttcacc gatcaaagcc
  3544441 aaacgaatgt attcacggtc tttataaccg ttacacacga taaccgaacg agtcatgcca
  3544501 gcatgggcca gcaccgccat catctcagct ttagaacccg cttccagccc taacggttcg
  3544561 ccggaattga ccaaagactc aatcactcga cggtgttggt ttactttaat ggggtaaacc
  3544621 aggaagtagc cgccttcata gccgaaagac tcacgcgcac gtttaaacgc cgcgttaatt
  3544681 gaacgcagac gatgctgtaa aatttgtggg aagcagaaca gcgcaggcaa acgttgccct
  3544741 tgttcgagct gcatcttttt aaccagttgc gccagatcga cacgcgcctc acgaatatcc
  3544801 ggatcagggc aaacactgat atgacctaat tcattgacgt cataatagtt gccaccccag
  3544861 taggcgacgt tatacgtgct cagcatcttg ctggcatttc gatcattcat ggctacctcc
  3544921 tgcatggagc gtaaagaaac atgtgcgccc gcagttaacg gacggctaat caagttatca
  3544981 tcagacataa ttcgcctcta ttgcgatact gacgataacg tcagccacta tcgcagctac
  3545041 aacctacaag gacaatccgt gtgaacgccc agatattacg ctgaaagcct gattcacgag
  3545101 cggtttatca ctcatcgatt cattactaag gaaagagtaa acacgtttca gtatcaatac
  3545161 gtattaaggt ttcgtgaatc ggactcgccg caaaatagcg ccagctagcc ggattcagta
  3545221 cgtcgggtaa ccgttaaccg gcccgcgaat cctgggtcgc acccatgtgg gtataacatc
  3545281 gggttgatgg ggtacaagaa aggagggttg caagggggga ttgaacgtca gaacgacgca
  3545341 attgttgata tgcagcaacc agtagacaac ggatcattaa tccaaccacc tccatgcatg
  3545401 ccgctcacga ttgagcgaac aaggctttat taatataccc ttcttacttg aagttgcagc
  3545461 gatgttagcg gttttttctc actcaaatca ccagtgtgag ccacactcat catgatttgc
  3545521 tcgctacgcg caactccatt aaatttggta tagacagtta attcggtata aacagttagc
  3545581 tcgttataaa caattagctc gttataaaca atttagttaa cagttcgatg acgccactat
  3545641 cattttgcgt tcacccagaa tgcgttccca caaaccgagc acaaaacact gagaatttaa
  3545701 ccatgcgctg atgccatctt ctgccatttt catcattgct tatcaaataa gccgcgcgcg
  3545761 cagtttatac cgataaccaa ggcaaaatgc aaaatgaaat ttgcagtgtc accgtctcaa
  3545821 accgtaaaaa aagcccgcca ccgctaaatc gagaaatatc ttaatacaaa aagggctggc
  3545881 tttcagagca aaagctaacc taaaatagac gtccagatgt taatacatcc atactcttta
  3545941 attgctagaa tgctaacaac gttatctccc caaagtcagt ggcgtgacag tatgttccgc
  3546001 taacatcgct gcaacgtcag gcaaaaaggg gagatgttga aggtttctaa gttgatagac
  3546061 tgctaaaggc tttgcctaaa ggggcattgt gaacgaccaa cacaacagaa agtcaggctc
  3546121 tgctctgtct gctgttgctt ggtttccagc gctatgcagt gacttctcac ttgtatttca
  3546181 aggtaaagaa aataatggct aaacacctat ttacgtcaga atctgtctct gaaggacatc
  3546241 cagataaaat cgctgaccag atttccgacg ccgtacttga tgcaattctt gagcaagacc
  3546301 caaaagcgcg ggttgcctgc gagacctatg tcaaaacggg aatggtattg gttggcggtg
  3546361 aagttaccac caatgcatgg gttgatatcg aagagatcac ccgccgcaca atacgcgaaa
  3546421 ttggttatgt acattccgat atgggttttg atgctaactc ttgtgcggtt ttaagcgcta
  3546481 tcggtaagca gtctcctgat attaatcaag gtgttgaccg cgaaaaccca ctggagcaag
  3546541 gtgcgggtga ccaaggcctg atgttcggct atgccaccaa cgaaaccagt gtcttaatgc
  3546601 cagcgcccat tacctatgct catcgtttgg tagagcgtca ggctgaggtg cgtaaaaatg
  3546661 gtgccttacc atggttgcgc ccagatgcca aaagccaggt taccttccaa tacgacgacg
  3546721 gtaaaatcgt gggtattgat gcggtcgtcc tgtcgactca gcattcagaa gatatcaatc
  3546781 agaaagattt gcacgaagcc gtcatggaag agatcatcaa gccagttctg cctgctgaat
  3546841 ggatcactgc ccataccaaa tactttatca acccaactgg ccgttttgtt atcggtgggc
  3546901 caatgggtga ctgcggtctg actggccgta aaattattgt tgatacctac ggcggcatgg
  3546961 ctcgtcatgg tggcggcgca ttctcgggta aagatccatc aaaagtggat cgctctgcgg
  3547021 catatgctgc ccgttatgtt gcgaaaaata ttgtggcggc gggtctggct gaccgttgtg
  3547081 agatccaagt atcttacgcc atcggtgtgg cagaaccgac ctccatcatg gttgaggctt
  3547141 tcggcacgga gaaaatccca gcagaccaac tgaccctgct ggttcgtgaa ttcttcgatc
  3547201 tgcgccctta tggcttgatt aagatgctgg atctgttgca cccaatctac cgtgaaactg
  3547261 cagcctatgg tcactttggc cgtgagcatt tcccgtggga aaaaaccgac aaagcagcgt
  3547321 tattacgtga tgctgcgggt ttgaaataaa tttcattccc tgcgtacgac ttgaagcggt
  3547381 aaaacgatga agaaccaccc tgtaagcaac acgctggcag ggtggtttat ttgtatgcac
  3547441 cctgggaaaa tgcgcccccg gaactgttca agtgaaaatg aacccaaccc gtggtgatgt
  3547501 cagcttgcat ctggctatcc accgttttat tcttccgcat tatgagcaca ctaagaatcc
  3547561 ccatcgcact ccaacaagcg gttatgcagt gtctgcgtca ctatttgcaa ctggctaacc
  3547621 agcatcttgg caccgcgtat ccagagccaa aagtcaatta ccatcagcgt ggtaccaacg
  3547681 cgggcagtgc ctatctgcaa tcattcgaaa ttcgtcttaa cccagtgtta ttgctggaga
  3547741 ataagcagcc gtttattgat gaagtcgtac cacatgaatt agcacacttg ctggtttacc
  3547801 gccaattcgg ccgcgtagcc ccccatggca aagaatggcg ctggatgatg gaacaggtct
  3547861 taaaagtacc cgctagccgc acccaccaat tcgaagtggc gtcagtgcgc agtaagacct
  3547921 tcaattatca atgcaaatgt cagcaacatg ctttaaccat tcgccgtcac aataaagtgc
  3547981 tgcgaggaga gagtgaatat cgctgccggc agtgtgggga gaaactccag ttcatcacaa
  3548041 taaatcctga ttaatgacta acgttacttg ttataaaaca gcacgttaac ttgccatcca
  3548101 tcataattat ctataacctg cgtacttttc attatcgggc tgttttgaga tatgttacgc
  3548161 aatattttgt tcttgctggt tttatcttcg ccactgttgc ctctgatcag tcacagtcac
  3548221 ggcatcaata acttctccca ggcgaaagcg gtggccgcta aaattcacca agatgcacct
  3548281 ggcagcttct actgcggttg ccaaatcgac tggcaaggta aaaaaggtat ccctgaccta
  3548341 aacagttgtg gctatcaacc cagaaaaaat gcagcgcgag ccgcgcggat tgaatgggaa
  3548401 catgtggttc ctgcctggca atttggtcat cagcgccaat gctggcaaca aggtggccgt
  3548461 aaaaactgtg ccaaagatcc ggtttatcgt cagatagaaa ctgacttgca taacctgcaa
  3548521 cctgctattg gtgaagtgaa tggtgaccgt aacaatttca tgtactcgca atggaatggc
  3548581 ggcagtggcc aatatggtca gtgtgcaatg aaagtggatt ttaaaaacaa attggcagaa
  3548641 ccaccggtac gtgcacgtgg tgccattgcc cgcacctact tttatatgcg cgatcaatat
  3548701 caactgcggc tatccagcca gcaaagtaaa ctctttgggg tctgggatcg tcaatatccc
  3548761 gtcaccgact gggaatgctt acgcgatgag cgaattgcga aaactcaagg taatcataat
  3548821 ccttatgtac aacgcgcttg tcagcgaccc aaaagctaat tgagctaatt gagccctatt
  3548881 ttcagctcaa tcgccctccc catcacacct tgtcacggat gtcgttattt tctgatgacg
  3548941 tagtgttatt ttctgatgag gtggtgctat ttcctgatgg gctgcaattt tcgattggct
  3549001 gaaacttccc tgcctctgct atccttagct gcttatttat tttgcgttta tttcgcgcgg
  3549061 tactcatcac cgcacggtat gattttcgtt tcaggactta gagcaaaccc atgcgtatac
  3549121 cccgcattta ccacccacag cccttgcagg ccaataccga actggcgctc actgatgaag
  3549181 ccgcaaatca tgtcggccgc gtactacgga tgactgaagg gcaaagcctg caattatttg
  3549241 acggcagtaa tcagattttt gacgctgaga ttatacgggc agataaaaag aatctgattg
  3549301 tccgactcgc tgaagggcaa tgggaagatc gggaatcccc tctgaattta catttagggc
  3549361 aggttatttc tcgtggggaa aaaatggagt ttaccgtcca gaaatctatt gaactgggcg
  3549421 ttaatgtgat taccccgctg ttttcagcac gttgtggcgt taagcttgat ggcgagcgtc
  3549481 tgacgaaaaa aattcaacag tggcaaaaaa ttgctatcgc cgcctgcgaa caatgtggcc
  3549541 gcaatacgat cccagagatc cgcgatgcca tgcaacttgc tgattggtgt gctgaatccg
  3549601 atgacagctt gaaactgaat ctgcacccac gtgctagcaa cagtattaat accctccctt
  3549661 cctcactcaa caaagtgcgt ttgctgattg gcccagaagg tggcctctct gctgatgaaa
  3549721 ttgcgatgac ctcgcgcctc ggatttacgg atatcctgct ggggccacga gtgctgcgaa
  3549781 cagaaactac cgcccttacc gcaattactg cgttgcaggt gcggtttggc gatctgggat
  3549841 aaccccattt cccactagga gaaaagaatg attaagctcg gtatcgtaat ggaccctatt
  3549901 tcgtccatta acatcaagaa agacaccagt ttcgctatgc tattagaagc gcagcgccgt
  3549961 ggctgggaat tgcattacat ggagatgggg gatctctata tgcgtggggg tgatggccgc
  3550021 gcacgtaccc gccgactgaa tgtgaagcag gataaagata actggttcag ttttggggct
  3550081 gagcaggacc tgccgctcta tgatcttgat gtcattctga tgcgtaaaga tccgccgttt
  3550141 gataccgagt ttatctatgc cacctatatt ctggaacgtg cagaagacaa aggcacactg
  3550201 gtggtgaata agccgcaaag cctacgcgat tgtaacgaaa aactgtttac ggcttggttc
  3550261 ccagagttaa ccccagatac gctggtcagc cgcagtaaag accatatccg caaattccac
  3550321 caggaacacg gcgatatcat cctgaaacca ctggatggca tggggggtac ctcaatattc
  3550381 agagtaaaac aagatgaccc taacctctcg gttatcattg aaacactgac cgaattaagc
  3550441 agccgcttct gcatggcaca aaacttctta ccggccatta aagaaggcga taaacgtgtg
  3550501 ctagtggttg atggcgagcc tgtgccttat tgtctggcac gtattcccgc ccaaggtgaa
  3550561 acccgtggca atctggctgc cggtggccgt ggcgaagccc gcccattgag tgaaagtgat
  3550621 tgggaaattg cccgcactgt tgcaccaata ctgaagcaaa aaggcttaat ttttgttggg
  3550681 ttggatatta ttggtgatcg cttgactgaa attaacgtca ccagcccgac ctgcgtgcgt
  3550741 gaaatcgaag cggccttccc cgagatttcc attaccggta tgttaatgga cgccattgaa
  3550801 agacgtttgg ctgacaaaaa ggcctaatac ataaaacggg gtgtggtgtt tttctaagcg
  3550861 ctgcccccgt gactttatcc tcatttatcc gcatactggc acccgttcat ccattaactc
  3550921 agcgacttct ctatataata caatgaattt acagcatcat tttcttattg ccatgccctc
  3550981 acttcaggac cctcaattta aacgctcggt tatctatatc tgtgagcatg gcgaaaaggg
  3551041 ggcgatgggt ttagtgatta acaagccctt ggaacagctc accgtagaaa caatactgga
  3551101 aaaactgaag atcaaatccc cctcacgcga cccagcaata cgtttagata acgtagtatt
  3551161 agccggtggg cctctggctg aagaccgtgg atttattctg cattcaccgc aggaaggctt
  3551221 tgcttccagt attcatattt caccagagac gatgattacc acctccaaag atgtgttgga
  3551281 aacactggga acatcggggc aacctaaaaa tttattagtg gctctgggct acgccagctg
  3551341 gcggcaaggg cagttagaac aagagttact ggataatgtc tggctgacca ctgaagccga
  3551401 tacccatatt ttattcaata cgccaattgc cgaacgctgg caggcagcgg ccaataaact
  3551461 gggcattaat atctttaata ttgctccgca agcaggacat gcctgatggc taatcgcaca
  3551521 attattgctt ttgattttgg taccaaaagt atcggtgtcg ccatcggtca ggaagtcacc
  3551581 ggaacggcca gagcgctaac cgcgtttaaa gcacaagatg gcaccccgga ttggcagcaa
  3551641 gtcgaaaagc tgttgaaaga gtggcagccc aatttagtgg tagtcggcct gccgctcaat
  3551701 atggatggca ctgaacaacc actaaccgcc agagctcgtc ggtttgccaa ccgtctgcat
  3551761 gggcgctttg gtgtacaggt cgccttacag gatgaacgcc tcagtacggt agaagcccgc
  3551821 gccaatctgt ttgaccgcgg tggctatcgc gctctggata aaggcagtgt cgatgcagcc
  3551881 tctgcggtga tcattttgga aagctggttt gatgagcaag caggttgaat ccgcgatgtt
  3551941 ctgttgatca caaacggttt cctactttcc attcccgcga cctgaataag taatccctgc
  3552001 ataacgttgt atacttataa ctttgtatac tgcggcgatg ccaatcagca gtttaaaata
  3552061 ttgcacacct cttgcaggtg tttttttaca tttattgagg ttttctcatg acaaaagtga
  3552121 ctgttgctgc gactcaaatg gcctgttctt gggacctgcc gaaaaacatt gaaaatgccg
  3552181 aaaaattggt acgacaggca catgccaaag gcgcacagat catcctgatt caggagctgt
  3552241 ttgccgcacc ttacttctgc attgatcaaa gcccagagca ctacgcactg gcccaagagc
  3552301 tggataatag tccattaatt aaacacttct ccaagcttgc cgctgagttg gaagtggtac
  3552361 taccgctgag tttctttgag aaagccaata atgcttacta taactcgcta gtcatgattg
  3552421 acgccgatgg ctcggtgctg gacgtctacc gtaaaaccca cattcctaat ggcccggctt
  3552481 atcaggagaa acagttcttt atccctggcg ataccggttt taaagtttgg caaacccgtt
  3552541 atgccaaagt gggcgtaggc atctgttggg atcagtggtt ccctgaaacc gcgcgcagcc
  3552601 tggcactgct tggggcagaa gttatcttct acccaacagc aatcggctca gaacctgctt
  3552661 accctgaaat tgacagccaa ccgcactgga cccgtgtcca gcaaggccat gcagccgcaa
  3552721 acctggttcc agtgattgcc tctaaccgca tcggtactga gaaaagtaaa tacattgatg
  3552781 ggctggagat gacgttctac ggctcctcgt ttattgctga ccaaactggc gcactgttag
  3552841 ctcaagctaa caaaactgac gaagcggttc tggtgcatga atttgatttg caggagatcg
  3552901 ccgcccaacg tgcttcatgg ggcttgttcc gtgatcgccg cccagagatg taccaaacat
  3552961 tagccacgtc agacggcaag acccggagat aatttatgtc ggtgcaagac acgatgttac
  3553021 aacaacaggc attacccggc acaccgcggc aggatggttt ctttatgcct gcagaatggg
  3553081 caccgcagga tgcggtatgg atgctttggc catatcgtca ggataactgg cgcggcaaag
  3553141 ctattcccgc tcagcagaca ttcgccaaag tcgccgaggc cattagccgt gctacgccag
  3553201 tctttatggg cgttcccgcc gagtttatgg cacaagccaa ggcaaccatg ccggcgaatg
  3553261 tgaccttagt ggaaatggcc agtgacgatg cctggatgcg tgatacaggc ccaacgatgg
  3553321 tgattaatgg tgcggccgag cgccgggccg ttgactggca gtttaatgca tggggcggcc
  3553381 tgaacggtgg cttgtatgct gactggcaac aagatgaaaa agttgccgtt caagtcagtg
  3553441 attttctgaa aaacgcgcat tacagtgcac cgttgatact ggaaggtggc tccattcata
  3553501 ctgatggcga aggcacgtta ctcaccactg ctgaatgttt gctaaacccg aatcgcaacc
  3553561 cacatttgaa tcaagcgcaa atcgaacagt tactgtgtga ctatctgggg gtgactcact
  3553621 tcatttggtt gcaagatggc gtgtataacg atgagaccga tggtcatatc gataatatgt
  3553681 gctgttttgt ccgcccaggc gaagtagccc tgcattggac agacgaccag caggatccac
  3553741 agtatgcacg ttcagtcgca gcgttcgagg tgttatccaa taccgtcgat gccaaagggc
  3553801 gtaaactgaa aatctggaag ttaccggctc ccggcccgct ttataacacg gaagaggaaa
  3553861 ccttcgatgt gttgaccagc gatgcggttc cccgcacggc gggtgaacgc ctggcgggct
  3553921 cttatgtcaa cttcctgatc agtaaccagc aaattatttt cccactgctg gatagccgca
  3553981 ctgacgggca ggctaacgat ctgttacaac aaatgttccc cggctatgca attgtcggcg
  3554041 tgcctgccag agagatttta ctcggtggcg gtaacataca ttgcattact cagcagatcc
  3554101 cagcggctta atccgcacaa aaataagccg cctgcttgac ccggatcatc cgatccgggt
  3554161 taatttattg catcaccttc tcccttgaaa taactacagt gtcagcggtg cctcccccat
  3554221 cagtgattga tagccaaaac cccctgtttt tgccgttgtg cgatactttg ctcaaaggtt
  3554281 tgcatccccc attgccctcc ggcctgtatc acggttggta attgataggt tttaccttct
  3554341 cggatcaaat ggctgactgc cgtggtttgc gtgagtatct caaatacagc tatacgccca
  3554401 ccgccatttt gacgacacaa tttctgcgtg ataacaccgc gtaaactggc agccagttgc
  3554461 gtccgtataa cggctttctc ctcaggagga aaaacatcaa tcagccgatc aatagcctgt
  3554521 gttgccgtgc gggtatgcaa tgtggctagc accagatgcc cggtttctgc tgctgtcagc
  3554581 gctaatcgga tagtctccag atcccgtaac tctccgagta aaataatatc tggatcctga
  3554641 cgtaatgccc cattcagggc acgactaaaa cagtgagtat ggcgaccaag ctctcgttgc
  3554701 tggatcaaac atgattgact gctatgaata aattcaatcg ggtcctcaag ggtaataata
  3554761 tgtcgtgcct gttgctgatt aatcgcgctt atcatggcac tcagcgtcgt cgatttaccg
  3554821 ctgcccgtcg cccccgttac cagaattagt ccattatcct gttgaatcaa ttggttcaaa
  3554881 ataggtggtg ccgccaattg tgtcagtgac ggacaaatag caggaataat gcgaaaagca
  3554941 atggattggc cctgtcgttg ctggaaaata ttcgcccgta acctttgact gcccacggtg
  3555001 gtataggcac agtcaacctg cccctgttgc tgtaatcggc tttcttgtgc gtcactcaac
  3555061 atatgccgac gtagcccatt taaccaacca gcagtgacct tcggccagtc agtaaaggtt
  3555121 tttagctcgc catcgatacg taatacgggg tgaaaaccgg tacagaggtg cagatctgaa
  3555181 gcattatgat ctacactagc cgccacctta ttggcaaaat cctgtttgtt aaagccatca
  3555241 ctggcaaggt cagggttttc taaatcaatg cgtttggctt ttatacggct aaacacgggg
  3555301 ttattcagat ctgaatgttg attattcagg cttgtgaaat ccatatccaa ctcctgggtc
  3555361 catatgagta ctatccaaca gaatctacag gatgtcagag cgcggatcgc aacggctgca
  3555421 cacaattgcg ggcgctctcc agaagaagtt acattgcttg cagtcagtaa aaccaaacct
  3555481 gtggcggcta tcgaaaaagc catcgccgct gggcaatatg cttttggtga aaactatgtg
  3555541 caggaagggg tggataaaat tcactccttc gtggataaca aaacgcttga atggcacttt
  3555601 atcgggccgc tgcaatccaa taaaagccgg ttagtggctg aaaattttgc ctggtgtcat
  3555661 accgttgatc ggttgaaaat agcccagcgt ctgagtgccc agcgcccagc ggctatgcca
  3555721 gcgttaaacg tactgattca gattaatatc agtgatgagc aaagcaaagc ggggatttcc
  3555781 ttgagtgaac tccccgcctt ggctgacagc attagtacat tacctaacct gtgtttacgc
  3555841 gggctgatgg ctatcccagc gccagaacat gattatcagc ggcaattggc cgtatttacg
  3555901 caaatgaatc aggcgttctt gactttaaaa gcccgctacc ctcagataga tacactttct
  3555961 atggggatga ctgatgatat ggacgccgcc attagcgccg gcagtacact ggttcgaatt
  3556021 ggtaccgcca tttttggtgc ccgcgtttat aacgcggatt aatcacggca tttattgttc
  3556081 actgcactta cggaacataa ctctctgttg aacgtaatta tttgttgaac atcagttcct
  3556141 gttgaacata agtcctcgtt gaacataaag actgtgcacg cttaggagaa ttcgatgcag
  3556201 catcgcaata ttacattcat tggtgctggc aatatggccc gcgctattat cgctggtttg
  3556261 gttgccgggg gatatccggc caaaatgatc agcgtttgcg ccccttctgc caaaaaccgt
  3556321 gatgcactag ccactgaatt tggtgttatc agcagtgatg ataatatccg cgagtcacaa
  3556381 aaagcggagg ttgtggtgtt agcggtaaag ccccagttaa tggccgatgt atgccagcaa
  3556441 ttgcaaaaac aggtcgattt tagcgataag ttggtgctgt cgattgcggc aggtgtccag
  3556501 gttgcacgtt tctacgcgct tttggggaat aaactgaatc tggttcgtat tatgccgaat
  3556561 accccctctc tggtgggaaa aggaatgagt ggcctctacg cccccgagca ggtttcagcc
  3556621 gcagatcgtg atttcaccac tgaactaatg agtgcaattg gcaaagtatg ctgggtggac
  3556681 aatgaggatg gcattaatag cattattgcc gctgcgggga gttcacctgc ctatttcttc
  3556741 ttatttatgg aagcgatgca gcaagagact gaacgcttag ggtttgacag tgaaaccgcc
  3556801 cgtcagttag tgcagcaagc cgcttccggg gcttgtgctc tggtcgaggc taacccacac
  3556861 gtgccacttt cggccttgcg agagcaggtc acgtccaaag ggggaaccac tgccgaggca
  3556921 atccgcgtgt tcaatgaaca gcacttaccc gaaatggttg ccaatgccat gcgagccgct
  3556981 attgctcgcg caaaagagat ggaaaaactg ttctaattag cggcgaaagt tacaaaaacc
  3557041 gacaccgccc ttggcacttt ctcgttaaaa taggggccgt taaagtatgt gaatagattt
  3557101 tttatttgta cctaaatgcc caatagattc caaagtgctg gaaggtggga aacgaatgac
  3557161 aaatcggcag ggagccggtt tgaacgctgc ttgcagcggc ctctcagagg caatgcccat
  3557221 gaatgggccg agtaaccaga acaaccaaca cacctgcacg ttgcaagatg acgggcatac
  3557281 aatattaagg actaaggcaa ctcatgctaa cgctgacttt tctggcaaaa acggtcattg
  3557341 acctatatgt gatggtgctg ttgttgcgca tctggatgca gtgggttcac agtgatttct
  3557401 ataacccatt gtctcaattt gtggtgaaaa taacccaacc tattgttggc ccactgcgcc
  3557461 gagtggttcc ctctatgggg ccaatcgata gcgcatcatt gctgttggca tttttactga
  3557521 tgaccattaa atacccgctg ctattactga ttgatagcgg atccttatca ctcagtattt
  3557581 ataacctctt gttcggcctt attgcgctgg taaaagcggt gggttacctg attttctggg
  3557641 tcatgattat ccgtgcgctg atgagttgga tcagtcaggg tcgtagcccg gtagactacc
  3557701 tgctgctgca gttaactgaa ccattaatgg caccgattcg ccgtattttg cctgcgatgg
  3557761 ggggtatcga tttctcagca atggttgtca tccttatctt gtatctgctc aactttttag
  3557821 gcatggatct atttggagcg atgtgggtca tgctgtgagt gcagtcctct ccaccgaaaa
  3557881 cgggctgata ctcaagctct atattcagcc caaagccagt cgagatcaga tagtcggttt
  3557941 acatggcgac gaacttaaag tcgccattac cgccccgcct gttgatggtc aggctaatac
  3558001 ccatttggtt aagtttatcg ccaagcagtt tcgggtagcc aagagccagg tgattatcga
  3558061 aaagggcgaa ctggggcggc ataagcagat aaaagtgatt aacccgcagc agattccgcc
  3558121 agaagtcacc atactgctcg agtgagttga tattcctccg caagaattgg gttattggtt
  3558181 gtcagcccaa cagactgcgc tcaataccga tagccgtcag cctataaaaa ttcaggattc
  3558241 atcgatgcaa aaaatagtat tagccaccgg caaccccggc aaagtacgtg aactggcaaa
  3558301 cctgctggcc gactttggtt tggatgtcgt cgcacaaacc gaactgggcg ttgagtctgc
  3558361 agaagagacg ggcttaacct ttattgaaaa cgccatttta aaagcccgcc atgcagcgca
  3558421 aaccaccggt ttaccggcca tcgccgatga ttcaggctta gcagtagacg cgttaggcgg
  3558481 cgctccgggg atttattccg cacgctatgc cggtactgat gccagtgacc aagagaatct
  3558541 ggaaaagctg ttggtcgcat tgcaaaatgt ccccgatgaa aaacgcggtg ctcagttcca
  3558601 ttgcgtattg gtctatatgc gtcatgctga agatccaaca ccgctggtgt tccacggcca
  3558661 atggccaggg gtaattgctc accaacctgc tggggctgct gggtttggct atgaccctat
  3558721 tttctatgta cccgcgctgg gtaaaaccgc agcggaactg actcgtgaag aaaagcacgc
  3558781 ggtatcccat cgtggtcagg ccctgaaatt gatgctggat gcgctgcgcg atgcttaaat
  3558841 tacccccgct cagtctctac atccatatcc cttggtgcgt ccagaaatgc ccttattgtg
  3558901 atttcaactc acatgcgttg aaaggcgatg tccctcatca ggaatatgta gagcacgtac
  3558961 tggcggattt ggatgctgac gtgcctctgg tgagtggccg tgaaatcagc actattttta
  3559021 ttggtggcgg cacacccagc ttgctgagtg cagaggccat gcagcaacta cttgatggtg
  3559081 tccgcgcgcg tttgccggtt gccagtgacg cagagatcac catggaagcc aaccccggag
  3559141 cggtcgaagc cgatcgcttt agcggctatc agcgagcggg tattaaccgc atatccattg
  3559201 gcgtccagag ctttagcgca cagaaattaa cgcggctggg gcggatacat gggccagatg
  3559261 aagcaaggcg ggcagcagag ctggcaacct cactgcaatt acgtagcttt aatctagatt
  3559321 tgatgcacgg tctgcctgat caaacactgg aagaagcatt ggatgatttg cgtcaggcta
  3559381 tcgccttaaa tccaccacac ttatcttggt atcagctgac tattgagccg aatactggct
  3559441 ttagttcccg gcccccaatc ctgcccgatg acgatgcgtt atgggatatt ttccagcaag
  3559501 gtcatcagct actcagtgcc gctggttatc tgcaatatga aacctcggcc tatgccaagc
  3559561 caggttacca atgccagcat aatcttaact actggcgctt tggtgattat ctggggattg
  3559621 gctgtggggc gcatggcaag atcacattta acgatgggcg tattttacgg accataaaaa
  3559681 ccaaacatcc acgtggtttt atgcagggaa aatacttgga taaacaatat gaagtggcag
  3559741 cagtcgaccg gccttttgag ttctttatga accgcttccg tttgttggaa gctgcccctc
  3559801 gggctgattt ctatcacttc accgggttaa ctgagagtac tattcgccca cagttagatg
  3559861 aggcaatagc aaaagagtat ttaatcgaaa caacagaata ctggcagatt accgaaaaag
  3559921 gaaaattgtt ccttaactcg ctactggagc tatttttata gttgtgatag ctacgctaat
  3559981 aattgtgaaa gctaggttaa tagttgtgac agctaggcta aaaatggcga tattcctaat
  3560041 ccttcgagtg gcaggaaggc aaccaacaca caagcagttt gcagtatgac tggtgtctct
  3560101 gagggcagaa acctgccctc agcctctctt cctgctaatc tattttgcta tcaataagcg
  3560161 gcaatagaat cactcacaaa ctgatgagta gttattgcca tcactgtttg ccgctctagc
  3560221 ggtagcgaat agctttcagt tgattccaat ccccccatag cctgagcctg tccataattc
  3560281 tgtgtaactg ccaccgtatt aaaggtgatc gctcaggcgg tcaccgaact cgataataaa
  3560341 acggctcatc gctaaccgcc agttctggat cggcatactc catttttttg atgcatcctt
  3560401 gatcgccaaa taaacaacct tccgcactga gtcgtctgtc gggaacactt tgcgcttttt
  3560461 aatggctgca cggatcacgc tgttcaccga ttcgatggca ttcgtggtgt agatagcctt
  3560521 gcggatatcg ggcggatagc cgaagaatgt attgagattt tcccagtgcg tacgccaact
  3560581 tttgctaatt tgcgggtatt tgtcgtccca ggcctccgca aacttatcca gcgccatcag
  3560641 cgccgcctct tctgtcggag cctgatacac cattttcaaa ccgctggtga cggctttata
  3560701 gtccttccat gacacatatt tcaggctgtt gcgtaccata tggatgatgc acagctggat
  3560761 gtgagtctgc ggataaacac tgtttatcgc atccgggaac cccttcaggc catccacgca
  3560821 ggcaatcaga atgtcctgaa gaccgcgatt ttttagctct gtcagcacac ttagccagaa
  3560881 cttcgcacct tcattttctg ccaaccacat gcccagcagc tctttctgac cttcagtgtt
  3560941 gatgcccagc gctaggaaca ctgctttgtt tatcacgcta ccgttctggc ggacttttac
  3561001 gacaatgcag tccatataac aatgggatac agagcatcca gttggcggtt ttgccattca
  3561061 gcaacctgct cttttacggc atcggtgact ttagatttca gcgtgggaga cacatcggcg
  3561121 tcatacatct ctttgaaggt ggcgacgatt tcgcgggtgg tcatgccttt ggcgtacagg
  3561181 gacaaaatct ggctgtccat ctgtgtgata cgcgtctgat ttttctttat cagctgcggt
  3561241 tcaaaggtgt tttcgcggtc gcgtggcgta ttcagctcga tttcgccgtc gtcgcatagc
  3561301 agtgttttgg acgaatagcc gttgcgggta ttcgagcctg atttaggggt atttttctcg
  3561361 tgcccgaggt gttcggtaag ctctgcattt aacgctgttt cgacggtaag ctttgttagc
  3561421 atacgagaaa atgcattaag gtcggcttcg gttttaagac ctttagccag ttcagccgca
  3561481 agtgctttaa gtttcttttc gtccataatt tgcctgtctc cgttgttgga gtgaagatat
  3561541 caaaaacagg caattacaca atattgttta cagtctccat agcctccgct aattggctaa
  3561601 tatcttgatc aaatacgtcc cctttattaa atactctctc gtcattaaat aatttcagag
  3561661 gcccaagctg agtttgtaat ctttgggtaa aagcctgctc aatgggaatg tttttatcca
  3561721 agagcagggt caattcatca aaactcatat cgtgttccgc taaacggcca acatgatctt
  3561781 ttgttaaatt tttctgattg aagtactgcc ttaagtctat gggctttctc aagacgagag
  3561841 gctgttcaga ctcactcact accacaccat attccttaag cacctgaata tttgatatca
  3561901 gtaactcaaa gtgcccacgg cctgtgacat gatatttcat cgccaaatta ataagactct
  3561961 ggcggttgat cccacattct tgctgacaca attcaatatc ggcctgtgcc agatcgattc
  3562021 tatttttgaa tgtaaaatcc aaggctttat cacttaatgg cgattccttg agtaaaccca
  3562081 gttgttccag cagataatta atttcattct ggctacgtag atgataattt tttacccatt
  3562141 tggcgatatc gacagtatcg aactcctcgc gctggatcca ggtaacatgc tcttctgtaa
  3562201 ggctaattcg ttcggctatc aaaggttgga agaatgcatc gattttctgc tctattagcg
  3562261 gtagtgggtc agtgttacgg gcgttaccac gccaggcaat tgacgacatt gccaccagat
  3562321 aatccaaatc agcaacatca taaattggat tctttgtcac ccatgcttta atggttctta
  3562381 gctgattgag ggtgttatag ccatcttgag aatcaagatc ggctaattgc ctcacggtaa
  3562441 gggataatcc catggattta aggtgttggc ataattgata gtattcatcg gaatacggac
  3562501 gcaaactgaa tagttcatca aaagtaattt gagagtcttc tacccaaata aactcaactt
  3562561 tattttcatc agcaagatac cagtcaacaa aaataatacg acctgatgta ttatccgcga
  3562621 tattcagcac cagattattt tcacgccgct ctgctgacaa tgtatgcagt agaatgtgct
  3562681 tatccagata aagatgatcc agcccactgg tatcggcaat atttatcgcc ccactccctg
  3562741 cgctataata ataagtatcg tcaccgcccc cccctttaag catggtacct tcgtgcccac
  3562801 gaatataaat aatcgcatca ttgccatcgc ctgtatcaat ataattaccc ggtaagaatg
  3562861 tcgccgaagt aatgacaacc tcatcattac cgctgctgac gacaggggcc tgttgggctg
  3562921 ctataaaagg atgaccattt ttatcgaggt ttatctgata atcaataaat gttccagtaa
  3562981 caggatctcg atattgtgac tgcccacttt tatccgttat ttttagatgc cgataacgtt
  3563041 catcattcat atagttaact aaccgtatac tctggtgttt ttctggttga tcgcggtagc
  3563101 gtaataacaa gtcatcatcc gaacgctcaa caataacatc acataataac caggatgaca
  3563161 gaactaaatt atctgaagct aatgagtcat caaaattatt gataataata tctgttggac
  3563221 tcccctcttt ctcttgaatt aagtaagtat cttgtccacc gcgcccctcg agtaaccctt
  3563281 ccccgcttaa cacttgcaat agattatctt tattatcacc caataattca tagcgaggta
  3563341 aaaaccccat tagcattgaa tgttcttgag gtgagagcct aataaaatca ggtaatatag
  3563401 cttgccgtaa aacaatatct ttctctcctt ctaccctttg aagatgagtc acctgctgct
  3563461 gttgataacc attgtctaat gagaaccgta cgacgatatc atcaggatct cccttaccca
  3563521 ctaattcctt ataattacga tcaaccaacg aggagtaata tgcgaccata ttcggggaga
  3563581 attcagtaat ttcattaagg tagcttggcc acaatggcac cattgtaaac ccatcaacag
  3563641 tctggatggt gaagttaagt acttgctgct tttgattgtt atttatatta tagacaccaa
  3563701 ccaacctgat ctgggtcata aatccattat cattgtttat attaattaac acatcaatat
  3563761 tatccaactc aatagatttt atttggttga gcttatgctc aagaaagata ttactgattt
  3563821 gcatatctgt attgttattt tctgatactt cctcaattct aatctgtaac gatttttcat
  3563881 gagtactttt tagaatatga taactatcta accccgtgcc tccctgggct aaaccagact
  3563941 gtagtgctaa taaatcattg cctccattac cccatatttt atcatcgccg cccatgccat
  3564001 taagataatt atctacatca tttccgatga tagtatcatt aacattttca tgacccagaa
  3564061 tattttcaaa atcataaagt aaagcaactt gtttttcgac accaccattc acctgactat
  3564121 aatagccatt gctgatatca ataatactgt caatttcatt tcccagtact tctcccagag
  3564181 cgactgtatc atttccttcg ccaccgctaa ggatatgact cttagaggcc acagcactgg
  3564241 tcaatataaa cgtatccgca ttttcaccgc cttgatattg cttaaaccca ctaccaatag
  3564301 taaatatatt tttcttttta tgataacctt ttgcgacatc atcgccccca cctaaatcaa
  3564361 ataaagcggc gacatcattc tcttttatct cgcgaagagg gtgagcaagc aattcccctg
  3564421 aatcagagag agagattaat ctattctcac cttgatcact cggagatatc gctattattt
  3564481 tatgtttatc tatttgagac agtctatttt gctgataacg gacactgtct cctccctcgt
  3564541 tcttaatcgt tattttatta accatggaag gtgtatcaaa atgatactcc ccatctattt
  3564601 tatcccccaa cgcctgataa taaattccat cattaagaat gataactaaa tcaagccccc
  3564661 cgtctttatt gagatcagtt aattgtaact gtgaacgatg aagattagag gaggagagta
  3564721 atgatgttag ttcagaagat aacttggtct tatgctgcct aaaaacacca ctactatttc
  3564781 ccatcaggtg taacatatcc cctgatttat ttagcagtaa aatatcatca aagccatcat
  3564841 tattgatatc gccaacaagt gaataaggat aatttttact tttttcaccc tcaaatgcca
  3564901 gcctcactgg ctcaataaaa tctccgatat taattacatt gtgattatct tttccactct
  3564961 gattaaaatc cagactatca taatgataag ttgtcatttt atcatcatga aaaatcacca
  3565021 attcaaacac gttatcaccg ttaaaatccc ctagcacagg gaacacaact tcattaaatt
  3565081 tatcgacttc tattgcatga aataatttct cccactccag ccttgtatct atttttaggt
  3565141 agctgccatc cggctgagcc aaccaagtgt atagctcata atgccagcga ctaacatagt
  3565201 catcaatcac tgtcataccc actgaatttt ttcttgatgc tattgttgta ttatattttt
  3565261 cgttgatcac gataaaatcg tttagcccat tacgatcaac atcagcagaa aggataaatg
  3565321 ggctataggt agaatcaata tcaagctcag agaacgcctg atgcagattt ttattttgta
  3565381 acttaactac actacgatta ttatcctcga aaaaatcagc gataacataa tcgtcaacat
  3565441 catttatttt atccagttca taatactcat gctttcccat ttctgcataa gtggtataaa
  3565501 ttttggcatt ggtaaaggga tcacctgaaa aaatactgat tttctccaga tctctctctg
  3565561 tctgcgatcg ttcatctcgt tttataaaag ggatagcttt aagaactgct tcgccccggc
  3565621 tataaaatag cgtatctacg ccctgtttac tcgctaatag cgcctcataa taatctctct
  3565681 gtcgctggta aacactttcc atagtctggt tatatctaat ctgattatcc agccccggtg
  3565741 ttaaaccaaa ttttaaaaat aaccgcaagc cattctcaaa ccgttggctt cccgtcatat
  3565801 caggtacaat atcgcggatc ctttcaatct gactaacggc tgagtaaata tcgccaacaa
  3565861 taatcatggt aaaagccagg gcaatacccg ccggcccagc agctgtagca gcagtccccc
  3565921 ccattgccat ggcaaacgcg acgcccaaac caatggttgc attaatggtc gaaaagaccc
  3565981 cgctggcaat aagatctcgt ctaacatgag gatctgtttc tgtcgccaat tgtgaaaatg
  3566041 catggtatgc ctgatagata tcaataccag aagtgagtgc tgagagcagt ggcatactaa
  3566101 aacgtgcagc accatgtgcg aattggttga gtgctaattt tcttaggtct ttaagaaaac
  3566161 ctggggccaa tagcaatgca gggttgcgtt ttaataatgt taattggctc aaaagggccg
  3566221 gtgacaacct ccctccttta ctcactaatt tttgtaagta gccaattccc cacttaccaa
  3566281 atgcatattg caagccatcg gtcgccagat tagccccgat acctccccag gccatggcca
  3566341 attgcaattg tatttcttcc tcttgttttt ctgttaagtc accgttactc atccaacgtt
  3566401 ggtaatcagc agataaacgt aaagcagaaa taaagccata tccctgcata ccataaccaa
  3566461 atcgcccaaa aatcgctgtt cttgctttag gattagatgt ttttagttca ggagcagatg
  3566521 tttttagatc aggatcagat gttatcgagt gaggataagt cgctaaatca gttttatgct
  3566581 gtgaacctga tttaatcctt acatcttgta acgtattacc atcagtctct gttattcgcc
  3566641 aacggtcagt tactcgccaa agttcagtat caaaatctgg cctgtctgat attttctgta
  3566701 aaaacagcaa atcatatttc aacgcctgca tacgccaaga gtcatgtaag gttaataaca
  3566761 attcaccttt attcagtttc ttatctgtta actgtggaaa tatttccgct aatttacgct
  3566821 gttgtttttt attaagttga ttgactgaca attgtcttgt tatcaactta tccagtagac
  3566881 tatctatatt attcaaacgg ccatttatgt cttttttgcg ttctgttgtt atttcccccc
  3566941 aacggttcca atataatttt tcagttcctt ttattgacga taagtattta ttgttgtagc
  3567001 tatcaatatc gggagtatcc acatcatgct tatgcccctg aggatcaacc tcaatagcct
  3567061 ttgttgacgc tgaaacatta gttctaatgc cattttcatt caaatgagac ataaatttat
  3567121 gtgcaaaact ggtgtaccta tcactgctac tcatagcaca ccccaccaaa ctgacttgct
  3567181 gaggtgaaat atttatctga tgctcagtct gtaaatagtc agaaaattga ttcaagcggg
  3567241 ctgttagttg ctcgggtcgt tgcccagcca gtgtcggatg cttatcattg ccaccttcag
  3567301 aacggccatg cccaacaact tgccaccgta ttttaccgtt ttcaggctgg atttttagtt
  3567361 tagtgacgag ttcattatga ctaatttcac gccactcggc gtgagtatta tcgtcaatga
  3567421 taaaagccct gtgattatta tcaacatcta actgaataat aattgaattc ttagcatgtt
  3567481 tacccgcaag tctcgtcgct gcacgattaa ccgttgggtt attttcacat tgaaaaacaa
  3567541 tctgcatatc gtattgactt gccgtagccg ttttatctat attggcaata gcaggcaggt
  3567601 cccactcatt aactttaaca atgtctggat attttacaac gggttcatct agtgttgtta
  3567661 taaggaagcc agtcgcatta ttagcgacaa ctaactgcca attatcacta ttacgtaatt
  3567721 caggacgctg cctaataata tcaaggaaat tttcaaattt tgaatatgta tcaaaatcat
  3567781 taatagttaa ctctaataat tcacgatcaa caacaccatt atcatcagag aaaaaaggca
  3567841 ctagatattg tgaataagat tcaataagtt gatcaacaga ctttatttta ttccttacat
  3567901 ccttgagtaa cagttcaact accgggacac catcggtaag taatatatta tttttataat
  3567961 gatataacac ctgatagtca tctatatttt tcagtacttc tcccggtttt tctgaattga
  3568021 ataccactaa ctcaccgggg tgttctactg aaacccccac ttttgttgta taggccaata
  3568081 taggaatatc aaatccttcc tggtgcatca tattgacaat tcccagggct ggatgagtac
  3568141 cattaaatcc ctgtgctccc tgtccattat cagcaatact gcatattact aatctaattt
  3568201 ttaccggagg aggcaatgcg aatgaattaa ttgtaagttt ataaatttca ataacattag
  3568261 ctacactgaa actatatact ccatctgtag taccatgagt tacaaatgat aattcaaatt
  3568321 tccccatttc agttatatta ttttgagtac cgtaggctat tcgtgcttca gaactcctgg
  3568381 catcgaactg taatactatt gatttattat tattatacga agcaataatc tctccgactc
  3568441 tcttagaaag agagtcatct tgtaataata caataaattg tgggtggtga tttttatcat
  3568501 tttgtttaaa ggaatattca ataacagtgt ctctatcaat tttactccaa gtattcatat
  3568561 attgcccagg ccgaacatcg aatggtaaca aatggtatga atcctttatc tcatttaatg
  3568621 actccatata tttatttata tcatttgata tgctatttaa taacttccta tagagagggt
  3568681 gctcaaatgg atgcgtgctg ttttttaata gagagtctat atctaaaaag ttctccatga
  3568741 ctttaggatg agtatcagga agtatcgata ctaatctagc gtgtttgttt aataaagata
  3568801 atattaatgc tacagacctt gattctgcat tatttagatt tacggacatg gttatttcgt
  3568861 ttagattttt aatttgatct gaagtattca ttttagaaag tagaacccat gcttctccat
  3568921 ctctataagc aacttggtac gtctcccctt catcatgggc aaatatacat tctttatttt
  3568981 ctacattttt ctttacaata aggtactctg gcacatcatc aaaaaataaa tagttatttt
  3569041 cgataaagtc tttaatcgat tttaaattat aatcatcatt aggttttata attacatctc
  3569101 gattatcctc aggatctgag attaaataga ggacaaatcc attgtcattt atctttaccc
  3569161 ccaaatcatt actttttaga aaatagtcaa actcacttaa tttaactttc tctatcatct
  3569221 gctgatcatt atgccaacct ttatcatctc tcctctcagc taatactaca tcaccactca
  3569281 taataacatt atcaattatt tttaaatctt gaggtgtatt tcttggggtg aaattggcca
  3569341 ataaaaaacg ttcaagagta gccatctgtt ttaactgatt acggttagca tccaccttaa
  3569401 tcattatttt tctaccaaca gaaaaatgta tggtaagtgt tccttccact aaactacgat
  3569461 cactgattat gacatcccaa ctttcccgta acaaattaaa aggaatgaaa gtgtttttta
  3569521 atagtgatgt attaatatta atcacatcac tattaaaatc cagaggaata atggattttt
  3569581 taatatcacg aacattagaa aaaagcagac tttctttttg taatagactc tcaagaataa
  3569641 tttttctttc attaacatct attgcgggta cattatctaa ccagctttct atttcactgc
  3569701 ccacggctaa ttttttcttg atagaatcta tacgctccgc ttcttttagt actttaaact
  3569761 ctgtgatttc atctaactgc tcatgtattt ttctaagaaa atagcgtagc aactctactt
  3569821 caggtgcatg cctatcaata tcgattgtat taataatctc ttttctaaca gccaataaac
  3569881 tgggctgaaa ctcctcatct agccattgtt gatagatgtc gaccaataat ttttcttgca
  3569941 accaaacagg aagaaactga tactccacag tcattgaaat atcttttgct gtcagcaaat
  3570001 cccccagctc atccagtggt gtatctttat aaaactctaa aggtttatga agaatacgga
  3570061 tatcgcctat caatcctttc ttctgcaatg cacgcagtac aggcagctca ctgttccaaa
  3570121 aatagttatt tatccgtagg ccatctggtg atgataagta aaccgtccca ccacgctcag
  3570181 cactgtaggt tgcacaaaat gaactggcat atgaaatcat ttcataccga aggtgattga
  3570241 ttaaatccac catcgcctta tccgctggat taataatatt aagtttcagt gattctgcca
  3570301 tatcaatcat aaatcgcaga ccagtgatac tttgtatatc agaaagttca gttccactcc
  3570361 ctaataataa atcacctcgc cacacatcca tataagcatg aatgtcacca ctaaagtaga
  3570421 tatacaatct gctccctccc tcttcttgtg gtagtggagg tgtcacagat atacctaatg
  3570481 aactaatata tataattaac tcattgaatc tttcatagtc attgaaaaga gccgcatcaa
  3570541 ttgccaggtc agtaattttt attttttctt cttgcgttaa agtggccggt acagataacc
  3570601 cttctctaat taaactgtaa agttgcgcgt cgatatattt aacaaatctt ttcttgatca
  3570661 tttcaatatc atcataagag tattttaatt tttctttttt attgttttta ttaacccgat
  3570721 catatgtttc agaaacaata gaaagccgtt gagagagtga cagcttatct atataaaacc
  3570781 cagccatttc gtttccattt ggcatataaa atccttatat cataatttat attattggat
  3570841 taaaaataaa cacattaatt acaaataaac atagttaaca aaaataaaaa tagtcattaa
  3570901 aaatgtttta cttgcggatt tataataaaa cagatgaaaa ctaaaaaaac aagtttacaa
  3570961 ttaacaccaa ggttaattta ttttcataga aatcaattaa ataatgacaa ggtgatttat
  3571021 tgagaataat agaatatatg aactaaataa ttataattag aggagggtgg caactgaatg
  3571081 ataaatcgtc gaaaactaat ttgaaccgca tttataccta agtgacgtcg agatacagct
  3571141 aggcggcaac cgaataacca tttgaacagc gctgcccact gggggaatcc cagcaactgc
  3571201 tctattgaag agcaacgaca ggctagcaca ctggctgttt gaagtatgac ggatatatgg
  3571261 cgattctaaa tttggagggg gaatatcccc ccccctttta ttactctaag gatttaagca
  3571321 acgcgatacg ctgctgttcc aaagtggtca ctcgcccgca aacctcgcgg ccaaattgct
  3571381 ggaaatcctg ctcctgctcg ttccattcat ttttaatagc ctgctgtaac ccgcccagat
  3571441 tgcctagaat ggcctgcaat ggattattac cactactggt ggcctgctta acccccatct
  3571501 cattcaggct atcctgcaac acgccaccca tgctctgctg gaccaactca cggcctcttt
  3571561 ttctacctga gcaatcgcct gatggtggaa agctaaaccg tcactgcgtt tctcgataat
  3571621 gcgagccatc tgctgcttga gttgctcact taacgtcgtc agacggttac ggacattact
  3571681 gctgctaccg agttgctgaa caatgacttt atccaaagaa acccgtgctt tttccaaacg
  3571741 ttgctgcgcg ccctgatcaa tccatggcaa gtctttacgc aatgctgtct gataacggaa
  3571801 tgcctgctgg cgctgagcat cagttagcgt caacgttttg ccattacgcg tgacatcacc
  3571861 atcaggtgaa atctgtaaat tgccactggc cccgacaatt tgtacagatt gcgggctgat
  3571921 gatcacatca tcttgtggtt ttacgctgca ctggtattca gcctgcgcct gcccagcagt
  3571981 gagcatcaac aatgccaacc ctgcagtacg taatactttt attttatgta acataagact
  3572041 cctgaaaaat tgtgccattc gattgctgcc tgactgcaac ctcgagtact ttggtctatc
  3572101 tctatactct gccagaactt atctttaagc agaagaagag ctgtcttaaa agatagaacg
  3572161 acccatttgt tgcgccaatc tctctaaggc agcggtaccc gccaatgagt tccctgcatg
  3572221 atccaattca ggtgaccaaa cggcaataca gaactcatcc ggaacaatgg caataatacc
  3572281 accaccaacc cccgatttac ccggcatccc gactcggaag gcaaactccc ctgcaccatc
  3572341 atacatgccg ctagtgatca tcagagcatt aatttgccgc gcctgcatgg gggtaattaa
  3572401 agactcggag ccactgatgc tgcgcccctg attcgccaga taaacaaagc aacgggccaa
  3572461 ctcgacacag ctcatacgca tcgcacagta gtggaaatag gtctgcaata ccgtcaatac
  3572521 gtcgttatcg aaattaccaa aagacttcat tagataagca atagccgcat tgcgatctga
  3572581 atgctcaaat tcggaacgcg ccacacgagg atcgtaactg atgctgtcat ccttcactaa
  3572641 ctggcgtaca acttccaaca gacgttgttt tggggcactc aggcggcttt gcaacatatc
  3572701 gcagaccacc agcgccccta gattaataaa tgggttacgg ggttttccct tttctaactc
  3572761 caactgaacc aatgagttga atggctggcc agaaggctct ttacccaccc gctgccaaat
  3572821 atcttgctca ctgtaacggg ataaggccag cgtcagactt aatactttag aaatcgattg
  3572881 gatagagaag cgttcatcgg catcccctgc ctgaaatatc tgaccatcca gtgtacaaac
  3572941 ggcaattccc agcttattgg ccggaacctc cgccagtgcg ggaatataat cagcgacttt
  3573001 accctgacca atcaacgggc ggacctgctg taatatatcg tttagtaagg cattatctaa
  3573061 cgttgttacc actacaaggc tcccaataaa aacccgctaa caatttccac taattacagc
  3573121 cagtaaaaac aaaggcgccg gttagggcgc cctgtttaat gatcagccgt taaaacggga
  3573181 gatcaatccc accagatatc aaataactca ctggtttcta catttttcaa cttacgtgct
  3573241 tctaaccatt tggtgaccag agcacggtgc tcatcagtac aatgaccgat ttcttgtagg
  3573301 caaatcaggc cttcccactg taaataacca cttccgtcaa atgccagacc attcgcttca
  3573361 atgacttcat cgataaacgc atcaacggtt tcatcaatca catcaacgct agtgccttca
  3573421 tcaaaagccc actgtacgga aaaacccaat tcttgaaact cgtcgatatg catctttttg
  3573481 cgtaaacgac gactgcgatt cttagccatt attctttcct ctcaaacatc aaatcccaaa
  3573541 cgccatgtcc cagacgctgg ccacgtaatt cgaattttgt cagtggacgt gagtccggac
  3573601 ggggtacgta atcattttgc tctgaaaggt tgagataacc gctcacaccc gacatgacct
  3573661 ccagcatatg ttccgcataa ggttgccagt cggtcgccat gtgaaatacg ccccccacct
  3573721 ttaatttact ttttaccagc tcgacaaacg gtgtttgaac gatacgacgc ttattatggc
  3573781 gcgctttgtg ccatgggtcg gggaaaaaga gttgtaccat gtccagtgaa gcctctggga
  3573841 tcatattctc cagaacttcg accgcatcat gacacatgat ccgcaggtta ctcaggccgg
  3573901 cgtcatgtgc tgaactcagg caagcaccga cccccggtga atgcacctca atgcctaaaa
  3573961 agttttgctg cggattattg gtagccatgg tcaccagtga ggtccccata ccaaaaccga
  3574021 tttccagtac tatcggggcc tcacggccaa acaaggtatt caagtcaacc ggggccgcct
  3574081 gatattccac gcccatcacc ggccagtaac tgtccagagc cagttgctgc cccttggtca
  3574141 ggcgcccctg acggcggaca aaactacgaa tacggcgcag tgctcggccg ttttcatcaa
  3574201 attccggaga tatgacgtca tttatcatta gtgctttcta tctgttggtt gtgcatatga
  3574261 acgcgcatta tgcaaagatg cgccagttta tcaactatga acgtcataag tacaaaatta
  3574321 agcggtaaat agattatata gacttaaaat gattggtgtt gcagtaaaga aacaagtgaa
  3574381 tcccgatgag cttactcatt ttaaaatcaa cgaccagtaa gtgattcggg taagtgagcg
  3574441 ccgctaacgc cgctgcggcg tcaaggacga agagtataag gaaagttccg gtttacagca
  3574501 caagaactct atgctgcaat ccagctctca tttatttacc tgtcggatat cgatacctgc
  3574561 ttatgatgca agcgcaacaa ttcgcgcacg tggtacttga ttggtaccaa cactttggcc
  3574621 gcaaaaccct gccatggcag ttggataaga ccccctatca agtatggctg tcagaagtga
  3574681 tgttgcaaca aactcaggtt gcgaccgtca tcccctattt tcaacgtttt atgctgcgct
  3574741 tccctgatat tcaggcactg gcggctgcgc cgttggatga tgtactgcat ttatggaccg
  3574801 gtttgggtta ctacgcccgt gccagaaacc tgcataaagc ggcccaaatg gtcgtggaac
  3574861 accatcaagg ggagtttccc acaacatttg accagatact ggcattgccg ggtatcgggc
  3574921 gctcaactgc cggggctatt ttatcgctgt ctttaggcca gcattttcct attttggatg
  3574981 gcaacgtcaa acgggtgctg gcccgttgct atgccgttga cggctggccg ggaaaaaaag
  3575041 aggtcgaagg ccgcctgtgg caaatcagcg aagatgtcac acccgccaac ggggtgggcc
  3575101 agtttaatca ggcaatgatg gatttaggcg cgatggtgtg tactcgctct aaacctaaat
  3575161 gtgaactttg cccattgaat atcggctgta tggcgtacgc taaccacagt tgggcgcgct
  3575221 atccgggcaa aaaacctaaa cagacgttgc cggaaaaaac cgcctggttc ttattaatgc
  3575281 aaaatggatc gcaagtgtgg ctcgaacagc gccccccagt cggcttatgg ggcggcttat
  3575341 tctgtttccc acaatttgct gaacaagaag aactcattca ctggctgcaa aaacagggta
  3575401 ttcccgccaa tgaaacccag cagttaaccg cgtttcgcca tacgtttagt catttccatc
  3575461 tggatatagt ccctatatgg ctaaatacgg cctcagtccg aggatgcatg gatgatggcg
  3575521 caggtctctg gtataactta gcccagccac cttcggtagg gttagctgct ccggttgagc
  3575581 gtttattgca tcagttatta aaagatccgt tggcaaaaga tgagttaacg caacaacaac
  3575641 tcacaaagca atcgcctacc caaccagctt tatttgacta gatacccaaa gaaattggag
  3575701 atgcaggtag gcagcaagcg aatggcaaat cggcctgtgc caatttgaac tgcattcatg
  3575761 ctagcccaca gggggagtga acatcgctaa ctatcattgc gacaaacacc ccgcagcttc
  3575821 aaatacgaaa ggtataacgc cacaaaagag gatttagcat gagcagaacg attttttgca
  3575881 cgtttttaaa gaaggatgct gaagggcagg atttccaact ttatcccggt gagatcggca
  3575941 agcgtatcta taacgaaata tcaaaagaag cctggtcaca atggataacc aaacaaacga
  3576001 tgctgattaa tgaaaagaaa ctcagcatga tgaacataga agaccgcaaa ctgcttgagc
  3576061 aagagatggt caacttcctg ttcgaaggcc aagatgttca tattgcaggt tatacgcctc
  3576121 cgagtaagta accacacggg gccaattaag gccccgctgt tatttcctaa atagttcgag
  3576181 ttacaagaag gcggcaactg agtaaatccc caggagctta catcagtaag tgactggggt
  3576241 gagcgaaggc agccaacgca ctggtagctt gaaatatgac gggtaaattc ctcatcaaga
  3576301 tatggcttgt aagatgaaga aaattttagc tttgctggta atcgccccct tattagtgtc
  3576361 ttgttcgggc aacaaaaatc aggtagaaaa cgaagttttt gtcaaagaca ccaatggttt
  3576421 tgagatttta atgggccaat ttgcccataa cattgaaaat atttggggct taaaagaagt
  3576481 cttaatcgct ggtccaaaag attacgttaa gtacacggat caatatcaaa cccgcagcca
  3576541 tatcaatttt gatgctggta ccattacgat agagacgatc gccacgacca atccggcggc
  3576601 acatttacgt caggcgatca tcacaacgct actgatgggt gatgatccag gctcgatcga
  3576661 cctctattct gatgtaaacg atattcagat cagtaaagag ccgttcctct atggccaggt
  3576721 gctggacaac aatggcgaac caatccgttg ggaatggcgg gcagcccatt ttgctgatta
  3576781 tttgctacaa aacaaaatgc aaacacggac ttccggtttg catgtgatct cgttcgttac
  3576841 catacagtta gtgccaaacc atctggacaa acgggcgcat aaatacctgc cattggtacg
  3576901 gaaatcagca gcacgttacg gcgtggaaga gtctttgatt ctcgccatta tgcaaaccga
  3576961 atcgagcttc aacccctatg ccgtcagccg ttctgatgcg ctcggtctga tgcaggtggt
  3577021 tcaacatact gcaggaaaag atgtattcaa actgaaaggc aaaagtggcc aaccaagccg
  3577081 cagctatctg tttgatcctg aaaataatat cgacgcaggc accgcatatt tatctattct
  3577141 gcaaaatacc tatttggggg ggattcaaaa tgccacctca cggcgttatg ccgtgatcac
  3577201 ctcctacaac ggcggcgcag gtagcgtatt gcgcgtgttc cacagcgata aaaataaggc
  3577261 agtgggtatc attaacacga tgtcaccagg ggatgtgttc caaacactca cgaccaagca
  3577321 tccatcaggt gaatcccgcc gttatctggt gaaagtgaac agcgcacaga agaactatcg
  3577381 ccgctattag tggttaataa gtaaatagtg gttaataagt aaatagtggt taataggcaa
  3577441 atagtggtta gcaggcaaat aatggttagc aaaccgatag tgattagtca gcagaaaaaa
  3577501 taaacaatca ggctaccgga caccccttcc gatgactcgc ccttcagcgg tgaggatagg
  3577561 ctggggtgtc aggcatctgt acctacagcg gccatcttac ctttcaacac attttttttg
  3577621 aatatctcaa attgatgtta caaacgattt tgattatcat tcgccctctt tttttagcca
  3577681 gtgataatta tgcgtctgtt gttacttatt ttcctgctct gcacttgggc agttagcgcc
  3577741 aaaacgatta ccgatattac cggccaacgc atcgaaattc cggataaccc acagcgtatc
  3577801 gtattaggtg aaagccgcat gctatatacc ctcgcgttgc tggaaccggg ctaccccgcc
  3577861 gctcgcgtgg tgggctggcc gttggacctg aagaaatacg atccgcaaag ctgggcgcta
  3577921 tataccgata agtttccgca gatgacccac attccggctc tgggcagcac gggtctgcgc
  3577981 gatatcaacc cggagaaggt gctggagttg gcaccagatc tggttatcct gccagtactc
  3578041 gctaaaacca ctcatgaaga aatcgcgcta atttccctgc tcaagcaagc gcatatcccg
  3578101 gtgatccgcg tcgatttacg cgtcgatctg ctcaatcaca ccattcccag cctacgcctg
  3578161 ctcggcgaag cactgaaccg ccaagatcgc gccgaagcct ttatttctct gtatcagtcc
  3578221 catatggatc gcatccacca gcgcatcgcc gcttatcagg ggccgcaccc tagcgtgttg
  3578281 ctgcaattgc atctggggcg cggtgacgaa tgctgcacca ccacgctaaa gggcaatctc
  3578341 ggccaactgc tggagtttgc cggtggtaac aacatcgctg ccgcacaagt gaaaggggta
  3578401 ttcggccagc ttagcgaaga gtatgtgctg gcccgttcac cagagattta tattgctacc
  3578461 ggcatggcaa cggctggcag ccaagccaaa acgctggcgc tcggcccaca ggtcagcacc
  3578521 gcgcaagcgc aggagagttt ccgtcgcgtt atcgccacgc aaagcaaatt gcagcacctt
  3578581 cctgcgattc aaaatggtca cgcttggggg ttgtggcaca acttctattt aagcccgctg
  3578641 catgtagtgg cggcggagtt tttcgctaaa acgctttatc cacacctgtt tgccgacgtt
  3578701 tcaccacagg atacgctgca aactatttac cagcagtttt tgccgctgga tttcacagga
  3578761 actttctgga gccatttgga taatgaataa aataaacatg ttcatgctat ccacgttcat
  3578821 gcgatccatg ttcatgcgat ctacgttgat accctctacg ttcatactgt ccacactact
  3578881 gctgccggct gtcgtgttgg cagaagatac gataatcgtt gagagaaata gatcgcaaac
  3578941 tgatagctat caagcgacca ccagcgtgac agccaatcga tcgccagcca acattatcga
  3579001 taccccgcaa aacgtgactg tcgtgacaca tccggtgttg gaagattatg atgtgaccaa
  3579061 tcttggcgag gcgctttatt ttgtcagcgg gattacccaa tccaacacgc tgggtggcac
  3579121 gcaagatgcg ctgattaagc gcggtttcgg caataaccgt gacggctcaa ttctgcacga
  3579181 tggcatacgc tcaattcagg cacgtaactt cacgcccacc agcgaacgcg tcgaggtgct
  3579241 gaaaggcccc tcctccatgc tatacggtat gaatgaaccg ggtgggctga tcaatgtgat
  3579301 cagcaaaaag ccacaactcg atccccatgt gcatttggaa gccaacgcca gtagtttcaa
  3579361 gggtggcggt ggccaacttg atgtaaccgg ccccttgggg gaatccggct ttgccgggag
  3579421 gctgattatc gatcatcagg agaccgatta ctggcgtaac tttggccgta accgccagac
  3579481 tgtggtcgcg ccatcgcttg actggtacgg tgaaaacacc accgtacacc tcgcttggga
  3579541 acgaatggag tatttggtac cgttcgaccg tggcacggtg attgacccac gcactggcaa
  3579601 acccgtcgac acgccgcgtg atcgccgttt cgacgagagc tataacgcca cccgcggcga
  3579661 tcaagacacc gtcacgttta gcatcaacca cgatctgaac gagttctggt ccacacagct
  3579721 aaattatgct ttcagccgca atagctatag tgataatcag gcacgcgcca ctgcatttaa
  3579781 cgctgaaacc ggcgtattga cccgccagtc ggatgctacc gctaacgcca agagccattc
  3579841 gcaggcggtg cagtgggtag tcaatggtga tctcgattgg ggtttcactc atcaccaact
  3579901 gatgtttggt atcgattatg aagcccgccg cgttttccgt ggcgacatga tacgcggcag
  3579961 caaaaacaac gggtttaatg tctatgaccc aatttatggc actctgcccc catccacagc
  3580021 cgtcagtgct gctgatagcg atcagcggga aaatatcgat agccgcgcgc tgttcattca
  3580081 agactcgatg cgcctaaacg agcactggct attactcggt ggcctgcgct acgacagctt
  3580141 cgatgtgatg gcaggtaaag gccgcccatt caaaaagaat accgacagtt ccgatagccg
  3580201 cttggtgccg cgcgccgggg tggtttacaa cctgaacgac tggtcaagcc tatacgtcag
  3580261 ctacaccgag tcctttaaac cgaatgtctc tatcgccacc gccattgatg cgttaccccc
  3580321 cgaatacggt aaatcgtggg aggcgggcta caaaattgat atcaacaacc gtgtaaccgg
  3580381 tacgctcgcg gtctacgata tccataaacg taacattatg gtcagcgagc tggtagacgg
  3580441 cgaaacagtc acacgtaccg ccggtaaggc gcgttcacgc ggcctggaac tggatatggc
  3580501 tggcaaagtg accgactcac tgagtctcat tggcagctat gcctataccg atgcacgcct
  3580561 gactgaagac ccggataaca atggtaacga cctacccaac gtggcacgcc acactgcggc
  3580621 actgtttctg agccgggact tcggcagtac gtcattgatt tcaggcgatg aagtgaaagc
  3580681 aggtattggc gcacgctatg tcgggaaacg tgctggcgac gccgccaaca gtttctggct
  3580741 agataactac accgtagcgg acgcgtttat cgcctggaag atgccgctct ccggctatca
  3580801 actcaaatgg cagcttaatg tgaaaaacct gttcgataag acgtactatc cgtcgagcgc
  3580861 taacaacctg cgtatcgcta tcggcgaacc acgtcaggtt gtgttgcagg gcagtatcga
  3580921 tttctaacaa acagagggca ttgttactga agagggtaat gttactgctg ccctctgttt
  3580981 agatcaacgt cctgacctag ccccaaaaat caggctttac tccgcgattt taggctttgg
  3581041 accatcaccg cgatgatgat gataacccct ttgaccacct gttggttata gccggaaata
  3581101 ttcattaaat tcattagatt ggatattata ctcaggataa atacgccaat aatagtattg
  3581161 accacattgc catggccccc cgccagactg gccccgccaa cgactaccgc cgcaatgaca
  3581221 tccagttcaa atccaataga cagcaccggt gatcccaccc ccgttcgggt ggcagaaatg
  3581281 atacccgccg caccacaggc aaatgcgcta atagcataaa cggctaactt atagttattg
  3581341 acccgaatac ctgcgaagcg agtcgcagtt tcgttagagc ctatcgacac caccaaccga
  3581401 ccaaagaccg aatttttgta taccaattgg caaataatgg caaaaccgag gaaaacatag
  3581461 acaggcagag ggatcccaag gaaatagccc gtaccaaagt ttacgaaagc atcgttatca
  3581521 ataaataccg gttggccctt agaaataatc agcgccacgc ctcgcgcaat ggtcatcatc
  3581581 gccaatgtgg caataaaagg cgcgatatta aaccaagtga ccaaaaaacc ggagaatgcc
  3581641 cccatcaaag tggcaatacc gacacccgca atcaacgctg gccataaccc aaattctggg
  3581701 atcaacagcc ctaccaagac cgagacaaat gccataatgg agccaatgga cagatcaata
  3581761 ccaccagtca gaatgacgaa caacatcccc aatgccgcca gaccgagcgg aacactttgg
  3581821 cgcaacacat tggtaatatt atccccactg taaaatcgat cagagaagaa acctgctgca
  3581881 atcaacataa caataaaaac aacggtcgtt gagttgtcta gcaggaacag cgccgttctc
  3581941 ttcatcaatg acacctgcct gacgtcatca acctctttga ctatggatcc cattacctta
  3582001 tcctttatgt aatattgtct tgatgtcata ttgtctcgcg cttgggaatg gcatagcgca
  3582061 tgatattttc ttctgaaatc tcatcgtgtt gcagctcttt ggtaatgcgc ccttcactca
  3582121 tcacataaat gcgatgacaa agattaatca cttcaaccat ctccgatgag atcactaaaa
  3582181 tggaataacc gcgttcggcc aattggtgaa tgatgttata aatttcagcc ttggctccca
  3582241 catcaacacc gcgggtaggt tcatccaaga tcaaaatatg gcaatccgtg ttcaaccatt
  3582301 tagcgatgac cactttttgc tgattaccac cacttaagct ggcgatggga tcctcaaccg
  3582361 accccagttt gatggccagt ttttgttgta gcttctggct ggtctctcgc tcctgacgac
  3582421 gacgaataaa acccatccag ccgctaaccg ccttcagatt cgataacgtc atattttcgc
  3582481 ggattgggcg taccaaaatc gccccctgct ccttacggct ttcaggcacc agaccaatcc
  3582541 catgggacat cgcctgtgac gggtgattaa tctgaatagg cgtaccggcc ttggacaccg
  3582601 ttccccccgc tatcttgtca atgccaaaga gacaacgtgc gacctcgcta cgccctgccc
  3582661 cgaccaagcc cgctaaaccg acgatctcgc ctttatgcaa tgtcagatta ataccatgca
  3582721 gcagcgcacg ggttgagagg gctttgacct ccaagaccac ctcattacct ggcacatttt
  3582781 tctcgggata gaggctttcc agtttgcgcc ctaccatgct ggtgataatt tcgtcttcgc
  3582841 tacaggactg gggatctaag gtcttgacgg tctcgccatc tttaatgacg gtgatcacat
  3582901 cagcaataac catcaattcc tccagccgat gtgaaatata aatgatggtc accccgcgtg
  3582961 cctttaactt gcgtagctgg gtaaacaata tcgcgacctc tttacctgac agtactgctg
  3583021 aaggttcatc aaggatcaga atgttgacat ctttggccag cgacttagcg atttcgacca
  3583081 tctgttgata ggcaacgctc agatccccca ctctggcgcg gggatcgatt tgaaatccca
  3583141 gttcattcag gatgaggctg gctttttcat tcaaacgctt ccagttgatc atgccggtgc
  3583201 caaaaccaag atcgtcgaga aaaatattct ctgctaccgt cagatccggc gataacgcca
  3583261 gttcctgata aataatgcca atacggcttt ctttactgtg gatcggtgaa gtaaaatttt
  3583321 tctcctctcc gtggatcata atgcgcccgc tgtctttggt gtaaatcccc gacaggatct
  3583381 tcattaatgt cgatttcccg gcaccattct cgccgataat ggcatgaatg ctaccggtgc
  3583441 gaatttgcag attaattgac ttcagcgcgt gaatcccccc gaagcttttc gtcacctgta
  3583501 tgacttcaat agcgtactga tccacttggt cggtctccca tatccccctg taaacagggg
  3583561 gaaacgacgg ttagaaaatc gaatcttctt tataatattt gtcgacgtta tctttagtga
  3583621 tcagaatgga ggggatatag acataatcag gaaaactcgt ctgaccggcc tgatattgac
  3583681 caataacctc tagcaccgtg ctggtcagca agtctgggtt attcgaggcc gtcgcttgca
  3583741 gttcgccttt tttcacggct tccagcccct ttttataccc gtcatgagca tacactttga
  3583801 cattatccag cttgttagcc gctttcagcg cacggatggc acctaacgcc atatcgtcca
  3583861 tttcactgta aacacagtta attttatcac cctgcgccac aataatatct tccatagctt
  3583921 tcaaaccgcc ctgctgatcc caattccccc atccttggct aagaaagttc acattagtgc
  3583981 ggttgtattt acgtaactgc gcttcagcaa cccccagcag gaagttgtca cggcgcgcct
  3584041 ggccgaccaa attaccttgg ttaccactga gaaatatgca gttcatcggt ttgtcgccaa
  3584101 actggcccac cgcatattcg ccgatcaggt tgttattttt ggcattattg gcctgaactc
  3584161 gcgtgataac cggagcttca agtgcgatat cgctatcgag gatcacagta ggtacaccag
  3584221 cccgcttggc gatttcagta atgcgcaaac ccgcttgagg atcttgcgga ttgagtatca
  3584281 gataattaat cccctgtgac agcatgtctt ccacatcagc aatttgctta ttcaaatcac
  3584341 cgcgggcatc ggtggtaatt aatgtatagc ctttctcctt ggcatgaatc ttcatgtatt
  3584401 cggtcagtcc attaaagaaa gcgccattca aggtacggtt agcgaagccg atcttgagtg
  3584461 gctctgcggc agagacactc attgagatgg tgacaccggc caacagcagg ccaattagtc
  3584521 tctttttcat tatatttcct ctcgttatac agggcgggta agggttgtta tcagactaaa
  3584581 ttcggcagat tgactgacta cggccgttat ttcaaaaacg ggtgctgtta cctgaacggg
  3584641 cactctcaat ttctcatcat tatcgattgg tcatttgccc acaagaaggg cttttgactt
  3584701 atttttaggt tacatgaata attgctctca gttattgctt taattcacaa aaataaaaca
  3584761 atctttattc gtgaattaac aaattgattt tattaattaa tttattgcta ttagccgttc
  3584821 aataaacaaa atgctgccaa ttagcatgat ctacataaca gaaataggag atgtgtttcc
  3584881 ctgatgagtg aggggtaggc gatgtaagag agaagtggtg taaaagataa aaacgagatg
  3584941 ccgcaacgct ggtagcatgc gatgagtggc aagcctaggc gatagaaatg aacgatggcg
  3585001 ttatcaggcg gggcgaatga gatgtttaat accgaggcca tcaattaaaa aatggcctcg
  3585061 gctgatggag cggagaaata tcagactatt gcgtaatcac ataaccaaag atacgccgcc
  3585121 aagacacatc acctttttcg atataaacgc cctgtaactc aggtgaaaag cccggcagta
  3585181 agttaatccc ctcttccagc gccagaaaat aacgctgaac cgccccaccc cacacttcac
  3585241 cgggcaccac acacagcaca cccggtggat aaggcaaagc gccttcggcg gcaatacggc
  3585301 cttcagcttc agcaatagga atcaactcaa tattatcgcg gataaactga atattggcgt
  3585361 cttgcgggtt catgactacc tgcgggaaac tggctttacg gaacatatcc ttttgcaatt
  3585421 gcttaacgtc atggctgacg tacaggtcat gcatttcttg gcataactga cgcaaggtat
  3585481 aaccgtgata acgctcttca ttcttacgat agatcgtcgg taatacatca cacagcttcg
  3585541 catcttgttc aacatagcgt tcaaactgca ccaacatatc caccaggtgt gccattttgg
  3585601 cggtattttc tgccggggtc agcaggaata ggatcgagtt aagatcacat ttttctggca
  3585661 caattccatt ttcacgcagg aaagtcgcca aaatagccgc cggaatacca aacgaagtat
  3585721 atcggccagt actggcatca attcccggcg tcgtcagcaa taatttgcac ggatcaacca
  3585781 aatactgatc ttggttatat ccctcaaatc catgccagcg ttcatctggg acaaaattaa
  3585841 agaagcgcgc atcattggca atcacatcag tagcataatc ttgccaattt ttaccgccaa
  3585901 caactggagg aataaaaggc cgtaacatcg aacagcgtgc caataacgat ttacgggttt
  3585961 caataccgag ttttacacaa tccatccaca tacggcggcc actgtcacca gagtgtattt
  3586021 tggcattaac atccaatgcc gcaaataatg gataaaacgg actggtcgat gcatgcaaca
  3586081 taaaggcatt attaaaacgc ttatggttac agtgacgttt ctgtccttta atgtgattat
  3586141 cttttttatg tacctgagag gtctgagaaa aaccggcctg ctgcttgtgt accgattgag
  3586201 tcacaataat cccagggtca ttttcattta attccagtaa taacggtgag aaatccttca
  3586261 tcatcggaat aaattgttcg taacccaccc aagcagaatc aaacaaaatg taatcgcata
  3586321 aatgaccaat actatcaact acttggcggg cgttatatac cgtaccgtcg taggtaccca
  3586381 attgaatgat cgctaatcgg aatggccgag cctcttctgc acgctcggga gcaacttcac
  3586441 gcagttgttg acgtaaataa tcttcattga agcagtgcgc atcaatacca ccaataaaac
  3586501 caaaggggtt acgggccgtt tccagataaa ccggcgtcgc gcccgcctgg atcagcgcac
  3586561 catgatggtt agatttatgg ttattgcggt caaacaacac taaatcacca cgggtcagta
  3586621 aagcgttggt cacgaccttg ttggccgccg aggtaccgtt caggacaaaa taggttttat
  3586681 cggcattgaa taccttagca gcatatttct gtgcatcttt tgccgcccct tcatggataa
  3586741 gtaaatcacc taatttgaca tcggcattac acatatctga acgaaaaatc gtctcaccgt
  3586801 agaattcaaa aaactggcgt cctgcaggat gcttgcgaaa aaattcgccc ccctgatggc
  3586861 cagggcaagc aaaggtcgag ttattcatct cgacatattt tttcagtgtt gagaaaaaag
  3586921 gcggtaagag attcttttga tattcactgg cggcagcttc tacctgagcg ttataaaaag
  3586981 ctttatttgc ttcaccaagc gtaatgacac ctttaatcaa gggcaaataa tcagcagaga
  3587041 ccgtctgttc tgccgtcacg gcaataaacg caggaatagc aaaaccaagg tcatgcagca
  3587101 ttgacaatat acccgcattt gcatcttcaa ccgacattac caccgcggca acatcagtaa
  3587161 agtcagtctg attgaggtac accactccgc gctgagtttc tacataagaa gccaggcggg
  3587221 cgcttgttgc tatttttaat agtgtcatat cacttactct cagacggtca ggtatgaggc
  3587281 tgccattttg gcatatcgat gacatcacag agtgcggagc actgatgcaa tgccggtaaa
  3587341 ttgatgtcat taaatgcgca cgtttccccg gcggaaatac acgcctgagt gataggtgaa
  3587401 ctggtctcag catcgaccaa tagacatcag taaaatcaga gactctgctc tatttttaat
  3587461 aatgcctaac agtgagcaaa aggttgcctt accgcatgga agaaataagg ggcttagtag
  3587521 aaataaagca gaaaagagga catgtgaggc gctcaatatg catggaattg tgtaaaactg
  3587581 ccataaccgc ctcctacctg aatactcgaa ataatatgaa ctagagacat gaattgtaat
  3587641 gctaaaattt gcgcaatagt tgcatgtttt gcctgagggt tcaacccttg ataaccaata
  3587701 aaaatgcata tttagtgaat atctaagaca ttgttattta acgagctaga aaaataaaaa
  3587761 tctataaatc aaccagatga aacatttagc tgcgttccat aaataggcaa gattatatcg
  3587821 ctttaacgtt cattgtttga aaagagagca gttgatcgcc tttatatgag aaactcattg
  3587881 acgatttggt gctaatacgg tttaatgcgc cccgttgccc ggatagctca gtcggtagag
  3587941 caggggattg aaaatccccg tgtccttggt tcgattccga gtccgggcac cattattcaa
  3588001 aacctgttcg ttaaggataa atattcttaa cgggcatgaa aaagtacccg gatcatcatc
  3588061 gtgcaagtag gctgcaatta ctacaccttg gttgaacata cgggacgaag aaaccggagg
  3588121 atgtcgatga caaacttcgg ttttcttgcg tcttaaggcg gaggatattg acagtttttc
  3588181 agcgctcctg tcaatatcct gttaaggaaa gcggtagttt tttctttctg ttatgccgat
  3588241 ttttttaaaa aacctctttt ctctcgaaag tctcttccaa cgccaatctg aggctgtcta
  3588301 tatcgccctc aacatattcc aacgtgaccg caatacttga atgccctagc agggtctgaa
  3588361 ccactttcag attacgatcc ggtgatttca tcatctcagt ggcgatagtg tgtcgaaatc
  3588421 ggtgtggact aatcgtacaa cggcattcga ctgaaagcct gcggaagaaa gaacgtaacg
  3588481 ggggactgtc catattttca gtgacggtct cttttctccc gtcaatccgg ctgatgttga
  3588541 ataactgatc cactacatca ttgattaatc ctttaattaa gaaaatggat acttctgagt
  3588601 gggtggttta gctttagcgg ctaaggctgg aaattcagtt gggagcttgg ccttatctaa
  3588661 ccgcccgtaa taccctgctt tggtcaaata ttcccccgcc gttcctgact cgatccgatt
  3588721 ctcatccagc gtgatataac tgcctcccgc attcagcgtg atcctcttct tgacggtgat
  3588781 ttttatctca tcctcggtgc tggtgatcgt gatcgcttta cgcgccaata actccattag
  3588841 atcattctgc gcctggactg ttatcgaccc ctgattggct attagtttca tccccagctt
  3588901 tctgacgaag atacttaggg tattgcctac gccgataaag aagtttttcg cgacgctgac
  3588961 gtcggcattt ttacctgcgg tggcaatcag gttatcgctg gcactcattt gcagatgctc
  3589021 cccgctgctc aaccctttgg cgcactcagt aacaggacag cttgtttcag ttcagtgagg
  3589081 ttttgctgca acagactgat ttgtgcctgc aggtcggccg gactggcggt ggcggtttgt
  3589141 gcatctgcgg agatggcctc catctgttcc tgcgcacttt tcaacaggct gatagccggt
  3589201 tgcatctcca gtaccttata tttaagtaag atatttttta atttagctgt taattttaca
  3589261 aattatctcc aaactctata cttctccatc tctaacctct tccaacatta atcactaata
  3589321 tattcatgac acttcaaacc gcatgtgcgc tggctatatt taacatcaaa aaccaataaa
  3589381 tattaaattt agtgtcattc atatttatta ttctgtaaaa aatatcaatc taattcaata
  3589441 ttaattaact ttcactttgt aggttttttt tcaaatccgt gccctccact agctaccact
  3589501 cctcctttaa tatttataac tattgcagcg ttagtgttag gaattcctta tacaaaaaat
  3589561 tattatataa atagtttgtg taatgatttt tcctttaaat tttaaagcca agacagaatt
  3589621 tattggagta atttcataag ttaagtcaac caccggccca gcaccaccaa ttatatttac
  3589681 ctctgctcag tacggagttc caaatttagc atccgccaat tcactcggtt caaaagttat
  3589741 agttgacacg cacccacaga caaacaccat aaaaataaaa attcggtcat gtattcaatc
  3589801 tggttattag tatcacacta ggtaatgctc acgctcaatg aacgtaccga tgatcctgtc
  3589861 atgcatttct gccgactttg agtctccgag agtcttgcgg ttcagtcgtt tcaaccgatt
  3589921 acggatattc aggttttcac gctcaatccg ctgcgtgtaa agcttgctcc tgatgtgttt
  3589981 ttcatccggc aacatctcat aagcactgaa gttgtcggta caccagaaga cgatattgaa
  3590041 acctgacagc aaccccaata attggcgaaa tgtctttttg ctccgacgac caaaaacatg
  3590101 agcaataata cgtttgaggc gagactccca ggcataccaa agccaacgtt gctgcttttt
  3590161 gttgcccaca aatgaccaca tttcatcgac ttcacagata agctgaattt gcaggttatc
  3590221 cagtgggagc gtggttacac gctgcggcga gagtttttta aagtgcgcat gaccgcattg
  3590281 atactgatat gcaacgcccg tgcagtatca cgaataccgg cattgttcat agcaagatcg
  3590341 acaatttgct ctttcatacc ggggtggcag gcacgatact cgtactctag ttgaaagctc
  3590401 cgtcggcagg cctgacagcg gtagcgctga tgccctgtgc gtcctggccc gtgcttttta
  3590461 acagggtgga actgctcgca aaatggacat ttcacatcaa ccttagccat caaaccctct
  3590521 cagataaatg cgaggatttt acctgatgat ctccgcattg aatgcatgac cagttttttt
  3590581 gaagttatac aacttaagga ggcccttatt ttgagactaa ctcccctcca agttcttcta
  3590641 gactggccac accgttgaaa agtttatgac atttttcatc tatagtgatg ctgctatttt
  3590701 tatgtgatga gaatacaact ctttttttgt tttcgagatc ccagacccca gggaatgagt
  3590761 cagaggaaca gtccagattg acagggaaga tatacttccc atttatggat attttaccac
  3590821 cgtatccgcc gcttgatcct tctaaataaa atgaattatc tttattagtt gtctgtttat
  3590881 tttcaaaccc tttggcatta attatatttt tattgctatc gaatttagac acgatggcag
  3590941 tataactcaa ggtccttata tcttctaata ctacagaaag atagattttt ttatcaaagt
  3591001 ttaaatctat tacggtgcca aatgggggtg agtttggaac ggggactttg tgtaatgaaa
  3591061 ctcccccttc cttgcaatta atcacttcat ctacgtaaag atatgcctgt gtattggcca
  3591121 aaaggatggc cttcttatcc gttgttagtg atatgacacc cgcgccattg ttgtacttta
  3591181 tattccaatt tttaattaca cattgaatgt cagtatggtt ttttttacat gcaaaattgc
  3591241 attttcattt ttgtctaata aaacgatgta atcatcaaat gacacttcat tataatacgt
  3591301 agcatgtgct aagtggggtg taaaaaataa aatataaaaa tatttcaatg tcaatttttt
  3591361 aatatttatc atttaatttt ccctttgcgt tattagtcat tacttttctt tgtgacagcc
  3591421 caatgtcacc accattaatc gcttgagtga cctttgtcac tacactgtca tcggcacttt
  3591481 ctgcttgatc tttatcaatt tcttttactg tactacgtct aaaacaagta ataaaaaaag
  3591541 aaccagaatc aatacagtta tatggtgagg ccgtgatttt gtgaggatca tctataatcg
  3591601 cggggcgttt tttcatcgcc ttaaggtttt ttgatttata ctttacatcg tcccaccagt
  3591661 atgcatcaaa agaacttttc aatagccatc ctcgataaac ccaataatct gcatatttat
  3591721 ctctaccggt taacatttta aaaccacgcc cacgaaattt ctgagcatca acatccccgc
  3591781 agtttccgtt actccagcta tatgacccag caattaatcc gccattttta ttgtacttat
  3591841 ttcctgagta atatatatct aattcactgg gttcagaacc gtaccaatgt cccaactcgg
  3591901 actcattcaa agttgatttt ataacaatgc cgccaccagt ttgtttgcca tttacaatca
  3591961 cctgctcctg gctaacctct tgcatggctg ttagtgaatc agattcgacg gccccctgcc
  3592021 caagaaaatg actttgtcta ttcggtgtta atatattata tttgcgcatt gctaaattta
  3592081 aaaatgtgta gttactatca ctggctttct cgattaaagt tatttttctt acattgcgtt
  3592141 ttttatttaa tgctgatgtc aggatggatt ttattttttc cggatctaac cacccgcact
  3592201 tcctaaaatg cgcaataaac gaaatagggt taaagtgcca gacccggcct acaggcaaac
  3592261 cgctgacatc aaaacacaat gctttagcat gttcgataag cgcattccag tcggcttctg
  3592321 ccatcgcggt atcttttgct gcttgttcaa aagagggagt actttgcgca ttcagcacgc
  3592381 tcatgtcagg gtttatatta tcgaatgcat accctgaagc attattccct gtgtcatcta
  3592441 cctgatggct tgctttttga ttggccagac tttcatttat caccgtcgtt ttcagccatg
  3592501 agagacgttt ctctagcgtc gatgcgtccc attccagtgg taaatggcag atcagaccct
  3592561 gcatatcatc gccaatacgg cagagtacct gctctgaatt gcactggctg ttttcgtctg
  3592621 tgtcgtcatc gatcagttgc cagccagtcc agtgcgggaa atcaccatca ctgaacttct
  3592681 tcactgccgg aagggctagg ttcacaacgc ctttgccacc cggataactg atggttcgcc
  3592741 acaatggtgc gtcggcaggg accaatgttt catagtcggt gttgatgacc cgaccaaacc
  3592801 ttaacagctc ataacctgca ctttggcttt gcgggtataa cttcttagcc tgcgcataca
  3592861 cgttgtattc gtaatctgca ccatcggtgt tttccagttt ttcaccgacc tcgctgtatt
  3592921 ttccaataga gaacacacct ttcttacgtg tgagcatggt gcacttgccc ttatcaaaac
  3592981 tcatgctgac aaagagaggt tcggtgctgg tataggtttc agcttcggtg gttgtagtgg
  3593041 cattgttggc cggcgcgtgg ctgtaaaatt tggtgcctgt tggcagataa aaatacatat
  3593101 cgccataaac cgcatccgtt cggccatttt tcgtcaaatc cagttctggc gtcgtgcggc
  3593161 caactaattt tgtcaaatta gtgtcatcac aaaatatctg gaaatggact gcattgcctc
  3593221 catcaacctg accgacggta ccaatgggat ctttgcgata aatcttctcg ccagttttta
  3593281 ctgctgcatc tatagaggcc aaatgcatat aaagcgagaa atacactact ttggcatttt
  3593341 cacctgaacc gatctctgtt tcatgtttca acaaaacata gccgcaatcc gtagcgccat
  3593401 tgtagttata aggaggaatg ccttttttat caccgactgg ctggcggaga gagtgcaccg
  3593461 tgccatctgc gatagctcgg atcttttctg gcgtaccgcc gctgtcagta tgaggaatat
  3593521 gtatgcctcc gtgccacgag cgatggctgt taaggggaaa accgcgctca ggatctacag
  3593581 gcatcattct ggagacccag gaagcatcgt cttctgagtt ggacttatct tttaaaaata
  3593641 aagggctgat aatcatattt ttaacgtcct gttaagagaa tagccaacgt ttaatggggt
  3593701 cttcagtttt agcggctaag gctggaaatt cagttgggag cttggcctta tctaaccgcc
  3593761 cgtaataccc tgctttggtc aaatattccc ccgccgttcc tgactcgatc cggttctcat
  3593821 ccagcgtgat ataactgcct cccgcattca gcgtgatctt cttcttggcg gtgattttta
  3593881 tctcatcctc ggtgctggtg atcgtgatcg ctttacgcgc caataactcc atcagatcat
  3593941 tctgggcctg taccgttatt ggtccctgat tcgctatcaa ctttatcccc agcttgcgta
  3594001 caaatacgct cagcgtgttg cccacaccga taaaaaaatt cttacctaca ctgacatccg
  3594061 cattcttacc ggcagtggct atcagatttt cgctggcact catttgcaga tgctccccgc
  3594121 tactcaacgc gatccccttt ggcgcactca gtaacaggac agcttgtttc agttcagtga
  3594181 gattttgctg taacaaactg atttgtgcct gcaggtcggc cggactggcg gtggcggttt
  3594241 gtgcatctgc ggagatggcc tccatctgtt cctgcgcact tttcaacagg ctgatagccg
  3594301 gttgcatctc cagtacctta tatttaagta agatattttt taatttagct gttaatttta
  3594361 caaattatct ccaaactcta tacttctcca tctctaacct cttccaacat taatcactaa
  3594421 tatattcatg acacttcaaa ccgcatgtgc gctggctata tttaacatca aaaaccaata
  3594481 aatattaaat ttagtgtcat tgctatttat tattctgtaa aaaatatcaa tctaattcaa
  3594541 tattaattaa ttttcacttt gtaggttttt tttcaaatcc gtgccctcca ctagctacca
  3594601 ctcctccttt aatatttata actattgcag cgttagtgtt aggaattcct tatacaaaaa
  3594661 attattatat aaatagtttg tgtaatgatt tttcctttaa attttaaagc caagacagaa
  3594721 tttattggaa taatttcata agttaagtca accaccggcc cagcaccacc aattatattt
  3594781 acctctgctc agtacggagt tccaaattta gcatccgcca attcactcgg ttcaaaagtt
  3594841 atagttgaca cgcacccact gacaaacacc ataaaaataa aaattcggtc atgtattcaa
  3594901 tctggttatt agtatcaaac caagtaaggc tcacgctcaa tccgctgcgt gtaaagcttg
  3594961 ctcctgatgt gtttttcatc cggcaacatc tcataagcac tgaagttgtc ggtacaccag
  3595021 aagacgatat tgaaacctga cagcaacccc aataattggc gaaatgtctt ttgctccgac
  3595081 gaccaaaaat atgagcaata atacgtttga ggcgaggctc ccaggcatac caaagccaac
  3595141 gttgctgctt tttgttgccc acaaatgacc acatttcatc gacttcacag ataagctgaa
  3595201 tttgcaggtt atccagtggg agcgtggtta cacgctgcgg cgagagtttt ttaaagtgcg
  3595261 catgaccgca ttgatactga tatgcaacgc ccgtgcagta tcacgaatac cggcattgtt
  3595321 catagcaaga tcgacaattt gctctttcat accggggtag caggcacgat actcgtactc
  3595381 tagttgaaag ctccgtcggc aggcctgaca gcggtagcgc tgatgccctg tgcgttctgg
  3595441 cccgtgcttt ttaacagggt gaaactgctc acaaaatgga catttcacat caaccttagc
  3595501 catcaaaccc tctcagataa atgcgaggat tttacctgat gatctcggca ttgaatgcat
  3595561 gacccaaatt atgcaacttt ctcttaattt ctatttctgg ctttggcttc tccttgccaa
  3595621 atttgtatat gagagtatca ctatcttgat agattgatat tgttttatta tttgaagctg
  3595681 agtatttaaa caccagatcc tgtgcgtgaa cgttaatggc cagcattcct caaaaaatga
  3595741 ttgaaaatga ttgaaaatga ttgaaaatga ttgaaaatga ttgaaaatga ttgaaaatga
  3595801 ttgaaaatga ttgaaaatga ttgaaaatga ttgaaaatga ttgaaaatca tattaattta
  3595861 ttcgattccc tctcccaagt taattttatt caggggttca agcacaaaat cacgattata
  3595921 attcggaagt attttcgctt tagattaatt tttcgtgaaa tcccctcagg gtatatgcat
  3595981 catcttacct tgaatgaaag atatatgctc ttgtaataat taaataagga cggatcgcct
  3596041 ctaccagtaa aaatgaaatt tatctttttt ggtaaattta tttctgcctg aaaacactgt
  3596101 tcagaatggt atccagcatc atcttcatac ttgcacgaaa ttactgcact catcccggta
  3596161 aatttcgacg tgacatttat atctgccaaa actgggatgc catcagttac tgcctcccat
  3596221 tctccgcgat cattcattgt gaaataatca ctttcctcac tttcctcact ttcctcactt
  3596281 gaggaatttc tgcatagctt aaggtaatcg gatgcattta catgctcagc cctcataatt
  3596341 aaacaatcat tttttttgtt gactttccat tttacaggaa tatttatagc agcctctccc
  3596401 agaggggttg atttatgctc ttccccgcta taacatgaat tcgcaaacaa aatcaaaaaa
  3596461 aacatcataa tagttttcat ttactcatca ccaacaatag aatatgtatt ttgcgttgat
  3596521 tgaaatctgc gctcaaaaga ttgctgatcc catctgttta ttaccatgct aacagatctt
  3596581 gaactatcgc gtgtaacccc tgcatctgct cttcgtaaaa ctccattttt tgctacgaat
  3596641 tgccctccag agtcaataca attatacggt tctgtcgata tattttgagg gttatcgatt
  3596701 aaaggaaccc ttaaccgatt gggatttcgc caccaactat tatcataatc cgtactacgc
  3596761 aaccatcctc tataagtcca atatcccgtg taattcgcta ggccggttaa ctgtttaaat
  3596821 cctcgccctc gaaatttcat cccatctcca atatgagata aatttgaatc aatagttctc
  3596881 ctttgaggcg cagttaaaat cggcctatta tttgagtccc ttccgataac tacagtcaaa
  3596941 agattatttc ttgaatctct taaatcgctt ttagtgatat tccccaaatc attaccttca
  3597001 cgctcataat tgtggaaata accataaata tctgtcgggt cagcataata gccattaatt
  3597061 tcttcggcaa atgatggatg atcaggatga cggctaaatg aaacagagcc ctcaaccata
  3597121 agatttaagt tttgtgattc aattgcaccc tgccccaaga aatgagctgt gcgtattgga
  3597181 ttattcatgc catatttaat taatataaaa tttatagaag tacgatattt ttccctaaca
  3597241 tctttagctg tagtggagta aaccctactt aaatctatct catctaacca tctacttttc
  3597301 ctaaaattct caataaaccc acgcggatca aaatgccata ctttccctga ccccaaggcc
  3597361 cctgaatcaa agcatagggc ttctgcatgc tgtttaaacc taccgtagtc ttcttcgttc
  3597421 atcagaattc gatccttcga ttcctgagat cccggtattt gccatgttgc ggttttttcc
  3597481 ggcgtgcact gctcccaagg cagaccagtc atcagccatt tatatcgggt atcaatagta
  3597541 cttttttccc actcaaacgg aatacagcag ataagtttgc tgctttgtgc tgcatacctg
  3597601 tctttttccc tgagctttct tattgccgct gagttgcact ggctatgcat gtctttatca
  3597661 tcatcaatca gctgccatcc cgtccagtgg ggaaaatctg catcgctgaa ctttttaaca
  3597721 gttgctacgg ctaggttcac aacaccttgt ccaccgggat aatttacggt catccataag
  3597781 ggggcatcag caggaaccag ggtttcatgt tcagtgttga taatgcgccc aaagcgcagc
  3597841 agttcatacc cggcactcgg actttgcgga tagcgtgagg tggctgtttt ataaaggttg
  3597901 tattcatagt ccttgccgtc ggcattgacc agaggtgagc caacaggctc aaaggcacct
  3597961 tctgcattcg cacatgcctg tcgcgtaatc atcgtgcctg cccctttact gagactcatg
  3598021 cttgcgtaca acggaaccgc actggtatgc acttcattca agttcgttgt ggtagctata
  3598081 ttagccgaag gccgcgcctc ataaaatttc gttcctgcag gcagataaaa atgaatatcg
  3598141 ccatagacaa catctttccg gccactttca ttaatattta actcgccagt agttctaccg
  3598201 accaatttcc tggtatttgc ctcatcacag aaaatctgga aatgaaattc attctgccca
  3598261 tcagtcattc ccgaagaacc cagcggggct ttacgataga ttttagcgtc agttttaatc
  3598321 tctgcttcaa gatgtttcag atgcatgtac aaggagtaaa aaacaacctt cccgtcgtca
  3598381 ccggaaccga tttcagtctc atgtttcaat aaaacataac catcatccgt tcctctgaga
  3598441 ggcgaatact tcagcgggaa ttgatctctt tcccagggtt ttgaaggcat tcgaaacgac
  3598501 acgaccgtac cgtcagctat tgccctgacc ttctcaggca atgcgcctga gtccgtatgc
  3598561 ggtatatgta tcccgccatg ccatgaatcc gacgtattaa gaggatatcc tctgcgggaa
  3598621 ctgacaggca tcatcgcgtc aacccagtca gcatctgact gggttgcatc tctatctctc
  3598681 agaaatggag gactgataat catgttgtga ctccttgtca ggaaaaagtg aaatgactgg
  3598741 tgggttctgt tgtttccggg gcaacactcg gaaaatcttc tggtttattt gccttttcct
  3598801 gtcgcccgta ataccctgct ttggtcaaat attcccccgc cgttcctgac tcgatccggt
  3598861 tctcatccag cgtgatataa ctgcctcccg cattcagcgt gatcttcttc ttggcggtga
  3598921 tttttatctc atcctcggtg ctggtgatcg tgatcgcttt acgcgccaat aactccatca
  3598981 gatcattctg ggcctgtacc gttattcgtc cctgattcgc tatcaacttt atccccagct
  3599041 tgcgtacaaa tacgctcagc gtgttgccca caccgataaa aaaattctta cctacactga
  3599101 catccgcatt cttaccggca gtggctatca gattttcgct ggccgacagt tgtaaatgtt
  3599161 cgccactgct caacgcgatc ccctttggcg cactcagtaa caggacagct tgtttcagtt
  3599221 cagtgagatt ttgctgcaac agactgattt gtacctgtag gttggccgga ctggcggtgg
  3599281 cggtttgtgc atccgcggag atggcctcca tctgttcctg cgcacttttc aacaggctga
  3599341 tagccggttg catctccagc acctgcccct gtgccttcgc ctggccgtca gcgctgatga
  3599401 aaatcccttt ttctgcccgc aaggcaccaa aactgtcggt gcgcagctca aaaccctcac
  3599461 cccgaggctg tttctcgtta tcgaccagat gccccagatt caactggctt ttgccgccgt
  3599521 attcggtgct gagcttgatg tgctctttgc cccgttcatc ctccaggcgc agtttgttgt
  3599581 tcgacggagt gcgcagtacg ttgcgtttgt agttgctgat ggtgacgtgg tcgccgtgcg
  3599641 ccgagtcgtg cagcacagag gcgatatacg gccggtccgg gttgccgtcc tcaaatgcaa
  3599701 tcgccacttc ggtgccggcc agcagcggca ggtgcaggcc gtagctgtca cccgcatacg
  3599761 ggcgggcctg acggacccac aggctttcgt aaccttgctc ccaactgtcc cggtcaaaca
  3599821 tcagattgac acggtagcgg ccgtctttgt cgatgtgtcc gtaagtgtcg ttcaccgtgg
  3599881 tgctggtgac ccgtgcgggc aaggtgccgg ccatggtcgg cttgcggatc agcgccggac
  3599941 ggaagcaata atcctcggag taaggaatgg cttcaaaatg tacttcatag ctgcggtcgc
  3600001 ggcgggcgtg gctggtgatg cgggtgacta tcaccccttt gccaaactgt gctggcacgt
  3600061 cgttgccggt gactttcagt tcctgacccg gtgacagtgc cgccgcattg gccaccccgg
  3600121 cgaagcgcgc ctgattattg aggtaacgtt catggcgcag acgggcataa aaggccccgc
  3600181 tttcactttc cggctcgcgc ccttcactgc ctgcggtcag gtagttatcg gcgtaatgat
  3600241 aagcttcgcc gtaggtggtg gtatcacccc gagtgatgtc tgccccggcc gtcatatcgg
  3600301 cagtcgcggt gcggtagttg taatcgccgg tactgaccga tttttcaacc acctgatgag
  3600361 cactggacaa gtcccagacc gactccatcc cgctgtcgtg catccccgaa ggcggcaccg
  3600421 cctgtagcgt cagtccttgc tgatagaagc gctggtcgtc gtaaaactcc accacatcaa
  3600481 tattgagttt gggatcggcg gtaaaacgaa accagatccc cacctcggcc agcaggcggc
  3600541 ggataaaggt caggtcatcc tcgccgtatt gcattacctg ctcgcggcgt gggtactcgc
  3600601 gggccagcgt gaagacaaaa tcctgaccgc gcatgtcatg gcgctcacgc agaatttttt
  3600661 ccacaatctg cggcaccgac atgtcctgat atatcccgtt ctgatggctg cgcgacaaca
  3600721 aggccaggcg cggttgcagg ctcagttcgt agcggcattc ctctttcgag gccgacaggc
  3600781 gtttaaatcc ggtcaccacc ccttggatca cccgctgggt ctgctgaacc gtcacgccaa
  3600841 aagcttcggc catcggggcc gccaatgtca gtgacgcgtc gtgcatcagc atggtcgccg
  3600901 ggtcaatcgc cttgtcggcg ctggtgaatt ggatgtcgta acagaacggc tggctcaggc
  3600961 tttcgtggcc ttcaaagccc agcacatcaa cggcggcggt gctgtcgcgg accaccagtt
  3601021 tgtggtggct atggtcaaac cgaagagtcg ggagagtggt attcattttt cgcctccttc
  3601081 aaattcaagg gtaatgccgt cggcttcatc ccagcccagc gtcagcgagg tggtgcgctg
  3601141 ttgctcgctc atgcggctta acagctgctg gctcaatacc ggtaagattt gttgattgag
  3601201 caggctgtcg atgttgcgtg cgccggtgtc cggcagcagg caggcggcga ccagtgtgtc
  3601261 gtagaggctt tcctcaatgg tgcagtgcag gccgtaatgt ttgttcaggc gtttagcgac
  3601321 ctgtgccagt ttcatctcga cgatggtgcg caatgcgatg gcattcagtg ggcggtagat
  3601381 caaggtctgg aagcgggcta atagcgcggg ctggaaatga tcgcgcagga tcgggcgcag
  3601441 cagctcgtgt aaatcactgt gcgtcgcttc cggttgttca tccagtaact gcatcagatg
  3601501 atcactgcct aaattggccg tcattaggat cactgtgtta cgaaaatcaa tttcgcgccc
  3601561 ttcaccgtcg cgcatgaacc cccggtcaaa cacctgatag aacaggttca gcacatcacg
  3601621 atgggctttt tccacttcat ccagcagcac cacgctgtaa ggccgtttac gtaccgcttc
  3601681 ggttaataca ccaccctgac cgtagccaac ataacctggg ggcgaccctt tcaactggga
  3601741 gacggtgtga gcttcctgat actccgataa gttgatggtg atcagcgatt tctcgccgcc
  3601801 gaacaggctg tcggccagtg ccagcgcggt ttcggttttg ccgatcccac tcggcccgac
  3601861 cagcaggaac acccccagcg ggccattctc tgatgtcagc ccggttttcg ccgcccgcag
  3601921 ccgttgcgcc agcgcaccca gcgccgtatc ctgcccgact acgcgggtgg cgagatggtt
  3601981 ttccagttgc aacaaatcgg tctgttcgtc tttcaacaga ctgctcagcg gcacgccggt
  3602041 ccagtcggcg atcacagccg caacagtgcg cacatcaacg tccagcgaca gcagcggcgc
  3602101 gttgccttgg atctgaacga gttcctcctg caacgcgacc agatgtgcca cgttggcgat
  3602161 atcctgacgc gcctcgataa tcagggtggt cagccgtttt tcttctttat attgctgttc
  3602221 gagtgtgtgc tgcccaaccg ccagcgcggc gcggcgttgc tcaatctcag gtaagcgcgt
  3602281 tgaactgaca ttcggcagca ggagcaggtc ctgttcgatg gcctgttgct ccatcgccag
  3602341 tgcggccagc tcggcgttaa tcgccatcag cgcagtcggc aaggtgtcaa tgctcatgcg
  3602401 cacccgggca ccggcggtat cgagcagatc caccgctttg tccggcagtt ggcggccggt
  3602461 caggaagcgg cgcgacaggg taaccgctgc ggtgatagcg gcgtccagaa tatgcacgcc
  3602521 gtgatgggtg gcgtaacgtt ctttcaggcc acgcagcatc aggcaggcgg tgtcatcatc
  3602581 cggctcgtcc actttgacca tctggaagcg gcgctccagt gcggcatcgc gttcaaaata
  3602641 ctgtttgtat tcggaccagg tggtggcggc gatggtgcgc agttcgccac gcgccagtgc
  3602701 cggtttcagc aggttggccg catcggcacc accggcctga ttaccggccc cgataatggt
  3602761 gtgggcttcg tcgataaaca gcagcaccgg gctgggggat tgttgcaccg cctcgataac
  3602821 atttttcagg cgctgttcga actcgccttt gaccccggca ccggcctgta acagacccaa
  3602881 atccagtgtg cgcacactga cggttttcag gctgtccggt acgttgccct cggcaatgcg
  3602941 cagtgccagc ccttcaacca aggcggtttt ccccacaccc ggttcaccca ccaaaatcgg
  3603001 gttgttttta cggcggcgcg acaggatgtc gatcatctgg cggatttcgc tgtcgcggcc
  3603061 aaaaatcgga tcaatctggt tggcacgggc tttggcggtg acatcgaggg taaatttatc
  3603121 cagcgccgct tgcagcgcgt cattcagttg cggctgacca ctggcggagg taaccgtcgc
  3603181 ggcctcatcg gtcagattga ccgggctgtc tgccagtgct gcggcctgct gtatttcagg
  3603241 gcgttcgtcg gattggctgt ccagcaacgg caacaagcgg tgtagttggg tagtgctcag
  3603301 gctgagcaac ggccaggcgg catcggcggc caataatgat ggcgaattta tcagcgctgc
  3603361 cattagatga accgagcgca ccgcatcagc attttcctgc aacgaggcat ccagccaggc
  3603421 acttttgatc agttgctgca acgcggcgga cagttggggt ttaccctgta ccgtgcgcgg
  3603481 caaagtatcc agataggcca gtaacccttg ccacaagctg tccatgtccc actcataacg
  3603541 ccgggcaatc accgtgatat cgccttcgcc ctgctccagc agttttaaca accagtgttc
  3603601 gacagtgatc tcggcatggg cgcgggtctg acacagggtg gcagcaccgg ccagtgcctg
  3603661 tgcgcaatag ggatttaagc ggcgtaataa gtgtgctgaa tgcgttgtca ttaagatctt
  3603721 ccttgtttgc gaaacctttg cgataccgga taagtaagcc ggtttcagtt ggcgttattg
  3603781 tcgcagtcag tttgcacacg gacagcgcac agggcccgga gcgtacacgt agtacgtgac
  3603841 ggtgccgagc actgcccagg tgcaaaatgg caagtaaaat agccagatga agctggcgtc
  3603901 gggcacgcta ccgcccatag ccatatcctg agtaaggaaa ccaaggccca taaggtcatc
  3603961 tgataaaatg tgtatgcgtt tagctgaata ctgatatgcc gatgctcagc taaaaacaca
  3604021 aaaaagcagg cggcgaaccg cctacttgcg gggttaccct aaataattcg tgttgcaggc
  3604081 agtcggcaat atcgctaacg cacctgcagc gcgaagaatg acgggtcact atgcggtggc
  3604141 gcgctcattc caagaatcgg aatgaatgat gttgccgtct ttaaaggtcc aggtgatttt
  3604201 ttcgtagcgc agttccacca gttccaggtg gttgtgcttc tctttcgccg gatctttcac
  3604261 gtcgtgcatt ttcggcgcaa ctttaaccac tttgacgttt tccagtttgg tgttgaaata
  3604321 ttcaacttcc tggccagcgt catcaatgcg gtaccatttg aactcggcgg ttttcagtgt
  3604381 ctgaccggtg gtcaccgctt tgtacaggta cggggtcgac gcatcgattt ctttggtgaa
  3604441 tacgaacggg gtgtggatac gggtaccggt cagtttgccg gtattgttat cggttgggat
  3604501 gtacaggtta tggtcctgtg ccacgatctc aatgctgcct tcacggcttt gcacatcaac
  3604561 agaacccttg atgtccgcac cgccgtcgtc tttcagccac agataaactg gaattgccat
  3604621 ggtttacttc tccatttctt gcgttgatac gtcactttca tcctgtgacg ctgtttttac
  3604681 atccggcccc tgacaggcat cagcctgcgg taccagactg atttcgaccc ggcggttgag
  3604741 cacccgaccg tcgggagtat cgttgtcggc gatagggcgt gtggccccgt aaccttgcac
  3604801 cgcaaagcag gtcggcgaga cgtcgctggt tgacagcatc cagtcccgta atgcttcggc
  3604861 gcgtttaagc gacagaatgt ggttggcctg cgcatcgccg gtgatgtcgg tgtgacccgc
  3604921 caccacgatc agccagccgg gtttggcttt gatgtcgatc agcgccgtga ccagcatttt
  3604981 ggtggacccc gcattcagcg tgaatttacc cacatcgaac agtgacaggc tgtcgagacg
  3605041 cacggttttc ggcgccggtg gcgcgggagg cggaggaggc ggcgggatgt agcttttgat
  3605101 cgccgccaac agcggcgggc gcagccgctc cccccgatat aaccccaggc ccagacgcag
  3605161 cggttcaccg ttgcggtacc cttcatcaag cagccccgca tcacggtgta ataccgccac
  3605221 cgcctgcgct ttcggggaat aatccgtcat cgccacgctg tggtactgac ggatatcaaa
  3605281 ggccacccgg tgcaacagtt gccggttctg ccaggcgctg ctgcacaacg ccaccatcgc
  3605341 cgccaacgtc agtaaggtga caccatggcg cagtacccga cggcgtgacg acaccccgct
  3605401 gccgagagga agcgctgaaa agacaaaatc cggcagcggt aaggcgtcat gggcggcggg
  3605461 cggcggtgga tgccaacccg ccacctgtgt cagcgtggta tgcgccgcca gccagtgctg
  3605521 ccacagcgag gcaggcaccg gatcggccag actggcaacc tgctgttgaa taatctgttg
  3605581 cggggcaagg gggtcaacat ccgcattggg tgcctgcaat accggcagca cctgtgcgtt
  3605641 cagccagtca tgctggctgc tgaacagcac cgcctgtttc agtcgttcag cctgtacggc
  3605701 acggctttcc gcacgctgcc agtcggccag agagcccggc gtcgagacgg ttgaccagag
  3605761 tgtcagcggc ggtgtctgct gctgtgacag ccagaccgta tcacgggcaa ccgaggtggc
  3605821 caccgtgctg ctcaggagca agggaacagg atggcggcta tcgcggcgca gttgcatcag
  3605881 ttgccagcgc agctcttgca gatcggcggc cagcaggcgc tcatcgcggc gttgctgcgg
  3605941 gttcacgacc atcatcaccg ccaactgagc ggcccattcc ggccgttgcc acagcagttg
  3606001 tcgggcaaac tgccgcaggg tgctgatatc atccacccgc agccagcagc cctgtgcact
  3606061 ctggtgtgac cgttcgcgac caaaccatga cgccagacca tcaccacata ccaacaccac
  3606121 cggtaagcga ctgttttcag gcagaagacc gttttcagtt gccaacccgg cgaacagcgg
  3606181 atcagaggat gcaccggccg cttgccgccc tgcccgcgac ccgcccagca tgcaaatcag
  3606241 caccacccat gccagcatca gccagcgccc ccacggggag agcggcagaa atgccagaca
  3606301 caagatgacc gccagcaaac ccgcccagag ccacaaccca cgttgccacc accgactcat
  3606361 tacaccggct ccggcagtaa ggtggctaac agaccggaca gccagtgatc aaggccccac
  3606421 cacaacagcg cgaccatcag cgcagccagc ccgagccgta ccggccagta acgcaaccag
  3606481 atccccaacc ggttgcggga ggcggcgctt gccaggatcc cacgtgatgg cgcgacactg
  3606541 aacgccggta cctgcacgct cagttgatcg atcagttgct cccgttcaga agccgccggg
  3606601 gaggcgtacc cgccgaggaa gcccaacatc aatacccggt gaaaacaggt cagtaccgcg
  3606661 cgatccggcg caggctcacg caacacggcg cgcatccgct cgtaaagctg gctaccggca
  3606721 tccagggtat tgaaaaaatg cgcctgtaag ggcgaatggc accacacgaa gtaggcatca
  3606781 tcctgtacac cgcgcccttt cacggtctca tccagcagtg cacattgggc gtatcggatg
  3606841 tgctggcaac tctgctcgct gtgaccggcg tctttcagcg cctgatggac acgttcaatg
  3606901 tccgccacac agcgctgcca gaatgcctgc ccttcgccct cggcacaggt taccccttga
  3606961 cgcaggctga tcacctgtag ccaggtgtcc tgcaacaggg cgtcaatatc cccgactggg
  3607021 gggtgttcgg ttaggtgagg attcatgcgc gtagcaccgc aaacagctcc agttggatct
  3607081 cacccagcgt accgggtaca tagaacacac aggcccccgt ctccatcatc tgcgtcgccg
  3607141 cagggtggct gagatcaagg gagaagtact ggttttccag ccgcaagggg atggcggctg
  3607201 ggacatggct cagcgggcgc agtgggatcc cactcagcgc aacattcacc acgttaccga
  3607261 cctcatccgg cgcaccggct ttacacaact gcgggaactg agtctgcaat tgggccgcgg
  3607321 gcaacgagga acggaccgac aggtagaaat cggccccttc gcgcagacga gggtcacgca
  3607381 gggtcgcgcg ccactgattg atacgcggtt catgaaccag ctcaatcgcc actacccgtg
  3607441 aagggaggct ggcttccagc agaatattca gcagggcaaa caacggggga aagacgcggg
  3607501 tcagttgttc atgctgataa accgggatcg ccgtcacttc gtgctcaagg gagaacgtca
  3607561 gcaggctgcc cgccagcctg gccagttcct gatacaggcg ctctggatga acctgcggat
  3607621 agcgctgaaa attccccaat accggttcgg cactgttaag ggcattgagc agccagaaca
  3607681 gcgacacatc cgcaacagca aaatcggcca tccgtgcatt gctctcccgg cgcatcccca
  3607741 tcagacgctg caaacgcgcc cgcagttgca ccatcaataa ctcaagctgt tcgccacacc
  3607801 aggcactggc ctgcaggctc agcatcggcg gaataaagcc cggatccagt gtccagcgac
  3607861 cttgcgcatc ccgcagcaaa cgcgccaccg ggcagacctg ataatcgccg ttttcctgag
  3607921 tgtccagccg cagggtcagt tggtggtaca tcaccgcgac ctgctttttg tcatcgccga
  3607981 actgattttg gacatcgcgc caggcctgac gatagcgtac cgggcgttcg ccccgctcat
  3608041 ccggctgcag gcagttaccg ccattggcat acagttgtgg tatcgccagc atcaccgtgg
  3608101 cgtcgctggc ctcggcgggc agactggctg ccagcgtcag cgtgggcggc agcacatcag
  3608161 cacactcggt atccaccagc acaccgtcct gaaaacgcac atgcaaacgc gccgctttca
  3608221 ggcggccctg tgccaatgca tccaattcaa aagtggcctg aagcacgccc cagggatgca
  3608281 tcacggccat ttgcgcaatg cattcattgg tccatgcctc ccaggaagcc tgttgttgaa
  3608341 attgttgcgg agacaccagg atcccgcgag cccacagagg gcgttcaatt ttcatcgtgt
  3608401 cgccgtttat gccttagcct ttggcatttg ggaaaccaat gacagattga cgtccatccc
  3608461 ttccacctgg aaatgcggca ccgcatacag cttgacgcgg aagaagccgg ggttgtcttc
  3608521 gatatcttcg accgtcactt tggcatcacg caggggatgg gacgcctgca aatcatcacc
  3608581 cggatcagtc atttccgtca ccagcccgcg cacccagttg ttcagctcca gcagacggcg
  3608641 atctttggtg gtgccgatgt tctcgcgctg gatcagtttc agataatggg caatgcgcga
  3608701 cagcaggaag atatacggca aacgggcgtt gatgcggctg ttggccgtgg catccgcggt
  3608761 gtcatacagc gccggtttct gcgccgagtt ggccgagaag aagcacgagt aatcgcggtt
  3608821 tttgtagtac gacagcggga taaagcccag attggcaaac tcgaactcgc gggtttccgg
  3608881 gatcatcacc tctgacggaa ttttgacctg attaccggta cccagatcgt acaggtggat
  3608941 cggtaagttg gtgaccgcac caccggcctg cgggccccgg atctgcacac accagccatt
  3609001 tttaatgaag cttttcacca tgttagcagc aaaggcaaat gaggcattgg tccacaagta
  3609061 gcgatcatga tccggccctt tcacctgctc aacgtagttg aagctgcgta ccggcaccgt
  3609121 gtccgggccg taaggcaaac gccccagcac gcgcggcatg gtcaggccga tatagcggga
  3609181 atcatccgag tcgcggaagg ctttccactt gatgtattca gcacggtcaa agtagttggc
  3609241 gatatctttg atggctgcca cgtcttccat gttctcttta ccaaagaact cggggccaac
  3609301 ggaaccgata aacggcatat gggctgccgc cgcgaccttg gagatattgc gcaataacgc
  3609361 gatatcttgc gggctacggt cgaactcgta gttggagata gccgcggcaa tcggctcgcc
  3609421 gccgggggtg tcgtattcct gaatataggt ctgggcgtat aaaccgcttt gtgagatttc
  3609481 cggggcatct tcaaaatcct gcaccagatg atctttactg atatccagca gctcgatgcg
  3609541 cacgttctgg cggaaatcgg tctgatcgat cagcgacttc acaccacgcc aggtcgattc
  3609601 cacccgctgg aaatcggggt ggtgcattac cgcgtccaac tggcggctga tttggtcatc
  3609661 cagtgcggca atatggccgt ccagcagggt tttatccagt ttttctactt tcttcgccga
  3609721 ctgcttcagc aggtctaaaa agacactgac ggcggcggta acgcgctcat cggtggtggc
  3609781 ttccgccagc gcatcgttgt tctggaacgc ctcgataccg gccagtgagg agaccgggct
  3609841 caggttgatt ttttcaaaca aggcggcgta aaccccttgt gccgcagggc tattctttaa
  3609901 tacggtcgtc gcagtaccct gcgcacggtt ttcctgtaca gacatcagca tgttcctttt
  3609961 cttctttcta atgacaagca gccaatcccg ggattaaccc tcttttggcg ccagggccgc
  3610021 cagttcagcg cgcagttcat cgctcaaggc atcgtctttg aggatatttt ccagctcacg
  3610081 gccgaaggtg gcgttgtcca gcagattgga tttaaggtct cgcagcaggt tgcgcatggc
  3610141 cagcaaggca cgcagttgcg gaatttgacg ggccacgttt tctggctcga aatctttcat
  3610201 gtcgttgaag gtcagggaga cggctgtatc ggtgttatcc ccggccagcg tgtccggtac
  3610261 agcgagtttc aggctcggtt ggaattcagc cagcacactg ttaaaattat ttttattgat
  3610321 attgagtttt tcacgttcag acagcgggcg ctgctcctga ccgttgctgt aatcgcccat
  3610381 caccaacaac ttcaaaggca gttcgacttt cttttgcgcc ccgccagtat gcaggtctaa
  3610441 tttgatgtta atgcgtgctt taggtatctc attttggaag cttgaagagg acatcaacgt
  3610501 tccttattaa gggaagggaa ttaaggaaat ccaccacaga gagaatgaat aaaaataatc
  3610561 tacgttacct ggcacagcat tcaccaccca cggattagct cagtgtgtat aaagtaaaga
  3610621 aataatattt atcgataacc ctatccattc attggatggc atgaaacagt ctctgacagg
  3610681 tatttctcac acgcatgagc agagcaataa aataccggat ggcgcagtct agaaacatta
  3610741 ttcgattaac gcaaatgcgt taaatgtaac agaatgcaac caaattcaat ttcaaaatac
  3610801 atagcatcca tatgatttgt aagaagtttc ttacgtggca ggtaataaca cactgttatt
  3610861 aaaggggtaa ttaaacagga ttaaaaccaa atgaggaatt tgggaagtga tttgtaggaa
  3610921 tatacctaca aattacctgt aaatattttt ctataaatga gatctaaaac gataatattg
  3610981 cctcgttgga aattagacaa atagaacact tattacttta gtaaatcagt aaagcattac
  3611041 taacataaac ataattgtta gataaatcag atcattgact aatacgagag tttaagtcat
  3611101 tgatgccaat gctgagttca ttatcccgag cattaacacg gctaataatg tagagaggta
  3611161 ataaattatc gggttcgatt atgtaggtca atacagtaaa taatctcaat ctaattgttt
  3611221 tcaagaaaaa cgaatatcag tgtcttttaa tgcgtcatat tttgcattta tcagacgtca
  3611281 tttcaataga caaacgcctc ccccagaccg ttccgaaatt aggtaaattt gagtagatac
  3611341 aaaaggtgat gataaaccgt ggcaggattg agtggccgag tgagtatggg aagcaattaa
  3611401 aattacgaag aatgcacact tattggatgt tggcgtaggg ctgcaacaca gtggcttgcc
  3611461 gcctgggact tgtcccaatg accccagttt ttgaggcgtt cactcgcatg cggccatcgt
  3611521 atctatctat ctgaaggctt tcagaaccag cgcaaaagga acgtcttcct tcctactatt
  3611581 tttttctctt catttttatt tccttatcac gatgtggtga cattcccagt attcatgttg
  3611641 taaaacacaa tgtggggaca ggttactgtg tttctatgct caacaatttg tatcttcata
  3611701 ccctattggc tgacgcggta ttcatattca agttgaaagc ttcggcaaca tgcctgacag
  3611761 cgataacgtt aatgcccacg gctccgctgc ccatgttttt ttcaccgagc ctgtgctgaa
  3611821 aaatcagata ttttacatca acattagcca taagaatcca tcagataaaa acgagtagtt
  3611881 tatctgatga acactatatt gaatacacgc tccatatttt tctagtcgtc aaaatgaaaa
  3611941 tatatccatt tactacactt gcccccatca atataactct gagagggtgc aacgagtacc
  3612001 attcaaagaa taaataacat actccacaaa gtaaaatcgc aaaactaacc ctgaatcttg
  3612061 tgaataaagt tataagtaaa acaggtgagg caatcaataa aaaataaaaa gatataaata
  3612121 tcatcccaac gcttctgtga gaagtaatat cgaacatact tatgtacaag gccgagacaa
  3612181 aactgtaact accaatcata ataattactg agataataaa aataattagt tttaacataa
  3612241 atttattttt gattccaaac accatattta tctaactcct ctttcgatat actttcctcc
  3612301 agaagcatcg cattgactac tattgatgac tccgtagttt ctactgatgg gccttgttgc
  3612361 cgacaaaact ccactgctca tcgagttcac agatgagcgc cacgtctaca tgagcgactg
  3612421 gcgaggacgt tattcgcttc agcaagagtt ttttaaagtg cggataacgg tattgatacc
  3612481 gatttttagc gttcttgccg tatcccacac acctgtgccg ctaaaggcta tatcaacgat
  3612541 ctgcccttta acttcgggct ttctggcctg ataagtgtag gtcagttgga atacagagcg
  3612601 gcactcacgg cagcggaaac ggctttggcc cttagggttc tgaccatgtc gataaaccaa
  3612661 agcagaatca caacggggac aatgaacgtt aatgcaagcc atgagcaaac ctcaaaaaat
  3612721 cgcattgtac atcaaattca accaattgga gtcattaccg aaattaatat tattcggcta
  3612781 tttttaattt atattcttta ccaaaataac ctttatctgc actactaaac aaggcaccgc
  3612841 tgactctaaa cgtaatatca ccagatatca caggaatgcc ttttataacc agttcatctc
  3612901 tacccggtgg tcgctctgga ttatccgatg ttaataccaa ccctgatcca actggcatcg
  3612961 attctccctt aaaagaagca atagcaccgc ctccccccgt tattctaagt ttagcataat
  3613021 agggttgtcc taacttacca tcaggtaagt tgttgggttc aacttcagcc tgcttcataa
  3613081 gcagaggatt aagcatcatc ccacaaccac caagagaaat tgccaataaa tttatcgata
  3613141 ttattttaaa aaatttattc atcataattt atgacatttt ttaacatgcc gcccccaaaa
  3613201 aattaacact ctaaaaaacc atctaacgct tatagattaa aggtgtagat ataaatacag
  3613261 ttatagtagc aataaaaaac ctcacccatt aaagataagg acctgagaaa gaacactccc
  3613321 acctaatgta tttttaatga cttctttgtc aaaaagaaca tctgcatgtc ttttatatta
  3613381 cttttcccag ttgggaaagc accaataatt cactgtcgta attttaatat taaagttacc
  3613441 tggtacagca ctcaccacgg taatggtcaa caaaaactga ccacggatta gctcagtgtg
  3613501 tataaactaa acagtcggtc atcgttggcc tcagagtaag gcgcttgccc ggtaagttca
  3613561 aagttggttg gcgcacaaag ccaacatcta cctacagggg cgcccaaaaa ccgccttaac
  3613621 tcaacgtcag cacccaagct acggaggcta tattgttcgc agaatgaagc accatcggca
  3613681 tcagtaggct accagttctg attctgacct cacacaggat cgcagaaaaa acgaatagcg
  3613741 aaacaaacgt cgccggatag agatattgag tgtgtaccag agcgaacaac agcgaggtga
  3613801 tcactaccgc cagcaaccgc cctctgcgac caaaaccaat tcccgcattc agtaagaacc
  3613861 cacgaaagat aatctcctcc gaaatcggag caaacacgca aatggttatc accagcaaaa
  3613921 tttgagtgaa agttgatggc tgtaataggc tttccaccca gggttccggc tggccgaaaa
  3613981 actgaaaaat agcggttaat cccagcaaag caaggcccgg aatcagcata tcctgcaagg
  3614041 ttattcttcc caacggcatc agtccaaacg acttctgata atgcttccac gccagtagcg
  3614101 taaaggggag ccagaaaacg atgtacagca gaggagtcgc catacctgag cgatatattc
  3614161 ccacatagcc aggaaacagc agcagggaaa atgaaagtgc aaaccatcct atccaaacag
  3614221 aaacacaagt cagggcatga gtaacccggt caatctttcc attcatcgta atattccgtt
  3614281 aattatatct gtgcatttgg taatagcggg tttaaatgat aaaactgagg gaagtcttaa
  3614341 ctgaagtagg atactaaccc aagcgataac acgcattctt cttggtaata cgtgcagcgg
  3614401 ctgacgcttt atgcatcccg ctgttttgag taatttcacc cagaagtcat gatgcattgg
  3614461 ttgtatgcct ataaagtaga tgataaataa ttccagccac aaattgcgcg aagaatactc
  3614521 gaatgcattt aatatggcaa tatgctaaag attagcctta gcggacggcg acgaaagcag
  3614581 aaattgacac attattcatt acaaaatcaa ttaattagaa caaaaaatcc aaatgaccat
  3614641 aaaaatcaga ctaataaact aagttaaatg attttttgtg gaatgattat ccatttgaat
  3614701 tggagtttaa ttttatttta tttataaaaa ttataattat cgatataaaa tattaaaaaa
  3614761 tcccgcgtct acaatttctt tacgctgttt attcttaacg gtattctttc aaattgagat
  3614821 catctcagat gtgaatataa gtagatccgt tttagttcca aacaattttt gagatctcaa
  3614881 ccgaataatt tcagatctta agcactcttc tctttggcat acatttgttc agccaacagt
  3614941 tttcgtcctc cagcgctttg agacacttca ctatagatgc ggccataccg ccaagcggga
  3615001 gtaacattta tagcgataac tgtttataga aacgatcgtc acgacacaat tcatcaacaa
  3615061 gcatatctgc cccagaatag ccataatttg gctctcgcta gaacgtgatc ttttcatcca
  3615121 aatcgcctcg attcatgcta cgagagaatt atacttataa acacacgttt tttcggggga
  3615181 attacccaat atcaccttat agtcaacaca gatggaaaaa tttagcgtgc cacttcacat
  3615241 agattaaatt atgcggcata agttatggta aagttaatgt agattctgag gttgggtaga
  3615301 cgtacttgtt tacccgttaa cggactccca gaactattag caatccaatt attccctaat
  3615361 gtgacaactt attttgtgat gatacaatac aatttaacat atgcacactg gcagtattaa
  3615421 atatcaggaa agataatgtt agaaattttc gatgtcagat acgacgagtt gaccgatata
  3615481 cggtctgagg acctgtataa attaaggaaa aagacgttta aggatcgtct taactgggag
  3615541 gtgaattgca gcaacggcat ggagtttgat gaatatgata attcggatac acgctatctc
  3615601 cttggtattt accaaggtca actaatctgc agtgtgcgtt ttatagaact tcacctgcct
  3615661 aatatgatca ctcatacctt caatgcactc ttcgatgacg tggcattacc taagaggggc
  3615721 tatatagaat cgagccgttt cttcgttgat aaaacccgtg ccaagttgct ttttggtaac
  3615781 cattacccca taagctactt attcttttta tcgattatta attactcccg acataatggc
  3615841 tacacaggta tttatactat cgtcagccga gcaatgttga ccatccttaa acgatcaggc
  3615901 tggcaggttg aggtgattaa agaagcacat attaccgaaa aagaaaggat atacttactg
  3615961 catctcccga tagatcggga caatcaagca cggctgcttt tacaggttaa tcagcgtttg
  3616021 caggatccat gttcagtatt aagtacatgg cctatatcgt tgcccgttat gccagaatcg
  3616081 gcttaataat ttccagttca acaccaagcc cgattgcctg ttttgcgtta attacaccca
  3616141 acttttttac cacatttcct atgtgatatt ttactgttct gggggtgata tttgtgatta
  3616201 tggcaatctc ttgataggtt tttcccatgc tggcccagta gagcacttca ttttctcgcg
  3616261 gggatagaat ggctttaccg ggcatacctt tcccctggcg ttcctggata ttcatatttc
  3616321 tttgactcaa tgtaagcatc ttttcatggg tttctatcag gagcatttgt agcctgtccc
  3616381 tatcattcaa cactctactt tctactccat tcagagcgct atcatccata atgagtgaca
  3616441 acattgccaa attattcatc gtatcgtgca gaacaaaagt gaaaccatta acaatgttat
  3616501 atttcttaga gagagtgaag atttttgata atttcagttc agaaaggaca gtaatatttt
  3616561 catcccaaga gaacggagag aaccgcctga aagcgatcag gacaacagga tctatattct
  3616621 ggtagttatt atttgtatag agttcagccc attcatttgg gtagctagtg acaatgaaaa
  3616681 tatcgcctgg attcttttta ttgatcacca tataggtata ttttggactg tcgtagatgg
  3616741 taagttttct gtcgatataa tcacgcagtg tttctattac ctcgttactc ctattgaaaa
  3616801 cagaatgcat tccctttctc catttactgt actaaggtgc aataggaaat tgcaccttag
  3616861 tacaactacc gcccccgccc catacccgtt cccgtataat ggatagagta agttgatgaa
  3616921 aaaacctagc tacttgagtc aggtgacaac aaaagtctag tcaataccag ggaaaaacca
  3616981 aaaataataa aggaaaatgc tacagaagtg cacctgtttc tgcaagtaga acttctgtag
  3617041 catttaatat aatgtctagc tcccctcaat ttttgctaaa tgtcttgcaa atattttcat
  3617101 tgtgattaat tgtccctcgc cccatgtcaa ttccttatct aaggtctgta tcattaatca
  3617161 gttttctaaa ctcagtcagt ttgttttttt agcaactgaa gataatatcg agcgtgaacc
  3617221 agactctcat cgtaaataaa taatttttac ccccaaatat tgtaattttg gtgcggtaat
  3617281 atgagtcatc catttgccac gaatcgcata aattcttaca gccttgttaa aatgaaacta
  3617341 aagtagatac aacgtgctga gttaaaggag acaaataatg ctaacacgcc ggaaattttt
  3617401 gatgatgagt gccggagcag gtcttttact ctctgtaccc atgttggctc gaaccggtgt
  3617461 tcagcctgca caagctgcca ccgccattac gcaagttttt ggtgacggga tccggctaac
  3617521 cgctgttgcg gtcgaatatc cgacagaagt cagcgctgaa gggctaaacc ccgccgactt
  3617581 tcatgttgaa gggcgaacag taaccggtgt atggaccagc acttctacta atccggcaga
  3617641 tatagcgccc tcaggacgct atatgattat agcgctatca cctgatgaca agaatgcaac
  3617701 gctggccgaa caggtgcagc caaatagtaa aaacaacagc aacaaatctg ccaatggaag
  3617761 aggcggcccc ggtaatgcag gcgatattcc tgcctatgat acggtttacc ggacagctca
  3617821 agccacggta ctgcgccttc cgtcagttca taccgccagt ggtgatacgc ttcccgctag
  3617881 cgagaaagcg ttgacaaccc aatatgtgga aaacttgatc gttgatgatt ttcagcagct
  3617941 tgagttttat gatgaaaaaa caggtaaaaa gctgaaatac aaccttttca tccccaaaga
  3618001 ctatagccct gataaagact atagccctga taaaaactat agccctgata aggcttggcc
  3618061 gctggtgtta ttcatgcatg atgctggcgc caccagcgat gttacacgca ccaccctgta
  3618121 tcaaggctta ggcgctattg cttgggcaag cccagaagat caggcacagc gcccctgctt
  3618181 tgttcttgca cctcagtatg aagaaatcat tgccgatgat gactcaaaaa catctgacat
  3618241 gctggacacc accattgatc ttatcaatgt actttcagag cagtacaaca ttgataagag
  3618301 ccgtatctat gccacagggc agtcgggtgg atgcatgatg acgatagcga tgaacatcaa
  3618361 gtatccggat ttcttcgcgg cctctttttt ggttgcgggt cagtgggatc ccgcgttggt
  3618421 gaaacctctt gcccagcaaa aactctggat tctggtttct caggatgata acaaagcctg
  3618481 gccaggtcag aatgccatca ttgatgttct ggaaaaagag ggtgtccaaa tcagccgtgc
  3618541 aatatgggac ggaacatgga atgaagagca atttcgtcag gcttttgaac aaatagaggc
  3618601 agaaaaaagc ccgattaact atgtggcatt tcgtgaaggc accgtgattc ctgaggggca
  3618661 atccaccgaa ggtgccagcg ggcatcgcaa tacctggcga attgcctata ccatctcccc
  3618721 catacgcgaa tggattttca ggcaacagcg ctagttgatt aacgagggct tacccaacgc
  3618781 cgcacgcttc tctttgatcg ttcgacagcc ctcacccttc gacaaaacga cgatttattg
  3618841 agcattaaag ccactctcaa gctattgcat aatcagcgaa tctactttta ggcaatagaa
  3618901 cattttgtca aaattgtccc ttccctatga taaatttcat gctaataatt aagcatgaaa
  3618961 tttatcattt tttttataaa aaaagacaat aaaaacacaa taaaaaatat attttcattt
  3619021 aattacattg attttgaatg gctatttttg aaggcaaccg aagggatgca ttagatattt
  3619081 acgacacgtg aacgttaatt taaccatata aaccaagaga ggtttatgac atgacaaaca
  3619141 aaataatgcc aaaagttaat cgcgaggggc gcagatcatt cttacaaaaa tcgattgctg
  3619201 tcgttgctac cggtgtagtg acccatgcat tctctgcgcc gaacattaca ttagagaaag
  3619261 ataccaaacc tcaacctgga acatgtattt tatctgttga acaaatggct ggcccatata
  3619321 ttaaaagtaa tatgccaata agaaggaaca tagcagaaaa tgaaaacggg gtgcctttac
  3619381 tccttaaaat aacagttatc gattcaaatt catgccgccc attagaatat tattacgttg
  3619441 atatatggca atgtaatgct cgggggcgtt attcgggatg gagttatgtt gaccctgata
  3619501 aagacgcacc aagtggagaa gttgcgagta tcaacagaac tgatgagaaa agttttttaa
  3619561 ggggctcaca ggtaactgat agtcatgggc tcgtcaggtt taccagtatc taccctgggt
  3619621 tttatgccgg gcgtgctgtt catattcatt ttgccattaa gccaccaaaa gcatctcctc
  3619681 aggaggtcga taaatactca tttattagtc agctttactt cccagaagag ttcaatagcg
  3619741 aaatagaaca acgggctgaa tattcgctta gaaaaatcaa aaggttaata aatagtgatg
  3619801 atgaaatatt taacgaagca aatggtgaaa atgcagtcct tgccgtgagt aaaatcaatg
  3619861 aaaatgacat taatgatggt gttttggcgg aaataacgat agcaataaat aaagatatct
  3619921 tgtctaaaag aattgaccct aaggatattt taaagatcac atagagccaa acacattcaa
  3619981 ttttattagt atctaaaatc aataaattag ttttttatga aagctatccc attgaacacc
  3620041 gtcccctttt acagtggcga aaaataacta caaagtatta tttacagctc aaggaaatag
  3620101 gatggcggat atcacgatgc atttgcaccc attgcagcgc agcccataag gtgagtagcc
  3620161 aacacctgct catcatcggg cggcgcgacc atcaccgcta acggaccaac ccacgccaac
  3620221 cgtttgtcac cgatgctggc cgggcagcgc cagttactct cccacagaat gggcggttgt
  3620281 tcgatgctgg caccacagcc agccactgat tccccccaac aaaatggcca tcatgaacgc
  3620341 cgcggctacc aactgtgact caccataaaa ttttgcgact accggcacca tcaatgcact
  3620401 catgccatag cccaatgtat ggctggtagc gatcacgccg gagcctttgc cagtagataa
  3620461 ccggtcgttc aacatcagtt ggtaacccgg tgtcgccatc gcggcgccga aagaagccag
  3620521 cgcacaacct agatagaata ataccagcgg ttgaacacac atcagcccca agccaagcac
  3620581 catgagcaag gctgccacta gcagcaactg aggtggcgta aaacgttgtg gacgaaccac
  3620641 cagaaactgt gccagcaacg tacaacccgc ggctatgcta agcaaaatgg ccacgtggtg
  3620701 gctcaccgtg gtggccgaat ggctaaacaa tcgacttaag tgaggtgcca ggccaagttg
  3620761 catcaggctg acggttgccg ctagcaacaa cgcgcacagt aaataaggca acatattgag
  3620821 gcgtaaacgg ttttgttgat gcaccactgg gggtaacggc gggtcattgt attggcgata
  3620881 caccaccagc agtgcgatca gtggtgcaat tgccatcagc cacagggggg ctatcgggtg
  3620941 tattgagagc gcgagggcgg cacacaatgg gccgagcaga cggccacagc tcagccccga
  3621001 actgatggtc gccagcgccg ccatccgttg ctcataaccg gcacgctgta gtgcccaggt
  3621061 ctggctagcg ggcaccatac cagagacggt caggccataa ataatacgag ccacgattag
  3621121 ccagcccaga ccggccattt ccgataacca ccctgctgac aacccccaca ccgccagcgc
  3621181 caataaaaca aagctaagca agtaacctgc cagtgccatg atgacaacaa atttgcagcc
  3621241 acggatctcc gattgccggc cccaccatgc cgatcccact aaaaatagca ttgagccaag
  3621301 tgtcaataga cccgcccaca ccgacaatga cagatgagtg cggcttacca ataccggtaa
  3621361 caccactaat aaaccgtttt gcccgatgcc cagtaaccca acgcagaacg ctaaaggcca
  3621421 atgggtagac gatgtaagcc cgcttgagcg agcgtcagac tctgaggata tgcgcattaa
  3621481 aagtaaatta accgttaata aaagtgtggt tttttgaagg agatttattg aaaaattgta
  3621541 tcatattcca attgataatg ataaccacta ttgatataag aatcgttctc aatggattaa
  3621601 taagcgacat gacatcatga ctatcccagt agaaacctta gcaaccgatg tggctgctca
  3621661 atgtttcctc aacgcgctga ttcgtgaaac ccaggactgg cagatcgttc cggcagcggg
  3621721 ccaccaaccg tacccacaac tccacattcc tctttcttct tcacacgcta tccacattgc
  3621781 cttatgccat atctccccaa cacagcatca tcactatctg ttccctgcct acctgcatca
  3621841 gcagggtaat gataggcagg atgatgacac cccggtaaaa ctcgggatcg aacagttggt
  3621901 gacgcttctg ttggagaagc caacggtaaa aggtgagctg tctgatgatg tggttgctcg
  3621961 tttccgtcaa cgggtgctag aaagtcatga taatactcag caagcgatta atattcgtct
  3622021 ggattggccg tcattacgcg ataaaccact taattttgcc caggcagaac aaggattact
  3622081 ggccggccat gcctttcacc cggcaccgaa atcccatcaa ccttttaatg aaaaacaggc
  3622141 ccagcgttat ctcccgattt tgcctcccgc ttcccactac gctggtttgc agtcgataaa
  3622201 cgctacctgt gcggcgatag cctaaagcta acgctacaac accggctgca acgctttgcc
  3622261 agcgaaagcg ccccacaatt actcgcgcat tttaccgatg acgtttggct gctccccatg
  3622321 cacccctggc aagccgatca cctattgaaa caagactggt gccagcaatt agtacaacaa
  3622381 aacgcgttgc atgatctggg cgaagcgggt gaacgctggc tacccaccag ctcttcacgt
  3622441 tcactgtaca gcccgtcaaa ccgcgacatg gtcaagttct cactcagtgt gcgcctgacc
  3622501 aactcagtac gaaccctgtc ggtaaaagag gccaaacgcg gtatgcgctt ggcacgtttg
  3622561 gctcaaacgc cccgctggca agagctgcaa gcgcgctacc cgactttccg tgtgatgcag
  3622621 gaagatggtt gggccggttt gcgttcagcc gatttcactc ttcaagaaga gagtctgttg
  3622681 gtgctacgtg acaacctgct attcagccaa cccgatagcc agaccaatgt gttggtcacc
  3622741 ttgacacaag ccgcgcccga tgggggggac agcctgctgg ccagtgctgt gcgtcgtttg
  3622801 gctgcccgtc tgaatctgcc attgcaacag gccgctttct gctggctgga tgcttactgc
  3622861 cagcacgtct tattgccact gttcagcacc gaggctgact acgggctggt gttgttagcg
  3622921 catcagcaaa atattctggt ggagatgcag caagatctgc ctgtcggtat gttgtaccgc
  3622981 gactgccaag ggagcggctt tacccagagc gcgctgccgt ggttggcgga aattggcgaa
  3623041 gccgaagcgg aaaatagctt tagcgaacag caattattac gttacttccc gtattacctg
  3623101 ctggtgaact ccagcctcgc ggtaacggct gccttggctg ccgcaggttt cgacagcgag
  3623161 gaaaatttga tggttcgtgt gcgtgacgca ctcagcgccc tgcgtacttg cgccaaaaac
  3623221 accttatgtc tggattacgt acttgatagc ccacattggc actgcaaagg taatttcttc
  3623281 tgctatctac acgatcacaa cgaaaacacc atcgttgatc cggcagtgat ctacttcgat
  3623341 ttcgttaacc ctctgcacca gggggtgatc catggggcca cacgctaagt taatacactc
  3623401 cggtggcagt ttttactgtg aacatctggg aaaggcgctg actctcggtc tgggacttga
  3623461 tggcagtgcc gtactgcact tgcctgggcc gttaccgcca ggttggttgg tgcaagcact
  3623521 ggatcaactg ttcatcgccg caccgcagtt gacgggtatt gccttgccgt atgccgagtg
  3623581 gcgcgatgca ccacaggcga tggctctgtt tgccttgatc agcagcgact atgtggcacg
  3623641 ggagatattt tatcagttac cgctgtggct gggtgcagaa cgcaaccgaa ctgcgggtca
  3623701 gatgcaatat gataccgagc ggcatctctg gtatccgcaa cgcccgcccc gcccagacgg
  3623761 agaagtctat cgccgcttcg atcccaacat caaacgtacc ctgagtttcc ggttaccaga
  3623821 agtcgatcac gatgcccccc agttcacccg ttggatgaac tcaccgcgcg tggatgcctt
  3623881 ttgggaaatg agcggcccac ttgacgtgca ggcggcttat ctgcaacgcc agttagattc
  3623941 cccctattgc tacccgctgc tgggatgttt cgatgatcaa ccattcggtt atttcgaagt
  3624001 gtactgggcg gcggaagacc gcattggccg ccactaccgt tggcaacctt ttgaccgcgg
  3624061 tttgcacatg ctggtcggtg aagagaactg gcgcggcgcg caatatatac acagttggtt
  3624121 acgtggactg acgcattatc tgtatctgga cgaatcgcgc accacgcgcg tagtggcaga
  3624181 accgcgtatt gataaccagc gtttgttcca ccacctaccc gccgctggct accacacctt
  3624241 aaaagagttt gatttcccgc ataaacgttc gcgtctgatt atgaatcaac gcgccgattt
  3624301 ctttcgggag ggtacacgat gatcaccacc gattacgcta actggcagca ggttaatcgc
  3624361 cacatgatcg ctaaaatcct tagcgaactg gaatatgaac gcactctgca tgctgaatta
  3624421 cacggtgaaa cagggcgcat caccttgccc ggcgcggttt acacctttaa cggcaagcgg
  3624481 ggtatctggg gttggctaca tattgatcct gccacgctgc gctgtgaggg tgtgccgctc
  3624541 gccgctgacc acatgctgcg ccaactggcg ctcgtgctga agatggacga ttcgcaggtc
  3624601 gcagagcacc ttgaagattt gtacgccaca ctgcgtggag acatgcaatt actctccgct
  3624661 cgccacggta tgagtgcgga agcgttgatc gcccttaatg atgatgccct gcaatgcctg
  3624721 ctggccggtc acccgaaatt tatcttcaac aaaggccgcc gcggctgggg cttaaccgcc
  3624781 ctgcaacact atgcgcccga atatcagggc caatttcgtc tgcattgggt cgcagccaaa
  3624841 cgcggcagct ttatctggtg cgtggatgcc gaatacccgt tggacaactt gctcaacagc
  3624901 gccatggacc ccgccgaacg ccaacgcttt gatcgccgct ggcgtgagtg ccaattgaat
  3624961 gatgattggg tcccggtgcc tttacatccg tggcaatggc agcaaaaaat tgccttgcac
  3625021 ttcctaccac aacttgccga gggtgaactg atcgaactgg gtgaatttgg cgatcactat
  3625081 ctggcgcaac aatcgttacg cacattaacc aatgtcagcc gccgtgtgcc atttgatatc
  3625141 aaactgccac tcaccattta caacacctct tgttatcgtg gcatcccagg caaatacatc
  3625201 agcgcaggcc ccgcggcttc gcgctggttg cagcaagtct tcgcacaaga ccgcacactg
  3625261 catgaaagcg gggctgagat cctcggtgaa cccgccgcag gttatatgct gcaccagacc
  3625321 tacgccacac ttgccaaggc gccttatcgc tgccaggaaa tgctcggtgt gatttggcga
  3625381 gagaatccgt cctgctattt gcgagagggt gaacatgcca ttttgatggc gacgctgatg
  3625441 gaaaccaaca atcagggtca tccgctgatc gcggcctata ttgcacgttc ggggttaagt
  3625501 gctgaagcct ggctggagca gatgttccgt gtggtagtgg tgccgatgta ccacctgatg
  3625561 tgttgctacg gcgtggcgct aattgcccac ggccagaaca tcactctggt aatgaaagac
  3625621 catgcccccc agcgcatcct attgaaagat ttccagggcg atatgcgtct ggtcgataaa
  3625681 gattttccac aagcggcctc gctgcctaac gtggttaaag acgtgactgt gcgcttatct
  3625741 gccgactacc tcatccacga tctgcaaacc ggccattttg tcaccgtatt acgctttatt
  3625801 tcaccgttga tgcaggcttg caacctgagc gaataccgct tctatcaact gctggcacag
  3625861 gtgctggagc gctacatggc gcagcatcca gatttggcag accgctttac cttattcaat
  3625921 ttatttaaac cacagattat ccgtgtggtc ctcaacccag taaaactcac ctactcagag
  3625981 caggacggcg gcagccgcat gttgcctgat tatttgcagg atctggataa ccccctttat
  3626041 ttggtcacca aggagctagc ccaatgaatc agcctctgga tttcatcggc attggcatcg
  3626101 gcccatttaa cctcagtatt gccgcacttg gcagtgaagt ttctggcttt aacagtaaat
  3626161 ttctcgaacg taaaccgcac ttttcctggc accctggcat gatggtgccg gactgccata
  3626221 tgcagacctg cttcctgaaa gacttggtca gcgcagtctc cccgactaac acgtacagct
  3626281 ttcttaacta tctggtgcag cataagaaat tctaccgttt tctgaccacc gagcaccgga
  3626341 ccgtttcccg tgaggagttt gcggactacc tccgttgggc cgccagtggc atgagttcgc
  3626401 tcgagtttag ccaagatatt cagagcgtgg actttgacga ccagcagcgc cattttgtcg
  3626461 ttaccacccc gcgtaatgtc taccacgcgc gccacgtttg cctggggata ggcaaacgca
  3626521 tcaaattgcc agactgcgtg accgagcaaa atgaccgctg cttccatgcc agcgaaatgg
  3626581 cactgcgtaa tccagatctg accggtaaac gcatcaccat tgtgggcggc ggccagagcg
  3626641 gggcggacct gttcctgaac atctttctcg ctgcatgggg gcagccaaag cagctgaact
  3626701 ggatttcacg ccgtaacaac tacaacgcgc tggatgaagc cgcttttgcc aatgagtact
  3626761 tcatgccgga atacgttgag agtttctaca ccctgaacga cagcgccaaa cagcatatgc
  3626821 tggcagaaca gagaatgacc tctgacggca ttaccagtga atcactactg gcgatttacc
  3626881 gtgctatgta ccaccaattt gaagtgttac atgaaaaacc gtgggcgcgc ctgctcccca
  3626941 gccgctcact gaccaatatg catacgcgcg gcaacggtta ccaattactc acccatcacc
  3627001 atctcgatca aggcacagaa acttttgata ccgatgtggt aatcttcgcc acgggttatc
  3627061 agcaggatcg accggcgttt ctcgatccat tagctgatcg tctgcaaacc accgccgatt
  3627121 gccagtacca agtggctcca gattttgtcc tcgactggca aggcccgcgt gaaaactgct
  3627181 tgttcgccgt gaatgccggt atgcatagcc acggcattgc cgaacctcag ctcagcctga
  3627241 tggcttggcg atcagcacat attctcaacc gggctttagg gcgcactcag ttcgatttaa
  3627301 cttccacccc ggcggtgatc caatggcgca gccaacagtc gggtgtccct gcccacccgg
  3627361 aacatcccgt gctcaactgc atcgacattt aaatacggca ccaagcgtca aaatataaca
  3627421 ggcgaatttt aacgccatag accaatattg ggagaaagtc acaatgaaac acaaacacct
  3627481 ctgggtatta aatccgtgtc tgctggtcat gctcacacca gcggcgtggg cagaggatca
  3627541 acttgtggtt tcagccaacc gctcacaccg cagcgtggca gaaatggcgc aaacaacttg
  3627601 ggtgattgaa ggccaggaac ttgaacaaca agttcaaggc ggcctggaaa tcaaagacat
  3627661 cttggctcaa ttgatcccag gtatcgacgt cagcagccaa ggccgtacca actacggcat
  3627721 gaacatgcgt ggccgctcaa tcatggtgat gatcgacggc gtgcggctga actcttcacg
  3627781 tagcgacagc cgccaactcg attcgatcga tccgtttaat attgcacaca ttgaagtcat
  3627841 ctccggtgcg acgtcacttt atggcggggg tagcacgggg ggcttgatca atatcgtgac
  3627901 caaaaaaggc caggaaggaa aacaggttga gttgcaaatt ggcggcaaaa ccggctttaa
  3627961 cagccataac gaccacgatg agaacatctc ggccgccatg agtgggggga ctgagcgcgc
  3628021 attcggccga ttctctgttt cttatcaacg ttatgggggg tggtacgacg gcaaaggcaa
  3628081 tgaggttttg atcgacaaca cccagaccgg cttgcaatat tctaaccgtc tggacgtgat
  3628141 gggcacggga accctcaata tcgacgaaaa ccagcaattg cagctaacca ctcagtattt
  3628201 caacagcgaa tccgatggca aacacggctt gtatctgggg caaaacttct cagcagtaac
  3628261 gggtaccggg caggcctcca acagcgcagc gctaaattca gaccgtattc cgggtaccga
  3628321 acgccatctc atcaacttgc aatactccaa cacggatttc tgggggcagg atttagtggc
  3628381 gcaagtgtat taccgtgatg aatcactaac cttctaccca ttcccaacac tgaaagatgg
  3628441 caaggtgagc actatcggtg catcacagca aaaaaccgat ttctacggca gtaaactgac
  3628501 attgaacagt gaacctatcg atagcctaac actgacttac ggtatcgatt tggaacatga
  3628561 aagtttcaat gccaatcaac agttctttaa tctggcgaag gcacagcaat ccggcggcat
  3628621 gacgttagaa aatgcctaca acgttggccg ttacccaagt tataccacca ccaacctggc
  3628681 tcccttctta caaacccgct atgacatcaa cccgattttc actctgagcg gcggtgtgcg
  3628741 ttaccagtac acagagaaca aggttgatga ttttgtgggt tacgcacaac aacaagcgat
  3628801 tgccagcggc tccgcgactt ccgctgatcc cgtacctggt gggaaaacgg attacaacaa
  3628861 cttcctgttc aatgccggtt tactggcgca cctgacagaa agccagcaga cctggttcaa
  3628921 cttttcacaa ggatttgaga tcccggatct ggcgaaatat tacggttctg gctcctacac
  3628981 gctggttaac ggtcactatc agttgcaaaa cagtgtcaac gtgaatgact ccaaactgga
  3629041 gggcatcaag gttgattcct atgagctggg ctggcgctat accggcgata acctgcgcac
  3629101 ccaaatggcg ggttattact cgctttctga tcagactatc tcgatcaaca aaacagacat
  3629161 gaccatcaat gtgttaccgg ataagcgccg aatctatggg gtagaaggcg cagtagatta
  3629221 cttcttcgat aacagcgaat ggagtgccgg tgcaacattt aacctaatta agtcggaaac
  3629281 taaggttagc ggtaagtggc agaaactgac tatcgatgct gccagcccgt cgaaagccac
  3629341 cgcctacatt ggctgggcac cgggtgattg gaatctgcgc gtgcaatccc aacaaacgtt
  3629401 cgatgtttcc gatagcaagg gtgacaaaat agacggttac aacaccatcg attttctcag
  3629461 tagttacgcc ctacccgtgg gaaaactcag tttcagtatc gaaaacttgc tggacaaaga
  3629521 gtacaccacc gtttggggtc agcgcgcacc gattctgtat agcccaacct acggctcacc
  3629581 caacttatac agctataagg gccgtggccg gacttttggt gtgaactact cagtgttgtt
  3629641 ctgatagata gtgttgttct gatagagacg ggcgttatct cgtcttccgc ccgttcatca
  3629701 cccatcaata attaaggggc tttgcgcaaa attaagacat tgcgcaagcc cctataattt
  3629761 gtttatggca attcgcttat gacaatatcc gtttacgaca atcctatcgt ttattactac
  3629821 aaacgcgtta attaagaccc tctcacacca tagcggttta ttctggcggc tttaatccat
  3629881 tcacgcccta ctgagaatca ctttatttgc ctactgaaga gtggaatctc ccttgtttca
  3629941 gttcttcacg aagaattgca tgttcatctt cggtaaattt atatttacgc ataatgagga
  3630001 tacgcaccac ggcacccacg gcgggcaaca gagaaataca gaaaaatagg ccattcaatg
  3630061 tccatgtcga ttgggccaca ttaggcatat atcccaatat tgacaggatc aggccagaga
  3630121 caccgccagc aacagcgacc gacaatttac cgacaaaagt ctgtccggag aacgtgatgg
  3630181 ccgcgcagcg cttaccggtg tgatagtagg aatattccac agtatcggca atcatcgcgg
  3630241 aaataagtgg attcgtcatc atgaagatgg cagtgatcac ggttagccat accatgactg
  3630301 acacgacatt attataaccg gtgaaccaga aaccaacgcg agcgatgatc tccaacacac
  3630361 ataatgtaat gaacaaatct cgtttcttaa aatggcgggt taagaatggc gttcccagac
  3630421 aagctaaagc acaggtgaat gtaattaagc cgataacaga aaccagctca gcatccccca
  3630481 tgttataagt gaaaaagaaa atataaaaag tattcacgat gttagaaaac acattcatga
  3630541 aaaaggcgct aagaataaaa aatagcggct tattttgcca gaccacaata aatgtctgct
  3630601 ttagcgtgac cttttccgtc accgtgacgt tgacgcgttc ttttgtatta aagaacccat
  3630661 tcaacatgag tatcaccccc aaaaccatga ggataacaac acccgcaaaa taaccacgat
  3630721 cagcactgtt ctcagcaaat aacccgctga tataagggaa taaaatcatc gtagcgccga
  3630781 tacccgcatt cacgcccaac atcgcgcagg tcgctgtttt agctcgctct tgcggttcat
  3630841 ccgtcatcac ggtgctcatt gaccaaaacg ggatatcaga gagagcgtag agcgtccccc
  3630901 acaggatata agtcacacct gcgtagatcg ttttagtcat caagctggct tcgatattat
  3630961 aaaacgcagc gaccgtaaca aggaaaatca agaagggagt aaacagcaaa tatgggcgga
  3631021 atttcccgcg ccgcatatta atagtatcca ttacaccggc aattaatggg tcatgtatag
  3631081 catcccatac cctggcaatt aaaaagatca tactggctgc taccggcgag atccccataa
  3631141 tgtcagtata gaaaaagaga ataaaagtcc caaccaaccc aaaactgaaa cactgcccca
  3631201 tcccataccc aaaataagac gccagctctt tcattgggat tttcatgcct gaattgttca
  3631261 tatttatttt tagcctttta tccccttcgt ccttcaagct acagaggtgc tggctgtcca
  3631321 ggctcatccc agtcacttag ttctctaagc tcctgggaat ttactcggtt gccgcctacc
  3631381 tgcatctcga agtcacttgg gtatatatta tgtaaggtac agataaattt ttaatgcccg
  3631441 ccacagcccg atatgtcact gaggttgcta tggcagagca ggctatattt atgtattttt
  3631501 cagggctaac gcctttagca gttccatttc agaggggtca taagcggtac cctcctcatt
  3631561 aaaaacatca tggaaccagc gggacgcata gtcattatcg gtacgtttaa tttcaggcca
  3631621 tggaatatga gtttgagtcg cgcctttgac taacccccat tggtagcaac caataccttc
  3631681 agcgttaaac aaaggtaact gttcatgcat tttcgattcg gcatgacggg ccaaccattc
  3631741 ggtacacagc attgggcgct tatattcttt caaaaggcca atcgctttgt tcattaaatc
  3631801 taatggtaca taggcatgga aggagatgat atccgataat tccaaggcac gtatatccgt
  3631861 cggatgctga taaataggtg caccgagatc cagaatatta gcaatatgcc acgcgcccac
  3631921 cgtgagtggc tgtgtcgggt tgacctcccg tgcccacata aacgcttttt ccattaactg
  3631981 gtggctatat tcttccagcg ccggatcaaa agcgtcttca cccgctaagg tgaaaatcat
  3632041 acggttggtt ggctcgttgt agagatccca tatcacgatc cgttcatcgt gagcgaaatg
  3632101 accaataatc tctttgagat accgttcaac ctgtccccat aaataaggct gcatgaccac
  3632161 attgcgacca gggctggcgg cagcctgact attatgcaaa ccgggaatag gttgtttttg
  3632221 ttgcccgata aaaggatggt caccagaaaa gccacaatca tccattagcg ttaacatcac
  3632281 tttgatgtca acacgttggc aaatatcgag aaaatgctca actctagtca ttaatccatc
  3632341 aggatcatgc tgccagacaa caaagggcaa attggtccgc agtgtgttgt accctgcctc
  3632401 agcagcccat tgcagctctt gagtcataca agccggatcg aacgtatcct gttgccacat
  3632461 ttcagtccag ttgacggcgg tacgcggtaa atagttaaaa ccacgcaacc acccctgctg
  3632521 tttatgccat tcccatgact tttcttcaga ccatttgctc ataattattc tcatctaata
  3632581 agtagccaca tcatgaccaa tatattagct aataaactaa tatcaaacag tcatcgcatc
  3632641 aaaagtgaca cacatcacga aattattttc agcaaagaag gcaaatgaat aaagatcaat
  3632701 acgttatatt attcttattt tgtaaagcat cgctaaggca tccgaagacg gaccgaatga
  3632761 gtgagatatc agcccggcag cccctgatga acagtcctgc tagctaaaat ctgttagtat
  3632821 aaaaaaagat gaaatatagc cagtatgagt aaaatatgaa taaaaaaacg aaagtgacta
  3632881 tgagccacat tgcggccaaa gcgggagtat cacaatcaac agtttcattg gtgctaaacg
  3632941 gctcttacag catcaaactg gcagatgaca ccagagaaaa agtcctgcgt attgctcagg
  3633001 agatgggcta tgtccataaa gccgtggaac ggcccattgc cagagataaa atagcattaa
  3633061 ttattaatgg gctaataaac catgatcctt tcattgaagc gatcagtgct gttcaacagg
  3633121 cagcctggca acacaacaag ttattggcga tttttgatca ggaaaatgaa ccagagcact
  3633181 gcgcagcact tgaagaggaa atctgtcgag gaggttatca gggggtaatt tacgcctctt
  3633241 gcatgactag ccagttagcg ccgatgtttc gtaatctgtc catcccaatg gtaatgctga
  3633301 atggttattg ccctgagtta cctgatgttc cctgtatttt acccgcagat aaaattggcg
  3633361 cttataaggc taccagccat ttattgcaac agggatataa acggattgcc attctggctg
  3633421 gcgaactgtg gatggatgcc gccaacgacc gtattagtgg ctaccggcag gcactcatca
  3633481 accatgatat ttgccctgat gaaggttata tccaggtgac aaactggtca ttgaaggaag
  3633541 cgtataaaaa aacactggaa ttgctggcac tcactgccag accagaagcc attttctgca
  3633601 gtagtgacta tatagcactc gggtgttatc aggcgatttt gtcacaaggg ttgcgcattc
  3633661 ccgatgatat cgccgtcgtg ggctatgata atcaaagtat ttcttccgaa ctgtcgccag
  3633721 aattaagctc agtaaactta ccttacggtg aaatgggcga aatggcgctg cataccttac
  3633781 tcaacatcac gcagcagcaa cccttgctgt cattgaaaat gaaggtagaa ggcgagttgg
  3633841 ttatccgaca gtcttcaata agaccagaga aatagcctac cccgcgccag cctccattta
  3633901 attgggcacg gctcctaatt gagaataacg cctcctctca attgagaaca atgcccacgt
  3633961 tcaattaaga acagcatccc ctcaattgag aacaacgctt aattgagaac aacgcttaat
  3634021 tgagaaaaat tcttaattgg gtgcaactct caaaattaac attttttact aagccataac
  3634081 gaattgctca tttattatac taaaaaacaa acgcaacgat ataaccccat gaggttcacg
  3634141 tgatctaacg ataaaaaatg aggatacttt gttatggctg acgcaccttt atcgactgct
  3634201 gcaccgccct caatctccag gcgtaattta gcgattctga ttactgatat tctgctattt
  3634261 attcttctac ttaacgttct acctttcgac actaacgcca atcgcggcct ggccatcttg
  3634321 gcctttattg gcatcctctg gctgaccgaa gcccttcacg tcacgatcac cgcgctgttg
  3634381 gttcccctga tcgccgtggg tacggggcta atggacgtta acacggggtt gagatccttc
  3634441 gctaacccca tcatctttct attctttggt ggctttgctc tggcaacggc actgcatatt
  3634501 caaggtctgg ataaactgat tgccaaccgc ctgctacttg cggcgaaggg gcaattgatg
  3634561 gttgcggtgc tgatgctgtt tggtgccacg gcattagtgt ccatgtggat tagtaatacc
  3634621 gcgacgacgg cgatgatgct gccgctggca ttaggtgtca tcggtaacct gaacctggaa
  3634681 cgagaacgta atacctatgt ctttattctg ctgggtattg cctatagcgc cagtatcggt
  3634741 gggttgggta ccttggtggg gagcccgcct aatgccattg cagcggcaca gttggggtta
  3634801 gattttgtcg gttggatgaa atatggcact cccgccatga tcattctgat gccactaatg
  3634861 gtggcgacgc tgtacgtcat tctgcggcct aatcttaagc atcattttga tatcgaactg
  3634921 gagcaactgc cttggacggc cgcacgcaga atcacgatag gtattttcgg tatgacggtc
  3634981 attggctgga ttttcagcag tcaattgagc caaatgctcg gtggggtgaa acagtttgat
  3635041 acgctggtcg cactgagtgc agtcgtcctg attggcatta gcggcgtcgc cagttggcgt
  3635101 cagattcagc aaaataccgg atggggggta ttgctgctat ttggtggggg cttgacgtta
  3635161 agtgttattc tgcgcgattc cggtgccagc gccgtcatgg cacaaggcat tgtctccatt
  3635221 tttggtgcct atcactggtt tattattatt ctggcagtag cgacttttat catcttccta
  3635281 accgaactta ccagtaatac agccagtgcg gctttgctcg tgccggtgtt tgccactgtc
  3635341 tctgaggcgt taggtatgcc accgcttctg ctcaccatga tcattggtat cggtgcgtcc
  3635401 tgcgcattta tgctgccggt cgccacgcca ccaaatgcca ttgtttatgg tacgggtttt
  3635461 atcaggcaac ccgagatggt gaaggttggt ttttggttaa atatcatctg catcatcgtt
  3635521 gtctcgctgt tagcctggta tctctggtat taagcgctga acctggcggt acattacgcc
  3635581 gtcagggaat taggcccctg catgggccta atttatgggg caatgacaaa aggcgcgctt
  3635641 atcggtgatc aggtctggca aaaaggggga ttacccgcca ccgatttaat attccctatc
  3635701 gggtaatttg ttaaatcgca gccataaatc ggtcagattt tgaggtcagc agcggtcagc
  3635761 agcgtttctg aacccatcaa aatgatgcgc ttcacggcat catcactcag tgtctgtggg
  3635821 gccgcatata aagaatggta tcccttgggg aagctcggaa cggtaaactc ccgcataatc
  3635881 cgctgctcta cctggctgac ccctccttct agcatctcct gtgcatgaat cagaatatga
  3635941 gtacgtaaac agcgccgctt taactggtta ataaatccag gtaagacttg tgacaccaga
  3636001 ggatataggc aggcctcagc aataaagaac tcgccaatca acagccgctc ggtactgaaa
  3636061 ttagccgtgc cggagacaac tttctggcta tccagatttt tcaaagtaag atgatttttg
  3636121 cgtatttgca ggtagaaaaa cggcatgttc ccttgtcact catggtactg atatcctaat
  3636181 atttggggca tgtgctcaat atttttgaat atccattatt tggaacctaa gtattgcgta
  3636241 attgtttgcg gagtgcaatc tataaggctc tgttgagaat agtctcaaac agaatgtctg
  3636301 ataagcgggg gagttatatt ttcaggcacg ctaagtcagt aaataacgaa tatcacatca
  3636361 acctaaaaat aataaaatcc attcagtctt ccataaaaaa ctagcgaaaa ccgttaagct
  3636421 tactaagcta ataatcatca gatgatgact ctcaatataa accatcactt agcttataac
  3636481 cccccactcg ccaggcttca atcgttaata ctgcatcatc ctccgtgagg gtataaactg
  3636541 cgatagcgat ttttctgcct caaccaatta aaaaatcaca cttttaataa atcatttttc
  3636601 acactgtgaa atataaaaaa tcaacgaaaa ctgacattaa ccaactggaa aatttaattt
  3636661 aaatagttcc aattggttta caaaatcaat cacaattcac tttttacgct tgctaaaata
  3636721 ccatataatt tatttctatc ttcaagtgaa atacctaaat tttccatctt atcaatagag
  3636781 cgttgtaaag catccaaaaa taaattggct cgttgagaga aattaccatt taaaaattca
  3636841 ttgtggtcta tcttcaatct aaactctaac acttttcgtt taatatgccg tttagcaact
  3636901 tcatctgccc agtttttact atcacgaatc atgacaataa aagcccattt gtcataatca
  3636961 tgatcgaacg taatttcatc aagattgcta ttaacttgct tctctatgaa aatcctagta
  3637021 tctctatata actcagcaac atctatatca gcctctgacg atacccataa tttaataatt
  3637081 taataattta ataatccgac ttgttcaatg atgggcgtag accaccatta ttatctttat
  3637141 attctcatgt tgccaagcat gcatatcttt cttagaacca ctggcttcga agaacatatc
  3637201 aacattattt tcatctaaat acttctgaga gtatctcttc tcaccttgag ttgtttcacc
  3637261 atatttcgta acatcaccga aatcacgatc acgcaaagta tacccttctg ctggtttatc
  3637321 agtatcatgg ctatttccat gtgctgaatt acaagatttg tttttttacg cccaggtttt
  3637381 ttcgcaaact gaccattatt tctacgtttt ttccacaacc ccagcggatc cacccatccc
  3637441 agtgtattca ccgcaaactg gtacggattt aatccgcctt ttaaccctat tgggtcctgg
  3637501 ctgataaaca caccgcaggc cggatcataa taacggtagc ggttataatg taaaccgctt
  3637561 tccgtgtcgt aatattggcc ctgcatgcgc agcggctggc gcagttggct ggtacccgtg
  3637621 acactcagtt gcccgaacgg ggtgaactgt gcttcccata ccacttcgcc ttcgccatcc
  3637681 tgcaggcgga tcggcatacc gttcgggtca ttctggtaga aataaatctg ctcttcgcct
  3637741 aatggcgcga tttcgccgtc ttcagcttcc gcaatctgtt gataacgctg catggcgcgg
  3637801 ggttcgaagc tatctggctg atacacgtaa aactggccgc tgtagacgat accatccggt
  3637861 ttgtcccagg tttcaggcgt caccacccgg ggagcaactt cacgctgcaa ctcgcccacc
  3637921 atcacgtcac cgtcccacat aaaccaggtt tcatcctgcc acaccggttc accgcgcgag
  3637981 ggggtctctt tgtcgatcac ccgcagccca tcaagcagtt tggtcggccg ttgaaggtgc
  3638041 cgtttgccca cccggcgccc cagcgcatcg taggtataag cgtgatcatg gtgctcattt
  3638101 ttgatgccgg ccagccgacc aaaagtattc cagcgcaggg ctaactggct aaaccggtcg
  3638161 gtgcgcgata ccaactgccc cgccttgtcg agctggtagg cggtgccatt atcttgctgc
  3638221 gtgtgccggc cctccgcatt gtcagccacc gtgctgaacc ggtcaccgca ggcatcataa
  3638281 cggtagcgat gcagcgtccc cagcggatcc tgatagccca caatctgccc cagcacatcg
  3638341 tagtgataac gctcactgcc ctgccggctg tcctcccgct gcgtcagatt gccgtgctga
  3638401 tcatagaagt agtcggtttc actccagacc atgcccttgc gccgtgtctg gtaacccgcc
  3638461 agttgcccgg cagcgctgta acggagatgg tgcgacaggc tcggcgttag ccgttgttcg
  3638521 gttaaccggc caatcttgtc gtagctgaac gccatcggcc tgtggtcatc gatctgctgg
  3638581 ctgatgcact gccccagcac atcgtagccg tagcggatcc gttgctgtac ctgaatgtcg
  3638641 tcctcatcgg catattgcaa cagatggcgc tgctcaacct gctgaccggc ggcattatag
  3638701 ccatattcca ccgtcgcact gacctgcggt tgctgctgaa tttcctgcgc taactggccg
  3638761 tcctgattat agcgccgcgt cactgtcacc gccgggttca ccgccccaat aagctggccc
  3638821 tgaacattat actcgtagcg ctcccacgcc tgctcatcac ccgcaatgtt cttctcggtg
  3638881 atgcgcccta atttgtcgca ggtgaccgcc aatatctgcc ctagcgggtc gtgactgccg
  3638941 gttaaatgcc caaccgcatt gtactgataa cggcggctct gcccccagta atccacttct
  3639001 tcgattaacc gcccttcggc gttgcgcttg agctgccacg ttttaccgcg ctgatttttc
  3639061 accccaatca actgttcttc ggtgtcgtac aggtactcgg tcaggctgcc atccggatcg
  3639121 gtacggcttt gcaaccggcc ctgaccaaaa tagccaaagc gggtgatacg tgagccgttc
  3639181 tcgttgtaga gcagtagatt atcttcccga tcatattcac agcggatggt tctggcatcg
  3639241 ggcagcgtac agcctgttag ccgctgtttt ttatcgtact gatagcgggt gatatcgcca
  3639301 ttggccgcca cttttttcag cagattaccg caaaaatcat gcttaaatga cgtcgcgtta
  3639361 ccccgcgcat cggtaatgac ccgcaaaaag ccccatgcat cataggccag ttccgtgcgc
  3639421 tgctggctgg catccaccac cgccaccagt tgcccaaggt catcataggt aaaatgggtg
  3639481 gcgatcttgc ccggcgtggt ctgcgaaatc accttgcctt gcgcatccca gctctgccgc
  3639541 cagaagcgcc cgccgggatc ggtaatgcgc accggtttat gatcatcgcc atactcggtt
  3639601 ttcacgctgc tgcggtcggc aaaggtctct tctgtcaggt tggcatattg gtcgtacatc
  3639661 cagccgtggg tattgcccgc tgggtcaatc tcggcgatgg tccggcactg tgcatcatat
  3639721 tgataactgt aaaccccgcc taatggcgtg acgcgggcaa acggcagccc ccgttcgtcg
  3639781 tagcgcagca aggtggtgtg gcccaatgaa tcggtgattt gggtttcctg atagacccga
  3639841 tcataatgaa aacggtaatc gaacagcccg ccatcacccc aggcgtgctc gacccggtcc
  3639901 agcccgtcgc tgtggcgctg atagcggtag taaaacgaca gcccgttgcg gtcggtatgg
  3639961 cgcaccattt ggctgtcagc gatatattca aactggtagg gatggttgtc cgcatccagc
  3640021 gtggcaatca ggttaccttc gccatcgtgg cggtagccca ccagaaaacg ccgctcgcca
  3640081 ttggttttat tcacgagaac aaaatcgttg agcatcccac tgatgggggc gttttcatcc
  3640141 tgaatgacat gcacttcacg ccccgaaagc aacccttgtg tcagttcgat caacgccagc
  3640201 aacagcgaat tgccctgccg tttgaattgc cagccattgc catagcgatc tgccattctc
  3640261 agaatgggca gcgtcagacg atccgccgcc gtaaacggga tcaccgtgct ttcccagtca
  3640321 ttgggcaacg tgaagaaata ctcttcctcg tggcgggtgc gcaggaccaa ctgattacct
  3640381 gaacgataca gggcgtgccc ctgctgccag tcatacaccc gctcatccca gccctgctct
  3640441 atcggcatca gcgagaagac ggtttcatga tccgggaagc gggccaccac gccgagttcg
  3640501 ccctgatcga ccaacacctc cagccgaata tctgccgggc actgccagcg ctggccaatg
  3640561 acaccggtca ccgctttctg gctgccataa tagcgatccc acaccagcgg gaagcgccct
  3640621 tccaccacaa aatcgttctg ctcaaccacc acttcgccag tgatcgagtt gaccggctcc
  3640681 gcatccaaaa tggtgcactt caggaagccg gattttaatc ccagtttttc ggccagcttt
  3640741 ttcgccaact tggatccacg aaatatcttg aacagcccca tcatcagggc gagcaggtta
  3640801 agcaccggca tgccgcccac caccaccggg cggcccatcg ggatcggcaa cataacggag
  3640861 gtgggtaacg acaggctctt gcgttgggta tgtgccgcgt ttttcggcgt cgagggcagg
  3640921 ccgacaaacc agcaactcat ggcgggtagg gccatataag acagcggatc accgttggcc
  3640981 ataacggttt tgctgcccat aaaagattcg gaatctttgc tggggatcaa cggcgcgaac
  3641041 agggtaccga ggggaaaatg cagccccgga atatgaaacg tgtgcgtccc gacggtactg
  3641101 cgcaatgtgc cattcacttt taccggtcgg ttagaccccc cgccgccgcc aatattgcca
  3641161 cccagcgtgt cgataatgcc cgctttcaac ccggatagct gatctttggc atcttttaac
  3641221 gccagaccgg tttttactac cggattattc gccgcggcct ccagtgcact ccctgccttg
  3641281 ctgaccagcg ccatacccgc cgccaataat tcagggttgt cctccatcac atcagcagcg
  3641341 gcctcagcgg caaaactgaa cacaattgaa ccgaccaccg atttaacgcc gttaacgcac
  3641401 tcgcgtaaat ccagcacaaa tcccacatgg ggatggggaa tagggatagg agccggtgag
  3641461 ggaggaataa tgaccgtatg gacatccagc ccaatgaccg gatcaaaatg ttttaccgct
  3641521 ggcattgcca ttatcgctcc ctgattagcc tgcggctaac gttatatttc tttgatcaag
  3641581 cggcgtgata atatctagcc attcatcacc gtatagcgca gaaagaacag tgcgcagctc
  3641641 atcgtcataa ttctcccagc gcccataatg ttgatgcatc caataagccg cgacgccaag
  3641701 gctactgtta gtttttatat cgtcgcccag cggtaagccg attttcaatg cattcaatcc
  3641761 ggcattccag gccagcgtaa aataattatc ttcccaccag caataagcac tcatacgcca
  3641821 ggtttcaatc gttaataccg catcagccgc cgcctcggta taaggcgcaa tactttcata
  3641881 gcattgtgct gccatggcat attctttttg gctgaaataa acactggctt caccaaataa
  3641941 tgcattcgca accaacttat tgcccgcagg atggtccgct attatggcat tctcgccttc
  3642001 ttgcgccgct gattgataag cgcttaatgc tcgtgggaaa tcctgccatt ttaattgtgc
  3642061 ggctcccact aataaataaa tcactacgct ttgatcgaac cagccctctt tttgtgaaat
  3642121 attcaacgcc tgcttttgta agcgcgccag acgcgaaggg tcattcaatg ggattgtttc
  3642181 tgttagggca ataaataaac gacgaaaatc agcacccggc ccccgctccg tggattcctc
  3642241 aaccatttca cccggcgcac cggccatatg atatacgccg ttaatcaact gaatattttc
  3642301 aggcgcagcc tgtgataagg attgaatacc gtctgaaagc tcaccgtaaa gaaccaaacg
  3642361 caggcgctcg gcaagccagg ggtcaagaca gagatccgcg gttaatgtta aaagccattc
  3642421 agtaaagcgc ggttcggaaa caacaatatt gggtctgaat acccaaacaa atcctgggaa
  3642481 aacatcggga tgatgctgaa taaggctttt cgcgatagta aatagcacct gatgagaacc
  3642541 cggtgaggta agttcagggg ggtgccaatc ggcagtaatt cccgccgccg cagacccctc
  3642601 acgccgttga tgataaaaat gaataatgtg ctttattatc gcatcagtaa attgctctgc
  3642661 cgtttcaaaa acatcatcaa attgaataac cgcacaggca ttctcttcct gcacctgaaa
  3642721 ataggtttta agcaaaggtt catcggcttc attcgcttgc cataataata atttcgcttt
  3642781 tttattgccg gcaaacgtta accagtcatc atgcgcctgc ataaaacgac gctcaatagg
  3642841 attacttacc cctggggttt ccataccaaa tatccttcct gacaatacgt taaggattta
  3642901 attttagaat gccaccttcc acgatatttt ccgtatcacc gcaggatgtc actgttttag
  3642961 cttttatcgt atgtgtcgtc gatgccgcag aggtgatatt aaccccggtg atttttatat
  3643021 taccggcttc atccataaca atactggagg caccacattg cagcgtaata ctggtgccgg
  3643081 cggtgatagt gattgtgtca ccgacggtta atttatcgtg ccccccaacg gtggtggtat
  3643141 tatcgccgcc aatcttggat tttttataac cctcgagggt atttttttga tatccgccca
  3643201 ccttcagtgt ttggttagcc ccaatagtct ttttttgtga gccgacaacc tcatattcct
  3643261 gatccagatc tatcttggtt ttctgttttc cggatatcag taaccgatca tctgctttta
  3643321 ccgtcgtttg ttgttctgct gtcacatcaa tgatgcgatc ttgagtcaca tcaatgcgtt
  3643381 gtgtcccagt gacagtaatg gtttggtctt gggtgatatc catggtctga ttacccgaaa
  3643441 ccgtcaccgc ttgatctttg gtcaccgttt cggtgtgatt gcctgaaacc gtggtcgaac
  3643501 ggtcattcaa caccgtggta ttcatgtccc tctgtgcccg catcgacagc tcttgcttgc
  3643561 cgtcttgatc ctcaaaacgc aattcgttat agccttcgcc tttatgggtt ttcgactgta
  3643621 gcgccatctg cgttttcgcc ccaggcaatg ctgaaggggg aaggttatta gcatgataag
  3643681 tgcgcccggt gacaatcggt tggtccgggt caccgtgcag aaaatctacc accacttcct
  3643741 ggccgatacg cgggatcgcc aacatgcccc agccttggcc agcccacggc tgggtaacgc
  3643801 ggatccaaca tgaactttga tcgttacttt gaccatagcg gtcccactgg aattgcagcc
  3643861 ggatgcggcc atactcgtcg cagtaaattt cttcgctcgg gggccccacg accatcgcga
  3643921 tctgtgggcc atcagtgact ggttttggca gcggcgttgg ccgccaggtt tgcgtcggtg
  3643981 gaataaagct gaactggtta aacaatacgg tgccctgatc gccagattct tgctccagtg
  3644041 cctgcatctg tttaccggta tgctgaatgc tgacgatctg ccaggcatga tttaaatcgt
  3644101 cacgcgggtg ggcactcagg ctaaagagtt gccccggctg caaggtaaat tcgttacttt
  3644161 ccccctgccc cttattcgca tcgttgcgca gtgcctccaa ccggtaacgg gtaaaatcct
  3644221 tgccatgttg ctcatctttg aaacgcccag ggaagtcaaa atgctcgtaa tccggcctct
  3644281 gattctgtaa ctcgcgcgct tgttcactga actcagccgc ccatttggga tttttgaagg
  3644341 tgtagtcttt tagctgtacc atcgccgggc gtacttgcgc gctgcgggta aaggtggtga
  3644401 tgctcagttc ctgcgcctgt gccgccacat tcgggttata cggcagtgac gcccccttcg
  3644461 gcagggagcc aacatcatcg gcatagacca cggtgttttt gcccgtgctg aattcgaagt
  3644521 agtagaaaat gccctcttct gctgtcaggc gctggataaa atcaaaatcc gactcttgat
  3644581 attgcacaca gaactcacgt gctggatgtg aatgacggaa accgaaggca aaatcattaa
  3644641 tgccattctc tttcaacagc gtagaaatga tggcctcaac cgattccaac tggaaaattc
  3644701 gtgagttgcg gcgcaaagaa gtgcgccaca gcgcggggcg gatcaccata ctgtagcggg
  3644761 tctggtgaaa cccggtattg ccctgttcaa agctggcaat catgccagta atactgcgct
  3644821 gtaaaatacc ttcgcgccag atagacaacg tcgcgtcttc atccaatacc gcagaaaaat
  3644881 ccaccgcagg atcggcactg gccaagccaa catgtaaaac aaaaggtgag gagaacgcct
  3644941 cgtttaatga aaaatcgacg acggcaaatg tctgaggcgg taaaccggca gcggtcagct
  3645001 taaattgtag cccggaaggt gcgttaattg ctgcagaaat agcggctgtc cccgttgaag
  3645061 ccgagttaac tgcactacgt tcttttactt tggctttatt actgtcagca aacatatctg
  3645121 ctccatcctg gaagttaatg cgtagacacg gctaccgcat cagtgagaaa taacggatta
  3645181 aacacgcact ctagcgatga tttatcagcg gccggtttat taataccttg acgtcgatta
  3645241 acggcgttaa ttcctatatt cagcataaga taatcaagaa aagtcttata ttattctgat
  3645301 tggattaatc ccatcgtcta cgattattaa ggcaaaagtc catagccatt tattaatatt
  3645361 aatcttacct gtgacaaaca cctcaatatt aatatgatca caaaaaacaa tacgcgttaa
  3645421 taaacttatt ccgtatgaaa acaaaagatt agtcgactgg ggcagaattt taaatcattt
  3645481 aagggcagag aatagagaga gttagcgttg gcaatgaaga gtaaaatact atttatacaa
  3645541 atattataat tttttatcct gcgtctgttt tccctgcccg taatagtggc attattttac
  3645601 tggcgatttc cttcttttag gcaggtcctg aatattaggt tatttattag ggtatcagta
  3645661 ccctcactgc atactgatac cctttacgca taaaaacgac ttaccagctc acccgtgcgc
  3645721 ctatcgtgcc gccgacggca taattgtcac tgacattccg cgtagccccc agcagattga
  3645781 cattgccgta aaccgcgtag cgaccattct gccattcata cgtaccgccc gcgcctaacc
  3645841 ccaccgactg acgctcatcc cgggtggcga actccacccc tgagacctgt actttgctgc
  3645901 cattgaggaa ctcattgtgc agatcgagat gactgtaaat gtgtgagcgg cgggtggtgc
  3645961 cgtctttcgc actccaggtc gtttccttat ccagtgagac accgaggcgg ccccgcaggc
  3646021 tgtcaccctc ttgcagcgag acttcgctat caaacggatc gcggaaggta tcgaaatcga
  3646081 cccgcgagta ggtcacctgc atctgcgggg tcagcgataa cccgttaccc agtgcgtaac
  3646141 ctttaccggc ttctatcgct gaggtatacc cgcgaccatt gttaccgctg gccaccgcat
  3646201 gccctgcggt acgggagctc aggtcgctgt caaaccacat cgtctgcaac tggccatcca
  3646261 catacacgcc gttattgcca taccaggtca ggctggtgcc aaggccgtaa cctgcgctgt
  3646321 tgatgcggcc atcaccaaag aatgagtgga tatccgcttt ggcttttccg taggtgaagt
  3646381 tcaccccgcc ggtcagcagt gaaccgccct ggctctgata caacggcaca tcaatgccgg
  3646441 tctgcaactt ccacacatca atctcacgct gtgaaccgct ggtggatcgg gccgggtcgg
  3646501 tgacctggtg gctcccttca atacggcccc aggcccattg attatcgtca aaattcaggt
  3646561 ctgccagtgc gcccggtgcc ccgtaacggt taccgacacg ctgttgcagc gtcggcaggg
  3646621 tgttcagggc ggccagcacc tgcggatatt gttcatacag cggcacgccc acctgatagc
  3646681 gtaccccctc ggttagcatc agttctgaag agagatacca gttgcgcccc gcagtggcgg
  3646741 cttccccgtc ggcctgtaag gtgtaggcat acgccccggc caccaccgcc tgatagccat
  3646801 ccgtggtgac atagtccccg gccagcagga aggtgtcatc ctgtgccaga ccgtccacgg
  3646861 tgatcagatt gatgccattg agggttttat cgcccagacc gcccgcattg ttcacccgaa
  3646921 ccgaggtggt gccggtggca tcgccgttga tcactaaccg gtcggtggca gaatcgtcat
  3646981 cccccagcac cgtatcgagg gccagccagg caccttcacc ggaaccgtta ttttcaccca
  3647041 aataagtccc ggtcacggtc agccgatcgt cggtagctgc accattgccg ccggtatagg
  3647101 tgtttgacag caggatccca ccggcgctga tgaggttgcc gctcaggacc gagtcaccga
  3647161 gcgaggacag cgcgccgcct tcagccaggg ttaatgcacc ggtttcggta gccactagcg
  3647221 tcgggtcagc ggcgatatcg gcggcactga ggcgatttaa tatggtggtg gcaggcgtca
  3647281 ggcccaacgt ggcgttatcc agcaccaaaa tccccccggc gatattggcc gacaggaagg
  3647341 cattggcgtc accgtcggcc atattggatc cggttaatgt ccagatgctg ctgttggttt
  3647401 tggtcagggt gccgaaaccg gtgatccggt tcgggtcgcc atccagaatg gcctcttcac
  3647461 ggttatcaat acgcgtgaga tcgaaaacag catctcctgt tccgcccagc accagatggc
  3647521 tgtttgccag atccagcgcg gcatcattga tatccacgta attgccagta aataccagtg
  3647581 actgtgtcgc cccttcaagg gcatagccag attgcagctc taacgtggct gatgtttgaa
  3647641 tgttatcaag ccgatgaatg ccaattgcgg agccgttgcc gccgtgcacc aagccgccca
  3647701 cagtgacata ggtgtctgcg gtattggttt caagattaat cccgtagccc tgctgcgaaa
  3647761 ccagcgcgcc ccgggtgatc agatcaatgg tcgatgtgcc gttgtctacg cctgtgccat
  3647821 tatccacgcc tgtggtgttg ttattgttat agaggtggat agcatcgtat tcactggcga
  3647881 tattattgac gtcaatgttg accagggtat tgccgtcaat ggtctgcgta ttaagggtta
  3647941 taccctcccc atcactgacg ttaatctggc ccgtcacggt gacgtcggtg gttactgtac
  3648001 cccggctagc ctcagtaagg ctatatatcc cattccccat tgaagtaatg tcattgacat
  3648061 ggatgagcgt ggtagcatcc cccagagagg aataggtttg gaacgttacc ccttgtcccc
  3648121 attccgcagc gagatgcccg gttgcagtaa tggcagaaag agctgaaccc gaagaattgt
  3648181 aattgttgat atcaagcgat tgactgctgg aagtaatgtt attcacattg atgagtatag
  3648241 tggaattgcc ttcaaaagtc gttcccatca ctttaatccc ggtaccattt tctgaagtaa
  3648301 ccgtgcctga gacatcaagg tcaaacagtg tatttccagt ttggttatag ccgtaaatat
  3648361 tgagtgcgtc atacagagaa taaacgttat tcaacttgat agcggtctcg acgttcccct
  3648421 cctccgagta ggtattggca tacagagcag atcctgaagt agccgtaaga tcacccgtca
  3648481 atataatatc ggttacagcg ccattctggc tgctattatc gatataaagg ccagcatatt
  3648541 cacccgtgac attatttgcg cgaaatctaa ggctcgaaag accgctattg gtatgattgt
  3648601 aaatcctggc agcttgacta ttggctgaac tgatatcgcc atcgatattg atatcggtca
  3648661 tcacctcccc tgaataattg ctattattaa tatccaaggc gtcgaagtct gtactgatac
  3648721 tctttgaatt taaattaagg atgctggtgc cactattgga ataattttgg atcgaggctc
  3648781 ctgaatattc gacgttgata tcgttggcaa tatcaacatt ggtgatggcc gttccgtacc
  3648841 gtgaattatt atcgctttgg atacccgcaa tacctgaaat agcatggatg ttcagaatga
  3648901 tagttgaatc attgtctgcc aatgagtcga ttgaaagggc aggagtgcca ttcaggccgc
  3648961 tggataacat gccggagagg tctacctgta tggtcgagtt gtcgcgactc tggctgctaa
  3649021 tatagatacc actgccaatt gaaccgttgg cctgaacgtt agtggatgtc gattgcccaa
  3649081 tcatcgacgt atcattctgg atagacaaag aataggcacc agcggtatca agcgcagaac
  3649141 tgttggtatc aaggtagctg atggcaccag agccgattaa tgagagcgca ggatctatat
  3649201 ctccaggctc tatgatgcca aaaccgagct gggtctcaac cgtgatatcc gttccactta
  3649261 ggatgatccc ggcgttattt tcaccttcac agatataggt actccccccc gaattgttgc
  3649321 acgacgcccg tgcggtttgt ggtaaggcaa gggtggagaa cgcaacaata atcgccaatg
  3649381 tgatgggatt aatcacggcg acaggagcgc ggttgaagag ggggtgacgc ccgacatggc
  3649441 tagaaataaa ttctctgaat ggcataaaca tagggtacct tattcattgt aactgtctga
  3649501 atatatcgca gacatggcat atcactgagg ttgctgaggg cggtataagg cagagtacag
  3649561 aaggataaat ttctcctctt gcattatctc aatatgatca gcaaacatga ggaagtgacg
  3649621 tgtgttctgt cggttgttga gtcactaaaa cgaagttatt gtttcttaag aggaatagta
  3649681 agtgaaaaag aataaataag aataagaccc gactaattct ttgtaggaat tttcttgtta
  3649741 ttgttttttt gaggattaat aggcctgatg gagattgttt taatgggaat tgataacaac
  3649801 taacatttat ttccataacg atttaattac ttaaaataaa tattgctgtt tatttaatct
  3649861 tgcgtgttaa ttgttggcga cactaaataa atgatttatt ttttaactta ccgtttgttt
  3649921 tttaacatgt tatttaataa agcagtaatc taaaataggc gagtaacgag cgtagccaac
  3649981 gtatacgcaa cttgaaggac gacgggtata tctccatggt aaagaggctg ataagtagaa
  3650041 tattctccag gatgttgaaa ttctcccctg aataaaggta tcagtaccct cactgcatac
  3650101 tgataccctt tacgcataaa aacgacttac cagctcaccc gtgcgcctat cgtgccgccg
  3650161 acggcataat tgtcactgac attccgcgta gcccccagca gattgacatt gccgtaaacc
  3650221 gcgtagcgac cattctgcca ttcatacgta ccgcccgcgc ctaaccccac cgactgacgc
  3650281 tcatcccggg tggcgaactc cacccccgag acctgcactt tactgccgtt aaggaactca
  3650341 ttgtgcagat cgagatgact gtaaatgtgt gagcggcggg tggtgccgtc tttcgcactc
  3650401 caggtcgttt ccttatccag tgagacaccg atgcggcccc gcaggctgtc accctcttgt
  3650461 agcgagactt cgctatcaaa cggatcgcgg aaggtatcga aatcgacccg cgagtaggtc
  3650521 acctgcatct gcggggtcag tgacaacccg ttacccagtg cgtaaccttt accggcttct
  3650581 atcgccgagg tatacccgcg accattgtta ccgctggcca ctgcatgccc tgcggtacgg
  3650641 gagctcaggt cgctgtcaaa ccacatcgtc tgcaactggc catccacata cacgccgtta
  3650701 ttgccatacc aggtcaggct ggtgccaaga ccgtaacctg cgctgttgat gcggccatca
  3650761 ccaaagaatg agtggatatc cgctttggct tttccgtagg tgaagttcac cccgccggtc
  3650821 agcagtgaac cgccctggct ctgatacaac ggcacatcaa tgccggtctg caacttccac
  3650881 acatcaatct cacgctgtga accgctggtg gatcgggccg ggtcggtgac ctggtggctc
  3650941 ccttcaatac ggccccaggc ccattgatta tcgtcaaaat tcaggtctgc cagtgcgccc
  3651001 ggtgccccgt aacggttacc gacacgctgt tgcagcgtcg gcagggtgtt cagggcggcc
  3651061 agcacctgcg gatattgttc atacagcggc acgcccacct gatagcgtac cccctcggtt
  3651121 agcatcagtt ctgaagagag ataccagttg cgccccgcag tggcggcttc cccgtcggcc
  3651181 tgtaaggtgt aggcatacgc cccggccacc accgcctgat agccatccgt ggtgacatag
  3651241 tccccggcca gcaggaaggt gtcatcctgt gccagaccgt ccacggtgat cagattgatg
  3651301 ccattgaggg ttttatcgcc cagaccgccc gcattgttca cccgaaccga ggtggtgccg
  3651361 gtggcatcgc cgttgatcac taaccggtcg gtggcagaat cgtcatcccc cagcaccgta
  3651421 tcgagggcca gccaggcacc ttcaccggaa ccgttatttt cacccaaata agtcccggtc
  3651481 acggtcagcc gatcgtcggt agcggcacca ttgccgccgg tataggtgtt tgacagcagg
  3651541 atcccaccgg cgctgatgag gttaccgctc aggaccgagt caccgagtga ggacagcgca
  3651601 ccgccttcag ccagggttaa tgcaccggtt tcggtagcca ctagcgtcgg gtcagcggcg
  3651661 atatcggcgg cactgaggcg atttaatatg gtggtggcag gcgtcaggcc caacgtggcg
  3651721 ttatccagca ccaaaatccc cccggcgata ttggccgaca ggaaggcatt ggcgtcaccg
  3651781 tcggccatat tggcgccggt taacgtccag atgctgttgt tggttttggt cagggtaccg
  3651841 aagccggtga tccggttcgg gtcgccatcc agaatggcct cttcacggtt atcaatacgc
  3651901 gtgagatcga aaacagcatc tcctgttccg cccagcacca gatggctatt tgccagatcc
  3651961 aacgcggcat cattgatctc cgcataactg ccagtgaaga ccagtgcctg tgtaacgcct
  3652021 tcaagggcat agccagattg cagctctaac gtggccgatg tttgaacatt ttcgagccga
  3652081 tgaatgccaa ttgcggtacc gttgccgccg tgcaccaagc cgcccacggt gacataggtg
  3652141 tctgcggtat tggtttcaat attaatcccg tagccctgct gcgaaaccag cgcgccccgg
  3652201 gtgatcagat caatggtcga tgtgccgttg tctacgccag taacagagtt atggaggtaa
  3652261 atagcatcgt attcactggc gatattattg acgtcaatgt tgaccaggtg ctgccatcag
  3652321 tggcttgcga aataagggta ataccctctc cgttactggc gttaatctgg cccaccacgg
  3652381 tgagataggt ggttgaattc ccctcactcg ctatggtgtc tatctctaca ctactgcccg
  3652441 cagcagtgat gtcatttaaa ttaatgacag cgatagcatc cccctgactg acataggtac
  3652501 tgaatattgc ccctaccccc tgttcagaga cgagatgccc ggttgcggta atgtcagaaa
  3652561 cggcggttcc taaatggcta tagttgttaa ctttgagcga ttggctgccg gaattaatat
  3652621 tattcgcatt gatgattatg gtggagttac cttcagaagc catccccatc attaaaattc
  3652681 cggtaccata ttcgttaaca atatcgcctg aaatatcaag gtcaaactgc atgtcgccat
  3652741 ttaaggtatt tgcacttaaa ctgagcgctt cgtagtaaga atagatatta tttaacttga
  3652801 tagatgcccc gatgtcgtcc tcttccacat aggaattgaa cacgagaccc gcccctgaag
  3652861 tagacgtaag atccccggtc aacaggatat cggttatcgc tgagctctta cggctatcat
  3652921 tgctgatata aaggccagca tattcacccg tgacatggtt cgcccgaagc ctaaggcttg
  3652981 aaggaccctc ataagcacta ttataaaaag tggcagcttg gctattggct gaacggatat
  3653041 cgccatcaat attgatattg gtaatcgccg ccccagcata attcgtatta taaacattca
  3653101 agccatcgaa ttctgtcgtg atattttttg agttgaaatt aattatgctg gtctcgccat
  3653161 tgccggtgtt gttaatagag gcacccgaat attcgacgtt aatatcgttg acaatattga
  3653221 tattagtggt ggctattcca ctgcgtgaat cattgtagct ctgcagaccc atagaaccag
  3653281 acagagcatc gagattcaat atgaacgcag aattaccctc agccgatgaa tggattgaga
  3653341 gggccgcaga gccattttgg ttaccggata acgtgccgga gagatctatc tgtatagccg
  3653401 catcagcgcc actgcggttg ttaatgttga taccgctacc aatcgaactg ttggactgaa
  3653461 tattaatgga cgtcgattgc ccagccatcg aggtatcatt ctggatatac aaagaatcgg
  3653521 caccggtggt atcaagcgca gacctgttgg tatcaaggta gctgatggca ccagaaccaa
  3653581 ttaacgagag cgcaggatcc gcacctccgg gctctgtgat gctaaaaccg ggctgggtct
  3653641 caacggcaat atctgtgccg ctcaagatga tcccagcatg attttcacct tcgcaaacat
  3653701 aggtgcccac ccccgagcta ttacacgacg cccgtgcggt ttgtggcaag acgagggcgg
  3653761 agaacgcaac aataatcgcc aatgtgatgg gattaatcgc ggctgcagga gcacaactga
  3653821 agaggtgtcg gtgccctgca tccggttgag cgggtgaggt agaaataggc tctctaaatt
  3653881 gtatatacat aaatgtactc tattaattgc ctgaatttat cgcagacatg gcatatcact
  3653941 aggggttgct gatattgcat aattcagaca ccaatagggt ccagaaggag aattattccc
  3654001 tctgacatta tctcaatatc atcagcaaac atggggatgg aagacgttct atcgtttgtt
  3654061 gggtcactaa agtgaagtaa ccatttataa ggatagatag taatagaaag agaaaaaaca
  3654121 ataagtagga cacgtctcgt tatttgtagg aaaattccca tttaaaataa taaataatca
  3654181 aatcaatcac ataaatattt catcaagaaa aaaaatgaaa actaacatgt agcatgatta
  3654241 tattttaaac attccctgct cagatcagat gaatacttta cctgacactt aaatgatagg
  3654301 gatgccgata tatgaagctg aatactgatt cctgtgacta aaaagtatag attttcctta
  3654361 ccctacgtcg tttcgagcgt tttattttcg tgatttaatc agtcacatta tctttattta
  3654421 atcctgtaaa atgcaatatt aaagatcaat atcattcata tttaaatgtt tttatctatt
  3654481 tagtatagat aatatatgtg ttatctcaca tgaattaacc gtgtaaatat tcccgtcata
  3654541 cttcaagctg ccatgcgttg gcgacgttcg ttactcagct catccaagag actcgcctct
  3654601 acgacgtcac tacaagtcgc gttcaaatcg ggttcacgat ctatctgatg tttctatcga
  3654661 atggaaaaaa cggaggaaaa ggagagcgga gatgaattag tggataaata gcgcgagtta
  3654721 tcccaaacgt ttaatggctt agcgccccgt aggaacacta agccactgat aaaacaacca
  3654781 acaccgtaac tgggtgtaaa ttgtcagcga tgatttgcca atgcttaagt tgccaatgat
  3654841 taacttgcca attcgcctac acgcgacaat gacagttagc tcaccctaaa ctagacaaac
  3654901 atgctgatca gcagtaccac cgccaaacca accaccgagt tggtcaattc gagcaggccc
  3654961 caagtcttca gcgtatcttt aatcgacagc tcaaaataac ctttaaacag ccagaatgag
  3655021 gcgtcattga tatgagtaaa ggtgttagaa cctgccgctg tcgccagcac caacagtgcc
  3655081 ggatcgactg aggtaatggt cccagtgacc gggtccatta ccgcagcacc gataatccct
  3655141 gcggcggtca tcgccgaaac cacgccttgg cccgttgtca gacgaatcag caccgtaatc
  3655201 agccaagcca taatataagg tgatacacca ccagcagaca tcagcatgcc aatcgtatcg
  3655261 ccgatcccgg tatcaatgat cacctgcttt agcgcaccgc ccgcaccgat gatcaggatg
  3655321 accatggcaa cgccttttac cgccccttca aatgagtgca tgacccattc cattttatga
  3655381 ccgcgtccgg tgccgaaaag tacgaaggca accaacatgg cgataaacat ggcaataggt
  3655441 gatgagccaa tgaaattgag aatggtgtac gacgtggtcc ctttaaccaa ccagatattg
  3655501 gctatggtgg taaaaatcat gatgaaagcg ggaattaacg gtaccaaaat cgaggtactg
  3655561 aacgacggca gattgttttc atcaatcggg ttgtcagact tcaggaacgt cggaattggc
  3655621 cgctccagat tgcccaagaa ctttggcaaa ataagcccgg cacagatcac tgaaggaata
  3655681 gcaaccagaa ctccatagat ataaaccatc cccatgtctg cgccataagc ggcaaccagc
  3655741 gcaaccggcc ccggctgtgg tgggaatagg gagtgagccg tcgtcgctgc agcaactgcc
  3655801 gggatcgcca gtttgaggaa cggtatcttg gcttcgaccg caatagcaat gaccagtggt
  3655861 gccaaaataa taaaggcaac ctcataaaac atcgccagac caaagatcag gccgatgata
  3655921 attaccgcgg cttcaacata tttaagcccg aatcggcgca atagcgtctg ggctatctga
  3655981 tgagcagcgc cagagtccac catcagtttg ccgatcaccg caccaaatac gacgattatc
  3656041 gccagttcac ctagcgtgcc accaaaccca gccttaatgg tatgcagcag cttaagcagg
  3656101 tccatgcccg cgagagtccc tactagcaga gctgccagca gcaatgcgac cattgagtta
  3656161 atctggtagc ggatattgag cactagcatt aagccaatac ccaacatgac ccacaggata
  3656221 ttaatccatt ccatctcttg ttttccccag tagttgaatc tcagtattct tgcttttgta
  3656281 tccgccgcga tattggtcgg accaaatttg attgttttta tggattcaaa ttcaccttca
  3656341 gactggcaat acagtctaag atgccttgtc atccaagcta ctcagcctgt agaggcctac
  3656401 gctttggtat tacagatatc actaagtgga taaccaaatg aagtattggt taaccaagtt
  3656461 gtcggacaga tcgcaaaatt aagatttata ccctaaataa atcgagtgac aggaaggcgg
  3656521 caagcgagag acaaatgggt ctggaaccca tttgaaccgc atttatgtta cccgcagggt
  3656581 gtggactcaa agatgaggtt cattaatccc caggcgctta tttattttaa ggtcaacaac
  3656641 tttattttaa gatcaacaac actcagtgat tggggacagc caatgcgcat gccgcttgaa
  3656701 gtatgacggg tatataccta agaattcttc tcattgaagc cagtgtacag agagtggtga
  3656761 cctcgctgag ggagatgatg acgttagatg acgaaaatca atcgtgatgc gctatttcag
  3656821 tttcattgat ggttagagac agcacgctaa gaggacctac aacgttattg ccacaagatg
  3656881 gcgattttat tcgccgtaga gcattttcat gcgttagatc tttttttcac aaagcactat
  3656941 ttttcactat tgcccgccct catcaatttt tcatttttcc tctcatctaa ctaaattcaa
  3657001 accaggcact aaattagatt tttttaccct acagtgatcc tgacgcaaaa tgtgaagaat
  3657061 cattttatgc agtgtgggaa aacagaatat atatatatcc tctgcctaca tatttgtaag
  3657121 actattcaga tttacactat attgaataat atatgaccac ataacttaac cttattaaat
  3657181 atcaacaatc ccacctaaaa aaacctaaca aataaaaaaa taacacttaa ataacaacaa
  3657241 gataagttta ccaatcaaaa atgataatta taaaaagcat taatatctta attttagtaa
  3657301 catacatttt taaaaaatca acacaaccca aataattagt attaaacact gaattatggt
  3657361 gatttttaga tcttttaaat cgaataaatt aaaacaagca gttttttacc ttaacagacc
  3657421 tggcaatgcg gctacatatt gacatgatat tttacgttct ggcattacag gatttaatgt
  3657481 tttgttaaaa ttgatttcac gtgtacgata tttaacagga tagattaaaa gacacattaa
  3657541 cttccacaag gctatagcgg ttaataattt gatttaccgg ctgcttatat ggcaataatc
  3657601 aattttatat tacttatgct ctaaataatt tgagttacat gaaggcagca aagcgagatg
  3657661 gcataacctc cccagaaatt gacataagtc agtgactggg tgaacgaaag cagccaacac
  3657721 acatgcagct tgaagtatga cgagtatatt agtttttatt tctgtgaggc actatgttca
  3657781 gttgcataat aaagacaaca gacaattatt tccgacacgg cttgtttatt ttactcaaag
  3657841 aagccctgat ggattgtcat gtcaacgcta atgcaactct cgccgatgat gctgattggc
  3657901 acaccaaaat ggtatttatt gatgccgact cgtcctattg tcatcggaca ctggaacaaa
  3657961 cctatcaggc ttacaagaat caacaaagtg gcacacctgg cattttcatt attctcaggt
  3658021 caaagggggc acttttaccg ctgaacatgt cttacaacac ctccgcccat atcctctata
  3658081 aaagtgatga acaagccgat attaaaagta agattggggt ggttataaaa aacgctcttg
  3658141 gtcgaaaaaa taccattaat cccactgtat gaataacctc cgccagagac tgactcgtta
  3658201 gaaaaattaa tatacaactg ctttaataat atacttatta tgttgaactc aaggatattc
  3658261 tgtcaacggt taatctatta accatatgag taacaacaca gtaactaaag atataaaatc
  3658321 aatgcaaatc aattgattac aaagaaagca tcaagccaac ccctctcctg taatatatat
  3658381 atatgttatt aaatatgctt aactattaag cataaaataa tataaatagt tattttatgt
  3658441 aaaaataaaa agtaaaaaat aaaagtcagt gatcaatagc atttttattt ttcactaatt
  3658501 acggtaggat aaatctcgtt taacatcata taaaaaccaa aaacaatccc atccaaggga
  3658561 gctgtatttt tattttataa agatattctt actaagggaa atataatatg cgcagtaata
  3658621 acaaatttac attaaaaaaa ttggccctgg cgttgatgtt agcaggttgc accataagca
  3658681 acgcttatgc cgtgctcatt cccgtggcgg gtgccatcca gggaagcgcg cccaccttga
  3658741 gtgctccatc aaatagtgcg ctgcatgccg tggacctgag cagcaatgcg acaggagcgg
  3658801 tactggccag tggtgacacc atcactctaa cctataccta caacgacgct gacgaagatc
  3658861 tggataattc cataaactat gtgaactggt actataccaa ggggggggtg gatactcaga
  3658921 ttgccacgac caatatcact aacagcccgg ctaaaactaa cgatggcaaa ggaaggagtg
  3658981 tgctgatcat tcctgctaca gcaattggtg cggatgcgat caaggtggtg atacaggaat
  3659041 tttcagcgtc cggtgatccg ataagcggtc agaccatttc cgttgctgat accagtaccg
  3659101 gtggtggtgg tacgaccaca cgccctggtc ctatagcacc aggttcgaac gtgacaccag
  3659161 ggatttacct gagcaccgat accctgttta ccaacaacct gcttggttca gaaacaattc
  3659221 tgtccgcaaa caatgtttat gtgttcaaac tgtgggacag cgaagccgtt ggagtgatcg
  3659281 atttaaccaa tgcggtccat tacaactggc gcttactagg agacagtgcg actgatagtg
  3659341 ttgccgcacc gacaacgggc tttgtaacca gtgtgtctaa tgcagatttt agtgttccaa
  3659401 tgaataccgc cgcggacggt acacaactga ccggttctgt cgatggtatg cagggcttcc
  3659461 agttaacggt ggattacaac taatccctgc cgtactcgat ggttactgat acaggccggt
  3659521 tttcccgcct caaactgctc ccccgataag acaacgttga gctatgggta ggcagaagag
  3659581 taaagcgtcc gcgccaggaa tagcgtggct caagccccca gggaaggggt taggcttatt
  3659641 gaccatctac cggcgctctc agccgtgggg acttggtcag tcatctgaaa cagtgaccat
  3659701 ttcggtctag cgaacaataa ggtcatcact ctccagccaa aaaaaccaat attcaatgcg
  3659761 ctgaatgaat caattcagat accgtagata cccaccgcat ggcctctatt cacccagtct
  3659821 ccctggttgc caggcttgtg cttgctgttg taatgaccat aattcagcgt aaagcccttg
  3659881 atgctgaata agtgtcgaat ggtccccttc ttcaacaatc tgcccgctat ccataacaat
  3659941 aatatgatcg acatattgaa tagaagataa tttatgcgca atcaccagca cggttttccc
  3660001 tcggattaag gcttgcattg ccaactgaat atcttgttca ttttctggat cgagtgatgc
  3660061 ggtggcttca tctaaaataa tcaagggcgc atcttttaat aaagctctgg caatggccag
  3660121 ccgctgtaac tccccaccgg agagatgcac accacccgcc ccgatctcgg tgtctaaccc
  3660181 tgaggggagc ttatcaagca atggcaagag ttgtgctgca cggcaaaccg acagcaactg
  3660241 ctcattcgtc gcatcagggc aggcaaccct taaattattg gcgatcgtct catttaacac
  3660301 atagcttttt tggaagacta cgcttaaatg gcgctgccaa tagtccacat ctatctctgc
  3660361 aagactcatt tcattagctt tatcgccaac caatatatgg ccttgttcaa tatcccaaaa
  3660421 acgtgcaatt aatgatgcca gtgttgattt ccccgaaccg gaaggcccga ccaatgcagt
  3660481 aatcttattt ttctctatcg tgagattgag atgattaaat agcaatggtt tatccggata
  3660541 tgcaaaacaa acattatcca atcgaatccg catatcagta atattaggct gtaaatcacc
  3660601 atgaacaagt tcaggaatag caaaaacctt ttcgactcgc tctacggcta acccaaagta
  3660661 atttagctct gccaaaaaca tcgacatgtt gagtaaagga cggaaaaacc gtactgcagc
  3660721 aattaaaaaa atcaatactt cagacaaggg gatcctcccc cctacccagc cccaggtgag
  3660781 tgcaaccaac aacacaataa agccgcactc aaccaataca ttaaaactgt agatcggcca
  3660841 gacaccggct ttttctgccg ttaatgattg ttgataggtg gtggttaata cctgtgataa
  3660901 ccgctgaaaa gcggcccctg tcatacggta agcttttaac tcttttaagc catcaatgta
  3660961 ttccatcaat gcatcattaa gtttaaacat taatagctgc atatattcct gccaacgctg
  3661021 ggcataacga cgagtcaaaa tatatgcgca taccgccaag ggtaacgttg aaagcatggc
  3661081 taacgccatg cgccaatctt ttagcaagag tcctaaggaa aagaaacaga gcaccgaagc
  3661141 agtcgcaata atgggcgcat agagatgagt gaaaatattt tcgatcatat caatgtcttt
  3661201 tagcagcgta ttattgacac tgctcatatc cgaacggtag aaaaaaccca tcggcaaacg
  3661261 tcgtaggtgc tcaccaagac gtattcgaat tttagcccct gcatcgaacc caataattgc
  3661321 gacatggaag tacaggactc tggctaatat cactcggacc aacatcaata acccacaaaa
  3661381 tccggtcagt ttaagttgat agatggcatc agggtgagag gacaacatat ccaacacaat
  3661441 ataatagaga aaagcatagg gtagcgatgc cagaaaagca tcaatgatgg caatactgac
  3661501 catgcctttc agccccttta agcggcctcc ggttaacgtg cttaaacctg ataacttaat
  3661561 cataagagac tgccttggca tccgttgaaa aatgccatat ttttgcggcc tgatgcgcag
  3661621 cccacatgtt ttgataaagg gaatgggttg ccagtaacgt ttgatgagtg ccctcggcga
  3661681 cttttctccc ctcggccatc acgataatat gattaacgtg tattagcgta ttgaggcgat
  3661741 gcgcaatcac aatgaccgtt ttgtctttaa tgagatcaga aagtgcttgt tgaatgcgga
  3661801 cctcgttacg ggcatcggca taagccgttg cttcatccaa gagcacgata ggggcatttt
  3661861 tcgcaatagc ccgagcaatt gcgatacgtt gtgcctgccc accactcaat gtctcagggc
  3661921 caatgaccgt ctggtagcgc tcggggagtt gttcgataaa atcatccgca caggccgctt
  3661981 ttgcggcgtt gatgatttcc gcctcagtca gtgaatcatt ccccatacgg atgttattca
  3662041 tgaccgtatc attgaaaata aaggtgtctt gaaacacaaa agcggtcaga gacatgagtt
  3662101 gttcgagtgg taacatctcg ataggggtat caccaataca gatatcacca ccttggtgct
  3662161 catagagacg aggaatcaac tgtgccgccg tgctttttcc cgcaccagaa ggccccacca
  3662221 atgcggttat ctccccctgt tttgccacaa aagataactg ctcaagagta ttttctttgg
  3662281 cgtctgggtg gcgaaaactg acctgattga aacagatatc atagtgttta atcggcagtg
  3662341 gagtttgccc ttcccgttga ggcttcgcgt gagcaaactc acgaatattc tccacccctt
  3662401 tgagtaatgc actgaacaag ttaccaaagc gtaacaagtt atacagtggt tccatcaggc
  3662461 caatacccaa caacataaac ataaaaatca cggctaatgt cacttcccct tgggaaaaaa
  3662521 gcatgatgcc aacaggcata atgcacaata aaccgagatc taaagagagc ttaaacaacg
  3662581 cggttgccgt gcgggtctcg gttaaccact ccctgaccag ttgattatgt gcattcaccg
  3662641 cgttggtata acgttgatgg gaattgaccg tcatattgaa tgcttttacc aatggcatgc
  3662701 ttttgacgaa atccacgatg ctggtgtgca aatcagccac cacgtgataa taaacggtaa
  3662761 tacgctgatt aaatccttga aacatccagc attgcagcag gcacgcaata ggcagtggga
  3662821 tcagcgccac cagcgccaaa cgccaatcaa agaaaaacag taaaatggcg gcagcaatag
  3662881 gcgtgacaat tgccgccgcc atatcgggta aatggtgagc cacaaaggtt tcaatacgcc
  3662941 caatatcatc agaaatgatt ttttttaatt tcgcggtagt gtgctgatgg ctgacgctca
  3663001 acggcaaacg ccctacccgt tcaatcacct gtcgacgcaa ttcaaataac aactgaaaag
  3663061 cggcctgatg ggataacagc ccggaggcca attgcaaaat agccttgcca gccagcgcga
  3663121 gtaccgccat ccccaccagc caccaaagct gagaagttgc agccgagggg tggtaaagaa
  3663181 aattagcaat taattgatag attaaaacgt aaggcaccag tgataacaga gagtaaccga
  3663241 ccgccagtat catcgagagc gcgagtcgtt tatgttgcgt actcagcagt tgtatcaacc
  3663301 accgaaacgc acttgcttgc gtgtccatta ccctatctcc acagtgtggc gatccttttg
  3663361 gaaccccgca taagccgact gactacgacg aaaacaatag agggtcaata aaaccaccaa
  3663421 gaaagcacag acagtggcaa ccccaaaggc ataggtgaac cccaagtaat aggctaatgt
  3663481 gccactgaga accatcgcaa tactgccacc aaggacttca caacattgca gcaaggtaaa
  3663541 atcagtaccc ggctgaacga taccttgatc ctcgtcacct tcgctccaac acataaacca
  3663601 cgcaaagatc gatacacaac aaagattaaa aaagaaacct tccagaatga aaaagacaaa
  3663661 aacaggcaat gaattgtgag cggaaaaaga gagggataat gtcatcccca accaacacaa
  3663721 catgctcccc aataagccaa aaatcgtaag ctgtgggctg gaaaaccagc gatgtagaac
  3663781 gccggataag atagcgccca cgatatagct gataatcaag acccctcctg ccagcagtgc
  3663841 tatttgctcc agacttaccc ccatatccac taataatggg gaaaccaaag cggcccccat
  3663901 ggtgctggca aatttgaaga cgaccgccat aacaacgatt ggcacccaac ctttacggcg
  3663961 aaatatcttc cacagcgatg cactgccggg tatcactggc aatttatttt ctgctgcaaa
  3664021 ccgacctaga tgaaacataa aaggaagatg acaaagtccc tgtaacaaca aaaaccacca
  3664081 cacggtgacg gaccaccccc aaacactgaa aacatataag ctaacgacac cacctaataa
  3664141 catgcccaaa ctaaagcccg cgatttgact gacattcaca cgaacgtggc ggctcccggc
  3664201 aaacaccctc accaccagtg cacccacagc aacatcttgg ctggcataga aaaaattaat
  3664261 caacgtgacc agtaataaca acgccaatac atgtgtctct ggcgcaaaaa accatagcag
  3664321 cgtcatggca atcaaagagc acactttaca gaattgaatc catgctaaac cggtgggtaa
  3664381 gcccctaaaa aaccaaggtt tatggttttc aataaatgac gcccagagca ttttaaacgc
  3664441 ccaaggcagc atactcagcc ccaccaaacc aatcagccgc atatcggccc ccaaggatcg
  3664501 taaaattccc ggtagggcaa agatagccaa cccgaggggg acaccttgcg cgcaatacaa
  3664561 tccaaataga ctgaacaatc caaataaact ggacaaccca aataaactgg taatatttgc
  3664621 gttatatttc atcgtgatac tccttgcatt ccttgcttga ttgctgcgcg gcaacagact
  3664681 ggttgatgaa tgccaataat cttttttggg catgattaag ataaaaatgc ccaccgggga
  3664741 acacctgtag ccgaaaagcc cccttcgtca cctgacacca ctcactcatt tgcctcaccg
  3664801 acacttcggt atcctgctct cccacacagg ccataaccga acaattcaac agttcggtac
  3664861 attggcgctg gtaggtctct atcgcggtga aatccgccct aaaaataggt aatagcaggt
  3664921 ctttcagttc tggctgttgg tagtccaatg tgctgccacc caattgggtg attttgttca
  3664981 agatactcac atcactctgg cggtaaaaat ccgtattggt atttttatgc ggaggtaatc
  3665041 gcccggagac gtacagcgtg gtaatgcctc gccccgcctt ttgtaagcgc aatgccacct
  3665101 caaaagccaa agcggccccc atgctgtggc caaagaaaaa cgtgtcacgc acaggcaggt
  3665161 aaacataact ctgagcaatg acatcagcca tttgatgcaa attgtgcaat agcgattcgt
  3665221 taatccgccc gccatgccca ggaagttgaa tggcatacaa ggcggtgtcc ggtggcagat
  3665281 ccgttttcca cggcaaaaaa tactccgctg aaccacctgc atggtgaaaa cacaccattt
  3665341 gctgacgcgt tcccggtttt atcaatcgaa aaaggcgttc aatcatcacg ctctccctgc
  3665401 cattgagata aaaatgtcgc caccttaggt gacgccatca tcggttcgac aaaatgcaca
  3665461 ctttctggat tgccgacttt ttccataagt gttttccata cttgtgttag cgagagcagg
  3665521 aattgcgcat aagcaggtga cgaatgctgc tgttgctcga taaattctcg cagagcatga
  3665581 cgtatcgccg agggccactg gtgatgcaag acgcttaaca gattgtcact ttcctgtgaa
  3665641 aaaagttgac tcaggggggg caaaaaatag tgtggagcgt catcggggtc gataacctca
  3665701 cgacagccga aaggagttct caccctcgga atatgaaaat aggggctcca gataaccggc
  3665761 ccatgtgtat tgaccaagag tagattgcca ctaggtaacc ccacacacag gcggtgcatg
  3665821 atatgaaaat ggttatcagg agcggctggg tctaactgat tttgcaaatt taaggtaagg
  3665881 gggacacccg caatcacacc ctgtagctgg gtatatggcg cagggttttc cagcagtgaa
  3665941 cgcagtaaca cgtcaccgcc tgccacgcta aaaccataag gtgaaaaatg cccccccaat
  3666001 acacgcccaa tgatatccag caacccgcaa ataacttgaa ccccgcaagt tgcctcaata
  3666061 aaacacggtt tttgggtttg catggcctcg tgcaaatagg cgataaattg gcgtactgcg
  3666121 ggcacatggg gataatgcgt attcacctgg taatggcagc cctgttgacg agccaacctc
  3666181 aggcactcag ccacatcttc aagacaaact ggatgctctt gtaatactga aatgccccgt
  3666241 tttaataacg ccttcgtgat ttcactgcct ttccccccca cgatagtgga gcggatcacc
  3666301 acacaagcca tatttatatc atcaggtaat tcatcaacat gatgatatag tgggacacca
  3666361 taggcgtgtg ctaattgcct ggaacgctca cttccttgtg cgagaatgcc cgccagttct
  3666421 cccccctcaa aggccgtctt aaaggcggag agataaacct gcccaaataa agtgccgcag
  3666481 accacgattt tttgaggttg gatcataatg ccccctcctg aaaattcact gcgttattat
  3666541 cgagttgaca gtggatatgg aaatgactga ataaagccaa tgcattaagt tgtgacagca
  3666601 ataccttgat gggcagtaag tccgttaacc aatacaatcc cacacggtgg gtacataaca
  3666661 cgtggtgggc ggccaaagca gcaatagtgc ccgtcaattg atagctgtta gtaaagcgga
  3666721 tttgaagttg caatgcggca ggctgcccgg ctaataaccc cttcgctacc ataaagagat
  3666781 gctgttgctc cccctcttgc ctcgtcaatt gttggctaaa ggctatcagt gtttgagccg
  3666841 cccccccccc ttccccgcca agcccaacga gtaagcgttg atcggcgatc aggttataag
  3666901 cagcaagatg ggagagcgaa tgcacagtga ccagccgctc atgttcaaaa ctgaaataag
  3666961 gcagagcatc aaatagccgt tgtgctgttg gtatcgatac cgcttttttc agactctctt
  3667021 tacacaaccc tccgtcatac cacacataac cgcttttacc ctgtgcccgg cccgtgtatt
  3667081 ggctggacag aaaatcgtgg gcagaggtcg gcgtaaaggt ctcgatacct ccgctgtaga
  3667141 ccgttagctg agtcacaggc gacaaacagt caacggcata ccgcggtaac atggcggcca
  3667201 atccaggaat aaacccagcc cccaatacac aggccgagga agaggccgcc atcggcacta
  3667261 ataatgttcg ttcgataaca ggatcaccgg ccacatccac ataatgtttc ccctcggcta
  3667321 atgccgtcag ggcaatatgc gcttcgatat cagaggcagg gccagcggcg tttagcacta
  3667381 aatccacctg acggcagcta tcagcaaggg ctttatgatc aaagagatcg aatacaatat
  3667441 gatggggatg attaggatgt tcccgcctcc cagcggtgat cacccaataa cctcgctgag
  3667501 acaattgcgt gacagccgct tgccctacgg ccccctgccc accaaccacc aaaatagttt
  3667561 ttggctgtct catccccgca ctcctttgca ttgttcaaga tgctgaatga gtggcgagat
  3667621 attatccgcc gacaggcacg taaagtgatc gcctggcaag gtgaggcggt ttatctgccc
  3667681 aagacagtaa gtttgccaaa atgccgtcat atcttgttgt aaagcaggca gaaggtaggt
  3667741 atccccctgt tggcaaacaa aagtcatatc cccggcaaag tagtttggct ggtattggca
  3667801 cacgccttgg atactgtggc ggaacacatc aaacggctgg cgagaaacgt gggacgatgc
  3667861 tgttgagtgc tgttcaattg ccgttagcaa ttgtgataaa cgcacctcat tagattgttg
  3667921 ttgaagacag gcgtactcat ttgccagagc ggttaaccca ttcgcttttg cacgttcaac
  3667981 gacggcattc acggtaatca ccgccggttt gtcggccaaa atggcgtgat aaataccttc
  3668041 taaatcagcc ttcagcaaat tccagggagg ttcgacacct aacgtccaac tcatcaccaa
  3668101 atcaatcatc aaaggatcgt tgatgtgata tggaatttga tagctactga taatggtcaa
  3668161 cgaactcacc ggccttccat tttccaatgc ctgccgggca atttcaaaag ccagtagccc
  3668221 ccccatgcaa tatcccacta aatggcactg atcacccacc ttctgaattt caggtagata
  3668281 ggtactggct aactggcaaa ttaatctttc tgcaggaatc gagagaaaag cggcgctgtc
  3668341 ggtaacattg accccataaa tagggccaga taatttatcg actaaggata aatacggtaa
  3668401 tacggtaccg ctcccttcgt ggaggatgac caccggttcc tctgatcttt ctttcaaacc
  3668461 cgatctttct ttcaaacccg atctttcttt caaacacgca ctttctttca ggcacgtcac
  3668521 cgccatttgg gggcgctgac tctcgggctc ttcctcccgg atattgcgga gataagccgc
  3668581 caatgcccgc gcggtaggtt gctgtaaaac ctgccgtagg cacccctccc atggcacctt
  3668641 atcttcaccc aagacttctc gcacttggtt aatccactga gtaatcagca atgaatcgcc
  3668701 gccactggtg aaaaaatcat catcgacacc catggcatta ttccctatga gggtacgacc
  3668761 aagagcaagc aacgtcttct ccagtggtga atccgtatcc tgcagcgctg gggcttgcct
  3668821 ttgttggctc tcaggtaacc gtggtagctg tttgcgatct atttttccat tggcagaaac
  3668881 cggcaattta tccaatatga ccagtttagc tggcaccata tagtccggta attgttgctg
  3668941 caaatacgcc agcaaggcat caggttcgca agacatacgc tggctattaa attgcgcaaa
  3669001 tataaaactt tgccccattt tatgtaaaac atcatccgtg ggtggatagg cccatagcat
  3669061 ttcggctcct acatcctgta gtgcatgtat ccagttttgt tgtggcaaaa agggagagtc
  3669121 caatgcaaga cgctcatctt caaacgccgt taatccctgt ttaaattcca tggacgtcat
  3669181 cagctgataa ttgtcccgcg tggcttcaat gattaacaac caaccaccgg gtgctaacag
  3669241 ttgacgtaag ttattcaacc cgtgacgggc aataatcgcg ttatgcaaaa cattggcagc
  3669301 gaccactaaa tcatactgtc cgcaatcaag cccttgctgt actggcgact ggttaaagtc
  3669361 aaacagttga taatggataa agtcataatg ttgataacgt tttcgcgctt catttaagaa
  3669421 aaaaggcgag atatcagtga aggtatattc cgcgttcccc tcggcgaata gagggatcaa
  3669481 cacattactg gttcccccca cgccggcccc gatttcgaac acctttaaga cccgcccttg
  3669541 agcctgattc tttaccttct gctccgccgc cttgagcaac aggcggttca taaactggct
  3669601 aatgaggttg ttttgataag cctgtgtcgc gacgtcaagg cgaccatcag gaaaaagaag
  3669661 attgagggga tcttctttgc cctgtaagag ttcaggtaaa cattggctgc tacgctccag
  3669721 ataagtgagc aaccccctat tatcatcaag ctgtgtaatg agttgctcac attgctgcca
  3669781 gcaaagccta atctcctgct ccgcgaccac actgattaag cgataagtat cattaatttg
  3669841 ttgaagatat tggtgctgtg tcagcgcccg caaccaacgg cgtagtaatt gacgatttac
  3669901 cgatgcgatt tggccttttt ccataatggc atccagtgtc acagcatgat gtgtattcac
  3669961 tgtttgcata tctgataagg ctttaaccat ctgcattaat gccactttat ccagtaagct
  3670021 gaataatctg tcgatacacg gcctatccag tgcatccccc gcttgttgag cagcagactg
  3670081 aagatgtgcc agtgcagtgc gcccctgttc ccgaagtgac tgggtatagt ctgaagcagc
  3670141 agcaacctgt gccgcctcga tataagcctg caattctgta tgtgtggttg gtgtggcttg
  3670201 tgtggttggt gtggttggtg tggcttgtgt ggtttgtata gcttgtgtgg tttgtgcgat
  3670261 ttgtgtggct tgtgcggttt gtgtggtttg tgtggtttgt gtggtttgtg tggtttgtgt
  3670321 ggtttgtgcg gtttgtgcgg tttgtgcggc ttgtgcggct tgtgtggctt gtgtggcttg
  3670381 tgtggcttgt gcgatttgtg tggcttgttc ggcttgttcg gtttgtatag cttgtgtggt
  3670441 ctgcatgacg acagcctgcg ccacctcagg taatttcaat aactgtgctt caatttcgcc
  3670501 cgtctcaaca cggtagccac gcactttgat ttggtggtca cgacgcccta aaaattcaat
  3670561 gacaccttct gaggtataac gccctaaatc tccggttcga taccaacgca aaccttgcgt
  3670621 atcaatgaag aaatgcgctt gtgttttagc ctcatcctgc caatagcctt gagcaacccc
  3670681 tcggccccca atcaacagct cccccgcccc ccaatccggg caatcctctc cccaagggtt
  3670741 tactacccta aattgttgat tggttagcgg aacaccataa ggaatactga cggggtaggt
  3670801 tatttgcgga tctatccgcc agtagttcga ccaaatcgcc gcttcggtcg caccgcccaa
  3670861 tgccaattga gtacaatgtg gcgcaatctg ggcgatcgct ggaggtaagt taacggggat
  3670921 ccaatccccg gaaagcaaga tataacgcag tgatggcagc gttatctgct cggcccgcag
  3670981 atagtccgtt aacatcttca tttgtgcagg aaccgagttc cacagggtta tctggtgctg
  3671041 ggcaatgtca tgcgcccaac gagccggatt ctgtagatcg ccctcgtcag ggaaaatcaa
  3671101 tgcccctccc gcgcccaaca caccaaaaat atcaaaaacg gatagatcaa aacttaagcg
  3671161 cgccaatgcc agcacgcgat catcaggggt gagggccatc ctctgttgca tatcggcaag
  3671221 ggtgttatag gccgcatcat ggctgatcat cacgcctttc ggttggcctg tactcccaga
  3671281 ggtgtaaatg acataagcca gatcatgagg caagggcagt atttttgctt caatggcatc
  3671341 gggtatctgt gctaatagcg acagattgat ctccctaaaa tgggcatcag ccaaacaggc
  3671401 ttgtggcgat gccgtcacca ccccactgac cgccgcatcg gacagtattg ttaaaatcct
  3671461 tgcgggcggt tggtggatgt ccaccggcac ataggcactt cccgcgatga aaatccccaa
  3671521 cacggccacc acttgctcat ggcgtttttc catcaatacc gcatagcgtt ggtgactatt
  3671581 aagtttagcg gccaacgcct gcgcacgggt gattaaggcc gcgtaagtaa ggcagtgttg
  3671641 tggatccact agcgcaatgg cctgtggttg ctgtgctgcg cgggctaata tcccatcatg
  3671701 aaggcaacgg ggtgtcagtg ttttttccgt agcattgacc tgcttgcgcc gttgctgttg
  3671761 gctctcgggc aagggcaacg ataatgctga atgccaaaac aagggcgagt cacaaagtgc
  3671821 ctctcccgtg ccgacctcct ccatacagag gcacttaaca cgatcaatac actcaatact
  3671881 gtcaatacac tcaacactgt caatacgctc aacactgtca ataaacgtag aaaacatggc
  3671941 ggcgacgacg cccttgggga aaacatcggc catcacatcc caatttagct gtaacctccc
  3672001 ttgtaacacc atgatttgac aatcaatcca gacctgcggc gtttggctaa taccatagtc
  3672061 gaaaaccaga tccagttgag tctcgctgat cgcttcttgt acctgatttt tgccctctcc
  3672121 gactaaagca ctggtgaaaa cgatgggcat tctggcgtgc cccacgcctt gttgccgccc
  3672181 ccattcacgc ataacttcaa tgccagaaaa tgttcggtgt tccagatctt gccaaagctg
  3672241 cttctggatc tgtttaactc gctcatacac cgtcttgggt gagcgtaaat cgacttccaa
  3672301 taagctgact gaggtaaaat cacccaccaa tttgtcgata tctttatgaa tattgggacg
  3672361 attcattacc gtgagattca aggtaaaatg gcggttctcc gaccatcggc caatcacttc
  3672421 actaaaaaca gtgagtaaaa acgctgacgg tgaaacacct tgttgctggc aaccttgctg
  3672481 caagcgccgc caacatgaag gagcgagttg atggcgataa cggacaaatc gcggtatttc
  3672541 tgacgcgttt gtttgcatgg ccggtgatgg cgaacctgtc ggtaactgta cacatgtcgg
  3672601 taattgtgga catgccggta acgtagggag tcgagaaaac caatattggc gcgcatcacc
  3672661 ataggcacgc ccactctgtt gctggcgttc atagcaaatc acatcgcgga aactcgcagt
  3672721 cagtggcgcg gcggggaaag tttgcccgag ataacccttg aataattccg ccagcaaaat
  3672781 ctgcacgcta aggaaatcag caatcagcaa atcaatactg aaatgcaaac aatctttacc
  3672841 gttctgatga ctgattttga gatcaaacaa tggccattta tcggtttgat aaacccgatg
  3672901 agacatagcc tgacgcacgg tttctgatga aacatcaacc tgctcaatca cgaaaggcgc
  3672961 gacagaaggc aggatacgct gctcaccatt tggcgtgata atggctcgca acatatcatg
  3673021 gcgaataatc atctgttccc agatgcattc cagcttagcc ttatcccaac aaggtgcgag
  3673081 gatctcaaaa tagccatgac acccaacccc gccatattca aacacgctct gccgcccaac
  3673141 aaaataagca gcctgtacat ggctaagcgg aaaagccaca aaacggtttt ctgtatcgat
  3673201 aggcagggtt tcttgctgct ccctcacggc taaaattgcc accaactggg gtttcagcgc
  3673261 ttttaaggac gccatcaccg cccccgtcat gaccccttct ggcgcacgaa atttgatcct
  3673321 ttcaccctct aaccagaaac gaacctcctg ttgttcaagg ttcacgagta gatcggtggc
  3673381 ctgtgttgct gaagatgaat ctagattaat attcataatg attcctcctc aaattgagtc
  3673441 ttccacaaat tgaatacgcc ctgcactctg gtgtgcaggc tccataacta aagcaatttg
  3673501 tgcgattgtc tgtacgctga aaattttcca cagtgggagt tcaaccccat agtttcggcg
  3673561 caatacggat gtcaggcgaa tggcaataaa ggagtcgccg ccaagcgcaa aaaagttgtc
  3673621 atgagattga atcgacacca cattcagcag taactggagc tgctcgcaca gtaattgctc
  3673681 catagccgtc atgggctggg ttacctgagg tgtttcggtc ggttcgaaag acggtgtgac
  3673741 gaaggcacgg agggcatgct ggtcacgttt cccgttatcc gtcagtggcc atgcgcagca
  3673801 atgccctaac cgggagggga tggcatactc cggtagccgc tcgcgaagaa atgcggtcac
  3673861 cgcctgccta tccagggggg ttggcgtaac agcaacagcc gctaaaacag agcggtcatt
  3673921 gtgttgaata acaaaagcga ccacatcctc gatcgaagga tagcttttta gggctaacgt
  3673981 aatttcttct agttctacgc ggtaacccga gattttaact tgctggtcct tgcgccccag
  3674041 aaactcgatg atggcgtcag ggcgatagcg gccagtatcc cctgtgcggt accaccgttg
  3674101 cccatcgcgt aggataaatt gctgttcagt gccggcgcta tcgccataat agccctgtgc
  3674161 aaccccttgc cctccaatcc acaactcacc cgccacccag tcagggcaat cctcttcttg
  3674221 ctcattcaca attcggaatt gctgattagg caatggcacg ccgtaaggca ccgagcacca
  3674281 cccggttagc gctgtatctg ctatccaata attggaccag atagccgctt ccgtggcccc
  3674341 ccccatggcg acacagtgag catttggcgc aaaccgccgc aggcgttgag gcaactccgg
  3674401 tactatccaa tcccctgaga gcatcaccac tcgcagcgag ggcaacgctg gcggctgttc
  3674461 atcctgttca ttaaatatct gttcattaaa taacagcatc atctctaata acgctggcac
  3674521 actgttccac accgtcactt gatgttgttg gaccagtgat aaccatattg ccgcctctcg
  3674581 ctgtgcctgc tgcggaataa ggactaacct cgcgccggca gacaacacac caaaaacatc
  3674641 ccaaacggag aggtcaaaat acagcgctga taatgccaag gccgtatctt gtgggttgat
  3674701 ttgatgctga cgattgaccg actcaatggt attgaccgcc gcgccatggc taaccgccac
  3674761 ccctttaggg acacccgtac tgccggacgt gaaaataaga taagccaggc tatctgcact
  3674821 cactacccgt ggcgtggggc gctcgtcaga aaccggttca ctctccaccg aaagcacatc
  3674881 gacctcttcc ggccagccca gcgtgcgatc accaataagg aaatggatat cagccaaagt
  3674941 gataacctgt gatcggcgac acgcgggcca ttccacactg ataggtacat aagccgcacc
  3675001 gagccactga atcgccagta ccgcaatgat ctgatcacaa ccccgtggta atgctacacc
  3675061 gacatgggca ctttccctca ccccttgctc gtgtaaatac tgtgcaagcc gttgcacagc
  3675121 gtgttcaagt tgttgatagc tgaggcggct gcccccccca aattaacgcg gtctgctggg
  3675181 cgtatgccgc catagcgtgc gcgacccgac agtgcatagg cgaaaatatc atcgcttgat
  3675241 gggtcgcatt taccctctgc cggctctgct gctgcggcgc aggtaacgca atctcaacgc
  3675301 tgtcatgcca gtgctctgtg acacaaagtt tttccaacaa ctgacagtaa gcggcgaaca
  3675361 tggcgtcaat cacgccagct ggaaataaag cctcaacgac atcccagtta aaatgcaatt
  3675421 cgccatcacg ttcgaaaacc tgatggtcaa tccacaattg cggtgtctga gaaatccccc
  3675481 aaagaggggc ttggaatgcg ctgtcagggt aaccatccac ttgtgcgccc aaggcactgg
  3675541 taaacaccac cggcatgtga atatgggttg ttccccgctg gcgatttaac tccctgagca
  3675601 cccagacggc ggaaacttca cggtgctcca gatctcgcca tagctgttgc tgaatacgct
  3675661 gagccgttgc caaccaccct tcccctttct cttgtcgaca acctaataag agcagagaag
  3675721 taaaatcgcc cataatatgg ttaatatctg gatgacaagg tttgcgatca aacaaggtga
  3675781 cattgatggt gagtgatgct gattcagacc acttcgccaa aacttgggca tagcaagtca
  3675841 ggagtaagca agagggtgta atttgatgct gtttggcttt atgcaataac atctgccaat
  3675901 cagaggccga caagacagct tgccaacgct taaatttagg cgtgcccact aaggcgggat
  3675961 cgcacaccaa tggcaagcgc ggtgcatccg gtaacattgg gagactttct cgccaataat
  3676021 cctcagagac ttggcgatga ggtgacgatg attcagcgag cagataatcg cggaaaccaa
  3676081 tctccacgga gggtagcgtg gcggtatggt cctcatacaa gacagccaac tctttaaaga
  3676141 agatctgcat actcaaaccg tctaacacca gattatccag cccaaggcaa aaacgatttc
  3676201 taccctcatc agactgaatt aaggtcgcgt ggaacaacgg ccattgggtc ggttcagaga
  3676261 cataatgtga caaccgatcc cgttgagtcg ccgtcacggt ttcccactcc acagcaccgc
  3676321 aatgaataac ctgaagcgcc ggggacggtt gatggggtaa cacacgctgt gtaccctgtt
  3676381 catcaaacac aatacgcaac gcatcatgac gagctaccag cagagttaag gcccgctcta
  3676441 atcgttcccg gtcaaacggt gtgcctttat attgctgatg gctttcatgt tcctgataaa
  3676501 tttcattttc ctgatattcg tattcctgat actcgtattc ctgataatag tgcgttgcca
  3676561 cgccacccag tgggaacccc gattgccgcc ccattaaata tgctcgctgc acatcggtta
  3676621 gctcaaaggg cgaataacgt tgggcggcac aatgaactaa ttgcgcctcc tgtacaggcg
  3676681 catggcggaa cgccagactg tgagcaaaat cccttaacac cggcaataaa aacacctgag
  3676741 acaatggcac gccaaccgtg ccctcttttt ccaacaaggc cacgatgcgc gtggcatgaa
  3676801 ggctatcacc accacacagg aaaaagttac tatctgattg cggcgtaacc cctaacactt
  3676861 gctgccaaag gcgagcgacg cactgttctt ttttatcaga cagttctcgt ttatcagacc
  3676921 gttcccgttc atctggcggc ttctgttggg cagataacac gcgaggcgct tcaccatcat
  3676981 ggcttagctg cccatactca acggcctgtt tatataacga tgtccggtca attttgccgt
  3677041 tcggtgtcag tggcaatgtc tccagtaccg tgatagacga tggcaccata taggcgggta
  3677101 aatgttgctg taaatgttgc tttatctgtt cacgcgaaac gggcactttc gttatctgtg
  3677161 gttgacagac aaagagtgca gaatacggtt caataatact gagttgctgg atggcaatac
  3677221 ctgaatccgt taacaacgac tgccaggcgg gtaaatccaa gagcggcgaa agtgcccctt
  3677281 gccgttgatc cctaaaacca ttgggatgtt gtaacaacaa caccgttaat agcgacagtg
  3677341 ggcttagtgc caggctttca aacaggacaa tttccgtccc tccgtggcaa agggattgca
  3677401 gcatggcaat cccctcaggc agggcatcaa atcggtgtag tgaattattg acgatcagaa
  3677461 tatcggcaag ttgttgctgt tcatcgggtg ttgcaatcac atctgtttca tgggaatagc
  3677521 cagataaacg atactttgcg tgttgacgca atgaatttgc agattccaac aaacagtaac
  3677581 tcagcacctc agttcccaac cggctcaata cccggctggc aaacagcccc gttcgcccat
  3677641 tcaattcggt gacattaaca ggccgttgta attgccgaga taaacgagca atgcgctgac
  3677701 atagcacatc aataaccact tgggcatcat gtgtattggc gactaaaatt tctggcgaca
  3677761 ggagcgtgtc gtccaacaat aacagtggat ttccccgccc agtcaccacc tcgccaatcc
  3677821 atgacgcttt ttgctctaac gtcatcaaga gcggtaacag gtgtggttca gtcacctcag
  3677881 ggcgtacggg ctgaattcct gtggttttaa actggtcatc gcgagaaagt aaaacccctt
  3677941 gctcaaccaa ccaatggagc caggctaaaa atagcggttg gtaggcttcg ctaatccccc
  3678001 ctttttcctg caatacttgc gtagactgat actctgccag atcgagcttg agaacattgc
  3678061 tgagcacatg gcataacaga aaagcggtta tcgtgttttc ttgttcacga atatccgtta
  3678121 caagtctggt ttcaggtaat acatcatcaa cggttgcgga gaagagagtg gatacctgat
  3678181 tctgaggctc aacaaacagg tataaatgct tttgtggctg atccaaatat aaaaccacag
  3678241 cacgtttaat cgttgccaga tgctctgcga cagcttcaat ttccgctaat tcaatgcgat
  3678301 aaccatgcag ttttatttgt ctatcctgtc gccccaaaaa ctccagacac ccattaggcc
  3678361 agaagcgacc ataatcgcct gttcgataaa accccgcgcg atgaacagag acaaattgcg
  3678421 ccgccgtttt ttctggctcc cggtaataac ctaatgccac tcccctaccg ccaatccaca
  3678481 gttcccctgt cacccaatca gggcaatctc tgccagcctg gtcaacgaca cgataatatt
  3678541 gatgggccag tggataacca taaggtatgg atacccactc ttcagggatc accgcgatat
  3678601 ccagcgcatt agaccaaatg gccgcttctg tggcgccgcc cagcgtggtg aaacgtgctt
  3678661 ggctaccaag cgctctcagc ctggggagaa ggtctaaccc aatccaatcc cccgacaaca
  3678721 acacctgttg taacgaacga ggcaaagctt gcgtaccttg ctcagcggcg atcagcagca
  3678781 tttcaaataa ggcaggaaca ctgttccaat gtgtcacttg atgttgatgc agtgctgaca
  3678841 gccactgttt agcttctttt tcatcgcccg cgttgggcaa taccagggag ccgccgacag
  3678901 acaaaggacc aaaaatatca taaaccgaga gatcgaaatt taatgccgag agtgcgaaca
  3678961 agatgatctt cccatcatca acatagcggc gattaatctc atcaatcgta ttcattgcag
  3679021 cctgatgtgt caccaccacc gctttaggca cccccgtcga gcctgaggta aaaatcagat
  3679081 aggctggctc atcaggttgt acaaaaatag agggtacaaa aatagagggc gcagcagcag
  3679141 atgaggtaaa aacagacggg gtaaaaggcg atggaaaacc gcctgttatg ttgatattca
  3679201 ctgtgtcgca gttagcggat atctcgtgat cgctaatcaa tacgccaata tccgcctgcg
  3679261 cgatcagttg ctgtaagcgt tcggagggcg cggtaatatc caacggcaca tacaccgccc
  3679321 caatggacaa taccgccagc accgcgatca cttgctcaat ccctttaggt aaacaaatac
  3679381 ccacatggcc ctgtcgtgca atgcgctgct gtaagtaccc cgccaaatcg ccgactcgta
  3679441 ttgccatttc cctatacgtc aagacaccgg aggcattgat gacagcaatg ttattcggga
  3679501 ccaatgcgac ttgctgccaa aagccctgat gcagggtttt ggcctcaaaa ggcaccccgt
  3679561 ggacacccga taacggctgt tggcgatgcg ccagcacctt gtcatccaca tacgcctgaa
  3679621 caggtgactg taagacttgc tcattttcga caatggattg aagaagctgc tgcataaaag
  3679681 caaacatctg atcaagcatc ccttcgggga agagtgcgtc cacggtatcc caactgatca
  3679741 acagggcttt ctgatactcc atcacctggc agtctagcca cacttgtggt gtctgagaaa
  3679801 ccaaataatg cagcgcccct ggtgcatttt ccccgagcaa ttcacgccca agattactgg
  3679861 tgaagacaac cggcagagta acctgttcgc cccgctgttg agaccactga cgcaacacgt
  3679921 gcactgcgct gtaatcccca tgatccagat caaccataaa ctgctgattc agcctgcgga
  3679981 aatgatccag taaactttcg ttttctttaa cctcacatgc cagtatgagc aaggacgtaa
  3680041 aatcagcgac caattttgcc aattgtggat gtgcgccacg acggttaaaa atcgttaagt
  3680101 tcagcgaaaa gtcaggcaat ttcgcccaac cccgtaatgt ttcagcaaaa caacccgcca
  3680161 ataacatgga gggcgttaac ctatgttggc gggctatttg ttgtaattta gcccaatgtt
  3680221 ctgacgctaa acgccactca cggtgttgga aaataggttt atctatctgc tccggtttta
  3680281 ttgccaatgg cagttgcggg gctaacggta aacctgcgat taaccgttgt tgccagtaag
  3680341 cttcgctctc acccgttgat ggtgttgatt tttgctccaa caaatattgc gggaagtggt
  3680401 aatccaacgg tgcaaatggc gtattctgcg acgaaaggag cagccctagc tcctccaaca
  3680461 gaatttgcaa actcatggca tcagcaatca ccatgtccac attaatgtgc aaacgggtgt
  3680521 tttgcccatc atggctggca atcaattgga acccactctc gtcagttaaa tcagccatac
  3680581 gatgggataa acgcgcccgt agcgcgtagc gctcctttgc accagccctt gcagagagct
  3680641 gatcccagtg atattgcgtt accgtcaccg gctcgatttc ctggataacc cccatccctt
  3680701 gctcgttaat acgcatacgc aaaagctcat gacggtggaa taattgcgtc accgcctgat
  3680761 gaagacgttc atccgctaac gacgggcaat ccaactccag ataaacctga caggcaacct
  3680821 gccccaacgt ttgccccttc tgacgccctt gccaataggc ttgctgcaca ggggtaagca
  3680881 caaaaggctc cccctgccag tactcatccg tggtttgctc ttctgtgagt ggggtaaccg
  3680941 cactgacact ctccccgcag acaccgcttc tacaaatact gtcccaatac tgttcccatg
  3681001 ctcccagggt tgttttttca aacaaccttg ccaacgtcaa agtgatatgg cgttttttac
  3681061 actcatccac cagatccaac atctgcaaag aatctaaacc taaactcagc aaatcatcct
  3681121 catcagataa cgctccagac gcgatagcga gtgtctctgc cacccaagtg cgcacaaatg
  3681181 aaaaatcaag gggatgggca ataaccgaag gggaagataa gggggtactc tctgccagca
  3681241 gaccttcagc ccaatagcgc tggcgagtaa aaggataaag aggcaaaagc gccaacacct
  3681301 cagcactaac ggccccttca gagggggtga ctgctgccca gtcaaaagcc cctcccgcca
  3681361 accattgttt gggcgattgc gccttttcaa agcgacagcg gggatcactt ttctcgccgg
  3681421 tgacttgatg taactgtgcg atcaaatcac ttaatgagtg atattgaatc aaggcacgga
  3681481 tgggaaaatg atggctacgt ttagtgcgcc acgcagcgac aaccgcccga gcaagcgccg
  3681541 tatgctgtga caagacctcg gcaagctggc gcgccgtcgc caagagtgcg gcttcagttt
  3681601 tagcgctgat gggcagccaa ccaaccgcct cctcatcgga tagccaggtt gttgatgcaa
  3681661 ctggttctat tgatgcaact gattttattg atgtggctga ttttattgat gtaactggct
  3681721 ttattgatgt aactgatttt attgatgtgg ctgactttat tgatgtaatt gactttattg
  3681781 atctagcaac tgccgtaggc tttctcaaca cggccgcagc catcgttccg gtaaagctaa
  3681841 aagcattgat ggcgacacgt ttgattaccc aagggcaggt atctttatcg aaataataac
  3681901 gtgataattt ttctgctatc agtgggttat agctatttag cgtggggtga ccaaaggcct
  3681961 tctgttgttg tatctgcgcg acagccctgg ctaatgcaaa tccccccgca gcggcctcca
  3682021 agtgcccaac ctgactttta ctcgccccta aacgtaatgg cgtttttcgt tgaccataga
  3682081 cacgatcaat ggcgcttagc tcaacgggat cccctaacga agtacccgtt ccatgggttt
  3682141 ccaataacga gatatcatcg ggagccaatg atgctcgctg taaaagctgc gacatcatag
  3682201 ccgcttgagc gtgtggattc ggtgccgtca ggctgctgct ctcaccatcc tgcgcaacga
  3682261 cactgccctc aatgatcgct aagacaggat cgccatctat cacggcctga cgataaggtt
  3682321 ttaacaggaa taataccgcc ccttctcctc gggcatagcc atcagcatca tcactgaacg
  3682381 tagcacagtg ccccttgggt gataacatac ccgcattgat aagagtttgt tctatttgtg
  3682441 ccgataggag taaattcacg ccccccacga cagccgcgct gcactgtttt tgctgtagtg
  3682501 acaacatcgc gctatccagt gcgaccagcg aagaagaaca agcggtatca atggttaatg
  3682561 ccgggccacg agtgccatag aatttcgcca accgcccaga tgtcgcactg ctacaaatcc
  3682621 ccgtcgccag ataacttttg gcataatcgg ggtcattttt ctgtaacaac atttgcccat
  3682681 attcgctgcc actttgacca atgtaaaaac caatatcgcc ttgtttcaat tgttcaggtt
  3682741 gccaacccgc ctgctcaaac aggtgccaac tcagctctaa aatatgacgc tgttgtggat
  3682801 cgagtaagat ggcttctcgt tcgctgatat taaagaaagc agcgtcgaac tgatcaatat
  3682861 cttctaatgc gcctatcggt aaaacacagt gtcgcagtcg atttttttca tgacgtaccg
  3682921 cgctgttacc tgcggataat tctgtgcaat agtccgccca gctcaccccc acctgccccg
  3682981 gtaagcgaca actgatagcc acaatcgcga catcccgatc atctcctgct tccgttgaac
  3683041 ttgaggaggc gatatcttct tggtgctgag ataaaaataa ggtcagttgc cgtaatgtag
  3683101 gataggcgaa gagatctgcg acattgagat gacagcccag aaaatgatta atactctgac
  3683161 aaaattgtat cgctaacaaa ctggttaacc ctgcctgatg tagcccacta tcaggattga
  3683221 tcgcctcgca accgagtaat tcacaccctg ttttatggag ccaatcaaac agtatggcct
  3683281 cttgctcaaa taacacgctt tcttgatcaa ataacatttc atcttgagtc tttctctgtg
  3683341 actcctgtac ataaagcgcg ctcaattgtt gcgtgaaata gagagaaagc atatgactgc
  3683401 ggcggatctt gccactcgat gtttttaaga gctttccacg ggcgagtaag atgaccttgt
  3683461 cagatttcag ttgaaaatgg cgggctacag tcgccacaat ctgctgagca atacgctgaa
  3683521 gtgccgttga tgttaaatga cgatagacct cggccatcac aataaattcg ccgctgtcaa
  3683581 aatgctgaca cacacacact ccccccgtgt ggatatcatc gcaggcgtac tcaattgctg
  3683641 tttcaatatc cttgggcata taattttgcc cagccacaat aatgagatct tttaatcgcc
  3683701 cacaaataaa gagttcccct tgatacacaa aggcaagatc ccccgtacgt aaataatcat
  3683761 ggtgagagtt acctgccagt gtattgtgga aagtggcttt tgtgagttcg ggctgctgcc
  3683821 aatacccccc cgccacagaa ccgcctcgaa cccagacttc cccaatgttc gcctcaggca
  3683881 agggctgaca tgtctgggga tcaacaatct gcaattgcca tgctctaacc acatgccctg
  3683941 agcttaccaa ccgacaccct tgcggatcta aaatggcttt acctgccgct aatgccattg
  3684001 ggttaaatgc caaacagcag taatcagtat cgataggctt atggcttacg gtcagagttg
  3684061 cttcggccat cccataaccg ggcgtgaaac tgtgggcatc aaaacctgtg gatgcaaaac
  3684121 gggccgcaaa atttgccatt gtctctgggc gaatgggttc agccccattc attgccatct
  3684181 tgatggagga gagatccaac tggcaaatgt gttcgtccgt caccattgtg gtacacaaat
  3684241 cccacgcaaa atcgggggca gccccggagt tagcctgata atcattaatc attttcagcc
  3684301 aacgaaatgg ctctgtaata aagtgcacag aaggcatgaa attacagcaa ccaccggata
  3684361 acaatggcaa taacaaaccg ctgaacatgc ctaaatcatg ataaaaaggc agccagttcg
  3684421 cggtgatgat ttttggctga caatgcagat gtaattcaag caagatatga tgttgcaccc
  3684481 gcatattatg atcgtaatta cataccgctt ttggctttgc tgtggaacca gaagaatatt
  3684541 gcagatacac aggtaaatga ctgggataat aaagtgcatc ataatttttt ttcgtgggga
  3684601 aatagcgacg actaccggtg agttgttgat caacaaaaac aatctgatgt gtacgatgcc
  3684661 aaccttgttt tttaatttcg tcggataacg aacttaaggt gaatatatat tcaccatggc
  3684721 tatcagccaa aatatgggac aaggtatcaa tactgcgacc caatttaaaa tgattggtta
  3684781 gatgcacagg gacagccggc acccccctaa taatacaagc gataaagctt atgacaaaaa
  3684841 gcgagcctcc tggcatgagc agaatagcag gcccaggcgg attgttttct atttcaatct
  3684901 gtgtagctaa cgaatagccc agtgatatca gttggctata agagtaagaa tctacatcat
  3684961 ctttatcaca ataacgcaat gcgacatcat atttggactt tgttgcctgt tcaaataacg
  3685021 cctccctcac ccaacgagtt tcattattta ataaattcat accattacct gtagttgcat
  3685081 atagatcact tttgataaat caacgactct atgcataaac ataaagtgcc cacaggacat
  3685141 agctctttta caccaaaatt aatatgtggc tgtatctaat agtcacagcc atatgtatta
  3685201 ttaatattta ttaaaattta acattgaaat taaccccaaa attaataggt tcacccgcgc
  3685261 gcccatacca tatcccatca tccattttga aagcacgagt cacataagtt tcatcaagaa
  3685321 tattctttat ccaaacattg acaccataat ctttattctc ataaccggca gtaagatcta
  3685381 atagcccata agctggttgt tttttactat tcgcattatc aagataagta cttcctttaa
  3685441 cattataagt agcattaaca aaataaccgt taaggaagtt ataatcggca ccaatactat
  3685501 aagtgtaccc tggcgaatta gccggtcgat tacctttata gttaacagga atatagttat
  3685561 tatctacttt tatttctgtt gggaaatttt taaaatacgc atcagtatag cctacatttg
  3685621 cagatacagt caggccacgc gtaatacgcc acgcaagttc agactccaac ccacggctta
  3685681 atgacttacc gctgttaacc gaataagaaa taggataata cgccacttcg acttgctgat
  3685741 ctttcatatc attccagaat agagacgtat tccaacgaac cgttctatca aaccattcgg
  3685801 ttttaacacc ggcctcataa gtcgtcatat attctgcatt ataagcgcga ctagattgag
  3685861 gccctaacgt gttaaacccg ccacttttat acccccgtgc tatgctggta tatagcatgg
  3685921 cgtcgccagt aatataataa ttcaacccta ccttaggcaa aaaagcccca aatgaattac
  3685981 tattattatc atgagaatac ggctgatatg ggttaaaccc attatccatc aaaaagttaa
  3686041 gtttcttttt ctcatagtca taccttgcac ccgccacaag ctcaacatca ttcagcaggt
  3686101 aataattaac attgccaaac actgcgtagt tattggtctt gatatcggat ttccggagtt
  3686161 gtgctaagtt atagggcaga tagcggaaat caatttcatt ttcatcatct tgataaaaat
  3686221 aatagctccc tatcaaccaa ttaaatggcc cgctgtattt agagttcaaa cgaaactctt
  3686281 gtgaaaattg ttttgttttt cgattcatca atagttcact aattgataat cgcgtaaaat
  3686341 cgaggtcttg attatcaact tttctttcgt ctacataagc actaaccgag gtaaaatcaa
  3686401 tatcatcaaa ggtataaact gcatttactt gacctttata agcatcaaca tcagatttgc
  3686461 caatataatt tgagtcaaca tatttttgac ccgactttat tttatctaat gcggtaaaag
  3686521 aagtgtttcc gttacgccta ttttggatat caaaggtcgt catcacatcc caaccatcat
  3686581 ccataggttg ccaacgtagt ttaaaccgac cactaaaatc attgagatta tctacattat
  3686641 ttttaccgtc ataatcacgc ttaaagtagc cattcccata aagatatttc aatgctgcac
  3686701 gataagaaaa ctgttcactg tcattaatac ttccacctaa aaccgtggtt acctgtgtac
  3686761 gattataatt cccataagat agacctattt tatactcagg tgaaaattca ggatctttag
  3686821 taatgacatt gattacccca gattcagtat tacgaccata tagcgtcgct tgcgggcctc
  3686881 ttaatacttc gattctatca acatccaata attccgtatc aaaagtatta gcataaacac
  3686941 catcaataaa gaaacctact gattgaatcc cttccattcc gggggtcgta cctcgcatgg
  3687001 taaaaaaacc tgcgtcagat ggattgcccg ctttaaccat atagacatta gggatgcgca
  3687061 ttattgattc gtagatattt tctatatttt ctctttctaa atcaaagccc gttaatacac
  3687121 ttatacttat gggtgttttt tgctgctgtt gattaatttt ttgtgcaact accgtaatag
  3687181 tatctaattc atccttactg ttattatgac tttgtgacca tgccaggcag ggtaatgaaa
  3687241 ttaaaaccgt tacagtaaaa aacttccgat aaaataccat cattaatttt ccataatgaa
  3687301 gtgagataac aagattaaat aaccctgtta attagatgat atttactcac atttatataa
  3687361 atcgataaga aggttttatc aaaaacatta ttatgacact tactatatta tttttatttt
  3687421 atgctgttac ctttcatttg ttatactaat tgcaaacgat tatcattttc aagtgggttg
  3687481 gatcacattt tatacaatcc tattgcctga cctgcattca gtaagaagga catgggtacc
  3687541 gattctcaac ctgttactcg ccagtggcag gcgtacagca gaagtcacaa cattaatagg
  3687601 gtactggcaa gctaacacgc cagtacccta catggagata aggcatttaa tatcaatacc
  3687661 tttccagctt ttacgctttg gccgcagaca aacagatcgt ccgggttaat tgatatgatt
  3687721 tcacaaagga gctgatcggt aaaaattcga acggtgagtg gaaattatgc gccccggtaa
  3687781 aataatttgg ggtcagcaac ccttgggttg ataacgccgc accatcggta ccgccgcgca
  3687841 tagggatcac tttaggttcg atattcagtt ccgccataga agagaagatc aggtcgatag
  3687901 cccgcttatc ttcaccaatc gagttactga tattgctgta cacatcggtg actgaatagc
  3687961 tgatcttcgc tcgtggatat tgtgctgaaa ctttcgcgac cacttcaccg atataggctt
  3688021 tacgcgcggc gaatgacaca ttatcaaaat cacggattgc tattttcagt tttgcgctgt
  3688081 tagggttggc agtcatatcg gtaaaccaga catagccttc ccgcccttca gtgtgttctg
  3688141 gcgtctcttg tggcgagaac tcactgataa tgtcataggc gacacggata gggttgatca
  3688201 gcacattttt agctgacatc gggtgagccg tcaccccgat gatatcgatc tctgccgagg
  3688261 cggcgttaaa gttttcatac accacttcgc ccagctcgca gcagtcaata gtgtaagcga
  3688321 aatcaacatc aaaacgcgcc agatccagcg ctttagtgta acgaacggtg caatagtgat
  3688381 ccacacccaa cgcctgaaat cagatccagg gggtaatctg ctctcctgat tcaggagagt
  3688441 ttatggtcac ttttgagaca gttatggaaa ttaaaatcct gcacaagcag ggaatgagta
  3688501 gccgggcgat tgccagagaa ctggggatct cccgcaatac cgttaaacgt tatttgcagg
  3688561 caaaatctga gccgccaaaa tatacgccgc gacctgctgt tgcttcactc ctggatgaat
  3688621 accgggatta tattcgtcaa cgcatcgccg atgctcatcc ttacaaaatc ccggcaaccg
  3688681 taatcgctcg cgagatcaga gaccagggat atcgtggcgg aatgaccatt ctcagggcat
  3688741 tcattcgttc cctctcggtt cctcaggagc aggagcctgc cgttcggttc gaaactgaac
  3688801 ccggacgaca gatgcaggtt gactggggca ctatgcgtaa tggtcgctca ccgcttcacg
  3688861 tgttcgttgc tgttctcgga tacagccgaa tgctgtacat cgaattcact gacaatatgc
  3688921 gttatgacac gctggagacc tgccatcgta atgcgttccg cttctttggt ggtgtgccgc
  3688981 gcgaagtgtt gtatgacaat atgaaaactg tggttctgca acgtgacgca tatcagaccg
  3689041 gtcagcaccg gttccatcct tcgctgtggc agttcggcaa ggagatgggc ttctctcccc
  3689101 gactgtgtcg ccccttcagg gcacagacta aaggtaaggt ggaacggatg gtgcagtaca
  3689161 cccgtaacag tttttacatc ccactaatga ctcgcctgcg cccgatgggg atcactgtcg
  3689221 atgttgaaca gccaaccgcc acggtctgcg ctggctgcac gatgtcgcta accaacgaaa
  3689281 gcatgaaaca atccaggccc gtccctgcga tcgctggctc gaagagcagc agtccatgct
  3689341 ggcactgcct ccggagaaag agtatgacgt gcatcttgat gaaaatctgg tgaacttcga
  3689401 caaacacccc tgcatcatcc actctccatc tacgactcat tctgcagagg agtggcgtga
  3689461 tgatggaact gcaacatcaa cgactgatgg cgctcgccgg gcagttgcaa ctggaaagcc
  3689521 ttataagcgc agcgcctgcg ctgtcacaac aggcagtaga ccaggaatgg agttatatgg
  3689581 acttcctgga gcatctgctt catgaagaaa actggcacgt catcaacgta aacaggcgat
  3689641 gtatacccga atggcagcct tcccggcggt gaaaacgttc gaagagtatg acttcacatt
  3689701 cgccaccgga gcaccgcaga agcaactcca gtcgttacgc tcactcagct tcatagaacg
  3689761 taatgaaaat atcgtattac tggggccatc aggtgtgggg aaaacccatc tggcaatagc
  3689821 gatgggctat gaagcagtcc gtgcaggtat caaagttcgc ttcacaacag cagcagatct
  3689881 gttacttcag ttatctacgg cacaacgtca gggccgttat aaaacgacgc ttcagcgtgg
  3689941 agtaatggcc ccccgcctgc tcatcattga tgaaataggc tatctgccgt tcagtcagga
  3690001 agaagcaaag ctgttcttcc aggtcatcgc taaacgttac gaaaagagcg caatgatcct
  3690061 gacatccaat ctgccgttcg ggcagtggga tcaaacgttc gccggtgatg cagcactgac
  3690121 ctcagcgatg ctggaccgta tcttacacca ctcacatgtc gttcaaatca aaggagaaag
  3690181 ctatcgactc agacagaaac gaaaggccgg ggttatagca gaagctaatc ctgagtaaaa
  3690241 cggtggatca atattgggcc gttggtggag atataagtgg atcacttttc atccgtcgtt
  3690301 gacactttag caccgcgcag accaatctct tcgtcaggaa caaacgccac cacgatatcg
  3690361 ccatggcaat cgtcagccgt caggttttcc aacaacgtca tgactacggt cactgccgct
  3690421 ttattatctg cgcctagtac actggtgcca tcgctgaaaa taatctcttc gccctgataa
  3690481 cgcaggattt ccggatgttc tgcggtacgt agatagatgc cctgctctgc gtttaggcaa
  3690541 agatcgctac cggtaaagcg taagcgttgc ggatgaatat cgggcgataa gccaacgtcg
  3690601 accgtatcaa tatgtgtaat aaaaccaatg cgtggtgcgg taggctgatt gccgggttta
  3690661 cgggctgtca ccgtggcatg ttcatcaatc aggatatctt ccaaccccaa ctgacgcagt
  3690721 tcttcagcta acatctgcgc cattttgtgc tgcccttcgg tactcggcag tgttggagag
  3690781 gcggcatcgc tctggctgct aaccgccaga taacggaaaa agcggtttgt cagttgttct
  3690841 gagagtgcga tagtcatttt ttattccttt atttatagct aaaaccactg agtgcgcgca
  3690901 gctaacaccc ctacagcgtc aagaccgaag ccccccaaag tcattggcgt tgtaggtagg
  3690961 cagccagcaa acgacaaatc ggtcgggaac gatttgaaca gcatttatgc tagcccgcag
  3691021 ggtgagcctc acggatgagg ctcattaatc ccgatgagct tacattagta agtgattcgg
  3691081 gtgagtgcgc gccgctaacg cccctacagc gtcaaggccg aaggccccca aagtcattgg
  3691141 cgttgtaggt aggcagccag caaacgagtc ccgatgagct tacattagta agtgattcgg
  3691201 gcgagtgcgc gcagctaaca cccctacagc gtcaaggccg aagggggtca ttgagttgct
  3691261 ggatacgtat acccactctg gaaacctaat ggaatatcca gaccccagaa cagatacaac
  3691321 atcagggtca gtaccacggt taaccctagt gtataaggca gcatcatggc gcataacgtc
  3691381 ccgacgccgg tcttcgaaca atactggcga cagtacataa tgatcagcgg atagaaggca
  3691441 aacattggtg tcgagatatt cactgttgag ctaacgcgga aactggcttg ggtcaactcg
  3691501 ggtgaaatcc ctacggccat cagcattgga accaatatcg gtgccagaat ggaccattta
  3691561 gatgacgctg acgtaataat aatatccagc gcacaagata acaggatcac acctaaaatc
  3691621 gtgaaaccag cgggcatcgc cagcgtacgc aggaagtccg cgccagaaat cgccattaat
  3691681 gtgccaatat tagagtggct gaatgaatag aggaactggg cgcagaagaa gctaaagacc
  3691741 aaaaacgaga ccaatgagcg ggtaatgttt tccatgctgg cggtaacatc tttggtgctc
  3691801 ttaaaggtgc cagaactgaa accatagatc aggccaggaa tcgcaaacat aaagaacagc
  3691861 agtggcacaa tcgcttgcat aatcggtgca tcagggcggg tcaggctgcc atctggtgaa
  3691921 cgcaataagg agttttccgg atagagtgct gcggccaagc caatcaacat cagcagcata
  3691981 accaaccctg cccgtttaaa cgctttactc tcctgcggag taaccttctg taactcatta
  3692041 ttgctctgca acccactgag atcgctattc agtggcatcg atttaagcaa acgaggctcc
  3692101 acaattttat cggtgataaa ccagcacacc aaaatcacgc caaaggtgct accgaaactg
  3692161 aggaagtagt tacacagcac attgacgtta taacttgggt caataatgtg cgcggctcct
  3692221 tgggtgaagc cctgcataat cgggtcgata atcgatggcg tatagctggc agagaatccc
  3692281 cctgctaacc cagcgaaagc ggcggcaata ccggctaatg ggtgacgccc actggcatag
  3692341 aacatcatcg cggcgacagg catcaggatc acataagctg aatcagaggc gacatggcta
  3692401 accacaccga taaagacgac cgctggcgtt aaaatacgct gtggagtgac gttgagcatt
  3692461 tttttcaaca tcacctgaat aaagccactg ccctcggcaa taccaatccc caaagtagca
  3692521 acaatggtga tcgccagcgg tgggaagtta ataaagtttt tgaccatagt ggtaataaag
  3692581 gtcaccagtt caaccggtgc caacatattg gtaactttaa tctgatcacc ggtcagaggg
  3692641 tggaaataat caaagttgat aaacgataat ccaaaggaga gtgcccagca cacccccagc
  3692701 gcgtaaataa atagcatggt gatgtctggc atggcattac caatacgttc aatcgcgttc
  3692761 agtatgccgg tctgccgatc gttctgcggt tttacatctg acatattctg tcctttccct
  3692821 tgtaaaaatg tcatggctaa agcgagcagg agaggagata ctgatgattt cctgcctcag
  3692881 tagaggtact gcgtggatgt aagagaagat agaaccaatg aataatggaa aatcagctga
  3692941 taaatccgtc aatgaagagc aatatctcgc gaataaccca tttatatccg tcgcctttca
  3693001 agctacaggg atgttggctg cccttactca tccctatcac ttagttatct aagcgcttgg
  3693061 gagtttgctc ggttgccgcc tacccgcatc tcgacgtaac ttgggtatag taacccaatg
  3693121 aataatataa tattttatcg ataattttta taataaaaat cctaaaccgt caatttaaat
  3693181 taattaacct tatcattata gaataatatt aaatcttcca ttctcactga taatatttat
  3693241 ttttatccat aagaattggc atatgcagat atagaaacca tttaatactt aatatcgata
  3693301 tattagacta aaaaacaatt ggatttatta cggctatctg ggagccatca ctgccaatcc
  3693361 cttcacttca ttgacctcgt cggcaactca caatcccgtt cagataaact gactcaggcc
  3693421 gtcaatgagt taaaaatacc agtagtagac cttatccacc ccctgttatt tatcagccaa
  3693481 aataatacct ataaggctta ttaagggaga ggttttaata caatgaatct atcaaatata
  3693541 acgtcgaacg agtcaatgcc gaacatcgag ccagaccgtg aaatccattc tgcacggaca
  3693601 tcaacagcag ccttaactcc ggctgactat tatgcaatat gggaaaaatg ggaaaatgat
  3693661 ccaagaactg ttgctggtga acaacggggc caggccgtag cgagaatgaa agagtgtttg
  3693721 gaaaacaata ccgaacgcct cgatctcgat gagcttggtt tgacctcatt acccgatacc
  3693781 ctgccaccgt gtaataaact gaatattatt gaaaataagt taactgagtt gccgacaaca
  3693841 ctgccagaca acctgcaaac actgaatgct gcttttaatc aactgcgtac attaccgaat
  3693901 acattaccgg cctcgctgtt atctctaaat gtgtacggaa atgaactaga acggctccct
  3693961 gagtcgctac ctgaagggtt gaaaaaatta gacgttggtc gtaatgagtc actgcaacgc
  3694021 ccaaaccgct tgcccccgaa tctggagtct cttggtatgg caaactgtcg cttaactgaa
  3694081 ctgcctacat tgccgaacag tttagaaaaa ctggaggtgg ataataatca actgcacaca
  3694141 ttgcccgata cattgcccgc ccttctgtca tctttactgg tatcgagcaa tagactcaca
  3694201 gcactaccgg aaaatttacc cggtagttta agggatatat atgctaaaga taatcaatta
  3694261 tcccaacttc ccgacctagc ccacctgccc caaaattgta gcattcgctt agacggtaac
  3694321 cctttttcta ccagtacgct gcaggcacta cagcatctct atattaacct ggattatcag
  3694381 gggccacgga ttagctgccg cgaattagac aatctaccac cagtgagtct ccgtaacatt
  3694441 gttgccacct gggtgccgcc ggaacaacaa aaatcgttgg cagaagattg ggcaaagatc
  3694501 gaaaaagaaa ctaactcagg cgattttaac gtttttcttt gccgcttggc taccactcaa
  3694561 aacgtaaaga atatccctga atttaaacaa caaattgcag cctggttgtt gcaactggct
  3694621 ggctcattta ctctacgtga gcagaccttt cttatcgctc aggaagctag cgcgacctgt
  3694681 gaagaccgca ttaccttgac gcataacgat atgcaaaagg cagtcatgct ccatgaggtc
  3694741 gaaaagggga aatatgatga aaaactacct gaactgatag cgcgtggccg agagatgttc
  3694801 cgtctggaac aacttgagaa tattgcccgc gaaaaagtaa aaacactaaa aacactgaat
  3694861 gtacattctg tcgacgacat cgaagtctat ctcgcctatc aggttaaact acgtgggtcc
  3694921 ttagagctct cctcggtaaa caaagaaatg cgcttctttg gcgtatcgga tgtgacaaca
  3694981 gacgatttac tgagcgcaga aacccgggtg aaaactgcgg aaaaccaaga tttcccgcgc
  3695041 tggctatcac aatggtctcc gtggaaaagc gtggtgcaac gtattgagcc tgaacgttat
  3695101 gctgctgcgg tcgaaaagca gtaccacgca ctggagaata tttacccaga taaactggcg
  3695161 gctgaattgg cagccaacgg gatgacgggc gatgtggatg ccaaccgcat tgtcggcaaa
  3695221 agaatcaacg atgagataat ggaggagatc gatatggccc tgactcatga ggttctctct
  3695281 gccaaaggag cctcctcctt attagataat ctgtggatgg aatctctaat ctcgttttaa
  3695341 tactacacag ctcgtatccc ataaaaaacg gcgcatattc tgtcctgcaa tatgcgccgc
  3695401 agataggtca ttcttctccc tccccccccg ctcgtttggc taattcagac caccagttag
  3695461 ctaaaaatac cagtagtaga ccttagtatc ccctgttatt tatcagccaa aataatgctt
  3695521 ctaaaactta ttaagggagc gtaatacaat gtatctatca aatataacct cgaacgtgtc
  3695581 aatgccgaac ataggaccag accgtgaaat ccatgctgac cggccagcgg caacagcctt
  3695641 aactccggct gactatcatg caatatggga aaagtgggaa aatgatccaa gaactgttgc
  3695701 tggtgaacaa cggggccaag ccgtagcgag aatgaaagag tgtttggaaa acaatgccga
  3695761 gcgcctcaat ctctcttctc ttgatttgac ctcattaccc gataccctgc caccgtgtaa
  3695821 tgaactgaat attatatgca ataatttaac tgagttacca acaacactgc cagacaatct
  3695881 gcaaacactg aaggcttctt ataatcagct gcgtacatta ccgaatacat taccggcctc
  3695941 gctgttatct ctaaaggtgc acatgaatga actggagcgg ctccctgagc cactacctga
  3696001 agggttgaaa acattagacg ttggttgtaa tacgtcactg caactcccaa gccgcttgcc
  3696061 cccggttctg gagtctcttg atatttcaaa ctgtaactta actgaactgc ctacactgcc
  3696121 gaacagtttg aaagaactgg atgcgcatgg taatcaactg cgcatattgc ccgatacatt
  3696181 gccgatatcg ctgttaaggt taaatgtagc ctataatcaa ctcacagcat taccggaaaa
  3696241 tttacccggt agtttaaggt gtatatatac tgaatataat caattatccc agcttcccga
  3696301 cctggcccat ctgcgccaaa attgtaacat ttgcttagac ggtaaccctc tttctcccag
  3696361 cacgctgctg gcactactgc gtctcagtac taagccgaat tatcaggggc cacggattag
  3696421 ctgaatcgac ttaaacaata tgcaaaagca gtcatgaatc atgggggcta gaagggaaag
  3696481 tatgatgaaa aatcacctga actgatggcg cgtggccggg agatgttccg tctggaacaa
  3696541 ctcgaaaaaa ttgcctgcga aaagtcaaaa cacgaggtgt cagacggctg acaaaccccg
  3696601 atgaattgac ttttaacggt gagggtaggc agaagagtaa agcgtccgcg ccagggatgg
  3696661 tgcggatcgc cccccaagga agggtttacg gtatctttac gatctgcctg ttttctccag
  3696721 cgcaggctct ttgtcaataa cctcggtgtg tagtgaactc atctcgtttt aatactacac
  3696781 aacccgttat ctcataaaaa acggcgcata ttctgtcctg caatatgcgc cgtagatagg
  3696841 tcattcttct ccctccacac cacccgcttt tttggcttat tcaagccagt aagctaaaaa
  3696901 taccagtagt agaccttatc caccccctgt tatttatcag ccaaaataat acctataagg
  3696961 cttattaagg aagaggtttt aatacaatga atctatcaaa tataacgtcg aacgtgtcaa
  3697021 tgccgaacat cgagccagac cgtgaaatcc attctgcacg gacatcaaca gcagccttaa
  3697081 ctccggctga ctattatgca atatgggaaa aatgggaaag cgaagcaata cctggtactg
  3697141 acgaacaacg gcgcttcgcc gtggaatgca tgaaagattg cctggaaaaa aatacctatc
  3697201 acctctgtct ccgtgatctt aatttggcct cattaccaga cattctgccg ccgtgtaacg
  3697261 aactggatct catgggtaat aagttaactg agttgccagc aacactgccc gacaacctgc
  3697321 aaaaactgaa tgcttctttt aatcaactgc gtacattacc ggatacatta ccggcctcgc
  3697381 tgttatctct aaatgtgtac ggaaatgaac tagaacggct ccctgagtcg ctacctgaag
  3697441 ggctaaaaga attagacgtt aatgataatg agtcactgca actcccaaat cgcttgcccc
  3697501 cgaatctgga gtctcttggt attgcaagct gtggcttaac tgaactgcct acactgccga
  3697561 acagtttgaa aagactggat gcggatagta atcaactgcg cacattgccc gatacattgc
  3697621 caatatcgct attaaatcta agtgtgacca gtaatcaact cacacaactc cccgagacat
  3697681 tgcccgcctc gctgtcattt ttaatggtat tgagcaatag gctcacaaaa ctgccagaaa
  3697741 atttacccgg tagtttaagg tgtatcagcg ctgaatataa tcaattatcc caacttcccg
  3697801 acctggcccg tctgccccaa aactgtgaaa ttctcttaga aggtaaccct ctgtctacca
  3697861 gcacactgca ggtactacaa catctccgta ttaacccgta ttatcagggg ccacggatta
  3697921 actggagcga attagacaat ctaccaccag cgagtctccg taacattgtt gccacctggt
  3697981 tgccgccgga acaacaaaat aggttggcag gagattgggc aaatatcgag acagaagcta
  3698041 actcagccgc ttttagcgtt tttcttcacc gtttggctac cactcaaaac gcaaataata
  3698101 tccctgaatt taaacaacaa attgcggcat ggttgttgca attggctgac tcacctactc
  3698161 tacgtgagca gacctttctt attgctcagg aagcaagcgc gacctgtgaa gaccgcatta
  3698221 ccttgacgca taacgatatg caaaaggcag tcatgctcca tgaggtcgaa aaggggaaat
  3698281 atgatgaaaa actacctgaa ctgatggcgc gtggccgaga gatgttccgt ctggaacaac
  3698341 ttgagaatat tgcccgcgaa aaagtaaaaa tactaaaaac actgaatgta aattcagtcg
  3698401 atgatatcga agtctatctc gcctatcagg tcaaactgct caattcctta cagctctcct
  3698461 cggtaaacaa agaaatgcgc ttctttggcg tatcacatgt gacagcagac gatttactga
  3698521 gcgcagaaac ccgggtgaaa actgcggaaa accaagattt ctcgcgctgg ctatcacaat
  3698581 ggtctccgtg gaaaagcgtg gtgcaacgta ttgagcctga acgttatgct gctgcggtcg
  3698641 aaaagcagta ccacgcactg gagaatattt acccagataa actggcggct gaattggcag
  3698701 ccaacgggat gacgggcgat gtggatgcca accgcattgt cggcaaaaga atcaacgatg
  3698761 agctcatggg ggagatcgat atggccctaa ctcatgaggt tctctctgcc aaaggagcct
  3698821 cctccttatt agataatctg tggatggaat atctaatctc gccttgatac tgtacggtcc
  3698881 gttatcccat aaaaaacggc gcatattctg tcctgcaata tgcgccgttg atcatcatgt
  3698941 cgttagtggt taattacctg acgataaaat tagaaattat atttaacgcc taacaccacg
  3699001 ctggtttcgc tgtagccctt gttacccact tgctgaccga tatttcccca aagattcagt
  3699061 tggctattta cctgcccatc aacgcccagt ttcagctccg cgatattcgc cgtcccggct
  3699121 tgtttcaccg tgacaccgtc taatgtcgtg ccaaaatctt tggtgttatg gatccaattg
  3699181 gcttcaacaa aaggcttgaa tgccgggcca ctgactttgg ctttatcact tggattgata
  3699241 aaggccttcg ccccgagtcg cgtctggata ttgccattac cgtcaccaga gataaccgta
  3699301 ccattggttt ctgtatggtc atcggctttt acgcccatcc acaccacctg tgcttttggc
  3699361 tgaataaagt agctctggtt aacactttcg ccaactttga aggcatagcc cccttcgact
  3699421 gatgcggtaa agccttttga gtcatatttc tcagtggcta aatcctgccc gctaacgcgg
  3699481 ttgtcaaacc aactgtattg cacccaagaa tcgacatacg cgccagtatc atcggcatta
  3699541 tcggcaagcc atgagccata gatccccacg ctgtagccat ccaccgagcc agtagaacgg
  3699601 tagccagcaa cctgtgccac ggtagaactg ctgctattgg catagcccgc catcacccca
  3699661 acacgccaca ggtcctgtgc attgcggctc cattgcgcca catcgccgcc aagttgcatc
  3699721 acataacggt tatcctgagt tttcaactcg ccgctatcat cgcgggagcg attatggcta
  3699781 ccttcgttac gcagccacag gctagtggtc ttctgctcac cggtaaagac atcggtatac
  3699841 agcgtctcac ccattctatc cgccagactg gtgacgaaca tattgttggc cgccgccagg
  3699901 ttagcggtgt aactcgccgg ttcagggcgg cggtcatctg cctcagtacg cagataccag
  3699961 ttgccgtcat ctggagtgct ggccccacct tgatacaaga agtactcata agcaccgcca
  3700021 acagcgcgcc cattcagggt aaactgcccg gcagaatcac cgccgacatc aataattttg
  3700081 atgccttcaa aggtgcgcgc cccgacaccc ccaatattgt ttaccgtgac ataactttgc
  3700141 cctgcggtat ccccggtaat aaccagtcta tccgttaccg atgtatcgcc agccaggata
  3700201 gtattgaagg tgatcatccc ctcatcaccg gtgtaattac catcaatggt gaaggtgcca
  3700261 aaatccccgc ccgttaaggc atttggcata atcaggttgc catagttctc aacattaccg
  3700321 gtcacctgac catatccccc taaggagccg ttagcggtaa tcagtacgtt actggtcaga
  3700381 ttggccatat tcgatgcgaa tgataccagc aatgccctct cttgcaggga ctcttccagc
  3700441 gaaagtgtct gggtaaccgc cgaactgccc aattgcagta aaccctcttc aatcgtagtc
  3700501 agacctgcgc taaccgtatc gccttcaatt tttaccgttc cgctgccacg cttaaccaag
  3700561 gtccccgtgc cgctgatggt attggttaac tcccagactg aacccgtatc caggatcaac
  3700621 gcaccgctat tggcgatgct gctgccacct aaatgctcgg cactattggc aatgagaata
  3700681 ctcccggcct gattagtaaa cagacccgag taaccgctgt tatcaccggc caattgaaca
  3700741 ctggcattgt tacttagcaa tacctcgcca tcactaccgg tcaaagcgtt aaacagtgtc
  3700801 ccgatagtat tatccagatg aagtgtgccg ttgttattaa tggtgccgtt ccctagcccc
  3700861 tgcgcctgag acaggtgtgc caccgcgcca ttggcaatat cagtactgcc agtaaagcca
  3700921 gcgttatcat aagaaacatt cagcaagcca ccactcagta ccagttcacc accgccagtc
  3700981 aatgcaccat caatttggcc gccccccgtt acggttaact taccgtcgtt gagatccagt
  3701041 gtactgcccc cttcggtggc taactcaccc accacctgct gggtaccgtt gatatcaaca
  3701101 tgagtggcgg tactcatcgc cagcaaggag gtttgcccca gtgctgaatc agcatccaga
  3701161 cgcaaattac ctgaagagac ccaagtggta ccagtatagc tgttggtgct attagataag
  3701221 gatgccgtgc tgccatcatt agccgacgca aaggccagat caccgctccc tgtgatttgg
  3701281 gctgaaagat cgttagattg agtcccgtta ttcgccaaga tggcggtcaa taccaacgcc
  3701341 tcgctgcccg tgctcaatag ttctaacgcg gtcagaccgt aattgacata caggccatca
  3701401 taatcctcgc cagtggtcat gccgtaatta aacgaaccgg tggcggcggc tgaggtactg
  3701461 ccagcgttat ggaccccctg ataagtgacc gcgctgatcg gatcaccatt ctcatccgtc
  3701521 aacgtcaact catggcctgt ccctgtcgcc gccccagttg ccagagtgac aatgatttcg
  3701581 ccttcatcca gttccatcac cgagagccca tccagacttg gtgccagatt gctcggtaaa
  3701641 ttaacccgaa cctcaccgcc cccggtggta ttgatgctat tagccgcaat cgtcccatct
  3701701 gaagtgataa tgcctgcgtt atcaacaata ttatcaaaca gcaacgtgcc gccattcatc
  3701761 gccaatgtgc caatattctg cacaccgtta cccaccgagg tcaggttacc gctggataat
  3701821 ttcaacgtag cctgggccaa tactgtggtg ttattgccgc ttaaatcaaa agtagaattg
  3701881 ttcaggttga ctgtgccggt gaaggccccg cccacggtag caccaaagtc aaacgcggtg
  3701941 ctggcatcgt ttttcgccac attcagcaag ccgttaccgg tcaacgcatg attaaacaga
  3702001 gcaatatcgt ccagatttag cgtcgcatca gcgatatcaa tagttaccgc gttgcttacc
  3702061 ccgttgctgc tggtcagggt gacttcggca tcatcggtca cttgcagtac accgctgccg
  3702121 gtgacgctgt taccaaaggt gccgttaaag ccgctcagcg acagggtatc gcccgtccct
  3702181 gccagcgcca cgctggatga cgcccccaga ttgttcgttg acgcaaccgt cagtttgctg
  3702241 ttacccgcca aggcatattg gccgaggaag ccgctgttat tggccgtcag tgcggtatct
  3702301 gctccgccga taatatcgac tgttgaaccc gccacaccgc tcagaacgtt ggcaatactc
  3702361 tcgctaacgc cattcaagat cagatgagaa gtaagggtgc ccagattaac cgtggcgctg
  3702421 ctggccccca gattactggc ctgacccacg gtcagttcgc cattggtacc aatctgatgt
  3702481 gcaccactaa agctgctatt cccgctcagc gtcactgttg ctgtggtatt aatcgtcccg
  3702541 tcaccactga tcacgttagc cagtgaatta tccgcgacca ggtttagatc ccccagcaca
  3702601 tcaataacgc tgctgcccaa attaccggtt ccgataatgg tccccccatt accaagagtg
  3702661 actgatgcac catcggaaat attggtttgc cccgccagac cattgttatc gatgctgatg
  3702721 gtgaaatcgc cacccttgat attcaggata ccgttgcccg ttaagccgcc gctaatgcta
  3702781 gaagcccccc cattctccag attcaggatg ccatcggtca cattaatcat tccggtattg
  3702841 atcaaggtgt cagtactggt taactcccca ccgttgccca acgttaccgt accggtattg
  3702901 gtcaccgccc ccaccgtctg gcgatagcca ttaatattcg cactggcccc actggcgata
  3702961 ttcagtaatg acgtctggcc gaaagcccca ttcgccccga ggataaattc ccccgccgtg
  3703021 acggtggtcg ttccctcgta acggttattg ccgttagcca aggttaaggc gccattttgg
  3703081 gcatccacca ccaaaccgcc gacaccggat aactcggcat tcagctctct gttggccgtc
  3703141 aaaccgcttt cggtcgccag caacaacgca ttagcgccat cggctaacaa ctccagcgca
  3703201 ctcagggtgt aattcacata caggccactg ccgccattgc tggtcatgcc atagttatgc
  3703261 gtagcattcg ccaccgtata cccgccctgc tggacagtag actgcacccc ttgtcctgcg
  3703321 gaaatagtgg taccattgat catcagctcc agatcattgg cattgccggt cacattatcg
  3703381 gcatcaatca gttgcagcag aatgtcaccc cgatcctgct caaggagcga cacgttcggt
  3703441 ggcgtcaccg gatgttcatt ctcccagtta cccgccccgg taatgctgat cgtcccgctg
  3703501 ttcagtgcca gatcagtaac cgtgacgacc ccattggcct gagattgcgg cggcgagccg
  3703561 tcaaagatca gcgtaccgcc atttaaatcc agcccgtgca ggatgcggtc agtggtgccg
  3703621 acggtggtca cactgtcatc cgacagtttt aaggtggcac gcgccagtgc cgccgcgtta
  3703681 tccgcactta aagcaaaagt ggtattggtc agattgacga tcccactaaa ggccccgccc
  3703741 accgtcgaac caaagtcaaa cgcggtggtg gcaaggttct tcgccacatt caatgtgcca
  3703801 ttcccggtca gcacatggtc gaacagtgca atatcgttca ggttcagcgt cgcatcagcg
  3703861 atatcgacct tcaccgtatt gcctaccccg ttgctgctgg tcagggtgac ttcggcatca
  3703921 tcggtcactt gcagtacacc gctgccggtg acgctgttac caaaggtgcc gttaaaaccg
  3703981 ctcagcgaca gagtatcgcc cgccccggcc agcgccacgc tggatgacgc ccccagattg
  3704041 ttcgttgacg caaccgtcag tttgctgtta cccgccaagg catattggcc gaggaagccg
  3704101 ctgttattgg ccgtcagtgc agtatctgcc ccgccgataa tatcgactgt tgaacccgcc
  3704161 acaccgctca gaacgttggc aatactctcg ctgacaccat tcaagatcag atgagaagtg
  3704221 agggtgccca gattaaccgt agcgctgctg gcccccagat tactggcctg tcccacggtc
  3704281 agttcgccat cggtaccgat ctgatgtgcg ccgctaaagc tgttattccc gctcagcgtg
  3704341 accgccgcgt tggtattaat caccccgccg ccactgagta cgttggtcat ggctgcattg
  3704401 gcaccgttca ggttcagcgt acccagcacc tcgacggcgc tggtacccaa cgtacccgtc
  3704461 ccggtcaggg tcaccgaggc cacatcggca atatgggtct ggccgctcaa gccactgttg
  3704521 gtggcactga ccgccaaatc accgccgtta atattcaggg tgccggcacc ggtcaagccg
  3704581 cctgccacgg tagacgatcc gcccgcagcc aggttcagtg cgcccccggt taaatcaagg
  3704641 atcccgccat tggtcagcaa gccactggtt aacaccccac cgttgcccaa cgttaccgca
  3704701 ccgctattgg tcaccgcccc caccgtctgg cggtagccat taatattggc actggcccca
  3704761 ctggcgatat tcagtaatga cgtctggccg aatgccccat tcgccccgag gatcaattcc
  3704821 cccgccgtga cggtggtcgt tccctcgtaa cggttattgc cgttagccaa ggttaaggcg
  3704881 ccattttggg catccaccac caaaccgcca acaccgaata actcggcatt cagtactctg
  3704941 ttggccgtca aaccgctttc ggtcgccagc aacaacgcat tcgcgccatt ggctaacaac
  3705001 tccagcgcac tcagggtgta attcacatac aggccgctgc caccattgcc attactgctg
  3705061 gtcaggccat agttgtggat ggcattggct accgtgctac cgccctgctg gatggcagac
  3705121 tccacccctt gcgtaccaga ggtaatggct gtgccatcaa ccagcaaatc caaattgttg
  3705181 gcattgccgg tgacattcgc ggcattaatc agctccagta aaatgtcacc ccgatcctgc
  3705241 tcaaggagcg acacgttcgg tggcgtcacc ggatgttcat tctcccagtt acccgccccg
  3705301 gtaatactga tcgtcccgct gttcagtgcc agatcagtaa ccgtgacgac cccattggcc
  3705361 tgagattgcg gcggtgaacc gtcaaagatc agcgtaccgc catttaaatc cagcccgtgc
  3705421 agggtgcggt cagtggcgcc gacggtggtc acactgtcat ccgacagttt taaggtggca
  3705481 cgcgccagtg ccgccgcgtt atccgcactt aaagcaaagg tggtattggt cagattgacg
  3705541 atcccactaa acgccccgcc caccgtcgaa ccaaagtcaa acgcggtgct ggcatcgttt
  3705601 ttcgccacat tcagcaagcc gttaccggtc aacacatgat taaacagagc aatatcgtcc
  3705661 agatttagcg tcgcatcagc gatatcaatg gttaccgcgt tgcttacccc gttgctgctg
  3705721 gtcagggtga cctcggcatc atcggtcact tgcagtacac cgctgccggt gacgctgtta
  3705781 ccaaaggtgc cgttaaagcc gctcagcgac agagtatcgc ccgcccctgc cagcgccaca
  3705841 ctggatgacg cccccagatt gttcgttgac gcaaccgtca gtttgctgtt acccgccaag
  3705901 gcatattggc cgaggaagcc gctgttattg gccgtcagtg cagtatctgc cccgccgata
  3705961 atatcgactg ttgaacccgc cacaccgctc agaacgttgg caatactctc gctgacacca
  3706021 ttcaagatca gatgagaagt gagggtgccc agattaaccg tggcgctgct ggcccccaga
  3706081 ttactggcct gtcccacggt cagttcgcca tcggtaccga tctgatgtgc gccgctaaaa
  3706141 ctgttattcc cgctcagcgt gactgccgcg ttggtattaa tcgtcccgtc accactgagt
  3706201 acgttggtca tggctgcatt ggcaccgttc aggttcagcg tacccagcac ctcgacggcg
  3706261 ctggtaccta acgtgccggt atcggtcagt gtcaccgagg ccacatcggc aatatgggtc
  3706321 tggccgctca agccactgtt ggcggcactg accgacaaat taccgccatt aatattcagg
  3706381 gttccggcac cggtcaagcc gcctgccaca gtagaggccc cgcccgcagt caggttcagt
  3706441 gcgcccccgg ttaaatcaag gatcccgcca ttggtcagca ggccgctggt taacaccccg
  3706501 ccgctgccca gtgtcaccgt ccccacgttg gtcaccgccc ccaccgtctg gctatagcca
  3706561 ttaatattgg cactggcccc actggcgata tccagtaatg acgtctggcc gaaggcccca
  3706621 ttcgccccga ggatcaactc acccgccgtg acggtggtcg ttccctcgta acggttactg
  3706681 ccgttagcca aggttaaggc gccattttgg gcatccacca ccaaaccgcc gacaccgaat
  3706741 agctcggcat tcagtactct gttggccgtc aaaccgcttt cggtcgccag caacaacgca
  3706801 tcagcgccat cggctaacaa ctccagcgca ctcagggtgt aattcacata caggccgctg
  3706861 tcaccattgc tgttactgct ggccaggcca taattgtgga tggcattggc taccgtactg
  3706921 ccgccctgct ggatggcaga ctgcacccct tgcgtaccag aagtaatggc cgtgccattg
  3706981 accagtaaat ccaaggcatc aatatctccg gtcacattag tggcattaat cagttccagc
  3707041 gtcgagccag cacgatcctg ttcaaggatc gacacatttg ttgccagcgg atcggtgtta
  3707101 tcccagctac cagagccggt gatattgacc gtcccgctgt tcagtgccag gtcagtgacc
  3707161 gtgacaaccc cgctggtctg agactgcggc accgcaccat caaagatcag cgtaccgcca
  3707221 ctcaaatcca gcccgtgcag ggtgcggtca gtggtgccca cggtggtcac actgtcatcc
  3707281 gacagcttta aggtggcact ggccagtgcc gccgcgttat ccgcacttaa agcaaaagta
  3707341 gtctttgtca gattgacgat cccactaaac gccccgccca ccgtcgaacc aaagtcaaac
  3707401 gcggtggtgg caaggttctt cgccacattc agtgtgccgt tcccggtcag cacatgattg
  3707461 aatagtgcaa tgttgtccag gttcaacgta ccgtccaacc caatcttggc cgaacctaat
  3707521 tggttactgt tactggcggt tagcgccccg ccctgattaa cttgccacgt gccagcaaac
  3707581 atactggcct gctctaacga cacgttggcg ctgttattaa caatggcaga gcccgtgcca
  3707641 gcgcctaatg tcgcatgcaa aatcccatca aacgtgctac caaatagcag ctcactactg
  3707701 ctatcgatat tgaccatacc gctgccgata ttatcgtcag acaccagagt gatatggctg
  3707761 tcgacaagat taatattggt gaagccctga agtgacgtgg ctgccgctag ttcgtcggtt
  3707821 gaggcattga aatttagggt attgagcccc gtgcccgcat ccagcgaacc gaggtaggta
  3707881 ctccccacgc tcatcccatt gatcgtgaaa gtatcattac cattcccagt gataatggag
  3707941 gacactgtcg ccccattctg aatggtcacg ctattattgc catcccccag gttaatcaca
  3708001 tcgttacttt gcgagctact gtctagcact aacgtgtcat taccggcacc ggtggttaat
  3708061 gtgccatcca gtgttccatt gttattaatg atatggtcag caacacccgc gaatatcaca
  3708121 ctgcctttaa tggtgccatt gttgtttaac gttttactgg aggagccgag gaagttaatt
  3708181 gccgtcgcat tctcggcatt aagttggatt tcgttgccaa tggtggtggt attatctatc
  3708241 ccatccgtga tttgcagcgc agtacccaat gtattggcaa cattaatgat caagttagaa
  3708301 gcgctgagat tgacaccacc gccagtggct tgaatgccga tcccggcacc attaacatta
  3708361 atatctaatg cctctgcatc gaaggtattc aattcggtat ttgtcgccgc aattccgatg
  3708421 ccggcacctt caatattaat ggtgttacgc ccattaaggc tatcgactaa cgttaaccct
  3708481 gtcaggctat ttagcgccgt cccattaagt gtgtttaaag ttacgttact taacgtcaaa
  3708541 ttgacgccag ccacgtttga caaagcaata cccgtaccca acagattaat cgtcaaatca
  3708601 gtcagggtat ggccaccctc cgtgcccgca aacgtaatac cgttggccgt cgccgaggta
  3708661 ttaatggtgc caccgaacag atttaatatg gcactggcca gtacgttaac gcctgtaccg
  3708721 gcagtcgccg tgatggtacc gtcagtatta tcaacgctga tctcttttat tgatgcggaa
  3708781 gaaatggcga tcccggcggt ggtactggtg atggtgccat cattcttgat tttaacggtg
  3708841 ccggttccgt tatgtgttgc agaaataccc gttgcagcag tgatatcacc cgcagagcga
  3708901 atataaatat cactggcatt attcgcattt tttgtcgcta aaatcccagt attcgtggcc
  3708961 tttaaaatag agccagtacc cagattgtaa ataacattag catcaccact ggcattatta
  3709021 ttgataccag cggcattagt ggtggcgtta tcaatcccat tacctgaaat aattgaacca
  3709081 tcggagcgag attgcagaac tattttcacc ccggaaccaa agccatcgat actattataa
  3709141 ctaccaattt ccaagcctct attggtagtg gttccgctga aaacattctg attagcaatt
  3709201 aactcaaagc tagcaccatc agcaaaagta taggcaaagg cattaacacc ggtactggtc
  3709261 aggtctccag tcgaccccgt ccggtctatc ttgacatcag caccactggc aaaatccatg
  3709321 gttgatgtat tatttgcccc gccagtgctg acaaaagatg tcacagagga ccccgtatgc
  3709381 gtaacatgaa atctaccggt aaacgccagt ttattgactt caccaatttc ctgagcacgg
  3709441 tcattgacca ccacatcgtt caagatatcg ccaaaggtca ttatactatt ggtggccgcc
  3709501 ccataggccc ccatataaat aagttgagag gaacccagga aatcaatatt gttataaatc
  3709561 acattgacgg cagtattggc accgttcaac acgaccatgc tgtagtagtt ggccgagtca
  3709621 attttggaca tattttgtag cgttaaggtc cctgaacccg atgacaccac cagaccataa
  3709681 tttgtcgtat tgttaacggt tagaccaaac tttccttggc catcaatcac aacctgatta
  3709741 ctcgtcatat tgacggtcag gctcccaatg agcgtaatgt cagcacctaa aataattttg
  3709801 tcataagtac cattggataa cgcggcagaa agctctgcct gcgtgctgac agtaatatca
  3709861 gcagcaaata cagggccggt gcttagaaaa acaatactgc ccagagatag ggccaaaagg
  3709921 ttttttctga acagtttcga taccatactt tgttcaaatt ttggtaatac accctctgat
  3709981 atcaagttac gactgctctt ggtttttatc cggccttttg ccagctcact caccacaacc
  3710041 cagacattca aagatgcatt ccaaatcact ttaaatattg tattcatata tagccttaac
  3710101 aaatttttaa tttgtcaatt aagttgataa tgatcgcatc acataagtca gatgacagac
  3710161 atgtgtcatt ggccaactca gtaatgaata agcgattaag attttaaaaa aagtgattca
  3710221 tatgcagtaa ggccctgaaa aatagcccat tacttagatg tatgctgtta aagaaattgt
  3710281 tatgcgccta aaaaatcgca aaataggaaa aactgcacaa tttaacttac cataccaact
  3710341 tatacgttct tttaaatttc atcacaagaa cgatgcaaca aaacaatgta gatcaacatc
  3710401 taatcagacc ggcgtataaa agccatgaat agcaccgcat tcgatataaa aaaccacaat
  3710461 aaataaaata taaggattaa aaatcataat tcactgaata tgcaatttta aatattaaga
  3710521 cgtataatat aaaaaaggaa aaatcccaca aaaatacaag aaatagacta cagataatgt
  3710581 gcaaatatct tatttatatg gagtgtggga ttggctgtaa tcatgcagaa ttcaatgaaa
  3710641 attgaagcat cttgcttata aaaagaaaag tagacaccac aataatttat taaattcatc
  3710701 aaaaacaaca agatgattca gtaatgtagt tactgtttat tttatttgtt atccaaccga
  3710761 tgagacatgc gatcacactc accacttgtt gtgaagacca tcactctggt gctggctatt
  3710821 tttgacctga ttcgctatcg atctcatagg ttatcgatct catgggctat cgatctcatg
  3710881 ggttatcgat ctcatgggtt attggcctga ttagttatta tctcaggcca ctctcggcgc
  3710941 ttatttttgc agttgcaacg tcgtcaaaca tgtttgactc tcggcaccgg tcgcaaaagg
  3711001 cgagaccgca gtgaggcctt gatagctaac ttcaagggtg ccttcaatat tgcgtggcag
  3711061 ccagacgcca ataaagccat tttgataact ggttacctgc tggtgcataa taaccttgcc
  3711121 tgaattatcg gtaatcttca cctcaaaagg cgtattggcc agttcgccac ggcaaccaga
  3711181 taaactgtgg ttaaagcaag gatgtgtttg gttaatataa ggggcgaatg acaaataaaa
  3711241 tctatcgccc agcggataaa caaatttctg ttgcccatca gatagtatca gttcggtatg
  3711301 ggttaccgat gccgaataag gcaacgggcg cgtttgtggc gactgatcga tagcatcgac
  3711361 catttgttcg gcactcttgc ccgctaaacc ctgctgagcc aaaaaatcag tttgttgtgc
  3711421 ggtcactgag gaagagggcg aagattgtgc agaggccata tggctatagg tgatggccgc
  3711481 taacgctatc attgtcagcc gggcagttac cacgaatgtt tttttcactg tcgttttatc
  3711541 ctttttatca atgtgttaat tgcctacaaa ctaaaccctc cccctggggg aaggtcaaag
  3711601 gcagaattga atagaaaggt aaatttttta attaaagtag aagacaatat gaacatgacc
  3711661 gtgcaatctc taaacgggat gagagagaag agataactca gccaatcatt aatatacaga
  3711721 ttttacctta ttttatattt agatgactta ctagaaaata tcaactacat atttgatgat
  3711781 gccgtcaaaa aacataaggt gaaatatgga tattttttca agttttaatt tatacaataa
  3711841 agaattgtat agtaacagcc ccacacaccc tgcctttgat aaaagtaaac cgtatatatc
  3711901 agaattaaaa agtcgtgaag agaaaaatct aaacggtgaa gtcaacttta aagacaatgt
  3711961 tgacaaactg attatgtgcc gtcatctatc aagtcaatat atattggatt cattatccga
  3712021 tgaggatacc ggaaaggttg atttagataa attctcatcc aaagacatca tcgcaaaccg
  3712081 aataaccagc aacgttgaag agctttacga gcaacttcag ttgcaagcaa aagaaattta
  3712141 ttttattcct aacaatgaat ttggcatctg tctcagtaag atctttaaga gtatggagag
  3712201 aaagtcagaa aatactcaat ccatactact tgagtcattc aaccacgcga tggcagtaag
  3712261 attgagaatc aaggaaaatg aaaacaacaa cacgaaaagg tacgtcatta gtgtttatga
  3712321 ccccaacatg actaatgtta ctgtccgctg tgaggtggat gatttagtta aagtgagaga
  3712381 ttttcaggtg aaggatttta ttaatcatca tttatttggc aacttttaca agagctacaa
  3712441 cccaactgaa tcaagtgaaa tatcaaccct ttatatttgt aaaaaaccag ctaacgaaag
  3712501 tgttcctgag tgtacaggga aaaaaattac attttatgat tggatagcct tacctgcctc
  3712561 gtctattaat ttatacactt tcctcattga gggattctca caagaaatta aaaatctaaa
  3712621 aaatcaatta gaaataatat ataagaaaaa cccggaaaag ctgatggaaa tacttaccgc
  3712681 taaaagtacc gatggaataa tgggttttga acaagcatta cttaatgatc acgctgatgc
  3712741 cataaacgca tttggcgagc tgctacaatt agttcccgaa aacaaacgca gtgaattact
  3712801 tgtaaataat aaaaaaacaa agtacacatt atttgatata gtttgttcta gagaaaaaaa
  3712861 taaaacaaca atggcattca aaaatatagt gtcacttatc tctaaaaatg agcgttataa
  3712921 attaatagaa tcaaaagtaa acatacttga tactgttatt aattcactta ttaccaaaaa
  3712981 agacagtagt catcttaacg aaatttttga attaatctca ttagcgccag aagagcatgt
  3713041 catcaactta ctgtccaata tagatataac gcaatctctt gaatattcgt tatatcacaa
  3713101 tgatactaaa tcgataaata tcatcactaa aatgctcaag ggattatctg aacaaggtcg
  3713161 ggaaaatata ccttttctga gaaaattaga tgagtctata gtgaatatgt atatccaact
  3713221 cggtaaaaaa atagccgttt ctgcctaccg tgaattattg gcactgaaac cgggaacgct
  3713281 caaagagagt aaatagccat tcagtcactg cccccaaaga gtcacccata cccaccggtc
  3713341 ttaaccggcg ggtatgggct ttatgacaaa acagcattgt gacaaaacag cattaaatcc
  3713401 aaaggattgg atagatcgca tcaccttctt ttacaggctt tcgtcaacat cctgcttgcg
  3713461 gttttttgtc cactcgcgca accgttgaat atgcagatac agcgccggaa taaataagat
  3713521 ccctacggcg gtagccatca acatgccgcc aaataccgtg ataccaataa tctggcggct
  3713581 catcgccccg gcaccgctgg caaaaaccaa cggcatcacg ccgaggataa acgaaatagc
  3713641 ggtcatcatc acggcgcgga aacgctgttt agcgccgtcc tgtgcagcct ccgcaatact
  3713701 cgccccctct tctcgccgcg ccttggagaa ttcgacaatc agaatcgcat tctttgccgc
  3713761 caacccgatc agtagcacta agcctatttg cgcatacaca tcgttggcaa accccatcgc
  3713821 cgatagcccc gccaccgccc cccccacggc aaacaccacc gagagaacca ccaccagcgg
  3713881 gatactccag ctttcatact gggcgactaa aaacagataa gcgaagacca gcgccgcaag
  3713941 ataaataaac accacttgcc cgccggtctg ctgctcttgc catgacatcc cgctccaact
  3714001 gtagctgtag ccttgcggta aattctgcgc caatagcgct tccattgccg ccatcgcctg
  3714061 acctgagctg gccccatcag ccgctgaacc gctgatcgca accgaaggga actggttgaa
  3714121 attactgata aagggcgcgc ccactgacgg ggtcaacgtg accaggttcg ccaaactgac
  3714181 taatgccccg ttatcgctgc gtacatttag gttattgatc tgcgccgtgc gctggcggaa
  3714241 attcatatcg ttttgtaatt gcacccggaa catacggtta ttcaaggtga aatcaccggc
  3714301 attcatcccc cccagcgagg tttgcagcgt ttggaagatt cggctgaccg gcacttgtaa
  3714361 caaggccgcg cggtcacgat cgatactcaa attggtttca ggcaccgaag cactgaaggt
  3714421 ggtaaagacc cggctcaatg tcgggtcctg attggcggca aaaataatcc cttggctcac
  3714481 ctgcgccagc tcttgcggcg attggcctag cagtgcctga atgcgcaaat caaagcccga
  3714541 agcactgccc aaaccggcaa tcgctggcgg gttcaccgcc ataatcattg ccgaggggat
  3714601 agccgccaga ttggcctgaa tactggctag cacccgatca atatgcggcc gctggcccca
  3714661 aggttttagc atcacaatag caaaaccggc attgggcgca ttgttgccac tgagcaggct
  3714721 gaaccccgta atttttatta catcctcaac ggcctcattc gtgctcacct gttgatacat
  3714781 ctggtccatc accgtttggg ttcggttcag tgaggcacca tctggcaatt gtaagctgac
  3714841 aaagaaatag ccctgatctt cctctggtag gaacgaggtt ggcagtcggc tataacccca
  3714901 ccatgttgct aaccccacca gtagcagcgc ggcgatacta aataccgcac ggcggttgat
  3714961 ccgccccgtt aagccaacat aaccatcacg ggcgcgatca agccccttgt taatcgtgcc
  3715021 gaacatgcca gtcgttgcga gtgtgcgccg cttaagcaga acggcacaca gcgccggact
  3715081 cagcgttaac gcattgatac tggagagaat gaccgccgcc gaaagcgtta ccgcaaactg
  3715141 gcgatacaac tcgccaataa tccccggcaa gatagcgatt ggcacaaata ccgccatcaa
  3715201 caccagtgtg gtggcgatga tcggcccggc aatctggctc atcgcctgcc gggtggcctc
  3715261 tgccggtgaa agatgagggt cgttcgacaa taaccgctca acgttttcga ccaccacaat
  3715321 ggcatcatcc accacaatgg tcagggccag aataatagcg aacaaactga gagtattggc
  3715381 tgaataacca aagacataca gcacagcaaa ggtgccaagt aacgagaccg gaaccgtgag
  3715441 cgccacaata aaggtcgcgc gcagactttg taaaaaaagg tacaccacgg cgagcaccac
  3715501 aatcagtgtc aaggtcagtg acaccgcaat ctcatgcagt gtcgccgtca ccggcagggt
  3715561 ggagtcgtaa ttaatttcat aggtgagatc cgccggaaag gcggccgaca gccgggccat
  3715621 ttcatcacgg acgccattgg ccacattaag tgcattggct ccgggaaccg gatacaccac
  3715681 taagaaggct gattcagtct ggttttgtgc cgcactgacc tgataattct gtgcccccaa
  3715741 ggccacgcgg gccacatcgc ccaagcggat cataccgccc tgagggttgc tgcggataat
  3715801 cacatcggca aactgccgtg catcggtcaa gcgcccctgc ccactgatgg tcagtgtctg
  3715861 ttgttgattg ggcatcgacg gtgaagagcc tatctgccct gccgccgctt gtacgttctg
  3715921 ctgttgtaac gcggcaacga tatcctgcac gctgacattc agtgattcca tgcgctgtgg
  3715981 atccagccag acacgcatac tgtaatcgcg cgcaccaaag acctgtacat caccgacacc
  3716041 actgatacgt gcaatagcat cacgcaattg tatgctggtg tagttactga caaacagtgc
  3716101 gtcatgggtc tgttgcgggg agaaaacgct gacccctaat agtaggtttg acgcacgttt
  3716161 gcgtaccgag atgccatttt cattcacctc ggcaggcagt tgcgcgctca cctgtgaaat
  3716221 gcggttttgt acctcaaccg ccgccatatc gggatcggtg ccactggcaa aggtaatgct
  3716281 caattggtag ctgccgttat tggcgctggt tgattccatg tacaacatat ggctgacgcc
  3716341 attgacctgc gcttccagtg gtgacgcgac ggcttgcgcc acgtctctgg cgctggcacc
  3716401 gggataaaca gcactgacgg agaccaccgg cggcgtgata tccgggtatt gctcgaccgg
  3716461 gataacatac agtgaaaccc agccaaccag ggtgatcacc aatgcgataa caatggcaaa
  3716521 cttggggcga cgaataaaga aatgcaacat ctggtcttcc ccttaattag ccgtcaatgg
  3716581 cgctgcaacg cgatcattca cagttccatc attaaccgtg ctggcgttca ccgccatacc
  3716641 cggtcggaca tgctgtagcc ccgctacaat gactttttca cccaccttca ccccatctgt
  3716701 caccgcatat tgctgttcga actgttcacc cagggtcact gggcgcactt cgaccaccgc
  3716761 tttatcggtc actaccagca caaaatggcc ctgtttattc tgttgtaaag cagcaatcgg
  3716821 gatgaccgtc acaggtttgg cgtcgtctgc agccaatgac acattgacta cgccaccggg
  3716881 cagcaacaaa tggcgagggt tggcaaaacg agtacggata atgaccgttc ccgtctgctt
  3716941 atcaatttgg ttatccaccg attcaaaaac accactctct ggatattgct taccatttgc
  3717001 cagttgaatg cgaggggtaa aagtccccag aaggagcaag gggttttcaa tatttttttc
  3717061 acgggcgaca gcgcgttgat aggtcgcggt aatgtaatcc cgttcattga cggcaatcgc
  3717121 cacccgaatc ggatcgagct gcacaatatt gaccaaggtg ccgctagcgg gattaatcag
  3717181 gctgcccaca ttaaaacggc tgtgacccat ttgcccactg attggcgcat gaatttgggt
  3717241 gaagctgagc tgtaactgct gaatctgtag gttagcctgc gcctgcgcca ccgctgcccg
  3717301 gctgatatct cgctgtgcct gtgcttcatc cacctccgcc tggctgacag aacggttatt
  3717361 acccaagcgt tgtaaacgcg tgaggttcac ctgtgcatga ttggcgctgg cagtcgcgct
  3717421 gtcgagttgc gcctgtgctt gcgccaccga tgcttgatgc aaagcgggat caatttcata
  3717481 taacagttcc ccctgcttga ccattttccc ttcagtaaac agacggcggg cgataaatcc
  3717541 ttcggtgcgg gtagtcacat caaccgcttg aatcgcctca atccgcccaa gatattgcac
  3717601 ggcattgtct ggtgttattg acgcgactac cgcgacggtt acggcaggta aaggcgcggt
  3717661 ggccgcactc acagtgccca ccccgagtat gagcagaaaa agcgcatggg acagtaaaga
  3717721 atggcggtgt tgctttgccc gcaaaggccc cattcgcgga gagcgtaaga ttagccgaga
  3717781 gcgtagggtt cgcggcacgt aaaaaattgg cgtggaccga acccaattca gtgtaaacat
  3717841 ggtgatttat tccttactct cggcgggata gaacggcttg gtgttaaacc tgatcttatt
  3717901 aaataagatc acatgaaacg aagatccacg ttaaacaaga tccacattag accaagcttc
  3717961 tcggggtcag tcatattctg tcgcaactct aacgccttac tacagaaatt cccatacctt
  3718021 aaataatttg atcagaggga agcgcacagt ttgatactga tatctccgtc atacttcaag
  3718081 ttacctgtac gttggccacc tccctgtaac tcgacttatt tcgggtagaa gagagaattt
  3718141 atcaatagag tcaattatca cacgttaaaa ctataagtat tcaaaggttg tgctagttta
  3718201 tattgcctgc tgatttaacg aattactttt ctaccattaa atttcagtcc gcatatgtaa
  3718261 tcgctaaggg aacgcgctat gaccaatgcc agaccgccag aatcaacgtc acggataaca
  3718321 ggggaaaatg ttttttttgc aaaacggata ctgcaaacca tggctttgct ggttgggatg
  3718381 acgatcatta ttgctgctgt gggtattatt tatatcgcat cacaattaaa tgaacaggca
  3718441 agtgtacaaa gccgcttcct gatcgaaaaa gcgtggaaaa tgcagcagga ctcactcaaa
  3718501 accagaataa aagataatgc attttggggt gatgcttacc agcacctgca tgtaaaaatg
  3718561 gataccgact gggcctttat tagccaaaat atggggcctt ccctgtataa agattttagt
  3718621 cttgaaggtg tctttgtcat tgatgggcag ggaaagaccc gttattcagt gatcaatggg
  3718681 caattagtca ataccgacct acagagttgg ctgcataaag atattacgcc actaatcgat
  3718741 atcgcacgtc agcgggctga aaaaccatat attgctgtcg atactctcga aatagcgggt
  3718801 cagccagcat taattgccgc cgccgcatta acccccggag aggatccgcg tgtccaatgg
  3718861 gttgctggcc ccccttccgt gttggtattt atcaatatcc tgacaccggc tgaactgagc
  3718921 gcattggggg agaattatgg tatccacaac ctgcgtatgc cgagaaatag ccaggatgcc
  3718981 acatccaaac cttcgctggt catcgcctca tcagataaca gtaccctgac cttacattgg
  3719041 gatcaggaga tgccaggaac cccattatta aatatcttgc taccgttact ggcgttggtt
  3719101 gccctaatta ttgggttaac cgcctggctg gttatacgcc gcgccatctc ggaggcgcaa
  3719161 gccaccgata ggagccgggc cgcgttggct gccagcgaag aacgtttccg ccatgtggca
  3719221 gaatcggcca gtgattggtt atgggagacc gacgcagagt tacaggtgac ttatctctca
  3719281 ccacgcttct taatcatcag cggatggagt gttgatcact ggctggggct taatcttgat
  3719341 tcactgttaa attgtgacat tacttcgcta cggacttggt tgcagcacac ccatttaact
  3719401 gattcacgta acgaactgca atgcacttat ttctcagcta aaggtagcaa acgggtctgc
  3719461 cgaatccatg ccaagccgat cattcagcag ggtgaaatcg tcggttttcg tggtaccgcc
  3719521 tcagatctta cgcgtgaaat cgaagctgag aaacgtattg agcacctttc cctacatgat
  3719581 gcgctaaccg gtttacctaa ccggacgttg atgaccgagt tcttggaaaa taagctgcac
  3719641 aatctggccg ccgtagagca tcccttggtg atccttaatg ttaatttgga taagttcaag
  3719701 cccgtcaatg acatctttgg tcatgtcact ggcgatcaag tgctttatca ggttgctgag
  3719761 cgcctgcgct cctgcttgcg tgacaaggat ttagtctccc gccaaggcgg agatgagttt
  3719821 gttttgatta tttccaatct ctcctcttcc tacgagatcg aactgttatg cgccagggtg
  3719881 atcacccgtc tccaaacacc gtacgtgatc aatgatcaag agatttatct tggggccagt
  3719941 attggtatta cgttagcacc acaagactca atgcaagcgg aagaattgct gcgattcgcc
  3720001 gatatcgcga tgtgtgaagc caaaaatagt cctcgtaacc ggtggcgttt ttacgccagt
  3720061 gaaatgaatg accgcctgat gcaacgaatt gaacttgaaa agtttttacg tttagccgtt
  3720121 aaaaaaagcg aattctgtct ttactatcaa cctcgctacc gtactgacga catgcaactg
  3720181 ataggggcag aggcgttggt acgctggaat cacccggttc tggggttgct gatgccagat
  3720241 caatttattg cgttagcgga ggagaccggg cttatcactg ccatcagcga ttggaccctc
  3720301 ttacaagcct gccaagacgc gatgacctgg ccaacctcat tgattgtctc ggtaaatatc
  3720361 tcggcgattg aattcagggg ccaatgtctt atcgagcgag tccggcaagc cctcttagtg
  3720421 acaggtttgc ccagccatcg gctcgagttg gagatcaccg agaggatcat gattgaagat
  3720481 gctgatggcg cactgaagat catgactgcg ctaaaaacct tgggtatacg cctgtcgata
  3720541 gatgattttg gtacaggata ttcttcactg aattatctgc accgttttcc ttttgacggg
  3720601 ttgaaaattg ataaaagttt tattgataaa ctcaccgagt cacatgaagg gcaatccatt
  3720661 gtcgaaggta ttattaacct gggccatgct atttcaatga ccgtgatcgc cgaaggcgtg
  3720721 gaaacggccg agcaactcac ctatttgcag tcactccatt gtgatgaggt gcaggggtat
  3720781 tttcttgcca aacctatgcc ggtagaggcg ttgtctttgg ttttttctga ggatttatcg
  3720841 gtgtgatggt gggggagcgg ggggatcggt tcggggctcg gtttggggag cggggttggt
  3720901 gatcaggggt ggtgctcggt tcggtgctcg gttcggtgct cggttcggtt gacaggagat
  3720961 cggcgtttac ccagtctccg atgccgcaac cgccaaaggg gtcacaagcg tgcactgaac
  3721021 cccaaaactt ggacatctgc tttactgctt ttctacctga gtccggtatt ctgccggact
  3721081 cattccgcct gttttcaggc taatgcgctc tgtattgtaa taatggatat attctacaat
  3721141 gtcacgcttt aaaactgtgg ctgaatcgta cttcttacgg tgatacatct cggctttcag
  3721201 gtgactgaag aaattttcca tcactgcatt atctaaacaa ttgcctttgc gtgacatact
  3721261 ttgccttatc cccgcctcga caagcattga gcgccacatc ggcgttcggt aatgccagcc
  3721321 ctgatcgctg tgcaacatca ggccttcttt tctccctttc actttcagcg ctttttccag
  3721381 cgtcttgcac gtcaggatta atgctgctct ttctgacata tgccaagaaa taatctcatt
  3721441 attaaacagg tcttgtatca ccgacaaata cagcttctgt gctccaactc ggaactctgt
  3721501 gacatctgta caccacttca atccactgat ttcggatgta aaattacgag ccaatagatt
  3721561 atcggatgcc cggccaccat cggccctata ggagcgatat tttttccgcc gaatgaggct
  3721621 gagtaacccg tgctgattca tcagttttcg caccgttttg tgattcagtg tgaacccttc
  3721681 ttttctcagt gcgaccgtca tccggcgata accgtagcgc tgtgcgtgtc gtctgcttag
  3721741 ggcgccaatc gcttttaccg catctgcata gtcatcaatt acaccgtccg gtttcgatgc
  3721801 atgataatag tatgtactgc gtgccaattt tgcggcacac agtaggcaag aaagtcgatg
  3721861 ttctgctgtc agtgcttgaa ctattctggt tttttctgct gctccctgag tgccttttct
  3721921 tctctcaggg ctttccgctt ttttagataa gcgttttccg cgcgcagata ctcaagttct
  3721981 ttctctagct ccgcatgcgt catctcgctg aacggttttg aatcgtgctc atatttatct
  3722041 tttggcatag taggacccgt tttcgatggg ttaagcgctt cttttcctcc ctctcgataa
  3722101 cgtttcatcc agttttggat aatcgtctcg ttgggaatgt taaaatgagc agaagcatcg
  3722161 gcagcgctac atctgtttgc catcatatag cggacaacgc aaagcctgaa ttctggagta
  3722221 taagttctgg aaagatggtg ctccagtcca gcctcacctt gacggcgaaa agctcggatc
  3722281 caacgcgtaa gaggggattt gccaacactg aattgacgtg cggtttcccg cagagtggcc
  3722341 tttcctgaaa ggtaatgttg aaccgccgct aggcgggttg aaaaagggtg tttcattgaa
  3722401 ccgaacctcc agatcatgga taaaaagatc caagatctgg ggttcagtgc accggggtca
  3722461 tggccgggag tacacctcgt ttgagagctt ccaccatcag atcgaacact cgcaagaaaa
  3722521 gaccgcactt tattaccgcc tacgtgtgaa aaattcatta ttccgtaagg gattcgaaca
  3722581 ctacatttcc tttgttcgca gtgatgaatc gaagctggtg cttgctgaag agaatgtctc
  3722641 ggtcagcctg acgtgcacca accgtgagtt gccgctgtcg ttgcgcgttg gtgatatcaa
  3722701 tcaactcagc acagacagcc cttcattcgc gacgttccgc aatattaccc gtccttccgt
  3722761 gccgttgtat ccggtgctgg atgggggcct gcattggtca ttgctctcca atatgtcgtt
  3722821 gaactacatg tccttactgg ataaggacgc gttgaagcaa attctgcata cctatgattt
  3722881 cccaagcctg cataaccggc aatcagccag ggcatcgcaa aagaaactgg acgctatcca
  3722941 acgtattgaa acacaaccga ttgaccggtt gtttcgtggc ttacctgtca gagggctaca
  3723001 aaccacgcta tggctggagc aaggcgcttt tagctctgaa ggcgagcttt atctcttcag
  3723061 cacggtatta gctcgcttct tctcactgta tgccagcgtc aatgcgtttc atcttttaaa
  3723121 agtcatcaat cttgataatc aggaatgtta cgaatggccg gtacagacag gtcaacatgc
  3723181 actgatgtaa gtgtggttga ggatgtaagt ggggttgaga atgtaaatgg ggttgaggca
  3723241 agacccgaag ggcaggcatt ggatgtttca cgttataact tttttcaatt ggtcgaattg
  3723301 ctcaaccaat tggcggtagc gtggcaaggt gcggcccctg tggcgacccc agccaatgaa
  3723361 gccatccgtt ttaaatcgac cgccagttta gcattcccga ccagagatgt gatcgcactg
  3723421 gacacctccg cccgaggtca atttgagtta gaggtctctt tccttggatt gcatggcagc
  3723481 caatcgccgc taccaggata ttacctcgat tcgttagcgt gggaggatgc gcagaatgag
  3723541 aaccggctaa cggatttcat gaacgtattc aaccaccgcc tgttaacgct actgcatcag
  3723601 atttggcgta aataccgtta ctacatctgc tttgacaatg gcggtgatga tgcattttca
  3723661 caacgcatgt tctcgctggt ggggttaggt agcgaggtcg tccgcaataa attgcagatc
  3723721 aatcacagca aaatgctggc ttatgcaggg ctgctggcca gccccggcag agcacctgaa
  3723781 gtgatttgca gccttgtctc acattgcttc aatttgccag atatcacctt acacagttgg
  3723841 cagctacgca aagtggatat tgccccctca cagcagaatc gcttggggac gagggtgaaa
  3723901 gtccgtggca agaaatatga tgaaaaatca gtgcttggcg ttaatttctc catcggttca
  3723961 cgggttgcgg atcgtagcgg gaaattcttg ttgtgcatca ataagctgac gcgagaacag
  3724021 ttcttatcct ttttacccaa cggggctaat tacgcctcgt tagtgatgtt tgtcgccttc
  3724081 attatgcgcg atcaattcgc gtgggattta cgccttgggt tggccgagca acaggtgggc
  3724141 gggatggtgt tgggaaccga gcaaaatagc ctattgggct ggaccagtat cctcggcgat
  3724201 cccgaacaga aacccagcgt aacgattggt gtaatggaat aacgatcagt gtaatgggat
  3724261 aacggccgac gcgatggaat aacggtcggc atgatgaaat aacgacccgc gttgtgaaat
  3724321 agcgatcagc gttatgaaat aagaatcagt attcaggaag agacaccatg gataaaaaac
  3724381 aaccaacgct gtcattgcgg gtcgtcaaca gcgataaatt agagagtggc aaacaagcca
  3724441 gcagcctgtt tcatacgcaa gggggcagtg tcggcagtga cggtagccat cattggtcga
  3724501 ttcaggacca aggcggcaat atcagcccgt cacagtttgc tattgaatgg cgtgatggct
  3724561 ctttctgcct gcggatgctg aatggctctc tgaacattaa tcattcgatg ctgacaccca
  3724621 attcgggttt cgttcgccta cagcaagggg atgaaatgac gttgggtaat ctggtgatca
  3724681 aaagccatat cagccgttct gctgccgata tgatcgatcc actgatggtg tcaccggagt
  3724741 cactggtatc gagttacagc aacccgatgg atgccatgat ggaaggggag ccgttggcct
  3724801 cgcctcatca tcagcaagac agccggttag ccgcgacggt tagccataat ttcagccatg
  3724861 atccattgcg ggtattggaa actgaaagcc tgaccacgca aggccatgac gccgtgatat
  3724921 ctgatgctga tcactctcta cagcaggacc gataccgtaa cccacttttc tcttccccgc
  3724981 tctctgatac ccccaaggac agtgctatgg atcaggcgtt tatcgatctc ccgcagatca
  3725041 gtacctttct taacggtaaa caagcggggg gcaaaccaga aggattaaat aaccaaatgg
  3725101 aacaacatca cgttgccatt acgccgctga tgcgtggttt tgacgctcaa ctcccgatcc
  3725161 gcaacagcca ggaagctcac gatttccttg aagaggcggg taaaacactc aaagcgacaa
  3725221 tcgaaggtct gctcgcctta caacgcagcc aacatggctt gcgtgataag cacttacggc
  3725281 cgattgaaga taatccattg cgtctgaata tggattacga caccaccctc aacttgatgt
  3725341 ttgccgatca aaaaagcccg gttcatcttt cagcgcccgc cgccgtggcc gaaagcctgg
  3725401 ataacctgcg tttgcatcat caggccaatc aacaggcgat tacgcaagcc ttgaacacca
  3725461 tgttggaagc cttctcccct gagcgtttac tgacgcgttt tacccattat ttgcgcagta
  3725521 atgagcggca agagcaggac tccgcctggg cgtgggatat gtacaaaaac tactataacg
  3725581 agctggcctc cagccgccag caaggttttg aaaaactgtt tggcgaagtg tatgagcaag
  3725641 cctatgaccg ggccttacgt caaggcatga aggatagcga gtaatgaaca acgccagagg
  3725701 ctatctcctg acgtgggcat tatgtgtggt gttcctgttg tctgggtgca gcggtgcatg
  3725761 ggaagccact aaaaaggtcg gcaaggtggt tatggaccct gatattccgg tggggcaggc
  3725821 taccgatcaa ccctcaacgg tcaggctaac attgctgtcc gatcccgata ccaaccctaa
  3725881 tgaaaaaggg gaagcggtac cgactgagat agtggtggtg tacctaagtg aaaactccaa
  3725941 gctgctggcc gcggattatg atcagctaag cagtgacgcg ttggagaaaa cgctgggtaa
  3726001 gaattacatc gatcatcagg aatacacctt actgcccgat caattcaagg cgctggaccc
  3726061 tatcaagctg gaagagaaaa acagctatct gggggtgatt gctcactatg ccgatgccaa
  3726121 ccgcagtgaa tggaagaaga tcatcaaaat aaaagggatc ggccataact accaggtttt
  3726181 ggtccatgtc agatcaaacg atgtcgatct aaggaaagag gaagaataac catgccaacc
  3726241 aaaaatcgag tgatttggcg cgaagggctg ttcatcaaac cgcaacattt tcaacaacag
  3726301 caacggcata acgactacca gttacaacgc cggattatcg ctctgcaagg gtatagctat
  3726361 ggtttcagtt cactgatcct gaatcaggag ttattgaaat tagggcgtat tggcttgacg
  3726421 gtcgccagtg gcaatatggc tgatggcacg gtgtttgata tcccttatca agactattca
  3726481 ccaaagccat tggatgtact gaattgtaat gatgcggcca gccgtgacat ttatctggca
  3726541 ttaccgatgc taaacgatgc cattaatgag gtggcaggcc agcaggggca agcgccggga
  3726601 acccttcgct atcgtgaaca tagcgatgat gtccgcgatt tacataccga agggggcgat
  3726661 gtcagccagt tggtactggc acaactggca ccgcgtttga tgcaaggctc ggaagacctc
  3726721 agtgcttact cggtcctgcc gctgtgtcgg gtcaaagaga aacggcctga cggttcgctg
  3726781 atcttggatg aagagttcat tcccacctgc accacgctca gtgtctccac gcagttaaaa
  3726841 ggctttatgg atgaagtcga agggacattg gttgaacgcg cccaactact ggcgaaacgt
  3726901 attggttctc ccggtcagca ggggatcgcg gatgtggctg aatttatgat gttgcaggtc
  3726961 tttaaccgga cacagccgct ctttacccat ttggcacatc aggcgattct gcatccagaa
  3727021 gcgttttacc atcagttggt acaaacctgc ggtgaactgc gcacgtttac cgatgaatca
  3727081 cgcttagcgg gcaccttccc ggtttataac cacgataact tgaccgacag ttttcagccg
  3727141 ttgtttttgg cgatgcgtca ggcattaagc accgtgctca caccgcgtgc catctctatc
  3727201 cagttgcata tgcaggcaca cggtattcgc gttgcgacca ttaatgatag tgatctattg
  3727261 cgcagtgctg attttgtgct ggcggttcgg gcgcaaatac ctcaagaaca attgcgtcgg
  3727321 cagtttgttc agcaaaccaa aatcacctca cttgagaaaa tacgcgattt ggtcagtgtc
  3727381 caactgcccg gcgtcccgtt ggtggcactg tccgccgcac cgcgccagct cccttaccac
  3727441 tcgggataca cctacttcat gctggatctg caaagccctg tatggaaaga aatccagcaa
  3727501 agcaatgcga ttgccttcca cgtctcgggt gatttccctg atctggacat gcaattctgg
  3727561 gcaatcagga gcagctaatg aaaacagatg ctgtgactga caacacccct ttccccgcag
  3727621 cggaagcggt cacctcccat cggcagtatc agctaccgct acgtggcgaa agcttgaacg
  3727681 cgatgatcga taccgccacc ccattattgg ggatggtact gcgcctgaaa gacatggaaa
  3727741 accaagcgtt accggaccag ctatatcagc aggtggtgac ggatatccgt gctattgagc
  3727801 agtacttgca aaccaaaggc tacgaacccg gcgcaatcat atctttccga tatgtgctgt
  3727861 gcacattcat cgatgaaacg gcattagggc atggctggaa cacccaaaac ggttggttac
  3727921 agcaatctct gttggtgcat tttcataatg aaacctgggg cggagagaaa gtgtacgtcc
  3727981 tgctggaacg cttaatgggg gaacccaagc gttaccaaga cctgctggag tttatctatc
  3728041 tctgtttttg tttgggttac cgcggccgct acaaagtgac atcacaaaac ggtgatgact
  3728101 ttgagcgatt gttccgccga ttgcatcatc aattacagca gttacggggt gatgcgccgc
  3728161 cgacggtcct ttatcaaggg ggcggtcgtc tgaatagccg ctaccacttg agtaaacggt
  3728221 tgactatcaa gcatttgtta tggggtggcg tgagtctgct ggtggtgatt tatctgtttt
  3728281 atgccatcca cctgcacacc caaagtcagg atattttgca acagctaaac aatttattga
  3728341 gctaggaaag cacaaatgat tcaaattgac ttgcccacac tcgtaaaccg ccttaatccc
  3728401 attgcccgcc attctctgga agcggcggcg gcgcattgcg tcagtcagca ggaagctgaa
  3728461 attacggtct cccaagtgct actgcaaatg atctccacac cattatgtga tgtcaggtta
  3728521 atcctgagcc atgcgggtgt tgaggaggat gaactacggg agtcgctcga tcaacgtgtt
  3728581 tcaggctatc aagctattac ccaggcctac ccgagttttt ccccattact ggtggaatgg
  3728641 ttacaagaca gttggttgct ggcatcgaca gagatggaac acagccaact ccgtagcggc
  3728701 gtgatgttat tgacgttgtt gctcagcccg tcgcgctatc tggtccccac ggccaaccgg
  3728761 ctactgtctc cgattaaccg tgagttactg cgtcagaatt ttgctaactg gacggcagac
  3728821 tcagcagaaa caccgcgagc agaaaaaggg gctgaagctg gcaacggcgc agaaatcaat
  3728881 ggtgacagct tgctggcccg ctatgccagc aatatgaccg aacaggcccg taacggggaa
  3728941 ttagaccctg tgctgtgtcg ggataccgaa atcgatctga tgatcgatat tctgtgccgc
  3729001 cgccgcaaaa ataacccgat agtggtgggt gaagcggggg tagggaaaag tgcgctgatc
  3729061 gaaggtttag ccctgcgtat cgtggataat caggtgccag aaaaactgcg taacagcgag
  3729121 ttgatgacgc tggatttagg cgcgcttcag gctggcgcgg cagtgaaagg cgaatttgag
  3729181 aagcgtttca agggcatcat ggcggaaatt gcgcagtcca cgacgccaat tatcctgttt
  3729241 attgatgaag cacacacgct gatcggggcc ggtaaccaac agggcgggtt agacatttcc
  3729301 aatctgctca aacccgcttt agcgcgtggt gaactgaaaa cgattgcggc aaccacctgg
  3729361 agcgaataca aaaaatactt tgaaaaagat gctgcgctgt cgcgccgttt ccagttggtc
  3729421 aaagtttctg aacccagcgc gcaagaggcc acgattatca tgcgtggcct acgtacagtt
  3729481 tatgaacagg cgcatggcgt cctgatcgat gatgaagcat tgcaagctgc ggcggtgctc
  3729541 agtgaccgct atatttcagg gcggcagttg ccagataaag ccatcgacgt gttagatacc
  3729601 gcagccgcac gtgttgccat caatctcacc tctgcaccgc gtcaggtttc ggcactgaaa
  3729661 aacgaactct accatcaggg gatggaaatc gagatgctgg agcgggagca acgcctcagc
  3729721 ttaagccgcc cggatgagcg gttatccgtt ttacaacagc agcgaattga gatcgaacag
  3729781 caactcattg ccctgaatac cggttgggaa aagcaacaac atttggtcca gcagattatc
  3729841 gcactgagag cggtcctgtt ggcacaagaa gagagcgcca cagatgagca agtggtcaat
  3729901 ctgacagcgt tgagcgatga gttggaacgg ttgcaacagc accagacgct ggtctcgccc
  3729961 catgtggata agagccagat tgcggcggtg atcgcggaat ggaccggtgt accgctaaac
  3730021 cgcctttctc agagtgaatt ggcggtggtt actgaattgc cctcttatct ggggcagcag
  3730081 atcaaaggac aagagacggc tatccattgc ttgcaccaac acttgctgac cgcaagggcg
  3730141 gatttacgtc gcccaggtcg cccaatgggg gctttcctgt tggttgggcc tagcggcgtg
  3730201 ggtaaaacgg aaaccgtgct acagattgcc gacctgctct atggtggccg ccaatatctc
  3730261 accaccatca atatgtccga attccaagag aagcataccg tctcgcgcct gattggttca
  3730321 cctccgggct acgtcgggta tggtgaaggc ggcgtactga ccgaagccat tcgccaaaaa
  3730381 ccttactcgg tagtgctact ggatgaagtg gaaaaagccc accccgatgt gctgaatctg
  3730441 ttttatcagg ccttcgataa gggcgagttg gcggacggtg aaggccgcat catcgattgc
  3730501 aaaaatatcg tatttttcct gacctccaat ctgggatacc agaccattgt tgatcatgca
  3730561 gacgagcctg cattgctcaa tgaacggctc taccccgagc tatcggcatt ctttaaacct
  3730621 gcgctactgg cccgcatgga agtggttcct tatctgccgc tgggcatgga aacgctgcaa
  3730681 attatcattc acggcaaact gaaccgtctg gatacgctgc tgcgccaacg ctttagtgct
  3730741 gatgtggtca ttgaacctga agtgatcgac gaaatcctgc tacgcgcgac ccgtgccgaa
  3730801 aatggtgcgc gtatgctcga gtcgattatc gacggtgcgc tattaccacc ggtttctctg
  3730861 ttgttattac agaaagtggc cgctggcacc gctatcagcc acattcggat cgcggtagag
  3730921 gggaatgtgt ttactgcaca ggttgaggga gcgatatgag acaacggtta aagagtgtcc
  3730981 tcgcactgct ggacaatgac tcaaccgaac aactgatcca tcgctttctg acgattaacc
  3731041 accaccgcca acgatttagc gccctgatgg tgtcgatgtt taacgccagt gaagggcgtc
  3731101 ttgattgtta tcaccagccg gatggcggca tgaacgttgc gttgaagctg gatgcgaata
  3731161 ttgaagatgt taaccatccg ttggttcggg ttttgcgcaa tggtttcccc gaagtgtggg
  3731221 gcagcctgta tcagggggta cgcatcgaag atgatgattt tcgcagcttc attcaggcgt
  3731281 tacccacgag gtgtgggctg tacgccttac cgctgtttga cgttcatgga catgcctgcg
  3731341 gcgtgattgc ggttttttcc gaaaatatcg aacgcttcgc tgatactcgc ggcatattta
  3731401 gtatttattg ccacatcttt cagcatcgcc tgaacaaatt acaggagatg gaccaactga
  3731461 gatcgcaatt taatcagatc cgaacggtat ttaaagagca gcgacagcgg gaaaagcaat
  3731521 tagatgagtt attggtctcg ctcagtacct cagatacgca cgccttgccc ggaatctctc
  3731581 aagactacag caaaatagac agcctgacca cggcggtcga gaccttcgaa tgtgctgtat
  3731641 tgacccagcg ccagcgcctg tacggtaacg acaaaagccg tattgcggcc agtttggggc
  3731701 tatcactgcg cgccttgacg tataagttag cgaaatacag gtgccagcta tgaacacgtg
  3731761 gttattgatt agctcgttac tgttttccgg cggccatacc gacgcttttt ggacgatggg
  3731821 attacccccc ccggtggcgg aaaaagagga ggcggggacg ctggcactgg tgatgcgttg
  3731881 ccgtagcgaa aactcggctc tggtacggct ggactgttat gacaaagcgc tctcgccagt
  3731941 gaacgccgtc gatgaaaaac gggtaaatgc tggccctgcc tggcagcgag cgatgaatca
  3732001 ggaaaaggga cgcactgatc actccaccgc atttctggtg acggaaggcg aaggctcgaa
  3732061 tccgatggtg ctcattacca cccctgcgat tggcatgcca cctccacggc cggtactgat
  3732121 gttgagctgc attgacaata tcacccgctt acagattgcg ctggtgggac cacaaaaaga
  3732181 gagttccgtt acgttgatta tcgacaaagc cggaattatc gacaaaaccc gtctggacgc
  3732241 acagtggttc ctgcgtgaaa acggctattt actggaatcc agccgtggcc tggcgggtat
  3732301 cgatgaaatt aagcggttga tgtcagcgga aaccctgacc atcgaagggg caaacggtgc
  3732361 ttttcctcgg ctgacattta ctctttctca gttaacgcca gcgttgaaac cgctgcgtaa
  3732421 cgcatgtcat tggtgaggca tatggatatc acgtcacaac atccctggca tgtcttgtta
  3732481 caagcccctt tgtcacctga gcagaccgca caagccctgg ccgatgatga cccccaatgg
  3732541 gaatatatcg acggccagat ggtgaaactg gggtcattgg cccacgccac gctgaatatt
  3732601 gatgatattc agcaacaagc catggcgctg ttatcacaga aaagtaaaga cttccggctc
  3732661 gtggtgcatc tactgcgcac cctacaacac gggggccagc cagatgaatt aatgctggcg
  3732721 atgtcgttgc tgaccgaata cgtccagcta ttttggacta cggcctggcc gcaaaatcct
  3732781 ttacacaaac ggcgctttgc tcaacaaatc ctaaaacgct ttgacagcgc cagcagcagt
  3732841 tttagccaac gagcggacga ggctcaacgt gagaatgtgc aaggattatt ggcacattta
  3732901 gcacaggttt ggcatagccg tgagccgggt ctggctaaag aggtggatgc attacgcagc
  3732961 cgctatgcgc ggccaccgga gcgggttatc gaggcagtgg cttctgatga accgctctca
  3733021 tccaacacct tggcggcggc aatggccgcc acccccgtta gcccaagcct cgccatagat
  3733081 aacacgagcg acagagcctg gcggcagacc ttgctgaaaa tggcggatct actcagcgaa
  3733141 cagcaacccg atgccgctat cggtttccgg ctacgccgcc atgccgtatg gggctcgtta
  3733201 accgcaccac ctatggcgca gagcgatggc cgcaccccgt tagccgcggt atctgcggat
  3733261 cgaaccgccg attacttagc acgtctggct aatgccgatt tgcctttgtg gcaccaagtg
  3733321 gagcagagcc tcaccctcgc gccttattgg ctggatggac atgtgctttc ggcacaaatc
  3733381 gccctgcaac tgggttatga cgcggtggca caggctatcc gtgatgaact cagcgttttt
  3733441 ttagcccgta ttcccgcatt aaaaaccctc ttttttacgg atatgacgcc attcctctcc
  3733501 tctgaatctg ccgcctggtt acagcaggat gcgaatcatc agggaagaag tcgcactatt
  3733561 gaacaggatg aaatttggca atgctatcaa cagcaaggat tggaagccgc actacagatg
  3733621 ataaaccggc aaccacagca atccgaacct cgggaccgtt tttaccatca attgctcagt
  3733681 gcacagttgt tcgaaaaagc agggttaacc gcattggcgc agcagcacta ccacagctta
  3733741 ttactggtag ggcagcaatt acagctaagc gaatgggaac ctgcgttgat cgctctactg
  3733801 acagaaaaac agcgacaact caaaccatga tcgccatgga atgccacagg agcgttagcg
  3733861 catgaaattg ccgttcttta tacgcatagc caagcccgcc attcctcgcc ttaaagcgtc
  3733921 aataccggtg gtattggcgt tgatggcttg tgcggcactc atttgggtat ggatttacgg
  3733981 acccgagtgg caattggggg aaaattaccc gtttgagaca ttattgagcc gttggttggt
  3734041 cacggcggta tttgtcttgg tggccgtttg ttggctcagc ctgaaagtca tgaggcgagt
  3734101 acaacacctg gaaaaactcc aactgcaaac gaaaattcag ctcgacgacc ccgtcagtgc
  3734161 tgatatcgag caacaaaacc actacctcaa tggctggaag caccaacttc agcgccattt
  3734221 gaacaccccg gaatatctgt atcgcctgcc ctggtacatg gtcattggtg cgcgcaatag
  3734281 cggcaaaagt acactgatca aagaagggta taaactgaca gagatctccg catccgagcg
  3734341 gctccatgcg gaagacgcag cagatctgcg cgtccgctgc tggttggggg aacaagcggt
  3734401 tattatcgat cctgcggggg tgctgattga acaacctacg acaccgatcg cgggcaaagc
  3734461 atcactcaac agccgcttat ggcaaagtct attatcctgg ctgattgaac agcgccagcg
  3734521 tcagccgcta aacggcatta ttctcaccgt cgatcttcat cagatgatga ccgcgaataa
  3734581 agcgcagcgg gagacttacg tcgctgatat tcatcaacgg ctgcaagaga tacggctgtc
  3734641 tttgcacagc caggtgccgc tgtatgtggt gttcaccaaa atggacctgc tgtacggctt
  3734701 cgaggccatg taccaatcgc tggataaagc cgaacgtgaa gcggttctgg gggtgacgtt
  3734761 cagcctcaat gcggcggatc cggacgtgtg gcggacggag ttgaaacagt tctggcagca
  3734821 atgggtcgca caactgaatg gcgcgatgcc ggacatgatg ctgaacagtg tggatgccgg
  3734881 gcagcgtagc cagttgttta gcttcactcg ccagatgcag ggcctgcacg attacgtcgt
  3734941 gcaactgctg gaaggcattc tgtaccgtgg agaacatgcc cagccgctgt tacggggggt
  3735001 ttatctcacg tctgcccagc aacgcgggca aatggacgat atctttaccc aatctgccgc
  3735061 ggtgcaatat caccttgcgc cacaggcctt cccgacctgg ccggtctcgg atacgacgcc
  3735121 gtattttacc aaagcgctgt ttaaccaggt gctattggcc gaacccaatc tggccggaga
  3735181 gaacggtatc tggctgcaaa aaacgagaaa gcgaatgttc attttctcgg gggtgggtgc
  3735241 cctggccgcg ctgaccttat ggggctactg gcactactat caccagctta actaccgggc
  3735301 tggcgaagag gtattaaccc aggcaaaaac cttcttatcg atcccaccgc cagaaggcga
  3735361 tgaccgttat ggcaatctgc aactgccgct gctaaacccc atccgtgacg ccacgctggc
  3735421 ttacggtaat taccatgaac gcagcccgtt cctggcggat atggggttat atcagggcaa
  3735481 taatatcggg ccttatgtcg aaagcactta cttgcaactc ctacagcaac gttttgtccc
  3735541 ggcactgatg agcgggctgt tagaacaact gaacgccgcg ccgaagggca gtgaagagaa
  3735601 actggaaatt ctgcgggtga tgcggatgtt ggaagacggc agtggccgca atgccgcgct
  3735661 ggttgaacaa tatatgagcc accgctggag ccaacaattc aacggccagc gcgagttgca
  3735721 ggagcaactg tcgagccacc tgaactacgc actgaaacac accgactggc acggcgcacg
  3735781 ggaaagtggc gatcaatatg cgatcaagag ctttgttccg tacctccgcc cgatccagtc
  3735841 agcgcagcaa gagttgagca aactctcgat ctaccaacgg gtgtatcaga acctgcggat
  3735901 caaagcacag gatgcgttgc cgcccgcgct cgatttgcgc gatcagatcg gcgcaagttt
  3735961 tgacgacatc tttgtctccg gtaacgatcg cctgctggtg atcccgcaat tcctgacccg
  3736021 tagcggctta cagagttact tcatcaaaca gaacgatcaa ctggttgatc tcacggtgat
  3736081 ggacagttgg gtacttaatc tcaccaagaa cgtcgaatac agcgaggcag accgcaaaga
  3736141 gatccatcgc caggtgaccg aacagtatct tggcgattat accgccacct ggcgtgcggc
  3736201 tatgaataac ctgtcggtca gtgattttga aggcttgcca caggcgatca gcgccattga
  3736261 acaggtgatc agcggggaac aacctttccg ccgtgcactg caaacgctga gtgacaacac
  3736321 ccgcttgccg gttatctcgg atctgatccc cgcgaaggag cagcaagagc tgctgcaaaa
  3736381 acccgattac ctgctgctga cccgcatcaa ccgtgagttc tcccccgaaa cggcggtgct
  3736441 ggtggagaat ggcgataaag gcagcgtgat ccaaagtgtt taccaaaaac tgaccgagct
  3736501 acaccgctat ctgttggcga tccaaaactc gcccgcgccg ggcaaagcgg cgttgaaggc
  3736561 ggtgcaatta cgtctggatc aaaacaacag tgatccgatt tttgaagtcc agcaactggc
  3736621 taaaaacctg ccggagccgc taaaccgttg ggtgggcgaa ctggcagagc aagcctggcg
  3736681 ggtggtgatg atggaggcga tccagtcact ggaagtggag tggaatgaga cggtgatcaa
  3736741 acagtatcaa acctacctgg ccggacgtta tcccttcgat cctcacgcga aacaggatgt
  3736801 accactcagt gagtttgaac gcttcttcgg gccgaaaggc acgctcgatg cattctatca
  3736861 gcagaacctg aaaccgtttg tcgaaaacaa cctgaccggt ggcagcgatg gcgaattgct
  3736921 gatccggcct gatgtgttac agcaactggc gcaggcacgg aaaattcgcg acaccttctt
  3736981 ctcggcccaa aacggcctgg gcacacagtt tgcgattgaa ccggtgctgt taagtggcaa
  3737041 caagcgccgc agcgtattga atctggatgg gcaattactg gattacgccc atggccgcag
  3737101 cggcgtagtg catctggttt ggccaaactc gatgcgtgca ggagtggaaa gcaaactgac
  3737161 gttagtcccg gatgagagcg gcaaatcacc gcgcaccctc agcttcagcg gtccttgggc
  3737221 gcagttgcgg ctgatcaacg ccggtgaact gaccaatgtg ggcaccaact ccttcgatgt
  3737281 ccgcttcaag gttgatggcg gcgagatgac gtaccgcatc tttgttgatg aatccgacaa
  3737341 cccattcgcg ggcggtttgt tcagtaaatt cagtctgcca gacactctgt attgagacac
  3737401 acgattgtat tgagacacac gattgtattg agacagatcg cattgaaaca gatgcattga
  3737461 ggcaaatcgt attaatcgtt gtcatcacgt cttcctgctg cttaggcggc aggaagacga
  3737521 tcaaaggatg agtctgcatg agtgacaccc cgcaacatat catcattaaa accggcactg
  3737581 acccacggaa ccggccggaa tttaacgcca ttcgtgaaga gatcaacaaa atcaaccacc
  3737641 cggcacggcc agaggtcaac tggggtttga ttgaatcact ggcgctgacc ctgttccgca
  3737701 cccacggcgt ggatttgcag acggcggtgt attacacgct ggcccgcacc caaaaaaatg
  3737761 gcctggccgg tttcaccgag ggctgcgagt tgctggccgg tatggtagtc ggccagtggg
  3737821 atcacctgtg gccggaacag ccgcaggcac gcagtgaaat actggaatgg ttcaataccc
  3737881 gcgtcagcaa tcaactgcgt cagcatgatt ttacccgtga cgatctgcgg ctggtgtacc
  3737941 gcgccgagcg ggccttgcag ttgctgtacg ataaattgca acaggttgaa ttaaaacggg
  3738001 taccgcgcat tgaaaacttg ctgtacctga tgcagaacac cgccaaaaaa ctcgaatcgg
  3738061 ccagtgatgc ggcgaaggct cagcaaaccg cggccccgct gaaaatgccg cctatggtct
  3738121 atctctcggt acccgaggcc gagcctgtcc ggacggcagc ggcagcccct gagcctgcgg
  3738181 ccaatattga ggtgcgttcg cccccccggc gactaaacgg ggggcggtgc tgtggggctt
  3738241 tggtgccggt gtcctgtgta gtttactggt ggcgactgcg gtttacgtta cccagttcaa
  3738301 accgctgcaa cagcaaatga cggtgctggc cacccaaccg gaaagcgcgg cattgctgtg
  3738361 gctcaaccgc ccggatgtcg ccacctatgg tgagcaactg agcaccctgg aaaacctctc
  3738421 gcccctgttt gtgctcaata ccgccgacca gtcggtggcg atggctcgtc aacgctggcc
  3738481 gtccgatccc agtcaggtgg ccgaaagcca gcgctgggcg cggttggtgg aggcgcgtat
  3738541 cggcctggcc ggtaccgaca gcagctattt ccagctccag cagcgcttgc atgcgctgtc
  3738601 tgaaaaatta ctcgaacagg aacgttctcg gggcagtctg accatctcct atctaaaaac
  3738661 agcagtttac cagatgcaga ccgagctgaa ccgggagata ccgctggagg agttactgcg
  3738721 ccagttggcg gtgtccgccg atgaacatca accggcctcg ccggtcttga taaaacaaat
  3738781 tgatgaccgc tggaatgcct tactcagccg ttatcaccac ttaacgcagc agacgaactc
  3738841 tgcccgttaa cctccaggag acagcaacgc gatgtttgct catgataaag ctaataataa
  3738901 taaagccgcg gacaagaccg gcacggtgac gccgacccat atcgtctcgc cggaggccgc
  3738961 cccaaccgtg agtggcgctc agatgaccga gatggccggg gggattgggg atgcggtggg
  3739021 cggcactgcc ggtaagcgca tcaatcaggc cgccgaggtg gcaaaaaccg ccctggatgc
  3739081 caaagcaaaa gtactggacg gcggcgtcac gccgacgaac attgtggcca ctggcccggc
  3739141 cccaaccgtg agtggcgctc aaatgaccga gatggccggg gggatcgggg atgcggtggg
  3739201 cggtactgcc ggtaagcgca ttaatcaggc cgccgaggtg gctaaaaccg ccctggaggc
  3739261 caaagcaaaa gtactggacg gcggcgtcac gccgatgaat ctggccgcgg gcggggccgg
  3739321 tgcgggattg ccggacagcg ccgcggcggc gatatcccgc ctggtcaaac agccctccgg
  3739381 cctgcaattt accctgacga cggccagttt accgccccag acctttgcgg tggtggattt
  3739441 caccctgagc gagatgctct cctcgccgtt tgtgctcaat gtcgggctgg cgagtgccga
  3739501 tccggcggtg gattttgcgg cggtattgga tgaagacgcc acgctgttta tctggcgcga
  3739561 aggggtactg caacgcagca tcaccggcat ggtcgccagc tttgaacagg gcgataccgg
  3739621 ttttcatcag acccgctaca gcatggtgat ccgcccggcg ctgtggcgca ccagcctgcg
  3739681 gcgcaatgcc cgcatcttcc agcaagcctc ggtggaagag atcatcacca ccctgctgaa
  3739741 agagaacggc atcaacgatt ttgcttttgg ttttcgccac ccgcacccgg tgcgcgagtt
  3739801 ctgcgtgcaa tatcaggagt ccgattttga ttttatccag cgcctgacgg cagaagaggg
  3739861 gattttctac tacttcgagt tcagcgccgg gaaaaatacc gtggtgtatg ccgatgatgt
  3739921 tggctccctg ccgaaaggcg cgtcactgcc ctataacccg aatgtggcgg cgcaggcgca
  3739981 ggaactgagt atcaccacct tcacccgcag tgcgcaggtg cgcccggcga tggtgcaact
  3740041 gaaagactac acctttaaaa acccgaactg ggccgcggcc ttcagcgaac agtcgggaga
  3740101 actgcaaaac cagcgaccgg actacgagca ttttgatttt ccggggcgct tcaaagatgc
  3740161 ccagcacggg caggatttta cccgctaccg gctggacgcg ctgcgcaatg acgccaatct
  3740221 ggggcagggg gccagcaatg attttaccct ccagccgggg cagttgttca gcctgtacaa
  3740281 ccacccgcgt ggtgatctga accacgcctg gcagttgctc ggtattcagc acagcggcaa
  3740341 acagatgcag gcgctggagc aggcatctgg cgatcagggc acggtgctgt tcaaccactt
  3740401 cagttttatt ccgcacaccc agacctggcg gccgacgccg ttggctaaac cggcgatgga
  3740461 cggcccgcag atcgccatgg tggtggggcc gccgggggaa gagatttact gcgacgaata
  3740521 cggccgcatc cgcctgcaat ttttatggga tcgctacggg cagagcaatg acaacagctc
  3740581 ctgttggatc cgggtaaccc agccgtgggc gggccagggc tggggcatgc tggccattcc
  3740641 gcgtattggt caggaagtgg tggtggattt tctgcacggc gatccggatc aaccgattgt
  3740701 cacggggcgg acctatcacg ccaacaacat cccgccgggg tcgttaccgg ccagtaaaac
  3740761 ccagatggcg ttccgctcaa aaacccacaa aggggaaggc tacaacgaaa tgcgcttcga
  3740821 ggatgccaaa ggcggcgaag ggctgtttat gcatgcgcag aaagatatga cgaccatggt
  3740881 gctgaatgat cgcaaaaccg atgtgactca ggaccattca gagcacattg ggcaagatca
  3740941 gtccgtgacg gttgtgcgta accaaagtaa tacgatccaa aatgatcgcc gggtagaggt
  3741001 gactcgcgat caacaaaccg aagtgggcaa tgattaccag ctagtggtga aaggtgaaaa
  3741061 gaaagagttt gtgacgaaaa ttcgttacac cgaagtgcat gaagacgaaa cgctcacggt
  3741121 gacgaaaagt attaaaatcc atgccaaaca aggtgatatc agcatatcaa ccccgaatgc
  3741181 cggaattacg atcacccatg acggtgccat tgttctgcaa gggaaataca ttcgtttagc
  3741241 ggccgatatg atcgatctta atccagagga gtagcaggga tgccagaaaa taacatcaac
  3741301 acttactgta ttcaggaagg aacgctggaa tgtccagagg gtttcactga ccgtacggtg
  3741361 aacctcttta tgaaaggtaa accgggcgct gcttttgccc tgaatatcgc ccgcgatgtc
  3741421 cccgaggccc atgaagtcct gagtgactac gtacaacgcc agattggcat attaaaagat
  3741481 aaccttaaaa agtatgaagt caaaaagcac cagcagattg acgtcggggc gcaacacatc
  3741541 cccggagaat atgttgaagc cacttatatg gctgaaaccc gaagggtgtg gcagagacag
  3741601 gtcgcgattc aggtaggtga ccatatgatg atttttacgg ccacgaatgc ctcgccgttt
  3741661 aacccgcaac agcaggctac ctgggagcag tggatccaca gctttgcgcc gtgggccagg
  3741721 gaggccggcc atgtttgaag cggcccgtgt tgatgacaag ctttatcatt ccagtgcctt
  3741781 agcgggtttt attattggct ccattattgg tgccgccgtg atttttgcgg ccgcggctta
  3741841 cgccgcctcc attgttctca ccggcggggc gacgctggtc gctaccggct ttattgtggg
  3741901 tatgggggtg accacgctgg gcgtcgttgc cggtgggtta atacgctccg tgggcgaaaa
  3741961 aatagggagc atgtgccatc acgatgtcgg acaaattacg acagggtcca aaaacgttaa
  3742021 agtgaacagt aaacgggcgg cgcatgtcga gctcagtacc gtggcctgta aagatgactc
  3742081 cgccattcag cgcatggccg aaggttcgtc aaatatcttt attaacagta aagccgccgt
  3742141 tcgtctggaa gataaaacga cctgtgatgc ggttgtcgat tccgcttcca gtaatgtgac
  3742201 gtttggtggg gggcgcgttc agtatctcga tattaaacgc gagatttctg atgaaatgcg
  3742261 tgatttgtca gagaagctgt ttattgtcgc cgggctggcg ggcggcatat ttggggcggc
  3742321 aaaacaggcg gggtgtttcg gccttaaatg cctgagcaag attgcgttgg gtgagatggc
  3742381 cggggcggct gccgggtatg ggttggaaaa aggggttggg gccatcgccg gttatttcgg
  3742441 ttacccggtt gatgtgatca gtggacagaa attgctgaca ggtgagggcg atgataccga
  3742501 ttttattctg ccgggtatct tcccgctgca ctggagccgg atttatcgca gtgaaaatca
  3742561 ccatgtcggg gcgctgggac aaggctggtc tctggtatgg gagcgttcat tacgcaaaga
  3742621 agatgacagc attgtttatc agaatgatga aggtcgggag attgtctttc ccctgattaa
  3742681 acgtggagag cgctatttct cccccacgga gcatatctgg ctggcacgta ccgagcgtga
  3742741 tacctatgcc atcagcagcc cgtttgaaac ctgttttatt tttgaggcct tttctgaggc
  3742801 tggcgttgcg aaattagcca gcctcgaaga tctcaatggt catgccctgt atttctctta
  3742861 tgacgatatc gggcaactga aaaaaatatc gaccaccagc ggttatgggg tgtattgcca
  3742921 gtatgaaaaa gggcgtctgg tgtccgttgc ctgcgtcaag ggcggtacgc cgggcacact
  3742981 ggtccgctac cagtataatg aacagcacca gttggtcagc gtcactaacc gtgaggggca
  3743041 aatcacccgc cagtttggtt accatggcca tctgatcaat aaactggcgg atgtcagggg
  3743101 gctggagtgc cgttacacat gggctgatat cggcggaacc ccgcgaatta cgcacagtgc
  3743161 caccaatctg ggggagcagt ggcagtttga ttatgatatc gacaatcaac agaccaccct
  3743221 gacggacctc aataccgggc agaccgcctg ctggggatat aacgcccaac atttaattac
  3743281 cgactatcgg gattttgatg gcgggaaata tgcatttgac tacaacgacc tcaatatgcc
  3743341 ggtacgcgtt gtgctggcag gcgagagaac gctcgttctg gtttacgatg cactggcgcg
  3743401 cccgatccag atcaccgatc cgctaaaacg tgaaacccac attgattatc accgtaacag
  3743461 tctgcgggtg gtgcgccgtc agtaccctga cgggcaggtc tggaaggggg aatatgaccg
  3743521 taccggccgt ttgctgaaag agaacgcgcc ggatggcggg gtgacgcttt atcattatcc
  3743581 aggggcctca tcccttcctg aacgcataac caatgccgta ggggcgcaga cacaccttgg
  3743641 ttgggaaagg cacgggcaac tgacggagca caccgactgc tcgggtaaac tgacccgcta
  3743701 cgaatatgat atcgatggcc atctgctgac ggtcatcgat gctgaaaacc attcaacaca
  3743761 ttacagctac aaccgtctcg ggcagcccac cgggatcagg tacgccgatg gccgcaaaga
  3743821 gcagttgcgg tataacgctc aggggctggt tgaacagttt accgatcctg tcgggcggca
  3743881 gttgcactgg cgttataacc tgcggggtca gccggtcagc tttactgatc gtctgcaacg
  3743941 ggaataccgt taccgctatg actgccatgg gcagatgatt gagctggata atgccaatgg
  3744001 tggccagtat cacttccggt ggagcagtgg cgggcaattg gtggaagagc agtatcccga
  3744061 taaccttgtc cggcgttatc gctatgggga gagcgggatg ctgatggcgc tggagaccac
  3744121 cgcgcccacg gttgacgatc ttaccgtctc ccggcaggtc agttttgact atgatgcggg
  3744181 cgggcgaatg acgcagcgcc tgacgggcat gagtgcgacc cggtatgact gggacatcat
  3744241 ggaccgttta ttgctggccg agcgtgtgcc aacggcggtg ggcgaacagg cggggatcgt
  3744301 cggtcatggt gttcgtttgg cgtatgacaa ggccgggcat ttactgacgg aaagcggtga
  3744361 cctgggtgcg gtgacgtatc agtgggatcc gctgcatcat ctggccgccc tgacgctgcc
  3744421 cgatggtcag acgctgtcat ggttgcgtta cggtgcgggc catgtcagtg ccattcgtca
  3744481 tggtgatacg cttatttccg agttcagccg ggataatctt catcgggaag tgagccggac
  3744541 ccagggtatt ttgacgcagt atcgtgatta tgacgcgatg gggcggcggt tgtagcaatc
  3744601 ggcgggttct gatgcgccga cagtggcggc cgatctgctg ccccgtcagg gggatatctg
  3744661 gcgtaaattt agctttgaca ctgccggtga actgagcatg gccaccgatt ttatccgggg
  3744721 tgagcagcag taccgttatg atgcggaagg gcggctgact gacagccggg agcgtcatca
  3744781 gttatccgtt gcggaggatt ttgcttacga caatgcggat aacctgctga acctgaggaa
  3744841 actgccgttt gatacggtcg atccactgta cgatacaccg gtcgccaaca accgtttgac
  3744901 gcaatggcag cattaccgtt ttgagtatga tgcctgggga aacatgacca cgcggcatgc
  3744961 cggtggtcgg atgcaacatt ttgcctatga cgatgataac cggctgctgc gggcctgggg
  3745021 aaccgggccg ttaggggagc atgacagcca ctatcggtat gatgcgctgg ggcggcgtat
  3745081 ccacaaatcg gtgacgataa agcgcggcgc agaaaaaacc acccgtcaga ccgattttat
  3745141 ctggcaggga ctgcggttgt tgcaggagca acatacggac ggcaacgcga cctatattta
  3745201 cgacccgaac gaaagttata cgccgctggc gcgggtcgat cagcgtcatg gcgagacaga
  3745261 aagtcaggtg tattattttc atacggatat caacggtacc ccgctggatg tcacggacgg
  3745321 agagggtaag caccgctggt cagggaaata ccacgcctgg ggcaaagtca cccggcagaa
  3745381 tgtcagcgat ccaaggcaaa gcacggtcag ccggttcgcg caaccgctgc gttatccggg
  3745441 gcaatacagt gatgacgaga cgggtttgca ctacaatacg ttcaggtact atgacccgga
  3745501 gatagggcga tttagtacgc aggacccgat agggctggcg ggggggataa atctttatca
  3745561 gtatgggcca aatccgttaa cgtggatcga tccttgggga tgggcttttg ggggcgttga
  3745621 ctttactgga tctccagatt tattccctgt caaagggagc cagttaaata ttgtagaaat
  3745681 aacaatgcaa ggtgcccgag gacgagattt cacggaggca tttaaactgg ctggtatatc
  3745741 aaaagcagac gccactggtt atacatggca ccatttaaat gatttcgatc ctgtaagtgg
  3745801 taaaacaacc atgcaattgg taacaacatc agctcacgaa gctacattcc ctcatgcggg
  3745861 ttcagtttct caatttgaaa agcactttaa tttaccttct cagtcttatg gcagtgcaga
  3745921 tgctgttgct atatcgcatt cgaaaggttg gttaaagggc cgaattccta aggcgctaag
  3745981 gtcggggtgt taaaatgaaa aatccttgtc agaattgtga gaagaatatc gatttgtcag
  3746041 atattaaatc tgtagagaaa actttaggtt attctttccc tgaagcgttt gtatcacatt
  3746101 acttatcttt taatggtgga gtgcctttga gggcgtggtg ggcttgtgat gatggttgtg
  3746161 aacctttaga aatagccgct tttaaaccat ttaaatatca taaaatgacc aatgataatc
  3746221 ctaattcatt gatcgatggt tgttataatg aaatgattag aaaaaatgta atcccctcaa
  3746281 acataatacc gtttggaaat gattggggag ggaacttttt ttgcttaaat aaagatgatg
  3746341 atagtgttgt tttttatgca acagactcat ttgacccgga agtatctatg agcaagaatc
  3746401 atgatgtatt gcaaaagaaa ttaacttctt cctttgaaga atttatcaat ggattggtcg
  3746461 aagaagacga tttagagtaa ggcatgtaag cgtatgggga ggatcattgt tggatcctcc
  3746521 ttgaatatat tacaaaagca tgttcatttt ttgaaactga ataatcacct tacccgccat
  3746581 cacgctaatc gccagcggtt gcccggttaa gcccgtttgc gtgagccatt ctccggacag
  3746641 agacagttca ccattatctt gtatccaggc cattacgata ttgttgtatt ttaaatactg
  3746701 cgccgggcgt aaatcctgca ttaataatat cgggtttgtc gataatgagt tcagggatat
  3746761 tattgttcat aatacagttg agaataatat tcccattcat atttttatct ccggctgaat
  3746821 aacgagtcgt ccatgttcga cggtgataag taccggttgt ccagagaaga aacccagcgc
  3746881 ttcaagccag cggcctttaa gattgatagc gggcggtggg ttgcgcttac ctctttgcgg
  3746941 gacatatccc accgtgtaat aacgctctgt tttcggtgtt ttatttatgc cagttcctga
  3747001 cgtagaatgt gccttagcca tagtaactcc tgcttagttg cttgtggtta gcggggctga
  3747061 ggtgctgata cacctcaacc ctgtgttaaa atactgtggt tatcacttct tctctgggtc
  3747121 aactggctgt aaagccgatt caacccgatg cttcacaatc accgcatcaa ttaacttaat
  3747181 cacggtttcc tgctcttccg gttggcactg cgacaaggct ttaaaacgct ctaataagcg
  3747241 cgtattccta atcgatgagg tctcgttaga cgagccaagt agcagataat caatgctggt
  3747301 aaccagtaac tcagccagcg taattaattt atccgccggt ggaatatgca tccctgattc
  3747361 atatttattg tactgtgaaa gttgcaagcc aatacgggtc gcgacttcct tttgtgtttt
  3747421 atgttgttgt ttacgtaatt cttttagccg taggccaaat gcccggcgct gttcttccgt
  3747481 ctgcataatc tcgtctatca cgtcagtcat aagatgctcc agtataaggc cacttttaaa
  3747541 aacgaataca catcgtatag cgatgctatt agatatcgta atacgatgca aattaaatgt
  3747601 taacgtattt taaaaaagga acgttctcgg ggcagtctga ctatctccta tctaaaaaca
  3747661 gcagtttacc agatgcagac cgagctgaac cgggagatac cgctggagga gttactgcgc
  3747721 cagttggcgg tgtccgccga tgaacatcaa ccggcctcgc cggtcttgat aaaacaaatt
  3747781 gatgaccgct ggaacgcctt actcagccgt tatcaccact taacgcagca gacgaactct
  3747841 gcccgttaac ctccaggaga cagcaacgcg atgtttgctc atgataaagc taataataat
  3747901 aaaaccgcgg acaagaccgg cacggtgacg ccgacccata tcgtctcgcc ggaggccgcc
  3747961 ccaaccgtga gtggcgctca gatgaccgag atggccgggg ggattgggga tgcggtgggc
  3748021 ggcactgccg gtaagcgcat taatcaggcc gccgaggtgg ctaaaaccgc cctggatgcc
  3748081 aaagcaaaag tcctggacgg cggcgtcacg ccgctgaatc tggccgcggg cggggccggt
  3748141 gcgggattac cggacagcgc cgcggcggcg cttacccgcc tggtcaaaca gccctccggc
  3748201 ctgcaattta ccctgacgac ggccagttta ccgccccaga cctttgcggt ggtggatttc
  3748261 accctgagtg agatgctctc ctcgccgttt gtgctcaatg tcgggctggc gagtgccgat
  3748321 ccggcggtgg attttgcggc ggtgctggat gaagacgcca cgctgtttat ctggcgcgaa
  3748381 ggggtgctgc aacgcagcat caccggcatg gtcgccagct ttgaacaggg cgataccggt
  3748441 tttcatcaga cccgctacag catggtgatc cgcccggcgc tgtggcgcac cagcctgcgg
  3748501 cgcaatgccc gcatcttcca gcaggcctcg gtggaagaga tcatcaccac cctgctgaaa
  3748561 gagaacggca tcaacgattt tgcctttggt tttcgccacc cgcacccggt gcgcgagttc
  3748621 tgcgtgcaat atcaggagtc cgattttgat tttatccagc gcctgacggc agaagagggg
  3748681 attttctact acttcgagtt cagcgccggg aaaaataccg tggtgtatgc cgatgatgtc
  3748741 ggctccctgc cgaaaggcgc gtcactgccc tataacccga atgtggcggc gcaggcgcag
  3748801 gaactgagta tcaccacctt cacccgcagt gcgcaggtgc gcccggcgat ggtgcaactg
  3748861 aaggactaca cctttaaaaa cccgaactgg gccgcggcct tcagcgaaca gtcgggagaa
  3748921 ctgcaaaacc agcgaccgga ctacgagcat tttgattttc cggggcgctt caaagatgcc
  3748981 cagcacgggc aggattttac ccgctaccgg ctggatgcac tgcgcaatga cgccaatctg
  3749041 gggcaggggg cgagcaatga ttttaccctc cagccggggc agttgttcag cctgtacaac
  3749101 cacccgcgtg gtgatctgaa ccacgcctgg cagttgctcg gcgttcagca cagcggcaaa
  3749161 cagatgcagg cgctggagca ggcgtctggc gatcagggca cggtgctgtt caaccacttc
  3749221 agttttattc cgcacaccca gacctggcgg ccgacgccgc tggcgaaacc ggcgatggac
  3749281 ggcccgcaga tcgccatggt ggtggggcca ccgggggaag agatttactg cgacgaatac
  3749341 gggcgcatcc gcctgcaatt tttatgggat cgctacgggc agagcaatga caacagctcc
  3749401 tgctggatcc gggtaaccca gccgtgggcg ggccagggct ggggcatgct ggccattccg
  3749461 cgtattggtc aggaagtggt ggtggatttt ctgcacggcg atccggatca accgattgtc
  3749521 acggggcgga cctatcacgc caacaacatc ccgccggggt cgttaccggc cagtaaaacc
  3749581 cagatggcgt tccgctcaaa aacccaccaa ggggaaggct acaacgaaat gcgcttcgag
  3749641 gatgccaaag gcggcgaagg gctgtttatg catgcgcaga aagatatgag taccacggta
  3749701 aaagataacc agacgacgac ggtggagaaa ggtaatcaaa ccgtcaccgt agaaaaaggt
  3749761 gacaggacag tcacggtcgc gaccggaaat gaaaccacag atattaccca agggagcctg
  3749821 accgagacga tcaaagtgcg tcgcagtacc tgcgcgaatt ttattcaggt gaaggctgaa
  3749881 ggtgatgcgc ctggtacgca actttatacc gcgacggaac agataaagtt cgtggtgggc
  3749941 aagagcagca ttaccttaaa tccggactct attattctgc aattttctgg ctctacctct
  3750001 attacgctga atgccgccaa tattgacgcc atcgcgccat tgattaactt aaataaagac
  3750061 aagggataag catgtattac ttcaacgagg gttccctcga gttgcctgag gcatggcgcg
  3750121 atatgacggt aaatgtgctg acatcgtctc tggatgaaac ggtggggtta agttttacgg
  3750181 tgtcgcggga tacgcccccg tggggaatgg ggtttcatga gttctttgac cgggaaatag
  3750241 gctctctgag ccggcaatta aatcactatc agttactgca tcaggacacc ggtgaagtca
  3750301 ataatcaccc gtcagtgacg gccgagtttt gctggtcatc agagcaggga cggatacacc
  3750361 agcttatgac gctggtcgat atcgcccccc gtgtcttgat attaaccgcc accatggtcg
  3750421 gtgaattaac cccgcagcaa aaagaacata tcacggcgat agtgcagacg ttgcaaataa
  3750481 acgcgcggtc ataatttacg gtcgtttcgg atagagccac ggcatcagga ggatgtttat
  3750541 gactgtcgca caaagtattg gcaccgggta tggcgcggct ggcgcgcaat cggcattacg
  3750601 tcaaaccgcg ctggggcaac agagcccggc gcggacggat tatcaggtca gtaatcccaa
  3750661 tgtggggaat atcgcgcgag cgagtgattc tctgctgaat gtggcggaaa gtcagcagtt
  3750721 taacactctg gtgaccgccg gttttgggat gcaggcgatt gccgccgggg tggccggggg
  3750781 atatgtcggt gccaaaatcg gcaataagtt aggtcacggt attgcccgtg cgcttaattt
  3750841 taatcaagtg gcgacggaag gagaaagccc cgcgcacctg ggccatccca ttgcccatca
  3750901 gaaaaaagat tggggggtgt ggggggccat tggcggtatt ttactggggg cagcggcggc
  3750961 ggcattggtg gtcgtcacct ttggtacggg gttggtggtg attgccgcgg cggcggccgc
  3751021 agccgggtta atcggcggta tcgccgccgc gaccggggcg gcattaggac aatacggtga
  3751081 taacaaaggc gtgattgctg aaggctccgc caacgtcttc tttgaaggcc agccggtggc
  3751141 ccgggtgggg gataagatcc aatgcagcga tcaccccagt tcaccgccgc cgatgattgc
  3751201 cgagggcgca aaaaccgtat ttgccaacca aaagcagatc gcgcgtctgg ggcaccgtac
  3751261 cacctgcgat ggcaatatca atgcgggatg cggttcgctc gccatcacgc aggaaacggc
  3751321 ttatgtgtat gaagtggcag acagccgtaa tccgtattta cgctggtcag cggttattct
  3751381 gagtttcttg ccaatacaga aaaaatttga gcaagggttt cgctccttaa aaaagccgcc
  3751441 caataccgcg gtcaacgcta cccataactg cccgaccggc agtgatcctg ttgatatggt
  3751501 ctccggcgat taccttcagg tctggcccgt gattgatatt gccggtgttt tgcctgtccg
  3751561 gttacagcgt acttatcgtt ccggcgatta tttcacggtc tcgggttgct ttggtcataa
  3751621 atgggcggat agctggtcac aacacttggt cgtgcacgaa gacaacattg attacattga
  3751681 tgaggaaggg gtggggctga gcttctttac gccagagaat aaagtccagg ccgtcaatct
  3751741 gtataacctg cgttatgagt tagtggggga gcgtcatggc gaactcaggg tttttgaccg
  3751801 gtcaactcag cagacactgc attttaatca acagcaacaa cagcagcgtt atttatcggc
  3751861 tatcaccgac cgcaaaggga accgaatcga ttttcgttac caacaggggg aactgatatc
  3751921 ggtcgagcac agtgacggct atgtgctgga gatcgacagc cgtggcagga caatacacgc
  3751981 ggtcgagctt gtcacgcagg agaaaagaca aaagctgttg cagagtacat tcagtgagcg
  3752041 cggttacctc gttcagtgcc agagtttcca gtatggcacg ctgtcgcatg aatatgatcc
  3752101 gaaggggtat atggtgcgct ggcgggatac ggatagcacg gatgtggctg tccgttatga
  3752161 tatttcaggg cgggtggtgg cactaaaaac atcgaccggt ttttttgccg accattttat
  3752221 ttatcatgac aaagaacgct atacgatcta tcgcgatggg gaagggggag aaaccggtta
  3752281 tcactataat gaaaacaatc tgctgataaa gttagtcgat ccgttaggca ataccaccct
  3752341 caccgactgg gacttgaccc agaaaataaa agaaaccgat gcattagggc gtatcacccg
  3752401 gtttatttac aatgagcgcg gtgatttaac cgccgtgatc ctcccggatg aaacccgtac
  3752461 cgaatatgag tataacccgt ctggcgtggt cactgcgttt acgtcttcgg cgggggatag
  3752521 ctggcaatat cagtatgaca ggcagggatt gttacgacag gtaacttatc cttccggcca
  3752581 gacgatgtcg tttcgctacg gcaagaaggg agaagtgctg cgcaagatca tcgcggaaga
  3752641 tcaggtgtgg cgttaccact atgatcacca cggttgttta agcaccatta tcgatccgaa
  3752701 ggggaacagt acagccgtca cactggatgt gctggggcgg ttattttctc accaaaacgc
  3752761 cctcggggag ctcacccgtt acacacacag tgacgcgcat gccagtccgg cgggcagcgt
  3752821 cacaaaaatg gtcatgccgg atggtgtgga gcaggccatt gcctatgaca gcgagaagcg
  3752881 tattgccgcg ctgaccgatg gcgcggggaa aaccacccgt tacgaatacg ggggttttga
  3752941 tttactgacc ggcctgatac gcccggacgg gcagcggctg accttcggct atgacacact
  3753001 gacgcgcctg aatcaggtga ccaatgcgtc aggtgacacc tatcgttata cccgtgatcg
  3753061 ggccgggcag gtgatcagcg aaaccgattt taccgggcgc acggttcatt atcagtatga
  3753121 tgcggtgggg cggcgtatcg gggcgcgtta cccggatcag cgccttgttc gctggcacta
  3753181 ctcgatgcag gatcaggtgc tggcgcagca gacctggcac tgcgatgcac tgagttccac
  3753241 gctggttggc acggtcagct acggttatga cggtgccggt cgtttgctga gcgcgaccaa
  3753301 tgcggatgcg gtggtggagt ttgattacga cgaggcgggt cagttggttg cggagcggct
  3753361 gaatggccgg gaggtgcggc atcagtggga tgcgctaaac ggcacccctg ttgcccgaca
  3753421 ggtgggtgag ctggggctga cgtttgtgta cggcgcacag ggcgaactga cccggctaca
  3753481 gctggcgggc catcagcccc ttcagttgca gcatgaccgg ttggggcggg agacggtacg
  3753541 tgaaagcgcg gccgggttta ttcaggcctg caattatacc ccgagcgggc tgttggccca
  3753601 tcaggcggcc gggcgtaact cggcattatt ccagcaacag ttgatcgccc cggagagccc
  3753661 ggccttgcac ggcagtgcgg tcaaccgcag ttggcagtat gaccgggctt ataacgtggt
  3753721 ggggatggat gacgggcgtt ggggtaaaac gcagtaccaa tatgaccgca atgaccaggt
  3753781 cgttcgcgct gattttggtg gttttttgcc gttgcaggag cagtttagct acgatgtgaa
  3753841 ccagaacctg cgcgagcatc gctgtttacc gcgtggggca caggcggttt tggcgcaggc
  3753901 gagccagcaa cagcaggcgg gccgggtggt gaagcgcggt gacagtcagt accgttacga
  3753961 tgctgccggg cgactggtgg agaaacgcag ccaaaaagac ggctaccggc cacagctgtg
  3754021 gcgctaccgc tggaatgagc aggaccagtt atccgaattg atcacgccga cgggggcgcg
  3754081 ctggcgctac ggttatgatg cctttgggcg acgtattcga aaactgcggg tagtggatac
  3754141 cccgccgctc aatgagatgg acgctccttc caccggtccg gccacggcat cactggccgg
  3754201 ttacgcgtac ctgtggagcg gcgaccagtt aatcgaagag gtgccggtgt atgccgacgg
  3754261 cacggtggcg tatgagcagg ggatccactg gctgtatgcg ccgggcggat taacgccgat
  3754321 ggcccgctac gcgcaaggca aactgcatta tgtggtggcg gatcatctgg gtacgccgcg
  3754381 ggagttgttg aatgagcagg gcaaggtggt gtgggcgagc cgactgagca cctgggggca
  3754441 ggcggaatta tggcgacagg cggcgaatga ggaggatcgg gtcagctgta acctgcgttt
  3754501 tgcgggtcag tacgcggatg cagaatccgg gttgcattac aaccggttcc gctactatga
  3754561 tggcgagacg gggcaatatc tatgcccgga cccgataggg ctggaagggg gattaaaccc
  3754621 gtacgggtat gtacataatc cggtgagctg ggtggatccg ctggggctgg caacatgtcc
  3754681 aatgcgtgaa gttaacggaa caaaaatatt tggtaaaggc caaaaagatg gaactcctgg
  3754741 tcatgatcag ttctctgaag ttatagccaa taaattagcc atgagtggta agtttaaaga
  3754801 ggtctattta aataggtcat ataattttgc taatggtaaa ggaatctcag gacgacgacc
  3754861 tgacattatg gctgttgata tgaatggtaa agttcatgct atagaattgg catctaaaac
  3754921 agatatgggt agaaaattcc catctctgag aactcgaaac caagatgcaa tgaaaaactt
  3754981 accaagcatt gatcggggaa gtgttattgt attagaacac caatataatt cttcgaagat
  3755041 taagaatgca ttagataatc ttatttctgg tatataggtg aaactatgtg tacggctata
  3755101 gctatttatg gtactgagaa tatccctcct gaaactgcat atgaaatagg tatgctattt
  3755161 tttaaggtta tagaactaga tataacttca acaggttact ataaatatag ggaagataga
  3755221 agtgaggagg atattgactt tattgaagtg tctttatctg atttgaaaaa tgaacttaaa
  3755281 aataaaaatg cgacttcttt tcgattttat aatgaaagtg aaaaaagcaa ttattggact
  3755341 gcctcatttg ggttctcaac aagtgatttt ggtggttttt atcattttga tgctcaatgt
  3755401 gcattatcga aaaatggaaa agagaaattt attgaattta taaaagagtt tagcagtaaa
  3755461 aataacttct cttatgggat agtatataat cctgacaatg ttgccgatgg tttttattat
  3755521 gcagagggtg gaaactttgt tcagatttat caatatgaga acccaatgtt ttttgaaaaa
  3755581 gaaaccgggg gaatgtatga gggtcaggaa cgctataaaa acactatgct aaggatggtg
  3755641 tacccggtta atgtgattaa tcatcatcat cttgatatta ttatcggaaa tgttagcttg
  3755701 aaagagtgga tatcaagtga tgaaaagcat ggtacccttg aaggattaaa taatgatctg
  3755761 tggctatgga cagttgagga tactaaactc gacgaggtaa ataagtatct tggtgaggca
  3755821 ggggtattaa tatcctggaa accgccaaca attaaaaaag cacctagaaa actgccataa
  3755881 ataaaaaccg ggaagatcct aagaagatct tcccggttgt tttttgatcg ccagtagtta
  3755941 cccagttaag cccgtttgtg tgagccagtc tcccgccaga tacatctcgc tgttatcttg
  3756001 tatccagtcc atgccaatat ggtgatcgtt ttcaatctca ttaagtacct gttgggtcgc
  3756061 gatctcactg gcgattaagg ttattatcag gccattccaa tattgttgta ttttaaattt
  3756121 tgtgccgggc gtaaaccctg tctttataat atttttagtg atacaaagtg actggtttag
  3756181 ccagccacat ttttttgttt tataaattct acgtgataaa aacaggtcaa ctgcctgttg
  3756241 ccattaaaac ctcgtcaaca aagcgtttgg ctcgggggat atcctcttca tcaacatgtt
  3756301 caataatcag tggaatatta ggatgcttct gggccagcaa ctcgacatat aacggataat
  3756361 tcaacgcgcc taatcctgct gccggtaatt ctactgaacc cgcccctcta aagctgttat
  3756421 gttccgcggc acctccacca aatttctctg cgatagcatc tgttttttta cagtctttgg
  3756481 catgagcgat ttttattctg ctctcgagta cgttaaaaat gttgtgcagt gtttcatcaa
  3756541 tagcatctat gtttttatcg tcaaaatagt tggtgggatc caaggccaat cctaatccgg
  3756601 gatgttcaac ttcttgcatc aatcgggcaa cctgtcctac ggaaccgatg atgttattga
  3756661 cgtaattttc cacgaggaac accgcattat gctcataggc aaaggtcgct aactctttgg
  3756721 cgatagcttt aaattcctga taagcctctt cagtactatt tttaggatcg tacagccagt
  3756781 cactgtccgt attataagtt ccggtttcac taatgacata tggcgtgcca aagtgacgag
  3756841 cgtgagcgag gatctctttc accgcagcaa tattttccgc acgttttacc gggtccggat
  3756901 gaactaagtt ggtatacgcc gagatagcca caatgggaat attcgcccga cgaaatgcat
  3756961 tacgtacctg atgcgctttt tctttggtaa tgcgcccccg gcgaagatca atgtcggtga
  3757021 actcaagatc gagttgcaca catcccatac ccgcctgctt aattttgtcg atggtgccac
  3757081 tcagggtgta agggtaataa ccggtaaaga tgccaacgtt aatcattttg cattctccag
  3757141 gagtatttca ttgagataga cggttctctc ttgctgaata gagagataac aagcctcaat
  3757201 acaggccagc gtaccaagat tgtcttctgc acttatttcc ggggggcggt tttcttcaat
  3757261 agcgcacatc aaatttgcca tggtgccgat aaatgcatcc gggaaccatt gtctttccca
  3757321 ttttggggcg atccattgtc cgggatgatt ccgcgacgcc aatttcaagg tacttccgca
  3757381 atattcaggt tcccgacgat gccagccgaa atcaccttct gccagtccgt cacttccctc
  3757441 tacgcgccag ttgatgtagt tatttttggc gcaaggttca cccggccatg cccacacatc
  3757501 atcaaggctg gttgcgatca gaccatttgc gtactggaaa gtgtattggg tgatcccgtc
  3757561 aatatgttca aaggtggttc gcggatcagt gcgacatact gcggttactt ttaccgggtc
  3757621 accaaataaa aaccggaaag catcaatatg gtggattgcc atggcataca gttcgagctt
  3757681 tttatatttt tgcaaaaaag cctgccagtc tggaatagcg cgcatatcta tgctggcaat
  3757741 aacaggatcg ccgatcagtt gattctcaag aatatattta agtgcccgca tggaagggtc
  3757801 atagcgcata ttagagttaa ccgcgatggg aataccactc tgttggctaa gacgcacaat
  3757861 ctcacggcca tccttcagcg acattgccag tggtttctga caaagaatgc ctttgatatg
  3757921 tttggccgca gaattgcttt cacaaataaa gcgcacaatt tcgagttgga tatgcggtgg
  3757981 gacggcaata tcgataatgt cgatctgcgg atcgcaaacc atatcctgcc atgtctcata
  3758041 aacttttttt atcgcaaatg tctcagccaa ccggtgattc tggctatgct cctttgaggt
  3758101 tatgccataa ggcacgaagc ctgctttttg ataagcaacc agatggcaat gctcaacgat
  3758161 aaaacctgca ccaataatcc cgatgcggta atcccgtcgt ttcggtagta caggctgggt
  3758221 tgcgtgctct aattggctaa ttaatgtatc cataatgcct ccagttggtc atctttgctt
  3758281 ctggcgttta tccatccgcg gtggacatgt gattacttta gtccgttgtg ggataagacg
  3758341 ttataggcag aactccccgc ggtatggaca caattctcat gtcaatggat ttgtgagccg
  3758401 cttcaaaaat tcatcagtat gatgaggggg aacctgtttt tatcttcttg gcatgtcacg
  3758461 atgaaccggg atatagcctg aatttctgtc atcaacatcg tgtggggcgt atggaaaaaa
  3758521 acatgcaacg aacgcaggtc gtggcgaact ggtatcgaga gtcggatgag ttttcgacgt
  3758581 tggtgaacta ccggattctg cgtgcgggtc atattcgtgc agccgataat tttcatgtac
  3758641 gccgtcagtc tgttgccggt cacgaattga ttttttgtct caatggtagt ggatttatcc
  3758701 gcctggaaaa taatcttcat gaagttaaaa agggtaatct cgcttggttg cctgtccgtt
  3758761 ggccccatga acattttcca aataaacaag aaccctggga gattttatgg ttacgcattg
  3758821 atggcgctaa actcaacaat atcatgcaga tccttgatgt tgcccaacaa ccggtttttg
  3758881 aattcacctc ccctgaaacc atcaccgata tttatcaccg cctatttgat ttaatgcaga
  3758941 gtcataccct cgtggcggat gcccattgcg atgtgctgtg ttcccaactg atatacaccc
  3759001 tgctggagaa tcgcagtttc gatgccacga aatcgccggt catttcccat cgtgggctgg
  3759061 gtcggctgat ttatcagatt catagccatt acaatgatga ctgggatatt gataagttta
  3759121 tgcagtattg ccaagtgagt aagtcgcaac tttttcgatt atttcaggag acatttaatc
  3759181 aaagcccttt gagatggctt aaaaattatc gcctttccca agcgcgtcgt ttattagtgg
  3759241 aaaccgagga gaccattagc cgtattgctg ggctggtggg gtataacgac ccgctgcatt
  3759301 tttcccgtga ttttcatcgg tcagtcggtt tatccccaag tgattttcgc cgccaggagc
  3759361 ggcaattgga taatgaccgt cacgactgag caatttcctg gctgtcgcca cgcacgatag
  3759421 gattatgaga gatgagcagc atacggcctc ccgttgtagg agccgtatgt gtgttatcaa
  3759481 cagaatattt gggtataaat atcgtcaact gcgccaatac cgccaaccgc agctttcaca
  3759541 acaatccccc ctaggcgttg agttccggta cgacgttgtc gagaatgcgt tgccgtcttg
  3759601 cgacataagc gggcagcggt tttacgccag attcatcggt gaaccaggca aaaggatcgg
  3759661 tactggcaac cagcgcgaaa ttggcccacg gattaaatga tccggaacgg ataacaactt
  3759721 tggcttggtg ggcaaggtcg tggcagagcg tttcgtgact ggctgcctga aattcagcgc
  3759781 cggagccggt atagagggtt tgtacgtcac gataaagttg cgggtgacaa tcccggactt
  3759841 cactggcaaa gcggacttct tccacaaaaa tttctttgcg taggacgcgc agaatatgca
  3759901 gtacatcaac ggtgccaggc caaaacccca aatcgatacg tttagcctgc ggcgggatcg
  3759961 ggaagcctgc atccgtgacc aatataatgt cggtatggcc taaggtggct aaagcggcgg
  3760021 caagttcagg gtgtaagatt ctatcgggtc tcattattgt tattcctctt tcacggttat
  3760081 agatcgcata aaagcatcga catcttcgcg gtagcgatag gacggaaccg tttcccaatc
  3760141 catacagcac aacgccgccg tggcgttagc aaacagcaca gcttcgctaa tcggcagccc
  3760201 ttcatccagc gcgacggcca gtgccgcgtt aaagctgtca cctgcaccgt tactgtcgac
  3760261 gacatcaatg atgcaggggg ggatttcttg tgtgtcgttg cgaccaaata ccgcagaacc
  3760321 tgattcaccc agcgtcatca cgacatattg gcaaccggtt tccagtaaga ggttggcaat
  3760381 ctctcggttg ctgcgtgggt catccggagg cagacccaga gccacgcggg cttccgtttc
  3760441 attaggggtc aaataatcaa tcgcgctgag atcgagaccg cgcagatccc ttgccggagc
  3760501 cgggttcagg atggttattt tgccgaattc ttttgcccgt tggagtccgt aacgtgccgt
  3760561 ttccagcgga atttcaagct gtgtgagcac cacattgctt tgtttgagct gggataaggc
  3760621 gctgtccacc aacgctgggg taaacagttt attggccccc atatccacga caatcacgtt
  3760681 acgggcttct ttatctttaa cgataagtcc cgcccccgtt ggtaattctc cgctgatggt
  3760741 taatgcgtcg atattgacgc cttcttcctg catcaagccg acaaattcat ggccaaaggt
  3760801 gtcatcaccg acgacacccg cataggcgac ctctgccccc agacgcactg cctgaaccgc
  3760861 catatccgag cctttaccgc cccacgtctg gcgaaagtca tagccaatca gcgtttcccc
  3760921 agccagagga atacggtcgg tggtcatcac cagcgctttc gcatagctgc cgagaataaa
  3760981 tacactcatc acatactcct ttaactgtgc tgtttgttat tcattgcata gtttgtttgt
  3761041 tattcatttg cgaaatctgt ttgttattca tttgtctagc agcagtaccc ccgtttatgg
  3761101 cgatactgcg gttactgaca aagtgtctac ggcggtactc agtgattaat aagcgttaat
  3761161 gtcgccggtt agtcctttca ccagttcagg gccggagctg gtaccaacca gctcggcacc
  3761221 ggcaaggaac atctctttca tcttctctaa cgtattgact ttacctgaaa ctttgacacg
  3761281 gcaaggcgct tgaatattgg ctttgagaag ttgaacatct tctactgttg ctgcgcatcc
  3761341 gcctttaccc cagccactag attgtttcac ccaatcaatt cccgcttcgt atgcataacg
  3761401 tgtggctttg attttcatgg cttcctcggt aataaaaccg aattccagca tcgcctttac
  3761461 tttcattccc agatcatggg cgatatgggt gacttctttc agttcgttaa aatagagttc
  3761521 atccagccca cccagtaaaa agcctgggtt tggtgggaag tcgaactcgt cggcaccttc
  3761581 tttcgcaagc tctctcacga tggcgacttt catcgcggtg gtgtcattgg cttgtgggaa
  3761641 gttgacggtt gttgccactc gtacaccgct acctttcagc acgtctttag ccagatagac
  3761701 ccagcaagga gcgatcatgg cggcatcgaa ttgatactcc aggcaaatgt ttaagtgctt
  3761761 aatcacccct tcccgagtta aatcggcatt gacgttggtg aactgaatag ccttcgcaac
  3761821 ctggcgggga tcattgaaat caatcattta cttatactcc tgtttgctaa ataagcgcat
  3761881 gtagcgatgt gtatgtcact acgtgtatgt agctatatgt atgtcactac gtataggtag
  3761941 ctgtgtatgt agctatgcat cggtcactat gcggtagaca tgggcttact ttaggcaagt
  3762001 gtggcgtaaa gcgtgatagg caggattccc cgcaacatgg atagaatttt caggtcaata
  3762061 aagttgtgat ctggctcaag aaattacccg tattctgccc tgccgatggg gccgaatgac
  3762121 gaagacaggc cccatagcga cagagaacgg catcgtaaga tccattggcg acgatattga
  3762181 taacctgcat ttatccaatc atccagtcat atcaaaatca aaaatgatat ttagaaatat
  3762241 gcgttttcgt tgttattttt ataactctta aatgtgaaat cactgttaaa aataactttt
  3762301 tgatataagg aataaccatg cgcgttatct ctttggcggg gagtccacgg actccctcac
  3762361 gctctgcggc actgttaaat ttaagccaac actggttaca acagcagaat gtggaggtga
  3762421 tcccctacac cttgcacgat ttccaggctg atgatctgct gcgtgctaat tttaacagcc
  3762481 ccgacgtcag cgcttttgtt gcacagctag caacagccga tggcctgtta attgccacgc
  3762541 ctatttataa agcgtctttt tctggcgctc tgaaaacctt actcgatttg ttaccagaga
  3762601 gggcattgga ccataaggtg gttctaccac tggcgactgg cggttccatc ggccacatgc
  3762661 tggcggtgga ctatgcgctg aaaccggtat tgacggccct aaaggcccaa gaggtgctgc
  3762721 atggcgtttt cgtcgatgac agccaggtgg tttttcacgg tgaacaggtc acggtgtcta
  3762781 caagtgcgac aacccggtta gaagaagcgt tggaaagctt ctatctggca ctcggtcgcc
  3762841 gtaaaccctt ggcgtctaac gctgtgtcat cttcgttggt tcagcaaacg gctgcctaat
  3762901 aaaggaaatc attatgtcgc tatctttctt ctttcgtcgc gggttcaacg ttcaccgctg
  3762961 gctcaatatc ggggcaatgg ccgctattat tacgttagcg tttactaata cagtgattgc
  3763021 acaggataac gccccggccc agttccgcat tgggtaccaa aaaggctcgg tgaatctggt
  3763081 gttggcgaaa actcaccaat tgctggaaaa acgctttcct gatacccaaa ttagctggat
  3763141 tgaattcccg gcaggcccgc aaatgctcga agcgttgaac gtcaacagca tcgatttggg
  3763201 cagtactggc gatatttccc cccatttttg ctcaggctgc tggcgctgat ctgctgtatg
  3763261 tcggcatgga gccgccgaaa ccgaaggcag aagtgatttt ggtgccggaa aacagcgcga
  3763321 ttaacagcgt tgctgaactg aaaggccata aagtggcttt ccagaaaggt tcaagctcac
  3763381 acaacctgct cttgcaggca ctgcaaaaag cggggctaaa atttaccgat atccaacctg
  3763441 tctacctcac gcctgctgat gcacgagcgg ctttccaaca gggcaatgtt gatgcttggg
  3763501 tcatttggga tccctactat tccgccgcct tgttgcaagg gggcatacgg gtactgatag
  3763561 atggcagcca attaaaccag acaggctctt tctatctggc ttctcgtcct tataccgaag
  3763621 ctaacggccc atttattcag caggtgctgg aggtactgac gcaggctgat gcgttgacgc
  3763681 ttagcgatcg agcacaaagt atcacgctac tggccaacgc gatggggcta ccagaggccg
  3763741 tgattgccag ctatctggat catcgtcccc ccacggctat ccagcctttg agtcaggcga
  3763801 cggttgctgc ccaacaaaga acagccgatc tgtttttcgc caaccggctg ttaccggtca
  3763861 aagtggatat ttcgcaacgt gtttggcagc cagccgggca attatcctca aagccaccat
  3763921 cttcaaagcc atcatcttca aagccatcat cttcaaacca atcatctcca agccaattac
  3763981 ctacagatca accgtctata gcgcagacat ctatagagca atcatctaca gcaaaatcac
  3764041 agaccaaata atgataagga gagcctgcta tgagcattaa cgtattctgg tttttaccta
  3764101 cccatggcga tggccactat ctgggcagtt ctgaaggggc acgcgcggtc gattatagtt
  3764161 atctacagca aattgcccaa gcggctgacc ggcttgggtt cggtggtgtg ttgatcccaa
  3764221 cgggccgttc ttgtgaggat tcctggttag ttgccgcctc gctgatcccc gtcacccaac
  3764281 ggctgaaatt tctggtcgcg ctgcgccctg gcatcatctc ccccacgctg gccgccaggc
  3764341 aggccgctac gttggatcgg ctttctaatg gccgggcgct gtttaatctg gtcaccggtg
  3764401 gcgatccaga agagttggcc gcagaaggat tacaccttaa tcacactgag cgctacgagg
  3764461 cttctgccga atttactcat gtgtggcgca aggtgctgga aggtgaaacc gttgattttg
  3764521 ctggcaagca tattcaggta aaaggcgcca agctgttatt tccgccggtt caacatccac
  3764581 ggcctccact gtattttggc ggctcctcgg cagcagctca agatttggcc gctgaacagg
  3764641 ttgagctgta tctgacttgg ggagaacccc ctgaacaagt gaaggaaaaa attgaggagg
  3764701 ttcgggctaa agcggcggca aaagggcgca cagtacgttt cggtatccgc ttgcatgtca
  3764761 tcgtccgtga aacgaccgaa gaggcttggc gcgcagccaa ccgtttgata gctaatctgg
  3764821 atgataaaac cattgccgac gcacagcagg ctttcgctgg tttcgattct gttggtcagc
  3764881 agcgcatggc tgcactgcac ggcggtaaga aagataattt ggaaatcagt ccgaatctgt
  3764941 gggccggtgt tgggctggtg aggggcgggg cgggtaccgc attggtaggc gatggcccga
  3765001 ctgtcgcaca acggatccag gaatatgctg atctggggat tgataccttt gttttctccg
  3765061 gttatccgca ccttgaagaa gcttatcgtg tgagtgaatt gttgttccca catcttgatt
  3765121 tggctaccac cgagctaccg acgcagcggc ctgcaaccca accgcaaggt gaagtggtcg
  3765181 ccaatattta tgtgccacaa aaagtctcgc aaagctgagg agaaacatga tgacaatcag
  3765241 tgcacaacga attctgcatc ggctggcccc ttggattttg cccgtggcgt tggtggttgg
  3765301 ctggcaagtc gcggttgagg cgggttggtt atccaaccgc atattacctg cgccaagtgc
  3765361 cgtagtgacc gcattttggg cactgaccaa aagtggtgag ctgtggcaac acctgactat
  3765421 cagcagttgg cgtgccctga ttggttttag catcggtggc agcatcggat tagtgttggg
  3765481 ggtcatcaca ggtttgtctc gctggggaga gcggttactc aatagctcgg tccagatgat
  3765541 ccggaatgtc ccgcatctgg cactgatccc gctggtgatc ctgtggttcg gcattgacga
  3765601 atccgccaaa atttttctgg tggcactcgg tacgttgttc cctatttatc tgaacaccta
  3765661 tcacggtatt aagaatattg acagtggcct actggaaatg gcgcgcagtt atgggctaag
  3765721 cggttttcga ttattgacgc aagtggtgct gccaggcgcg ttgccatcga tcatggtcgg
  3765781 cgtgcgtttt gcgctcggat ttatgtggct gacgcttatc gtggctgaaa ccatttccgc
  3765841 caattcgggt attggttatc tggcaatgaa cgcccgtgaa tttctccaga ccgatgtggt
  3765901 ggtggtggcc attgttctgt atgccttact cggcaaactg gccgatggca gtgcacaact
  3765961 gctcgaacga gtctggttgc gttggcatcc ggcctatcaa caaaaatcag gagaagcgca
  3766021 atgaccacac tgactcatat cccgcaaggg acgccaataa cgttggagtc gatcggcaaa
  3766081 cgttatggta atcgtactgt tttagataat ctgcaactgc gtatcaccgc aggacaattt
  3766141 gtggcagtgg ttggccgcag cggctgtgga aaaagtacgt tgttacgttt gctcgcgggg
  3766201 ttggaagcgg ccagtgacgg aacactgcta agtggtaatg ctctgctcag tcatgccaag
  3766261 gatgagactc gtctgatgtt tcaggaggct cgtttgctcc cgtggaaaaa ggtgattgat
  3766321 aacgtggggc tgggcttgcg tggccactgg cgtgatgaag cgttgcaggt attggacacc
  3766381 gtcgggctgg cagatcgcgc caatgaatgg cccgcggcat tatcaggcgg acaaaagcaa
  3766441 cgtgttgcac tggcgcgggc gctgatccat cgcccccgtt tattgttgtt ggatgaaccg
  3766501 ctgggcgcgt tggatgcgtt gacccgtatt gagatgcagg gcctgattga acgtctctgg
  3766561 caacagcatg gtttcaccgt attgttggtg acgcatgacg tgagtgaagc tatcgcactg
  3766621 gcggatcgcg tgctgttgat tgaggagggg cgtattggtt tggatctggc tatcgatttg
  3766681 ccgcgcccac gtcgcaaagg atcggcgaag ctggccgcgc tggaggccga ggtgttggaa
  3766741 agagtcttgt caccccccca aggcattgag gcatcacgcc aaggcattaa agcgtcacgc
  3766801 caaggtacag caacatcacg gcgggtggcg aattgagacg gctcaaatag ggccctgagt
  3766861 acaacgggaa aatacctaaa tggatatttg aacaaaccat ccataacctt cccagtcagt
  3766921 ttcctgctct gttccagacc actagaaatg ggggggattt ggcggggaga ctgactctct
  3766981 tttagtcact tcagtcttag tcacttcagt ttcatttaaa ataaatcaga atgacttcct
  3767041 acacggtaga gtttaatttc tgagtcggta cgttgataaa ttaacaataa atctggcatg
  3767101 ccatggcatt caagataacc aatatagtta ccgattaatg gatgctcttt atattttggg
  3767161 ggtaacgctt cacctgtctg taacagtgaa atggtttcta aaataacttt ctgaggttat
  3767221 tgacaacgtg cccgcgacgg agagaacagg cagatcgtaa agacgccgta aatacatcca
  3767281 tgtaggctcg agccgcgcca tccttggcgc ggacgcttta ctcccctgcc tatcctcacc
  3767341 gttcaagatc gcgtcatcag ggtttgtcag cagtctgttt ctgcgccttt ttattcttgg
  3767401 tgtaacgctt tgcatctttt ttaaagcggc tctgatagac aattgtcagc attgttacca
  3767461 accaagatca cgtttgagcg catccaccga gtcaacacgg taaacctcca ccccgttttc
  3767521 gagatctcga atagcctgta acgtttcctg attaggttgc agtaaatcaa tgggtagttc
  3767581 tgcgttaacg gcaaggcgat taacgaccat acggatcacc gtagacaaat cgaggccaag
  3767641 ggctttggca ttagccattg cagcggcttt tgaggccggt gaaactcagg cacgaacaac
  3767701 agtatcagtc ataataacct ccattaaatt acccttattg tagctacgat gtagctacaa
  3767761 taaggtgttt gagcgatgtt tattcgatga acctattcat ttgatgatct aaagtttctc
  3767821 atcaaattaa tgcgtcccga caaattaatt gaagaaaatg tattaaatgt cgcattcggg
  3767881 tgttgattag tcaccactga tggctagata atcgtttgcc ttaaatgaca tctgccctaa
  3767941 acttcgattt tttttcagtc atgcgttctc ccagctaatc gtttgctatt tttccccgct
  3768001 ctatgagtca gggagagtta gtgagttcat cgacaggaac ggaaacgatt acgtagagaa
  3768061 gggcgcttgg cttggcatgc tattttaaaa tgacacacag gggacatcac catgtctagc
  3768121 agcaaccctc aagcacagcc aaagggcacg cttgatgcat tctttaagct tagtgaacgt
  3768181 ggcagtaatg tacgccaaga agtgctggcc ggtctgacga cttttctggc gatggtttat
  3768241 tcggtgattg tggtaccgag tatgctaggc aaagccggtt tcccaccgac ggcggtgttt
  3768301 gtcgcgacct gcctggttgc gggtctcggt tctctgttga tgggtctgtg ggctaacctg
  3768361 ccaatggcta tcggttgtgc catctcactg acagcattta ccgcgttcag tctggtattg
  3768421 ggccagcaaa tcagtatccc agtggcattg ggtgcggtct tcctgatggg ggtgctgttt
  3768481 accattatct cagtaaccgg tatccgttcg tggatcctgc gtaacttgcc aatgggggtt
  3768541 gcgcacggta cgggcatcgg tattggtctg ttcttgctgt tgattgccgc aaacggtgtc
  3768601 ggcttggtta tcaaaaaccc gattgaaggt ttaccggtcg cgttgggggc atttacctct
  3768661 ttcccggtga taatgacctt gctgggtctg gccgtgattt ttggtctgga gaaactgcga
  3768721 gtgccggggg ggattttact ggtgattgtc gccatctcgg tgatcggcct gatttttgat
  3768781 ccaagcgtga cctatcaggg tctgttcgcg atgccaagtc tggcggatgc taacggcgac
  3768841 tctttgattt tcagccttga tatcatgggc gctttacaac ccgtggtatt gccaagcgta
  3768901 ctggcgttag tgatgaccgc ggtatttgat gcgaccggga ctatccgcgc ggttgcgggg
  3768961 caggctaact tgttggataa agacggccaa atcatcagcg gtggtaaagc gctgaccact
  3769021 gactccgtca gtagcatttt tgcgggtttg gtgggggcgg caccggcggc ggtttatatt
  3769081 gaatcggctg ctggcactgc agcgggcggc aaaactggtt tgacggcgac ggtggtcggt
  3769141 atcctgttcc tgttgatttt gttcctctcg ccgctgtcgt atttggttcc ggcttatgcc
  3769201 accgctccgg cgctgatgta tgttggcttg ctgatgctaa gcaatgtatc caaactggat
  3769261 ttcgaggact ttgttgatgc catgtccggc ctactgtgtg cggtatttat cgtactgacc
  3769321 tgcaatatcg tcacgggtat tatgttgggc tttagctcac tggttattgg ccgggtttgc
  3769381 tctggtgaat ggcgcaaact gaacgtcggc acggtgatta ttgcggttgc actggttgca
  3769441 ttctacgcag gtggttgggc aatttaagcc cacagggatt gcgaatgttt gtaatggtgg
  3769501 atgtttgtaa tggtagatac ttgtaatggt ggatacttct catcatggcc attcgagatt
  3769561 atgactattt ttaatagtga ctttccgcaa tagtaactgc ttgtaataac aattggttgc
  3769621 aggcatcggg ggggattatc ctccccgatg tgaacttaat gttatatatc cctactttct
  3769681 ttattttttc tacgggttgt cacaggtttt tcccccgctt cacaaaaaag tgatctacta
  3769741 tcgaaagcga tgcccggcct tggcttcggg cgggtatgat cacaaaatta tgtcgtgtgg
  3769801 agtcttaagg aaagcatgga aatctttttt acaatcctca ttttgatttt agtggtatcg
  3769861 ctttctggcg ttgtcactcg aatgttaccg tttcaagtcc ctcttcctct gatgcaaatt
  3769921 gtctgcggtg ctttgctggc ttggcccaat tttgggttgc atgtcaattt tgacccagag
  3769981 ctattcctgg tgctgttcat tccgccgctg ctatttgccg atggttggaa aacaccgaca
  3770041 cgggaattta ttcatcatgg gcgagaaata ttgggtctgg cactggcatt agttttggtg
  3770101 accatcgtgg gtatcggtta tctgatttac tggatggtac cgggtattcc gctggtggcg
  3770161 gcctttgcgt tggcggcggt gttatcgccg accgatgccg tagcgctatc cggtatcgtg
  3770221 ggtaaagggc ggatcccgaa atccattatg ggcgtactgg aaggagaggc gttgatgaac
  3770281 gatgcctccg gtctggtggc gctgaaattt gccattgcag tggcgatggg gacgatgatc
  3770341 tttaccgttt ccggtgccac gctggagttc ttaaaagtcg cgatcggtgg tctgctggcg
  3770401 ggtgtggcga taacctggtt gtacagtaaa tcgctgcgta ttatgagccg ctggagcggc
  3770461 gatgatccag cgacacaaat tgtcttgttg ctgttgttac cgttcgcctc ctatttggtt
  3770521 gcagagcacc ttggcgtctc cggcatcttg gcggcggtgg cggcggggat gaccatcagc
  3770581 cagtcgggta ttattcgtaa cgccccgttg gcgatgcggc tgcgtgctga cagtgtgtgg
  3770641 tcgatgttgg agtttgtgtt taacggcatg gtatttatcc tgttgggtct gcaattaccg
  3770701 gggatcctcg aaacctccat cacacaagca gaactggacc cgaccattca aacctggaac
  3770761 ctgttcgctg atgttgccat tatttatggc gcgttgttgt tgctgcgttt cggttggttg
  3770821 tggtcgatga agaaaatcag taagcgggtg ctgaccaagc ggccactgca atttagcgat
  3770881 tacaccaccc gtgagctgtg ggttgcttca ttcgccgggg tgcgtggggc gataaccctt
  3770941 gccggtgtgc tgtcgattcc cttattcctt agcgatggct cagccttccc atcccgctac
  3771001 caattggtct ttatcgccac tggcgtgatc ttgttgtcgg tgattattgg ggtgatcgcc
  3771061 ttgccgccgt tattacgcgg ggtggtggtt gcggataaga gtgccagccg tgaagaaatt
  3771121 cgtctggctc gggcggcgat ggcagaagtc gcgattgtta gcctgaataa gatggaagag
  3771181 cggctaatga ccagtagtga ggagaatatt gactcagagt tactgaagga ggttagctcg
  3771241 cgggtcattg gtacattgcg gcggcgcacg ggcagtaaag atgaagttga gaatacgctg
  3771301 ctgattgaaa atctggaacg gcgttttcgc ttaaccgccc tgcgggccga acgtggtgag
  3771361 ttatatcacc tgcgcgccac gcagaaaatc agcaatgaaa ccctgcaaaa gctgctgcat
  3771421 gatttggatt tgctggaagc gttgctgatc gaaaaagaag gttaatatct tacggacggg
  3771481 gctaatttgg ccccgtttac cgattacatg agacttaaaa cgtaatcgac tcatcggggt
  3771541 ttgtcagccg tctgacagta ctgtgcttat cagagggtaa caaaggcggg cttattagag
  3771601 gggggtgatt atggcctaac agacataacc ctgaaaagag aaaatgctga gttatgtccg
  3771661 taagcgtgcc tgtttgggct gtttagatac aaacctgacc gtcatcataa ataacactga
  3771721 gtgctaccat tttgtcccct aagaaataaa acatcagccg tgttgggctg ttctgaattg
  3771781 gggccacacc aattgtcgtg gtgaaataaa attgtcgggt gaatgtgtct gcttcttcat
  3771841 cattgggtac ttctctggct tcatttttct ttgcccaagc ctcaaatcca gcgatgtagt
  3771901 aaggcaggcg cagagcgaaa atatcgtttg catcgtcaaa gtaaggtgat gattgcccca
  3771961 gatctgttcg caaatcggtg ctggtacggg aaacggtaaa actgtcattt tgagataatg
  3772021 ctttaattaa ttgatgtgca gaggttttct gagtgatagt aagatcaccc agcactaaac
  3772081 tcaggttgtc aggaatgcca ataaagtgac tgactccaac actgttatca ttctggctga
  3772141 cattaaaagc ggctccgggg tattggtaat atttccagtc tgggtgccca acacaatctc
  3772201 cgtctactaa gaaataattg tcaccaatat tgatgggttc accaaaggcg gtgactaacg
  3772261 catttcgcgt taatggccgc tttttgctca gattaagagt cagggcgtta gcgagtggct
  3772321 gcggtgttgg gataggaaca agaagattgt ctttttctgg atgcgcacgt aatacccact
  3772381 gttgaggttg tgggtcatca tccgtcatac gtggcatgat ctccccgtaa atgaccccgt
  3772441 cctcaatgtt ggttaatagc gtctgattat ccgtggtaaa ggtgcctgtc gggatttgcc
  3772501 ctacctgttt ccagccttgg tcatcctgaa gataaatggc gtaatagctg taccagtcgt
  3772561 tagagggtat ttcttggtca agaccattga ggccttccca ggtaaagggg actaacgcgt
  3772621 cgattttgcc atcttgattg atatcaccaa ataagatcgc caaaccgtct tttgtttgtt
  3772681 caaaaggcag gtacagattg gattcatttg cgcctttttc cttttttaac atcgcgattt
  3772741 tatcaatcgc aaaagtggct gataacgaat cgatcagggc tggtttggta tccttaggct
  3772801 caaccgagag ggtatttgcc gttacactgg cgggtatcag taatgctaag aggagtatta
  3772861 acgatttcat tatgcttggt ccttcaaaaa acggtatcaa tgcaacattt gagcgattaa
  3772921 accacagaat gaaatgggct gtgattccta cgaccccaac ggcacgcttc cccttcattt
  3772981 gactttgtca gccgtctgat ttttcacata aataagtgaa attaatacag cgaaggttcg
  3773041 ccaatgggtc gggttttaaa gcggcggtgt aaccaaagat attgttccgg cgcgcgcatg
  3773101 atctctttct caatcacttt attcatatag ctggcagcgg ctatctcatc gtcaatcggg
  3773161 tagtcttcca gcgcgggttg gatcagcagg tcatagccac ggccctcttt tttgcgcaat
  3773221 aaaaccaagg gcagcagtgc gggttttgct aaacgggcga gcataaaggt gccgctggtg
  3773281 gttgccgcat gttctacggc gaacagtggt gcaaaaacgc tgccgcgcgg gccataatct
  3773341 tgatctggtg caaaccatac cgcttcaccc tgcttcaagg ctcgcaccat accgcgcagg
  3773401 tctctccgat ccaacatcgc tttgttggag cgcatacggc cccaggtctg cactaattcc
  3773461 atcactttat tgttgtgtgg gcgatacatc gccatcattg gctgacattg ccccatgacc
  3773521 cggccaccca gctctaatga cataaaatgg acgccaatga ccagtacgcc ccgtttacct
  3773581 tgttgtgcgc gtttcaggtt ctccagaccg gagacggaaa accagcgctg tatccgggta
  3773641 tcggaccaaa accacgccat cccggtttcc agcaatccca tgcccaatga ttcgaaatta
  3773701 ccgatgatag tctgctcaag gacttgttta tccatgtcag gaaaacagag ttcaagatta
  3773761 cgtcgggcaa tggaaacccg ccgtttgagg aaccgcatgg aggttcgccc caaccaaaca
  3773821 cctaacttat tgagtagtgg gtaagggagt tgaactaaca aaaacagtac gccaaggcca
  3773881 aaccaggtta gccaatagcg tgggtgtagc agggaaatat ggaatttctg cggctttatc
  3773941 atatgaactc tatcgttatg cgttaagtgc gagtgtgtaa cgcataagga cataactcga
  3774001 tagcgataca tatcttctga caccagtggt caatcatcgt tttcgtgagg acgaaaattg
  3774061 acgcaatttt tacagtaaaa gcggggattc gcgtagtgat tggcacaaaa ggcaggtgac
  3774121 ttgtcagcga gggcggcttt gcgctgatta taccatatcc atgatgaatg aaaggaaaag
  3774181 atcaacgtag tctgcctagc ccgcggtctc ttgacgcaaa cccgcgttat ttatctgcat
  3774241 atggccctga cactcatttg tctgaaaacg atgatgctgt ggaagcaatt gtgtgaaagt
  3774301 ttcatctaaa aaaggtgaac agaggtggat cgccattcga aaatgagagg tatatctcaa
  3774361 tttcgcctca tgattatatc gatgacactc ttttgggtgc gattaacgtg ctacatggca
  3774421 agcataaaat tatgtttgta tctattttgt ttttaaatgg ttaattttct ggttgtttat
  3774481 cctatttatt tgatcgtatt tattcttaaa tcaattttat taaccaattt ttaaccaaat
  3774541 aaatcattta aattaacttt aatgggcttg catcacattt cactctggtc cgccgagcag
  3774601 cctcttgtgt ttttttgtta acctttggtc tgtgaatgat agtgacgtga aaataaaaca
  3774661 atcactttgc aacataataa gatttcttac cttgcaaccg ttccgttacc tgaaagaaaa
  3774721 caagaaggta ttgctatgaa atttaatctc gcattactga atgtatgtat cgtttctgca
  3774781 tgcatgctgt tcaccacaca aaccctggca gcagagaaaa aacatgagat tgccgttgta
  3774841 gcgaaagtga ccggtatccc ctggtttacc cgcatggaag tcggggtaaa tgaagccgcg
  3774901 aagaagctga atgtcaatgc ctatcaagtc gggccagcga caccggaccc tgcgcaacaa
  3774961 gttaaagtga ttgaagatct tattgcgaaa aatgtcgatg ccattattgt ggtgccgaac
  3775021 gatgccaaag tgttggagcc cgtgctgaag aaagcacagg aaaaaggcat tgtggtgctg
  3775081 acgcatgaat ccccagatca acgtatcggg cagtgggacg tcgaaactat cgatagcgaa
  3775141 aaatatgctc aagccaatat ggatgagctg gcaaaagcca tgggtaataa aggtggctat
  3775201 gccatttatg tgggttccct gacggtgccg ttacataacg cttgggctga ttacgctatc
  3775261 aaatatcaga aagaaaaata cccagaaatg tttgaagtca cgccacgttt accggtggca
  3775321 gagaatattg ataagtctta ctccaccacg ctggatctga tgaaaacata tccgcaaatg
  3775381 aaagggatta ttggtttcgg ttcactgggg ccaattggtg caggtcaggc ggttgccaag
  3775441 aaacgggcta aggaccaaat tgcggtagtg ggtattgcga tgccagcaca ggccgcgccg
  3775501 tatctgatgc gtggcgatat caaaaaagcc ttgctgtggg atccaaagga tgccggtttt
  3775561 gcggtagtag aaattgccaa tcaattgttg aatggccaga aagtgacaga agatttgacc
  3775621 atcgatggct tgggtaaagc cgatgtggac agtaagaacg gggtgatccg ttttaacaag
  3775681 atcctcgagg tcaccaaaga taatgccaaa acgttaggct tctgattttc aggtgccaca
  3775741 ccagggaatt ggccgcagat tcatcgtggc cagcagtaag agattcgtta tcagtacagt
  3775801 aagctgtcag taatgcagta agttacccgt aaacaggcag tgggaaaata accccactgt
  3775861 cttctccact atcaccttat ggctgtagaa cataacgtca aatttatgac gttagggaag
  3775921 gtattgtcat gactcaggcc accgcattta tcactcttga aaatatcagc aagcgattcc
  3775981 ctggcgtatt agcgctggat ggggtgaatc tcacgttgaa caaaggagaa gtgcactgtc
  3776041 tggcaggcca aaatggctgc ggcaaaagca ccattatcaa agtgatttca ggagtttatc
  3776101 agccagagaa aggcgcaagt atcctgatag acggcaagct gcttcatcag cttacgccgc
  3776161 aactctcatt ctattatggc gtgcaggtga tttatcaaga tctgtcgcta ttcccgaatt
  3776221 taaccgtagc agaaaatatt gccgtccacc gttatctgcc cggcggagat ttttgggtaa
  3776281 aacgtaaaag tatgcgtgaa cgggcgctgg cggcgatgca gcgcgtcggg gtgacgctgg
  3776341 atctggataa aaaagttgaa cagctctcta ttgctgaccg ccaattagtg gcaatttgcc
  3776401 gtgctatcgc cgccgatgcc cgcttggtga ttatggatga gccaacagcc tcactcacca
  3776461 gccaggaagt caaaggcttg ttgaatgtgg tccgtgacct gaaatcacaa ggcatttgtg
  3776521 tggtgtttgt cagccaccgt ctggatgaag tgatggaagt ggccgatcgg atcagcgtga
  3776581 tgcgcgatgg caaatgggtc gggacctggc aagccagcga gttagacagc catgaactgg
  3776641 cgtttctaat gacgggccag cgcttcactt accgtccgtt accgccgttg gcggccaaag
  3776701 cggcaccgct gctggagatc aggaaactga gccgtggtga gcagttccgt aatatcgatc
  3776761 tgacgttaca tcagggtgaa attgtttcta tcaccggttt gctgggggca gggagaacgg
  3776821 agttatgcct cagtctgttc ggtatgacgc aacccgaaag cggcgaaata ttcgtggccg
  3776881 gtgagccggt gcgttttcgt cataaccgtg atgcgatccg ccatggcatc ggttatgtct
  3776941 ctgaggatcg cctgactcag gggttgatca tggagcagtc gatctatgac aacactatcg
  3777001 tgtcagtttt tgaccaatta cacacccgca gtggcttgct ggatcacagc aaggccgccg
  3777061 cactggtaaa taagctggtg caggacctga atatcaaagt ctcggacacc gcgctgccgg
  3777121 tgaaaacctt gtctggcggt aatgctcagc gcattgctat tgccaaatgg gtcgcgacac
  3777181 aaccgcgtat tttgatcctt gattcgccta ccgtcggtgt cgatatcgcc aacaaagaag
  3777241 ggatttacca tattgccaag gcattggcag agcaagggat ggcggtattg atgatttgcg
  3777301 atgagatccc agaggcgtat tacaacagcc accgggtgct ggtgatgcgt aaaggcgaat
  3777361 tgatcgccga gttttatcct catcagtgta ccgaacaaca gatcgccgag gtggtcaatg
  3777421 gataagctaa aactgcgcca actcacgggg caccatgagt tttatctcgg gttgctggtg
  3777481 ttgctgttgg ctatcgggtt gagtgtgcaa agccctgagt tcctgacatt ggggaattta
  3777541 accgatgtgg cgaccagtta tgccattttg gggattttag cctgcggtct atttgtggtg
  3777601 ctgattgctg gtggcattga tatctctttc ccggcggtca cggctatcgc gcagtatgtg
  3777661 atggcatcgt gggtgattac acagggtggc agcttcccgc tggcattggt catggcaatg
  3777721 gcggttggcc tgctactggg gctgatcaac ggattactgg tttattggct gaaagtcccg
  3777781 gcgatcatta tcaccatcgc cacgctgaat ctgttttatg ggctgctggt ttactttacc
  3777841 aacgggactt ggttgtacgg cttcccagac tggtttatga ccggtattaa ctggttctca
  3777901 tttgaaggca gtgacggtta cgactacggc ctgacactgc cgctgttatg tctggcgggc
  3777961 accatcatct tcaccggtgt catgatgaat tacacccggt tagggcggca gatttttgcc
  3778021 atgggcagca ataaagatgc cgcctctcgt cttggcatta acatctttcg gttgcacctg
  3778081 tatgtctacg gctacatggg catattggca ggcgtggcag cggtagtaca ggctcagatt
  3778141 tcccaatcag tcgcacctaa ctctttgatg ggatttgagt taacggtatt ggctgcggtg
  3778201 gtccttggtg gcaccagtat gagcggtgga cgcggatcac tgaccggaac ggtgctgggt
  3778261 gtcatgttat tggcttttct gcaaaacggc ttaacgctgc tgagtgtctc ttcttattgg
  3778321 cataccgttt tcagtggcgt gattattttg gtgagtatca gtaccaccgc gtggaatgaa
  3778381 aaacgcaagt tgttgaggga gcactgagat gacctggtta aaccgaacta tccccgatga
  3778441 ccgtattatc cgcctgcaat tactgattct gattgcggtg atgttggtct tctcactgac
  3778501 tctggggcaa cgctttttca gcttaggcaa tttccagtcg atgtcctcgc aattgccgat
  3778561 tttaggcatg ttagcgttgg gcatggggct gaccatgctc accgggggga ttaacttatc
  3778621 tatcattgcc ggtgctaatg cgtgctcgct agtgatggcg gcgatcattg tcagccatcc
  3778681 gggtcaaccc gcgtttctgc tgctggcgtt agtggctggg ttactggtcg ccgtggcgat
  3778741 tggtaccttg aacggggtgt tgatctcagt cattggcgtg tcgccgattc tggcaacgtt
  3778801 gggcaccatg acactgatta ctggcctgaa tattttgctc tccaatggtg atgtgatttc
  3778861 cggttttccg ccggtcattc agtacattgg cagcggcgat attgtcggta ttccagtggc
  3778921 gatgatctta ttcctactgg tcgctgcggg tctgtgggtc ttactggagc acaccacgct
  3778981 ggggcgcagt atctatctgg tcggttccaa tgaacaggca acccgcttta gtggcgtaaa
  3779041 tacccatcgg gtacaaattg cggtctatat cttatcggct ttactggggt ggggggcggc
  3779101 cattttgatg atggcaaaat tcaactctgc caaagccggt tatggcgaat cctatctgtt
  3779161 ggtcaccatt ttggcctcgg tactgggcgg gattaatcca gatggtggct ttgggcgaat
  3779221 tatcggtctg atcctggcgc tggtggtact gcaattactg gaaagtggcc tgaatttgct
  3779281 gggggtgagt agctacctga ccatggcgtt atggggtggg gtactgatcc tctttatcgc
  3779341 attacagaat cgtaaagcct aagaattgag ggacaaaaca atggcaagtt actttatcgg
  3779401 cgtagacgta gggaccggca gtgcaagagc tggggtattc gatttgcagg gccgtatggt
  3779461 tgggcaggcc agccgtgaaa tcaccatgtt taaacccaag gctgattttg ttgagcagtc
  3779521 ttccgagaat atttggcaag cggtgtgtaa tgcggtgcgt gatgcggtta atcaggccga
  3779581 tatcaacccg attcaggtca aagggctggg ttttgatgcg acttgctcgc tggtggtgtt
  3779641 ggataaagaa gggaatccac tgacggttag cccttcaggg cgcaatgagc aaaatgtgat
  3779701 tgtttggatg gaccaccggg cgatcactca ggcggagcgg attaatgcca ccaagcaccc
  3779761 ggtcctggag tttgtcggtg gtgtgatttc gccagaaatg cagacaccaa agttgttgtg
  3779821 gttaaagcaa catatgccga acacgtggag taatgtcggc catctgtttg atctaccaga
  3779881 ttttcttacc tggcgtgcca cgaaagatga aacccgttcg ctctgttcca ccgtctgcaa
  3779941 atggacctat ctgggccatg aagatcgctg ggatccgtcc tacttcaaat tggtggggct
  3780001 ggccgattta ctggataaca acgcggcgaa gatcggtgcg acggttaaac ccatgggggc
  3780061 accgttaggg catggtttaa gtcagcgggc agcatcagaa atggggttga tccccggtac
  3780121 ggcggtcagt gtgtcgatta ttgatgctca cgctgggacg attggcattc tcggtgccag
  3780181 tggtgtgacg ggggaaaatg ctaactttga tcggcggatt gcgctgattg gtggcacctc
  3780241 taccgcccat atggcgatgt cgcgctcagc acactttatc agtggtattt gggggccata
  3780301 ttattcggcc attttaccgg aatattggtt gaacgagggc gggcagtcgg caacgggggc
  3780361 tttgattgac catattattc aatcacatcc ttgctatccg gcactgctgg aacaggctaa
  3780421 aaataagggc gaaaccatct atgaggcgct gaattatatt ttgcgtcaga tggcgggtga
  3780481 acctgaaaat atcgcgttcc tgacgaatga tattcatatg ttgccgtact tccacggtaa
  3780541 ccgctctccc cgtgccaacc caaatctgac gggcattatt actggcctga aactctctac
  3780601 cacgccagaa gatatggcgc tgcgttattt ggcaaccatt caggcgctgg cgttgggcac
  3780661 acggcatatt atcgaaacca tgaatcagaa tggctataac atcgacacta tgatggccag
  3780721 cggcggaggc accaagaacc ccatatttgt acaggagcat gcgaatgcga cgggctgcgc
  3780781 catgctgttg ccagaagaga gtgaggcgat gctgttgggg agtgccatga tgggtaccgt
  3780841 cgctgctggg gtgtttgagt cattgccgga agccatggcg gccatgagcc gcatcggtaa
  3780901 gaccgtgacc ccacaaacca ataaaatcaa agcctattac gatcgtaagt accgggtatt
  3780961 ccatcagatg tatcacgacc atatgcgcta tcaggcactg atgcaggagg gcgcatgagc
  3781021 cagaataagg agtggctggc agccagtgat gcctggatga tctacagccg cgaactggcg
  3781081 gcattaaaag agaatgtcga tcaacaggtg tggttgcagg tactggatgc cttggctgaa
  3781141 tgccgtggaa aaattgcggt gacgggggtg gggacatcgg gtattgcggc ccgtaaagtg
  3781201 gcgcatatgc tagcttgtgt tgagcaaccg gcgatttacc tgaatgcaac tgatgcggca
  3781261 cacggtgatc tggggtttct cggcgcgcag gacatcatta ttttgatttc ccgtggcggt
  3781321 aattctgatg agttaacccg tttgctgccc accttgcaac gtaagcaggt gaagattatc
  3781381 agcgtgacgg aaaatgaaca gtctgcgatt gcgcaggtct ccgcgttggt gctgaagaca
  3781441 catgtaaagc aggagatcga tccgctgaat atgttagcga caacatcgat tgttttagta
  3781501 ctggcgctgt ttgatgctat ctgtgcctgt ctaatggcgc gtactggttt tagtaaagag
  3781561 actttattgg cggttcatcc cggtggagat gtcgggatgg tgttacgtaa gcagcaataa
  3781621 tcaatactca tgatagcccg cgtgaaagag aaacaccgca acggtatggc cgcgcggtgt
  3781681 ttttttatgt cagtactctt cggctatcat caacgttcaa gactgcgtca tcgggttttt
  3781741 tcagcactct gagcctgcac taaggccggt tctttttatc aggtcagatc ttttattagg
  3781801 ccagtaaact tactttatga gtcggtcaaa atctgctgca tcatggcgct caggtaattg
  3781861 ctcttctggc gccccccaag tacggttaac gatgcgacca cgttgcaccg cagggcgttt
  3781921 cgcgatggtc tctgtccaac gaatcaggtg aggataggat ttcacatcca ggaattcacc
  3781981 cgcttcatat tgcaagccaa gcaccaagct gccgtaccac ggccagatag cgatatccgc
  3782041 aatagtgtac tcatcacccg cgatatactc atgtgttttg agctgagtgt tgagtaaatc
  3782101 gagctggcgc ttggcttcca tggtgaaacg gtcgatagcg tattcaatct tcactggcgc
  3782161 gtagtgataa aaatgcccaa aaccgccccc taaataaggg gctgcacctt gtagccagaa
  3782221 cagccaattg agcgcttcag ttcttgctgc atgagatttc ggtaagaaat gaccgaattt
  3782281 atcggccaaa taaagcagaa tggcaccaga ctcaaaaacc cttactggtg gggtagatga
  3782341 atagtccatc agggccggaa tctttgaatt gggattgatg ctaacaaagc cacttgagaa
  3782401 ctgctcgcct tcactgatac gaatcaaatg ggcatcatat tctgcgcctt tctcccccaa
  3782461 cgccagcaac tcttccagca gaatagtcac cttttggcca ttcggtgtac ccatggaata
  3782521 gagctgcaac gggtgtttac ctacgggcag gtcagcttca tatcgggcac ccgctgtcgg
  3782581 acgattgatt ttagaccaca caccgccgct ggcattgttt tccgtccaga ttttcggcgg
  3782641 ttggtattcg ttatctttca tcatggatta ccttatttga gaatgaatag actcgtcata
  3782701 cttcaagctg cgttcaaatc ggttcctgac gattggtctc tcgggtgccg ccttcctgca
  3782761 actcaagtta ttttggctat atgagctaaa taatattcat agtggttatg catcaatcat
  3782821 aaagaataac agggataata tttctgtcac tccggttcct tatagtgaag ttgcttttta
  3782881 cctttgggca atagacataa ttagggaact taacatgcac atgagcaaat tccggttggt
  3782941 gctgctggcc agtagcatcg cattcagtac ttcgtcgtgg gcacaagccg ttgaggtacc
  3783001 cgcagttctg gccggacatg cggttctgcc ggtgaaatcg acggttgcaa caccttctga
  3783061 tgctccaact gatttacaac aaagcggaaa atataccagc ggccaacgcg ttagcgcatt
  3783121 gggttctgtg gccgctaaat ctgccgaccg tctgacgggc attggattac cgattagcgg
  3783181 ccaaccgcta caagggcact cgggaataaa gcatatgcca gatgggactt attgggtgct
  3783241 aaccgataat ggatttggca gcaaagctaa ctcacctgat gccatgcttt atctcaatca
  3783301 ctataatatt gatttcaaaa atggcaatgt gaccccactg caaaccgtgt ttctgcacga
  3783361 tccagataaa aaagtgccgt ttcatatcat taatgaaagt actgaaaaac gttatctgac
  3783421 cggcagtgat tttgatcccg aaagcttcca gtttgccgat gatgcccttt ggattggtga
  3783481 tgaattcggg ccttatttga ttaaagccga tttgaacgga aaagtgctgg cggtatttga
  3783541 gactcaggtt gatggcaacg tcgtgaaatc acccgataat ccgacgctta cactgccggg
  3783601 tgctcctgat ggtaaacaga attttcaggt agcgcgctca aaaggatttg aagggatggc
  3783661 ggtttcgccc gatggcagca agttgtaccc catgttagaa ggggcgctgt gggatggtga
  3783721 aaaatttgag aatatcgatg gcaaacgcta cctgagagtg ttggagtttg atgttaaaaa
  3783781 tcaggcatgg acagggcgca gttggcaata tgtgttggaa gataaccaga atgccattgg
  3783841 cgattttaat ctgattgatg caaaccatgg attagtcatt gaacgcgaca acggcgaggg
  3783901 cacggcagat aaagcctgtg cggcaggggc gccaacggat aagtgcttta gccagatagc
  3783961 taagtttaaa cgtgtctaca aaatagcttt ctctgatgac aatgtcggca aaccagtaga
  3784021 aaaagtgtca tatattgatt tgctcaatat taaagacccg cagaacttgg cacgtaaacc
  3784081 tttaaacaac ggcgtactga cattcccgtt ctttaccatt gagaatgttg atgtagtgga
  3784141 tgccagtcat atcattgtcg gtaacgataa taacttccca ttctcctcca gccgccagcc
  3784201 taatgaggcg gacgataatg aatttatctt actggatgtg aaagcgttat tgagtcagta
  3784261 actggctcca tctttcctga caagcccggg tatgaactgt ccaactttat ggggccagtc
  3784321 catgcgcggg ttttttacgc tttaagacaa tattatgttt catagcgtta tgcttcatag
  3784381 agcactcttg atgcttcctc gacttgccgc tcaagaatgt taagtgtctt ggataagaca
  3784441 ttttcttgtt ctttgaacca tttatctttg tcaggcaaag aggtggcaag ccgccatgac
  3784501 tcttctcctt tcagcgcgtc gatctcgtgt aatatcgcgt caatttgtgt ccgcacatcg
  3784561 ctgatttttc tgcgtaaccg ttcaagatca tcgataagat cgctggccat cagtggctca
  3784621 agcccttgct ttaaactctc cagcaacgcg tgaatagcgg ggaagtcacc tcgttggcgg
  3784681 gcttgattga gttgaaccat caattgatgg gctttttctt taaacgcatc agccacgaga
  3784741 tcgggatggc aaagccggct ggcttgccgc cacaaccgtt tgagatcctg gcgttgctca
  3784801 gaggagagtt tcctatcatt atcaagtcgt tgttctgcat cggtctgctg ttcttgataa
  3784861 cgttcgtatt tctcttttgc ttcttcacgg gctttgcgtg ttgactcggt attccgtgtg
  3784921 caaaagctat tttccaattc tttaatttca gccagtaatg cggtaatcaa ttctgtctgt
  3784981 tgctgaattc ggtttcgtat ctcaatagtg tcattagaaa tagaagggag agccaaccac
  3785041 cgctgtttta acgagataag ttcgtctatc gcttgagaaa tatattgttg gcaattgcga
  3785101 tagtcgcgtt ctctgcgccg ggcttctgct tcggctttac gtaaagtgct ttctgccagt
  3785161 tgcctacgca ggttaaggat ttgcttcatc aacgggccaa ggcgcaccag atagagatcg
  3785221 ttaaagtcat ccagtagctg aatacgctca ttacgtttat caattaattc gcttaactgt
  3785281 tcctccaggg ctttcagttc aagcttgcaa gcggccagtt caatatcctg ccactgtatg
  3785341 accccttgct tgcttcccag ccaggttgca atcgcatcca aagcttgggt gaattttccc
  3785401 tgttcaatcg ccatgacgat aaaaaccagc acagggtcct gagtctcact tttaagatag
  3785461 gggagttggt ggcgaataat gtcgtcatct tcaagctcaa taccgctttt gatgatctcc
  3785521 agccgtttaa tgcgtttttt cataaatata ggatttgctg ataacgtagg cagaataccg
  3785581 acatactaaa caacggtttc acattgttcc agatgaatga agggggatcc cgcaaggatg
  3785641 gtgagatagt tgagccatat aacggtttct tgtccggtaa cgtgattctt ctgagccgcg
  3785701 atgatgtctg ccggtgactc aggagctcgt ggtagtgcgg tgttttttat atcagtaccg
  3785761 gtgtcatagg cacaaaaaaa cctgcacgga ggcaggttct ttttgtgccc agaaaacccc
  3785821 cagctaggct gggggttcag taaagctttc agctttgggt cagttataaa aacccctttt
  3785881 gatttgttaa aacagtttgc ggtctggcaa ctgcaaatgt tcaacaagaa atcaaaaggg
  3785941 ggtcccaatg agggatgaaa agagcttagc gcacacccga tggaactgta aatatcatat
  3786001 agtttttgcg ccgaagtacc gaaggcaggt gttctacagg gaaaaacgca gagcgattgg
  3786061 cagtatttta agaaaactgt gcgaatggaa aaacgtgaat atcctggaag cagaatactg
  3786121 tgtggatcac atccatatgc ttctggagat cccgcccaag atgagtgtct cgggatttat
  3786181 ggggtacctg aagggaaaga gcagtctgat gctttatgag cagtttggcg atttgaagtt
  3786241 caaataccgt aacagggagt tttggtgtcg agggtattac gttgatacgg tagggaaaaa
  3786301 cacggccagg atacaagaat acataaagca ccaattggaa gaggataaaa tgggtgagca
  3786361 actctcgatc ccgtatcccg gtagcccgtt tacgggccgt aagtaatcca tagatgcaaa
  3786421 tgtcagatcg cgatgcgcct gttagggcgc ggctggtaac agagccttat aggcgcatat
  3786481 gaaaaacctc cggctatgcc ggaggatatt tattattcgg tatgagttta ttgctttggg
  3786541 ctatcgcctt catcgcgatt gaaagtcaca ccgagatatt attgacggtt acagcgcaat
  3786601 aacgtttacc gctgcagggc ctttagcgcc gttctcgata gagaactcca cattttggcc
  3786661 ttcatccagg gttttgaaat cattgctctg gatagcagag aagtgaacga acacatcttt
  3786721 gctgccatca gccggagtga tgaaaccaaa acctttacca gcgtcaaacc attttactaa
  3786781 accagtcatt ttattagaca tagagatact tccttcaata atttttaatt gccgccacag
  3786841 gcgactagat aggcttgggt agaacttatg gggcacttag aaggaatttc acggagaaga
  3786901 ggtatctgtc tgataacgct aatacgggga aatgctttac taaaactgcg gacataaatg
  3786961 ttacggtcaa ccgggtataa ctttttacgt gggggctggc aacactgctc ggggtaaccc
  3787021 gtcatcgctg tcggttgcca actcctcgaa tcacactgaa ttacagggcg attacgttta
  3787081 ctgctgaggg gcctttagcg ccgttctcga tagagaactc cacattttgg ccttcatcca
  3787141 gggttttaaa atcattgctc tggatagcag agaagtgaac gaacacatct ttgctgccat
  3787201 cggccggagt gatgaaacca aaacctttac cagcgtcaaa ccattttact aaaccagtca
  3787261 ttttattaga catagagata tttccttcaa ttattttgcc acaatagtgt agcgaacgtg
  3787321 gtctgtcttt cagaggatgt cttacttggg cacttaggag gagactcacg gagaagggat
  3787381 atctatgata acgcttgaac tgaggactgc tttactaaaa ctgctttcat aaggtctgtg
  3787441 ttccaaaccg atgaagctat ttaaccacaa tacattccct gtggcaaccc catgtttgac
  3787501 taacatagat aacatgaatg gttttttcat ctgattttat gggttatgta ttacatttaa
  3787561 tgtggataaa caacctttta cgccaattaa atgcctgtgg aaatttgtgc aatatttttg
  3787621 gcgggggccg ggcgtaccat cactttgtca ctcatatcag cccaaaaccg actcacatga
  3787681 ttggtgggct acgcgcaatt agcctccggc tttaacgact acggcatttg ataaccagtc
  3787741 cgtaggcatg ggctatcagc ctacagactg aaaactgggg ttaacgtgcc ccccggttgc
  3787801 tacgtttagc gaggagaaac cgtgacggta ccgctacgat cactggcgat tatcacgcgt
  3787861 tggccagcac tgaaacgggt aggcccctga gcctgtacaa caacaatatt gctgccatca
  3787921 tcacggcgaa tttccagttg aaccccttca ctgcggttca tcgcactctg gataccctgg
  3787981 cctgctacgc caccagcaac ggcaccacct gcagttgcca agctattacc acggccaccg
  3788041 ccaatagtat tccctaagaa tccacccact acggcaccgc caatggcacc ggcaacatta
  3788101 ttattattgc cgccctgaat ggtgaccggg cgggcagaca ctatcgagcc gtaagtgacg
  3788161 gtctgtactt gtcgtgcctg agaggcagta aaagtatcac cagacgcagt gttattggca
  3788221 catccgctta atacggtggc ggcaagtgca acggcaatgg ccagcttatt cataatcaac
  3788281 ccctttcctc agtgcaagtc agaattcatt cagcttatat atctgtcata tttcaagttg
  3788341 cctgtgcgtt gtccgccttc ctgcaactcg aattatttag actatagata gctgttaata
  3788401 atgactatag cgtgattgca gttaatctga agagataaat atcatgttga tacttaattc
  3788461 attgagacca caaagatcgg aggtagccca ttggctcact taatgtgggg ctgacacacg
  3788521 aaaacggaag aaactccctg aggtcccctc gcttattccc cccctcaaat ttggctgaat
  3788581 atgtgggtta tatcactttt tatattattg actgattata ttacggtagg ttatttttta
  3788641 atcaaaccta tggctatagg tggacgtgaa gacgtggctg taaaccgtta tcggtgaagt
  3788701 attgcccgca ttggcaggca taggccgttt gacatggaga accgcgatat gtctgcatcc
  3788761 catgagaatt accggatttt tgctatcaag tacgctcatc accaccggct aacccgcgat
  3788821 aactttctgg ggggagatcc acacgacggg ccgatgccga ttgactattt tgtctgggcc
  3788881 atcgtaggga ccacgcgcac gattatggtt gataccggat ttgatgctgc catggcccat
  3788941 cagcgtggcc ggaccatcac gcattgcatt gaagacggtc tgagccaact tggcattgat
  3789001 gcgggaaaga ttgaagacgt cattatttcg catatgcact atgaccatgc gggtaatcac
  3789061 ggattgtttc ccaacgcgcg ttttcatctt caggatcgtg agatggcgtt ttgtactggc
  3789121 cgctgtatgg gccatcacgg cttaagtcag gcttttgatg tagaagatgt taaagcgatg
  3789181 gtagggaggc tgtttgctgg gcgtctacag tttcaccatg gggatgccga gattgctccc
  3789241 ggtatcagtg ttcaccgtgt cggtgggcac actgacggtt tacaaatcat acgagtacac
  3789301 accgcccgtg gctgggtggt gttggcatcg gatgccacgc atttctacgc taatattcag
  3789361 caacgccggc cttatccaat cctttataac gttggcgatg tcttggaagg ctacaacaca
  3789421 ctttatcgct gggccgattc attcgaccat attattcccg gacatgatcc gatggtgttg
  3789481 caacgttacc cagcgggcac gccggaaacg gccgcatgga tcgctcaggt tgatgttgcc
  3789541 cccctcactc agtggacgtg aaatgtattt cagccgaacg gattaaatgc gtgctctggc
  3789601 gaccaataac gattaagggg gtcagatgaa acaactacaa cgtattggtt ttattggttt
  3789661 ggggaagatg ggaaccccta tggtacagcg cctggtaaag gcgggttttg agctgtatct
  3789721 ctgtgatgca gatatcacca aggtgcaaat actgacggca gaactcaacg ctgaatcact
  3789781 cacggtcgat aatgcggcat ctttagatgc cttgatcacc atgttgccta actctgaggc
  3789841 cgttgaacag gtattgctgg gaagtgacgg gatatcggga tgggttgcac agctatctca
  3789901 agcggcagtg gtgatcgaca tgagttcctc cgatcccgaa cgctcacgtc gtctggcgat
  3789961 cttgctggct gtatgggaac tggattatct ggatgccccg gtctctggcg gggtaaaaaa
  3790021 agcccaaaac gggacattgt cgatcctgat tgggggcgag gaccgggtac ttaaatcttg
  3790081 ttataccgct ttggctgcga tgggggaaca gatcctgttt gttggccctg cggggagtgg
  3790141 tcatgcggcc aaggcattga ataattatgt ctcagcgacg gggctattgg cgacaatcga
  3790201 ggcactgcat gttgcccaac gttttgggat cgaaccagag gtgatgaccg aggtgctcaa
  3790261 tacctccact ggccggagta atacgtcaga aaacaaagtg cgccaattta tgctgaacgg
  3790321 ttcgtatgcc tctggtttta cgctgcaatt gatgaataaa gacctgcata tcgcacgtaa
  3790381 tttggcacaa cggcttaatt acccaatgag attgggcatg cactgtgtcg atgtttggga
  3790441 tgaagtttcg cggcgtgcaa caccgatggc agaccatacc gagatgtacc ggctgttgat
  3790501 cgacaaggag ccatagcgtc gtaaaggagg ccgccttacg tagcgaatac ctcaggttac
  3790561 gctcagggga agcgtcaggg gtaaaaaatt ttgtctaacc atcctgtcat acaatcagac
  3790621 gttatgtatc agacactctg ttgtggcgtg agtgtcgaat agggtgggtt atgaaatcgg
  3790681 aaggagggtg atgatggtag ctcaagatcg ttttgaacgg ggttttcaca accgaaaagt
  3790741 agtactgggc gcggaacatg ttgaaacatc atggggtaat tcggatgaat tcaaccgacc
  3790801 ggtgcaaaaa ctgatcactg aatattgctg gggagaggtc tggggggatc cggcactcac
  3790861 ttttaaaact cgcagtatgc tgaatattgg cattctcacg gcgatgggcc agcatcatga
  3790921 gctttcttta cacgttaaag gcgcgctgag aaatggtgtc acacgcgagg agatacgcgc
  3790981 ggtgttgcta caaaccgtgg tgtattgcgg tgcgccagtc gcgctggcgg cgtttcgtat
  3791041 tgccagtgcc gcaatcaaag cgtatgacga tgagattgct gacagttagc actcccttcg
  3791101 cgtctaatgc caactccacc ggttgtggcg atcaatttgt ggcgatcaat aacatgccct
  3791161 ctgcggtaga tttcaatctt atatctctat caaggatgca gaggaaagaa aaggatgtat
  3791221 aggaaagaag taggagcctg aaatggaaac cttaagtgct gactctgcta ttacagcggc
  3791281 agaaaatgac ccattgagag acgtgaaaag gaaaaatgcc attaaaggcg cgttcttttc
  3791341 cgagtttata gatatgttcg atatctatct gccggttatt gtgttgcccc ccgttttgtt
  3791401 ctatttccag ccacctaatt tatcgagcag caccgctaat atcttggctt cactggtctt
  3791461 tatcacaacc ctgttaggcc ggccaattgg cgctttactg tttgggatta tggctgatcg
  3791521 tattggtcgt cgtatggcat cgatttattc agtatcagga tttggtgtgg tgacattttt
  3791581 gattgcgctc attcctggct acgaaacact ggggatcgcc tcttatctgt tgttggtatt
  3791641 actgcgtttt atcgacggca tttttctcgg cgggggatat accggtgcga taccgcttgc
  3791701 gctcgaatat tctaaaaaag aacagcgggg atttgtcggg gggttgatcc tcagtggttt
  3791761 ccctgcagcc tatgtcgcga tcaatttggt ggcgatgctg atgttcgctc tgatcccact
  3791821 ggatgggctg tattcaccgt atgcgcagtg gggctggcgt atcccctttg tgattggtgg
  3791881 gttactggcc gggttcctcg ccctgtatta cgtgtttaat gtcacggaat ctgaggtgtg
  3791941 gcaacaaggc agcagcaaga aacgcgcacg tgaaaaacag cctttatcaa ccttagtcag
  3792001 tggacaaagt gggcgtaatt tatggcaggt attactgatg atgagcggtt tttggctgac
  3792061 gcaaaatctt atcacccttt ttctccccac cgggctgcta atcaataccc tgaatatgag
  3792121 ggggctacag gtgacatcga tcttgttagt gacctattgc gtgcttttct tcagctatat
  3792181 cggcatgggc atgttggggc aaaaaatcgg gcggcggcgt ttcttcatga ttgcaggccc
  3792241 cttgattgca actatggggt cagcgctgct ctacgtatta agtcatggcg atggcttatc
  3792301 atttagtacc gttatgctgt tggtctgtct attggcggta gtggtgacct ctccctgggg
  3792361 ggtgatcatc acgtatatta atgagcattt cgccactggc gtacgggcta ctgggtttgg
  3792421 tgttgggttt agcttatccg tcatcattcc ctctttttat gctttctata tggactggct
  3792481 cagtgtcgtg gtgccctttg aactgactgc ggtggtgtta ctggcgctgg gggggatgat
  3792541 aggtacggtg ggggccatta tggggccgga aactaaagag gtcgatttta cctcgtcagc
  3792601 gggctaacgg ggtgattatc accgggtctt ttcttgtttt gtattacaga ggcatggtac
  3792661 aaaaagcaac catattgtcg gacaggaata caattaatgc tagcgggaat gggtgtgatt
  3792721 aaacctgaga ccttgcgcta tcaggttgaa aatgtactgc ggcaagcgat catgtcaggg
  3792781 cgttttacac caggggagcg gctgattgaa cgagaactgt gtgaaacctt aggcgtcagc
  3792841 cggacatcaa ttcgtgaagc tttacgtagg cttgaagctg aaaaactggt ctccattgtg
  3792901 ccgcacaaag gcccgatagt ggcgattatc tccaggcaag aagctgctga gttattcgcc
  3792961 ctgcgcggtc tcttggaggg gttcgccgcc cgtgaatttg cccaacgggc aacggatgta
  3793021 gcgattgtgc atttcgcaca agctattcag gcgctgcgca tggcaggcat gacaaaggat
  3793081 cgggccaagg tactgaaggc gaaaacagat ctttatgacg tgttgctgga caattgtggc
  3793141 aatgggttgg tgaaagagac cttaaccagc ttacattcgc ggattaactt attgcgcgcg
  3793201 acttcgctaa tggatccgca gcgtttacct gtcagcatta atgagatcga cgatctgtat
  3793261 caggcgttaa aagcgcggga tcccgatgcg gcagaacggc atgtcgccaa tgcaaaagaa
  3793321 gttgctctgc ggatccttga ggagaccaac gcgacgtagg caataaagac ataggcaatc
  3793381 cttttgccga tacctaacgg gaaaatctat ccatagcggt cagcatgaat actgaaaaca
  3793441 aaaaacttag cacgttaatt ggcaagattc atacaattgc taaatcacgc cttgccgcag
  3793501 gttatgagga caggaacgga attaacgaac atcaagttac accctgccat catgcactta
  3793561 ccctgttagg cggtgatgat tttgcggaga gctatctgcc atttctacgt aatgtaaatg
  3793621 gttttgatct taatggtgtt cggctattcg gctattttga tgataaaggt gatgaacgag
  3793681 atttacgtaa gcagttggct gacctaaaag cgtttcctga attgttccct gatgcgttca
  3793741 acgattgggt tctgattggt gaaacagata cagatattct tatcttcaat aaaaaaaatg
  3793801 gatcatatga gaaccgtgac cgcattgggc tagataggct caatgaaagc tacgatgata
  3793861 tcgttggctt gttgatatca ctgatgccat taatagaata atttgcaatg ttaaactaga
  3793921 ggctggactg taaaatacag agagtctggc tcttatttaa cttaacggac agtggccaag
  3793981 gaaggtatgt cttcttaatc attcaggtgt tctttcacgg gcgggcaccc atacgtcaac
  3794041 agagagtaag gtttactcgc tagagcgtga ccaacgtatc tgtcttaaag acaatgaaaa
  3794101 attaagcgag tgcttatcaa gtatattttg tttggctgat ctctataatc ctgactcaga
  3794161 cagagaggaa tatgaacttg acgataagca actatatgaa caagttctac agctcatcaa
  3794221 taaactaaat caggacgctc taaataaata gcccactgac tattttgttc agaaaggccc
  3794281 tcgctatcat tattaatgag aaaattctat accggtcaag cctaaggtat cgaaatgacg
  3794341 ctcaccaaag aataaaaggc gcttttcgat gccctgacgc aattacagtg cagattcgtt
  3794401 accgcgctgc tagagggtgc caatcagacc gaggcatacc gaagggctgg cggtaaagct
  3794461 aaaggcgatg gtgagcgttc caaagccagc cagttagtaa caaagagtca cgttcaagcc
  3794521 ttcctcccgt ccgtacagca cgaggctact ttcgttcacc agtctgtgta gtccatggtg
  3794581 tagccattat tataaaaaag gcgctaacca attaaggata acgccttttt aaacaacacc
  3794641 ttaactgact agtatcagtt catgccgtat tttttcaatt tcttacgcag cgtaccgcgg
  3794701 ttgatgccca tcatcagggc cgcacgggtt tggttgccac gggtgtattg catcaccatg
  3794761 tccaacaatg gctgttcaac ttcagccagt accaactcat acaggtcact tacatcttga
  3794821 ccattcagtt gagcaaaata gttcttcagt gcttgtttaa ccgagtcacg caaaggcttt
  3794881 tgagtcacct gatcttgtga gtttacggtt gcaacggtca gtacgtcaga atttacgcgt
  3794941 tgttcgaaca tagttctgtc agctcttttt tctgtttacg caagattttc gaaatatgcc
  3795001 tccaacgcct ccagctgttc gctggcatcc tcaatggcgt tgaatgtgcg ccgaaactgg
  3795061 tcgttagggg cgtgctcttg gagataccaa gagacgtgct tacgtgcaat acgaaatccc
  3795121 ttgcctggac cataaaagtc gtgcaattcc cgtatatgcc cgtctaacaa acgctgcact
  3795181 tcgccaagtg gcatcggtgg cagcagttcc ccagtgtcca gataatgctg gatttcccgg
  3795241 aagatccacg gtcttccctg agcggcacgg cctatcatca gagcatcagc tccagtgtag
  3795301 tcgagtaccg ctctggcttt atgcgggtca gtgatgtcac cattcgcgat aacgggaatg
  3795361 gaaacagtct gcttaactgc tcgaatactg tcgtattccg cctcaccatt aaacaggcaa
  3795421 gaacgggttc ggccatgaat cgtcagggct tgtataccac aattttcggc cagttgggca
  3795481 atttctatac agttacggtg ttctggtgac caacccgtcc ggatcttcaa cgtcaccggc
  3795541 acatctaccg cattaaccac tgcggagagg atctgtttga ccagatcagg atgctgcaat
  3795601 aatgcagaac ccgccagttt gcggttcact ttcttggctg gacatcccat attgatatcg
  3795661 atgatttggg caccactcgc cacattgatt ctggcggctg ctgccatctc atctggatcg
  3795721 ttaccggcaa tttgcacgtt acgaatcccg ggttcatcaa catggaccat gcgtaaacgc
  3795781 gacttatccg ttcgccaaac ctctggatta gaggagagca tttcagatac agccatccca
  3795841 gcccccatac catgacatag cgctctgaag gggcgatctg tgatacccgc catcggggcg
  3795901 gcaatcaggc aatttgtaag ctggaagtgt ccaatacgca tagacaaaga atgaccacac
  3795961 tgtgtccgta agggcgcgta tattacgcat ttttgcgccc agatgaaagg ccaaactttg
  3796021 accaattgat gaaaaaagag caatgaataa taggctaacg ttgtatttat agatatttaa
  3796081 ttataaataa catcacgtta cgcttatctg gttgaattgt gcgctttagt attttctgtc
  3796141 aaacaacata attatcaact gggaaagtat caaaaatagg gtcgatagtg ctgttttatt
  3796201 catcaaatca aagataaaga gtagaaatat atctgtcaca catctcgttg caattaaaaa
  3796261 gaatatgaga taaagggcgg ctaaaagcca gaaaccctat cgttattcca tagtaaaatc
  3796321 atgggtatgc cgttctcacc tgacggtgca atgctgttga tactgaaatg ttaatgttgt
  3796381 tgatactgaa atgctgttaa tactgaaata ttatcgatac agaaatattg ttgatgatga
  3796441 aggattgttg atgatgaaag gtggctggcg ttgaaaggtg agttgtgacg cacacggact
  3796501 caagtccgtg tgcgtcagtt aaggcaaaat tattttttga taccggtaat gcggcaccat
  3796561 tcttctttct cggcgactgg gtcgagaatg aatttatcct cataggcctg tgcgacgccc
  3796621 gccgcttgtg ttgctaatac cccagacaac ccaagatggc cgcccgtcgt cggtaaaacg
  3796681 ctaatcagtg gtgccagttc ccgtaatggg cctgccagaa tattggccac gaccacgtca
  3796741 gcagatagtt ctgcgggctg gtcttttgcc agatacagct ccaaacgctc tgaaacgccg
  3796801 ttacgctgcg cgttatcgcg actggcttga atggcctgcg gatcgatatc aatgccaata
  3796861 gcgcgcgctg caccgagctt tagcgcggca atcgccagga tgccagagcc acaaccgaaa
  3796921 tcgatgaggg ttttaccatt gagatcgagg ctatctagcc attgtaagca tagtgctgtg
  3796981 gtagggtggg tacccgtacc aaaggctaag ccggggtcga gcataacgtt aaccgccgtt
  3797041 ggatctggca catcacgcca gcttgggcag atccacaggc gctcaccaaa acgcatcgga
  3797101 tggaagttat ccatccattc acgttcccaa tctttatctt ccaactgttc aattttatgg
  3797161 ataaagcctt tgccgatctg cgggtggcat tccaacatgg cgaccacgtc agccatatcg
  3797221 gtttctgcat catacaggcc aatgacatcg gtatcgcccc acagacgggt ttcaccaggc
  3797281 agtggctcga agaccggatt atcgtgggtg tcctgaaaag tgaccgacac agcaccactt
  3797341 tctaccagaa cgtcccctag ggattcggct tggttgccgg tggtgtttaa ttttagttgg
  3797401 atccaaggca tagcaattct ctcaagcgcc ggtatcgggg ccataaccac gataccggct
  3797461 gatgtgttga tagagtaata gtgatgttaa tcggcactga cgatggcggg gtgtcgcgcc
  3797521 cgcgctctgt cgccaaacag attaccgata taaaacgcca acagattaag tgtaagtgac
  3797581 ggcacaatgg ggtgcaggcc ggctatcttg atgtcgaagc tggctaatac cgtatagcat
  3797641 accgcaccga cgatcatggc gctaagagcg ccgtgggcat tggctcgctc ccagtataat
  3797701 cccaatacca atggccagag gaataccgct tccagtccgc caaaggccag taggttcaac
  3797761 cagataatca tttcaggtgg tcgccaggcg gccaagagca ataatagccc aagaatgagt
  3797821 gtggataagc tggagatacg tgccagcttg cgctcattct ttaactctgc tggccacaga
  3797881 ttgagataca aatccttcac gatggtagca gaagattgca gtaactgggc attgatggtc
  3797941 gacatgatcg ccgccatcgg tgctgccagg aatatccccg cagcaaatgg cggcagtacg
  3798001 gtgatcatca gtgtcgggat tacttgatct ggaattttca gatctggtaa caccgcccgc
  3798061 cccagtgcgc cagccaggtg cataccgaac attaggatcg ccaccacgat ggtgccgagg
  3798121 ataataccgc gatgaaccgc tttactgtca cgatacgaaa tacaacgtac ggcggtgtgt
  3798181 ggcagaccaa tcaccccaaa acagaccagg atccagaacg aagccataaa tggcacgtcg
  3798241 aggatctgat cgccgccttg gggggaaacc agcgccggat cgatatgttg cagcgtttcg
  3798301 acggctttgt gtaggccacc tgccgcgtgg atcaccgcaa ctaacagtaa aatggtgccg
  3798361 atcagcatca ctaacccttg cagggcatca ttcaagacac tggcccggaa gccaccaaac
  3798421 gaggtgtaca gggcgatact gataccaaaa atcaataagc cagtgtcgta agggatcccc
  3798481 gccgccgttt ctaacaaccg tgcgccacca ataaattgca cggtcatggc accgacaaaa
  3798541 gccaccagca ggctgatact ggccagccaa accagtaaac ggctctgata acgggcatac
  3798601 aacatatcgt tgagggtcac ggcattatag cgacgcgcca gaatggcaaa ctttttgcct
  3798661 aagacaccga gggaaagcca gaccgcaggc aattggatca tcgccagtaa gacccagcca
  3798721 aggccgtatt tataagcggc acctggtcca ccaataaacg agctggcgct gatataggtg
  3798781 gcggtcaggg tcatcgccaa tacaaaaccg cccatcgaac ggttgccgat aaaatattcg
  3798841 ttgagaaaat tcccggtttg gcggcgcgta taagcataaa tagataagcc aaagaccaac
  3798901 accagatagc cgactaacgg cagaacgaca tcagtttgca tcgtcatcct ccagtggaat
  3798961 atcgcggaat atcagccgca ccatcagaat acacagcaca ataaacagga gcggtaatgc
  3799021 gatacaggcc gcttcaaacc aagcaggtag gccgctcatt ccgggaaggt tgcccggtaa
  3799081 gtaagcggtt ataatccacc ctgcgaggta ggccagtgtt aagccgaagg cccagcgtgc
  3799141 ttctttgttt gcctgtagga atcttgtttc catatgttct ccccataccc ttcgtatttg
  3799201 gcgctacagc gttgttagcg gcactcactc acccgaatca ctgacgtgag tcagctcatc
  3799261 gggattcatt cgcttgctgc ctagctgtaa caccaactcc attgggtaac tcccttcgta
  3799321 tttggcgcta cagcgttgtt agcggcactc acccacccga atcaactcat cgggacttgt
  3799381 tcatttactg tcttgttttg ggtagatccg ttgcagaaaa gaaaaaaccg gtcggaatga
  3799441 tatttcataa acagcccatt gtttagctga agctaacggt ttagataaaa tattctaagg
  3799501 ccatccattt tcttgtctca atcacattgg aaattcaaat gttgttttca gccagtctgg
  3799561 aggctgctgg ttcctgacga caatggcacc ggacctgttt tttttaaccg tgaatatatt
  3799621 ataaatactg tttttaacac tcactccacg gaataaccga tattatctat aataaatatt
  3799681 attttctaga tttaatattg gatttttatt gcaacctatt ggctaaaata gattttccat
  3799741 tgacgctgtt tatttttttc ttttttatat ataaaattaa aaaaataatt caaatattag
  3799801 atccttaata acatgattac caatcattaa taacatgaaa agataataaa tttaattgat
  3799861 tgggtttgtt ctttttaata ttgttttggt ggtaggaaat cacattgtaa aaataattgt
  3799921 attgactact gataaattac ttttatcaat ataaacatta acttaaaatt tataggaatt
  3799981 taccatgaaa aaaatcattg cctctcttct attagtatgt gccagttctt ccatagctcc
  3800041 agtatatgca tctggtatta actggcactt agacagatgc ccacaaggcg gaggcgcaat
  3800101 ggtctcatac gatgaaaatg gaaaggaaga ttttttccaa tgcatgccag gagcaaatta
  3800161 aaaaatttca gcttaaataa actgaaggta agatatacgg ctgtttaaat taacaagatt
  3800221 tttggttgtt taaattaatt agccatcaag gcctgaattc cgcactctac agaattcagg
  3800281 ctttttaact tcagtttatg ccataaaaaa ctgcccccca atatcaggtt attatccaat
  3800341 attggggggc aattcaatta accggccctg ctataacagc tcaaatgatg tatgaaaggc
  3800401 gaaatatcag gtttcttgca acccgagttt tttctccaga tagtggatat tagtcccacc
  3800461 gtgctggaag ttttcgtcat tcataatgcg ttgctgtaac tcaacgttgg ttttgatgcc
  3800521 atcgataatg agctctgcca aggcattttt catacgagca atcgccacgt cacggttttc
  3800581 accgtaagtg atcagcttac caatcatgga atcataatac ggaggcacag tatagcctgc
  3800641 gtaaatatga gattcccaac gaacaccgaa accgcccggt gcatggaagc gggtaatttt
  3800701 acccggactt ggcaggaagg tatttggatc ttcggcgtta atacggcatt caacagcgtg
  3800761 gccatgcact ttcacttcat cttgtttgat ggagagaggt tggccagccg cgatacggag
  3800821 ctgctctttg atcaaatcaa taccggtgat catttcggta accgtgtgtt caacttgaat
  3800881 acgggtgttc atttcaatga aatagaactc accgttttca tacaagaact caaaggtacc
  3800941 tgcaccgcga taaccgattt ccatacaggc tttcgcgcag cgctcaccga tataacggcg
  3801001 catttcgctg gtgatacctg gtgcaggtgc ttcttcaacc actttctggt ggcggcgctg
  3801061 catagagcaa tcgcgttcgg ccagatagat agcattaccc tgaccatcag ccaaaatctg
  3801121 aacctcgata tggcgcgggt tctcaaggta tttctccata taaaccatgt cgttattgaa
  3801181 agcagctttc gcttccgcac gggtcatgtt aatggattct tccagatctt tgtcgtgacg
  3801241 aaccacacgc ataccacggc caccgccgcc gccagatgcc ttgataatga ccggataacc
  3801301 gatacgtttg gcaaaggctt tgttcttggt ggtatcgtcg cttaatgggc catcagaacc
  3801361 gggtacgcat ggcacaccgg cttttttcat tgcgctaata gcggaaactt tatcgcccat
  3801421 caggcgaatg gtttcggctc gtgggccaat gaaaatgaaa ccggaacgct ctacctgttc
  3801481 ggcaaaatca gcattttcag acaggaaacc atagccgggg tgaacagcca ctgcgccggt
  3801541 gatctcagca gccgaaatga ttgccgggat gttcagatag cttttaactg aaggcgcagg
  3801601 accgatacaa acagtctcgt cagccagtaa tacgtgtttc aggtcacgat ccgcaacaga
  3801661 gtgaacggcg acagtcttga tccccagctc cttacaagcc cgtaggatcc gcagcgcaat
  3801721 ctcaccgcgg ttagcgatta cgattttatc aagcatggaa cgcctcgtta ttcgatgacg
  3801781 acaagaggct cgtcgaattc aaccggttgg ccgttttcaa ccagaatggc ttttacagta
  3801841 ccggatttgt ctgcttcgat ttggttcatc attttcatcg cttcaacgat gcaaagagta
  3801901 tcaccaacag aaactttctg accgacttca acgaaggctt tggcatctgg gctaggggtg
  3801961 cggtagaacg taccgaccat tggggaacat acgatatggc cacttatcgc tgccggtgcg
  3802021 gcttcagcaa cgggtgctgg ggcgacggcg gcagccagcg ctggctgctg ttgtggtgca
  3802081 gcaaaagcat aaggctgttg catcattggg taattcggtg cggcaggagc acgactgata
  3802141 cgtactgact cttcgccttc tgagatttcc agctctgaaa taccagactc ttcaaccagt
  3802201 tcgatcagtt tcttaatctt acgaatatcc ataagtgtga ttccgtactc tttgtgtgtt
  3802261 gcaattatac ccatcatact tcgagttgca tgtgcgttgg ctgccttcgt tcaccccagt
  3802321 cacttaccta tgtaagctcg tggggattcg ctcagttgcc gccttcctgt aactcgaatt
  3802381 atttcgggtc tagttggatt ttgacaagcg atttaccgct gcctgtaaag caaagttgta
  3802441 gccatctgcg ccaagtccgc agattacgcc aaccgcgata tcggagagat atgaatgatg
  3802501 acggaaaggc tccctggcat gcacgttaga caagtggatc tcgataaacg ggatctgcac
  3802561 gcctagcaac gcatcacgca gtgccacgct ggtatgcgta aacgctgctg ggttaatcag
  3802621 gataaaatcg gtattacccc gtgcctggtg aatgctatcg atcagcgcat gttctgcatt
  3802681 tgactgcaaa tgggaaagcg cgacatccat tccctgagcc tgaatttcta actgactgac
  3802741 aatttcagct aaggtggtgt aaccatactt ttctggttca cgcgttccaa gcagattcaa
  3802801 gttagggcca ttcagaagca aaatgtgaaa cttatccgac attgtgctgg tatctccggc
  3802861 aattagtcca tcatcgtaaa aaataacctg ctgctaccga tttgtcacct ttttacgacg
  3802921 aaactggcac ggcgatcagc actaaggttg ggcattataa tgatatcgta gcaattcgca
  3802981 gctaaatact gctcttatca gcgaagatat tcaataaaaa aaatagcgaa ctgtgcgttc
  3803041 actcatcgat ttaccccctg cacacgggat gttacagggg ggaagcgatg agcggttcgg
  3803101 acttttagcg gaaccattga cgaaattttt tataacgcgg tagcagtaat ttataacgta
  3803161 gtaacagtaa tagtgctgcc atcaccgcat agataatggg ccaaggtgag agtgttttca
  3803221 ctgaccaaag ataatgaata ggggctaaaa tggcgaccac atacacccaa ttatgtagtt
  3803281 tttgccagcg agcgcccatt tttcgttgcg cccaccgggt ggaggtgagc gccagcgcca
  3803341 gtaacaccag ccaactgata atgcccaatg tcagataagg gcggttaatc aactcatgcc
  3803401 ccaacaggcc aatattactc agccccagtt ccaatatcga gtagctgagt aaatgcagtg
  3803461 ttccccaggc aaaacaccat aggcctaata agcggcggca gcgcagtaac aacggttgtt
  3803521 tactgtagcg agccaatggc gagaccaata aggttgccaa aagtaattta agggccatcc
  3803581 gcccggtaaa atgttgaata tctttggcgg gatcggcact gagccccccc agattgatcg
  3803641 ataatacgag ccacagaagc ggtaatgttg ccgccagcca aatggcgatt tttagccatg
  3803701 tgatgtgtcg taaactgagc cgcattagaa attcttccgc aaatctaaac cacgatatag
  3803761 cgatgccact tgttcagcat agccgttaaa taacagggtg ggctggcgtt ttacatccag
  3803821 aataccgcca gaaccgataa cgcgctcggt ggcctgtgac cagcgggggt gatcgacgtg
  3803881 cgggttcaca ttggcataaa agccatattc gttgggggcg ctcaaattcc aggtggttgg
  3803941 cggctgatcc cgtgtcaggc gaatatgcac gatggattta atgctcttaa agccatattt
  3804001 ccacggtgtc atgagtcgta gtggcgcacc attttgtggt ggcagggttt tgccatacac
  3804061 gccaacaacc ataaaggcca gcgggtgcat ggcttcatcc aaccgcagcc cttcgacata
  3804121 ggggtagtcc agtcccccgc caataaagcg gtttttctgc ccaggcattt gatctggagc
  3804181 atacaatgtt tggaacgcca catagcgggc gttactggtt ggctctgcta atttcagcag
  3804241 tttccctaac tcaaaaccga tccatggcac gaccatcgac cacgcttcga cgcagcgtag
  3804301 gcgatagatt cgctcttcaa ggggaaagca tttcatcaga taatccatat ccaacgtcat
  3804361 gggcttaacg acatcgccgt caatcttaat ctgccagtcc tctgttttca gcgtgccagc
  3804421 attcgcggcg ggatcagctt tatccaaccc aaactcatag aaattattgt acccggtcac
  3804481 tttgtcttct ggcgttaaag ccaagtctgg gtggtaagcg gctgatgggg tgaacgtcaa
  3804541 tggtttacct gagggcgctt tgggcggctc gttaccttta aaccaggcca gtaaatcggc
  3804601 ttgtgctgat gctggcaaag ccaaggtggc ggcggtgatc cccagagcct gcaacacctt
  3804661 acgtcgttga taaaaaatac tctctggcgt gacatctgcc tcagtcagtt ttcgtggctt
  3804721 attgagactg accgcattgc ttttcgtctg agaaccgctg tttttagcct gagtattgtt
  3804781 tttagtatga gtattgtttt tagtatgagt aaacgtgtta tgcatagcag actccgtcgg
  3804841 atagttgccc ttgatgtcgt taatcgcgtt gcccctgatg tggttaatca tggtggcaaa
  3804901 tgggaacaag tgcgaaggtt ctaagaaaaa tatgaaattt ctaccaccga ggcaagtgtg
  3804961 aaactgacct cggtggttgc tgtaacgatt aattagtggg ggtgagtgtc gccagtaaat
  3805021 tgagtgccgt cagcgaataa gaaaaaatca gcggactttg actaaggtac gcccggtgac
  3805081 ttcatttgcc agtaacctgg ccgcaatcgt gggcgtatca gccagcgtga tggcttgtga
  3805141 tgcttgctga tagaaacttt caggcaaaat tttctgtaat cgctgccagg cttgcagacg
  3805201 gcgaggttgt ggtgtcatca ctgaatccac gccctgtagg cgaatattac gcagaataaa
  3805261 tggcatgacg gtggttggca gattataacc gcctgccagg ccacacgccg cgacggtacc
  3805321 gttataattc atctgggcca gtattttggc caacatgcta tcacccacag tatcaatcgc
  3805381 ccctgcccag agctgttttt ccagtggtcg tgaagcatca agataatcac tgcgcggtaa
  3805441 tatccgttgt gcgcccaagt tctttagata gtcactgttg ctgtcgcggc cagaaatagc
  3805501 ggcaatctgg tagcctaacg ctgaaagcaa ggcaattgct gtgctaccaa cgccaccact
  3805561 ggccccggtt actaccactt caccgctttt cggggtcaca ccaccgtctt ccagtgccat
  3805621 gacgcacagc atggcggtaa aacctgcggt accaataatc atcgctttac gtgcatccag
  3805681 tccgtctggc atggggacaa gccagtcgcc attcactcgt gcttgctcgg cgagtcctcc
  3805741 ccaatggttt tcacctactc cccaaccggt taataagacc gattggccga tatgaaaacg
  3805801 tggatcttcg ctgctgtgta ctgtgccggc gaaatcaata cccggtacca tcggaaactg
  3805861 gcgaataatc ttcccttgcc ccgtaatcgc caacgcatct ttataattca ggctggacca
  3805921 attgacatct acggtgacat tacccgcagg cagttgtgag gccgaaattt gacgtacttc
  3805981 tgcggtggta cgcccttcaa tttgctcaag tatcagtgct cgcatgtcgt gctccctaat
  3806041 gacccctctt cttacttaac gttgccgccg tgtcagccgc tctcgtgacg tggacgatgg
  3806101 gtgattcgct tacggcaatg tcaataacgt tgggtataaa tggtgaaaag acagaaataa
  3806161 aaaccctgtg ttaagggtga gccaatatag cggttacagc aaatttcaag gctgatcggg
  3806221 gacaaaaatc atgctgttga tgattatcag gggctatgct tgttagaggg ataagctgaa
  3806281 cgtcagggaa aaggactaaa ttattgtgta tttgccgtat tctgcagtaa aaaatcagcg
  3806341 ttacgggtta tttttgtcat atagtacttg cccccatgga tttgagggac tctattcatt
  3806401 taattgcact aggcaaggct aagtaatgcg atttaccacc aaactttctg cgtttatgac
  3806461 gctgctggtc gtattggcta tgtgtttagt cttattgggc agcacgatca gcttcttcta
  3806521 tttgtgccag aagaaaatgg aacaacggct ccaaagtatt gtgaccgctt acgatcagtc
  3806581 actgctgctg caacccatca ataaaaaacg tgaatggctg ccactgatga tgcagaccct
  3806641 tggtgtggtc gatgtcagtg tcaaaaatag caccagtacc ctctatcaac tccacattcc
  3806701 tgcagtttat acgccttgga acagccacag tcgctaccgt cagatggtat tgcctctgtt
  3806761 gcatcagcca gggacggaga tgcatttcaa ctatattgac ccgttgggta gctatgcccg
  3806821 ttctatttat gccgcggcca ttttatcact ggtggtggtg gtcattgcgt taacgttgtt
  3806881 gttgagtttc cgctggctac gtgaccagac cgtggggcag gaaaaacttg aacggcgagc
  3806941 aaggcgcatt ctcaatggtg aacgtgaaca tgcggtgcgc agcgaggatt acgaatggcc
  3807001 accttgtgcc agcagggcta ttgaccattt attatctgag ttgatggagg tgcgggcaga
  3807061 acgcaatcgg gtagatacgt taatccgcac gtttgcggct caagatgctc agactggcct
  3807121 cagtaaccgt cagttttttg ataaccaact gaccacacaa cttgaagaga ccggtgcgca
  3807181 cggtgtggtc atgatggtgc aactgcccga ttttgaagcc ttaaatgaaa cgcatgatca
  3807241 gcagcaagta caggaattga tgagttcact ggttaacctg ctgtcaactt ttgtggcacg
  3807301 ctacccctca gcactcttgg cccgctacct taatagtgac atcgcgatat tactgcccca
  3807361 caaaaccctg aaagatgccg atgtgatggc cgcacagttg gtgaatgcgg tgagaacctt
  3807421 accggagcct catattattg atcgcgaatc actgttgcat attggcatcg tggcttaccg
  3807481 gagtggtgag tcagtcgaac aaattatgga caatgccggg caggcgacca aaagtgcggc
  3807541 gctgtatggt ggcaacggtt ggtatgtgtt cgacactcag gtaccggagc gcggacgtgg
  3807601 cagtgttaaa tggcgtacat tactggaaca gactctggcg agcggaggcc caaggcttta
  3807661 tcaaaaaccc gttattactg ttgatggcaa aataagccat cgtgaaataa ttagccgcat
  3807721 atatgatggt gagcaggagc tactggcggc cgagtttatg cccttggtac aattgctcgg
  3807781 attgggtgaa cgttatgatc ggcaaaagat tgataagata attcctttat tatctttatg
  3807841 gccggatgaa acgctggcat tttctatcag cgttgattca ttattacatc gtcctttcca
  3807901 gcgctggttg cgtgacacgc tattacagtg caaaaaatct gaccgaatgc gaattatctt
  3807961 tgaacttgca gaggcagatg tgtgtcaaca tatcgaagaa atccgccaaa tggtccgttt
  3808021 attgcgtggc gtaggctgca aagtgatggc atcacaggct ggattgacgg ttgtcagcac
  3808081 ctcatatatt aagtctttgc aggttgaaat gataaagctt catcccggtg tggtaagaag
  3808141 cattaatttt cgctatgaaa accagttatt tgtagaaagt ctgaccggtg cctgtgcagg
  3808201 gacgcagacg aaagtttttg cggcagaagt gcgtacccgt gaagaatggc aaacgctgca
  3808261 agagaaaggc gtttacggcg gacagggcaa tttctttgct ccaccgaccc cattaaactc
  3808321 cggaaagaaa aaatattcgt aatagggcca tgttagcctg atcgttgagc aaaaattaac
  3808381 gtagaatgtg tcagtcatta ccgtgaatcg ttggtgtgca cttactttca acgagaatca
  3808441 ggttaaatgt tagattttat gtgctgtgtt acgtctgccg tgcgggcaaa tctgtgttgt
  3808501 acagagggtt tacttaacct tttcaagcaa tatagatttt gactggaacg tgatgtgact
  3808561 gacgcagcta ctttttcacc gagtcaggac gtttttgcgc cttgtcgctg attcgtgtgg
  3808621 ttggtaaagt aggcggattt tatttttcgc ccccagcttg caggattatc ctttcgttat
  3808681 gtttaagaaa tttcgtggca tgttttccaa cgacttgtcc atcgacttgg gtaccgccaa
  3808741 tacccttata tatgttaaag gacaaggcat tgtactgaat gagccttcag tggtggctat
  3808801 tcgtcaggat cgtgccggtt caccaaagag cgttgcagcg gttggccatg atgccaaaca
  3808861 gatgctgggg cgtactcctg gtaatatcgc ggctattcgt ccaatgaaag acggcgttat
  3808921 cgccgatttc tttgtcacgg aaaaaatgct gcagcacttt atcaagcaag ttcacagcaa
  3808981 cagcttcatg cgcccgagtc cgcgcgtgtt ggtgtgcgtg ccggtcgggg ctactcaggt
  3809041 tgagcgccgt gcgatccgtg aatctgccca gggcgcaggt gcccgtgagg tgttcctaat
  3809101 tgaagagccg atggctgcgg ccattggcgc gggcttgcct gtttctgaag ccaccggttc
  3809161 aatggttgtg gatattggtg gcggtaccac agaagtggcc gtcatctctc tgaacggggt
  3809221 ggtttactct tcttctgtgc gtatcggtgg tgaccgcttt gatgaagcta tcattaatta
  3809281 tgtccgtcgt aattacggtt cattaattgg tgaagcaacc gccgaacgta tcaaacacag
  3809341 cattggttct gcttacccgg gcgacgaagt gctggaaatc gaagtgcgtg gtcgtaacct
  3809401 tgctgaaggg gtaccacgtg gctttacgct gaattccaac gagatccttg aagcgttgca
  3809461 agaaccgctg acaggtattg tgagcgcagt tatggtggcg ctggaacagt gcccaccaga
  3809521 attggcttct gacatctctg agcgcggtat ggtattgacc ggtggcggcg cattgctgcg
  3809581 taacctggac cgcctgctga tggaagagac cggtattccc gtcgtggtcg cagaagatcc
  3809641 attgacctgc gttgcacgtg gtggcggtaa agcgttggaa atgatcgaca tgcatggcgg
  3809701 cgatttgttc agcgaagaat agtcagccaa agaagagggc taggtcggtt aagtctatac
  3809761 ccaaattaat tggggttgca gcaagtcagc gaatcccgat gcgctgatcc aggtcagtga
  3809821 ttcgggcgaa tgaataacgc taacactgct gtaatttcaa gtgacaaggt attttactta
  3809881 cccgatttag tgtctcctct tgttgtcgag gaatacgcat aatttatgaa gccgattttt
  3809941 agtcggggtc catccctgca actgcgactc ttctttgcca ttattgcggc cattgtactg
  3810001 gttattgctg atagccggtt gggtacgttc gttaaaatac ggacttacat ggacaccgca
  3810061 gttagccctt tctattttct ggccaatggg ccacgtaaaa ttctcgacaa cgtttctgat
  3810121 acgctagcca ctcgcgaaca actggagttg gagaatcgtg cgttacgcca agagctgtta
  3810181 ctgaaaaata ccgatcttca attactgggg cagtttaaac aggaaaacaa ccgcttacgg
  3810241 gaattattgg gttctcctct gcgtcaggat gagcaaaaaa tggtgactca ggtcatgtcc
  3810301 agcgggacag acccttatag tgatcatgtt gtgattgata aaggctcgaa cagcggcgtt
  3810361 tatgagggcc aaccggtcat tagtgatcgc ggtgtcgtcg gccaggttgt tgcagtgagt
  3810421 aaatttacca gccgcgtatt attgatttgc gatgcttccc atgcactgcc tattcaggtg
  3810481 ctgcgtaatg atattcgggt gattgctgcc ggtagcgggt gtagcgatga tttattattg
  3810541 gagcatttac ccagtaatac agatattcgt gtaggcgatg tgctggtaac gtcgggcttg
  3810601 ggtgggcgct tccctgaagg ctatcccgtt gccgttgtct cttcggtcaa agtcgacaac
  3810661 cagcgcgctt atacggttat tcaagctcgg cccaccgcag atttacaacg cttacgttat
  3810721 ttactgctat tgtggggcgc tgatcgtaat ggtgatatgc caatgccacc ggatgaggta
  3810781 cgccgggtcg ccaatgaacg tctggcacca atgatgtctc aggtgttgcc ttctgctgat
  3810841 gctatggggc cgcctgcgcc tgccgcatct acgcccgcgg gtgccacacc aggagttgtc
  3810901 acaccaggag tttcgccgtg aatcgttaca gtagtcatgg tcgctgggtt atctggctat
  3810961 ccttcctgat tgcgatggtg ctgcaaatta tgccgtggcc tgaacagatc tatatgtttc
  3811021 ggccctcatg gttagccttg gtactcattt attgggtgat ggccttgcca caccgggtga
  3811081 atgttggcac ggggtttatt ctggggctga ttatggacct tattttagga tcgactctgg
  3811141 gagtccgggc gttggcattc agtatcatcg cctatctggt ggcctttaag tttcagttat
  3811201 tccgtaatat ggcactgtgg caacaggcac ttatcgtcat gctgctttcg ctgacgatgg
  3811261 atgttgtggt gttttggtct gagttcttgg tgattaatgt cgcattccgc cctgaagttt
  3811321 tctggagtag cgttgtcaac ggcattctct ggccatggct attcctgcta atgcgtaaaa
  3811381 ttcgccgcca attttcggtg caataaggat ttaatgccca tgactgccct gtatctggct
  3811441 tctgcttcgc cacgtcgccg tgaattactg gccctgttgg atttaccgtt tgaggtactg
  3811501 aaaacagagg ttgaagagca gcgtcaccct ggcgagagtg cgcaggtgta tgtccagcgt
  3811561 ttggcgcagg ataaagcacg ggcaggtgtg gctgtcgcac cacaggattt accggtattg
  3811621 ggtgccgata ccattgtggt gttaaatggg caggttttag aaaaaccacg ggataaggaa
  3811681 catgcacaac aaatactgag tgcattgtct ggccagaagc atcaggtgat gaccgccgtg
  3811741 gcgttggccg atcggcaaaa catgttatcg gccatggttg tgacagatgt gacatttcgc
  3811801 gtgttatctc cgttagaaat cagtgactat attgctaccg gtgaacccat ggataaggcg
  3811861 ggcgcttatg gcattcaggg gaaaggtggt tgcttcgtca gggccattgc aggcagttat
  3811921 cacgcagtgg tgggcctgcc gttagttgaa acccatgaat tactaagtca ttttattgcg
  3811981 cagcgtaatg tgagaggaat acatgacagc tgaattactg gtcaatatta caccgtctga
  3812041 aacgcgtgtt gcttatattg atggcggcat cctgcaagaa atacatatcg agcgtgaagc
  3812101 caaaagaggg atcgttggca atatttataa agggcgagtc agccgggttt taccgggtat
  3812161 gcaagctgct tttgttgaca taggtctgga taaagccgcc ttcctccatg cttccgatat
  3812221 catgccccac accgaatgcg tggccgggga tgaacagaaa aacttcaatg tgcgcgatat
  3812281 cgccgaactg gtccgtcagg ggcaggattt aatggtacaa gtggtgaaag atcccttggg
  3812341 taccaaaggc gcacgtttga caaccgatat tactcttcct tctcgctatc tggtgttaat
  3812401 gcccggagct gcccatgttg gggtttccca gcggattgaa agtgaagcag agcgcgaacg
  3812461 cctaaaaaag acggtggcag cttactgtga tgagcagggc ggttttatta ttcgtactgc
  3812521 cgctgaaggg attggcgaag aagagctatc cgccgatgcc gcgttcctta aacgtttgtg
  3812581 gaccaaagtt caggagcgta agaagcgtaa tatcaccaaa tataagctgt atggtgaaat
  3812641 ggcgctggcg caacgcgtat tgcgtgattt tgctggtgcg gcgctggata aaatccgcgt
  3812701 tgactcaaaa ttgacttacg atttgctggt ggagttcacc cgcgaatata ttccagaaat
  3812761 gacggacaag ctggagctgt atactgggaa gcaacctatt ttcgatctct atgatgtcga
  3812821 gaatgaaatt cagcgctctc tggagcgtaa agttgaatta aaatcaggtg gttatctgat
  3812881 tatcgatcag acagaagcga tgactaccgt ggatattaac actggggcat ttgtcgggca
  3812941 tcggaatctt gaggaaacca ttttcaatac caatattgag gcgacgcagg ccattgcccg
  3813001 ccaattgcgg atgcgtaatc tgggcgggat tatcattatt gatttcattg atatgagtaa
  3813061 tgaagatcat cgccggcggg tattgcattc attggaacaa gcactgagta aagatcgcgt
  3813121 aaaaaccagt attaatggct tctcccagct aggcttagtc gaaatgacgc gtaagcgtac
  3813181 gcgtgaaagt attgagcatg ttttatgcca tgaatgccca acctgccgtg gccgtggcac
  3813241 ggtaaaatcc gtagagaccg tgtgctacga aatcttgcgt gaaattgtcc gtgttcatca
  3813301 tgcttatgat tctgaccgtt tcttggtcta tgcttctccg gctgtaggtg aggcgctgaa
  3813361 aggcgaagag tctcatgcac tggccgaggt ggaaatcttc gtcggtaagc aggtaaaagt
  3813421 tcagatagag ccactgtata accaagaaca gtttgacgtg gtgatgatgt aagggccttc
  3813481 ccgtgttgtt ggcgaaggtt ctaagacggt tccgctgtgg cccttgcagc gtcatggtct
  3813541 cactgcggat tgaaaggaga aaggcgtgag gcgactgccc aaaataatgt ttgcgacagg
  3813601 cgccacaatc attgttgtgg tggcgctgtt ggtcagtgcg ctacgcatga tgctgcctct
  3813661 cattaatgag tatcggccgc aaattgtggc taagatccag tcggtcagcg gtatcccact
  3813721 ggacgtaggg tttatgcagg gaacctggga aacatttggc ccgacgttgg aattacgcga
  3813781 tattcgcgcc caaatgccga aggctgactt gcaggttcaa cgggtgacgc tggcactgga
  3813841 tgtgtggcag tcactgctgc actggcgttg gcaattccgt gatttgacct tctatcagtt
  3813901 gcagttggat ctgcacacca cactggatgc gacgcagaat aacggcagta accttgaaac
  3813961 cggtaatgtt cataatatct tcctgcgcca gttagatcgt tttgatctgc gtaatagccg
  3814021 catctctttt ctgacgccat ctggcccccg tgccgagctg gaaattccac aactcacctg
  3814081 gctcaattcc agcacccgtc atcgtgccga agggcaaatt agcctatcga ccattaatgg
  3814141 tcagcacggt gtggtgcagg tccgtatgga tttgcacgat aatcagggca ttctgaataa
  3814201 tggcacggta tatatgcagg ccgataatat cgaccttaaa ccgtggatta gccgttggtt
  3814261 gcagaataat accggtctgg ataatgccga attcagtttg gcggcttggc tgagcattaa
  3814321 aagtggtgaa gtttaccggg gcaatgtgct gctcagtcag gggcaggcca attggacggt
  3814381 gggcagtaat tcacatcaat tatctgttga taattttgtg ctggaaggcc gccgtcaggg
  3814441 caatggttgg caaatcgacg cgccagtact gaacctaaaa accgatggtc aagcctggcc
  3814501 gaaagggcgc ttatcggccc tttggctacc ggagaatacc caatttattg gccctgagca
  3814561 gcgtcaagaa ttacgtattc gagccagcaa tcttcagttg gaacggattg ggccgctgtt
  3814621 acccaccctg tcacctttta ccccagaact gctggcccgc tgggcagatt tacaaccaca
  3814681 agggtatgtc gatgcactgg cgttggatat ccctatcagc caaccggaga ccacccgttt
  3814741 tcaagccaaa tggcacgatg tcagttggca gtactggggc caactacccg gagttaatca
  3814801 ttttgatggt gagttgagtg gctccgcacg tcttgggcgt cttaacatca accttaaaaa
  3814861 cagtctcttg ccgtatggtg acctgttccg cgccccgttg gaggttagcc aggcgagtgg
  3814921 cgcgctaaac tggcgtattg atgataaagg ctgggcgctg tggagtgatc aactggatgt
  3814981 ccaggctaaa tcgttgtggg gcaacggcag tttttattat atgcagccta atcagaagcc
  3815041 gtcgcagctt aatcaagccc agccgtggct gaaaatactg gcgggcatcc gcctgtatga
  3815101 tgccaccgat gcctggcgtt acttcccggt ctcgcttatg ggcgagaaac tggccgatta
  3815161 tctgacggag gcgctacagg gggggcaggt agataatgcg acactggtat ataacggtaa
  3815221 tcctcatgat tttccttata aaaataaaga gggtcagttc caggtctatg tcccactacg
  3815281 taatgcggtt ttccagtttc aaccggactg gccagcctta gataatttgg ccattgacct
  3815341 taacttcctc aatgaaggct tgtggatgaa tgcgccacac accctgttgg gcaaggttat
  3815401 tggcagcaat atcagcgcca tcattcctga ttacttgaaa gaaaaactgt atgtcgatgc
  3815461 ggatgtcctg ggtgaagggc gcgatgttca tgactacttt accgcgacac cacttaagga
  3815521 ttcggtggcc gaaacgctgg atgaattgca ggtgggtgga aaaattagtg ggcgcttaca
  3815581 cctggatatc ccgctggaag aagagagcat cactcatgcc agcggtgaag tgaccttgaa
  3815641 taacaacagc ctgctggtta agcccctgca aagccaactg gaaaatatca acggtaaatt
  3815701 ccgcttctat gatggcaatt tggagagcga gacgttatcg gccaactggt atgggcaacc
  3815761 attgacggtt aatttcacca cgaaggagca gccaaaggac ttcttggtga atgttgggct
  3815821 acagggcgat tggctgcctg ctaaattgcc cggtgtaccg gattctcttg cgaagatgct
  3815881 cagtggcagt gccaattggc aaggtaaagt tgcggtgaaa ttgccccaac acggtaagcc
  3815941 agattatcaa gtcgatgtca gcgcagactt aaagaaagtg agcagtcact taccttcgcc
  3816001 gctagataaa aacagcggtc aggcattgcc actgcatgtt caggtgaacg gtgggctgga
  3816061 ggcatttacc ctctctggta gcgcgggtaa caacaatgcc ttcaacagcc agtggttatt
  3816121 gcaaggcgag aaagttgaac tggcccgcgc catctggcaa accgacagta aaaaaattcc
  3816181 atcgttgcct gatgataaag cgctggtatt caaattaccg gccattgatg gtgagcgttg
  3816241 gctggcatta ttggcccccg agctggcgac ggccgcttcg ccgtttgctg catcattttc
  3816301 ttcgccttct gcgacatcat ccactcaacc gaagatcaaa ggcagtaaaa ccaatgtcat
  3816361 cttaccgaag cggctgacat tacaaacccc cgaactgttg gtgggtgggc aggcctggca
  3816421 ccaactgacg ttacaggccg atcccctgcc aagtgggatg aaaatcaccg cgaaggggca
  3816481 agaggtggac ggtagcctgt taatggcaga ctatgggcca tggcatgctg atctcaatta
  3816541 tctttattac aacccacaat ggggcagccg tgaggcaaat aacccgctgg cgcaagcggt
  3816601 atcgcaggag cctacggtat tgcagaagcc acaacctccc agcggtatat cattcagtga
  3816661 ttggcctgcg ctgcaattgc gctgcaaggc atgttggata ctggggcaga atatcggccg
  3816721 ggtgaacgcg gacctaacgc cgaaaggctc ggctctgata ctgacgaacg gcttaattga
  3816781 ggccggaaat gggcgggcca atattaccgg tcagtggcag caagatcgcg ctggcgataa
  3816841 aaccacactg aacatcggct tgaacgggcc aagaatagat gaaaccctct cattctttgg
  3816901 cctgaccacc ctgataaaaa atgcctcttt tgcgattaac gccgatctaa actggcgcgg
  3816961 tgtcccttgg gagccacaga ttaataccct tagtgggacg ttaaaggggc ggttaggcaa
  3817021 agggcagctc actgatcttg gggggggccg tgcgggccag ttactgcgtc tggtcagctt
  3817081 tgacgcacta ttacgtaagc ttcaactcga ctttagtgat acgtttagcc gtgacttcgc
  3817141 atttgactct attcggagta cggccaccct taaaaatggg gtgatgagta ccaatgactt
  3817201 agtgattgat gggctggcgg cagatatcgc catgaatggc aaggttgatc tggttaagcg
  3817261 ccaaatcgcc atggaagcgg tcatcacacc ggaactttcc gccactgtag gtgttgccac
  3817321 cgcctttgcg atcaacccga tagtgggggc ggcagtgttt gctgcctcga agattttagg
  3817381 gccgttatgg agcaaggttt cgctgatccg ctatcagatt accggtagtc tggatcaacc
  3817441 gaccatccat gaagtgttac gtcagctaaa ggagaatgag gcaccatgaa aaatgccaat
  3817501 gttgcattat tgcagttgtg cagcggtgaa aatacccgtg acaatctggc tcaaattgag
  3817561 cagcagatca aacagttaaa tgcaggtatc aaactggtta tgacgcctga aaatgcgttg
  3817621 ttatttgcta atgctgcctc ttatcgtcac catgcggaac accataatga cggtccatta
  3817681 cagcaagaag tgcgtgaaat ggcacggcgc tacggggttt ggatacaggt tggctccatg
  3817741 cctatggtga gccgtgagtc accggacctg atcaccagca gtagcttgtt atttgatgat
  3817801 caaggcgaac tcaaagcccg ttacgataaa attcacatgt ttgatgtcga tatcaatgac
  3817861 atccatggcc attaccgtga gtctgatact tatcagccgg ggcagcagtt gacggtggtt
  3817921 gataccccgg ttggccgctt gggcatgacc atttgctatg acttgcgttt ccctggcttg
  3817981 tttcaggctt tgcgagcgca gggggctgaa atcatttctg ttccggcagc ctttaccaaa
  3818041 atgacgggtg aggcgcattg ggaaacattg ctccgtgcac gggctatcga aaaccagtgc
  3818101 gtgatattgg ctgctgcaca ggtggggcgt cacggtgcta cccgccggac gtggggccat
  3818161 accatggcag tcgatgcctg gggtaaaatt attgggcata acccagatgc ggtggcggcc
  3818221 ctaaaagtaa gaattgaaac cgcaggtttg aagacgattc gcaatcaaat gccggtcatg
  3818281 cagcacaatc gctttcaggc gacgctggag ccgacattga ataaaccatt attgaataaa
  3818341 ccaccatcta attaagagta aaaactatga gcctctcatt tgtcagtgag cagttactca
  3818401 ctgctaacaa gttgaaccat caggacttgt tctcagtgtt ggggcagcta actgaacgcc
  3818461 gcctcgatta tgctgacctg tatttccagt ccagctatca cgaggcctgg gtgttggaag
  3818521 acagcatcat caaagacggc tcctacaata ttgatcaggg tgtgggcgta cgtgcggtaa
  3818581 gtggtgaaaa aaccggtttt gcctacgctg atcaaatcac gttgaatgcg ttgcagcaaa
  3818641 gtgcccatgc ggcccgcagt attgttcgtg acactggcaa cggcaaagtc cataccttgg
  3818701 gtgagattgc ctatcaagcc ttgtacccgt tacttgatcc actacaaagc ctatcgcggg
  3818761 aagataaaat tgccttgtta catcgggtcg ataaagtcgc tcgcgccgcc gataaacggg
  3818821 tgcaggaagt tagcgccagt ctgaccggcg tgtatgaaca gattctggtg gctgcgactg
  3818881 acggcacctt ggctgccgat gtgcgtccgt tggtccgtct ttcggtcagt gtactggtgg
  3818941 aagataacgg caaacgtgaa cgcggtgctt gcggtggcgg tggccgtttc ggttatgact
  3819001 atttccttga aaccgttgat ggcgaagtgc gggcagataa ttttgctaat gaagcggtca
  3819061 gaatggcgct ggttaatctt tcggctattg ccgctccagc gggtgcgatg ccggtagtgt
  3819121 taggcgcagg ttggccgggc gtgctgttac atgaagcggt tggtcacggg ttggaaggtg
  3819181 atttcaaccg tcgaggcagt tcggtattca gtgggcaaat gggcaaattg gtggcttcag
  3819241 aactctgtac ggtggtggac gatggcacca tgcaaggccg ccgtggctca ctggctatcg
  3819301 acgatgaagg ggtgccgggt caatataacg tgttgataga aaatggcatt ctgaaagggt
  3819361 atatgcagga taaactgaac gcgcgtctga tgggggtagc cccaaccggt aatggccgtc
  3819421 gtgaatccta tgcgcacctg ccgatgccac gcatgaccaa cacctatatg ctggcaggac
  3819481 aatcgacacc ggaagatatt atcgccagcg tggagtacgg cctgtatgcg ccaaattttg
  3819541 gtggcggtca ggtggatatc acctctggca agtttgtctt ctcaacgtcg gaagcgtact
  3819601 taatcgaaaa aggcaaaatc actcacgcgg tgaaaggggc caccctgatt ggctctggca
  3819661 ttgaagcgat gcagcagatt tccatggtcg gcaacgatct ggcgctggat aaaggcgttg
  3819721 gtgtttgtgg caaagagggc caaagcctgc cggtgggtgt cggccaaccc acgttgaagt
  3819781 tggataattt aaccgtgggc ggcacggcgt agaggcgctc gaaaatacaa tatgggtatt
  3819841 aggctttgtt ggcactgcat ttgatactaa atttagtgcc aacaaagcat cggtatatta
  3819901 gttaacccta tttttgccaa tgctgctgtc agtatcagcg attttaaaaa atcagtatta
  3819961 cgggtataga caccttccct attcaaaata gggaaggtgt ttaaaattaa taaattataa
  3820021 tgatgtagtg tgttttcttg tatataaaaa atgagaatat ctatataggg aaataacatc
  3820081 ctgattacgt tccactgctt taggatttat ttctctgata atcccaaccg ccttggcggt
  3820141 taccgtatcc acttggtatg tttgtgtgtc tttaagtatt gaccctctta atgaatgagt
  3820201 tacgtcaaaa ctatttattt tatctgttgt atactgttta ttaatggata atgctgatgc
  3820261 aataactcca cttcttccat tacctgcccc acaatgaatt cctacaagat cctttttttg
  3820321 taattttaat attttattta ctgttaaatc tatttgttca gtcgataatc ctccttcttc
  3820381 aaaaaagtct gttatttcat atttttcttt agtgatatac ttaattcctt tttcggcaag
  3820441 cgctgactta tatggttggg tgtttttact ggtcaaatcc aaaccaatga gaatttttat
  3820501 agggctagct tctgttaaat cttctgctga atatgttatt gtgtcactag aggcttgttt
  3820561 ttttggatag ggacggtgca ttgttgctaa cttaatatct tcaaaaaaat gatagtttct
  3820621 tactggactg agataacctg aatcaacact ttgcgtactc ccagaacttg aactactttc
  3820681 agaagggaag gagaataatg agcttgatga tccagactgc ataggtctta acatattaag
  3820741 gtatatctgg ttttgctctt cttcacttaa accatatttt aataattcac tctttaattc
  3820801 atcatcattt tttaatccaa tattactaaa caaattaacg tacatattaa tttgctcttc
  3820861 ggttaatagc ccattgttat cacgccatct gattgggtta ttcctcacca tccgatataa
  3820921 attcagtccg tctatagtgc ctgcggggtc ggcgcttaac catcggccca gccacggttg
  3820981 gtaataacgg taaccataat aatacagccc ggtggcatcg cgctctttac cggaataacg
  3821041 aacggtttta tatttggctt ccacggtatt acgggaggct aacaccgcgg taccgccaaa
  3821101 tgggtaatat tcttcctggc tgataatatc gccatcgctg tctaattcga ttaacgccga
  3821161 gccaaggtga ttatcgaaac tgtaacgcag ttggtcattg acgatatcaa cgggttggcc
  3821221 gctctcccag tgtaataccc gtacctgagc acggcccgca gcacccacgg ttatcacctg
  3821281 aaaactttct gtcagattat tgtcattatg ttggccacgc agttccagtc ccgctaaata
  3821341 aatgaccgaa cgggtttgga tggcgttatg ggttttatgg agactgattt tggccacccg
  3821401 cctaccgctg ccatcataga gataactttc gctgtcactg atgccatcgt tgcggggcac
  3821461 aggttccacc tgctgtaact gattgcggct gttccagcgc aggggctgac cgggttgcag
  3821521 ttgttgctga ttacccgccg catcaaactg ggagcgaata tcacgggcga tgatgccatc
  3821581 ttgttgctga atgccgtgat tggacgaatc ggacaccgtg atatgggtac tgtattggct
  3821641 ggcaccggta tgctgaattt ttagcaggtt accggcgcgg tcatagtggt agctgcgggt
  3821701 gtagttgacg aactggttgc tgtcgttcag tgacgccaac gcgggtaact ggctgttttg
  3821761 tatgccgttg gtatccgctt cacggccagt ggcctcgata agctgataca gtgcatcgta
  3821821 gcggtaagtg gtttccggca cgattttctg attacggtag aagcgggtgg cttcggcgtc
  3821881 attatggatg gcgagaatat tcccgaccgg gtcataatcg taacgcaggt cttgtaaccg
  3821941 ggtcgggcgg tctttcttcg ccggacgggt ggttttaatg ccgattaagc gctgagtctg
  3822001 gggttcataa cggtattcgg taatcacccc gttgccgctc tcttcgcgca gtttttgccc
  3822061 agcagccgaa taggtgagtg aacggaggat cacctgttca gcgctatttt ttattgttag
  3822121 ccacgaaccg ataagttgtc cggcgcggtt ataggccatg cgctggatat ggcctttggc
  3822181 atcggtttgc gtgagtaact ggccgagagc atcggtggtg ctatggctaa caaacggctg
  3822241 ttcgctcagg cgagcgcccc agttttcctt ttcgccaaac cagtcaactg ggcctttggg
  3822301 attcgtcagt agacggcgct gttgttgcag tggtacgcca ataatcgact ggctaatcag
  3822361 tgcctgcaaa ccagcgctgt cgtaatggcg tacacactgg ccgttcaggt tgcagttttt
  3822421 atcctgctcg ctgtttgtgg catagaaaaa gcggtcggta accgttttca ggccgccttt
  3822481 ggcttgctcg tggtaactta gcgggcggcc taaactgtgt tcaccggtct catactccac
  3822541 ccagcggcgg gtgtggtgtg catcgagcgt gagcaccgtg cggccagcac tatctgccag
  3822601 ttgcagtgta ctgccgctat cgacgctgtc ggtgcgcagt ggaacaccgc tgaggctgta
  3822661 ttgatagcgg aaattatcca cctcaaggcg cggatcacgg ctggcgatta gctgaccgga
  3822721 ggcgttatag cggttgcggc tgatcagttc gtcaacggtt tcattatgat cgcggcggtt
  3822781 ataagccagt gtacgaatag ctaacccccg gttatcgtgg atggtgaggg cgggggtgtt
  3822841 ggcgcaaagc tgggttggta aacttgtgga cataaaatgg ctccttaata ttcttaatat
  3822901 tcttaatatt cttaatattc ttaatattct taattatcga ttctgtttgc tatataaata
  3822961 acgtgagtat tcacgtgctg cttttatgtc agttgttcgc tctccggcaa agggatttgt
  3823021 tttccttact aatttcattg catcataagt aatagcatca acatttattt catttttatt
  3823081 cttatcaatt atttccttta atttgttttt ttcttcaaag ctatttatac gactttgtgt
  3823141 gtattttttg tttattatca tggcggtggc aataagtcca ctgcggccat ttcctgctgc
  3823201 gcaatgtata cctactttgt ggttgttatt ttgaattgtt tttatcatgt tgacgatacg
  3823261 gtctatattt tctgaggata attcatcttc gctaaagtaa tcaattattt catattgttt
  3823321 ttctgctata taatttattc ctttatcggc taatattgac gtaaattcag gaatatcttc
  3823381 actggttaaa tctagtgtca acagcgtatc tattgaacca tatgctttaa gtctctctgc
  3823441 agactccaac atatcctctg tgctggaaaa gtctttataa taaggtctgg gcatggtggc
  3823501 tagatttatt tcgctaatga aatggaagtt ttttattttg tggggtgaag tattctctaa
  3823561 tatttcagaa gaaccggaag aaccggaaga accagagggt tcatcgtcag attcaccacc
  3823621 atttaaatgc aagaataatt gcttactatc agcagggagc agaccgagtt tttctatttc
  3823681 tgattttaat tcagccatag atgatatgtt tttttttgca aaatttgctt catgtttagc
  3823741 aagaagctta tcggtcatta acccatcccc atccatcaac cccaccggat tattcctcac
  3823801 catccgatat aaattcagtc cgtctatagt gcctgcgggg tcagcgctta accagcggcc
  3823861 cagccacggc tggtaataac ggtaaccata ataatacagc ccggtggcgt cacgctcttt
  3823921 accggagtaa cgaacggttt tatatttggc ttccacggta ttgcgggagg ctaacaccgc
  3823981 ggtaccgcca aatgggtaat attcttcctg gctgataata tcgccatcgc tgtctaattc
  3824041 gattaacgcc gagccaaggt gattatcgaa actgtaacgc agttggtcat tgacgatatc
  3824101 aacgggttgg ccgcgctccc agtgtaatac ccgtacctga gcacggcccg cggcacccac
  3824161 ggttatcacc tgaaaatctt ctgtcagatt attgccatta tattggctac gcagttccag
  3824221 tcccgctaaa taaatgactg aacgggtttg gatggcgtta tgggttttat ggagactggt
  3824281 tttgaccacc cggctaccgc caccatcata gagataactt tcgctgtcac tgatgccatc
  3824341 gttgcggggc acgggttcca cctgctgtaa ctgattgcgg ctgttccagc gcaggggctg
  3824401 accgggttgc agttgttgct gattacccgc cgcatcaaac tgggagcgaa tatcacgggc
  3824461 ggtgataccc tcttgttgct gaatgccgtg attggacgaa tcggacaccg tgatatgggt
  3824521 actgtattgg ctggcaccgg tatgctgtat tttcagcaga ttaccggcgc ggtcatagtg
  3824581 gtagctgcgg gtgtagttga cgaactggtt gctgtcgttc agtgacgcca gtgcgggtaa
  3824641 ctggctgttt tgtatgccgt tggtatccgc ttcacggccg gtggcctcga taagctgata
  3824701 cagtgcatcg tagcggtaag tggtttccgg cacgattttc tgattacggt agaagcgggt
  3824761 ggcttcggcg tcattatgga tggcgagaat attcccgacc gggtcataat cgtaacgcag
  3824821 gtcttgtaac cgggtcgggc ggtctttctt cgccgggcgg gtggttttaa tgccgattaa
  3824881 gcgctgagtc tggggttcat aacggtattc ggtaatcacc ccgttgccgc tctcttcgcg
  3824941 cagtttttgc ccagcagccg aataggtgag tgaacggagg atcacctgtt cagcgctatt
  3825001 ttttattgtt agccacgaac cgataagttg tccggcgcgg ttataggcca tgcgctggat
  3825061 atggcctttg gcatcggttt gcgtgagtaa ctggccgaga gcatcggtgg tgctatggct
  3825121 aacaaacggc tgttcgctca ggcgagcgcc ccagttttcc ttttcgccaa accagtcaac
  3825181 tgggcctttg ggattcgtca gtagacggcg ctgttgttgc agtggtacgc caataatcga
  3825241 ctggttaatc agtgcctgca aaccggcgct gtcgtaatgg cgtacacact ggccgttcag
  3825301 attgccgctt ttatcctgct cgctgtttgt ggcatagaaa aagcggtcgg taactgtttt
  3825361 caggccgcct ttggcttgct cgtggtaact tagcgggcgg cctaaactgt gttcaccggt
  3825421 ctcatactcc acccagcggc gggtgtggtg tgcatcgagc gtgagcaccg tgcggccagc
  3825481 actatctgcc agttgcagtg tactgccgct atcgacgctg tcggtgcgca gtggaacacc
  3825541 gctgaggctg tattgatagc ggaaattatc cacctcaagg cgcgggtcgc ggctggcgat
  3825601 tagctgaccg gaggcgttat agcggttgcg gctgatcagt tcgccaatgg tttcattatg
  3825661 atcgcggcgg ttataagcca gtgtgcgaat agcgaacccc cggttatcgt ggatggcgag
  3825721 ggtgggggtg ttggcgcaca gatcagtggg taatatattg ggcataaaat tattccttaa
  3825781 acgagttatt ttacggttgt gaaatctatc gttgcaaaaa gcgtaacgct gactcccggt
  3825841 tagcattaca gcgcaccatc gccaggcgag tgcgctccac ataatgtgga taatctcccc
  3825901 aggtctgcac atcaaacgtc ggcatctgac acggagggag caaaacctca ggaaaaggca
  3825961 aacactcatt taccgtcact gaaggactgc tgctgcatgc ggataacagc agcaggcaca
  3826021 ggctcctcag cacagcggtt acctttttgc gccagtcgca agcgtttttg taattcactg
  3826081 cttttttctc cttccagacg ctcttgttcc tgagcttgct tgagctgaac cgtggtggcc
  3826141 tgaatatgct gtgtgagttg ctgattgatt tgcccaatgc gcgccaattg cgtggttaat
  3826201 tgcacattct cctgattgag cctatccagc gttcggctgg cttgcacacc ccaaacaatg
  3826261 gcgacaacac cggccagcag catcatggat ttgcccagac cgaataaggt gctcaagctg
  3826321 atcatgggta gcattctctg ggcagctcaa aatgcggacc atcgcgaaag tttttccaat
  3826381 cgccccccca ttgcaatggc agctccatcg ccttggcggc ttgcttcatc gccttggcga
  3826441 catgtacaaa agcatgccag tcatcccaag ggattctgtt attcaccatt ggtgccagat
  3826501 caaccgcatg gccagtgaga tggcggctgt tcatggtttt actgtggcca ttgagcacca
  3826561 tttgccgttg gcgttcaggg gtgcgtatcc cttcgattac cctaaaatca atatgggata
  3826621 aggtgagtgc gcggcgtact atcaggacta agtcgggatg aacatggtgt aagttatgtt
  3826681 cacttatttg gcttaggcga aacgtgggtt tgtcattcat catagggtcc acctgttatt
  3826741 tactgtggct gaaaaagcgc tgccagagat gtttcagtgc ggtgttaccc atcgcgccga
  3826801 ataagcctgc gattgcaaac gtgatatagc ggctactccc tgtttccagg gtgaacaggc
  3826861 tgcctatcaa acccgtaaaa gcagaaacaa tgacttggca gagaacacct acccagctcc
  3826921 actcttcata ttcgttgttt tgatcgacga tatagcgcac taatcctccc caggccgaaa
  3826981 atgtgccaat gatcacccag gttataaaaa aatcatcgat gggtacctgg acgtgcattt
  3827041 tgtcaatatc ctctgtgcat acccgtcatc tttcatgttg caagcgcaga ggcagatcat
  3827101 cgtcctgcgc cttgaaatga cagggtatag agcctgaccg ggaaggggcc ggttaggctc
  3827161 tgcggctaat attagggatt cggcgtgatt tctgacgccg tgtcattttc atcctcactg
  3827221 ataacaaacc acgggaaata gtgagttcgt cgcagataac ctttcgcggt gatcactttt
  3827281 atttctcgcc cgagtgggtc gtaaatatgg gtatcggcgt aagcctcttt gagggttctg
  3827341 ttattggcga tataaagcca gatccagttg tcgaaaaaat aaggttgata acggcggcgt
  3827401 ggcagacctt tattgtcgta ctcggtacgg ccagagaccg cccagcgttg atcgacttcg
  3827461 agttgcacca gattgccttt gtcatcaact aagaggccgt tttccggatc gaatgagtaa
  3827521 gagggtcctg tctccacccg tcgtgcgctg agtaatacgc ggccaaagcc gtcactgaaa
  3827581 gcgagagttt gttgatgctg ttgtggttca gaagcagaaa agtagttatc cacgacgacg
  3827641 gttaatatat gaggcggttg gcgcatggga tttttcaatg tcaggccaac accttcagtg
  3827701 atgagaaggt tgttttgtct tccccagcgg cgtagcgcaa gggggcaaag ataatagtta
  3827761 tcgatcagaa tatgattttg gaatagatat tctggagtaa tgttattggc tctaatccat
  3827821 atttcaatgt catcaagctg taatgaaatc atccaactct gaggttgata gacagagaac
  3827881 tgcgcgacgg gaatgcgggt attctccagg ctgagagctt tatcaactga attgggggcg
  3827941 ctaaagggct gttccgcgat ggaaggaaaa ccggtttcaa tgactttatt ggtttgtgga
  3828001 tcaatctcgg tgcccgcaaa acggctggag gtaacccgcc ccagcgcatc tagctcgata
  3828061 taatgttgat tatcattgat atctatcagc agataagggg tgataaagcg ataatcgtat
  3828121 tcagcatggg tgatgctgta atcggccaat ataatgtcac tgacagcaca gcaggtggca
  3828181 tcccattcca aaatggtttt cccgactaat tgcgtactac gttgactgat ggggcgatag
  3828241 aagcgggagg catcaccata gtcagtaaac ccactttggg cgacccaaat atccgtttct
  3828301 ccggtgcgag caaatagacg gggtgctatt tgataaccgg ccttgataag ctgctgttta
  3828361 cgctcattcg ctggtaataa ttcatccaat gcgaccaagg tttgatcgtc aaattctgcc
  3828421 tgttgactgt aggcaaccag gcccggaatg gtgtccgagg tgtagaaaac ctgctgctgc
  3828481 gcggtaaagg ttcgctctgc tttagtacca agcaggccct ctggctgctg taattcttcc
  3828541 caatgaatcc ccgcggtagg cacgaaattg tcgggatagg tcagtacatc actgcgctgc
  3828601 ccggcaggca ggcccagcac atagaattta tcactgatct catggtgata agattgctgg
  3828661 ctttcagtga tgcgcaactg ttgctgttgc tcgtcaaaat ggctatccca atgttccttt
  3828721 gccagccagg agtacgggga aatacgggct ttatcgcggc gtggataatt gattgtcaca
  3828781 ctgtgtagtg ggtgaccata ttcattgcaa cgcagcacaa tctgctggct gcattgcggg
  3828841 tcttgcgcga tacgttcgta gtgataactg agttgttcca gcaccatcgg taaggctacc
  3828901 ggggatgaga ttccatcagc agaggattga atttgccgca cctgatagcg agagctgtta
  3828961 acgctatacg gttgtgtcgc cagttcgctg tcgtccagac catagagttc gctgcgtagc
  3829021 aatgaacctt tcagcgcccg gtgcaaccaa aacgtttgat tatcatcgag ttcactgagt
  3829081 aattcgtcac cttgggtatt gttaataaat tttgtcaggc gggtaggcag caatgagtag
  3829141 gcttggtcat cgccctgcca atactcactt tgccatagtg tttcattgcc tgcccggcca
  3829201 gtgtggaacc agcgactgct tttggtcggc gcagtgcgtt cagcggcact gccttgtgcc
  3829261 gaggtatcgg tatccagcgt atcgacacgg ccaaaaccac tgaattcacg ttgcacacca
  3829321 tcataaaaac catggaagta gcgggcggtt tggctcaggc tgttaccggt tatctcatca
  3829381 aattgcgtgg tttgcgctaa tagatggatc gggaagggca attggcaggc cagtgatcgg
  3829441 ccctgtttgg ccgcctgtgc tttttcatcc aaccagaatt ggacagaact gcggtaaagc
  3829501 aactgactct ctgcgcccat attattgttg gtggtgcaca gtaaataggg tttactggcg
  3829561 acaaaatcat agcgccaatg ttgtgtggtg gggtgcggca cactcaacat aatgctggcc
  3829621 acgcccagcc cctgaatatc tgccagtgac agttggcagc tattatcaaa gcgaatgcct
  3829681 gttggcaacg cgatagccag tggttcggca aagcggttac cactctggtt gcggtaaatg
  3829741 agcagttggc tggtggtggc ataaataagg tcaatggtac cggagccatc aatatctgcc
  3829801 agatagatcg ctagtggatt aaattgctca actggctgat taaatcccgg taaagagagg
  3829861 gggtgaccaa agcggccatg gccgagattg ggccagcagg tgacgctatt gtggcgtatt
  3829921 cgcaccagat gttgttggcc cgaacccatc acatcgctga acgccaccag ttcagtgaag
  3829981 tgaactccgg gtagtggtag cgtgatgtca tcatcttgtg ctacttgggt tgcggcagca
  3830041 aaactgtcac acagattggt atacacgcgg acactttttg gcccgactaa cgccagatca
  3830101 gataacccgc tgccggctaa atcgaccagt tgcgcttgtg gatggaaata ctccgctggc
  3830161 aaggtagata acgggatgaa ttgggtccag ctaagatcag gatcacggct aaggtcagga
  3830221 tcacggctaa agtagcccgc taagcccggt tgactgatca cccaatccag cttgccgtca
  3830281 ccattgatat ccatcaacat ggcattttcg cgcatcgcgg gtaggctcgg taaccgttgg
  3830341 gccgcgccaa aagtgatgcc gtcggcggtg cctggttggc gaaccggtgg gcgataaatc
  3830401 cagtgaccgc tgtcctgata caacatcccc ggcatccctt cgccgttcag atccaccatt
  3830461 tggtactgat agttaaattc agcccaatca gtaagtggtt gccaaccaag ggcgtcgcga
  3830521 gtggaaaaat cctgataatc aaattctagc ggtggcaggc tacgtttggt gccatcgggt
  3830581 tcatgggcta actgttggca accgaccagt tgggtggcat aagcatcgtg ctgatagtgt
  3830641 aaacgcagac ggctaaccag cgtggcttga gcatcgggtt catcaccttt aagtgctgac
  3830701 aaattatggt acatcaacac ttgctgacac aagcggcggg tacgcacttc aaagccatag
  3830761 ttaaagtgtg agaaggcgtc ctgacggaaa ttccaggatt ttccttttat gattaccggc
  3830821 acttgctccg cgatattact gtattcgccg tgatcaaaaa tcaggctaaa taaccagctt
  3830881 gtcggcgcag gttgctgagt cagacaatag agttcatacg ccgcttggcg attaccataa
  3830941 accacgcgtt tcagatagcg ttgcgcactg gctgctggat gattttgttt ttcagcctta
  3831001 taaatactag gctcatcaat gccttgttca tcttctgcct gatactggta gccgatatgc
  3831061 tcaccgctca gagacaccga ctcttccagt agccattcag caatatgctc agggtgcagt
  3831121 ggatcggcaa ttcgcgcggc agcggaatac cccaaacagt gtttttggcc atctgaactg
  3831181 tggactaacc aaaacggtgc ctggctgtta tttgtccggg gtcgccaata ctcaatgcga
  3831241 tgaaaattgc cttcaatacg tggtaagtaa cgaattacgc tgaattgttc cccatttagt
  3831301 gactgttcag tgcgttcgat actgccctgc ggatccgcgg caaccaccat gacttcccca
  3831361 ttgggagcca gaaattcatc atactcatcg taacgtggca cttgggcgtt ggttcggcgg
  3831421 cgaatcgcca tggtgccgag ttgccagcca aggccaaacg ggccgttacc actgccgcta
  3831481 ctgtaactta gcgtgagcga gggggcgtaa ccgcggcctg cggagatcgg cagaggcagc
  3831541 gtcagtgttg ccatgccact ggggccgata ggacctaaac tatcgcccat accggtaatc
  3831601 gcaccgcccc ctttagggag cgacaaggga gcaacggcca cttgctgttt actgttttcc
  3831661 ataaagggct ctcctatcag gccctctgtg gggcctgttg actgaggtaa cggcgttatc
  3831721 aagaacggat ggtgtagcga atatgcaaaa tgatgtcgct caggctttgc agcagcagtt
  3831781 tttgtttgct agttgcatta gggaagcgca gcaccaatgt gcccttgtcg ctgatatcaa
  3831841 ttccttcaaa cggcagatat ttaccgtcgt taaagtccag taggaactgg ccgctatcgt
  3831901 tcattccgcg ggagatcgcc agcgcggtac acccttttgc cagatgggta ttttcacccg
  3831961 cataatcgag agtggcttga acatcctgat acggccctaa cagcgcaggt aaactcacgc
  3832021 ttatctgctt gatgcggcgg atatcaccca aatgcatggt ttccggatag tcctcaacca
  3832081 ggttcaggcc cttgatgctg agggaggtaa ttaaggtgcc attttttaat tcaacaaagt
  3832141 cttgttcatt accggttttt tggtctttat cttgcgccat atagcccgta acgatttctg
  3832201 ccagattgaa cttatggtcg cttaactgtt gataatgttg tgccaatgaa acggtacgct
  3832261 ctacttccag cgcccgctgt tcttccatca gccacacatt ttccaatttt tgcagattga
  3832321 gttgcaggtc ttcacccgcc agtagtcctt gatagagatc gttccaaccg gagcggataa
  3832381 ataagccatc ggtcttcgct ttatcgacct ctttttccag tgccgccttt gccattaaac
  3832441 acaggggttg agtggcatca aacagttgga aatagaggcc cgaaaggcga cctgccatcc
  3832501 agttgtataa ctctttgccg gtaaaacggg tgctttgcat ctgatacagt gcgtcggcat
  3832561 ggccttgctc taactcagct aaattcagct gtttttgcgc catattgagc tgttcctgca
  3832621 cactggtata ttggtgcgct aactgttcaa tgtctttatc cgcctgatct ttttgtaagg
  3832681 tccactcttg tgcgcgacgg ctataattgg cttttgcatc acggacaccc gcggtggttt
  3832741 ctagggccat agccatactc tgcattcccc agccaaccgc ttgtgatatc gccccccagc
  3832801 gagaaccccc gtcagccaag ccaaaaacat tgggcgcagt atccaaaaca gcactaagcc
  3832861 ccaaggggac gagagactca ccattgaggg ccgcagaggc aatacgaata ttaatcgcta
  3832921 attgctcatc gctggaaata ccgttatcca gcagctcctt ataatgctta cgccgttgtt
  3832981 ctgcagcact ttttagtgaa tctgtcgctt ctaggctggc ttgcaagact tggatattgt
  3833041 tgttttgaat atctttagtg tgctgcaaaa ctttctgttg ctgttgttgg aacaacaacg
  3833101 tcatggcttc gttatcctgc ctctccagca cgctttgcag gctgttgccg aactgaatca
  3833161 ccgcactgac ggcacttttt gcccgttcaa ttaacagtgg aaagcgatac agcgaggttt
  3833221 gcgctgttgc tatttgctca ctactattga tgccattacc ggccccgtgt tgacgctgca
  3833281 atgctttagg atcaaccggt gtagcaaaga ggggtaaatg taatggttgg ccatccaaat
  3833341 ttagattatg gcgcaggtta tataagcgaa tttccagttt atcccaatag gataataaca
  3833401 gttcattata gggtggcagg aaatgactat tctccaattg gcgactttct tctgctaatt
  3833461 tgatgttttc ccactgatga ctactattaa ggtttggacg tggccccaat aattgactgg
  3833521 cctgaatata gtgtatttta gcttcggcca gcgtatcccg ttctaattga cgataagctt
  3833581 gatcgccttg gctaataatc aagtctaagg tacgcataaa gatcgccagc ttatattgca
  3833641 tcggatcttg catggcaata acatccggat catcggttgc ctgtattagc gtgtttttat
  3833701 cccaagcggt atcttgttgc agtggtagga tattccaata aaggatatta tcgccttcct
  3833761 ttagcaagtt gccattccca tcacgataac cggcactatt aaacagatat tttaaccagt
  3833821 gctgtgccag atcaaaacgt tgttcattta ggaaccgcat agacgccagt aacggaatgt
  3833881 gaaagaataa ctcccataaa taaataccgt aagacccatt gaatgcattt aatttaacgt
  3833941 tatttttttg ggtgttataa ctgagtaact catcaactga tgtttgaaat ttttctttta
  3834001 atggcaggct attcggtgat agtaaagaga ttttatcgtc taattcatcg attatttttt
  3834061 cttcaggctt tattctattg aatacaatag tgctggctac caattcatta tatggaaata
  3834121 ttctaatttc aaatttatct atgagattta tttttttatt ttctcccttt tcattgttta
  3834181 tagttgatat tatcttttca ttctcaatta ttttaacttc accgatggtg ccattatctc
  3834241 cattgataag tttttccgct atttcaaacg atataccatc gtcattgcac aatattttaa
  3834301 tatgaccatt aatatagcca tgaagacgtg actctattct ttttatactg gttccattag
  3834361 ttaagaataa attttcaact tcttctttag cgtttgggtc accttgattt acaaagaaag
  3834421 gaggcaatgt tataacctcg gttgaggtgc tcaatttaaa tcctatatcc atattaataa
  3834481 tgagttctga ccaagtgtta tcatcgtttt tgtatacacg attgtaatga tatttctctg
  3834541 tggtttcatc tttatcggtc ctaatggaga atttattaat ccaatcaata taaagactac
  3834601 ttcgatgcca actaagattg ataaagaatt tttcttctgt gccattgata ttgcaattga
  3834661 cttttttcca ttcagaccag cgtagatgat ggctatcatt agacaattgt tcaccactac
  3834721 gccaataata ttggcagggt gattcacggg ttttaccgag gaaaaaatga gtcttaatat
  3834781 tttctacata caactctttg atagtatcta tttgagccag tttttcatag ctgattaaat
  3834841 agctttgcaa tgctgatttg actgattttt ccgtcagtct gctgttgttg atgctttgtt
  3834901 caaaagtatt aaatagctca gttttattat agcgcaatgt agggtcaata tagtctgccg
  3834961 cataatacat taacttctct ttacccgccc agcgcgcata gcgtttatta taactgttcc
  3835021 agccatgcag aaagttatcg ctactgaaat gtgtactgat gtttttttca tggagatcat
  3835081 tttcttctcc atcaacacag cgattaatat aaatttgtag gctactgatc gcttcggcaa
  3835141 taggtgaggt ttttacttca tggccaattt tagtgtctaa caataaatat tgatacagtt
  3835201 gttctgcagt tttaattttc tcgtcaccgc tgacattttt agcaagatag tagttaacca
  3835261 atgcgtcgcg gcgcgattcg ttaattttat ttaatacagt gctagtaggc ataattatta
  3835321 ttcctattaa atttggatgt aataacgttt ttttaaagat taactcttag cttgttggcg
  3835381 atattctcta actcgttact cttatcatca aaaatatagt tttttatttt aattatggtt
  3835441 ccaggatgga tttttaattt ttcagcgata taaatgtgat ttttcaataa taagattgat
  3835501 ccaaacccat tagtcaattt tttatcaaaa ctatacattg gtttttgttc aaaacgataa
  3835561 ccatagtgtt cttcataatg ataatcattt ctattctcat aatggaaagt gaagtttatc
  3835621 ttttcgccaa aaataagtat aaatatacta ttagcaatgt ttatatccca atggtatgcg
  3835681 tctgccaaac gtatgattat ttcactgtcc caattattaa ttagtgactg tatattgtct
  3835741 ttggcctgtt ctagttttat ctcctcttct ttctttttac cttctaactg aatttttgat
  3835801 ttttcaaggt ttgatacttc aagtttaagt gctttataca tggggtgttc tggggggaac
  3835861 agtgttgcgc taccatttct aatcgatatg gttgaatcaa tatcatccat gctgttattt
  3835921 atagaaccaa tgctttttgc tattgacctt attactttat ctgctgaatt tcttaatttt
  3835981 tcttgttttt catttgtatc agtaatcagc tgttgcataa tgtcaaataa ttcgctttgt
  3836041 gacaccttag cctcttgttg gcataactta aattcagata ataactttaa cagcgtgata
  3836101 cttggagaag gggcactgcc tctattatca atgccattgg gtaataagat taatgctatc
  3836161 tcttgttcag acaactctgc ccattgcgca attaatacgt attggctcag tttttggcat
  3836221 tgaataagca agggttgatg gatttccagt tggtgcaatg aaggctcttc agcaaaggtc
  3836281 atggaaatat tttgccaaaa tctttctaag gtaaattcag agtcattttt tgctaaccaa
  3836341 ttgaccagcc ctgcgactac attagctttt aggtggaagc cgtttgccaa gctgcgatac
  3836401 agattaggtt tgagcgattc ggaataaact tgcttaccta aggtttgata aatattggat
  3836461 aagaaattaa ataattcagg ggtcgctgtg gtgctgtatt gcttggtgag catggcttgt
  3836521 agggtggtga tatccagttt ttgctcactc atccattgaa gggtattttc tagcacaata
  3836581 atggcatcaa taatggtcag agcattaccc tgggctattt tttccataat attttcatct
  3836641 ggatggctat ataactgcca tagatattca gcttgcgaga aactcacacc aagtgtgcgg
  3836701 gggatcattg ccatacggta taattggctg aattttttac tattcatctt tacgttgcta
  3836761 attgaactct taccaaagca atatttcgca atacgtaaca gttcttcggc agtaatgccc
  3836821 aatgccttgc ggataatcac ttcccacgaa ccctgatcaa ggaagttaaa tcctgcatct
  3836881 acatcaaggg tagagaaaat ctgctggaag aaactggttt tattttcgtt ggtatgggtg
  3836941 gtgttaacgg cattaataat ggcgataaac ggatcgacag acaggccgta acgctgatgt
  3837001 aaacggcgat actcggagat gatcgtgagt atttcgggtc tgagggggct atctttatca
  3837061 ctgctacttt caatggcatt tttattaagc cattgcagtt gttcaacgct gagttgcgtg
  3837121 gcatgtgcca gacgtttggc gctgttatca tccaatgggg attttatgtc aattaatgca
  3837181 tagctggccg ggttcagccc gagttgttct tgtactaacg cgggggtaat gggattagcc
  3837241 catggatcat tattctccgc taacagggct gcaatttctc gcagactgat agctttatct
  3837301 tccagtattg cattaataac tgtcaggtta tcgtcataag gtagggtaaa agaaacgtca
  3837361 tttgcgtgtg cttcggtatc tttagccagc ttagccagag gtgcattcgt ttgcagtaca
  3837421 ttgagtaaga tctccagcga agagacttct tgattcatat tactgttact gttactaagc
  3837481 accagctctt gtaaatcagg gcggcgttta tcgatatgca gtttgtttcc atcttcatgt
  3837541 aactcttttg ctacatgata caattcgcat aaatagcggc ccggagagaa caaggattgg
  3837601 atagatgccg gatcggcata ctcatttgct cgttctggta ttccttcggc cagtgaaaga
  3837661 tctgttctgg cttcaggctg caatattttt ggtgcaacag aaaaggccag tttattgatg
  3837721 ccactgagta ccggatcgtt gcgtagctgt gttgcccgcc tgacggcctg gcggtggcgc
  3837781 tcttctgctt tggcttgctg atgaatcgta ttatcagtat ccgctataac ggatgcagta
  3837841 tggtcgatat tatcttgcat aatttacctc tatacttagg gacattagct tgggatgtga
  3837901 aacagcaggt gttaacgatg tgcttactta aataacctgc ctgcgtaagt tcctcggaat
  3837961 taatttttct gcaactccaa ctactttagg gataaaatga cgcgctatcg tttctgtctg
  3838021 gtgtttttat tgttatcttc tgtttaacta aattttagtt aaacaaattg tatttaacta
  3838081 cgtgttgcat ctgacttagt gttttttctc tgccttctgc cactgcagga gtgaattatt
  3838141 cgttatgtat tggatgaaaa attctttgtt aattactgag cttttaaagt aaatgtaata
  3838201 ggtaatgtca aagttgatat ctgatataaa acttatttcg gtagagtgac ttatcttttt
  3838261 tttatcaaaa aaataatttg ttgatagcga gattcctgcc ccttttttaa ttatttcatg
  3838321 gcgaactctg gcatcatcaa tacgcagtac attccctgag tagccttgtt gtattaggtt
  3838381 gtgtgaaaat cgcttaaagc agcaggaaga gcaaaaaata ctactttgta taaagggcag
  3838441 tttctttaaa tattcaactc tatcaggcaa gtcattcaaa tgtgatgcat acagtaattt
  3838501 tatttcacaa ctggcggtta gctcagtatc gaaatcatag ccttttatct ctttggtact
  3838561 gatgacgata tccatttgac tgatatcacc aatattctct cttaactcaa tgttaaaatt
  3838621 accttttttt ataaagtaat cacatatcac gccagcatga tctgaattca actgataggt
  3838681 ggcgatattt ataataccat ttttattctt tttgtaattc tttgttattt cagttaatcg
  3838741 cacgtaggtt gggtaaattt cttgataaaa agccgcgcct tccaatgtca gttttaatcc
  3838801 cgatgttgta cgtgtgaaca gtttaaaacc cagttcctct tccagtattt ttaagcttct
  3838861 actcatgggg ggcggtgttg tgaatagttt caccgctgca ttagtcaacg atccctcttg
  3838921 aaccgtagta aagaatacga gtaaattttt tgatataaac atatgcacca cttatttact
  3838981 attagttgtc gcgatatgta gatgtacaat atatctataa tataagttaa gtctatttca
  3839041 tatattagaa taattagtgt tattttagtc aactaaggag acgggttagc aaaaatactg
  3839101 tatgttaggt aatggtattt cttacgtaaa ttagcataat aaatatctta tttaacagtt
  3839161 gtttcttatt tcaagatgat ttttaatcat caggttaatt tgttatttga tataacatac
  3839221 cgttagcgat aatcctgata aacatcagct acccgtttga aatactcggt caaataatca
  3839281 atgcagacct gaactttcag tggcatttta tctttttcag tataaagcgc atataccgga
  3839341 cgcgggtctg agtgatagtg tttaaataga atctcaacct caccacgttt aatttcttca
  3839401 atcacccaca ttaagggggt ataggcgata cccgccccgg cctttaacca acggatcatg
  3839461 gtttgtgagt cattggtgac aaaacggccc tgcggtgata tttgggtggt gataccttct
  3839521 ggtgcgatca gctcaaaatt gctatctggg cggacgttat actccaacca ggaaaaattg
  3839581 gccatgtcac tgggttttgc tggcgtgcca tattgtgaca aataactttt tgctgcacac
  3839641 accaccatag gcatagcacc gaggcggcgc gaaaacagcc ctgagttttg caaggcaccg
  3839701 acgcggatca ccacatccag gccatcagct atcagatccg gtgcaggaat accggcaacc
  3839761 agattcactg ataaaccggg ataggctttg agcatatcgg ctgtcatggt ggccagcaca
  3839821 ttttgtgcca tggtggagga gcaaccaatg cgtaatgtgc cggttggggt attattaaaa
  3839881 gcatacaatt gttcgtgaac ttgctgcacc tcctgcaaca tacgccggca gccttggtaa
  3839941 taaatccggc ccgcttccgt taagccaatg cggcgagtac tacgatttag tagcttaacg
  3840001 ttaagctcat tttccagttt tgataccgtt tggctgatgg aagagacact gttctccagt
  3840061 cgtcgtgctg cggcagtaaa agagccgcac tccaccacct tcgcaaaaac agacatctgt
  3840121 tttaatcttt ccattactta ttccatctgt attattaact ctggcttaaa agtgatttag
  3840181 atcacacatc gtagataact tgataataag caggctaata tactgttgtc gggagaatag
  3840241 cctcacgttt tgcttatcgg tgcgaatacg gcaccacgcc gaagcgttat cataatttat
  3840301 tcaattcaat agcttcagtt taacccataa gactgcctta tggcttttgc tttgagtgcc
  3840361 cagcaggtaa gttgggtggg taggggcatt aacgcaggct aaatgacccg aaccttaaac
  3840421 ataaaggatt taaagaatga gtttgcttcc ggtgatggtg atttttggcc tctcttttcc
  3840481 accgatattt cttgagctgc taatttcatt ggctttgttt tttgttgtgc gccgcatcct
  3840541 gcaaccaacc ggtatttacg agtttgtttg gcacccggct ctttttaata cggcgctgta
  3840601 ttgttgcctg ttttatttaa catcccgtct tttttcctga ggtcaccgtg agtacatttt
  3840661 cattaaaaat aatccgcgtt ggcatcaccg tcttggtggt cgtactggct gttatcgcga
  3840721 ttttcaacgt gtgggccttc tatactgaat cgccgtggac ccgtgatgct aaatttaccg
  3840781 cagacgtggt cgctatcgca ccggatgtca gcggcttact gaccgaagta ccggtaaaag
  3840841 acaaccaact ggtgcagaaa ggccagattc tgtttgtcat tgatcagccc cgttatcagc
  3840901 aggcgttggc tgaagccgag gccgatgtgg cctattacca gaccctggct gcggagaagc
  3840961 aacgggagtc cagtaggcgt caccgcctgg gtattcaggc gctgtcacaa gaagagattg
  3841021 accaggcaag caatgtgttg caaaccgtcc agcatcagtt ggcaaaagcc attgccgtgc
  3841081 gggatttagc ccgccttgat ctggaaagga ccacggtacg tgcaccagca gaagggtggg
  3841141 tgaccaacct gaatgtacat gctggcgagt ttattaaccg tggggccacg gcggtcgcat
  3841201 tggtgaaaaa agatactttc tacattttag cctatctgga ggagacgaag ctcgaagggg
  3841261 ttaaaccggg ctaccgagcg gaaattaccc cgctgggcag taaccgcatc ctgcatggta
  3841321 cggtcgatag catttcagcc ggtgttacca atagcagtag cagtgccgac agcaaagggc
  3841381 tggcgaccat tgataataat cttgaatggg tacgcttggc gcaacgggta ccggtgaaga
  3841441 ttcatctgga tagcgaagac cagcaatatt tgtatccggc gggcaccacg gccacggtgg
  3841501 tgatcaccgg gccgaatgat cgtgatcctc atcaggcatc gcccatgacc aagttgatgc
  3841561 atcgtctacg tgagtttggc taatatgacc cacccaagct ttattcgcct gcggtttgcg
  3841621 ttcaagctga gttttgccat tgtggcggca ttatttcttg gctttcatct gcaattggaa
  3841681 acaccgcgtt ggtcagtgct tactgccgct attgtttccg ccgggcctgc cttcgctgca
  3841741 ggtggcgaac ctttctctgg tgcgattcgc caccgaggtt ggttacggat tatcggcacc
  3841801 tttatcggct gtattggggg gctggtcatt attgtgctga ccatcagagc gccagtatta
  3841861 acgttgatgc tgtgttgcct atgggctggg atctgtacgt ggatttcatc actggtacgg
  3841921 gtagaaaatt cgtatgcgtt cggtttggcc ggttataccg cgttaatcat cattgtcacc
  3841981 accggtgaaa cgccactact gacgccgcaa tttgcggttg agcgctgtag cgaaattgtc
  3842041 ctcgggatcg tctgtgcggt gatggcagat ctgctgtttt caccccgctc gatcaaacag
  3842101 gatattgatc gattggtcga caaggtgtta gtggatcagt accggctctt acaactctgc
  3842161 attcagccag cagaaaaaag tgagattgat cgcgcttgga atgaattggt taaaaatacc
  3842221 acgtcactca atgggatgcg cagctatctg atgatggagt cttcccgttg gcagcggtgt
  3842281 aatcgccgtt tgcaggtgtt acataccgag tctttggcgc tgatcacgca ggcgtgtgaa
  3842341 acctatctgg tgatgagcaa tcacccagag gtgatcagtg ctgaactgaa aactatgctg
  3842401 agcgaacccg ctcaaactcc tgcagagatc caccagcaga tgaaaaaact gcgtcagttt
  3842461 attgctgcca gccacagtga ggcgatcccg cacaccatca gcagttgggt tggggcagcg
  3842521 actcgctatt tattactgtc gaaagggatc cagaccaaca gcagcatcaa tcaggtcgaa
  3842581 gaggatattt tggcgggtga tgcgccggtt aagcccattt ctgccgaagg ccatcatgcg
  3842641 atgatcaatg gcttgcgtac cggtattgcc acggcgattg gtggcctgtt ctggctgtgg
  3842701 accggctgga catccggcgc ggggtgtatg gtgatgattg cagtggtcac ttcgctggcg
  3842761 atgcgaacac cgaatccacg gaggatggcg ctcgattttc tggtcggcgt gattatcgca
  3842821 ctgcccatcg gggcgcttta ctttatgttt attatcccgt cgacccagca aagtatgctg
  3842881 ttgctctgta tcagcttggg ggtgctggca tttattatcg gcatcgaagt acaaaaacgg
  3842941 cgcttgggtt cactgggaac gctggctagc accataaata ttatcgtgct aagtaatcca
  3843001 atgatattta atgtccgcca gtttctcgat agcgcattag gtcaaattgt aggctgcttt
  3843061 gtctctttaa ttgtcctgct gttgatccgt gacaacgcga aggacagaac gggcagaacc
  3843121 ttactcaacc gttttgttta cagtgcggtc tcggccctaa ccaccaataa aaccaagcgc
  3843181 ggcgaaaatc atctacccgc gctgtatcag caactgaacc agttattgat gatgttcccg
  3843241 gccgatattg ataaatatcg tctggcatta acgctgatta ttgctcacca gcggttaaac
  3843301 aggactgaaa tcccggtgaa tgcggagttg agcgcttttc ataaacagat ccgctctacc
  3843361 gcagagcgag tgattactgt caacaatgac cagaaacggc gttattattt tgcccggtta
  3843421 ttgcaggaac tggatcaata tcaacagaaa ttggtggatt atcaggctgc tgatgcggtt
  3843481 atccgcccgg ttaagcggtt gactgagatg ttgcgtaaat atcagagtgc gctgatttaa
  3843541 ccgataacct acggacataa ggtgttctca tcacctcatc aagggctata ataagtttgg
  3843601 taccagactg ctgacaaacc ccgataattc gatcttaaat ggtgaggata ggcagggaag
  3843661 gcgcggttcg agccctcata aaggcgctca cggcgtcttt gttatttctc tcttctcccg
  3843721 ctgcaggcac gttgtcatca acctcggtac cttccttctt cgcctccctt tgatgggtgg
  3843781 catcatctcc tcaggaggtt gacactatgc ccgcacaaaa tcctttacaa catcaacgac
  3843841 agcacgacgg tatataccac attggctatt ttgtcggtgg aaaatggtct caggcacagg
  3843901 agcaatttga cgtctacaac ccggcaaccg gcgagctggt cgccagagtg gctaaatccg
  3843961 gtaaacaaga aaccgaagcg gcgattaaag ctgccagcga ggctttccct gcctggcgaa
  3844021 aaacgcccgc taaacagcga gcagagattt tacagcgttg gtatttgctg ataatggaac
  3844081 atcagcaatc attggcagag ctgatggtct ccgagcaagg taaaccctta aaagaagcct
  3844141 tggttgaagt ggcttatgcc gccagtttta tccaatggtt tagtgagcag gccaagcggg
  3844201 ctaacggtga aattatcccg tcagccaaag agggcgcacg tatcctggcg acccgcgaac
  3844261 ctattggtgt ggtagccgct atcacaccgt ggaatttccc gctcgcgatg ctcacccgca
  3844321 aactggggcc agcactggcc gccggttgta ccgggctgat taaacctgcc aataacacgc
  3844381 cattatctgc cttcgcctta ctggcactgg cagaacaggc tggcgtgcca gctggggtac
  3844441 tcaatggtgt cgtgggggat actcatgcta tcagcgacgc gattatggcc agttcagacg
  3844501 tgcgtaaaat ctcttttacc ggctcaacca atgtcggtaa gacgctgatg cgcaatgctg
  3844561 ctgcaaccat gaagagaatt tcgatggagc tgggcggtaa cgcgccttac atcgtttttg
  3844621 atgatgccga tttagaggcg gcggtcgccg gtgctatggc gtgtaaattc cgtaatgccg
  3844681 ggcaggtgtg tgtgtgcgtc aatcgcttct atattcagga tgctatctac gacgagtttg
  3844741 ttaaccgctt ggctgccgag gtgaaaaaac tgaaggtcgg caacgggatg gataaagacg
  3844801 tcaacatggg gccgttgatt aatttggctg gtctggagaa agtagaagag cacgtaaaag
  3844861 atgcgcttga gaaggggggg cgtcttttag cggggggcat cgccatgcgc tgggcggtaa
  3844921 tttcttccag ccaacggtga ttgcagatgc caatgagcag atgaaagtgg cctcggaaga
  3844981 gacatttggc ccgctggccg cctgcttccg tttcagcact gaagccgaag tgattcaacg
  3845041 ggccaataat acgccatttg ggctggcggc ctatttctat acgcagaact tgcaacgggt
  3845101 gttccgcgtt tcagaggcgt tggaaagcgg tatgattggc gtcaatgaat gctcggtttc
  3845161 gaccgagttg gcccctttcg gtggtgttaa agagtctggc ctaggtcgtg aaggttcggt
  3845221 gctggggttg gatgaattta tggaagtgaa aaccctgcat ttgggtaact tgtagacaac
  3845281 cttgtcggtc gagttaatgg gttagcgtta agtatgagtt gtaataatga tgtgtgatat
  3845341 gaatagtcat aatgatatga atggtcctaa tggcattaat tgtaggaatg atattaattg
  3845401 taggaacgat attaagggca acaatgagta gtaccgccgt ggtagggagc ctggggatta
  3845461 aggggatcca tgaataaacg actgatggcc atactgggtg ctgtgctgct attgatagca
  3845521 ggtgcatggc aagggattga tggcgtaacg gtgcgtgata ttggttcctc ggcagagctt
  3845581 gagcgcccgg cgctttcggc ctctgccgct actgagtcgt taacgcaaca tcagaaagtg
  3845641 gtgaaatact tacaaacgca ccatcggcta ccggattttt acctgacgaa gaaacaggcc
  3845701 cgtgagcaag gctgggatgc ccaaaagggg aacctctgtg acgtgttacc gggcaaagcc
  3845761 attggcggtg atcgtttctc caaccgtgag cgtcagttgc ctgacgccaa aggccgtcat
  3845821 tggcgagaag ctgatgtgaa ttaccgctgt gggcgtcgtg gtagtgatcg cttgctgtac
  3845881 tccaatgatg gcctgattta tctgacccaa gatcactata agcatttcat tcggatggag
  3845941 taagaagatg gtaaaggtgg tattcgattt taaccatata ccggatcttc ctgcatttta
  3846001 ccgcgcattt tctcagaatt ttgcgctgag cgaagatttt ggggccaatc tggatgcgtt
  3846061 gtgggatgtg gtcaccggag aaatagcgtt accggtagag attgaattcg ttcatttcag
  3846121 ccgccgccat caacggcgct ttgctgcgat tgtattgcta ttagaagagg ctgaagagga
  3846181 gttggcaggg cgtttacatt ttaatgtcgt tgatgagcat attgtttgat aaatgcattg
  3846241 tttgatgaat gcattgtttg atgaatacac tattttgtga atagattacg cccgccaaca
  3846301 gtattgagtc gggagccggg agtgacccgg ccccgcccga ttactgtttt ttttcagcca
  3846361 gttcacgtaa atacgagaaa atctgacgga atgattttgg cggcttattc gcagcctgct
  3846421 ctttttgtgc attacgcacc agactgcgta attgttggcg gtctgcatca gggtacagct
  3846481 ctagcaccgt tgggatcgcc tcatcacctt ccgcgatcag gcggtcacgc agtgtttcca
  3846541 gtttatggaa cagcgagatt tgctggttgt ggcggttttt cagtttatcc aacgcggtct
  3846601 ggattggttc gacatcacgg gcgcgcaaca ttttaccaat taactggagc tggcggcggc
  3846661 ggccttcttt tttgatcttc tgcgccagtt caatggcggc cagcagatct tcatccaacg
  3846721 ggatgcgttc gagtgcattt ttacccagat caaccagctc ggtgccaagg tctttcagcg
  3846781 cttcggcatc acgtttaatt tcacttttac tgacccagat aatctcatcg tcatcgtcgt
  3846841 ttttattttc tgggacgtca tctagccaat cttcgggctg tttgttcatg gtcaaattcc
  3846901 ttaaaaagag gctaatcgta gcaggttgcc aggctttgtg cgaaattgta caaaaatctc
  3846961 tgttagactc agacctatgg cgttctctat tttatccgta taagtcgtcg tattactacg
  3847021 tcgccacggc acttttctga acgattatct cattaattat ggcagatcga tgaaagtagt
  3847081 cactcaagtt gcagaacagc gtaaaacgct ggaacaagct gttgcacagg ctttagaatt
  3847141 agcccgcgtg ggttctgatg cggccgaagt cgccgttagc aaaaccaccg ggatcagcgt
  3847201 cagcactcgc tttggtgaag tggagaacgt ggagttcaac agtgatggtg cgctgggaat
  3847261 taccgtttac caccaacagc gtaaaggcag tgcgtccacc acggatttaa atccggatgc
  3847321 cgttgcccgt accgtgcagg cggcattgga tattgcccgt tatacgtcac ccgaccccta
  3847381 cgccggaccc gcagacaaat ctctgctggc ctttgatgca ccagatttgg atttattcca
  3847441 tcctggcgat ctggatgctg agcaaggtat cttgctggcg gcccgcgcag aacaggcggc
  3847501 attgcaggct gacaagcgga tcaccaatac cgaggggggg agttttaaca gccattatgg
  3847561 catcaaagtc ttcggtaaca gccacggtat gttgcaaagc tactgctcca gtcgtcactc
  3847621 gctctcgagc agtgtgattg ccgagcacaa tggggatatg gagcgtgatt acgcctatac
  3847681 cattggccgt cggatggaag atttggccac gccagaatgg gtcggtgagg agtgtgcgcg
  3847741 tcgtactcta tctcgtctgt ctccgcgtaa attaccgacc atgcagtcac ccgtgctgtt
  3847801 tgcggctgaa gtggccactg gcctgtttgg tcatctggtg tcagcgatca gcggcggtaa
  3847861 tatttatcgc aaatcgacgt tcttgctcga tcatttaggc caacagattt tacctgaatg
  3847921 gctgaccatt gaagaacatc cacatctctt gcgtggtctg gcatcaacac cgttcgacag
  3847981 tgaaggcgtg cgcacactgc aacgtgaaat cgtcaaagac ggggtgctgc aaacttactt
  3848041 gttgaccagt tattctgccc gtaaattggg gctgcaaagc accgggcacg ctggtggcat
  3848101 ccataactgg cgcattgccg gtcagggcca ggatttcgca ggtatgctga agcaactgga
  3848161 taaaggtttg gtcgtcaccg aattgatggg ccagggcgtt agtacggtta ccggggatta
  3848221 ttcccgaggt gctgcgggtt tctgggtcga aaatggcgag attcagtacc cggtcagtga
  3848281 gataaccatc gcgggtaatc tgaaagatat gctacgcaat atcgtcagtg tgggcagtga
  3848341 tatcgaaact cgcagcaata ttcagtgcgg ctccgtttta ttgcccgtta tgaaaatcgc
  3848401 gggcgaataa taaccttcct gtcatcttac tgttccacaa ctcgcgggta gaaaataccc
  3848461 gcgagtttgt atgcgctttt ccttgatatg atagtcttcc ccagtttgta tggatgtttt
  3848521 atactcgtca tacttcaagc tgcatatgcg ttggctgctc tctttcaccc gaatcactta
  3848581 ctgcagtaag ctcatcggga ctctctcgct tgccgccttc ctgcaactcg aattatttag
  3848641 ggtatatagt caaaagaaat gattatgccg gtattgattc ggggaagttc aaatatgatt
  3848701 gttatgccaa gtacttatag tccagcgaca attgctagag aatttaaggt cattcatgaa
  3848761 tttgaattgt ctagcatgaa atatggtgtg attttcgata aaaatgtccc taaagcggcc
  3848821 attatccgta tgaatacgga aagttttaat ggtataccgc gtcaccggat tatcgcggct
  3848881 cttgatctgg ttgcgaagca agagttaggt gaaaacgtta tttctgttca gcgcttttgg
  3848941 caagattctg ctctttttca agtggaagga atggtggttg aacagggggc gcgtggcaaa
  3849001 gggttggcta cattacttta tgaagaatta gtcgttaagt gtggcgtgat tttaatgagt
  3849061 gataataaac aatatgaagc cggtaaggcg ctgtggcaga agattgctca agaatcggac
  3849121 aagctggcgg tgtttatatt agattctgac gttggtcagt tttaccctta ttgtggtgat
  3849181 cgcgttccct ataatggtaa aggcattcct gaagaaaaaa tttggagcct gcatccagat
  3849241 accaccaaat ggggcgtggt tttggtcgct gagaatagag agaaaatatc gcagtattgt
  3849301 tgataaatga gtaagtctgc tactgtttcc aactcttgct gtctgctcat cgctaaggtt
  3849361 gtcggtgtac gcttttaatc tacttccccc tcccttattt tttcaccgat tactaaaatt
  3849421 aactgtcagt tttacctgcc attgcctatg ttaaggaaga gcaaaataag tcgtaaatac
  3849481 taacctaacg ataacaatag gaatgtgagc atgggtaaaa cactaatggc attaatcacc
  3849541 gccgcgttac tgagtacgag cagtttagtc atggcggcca gcgttgctga cgatatggag
  3849601 acgattgccg agcattacgg caaggtattg aaggccgatt ccacagcggt gattaaacaa
  3849661 gatttacagg cgatgcgagt ggccgcagtg gatgcacaaa agggcattcc cacaaaattg
  3849721 aagagtaaag ttgaagacag tcctgaaatg aaggattttc gccatggcat ggatgtgctg
  3849781 attggggaaa ttgatggggc gctggccttg gcggatcaag gtaagttgga tgaagcaaag
  3849841 caagcggcac aagattttaa agacacccgc aatacctatc acaaaaagta ccgctgagcc
  3849901 tgagatagat aagggcgcag attggaacgc ggcttgccgt ggcgaagccc atagatgggc
  3849961 caggcaatga gtgcagccaa cgccctgcat cttgaaggat ggcggatata aaagtgagcg
  3850021 atagagggta atggcctgcg gcggttaccc tctattatct tctattaccc tttattacct
  3850081 ttttacctga cactgcatct ctgcatcacg tattagcggt gatattcgcc cgctgattct
  3850141 ggctgataca gcagttccag tacggtaatg cgggtttcat ccccaccagg taatttccaa
  3850201 ctgatctcat cattgacgtg caggcccagc agtgctgcgc ccagtggagc catgactgaa
  3850261 agttgttcat tactgtcttt taatgatgcg ggataaacca gtgtacgaat atgttcttct
  3850321 tggctattca gatcaagaaa acgcacgcgg ctgttcatgg tcaccacatc cgcgggaatc
  3850381 tcattaggtg gcaaaatttc tgcccgatcc agttcttcat tgagcgctgt tgcgaccaca
  3850441 gaaccggcaa aagccggttg cgctagcaac gcatccaaac gctcagcatc cagctcgtta
  3850501 atcgtgatgg ttggcttggt catagcactc tccaattcaa tttcagcaaa acataaaaac
  3850561 aacaccccca cgccatagga gagggggtgt tagaaaatag cttaatgtta atctgatatt
  3850621 aggcgcttcc gacaagaaaa gaaagagatc cggatcacga acttttttcc atcacgaatc
  3850681 gcagccgcac attgagatga aagttatttt gttgttaatg attacattgg aaagttaaca
  3850741 gtatattttg cgaatacggc tccatcagga cattttgcac tgatggagtc acctatcacc
  3850801 ggcccttcga aaaataacgc gcttactcaa tgaaatgacc tacacaccga ttcaatgatc
  3850861 catgcgccca ataaattact cacataccca ataaatcccc tcatatccgc gtaatatcat
  3850921 atcttgcggt tggaaggcgc tttggtcgta gctgctcatc aataattgcc aattaccgtc
  3850981 cagcgtgagg ccctcgggtt gccatcgctg gggctcttca ctcaggttag cgactaccaa
  3851041 cagttgcttc ccttgccaac tgcgcaaata gcaccataaa tcagggtgct gtgggcaaag
  3851101 atcctgataa tcaccgaaag tgaaaatatc gtattgttta cgcagggcta tcaggtattg
  3851161 ataggcataa aacaccgagt cagcgtcggc caatgcggca ttaacgttaa tctcatgata
  3851221 attgctgcaa ggggcaatcc agggagtgcc ttggctgaaa cccgcattat cgctgctatc
  3851281 ccattgcatg ggggtacggc tattatcacg ggatttagct gccagaatcg ccaataactc
  3851341 atcgggttcg cggcctgcca cactcagttc ggcaaacata ttcaggcttt caacatcacg
  3851401 gtattgagtg atatcagtga aattggggtt cgtcatgcca atttcttccc cctgataaat
  3851461 ataaggcgtg ccctgcatac cgtgcagtac catcgccagc atctttgccg ctggcaaacg
  3851521 tagtgcgcct tcatgaccaa aacgcgagac aatgcgtggt tgatcgtgat tacaccaaaa
  3851581 tagtgcgttc catgctcggt tgtgcatccc ttgctgccac tgattaaaaa tgtgtttcaa
  3851641 ctccacccga ttcggcggca tcaatgacca cttttcaccg ttaagataat ccactttcag
  3851701 gtgatggaaa ttaaaggtca tggataactc atcaccgcct aatgccgcat atcgctgaca
  3851761 atgctcgaga cgggtggatg acatctcgcc taccgtcatc aggcggcgtg gctggaacac
  3851821 atcgcggctc agttcctgca aaaactcatg aatgcgtggg ccatcggtat aaaaacggcg
  3851881 gccatcgccg tccagatcat tagggaaatc ctgctgtttg gacaccagat tgatgacatc
  3851941 caaacgcaga ccatcaaccc ccagatcggc ccaaaattca cacacctttt tgagctcatc
  3852001 gcgtaccggt tggtgttccc aattcagatc agcctgctct ggggcaaaca aatgcagata
  3852061 atactggccg ctggccgcgt gccactgcca tgcgtgacca ccgaatttcg agcgccagtt
  3852121 attcggtaaa ctgccgtctc caccgtcacc gtcacgccaa atataaaatt gccgataagg
  3852181 gctattacga tcctgcgaag ctttaaacca ggcatgttct gtggaggtgt gattgaacac
  3852241 catatccatg atgatgcgta tgcctcgctg atgagcaccc gcgaccaaac gtttaaagtc
  3852301 atccaatgtg ccataagcgg ggtcaatggc gcagtaatcc gccacgtcat aaccgttatc
  3852361 cacttgtggc gagacataca ccggtgtcag ccaaatggca tcaacgccca gcttttgcag
  3852421 ataatccagc cgctgcgcaa cgcctgccag gtcaccatag ccattaccgg tactgtcctg
  3852481 aaagctcttc gggtaaatct gatagatgac accatgttgc caccaaggga ttggattatt
  3852541 catagcggac tcttattcat tgaaaaatga ccccgccaga cgatcaccgc tggcgggaga
  3852601 acacaactta tatcgacatc atccagatcg acacccttca gactggcaat tcgccacgac
  3852661 gctctttacg cttatacacc agaatggtca gtgctaatgg caccacgatg gccactaaca
  3852721 tcgccacggc ataaattccc cagaactgcg gttggataga taaaataccg ggcaacccac
  3852781 ccacaccgat gccgttcgcc atgactcccg tcaacccaca aatcaggcca gccagtgcgg
  3852841 aaccgatcat ggcgcataac atcgggaaac ggtatttcag attgataccg tacattgctg
  3852901 gttcggtcac gcccagatag gcggagatcg ctgcgggtac tgaaatctca cgttcattga
  3852961 ttttacggct gatgatgatg atacccagta ccgccgaagc ttgtgcgatg ttggacaacg
  3853021 caatcaatgg ccagaccggt gtgccgccca tgctctgaac catctgcata tcaatagcca
  3853081 gcgtggtctg atgtacccca gtaatcacca gcggtgcata caggaaacca aatagtgccg
  3853141 caccgaccgg tgcgaaactg ccggtcatca ccgccttcac gccccatgcc acaccgtcac
  3853201 caatcatgcg gccaaacggc ccaatcagtg tatgggccag gaacacggct agcagcaggg
  3853261 agaccacagg gacgaccacc aggtagagat aggcggggat gattctcttc aagttggttt
  3853321 caatccaccc cagcgccaga cccgccaaaa tagaggggat cacctgtgcc tgataaccca
  3853381 ctttttcaat ggtaaaccaa ccgaagttcc agacgtcagg cagttgttgc cccagtaagt
  3853441 aggagttcat caattgcgga gagaccagtg tgatccccag tacaatcccc aataccgggg
  3853501 tcccgcccat tttcttcact gttgaccagc agatcgcgac aggcaagtag aagaagatgg
  3853561 cttcgccaag taaccagagg aagtcataaa tggtttgcca cgcggggtac atctgcgcca
  3853621 gcgttttccc ctcagacatt gggatgtcac cgatgacatt acggaagccg aggattaacc
  3853681 ctccgctgat cagcgccggt agcaacggga agaagatctc agcaaagtga gaaataccgc
  3853741 gctcaaacca agtcatgttc tgccgtgccg cgagcttggt ctgttctttg tccacttcac
  3853801 tttggccaat cttagcaatc aatgctttat agtaatcatc gacttctggc ccgatgacca
  3853861 cttgaaattg gcctgcatta gtaaaacagc ctttgaccat tgagagattt tcaatctctt
  3853921 ttggtgatgc tatcgacgga tcttttaata caaaacgtaa tcgagtaatg cagtgactga
  3853981 cggtggcaat attttctctg cctcccacca gaacgatcag ttgatcgata tcctgctgtt
  3854041 ttactttgcc cattttatcg tcctttccgt aaaggttacg tgcgcgcatg agatgccatc
  3854101 tctgcctgaa gtcagcagcg aattaaatct ataattccct ttttactcgg tgttaccgcg
  3854161 acgctcactc acccaaatgg cgacactgag tcagttcatc aggattaatg cgtcgcattt
  3854221 ttaaggctca ccttatgggc gagcagtcat gctgttcaaa tcggttttcg gtcttattac
  3854281 aacaccaatg acgttggata taggcggaga aatatccaac ttaataaaga ttagctaggt
  3854341 atttattttt atggaatggg aacgttccca ttttgtattg aagatcacaa attgataaat
  3854401 ttttatacag ttgttcactg ttaaggccat cgatgcagcg ttattcctct gtacaggatg
  3854461 ggatcagacg agttggcccg gaataataat ttgctgaata ggttggctat tactcagttg
  3854521 gtccagtaat tgctgcgcgg ctttcacacc tgcacggcca taacccagct caatggttaa
  3854581 ggtatcggga aacaaaaagt gtaacagcgg tgtattacca ataccgcata cctgaatggg
  3854641 gggctgctcc cgctcctgct gttgcaagta tttactgacg cccatggcga tagtgtcaga
  3854701 ggcacaaacc aatgccgagg tttgtggggt tatcacctga ggagcgagct gaaagccact
  3854761 ctgatagctc aactccccca gcgccaccat gggtgtcagg ccatgctgtt gactgtaatc
  3854821 gagataggct tgatagcggc gcataccggt ggttgcatcg gaagattgta cgccgatata
  3854881 actgatatgg cggtgcccgg cttggcgtaa tttgtccatc aagaggtata tggcaccttc
  3854941 atcgtcatag cagacagaag aaaaaccacg gtactcgcgc gccagcacca ccattttttc
  3855001 ctgccacggt gccagcattt ctgcagttaa tccgctgaaa ccgaacagga tcacgccatc
  3855061 aacatggcgt tgttgcagaa tatgtaaatg ctcgctaacc aatgtggtat caaattggct
  3855121 ctccatcagg atcgggtcgt aaccttgttg atagaacagc ggtaacatag tacgtactgc
  3855181 ctggttctcg gatggcgaat cgagacgaga gacaatgatg ccaacaactt tgtcgctttg
  3855241 cccacgcatg gctcgggccg atttggaggg ggtaaaaccg tgctggcgga tcaccgcctc
  3855301 gacccgttca cgggtctgtg ggctgacgct gccttcatta tttaataccc gtgaaactgt
  3855361 ggattttcca acaccactca tgcgggcaat atctttaatg gtcaaacggt tttgcatggt
  3855421 ttgcctaatg ttcaggtttg aaaatacatt ttaaactcat tatttatata tgcagtggta
  3855481 ttgggaagtt cgagatgcat agaaccagat ggcacgcatg atattccgat gactggcagc
  3855541 ataggaatac cctaacgaat tttctcaccg ttagggtatt ttttactgcg gtgatatcga
  3855601 ttatgtggtt tggttttatt gggggtgaac tgaatttgaa tgcagaacca tcagtggggg
  3855661 ggagcatcga tgggcagaca gatctcacaa agttctttca gtagtgatat ataatcactt
  3855721 ttggtatctg attgaatact caatacttta ttgatactat ccggtcccag gctgaaggca
  3855781 tcaacccgca aatagttacc tgatccagca gtcaattggg agacgatcaa ttctttgttg
  3855841 ccatcaccat tgatatcagt aaattctacc cgaggttttc cattatcttg gaatatcgaa
  3855901 ccatcacgag aaaacactcc gccagcaata aagtccaaaa aagtgtcatt cttgaaaata
  3855961 gcgacagaat aggtgccgac agatgccgat tctaaatcgc cctcagacaa cacagcgact
  3856021 cgcttatcag gtaatgggat ggcgacgcca tttttggcta ttgcggtact tccccaaaaa
  3856081 aaaggtgagc atattatcgg tattaataac caagtgcgca gtttcatcct taatcccctc
  3856141 tcaataggct acagagtata cgaatgcggt aactgaaccg tatccgtgtg ataacgcggc
  3856201 gatcaaaggg tggggcgatt gggtgactta tgctgcttgt atctacgacc caacggcctg
  3856261 tatccccttc atctgatctt gtccgcagcc cgatagtccc tgctttttta aaagccgtca
  3856321 acggagattc ggtcatggaa tgggaagaga gagacagagc ggagagaaat aaaatcacca
  3856381 catgcggctg gcgataaccc gccgtatgcg gtgatggggg agggattaac gacgtacggc
  3856441 gatggcttcg atttcgattt ttacatcttt gggtaaacgg gccacttcaa cacaagaacg
  3856501 ggctgggaac ggggcgctgt gttctgtaaa gaaggcttcg taagttgcgt taacgatact
  3856561 gaaatcattc agatctttaa cgaatacggt ggttttcacg atatcggcaa ctttcaggcc
  3856621 agccgcttca acaatggctt tcacgttttc cagtgactga cgagcctgag cggcaatatc
  3856681 atcagcgact aagccggttt ttggatcgat cgggatctga ccggaagtca tgatcatgct
  3856741 gcccagatcg acaccttgaa cataagggcc aatggcagca ggggcgagtt tagttttgat
  3856801 agcacgtaac atcttgactc ctgatttacg taatgcggaa agggatatca taatgatccc
  3856861 gaccattata aaggcgaact gaattacagc aacccgtggg gcgaagttag ccactgccca
  3856921 ttgggatgaa tattacgggc ttaccgttat caatccgcgt gtagtacggt caggtgatcg
  3856981 aactctttct cacaatattt gcacttcagg ctaatttcgc ctcgctgcgc tttgacggta
  3857041 aagctggagt cgacgggttc gttgtggctg atacagttgc tgtttgggca cgtcagtacc
  3857101 gcatcgatac gctctggcag gctgagggtc agcttcttca ctacttcgta gttatcgata
  3857161 cgattgacgg ttgcatctgg agcatacatt gccaactggt tcgcttgttg ctcggtcagg
  3857221 aaagtgttct cgatcttaat cagatcctta cgaccagaac gtttagacgg cagattcaag
  3857281 ccaatggtga tgcgctggtc ggttgccgtt agcttaaaca gtgagagcaa tttaaagccg
  3857341 atttgagctg gaatatggtc aatcacggtg ccgcatttaa tcgcttcaac ctgaagtttg
  3857401 taatcctgag tcatcatcat tccccttaaa gagctaattc tgcgtttaat accagtgcca
  3857461 gtagcgcctg acgtgcaaaa ataccgttac ccgcttgttg gaaatagtag gcgtaggggg
  3857521 ttttatcgac atcggttgtg atttcgtcaa tacgtggcag cgggtgcaac actttaagat
  3857581 tatcccgtgc gcccgttaaa tcagaagagc gcaaaataaa ctgtgctttg acattggcat
  3857641 attccgatgg gtcaaggcgc tctttctgta cgcgagtcat atagagaata tctaactccg
  3857701 gtaccacctc ttcgaggctt tcatgcaggc tgtactcaat ctctttttct tccaacattt
  3857761 gcaaaatata agcgggcatt gccagcgcat caggggcgat aaagaagaag tggttgccat
  3857821 tgaattttgc cagcgcttgc gtcaatgaat gcacggtacg gccatatttc aggtcaccta
  3857881 ccatggcgat attgatgtta tccagccggc cctgcgtttc ctgaatagtg aataaatcga
  3857941 gcagggtttg tgttgggtgc tggtttgcgc cgtcaccggc attcacgata ggcacattcc
  3858001 ccgagaattg cgcggccaga cgtgaagccc cttcttgtgg atggcgcatc acaatggcgt
  3858061 caacataagt gctaatgact gacatggtgt ctgccagtgt ctcgcctttc ttacccaatg
  3858121 aggtattgct gctatcagaa aagcccacga ccgaggcacc caggcggtga atggatgttt
  3858181 caaatgacaa gcgggtgcgg gtcgacgctt caaaaaagca actggcgatc actttatgtt
  3858241 ttaacaactc tggctgcgga gtctttttca ggctggccgc agtacgcaag accagttcta
  3858301 gttcatcgcg acttaaatcg ttaattgaga tgatatgttt gtgatacaac ggattggcca
  3858361 ttttttgctc tcctctgtgc ttacccgtgg tcgcgggcta cccttatttt aatgagtcgt
  3858421 aatgcttaac ttggttctgt tcgacagaca aaaaaaagcc cctcaacgag gggccttaca
  3858481 ggatcggttt agcaacggga gaaaccacgg cagttggctg cccgcaggca ggtgattttg
  3858541 tcgatgatca attgcatgtt gttcaacaaa atataggcgg tttttcatca tttcccccgg
  3858601 caaattgtgg cgaattatac tcgcgtctga tttctctgca aggagtaaag atcgtctttt
  3858661 tcgtgcttag caaacgatta cctacactgc gtgcgccctt aatcttcgtc aaatcccgaa
  3858721 ttaaacaact cgataaccgc tgccaatgcc tgaatttcat caaccccggt tgcttcaacc
  3858781 tctatttggc ggcctttggc tgaatccagc atcagcagcg caatgacgct gctggcctcc
  3858841 gcttcggtac cgctgtcatt gcgtaacatc acttctgcat caaaactctg aaccagctcg
  3858901 aacaatttca tcgcgggtct ggcgtgcatt cccagcttgt ttttgatctc aacggtttgt
  3858961 ttgacagtca ttgtttacgt ttttccaagg tacgatggcg tgattggaca ttcttaccac
  3859021 gagcgcggaa ataatcggcc agttgttcag caacatagac cgaacggtgt ttcccgccgg
  3859081 tacaaccaat agcgaccgtc aaataactgc ggttattggt ttccaacatt ggcagccact
  3859141 gttccaaata gctgcgtgtt tgataaataa agttatgtac ttccgtatgg cgatcaagga
  3859201 aggaaataac gggtttatcc aggccggtca ttgggcgtag cttgggatcc cagtgtgggt
  3859261 tgggaaggaa acggacatcg aagacataat ctgcatcaat gggaatgccg tgtttaaagc
  3859321 caaaggactc aaataccatg gtcaactcac gctcacgttt acccagcagg cgggtacgca
  3859381 gcatttcagc caactcgtgc actgacattt ctgaggtatc gataatcaag tcagcccgcg
  3859441 agcgcagagg ctctagcagg tcactctctt catcaatcgc gctttctaac gataggttct
  3859501 tcgccgacag tgggtgcagg cgacgggtat cactgtagcg acgaattagg gtattacggt
  3859561 ctgcatccaa aaatagcaac tgcggggaaa agctgtccgg cagttgggtc atggcatgtt
  3859621 caaatacctc aggagattca ggcatattgc gcacatctat gcttacggcg gcggagatgt
  3859681 tcctatcggc aagtgtactt gccaactgcg gcaacagaac cacaggcaag ttatcgacac
  3859741 aataaaagcc catatcttcc aatgcacgca aagcaacaga cttccctgaa ccggaacggc
  3859801 cgctgacaat catcagcacc atgtagtcac tccccttggt atctctttgg cgtttatcgc
  3859861 cataattagg aacctgcatt ccggctacaa accggggtgt ggtgggtgcg gaacccaccc
  3859921 tctttcgagc cgcaggtgtg ttggctactc tcatctaccc gaatcactga cttatgtaaa
  3859981 ttcttcgggc ctggctattt gccatttacc gcctttctat attttactgc cttacgctat
  3860041 tttcctgtct tcctacattt ttactgtctt acgctatttt taccgccttc ctacacattg
  3860101 aagtctattg ggcgtattgg ccccaaacta ggctatttct ggcggtaatt cagtaataat
  3860161 ctgataaagc tcatcatcac tttgtgctga ccgcaggcgg cgacacactg ttttatcagc
  3860221 taatcgtttg gcgactaaag ataaagtatg taagtgagtt ttacattggt ctgctggaac
  3860281 caacaaggca aacaacaggt caacgggttg gttatcaatc gcatcaaagg caataggctg
  3860341 ttccagacga ataaatacac ccaccgcgcg cagtgtatcc tcttccaact tgccatgagg
  3860401 tattgcgata ccactgccaa tcccggtgct acccatgcgt tcacgggtca atactgcatc
  3860461 aaaaacgacc tgtgaaggta gattaagctg cttggcagct aactcgctga taatttccaa
  3860521 agcccgtttt ttacttgagc agtgtacgga gcttttggtg ctctcgatat tgagtaccga
  3860581 gcttaattgc aatgctggat cgttggtcat ctcatctttc acttaagcgc tgtttacgcc
  3860641 agataccggt gggaataaat atccaccggt atctggctat gtagcgagtg tagaaccttt
  3860701 gctgagtaat aacagcaaca agggcttcta atgttgtttc aatttatctt tatgcttgtt
  3860761 caactggcga gccagtttat caaccaaaat atcaattgct gcatacatat cttcttgttc
  3860821 cgagcttgcg tgcaactcgc ctccattcac atgtaccgtt gcttctgcaa tttgttttac
  3860881 tttttcgaca cttaaaacca catatactta gttaattcga tcaaaatatt gctcaagttt
  3860941 ggcaaatttt gtggtaacaa actcgcgtaa tgcttcggtt atttcgacat gatgaccggt
  3861001 aatattgagc tgcatagtct attccttctc agttcaggtc aaaccaactg tttacgttga
  3861061 ttagacggag ggatggataa cgactctcgg tattttgcga cggtgcgccg tgctaccata
  3861121 atgccttgtt cacataataa agtggttagt ttactatcgc ttaatggctt ggcagggttt
  3861181 tctgccgcca ctaatttctt caccagcgcc cggatcgccg tagaagaggc ttcgccccca
  3861241 ctatcggtat tgacgtggct agagaagaaa tacttcagtt caaaaatccc tcggggactg
  3861301 tgcaagaatt tctgcgtggt cactcgagag attgttgatt catgcatatc cacagcctgg
  3861361 gcgatatcag ccagtaccat gggtttcata aactctgcac ctttctcaaa gaactcgact
  3861421 tgctgttcta caatacatct tgctactttt agcagcgttt cattgcggct ttcaaggctt
  3861481 ttgatcaacc attttgcttc ttgcaaattg ctacggataa actgcccgtc actgtcatta
  3861541 cggacgctat tgcccatcgc tgcgtattgt tggttaactt ttagacgtgg gatgctatcg
  3861601 gcattcagct ccaccgtcca gatacctttc tctttacgaa ccagaacatc cgggatgaca
  3861661 tactcagact ccccggtatt gatcgactga cctggccgtg gatccagtga ttggatcagc
  3861721 gcgatggctt ctttaagtgt atcttctttc agccgactca agcggatcat catgcggaaa
  3861781 tcatggttgc ctagcaaatc taaatattcg ctgacgatca gacgcgcttc ggccaaataa
  3861841 ggggtgtctt tggcatattg tgataactgt accagcaagc attcgcgcaa gttacgggca
  3861901 gcgacaccga tgggatcaaa atgctgaata cgtttgagta ccgcttccac ttcgtctagc
  3861961 gctacgttct catcacccat gctttccaga atatcttcca gcggcacagt gagatagcca
  3862021 gtgtcatcaa cagcgtcaac gatagaagtc gcaatggcgg cgtcggtctc agtgaacggt
  3862081 gttaaatcca cctgccacat cagatagtct tgcagtgttt gggtggtttc accctgatag
  3862141 acgggcagtt catcgtcact gtaatcattg cccatgccgg atggggtacc tgcggtgtaa
  3862201 atctcatccc aggtggcatc tagcggtaat tcttccggca tatccttttg ttctagtgct
  3862261 tcgcgggtat ccagcgattc actgtccacg gtttccttag catctatctc ttcatgaagg
  3862321 tccgtttgct caagaagggg gttgctctcc agcgcgagct gaatctcctg ctggagttca
  3862381 agcgtcgaaa gttgcaacaa gcgaatagct tgctgaagct gcggagtcat cgccagttgt
  3862441 tggctgaact tgagttgcag accttgcttc ataatgctgt atcaattttc cttaatggac
  3862501 gaccaacaga ggagccaaat taggtgcgtg ggttcaaaga cggaactctt cacctagata
  3862561 cacgcgttta acctgttcgt cagccaaaat atcttgcggt gtaccgtgag cgatgagatg
  3862621 cccttggctt acaatgtaag cccgctcaca aacatccaga gtttcacgca cattgtggtc
  3862681 ggtaatcagt acaccgaggc cactgtcgcg taagtgtttg atgatctttt taatatcgat
  3862741 cactgaaatt gggtcaaccc cggcaaatgg ttcatccaac aaaataaact ttggattagc
  3862801 ggctaaggcg cgagctatct ccacacggcg gcgttcacca ccagaaagtg attgccccag
  3862861 gctgtcacgc agatggttga tatgaaactc ttccatcaat tcttcagccc gttcctcgcg
  3862921 ctgttccgcc gacagatctt tacggatttc cagtaccgcc atgaggttat taaagacact
  3862981 caggcgacga aaaatcgagg cttcttgcgg taaatagcca ataccacggc gcgcacgttc
  3863041 atgaaggggc aagaggctga tatcttcgtc atcaatcaca atacggccgg cgtcacgttg
  3863101 gacgataccg acaaccatat aaaaagtcgt ggttttacct gcgccgtttg gccctaacag
  3863161 gcccacaatt tccccagact tcacgtttag gctaacgtct tcgaccactt tacggccttt
  3863221 gtacgcctta gccagctttt ctgcgattaa tgttgccata aatgattact tactcttctt
  3863281 ttggcctgat gctgctggcc ctttatcttg taattgagac ggtaataaca cggtagtgac
  3863341 gcgcttacct ttatcactaa aggcttccat ctgctgcttt ttcaccaaat aagtgatgcg
  3863401 atcgcctttg atattgctat cgagctgttc cagataggca tcgccggtca gtaccacaaa
  3863461 gtcgttagcg atttcgtaac gtaatttctg cccatggcct tttaccggtt taccgctatc
  3863521 ttgcatctgg tagaaggtga ctggattacc aaagccttca atgatcattt tactttgatc
  3863581 gccaccgggg cgcgtgacga ccactttatc ggctttgatc tcgatcgtgc cttgtttgat
  3863641 caccacgtta tcaataaagg tgaccgtatt ggtttccata tccaatgttt gtttgtcgga
  3863701 tttgacctcg gcaggttgtt ctgtatcgcc agttaatgcg aatgcagaca ggcttgcggc
  3863761 taaaagtgag caggcaagta aaagatgact tattttattt ttggatttca taagaggttt
  3863821 taaccttttc aatcagctca gcggttttgt cccgcaagtt cccacgtatt ctcatgcctt
  3863881 cagaggtaaa tccaataccg aaaagggtca cttcatcgtc tgaggcgaca tcttgggtaa
  3863941 ttagattcac ttgggcgtta tccgttcgaa ttttttttaa ctgcgcatcg gcggtcaggc
  3864001 tatcaacctc aacatgacca tacagataaa gcattttatc atcagtcagc ttggcgcgat
  3864061 cagcgcgcac tgtccaggtt gccaccgcat tgtcaccaaa cagggtcatg accggtttgg
  3864121 taaaccaagt cagttccttc gcgctaaaat tctgaacctc ttcggcgact aacttgtaat
  3864181 tcagttgacc gaccggatta aaaacagtcg ttaccgtatg ctggctttgc gacgatggct
  3864241 cattatcatc agctactact ggcgcacctt gttgattaaa acctgacata ttccagccaa
  3864301 tcaaggctaa cgcaatcagt gccagtacca gtgttatcca gcgtcttgtc ttgctcatat
  3864361 tgataatcct gtggcccctt cgagcttgtc ttgggccaat aatatcaaat cacatacttc
  3864421 acgtaccgcc ccccggcccc ccttgattcg agtcacataa tgcgccttgg gtaacagtaa
  3864481 cggatgggca tctgccaccg caacagataa cccaacttgc gccattacgg gccaatcaat
  3864541 caagtcatca ccaatataag cgacctgctc gggttgacac tgtaaggtag ctaataattc
  3864601 gtggtaggcc accagcttat cagattgtcc ttgataaagg tgggtaatgc ctaaggtgtt
  3864661 ggctcggtct tccaataatt ttgcccggcg gccagtaatg atagcgacgt caatgtctga
  3864721 ggttatcagg cagcggatac catagccatc acgcacgttg aacgctttca gctcttcgcc
  3864781 ttgattgccc atataaatca ggccatcgga cataacaccg tcgacatcac aaatcagtag
  3864841 acgaatgttt gctgcacgtt gtattacgtc atcggccact ggcccgtagc atgtgtctat
  3864901 atatgcggtg ttgctcatta actcttaccc ttcttacttg aagttgcagc gttgttagcg
  3864961 gcactcattc acccgaatca ctgactggtg tcagctcatc gggattcatt cgtttgctgc
  3865021 ctagctgcca caccaagtac tttgggtaaa cccttcttac ttgaagttgc agcgttcttg
  3865081 aagttacaac attggtagcg gcactcactc acccgaatca ctgactgata gcattgttcg
  3865141 cggcgctcat tgactcaact aaactgtcag acaacaccgg ctctcagcat atcgtgcata
  3865201 tgtacgacac ccagtaattg gtcaccatca gcgacgagca acgcagtgat atggcgtgac
  3865261 tccatcagat tgagcgcgtc caccgccaat atgttcggag ggactcgaat acccccgcga
  3865321 gtcatgacgt cagcaatttt tgcattattc agatcaatgc ccatatcaaa tacccggcgc
  3865381 aagtcaccgt cggtaaagat acctttaatc ctcattgaat cgtcacaaat aacggtcaaa
  3865441 cccagacttt tccgagtaat ttctagcaag gcatcacgta atgatgcatc agggctgacg
  3865501 gtggggatct ccgtacccgt atgcataata tcgctgatcc gcagcagcaa cttacgcccc
  3865561 agcgcgccac ctgggtgaga gagtgcgaaa tcttcctgcg tgaaaccccg tgctttgagc
  3865621 aaggctaccg ccaacgcatc ccccataacc agtgttgcag tcgtactggt ggttggcgct
  3865681 agccccagcg gacaggcctc ttgtggcaca ttaatgcaca agtgaatatc ggccgcttta
  3865741 cccatggtgc tctcagggtt actgctcatg caaatcaaca gaattttctg gcgcttaagc
  3865801 acggggatca acgtgaggat ttcgttggat tccccagagt tagagatagc taatacaata
  3865861 tcttgtggcg tgatcatgcc caaatcgcca tggctggctt caccaggatg gacaaaaaat
  3865921 gcaggtgtgc ccgtgctggc gaatgtggct gcaattttgc agccaatatg accagatttg
  3865981 cccattccca tcacgacgac tttgccgtgg caacgaaaaa tggcctcaca ggctctggag
  3866041 aaatcctcgt ttatgtattg atcgagttga gccagccctt cgcgttcaat ctgaagtacc
  3866101 tgcttacctg cctgctggaa atccacgccc ggctgtaaat caaaagtaga catacttaat
  3866161 atccgcccaa tgttggtatt accgtcatct ttcacgctgt aggtgtgttg gttgctttcg
  3866221 ctccaagcct tcctgagcat tgaaatttat agggaaatgt attttacagc gcacttatgg
  3866281 gagcaaaaaa caacaccgca agataagtga taaacccaca taataacaga gcgcctgcca
  3866341 gatgaccgat tcgatgttta cggcccaggc aaagaagggt gaacaccaca ctgaccgcga
  3866401 gcatcaccca ataatcacgc tggaaagcct cgggattgat ctcaccgggt gacagcaggg
  3866461 ctggcacacc gagtacaatc acaatattaa aaatgttgga gccgatgata ttaccgacag
  3866521 cgatatcatt ttcacctttc aacgcaccgg cgatgaaggt agccagttca ggcaaactgg
  3866581 tgccgatagc gatcactgtc agcccaatga ccaactcgct gacaccggcc acccgggcaa
  3866641 tgaccgtcgc attatcgata atcatcttgg cggagagcgg taaaataatg aaggctaata
  3866701 cgagccacaa caacgccacg gtagtgctac tatcttgtgg taattcagat agttgttcac
  3866761 gggttaagat atcattccct tccgcatgag ccaggcgtgc gattttgagc atcagaacaa
  3866821 taaaagcggc agcagccaag agcaagatga caccatctcc gcggctgagg tggttatctg
  3866881 ccagcagaaa accacataac gccgtgacca cgagcatcag tggcaactcc cgccgcagaa
  3866941 tctctgagcg tacaatcagc gggcgaataa gtgccgcccc tcctacaatc agcaataggt
  3867001 tggtaatatt ggagccgagc acattaccca ccgccatatc cgtttggcca ttcaatgccg
  3867061 ctgtaactga aacaatgagt tccggtagcg atgtaccaat accgacgatg gtcatcccga
  3867121 taatgagagg ggggacccca aaagaacggg ataacactgc ggcaccgtaa actaatcgat
  3867181 cagcgccata cactaataaa accaagccaa tgattaatag tgttatcgca agaaacatgc
  3867241 agagtccttt attaggtata atcccaatgc gttggcaaag gttgtccgta ggcagaagtg
  3867301 attaaaaaat atactttcaa tctctttgtt gtttaccccc taattttgac tgtgagtatc
  3867361 agaaaagtaa aacagatggc aactttggcg acgaaaaagc gttaataagt tgccaaaatg
  3867421 cttctgacta cgcttgtcac cgtcatttga tgtagcatta acggacggat cagtcgtaaa
  3867481 aggccttaag ggatgaataa taatgaaaca actggcatcg aatgtgatga atttgataga
  3867541 gatccgtggg atgagtttta cccgtggtga gcggctaata tttgcggaca tcaatatgac
  3867601 cgtcccccgc ggcaaagtga ccgcgattat ggggccttcg gggattggaa aaaccacact
  3867661 attgcgtctg attggtgggc aattggcacc cgataccggt gaaatttggt tcgatggtga
  3867721 taatattcca gcactttcgc gtcagcgttt gtatgatgtt cgcaagaaaa tgagcatgtt
  3867781 gtttcagtct ggggccttat ttaccgattt aacggtattt gagaatgtgg ctttccctct
  3867841 acgtgaacat agccgtttgc ctgaagagtt gctgcacagt acggtgatga tgaaattaga
  3867901 agctgttggg ttacgtggtg cggccaactt gatgcccgca gaactgtccg gcggtatggc
  3867961 acggcgtgcg gcattggcac gagcgatagc ccttgatcct gaattaatca tgtttgatga
  3868021 gccttttgtc ggccaagacc ctattaccat gggggtgcta gtaaaactga ttgatgagct
  3868081 gaatcatgcg ttaggggtca catgcgttgt ggtttcccat gatgtgccag aggtgctcag
  3868141 tattgctgat tatgcttata tagttgctga tcagcatgtt atcgcagagg ggacacctga
  3868201 gcagttgcaa accaatagcg acatgcgcgt gcgccagttc ctcgatggta ttgccgacgg
  3868261 gccggtacct ttccgcttcc ccgcaggcga ttataaaacc gagttgttat acccaaagta
  3868321 attggcgttg cagccaggta acaagcgaac gacaaattgg ttataaacca tgttgaacgg
  3868381 cgcttgagct ggcccgcagg ggagcctctg gtgaggcaca taatcccgat gaacttatct
  3868441 ataagtaaaa tctactacag gtaatggatt caggtgagtg aacatagcga atccccctat
  3868501 agcatcaaac actaagggga tgggctgatg gagtattcat gttagtaaag tcgttagcat
  3868561 ctttaggtcg ccgaggaatt aatgtttgcg cctcatttgg tcgcgcaggc ttgatgctgt
  3868621 tcaatgccct tgtcgggcgg cctgaaccgc gcaaacaatg gccattatta atcaaacaac
  3868681 tgtacagcgt tggggttcaa tccctgttga ttatcgtggt ctccggtttg ttcatcggta
  3868741 tggttctggg tttacagggc tttttgatcc tcaccacgta cagcgcagag gccagcctcg
  3868801 gcatgatggt ttctttatca ctgctgcgtg aattggggcc tgtggtcact gcgttactgt
  3868861 ttgcggggcg agctggttct gccctgaccg cagaaattgg cctaatgaaa gccactgaac
  3868921 agatctcaag tctggaaatg atggctatcg accctttacg gcgagtggtt gcgcctcgct
  3868981 tctgggccgg tctgatcagt atgccattgc tgacagctat ttttgttgct gtgggtattt
  3869041 ggggcggttc agtggttggc gttgattgga aagggatcga cagtggtttc ttctggtcag
  3869101 cgatgcaaaa tgcggtggag tggcgtacag atttactgaa ttgcctgatt aagagtctgg
  3869161 tatttgctct taccgtgact tggattgcgc tgttcaatgg ttatgatgcg gtcccaacgt
  3869221 ctgaagggat tagccgggca acgacacgta ctgtagtgca ttcgtcactg gcggtattgg
  3869281 gattggattt tgtgctgaca gcactgatgt ttgggaactg agtcgatgca aacgaagaaa
  3869341 agtgaagtct gggtaggaat gtttatactg attgctattc tggcagtcat atttctctgc
  3869401 ctaaaagttg cagatatcaa gtcagtgggc aatcaaccca cttaccgtat ttacgcgaat
  3869461 tttgacaata ttggcggctt aaaaaaccac tctcctgtca aaattggtgg cgtagttgtg
  3869521 gggcgggtgg cggaaatcac cttggatacc aagaactaca cgccacgcgt cgcgatagat
  3869581 attcagcaac gctataacca catcccagat accagctcat tggctgtacg cacatcgggt
  3869641 ttactgggcg aacaattcct ggcactgaat gtgggttttg aagatccgga aatgggcacc
  3869701 agtattttga aagatggcgg caccattcaa gacaccaagt ctgcattagt tctggaagat
  3869761 ctgatcggcc agttcctgta caagagcagc ggtgatagcc cggcagtaag tgaaacggct
  3869821 ccggcaactg aaactgcagc tccacaggct gcggtacctt ctcttcccgc tcaacatcct
  3869881 taagagggca tctgaatgtt taaacgtcta ttcatggtcg cattgttggc catagcacca
  3869941 ctggttcatg ctgtcgatca aagcaaccct tatcgtctga tggatgaggc agcgaagaaa
  3870001 acctttacgc gtctgaaaaa tgagcagcct aagattaagc aaaatccaga ttatctccgc
  3870061 accattgtac gcgaagagct gttgccgttt gttcagatca aatacgccgg cgcgttagta
  3870121 ctgggtagct attataaaga tgctacacct gcacagcgtg aagcgtattt caatgcattc
  3870181 ggtaaatatc tggagcaggc atacgggcag gcattggcgt tgtatcacgg ccaaacttac
  3870241 gatgtggcac cagaccagcc tttaggggat gccaacatcg ttgctatccg cgtcaccatt
  3870301 ctcgatccaa gtgggcgtcc acctgtccgg ttagatttcc aatggcgtaa aaatagccaa
  3870361 accggtaact ggcaggctta tgacatgatc gccgaagggg tgagcatgat tagcaccaaa
  3870421 cagaatgaat gggcctctat cctgcgccaa aagggtgtgg atggtttgac ccaacaattg
  3870481 ctgagtgcgg ctaaacagcc aatcacctta gataaatagt cattttagat aaattatagg
  3870541 gataaacagt cattatggcg ggtgagctaa gctggcagtc tctgcaggaa acactggtac
  3870601 tgcaaggtga actggatcgt gaaacgctgt taccgctttg gcaacagcgt gaaaccttgc
  3870661 tggcagataa gagccgtatt gatgttagcc aattacaacg agtcgattcg tctggtctgg
  3870721 ctctgttagt gcattttcgc gagttacaaa gccagcgcgg ccattctctg gagattatcg
  3870781 gtatcagtaa ccggctggca acgttgattg aattgtacaa cctccagcag ataattcctg
  3870841 tggaaacggc cagttagcat cgctgtagtg ttaagtccga aggtaagata atcaagctcc
  3870901 tgtgcataat ggcatcacag gggcttttct ttagtttcag agcttgccgt attccactaa
  3870961 tatgtttgcc tgattatgat cctcttaaaa tagaatgaat cttatggata ctaacgaaat
  3871021 taaagacgtg ctgatgaatg cattggcatt gcaggaagct catgttaccg gtgacggtag
  3871081 ccactttcag gtgattgtag tgggtgagtt atttgccgac atgaaccgag tgaagaaaca
  3871141 gcaggctgtt tacgcgccat tgatggaata tatcgccgat aaccgtatcc atgccttatc
  3871201 cattaaggcc tatacgccac aagaatggca gcgggatcgc aaactaaatg gcttttaagg
  3871261 ctgttggcta aacgctgttt actgtgatgg taatttactg tagtagtcat ttactgtggt
  3871321 agtcatttac cgttagcagt aaacagtggc tgaggcgggc agcgaattcg aatttgacaa
  3871381 caagatttga caacaaccaa gagtggtcac aatggataag tttcgtgtgc aggggcggac
  3871441 tcgcctgagc ggtgaagtca ctatttccgg agcgaaaaat gctgcgttac cgatattgtt
  3871501 tgcagcattg ttagcagaag agccggtaga gctacaaaat gtcccaaagc taaaagacat
  3871561 tgataccacc attaagttgc tcagccagtt aggcactaaa attgaacgta ataatggttc
  3871621 cgtttttgtt gatgccagcg ctgttaatga gttttgtgcg ccttacgatt tagtgaaaac
  3871681 gatgcgtgcc tctatttggg cgttggggcc actggttgcc cgttttggcc aaggtcaggt
  3871741 ttctttgcct ggtggttgtg cgattggcgc acgtccggtt gatttgcaca tcacgggtct
  3871801 agaacaactg ggtgctgaaa tcaagctgga agaaggctac gttaaggcct ccgttaatgg
  3871861 ccgcctaaaa ggtgctcata tcgtgatgga taaagtcagc gtgggtgcga cggtgactat
  3871921 catgagtgcg gcaacactgg cggaagggac gaccgtgatt gaaaatgcgg cccgtgaacc
  3871981 agagattgtt gatacggcga acttcctgaa tacgctgggt gctaaaatca gtggtgccgg
  3872041 tactgaccgc attaccattg agggggttac ccgtttaggg gggggcgtat accgtgtgct
  3872101 acctgaccgc atcgaaaccg gtactttcct ggttgccgca gccatttcag gtggcaaagt
  3872161 ggtgtgccgc caaacacgcc ctgacacgct ggatgctgtc ttggctaaac tgcgcgaagc
  3872221 aggtgctgat attgaagtcg gtgatgattg gatcagtctg gatatgcagg gtaaacgccc
  3872281 taaagccatt acctttcgta ccgcgccaca ccctggcttc ccaacggata tgcaggccca
  3872341 attcagttta ttgaatctgg tggctgaagg aacgggtgtc atcactgaaa ccattttcga
  3872401 aaatcgtttt atgcacgtcc cagagcttat tcgaatgggc gcacatgcag aaatcgagag
  3872461 caataccgtg atttgctatg gcgttgaaca actttctggt gctcaggtta tggcaaccga
  3872521 tttacgtgct tccgccagcc tggtattagc cggttgtatc gctgaaggcg taacaatcgt
  3872581 tgaccgtatt tatcacatcg atcgtggcta cgaacgtatt gaagataaac tgcgggcgct
  3872641 aggtgcgaag attgaacgcg tgaaaggcga gtaaatccgc agatcgacag aaagctgatc
  3872701 gctaaaaagc ggatcgtgtt cggtaaataa aaatgccagc cggtgattgg ggctggcatt
  3872761 ttttatgttt atattcatcg gcgtcaaggt acccattatt ctttatacat acccgtcata
  3872821 ccgttaagtg acacgggtat tggctgcttg cgcgttaatc tgctgcttgg gtggtcagca
  3872881 tctcattctg atcgagttca gtgatggtga tttgaaccgc tatctgctga ccattacgta
  3872941 atagtaaaac aggaatggtc gtaccagggc ggacttctgc gacctgatcc atagtttcga
  3873001 tcacggaggt tgccggttta ttattcacgt taagaatgat atcgccaacg tgtattcctg
  3873061 cctgggccgc tgggccgtct ggtgaaactt ttttgacctt aataccgtgt acccgatctg
  3873121 agccattatc gttagcatta aacggtgggt actcctcgcc ggtaataccg atataaccac
  3873181 ggatcacccg cccatcacgg atcagttttt ccatcacttt cgttgccagt gctgttggga
  3873241 tcgcaaagcc gatgccttcc ggtgtttcgc cattattgct tttatcaaat gagagcgtgt
  3873301 tgatccccat tagctcgcca agggtgttga ccagcgcacc gccggaatta ccctgattaa
  3873361 ttgatgcatc tgtttgcagg aaattttgcc gcccggaaga gcttaaacca atacgcccgg
  3873421 ttgcactgat aatcccctgc gttactgtct gcccaaggtt ataagggtta ccaattgcca
  3873481 acacgacgtc accaatatgt ggtgtgcggt taatattaat ggggatcacc ggcaggtttg
  3873541 ttgcgtcaat ctttaggacg gctaaatctg tcagattatc tgaaccgacc aataaagctt
  3873601 ctgagatacg gccattttgc atggcgacaa tgatctgttc tgcatcattg ataacgtgtt
  3873661 tattggtaag gatatagccc ttatcgctca tgatcacacc cgagcccagc gtgcggatgg
  3873721 ctaacccctg ctgtgtagcg ctcaggctcc ggttatagac attgaccacc gccggtgcgg
  3873781 cacgacgtac tgcttggtta taactggtag gaacctcttc atttacgtta ttgctttttc
  3873841 cagagaataa ataacctggg ctgcggagca tgggtagggc aaccagcaga ataccggcaa
  3873901 caattagccc caaaataata gaacgcaata gcttaagaaa catgaggttt aaggcataaa
  3873961 tgaatgggtg aaaaggagaa tagcatgagt taggcggaca cagcatcgtg ctgtgtccga
  3874021 tttttgtgcc cagaaaaccc ccagctaggc tgggggttca gtaaagcttt cagctttggg
  3874081 tcagttataa aaaccccttt tgatttgtta aaacagtttg cggtctggca actgcaaatg
  3874141 ttcaacaaga aatcaaaagg gggtcccaat gagggatgaa aagagcttag cgcacacccg
  3874201 atggaactgt aaatatcata tagtttttgc gccgaagtac cgaaggcagg tgttctacag
  3874261 ggaaaaacgc agagcgattg gcagtatttt aagaaaactg tgcgaatgga aaaacgtgaa
  3874321 tatcctggaa gcagaatgct gtgtggatca catccatatg cttctggaga tcccgcccaa
  3874381 gatgagtgtc tcgggattta tggggtacct gaagggaaag agcagtctga tgctttatga
  3874441 gcagtttggc gatttgaagt tcaaataccg taacagggag ttttggtgtc gagggtatta
  3874501 cgttgatacg gtagggaaaa acacggccag gatacaagaa tacataaagc accaattgga
  3874561 agaggataaa atgggtgagc aactctcgat cccgtatccc ggtagcccgt ttacgggccg
  3874621 taagtaatcc atagatgcaa atgtcagatc gcgatgcgcc tgttagggcg cggctggtaa
  3874681 cagagcctta taggcgcata tgaaaaacct ccggctatgc cggaggatat ttattttatc
  3874741 cgctgagcgc aaatgtaaaa aaaggaacaa cccatgagcc aacaagtcat tatttttgat
  3874801 acaacattgc gcgacggtga acaagcattg caagccagtc tgagtgtgaa agagaagctg
  3874861 caaatcgcgc tggcattgga aagaatgggg gtcgatatca tggaggtggg tttccctgtc
  3874921 tcctcccctg gtgattttga atcggttcgt actatcgctc agcaagtgaa aaatagccgg
  3874981 gtttgcgcct tggcacgttg tgtggataaa gatattgatg ttgcggcaga ggcattgcga
  3875041 attgcagaag ctttccgtat tcatgtgttt ttggccacct caaccttgca tatcgaatcc
  3875101 aagttaaagc gttcgtttga cgatgtgctg gcgatggcgg tccactccgt gaaacgtgct
  3875161 cgtaactata ccgatgacgt cgagttttct tgtgaagatg ctggccgtac tccaattgat
  3875221 aacttatgcc gtgtcgtcga ggccgcgatt accgccggtg ccaccacaat caatatcccg
  3875281 gataccgtcg gttacaccac cccttatcaa tttggtggca tcatcactga cttgtatgaa
  3875341 cgtgttccca atattgataa agccattatc tctgttcatt gccatgatga cttgggcatg
  3875401 tccgttgcca actccattac tgcagtacaa gccggggcgc gtcaggtcga agggaccatc
  3875461 aacggcttag gtgagcgtgc aggtaactgt tcattggaag aggtgatcat ggccattaaa
  3875521 gtgcgccatg aaatgttggg cgtgcacacc aatatcaatc atcaggaaat ttaccgtacc
  3875581 agccagttgg tcagtaaaat ttgcaatatg cctattcccg gcaataaagc cattgtcggc
  3875641 agtaatgcct tcgctcactc ctccggtatt catcaggatg gtgtcctgaa aaatcgcgaa
  3875701 aactacgaaa tcatgacccc ggaatccatc ggtctgaaag aagtccaatt gaacctgaca
  3875761 tcccgttcag gtcgtgcggc agtgaagcac cggatggaag agatgggtta tcaggataaa
  3875821 gattacaatt tagattcttt gtacgatgcc ttcttgaaat tagccgataa aaaaggccag
  3875881 gtctttgact acgatttgga agcattggcc tttattaata agcagcagga agagcctgaa
  3875941 tattatcgtt tggactattt cagcgtccag tcgggttcca gtgtcatggc aactgcctca
  3876001 gtaaaattgg tctgtggtga agaaataaaa tcagaagcgg ccaccggtaa cggcccggtt
  3876061 gatgcggtgt atcaggccat caatcgcatt accgactacc caattgaact ggtgaagtat
  3876121 caactgtcgg ccaaaggtca gggtaaagat gcattgggtc aggttgatat cgtggttgac
  3876181 cacaaggggc gtcgcttcca tggcgtaggt ttggcaactg acattgttga gtcatccgct
  3876241 aaggcgttgg ttcacgtatt aaataacatc tggcgcgccc atcaggtcga aaaagagaag
  3876301 cagcgtctgc aacaaaataa tcaggaaatg gtgtgaacat gacgaagact tatcatattg
  3876361 cagtgttgcc cggcgacggt atcggccctg aagtaatggc tcaggcaagt aaagtattag
  3876421 atgcggtgcg tcagcgcttc ggtctcaaga tttcaaccag tgtttacgat gttggtggcg
  3876481 ctgccattga ccgccatggt agcccattac cggcagcaac ggtcgcggga tgtgaacagg
  3876541 cagatgccat tttatttggc tccgtaggcg gcccaaaatg ggaacacctg ccaccggcag
  3876601 aacaacctga gcgtggtgcc ttattgcctt tgcgtaaaca tttcaaatta ttcagcaatt
  3876661 tgcgccctgc ccgtttgtat caaggattgg aggacttctg tccattgcgc agtgatatcg
  3876721 cggccagagg ttttgatatc ctgtgtgtcc gtgaattaac cggcggtatc tatttcggcc
  3876781 agccgaaagg ccgtgaaggc caaggcatgc acgagcgggc ctttgacacc gaagtttatc
  3876841 atcgcttcga aattgaacgt atcgcccgta ttgctttcga atcagcccgc aaacgccgta
  3876901 gtaaagtaac gtccattgat aaagccaacg tgttgcaaag ttcaatcttg tggcgtgaag
  3876961 tggtcaacgg gatcgcggcg gattacccag atgttgcgtt gtcccatatg tacattgata
  3877021 acgccaccat gcagttaatc aaagaccctt cccaatttga cgtgttgctg tgctctaact
  3877081 tgtttggcga tatcttgtcc gatgaatgcg ccatgatcac cggctccatg ggcatgttgc
  3877141 catcagccag tttgaatgaa caaggttttg gtctatatga acccgcaggc ggttccgcac
  3877201 cggatatcgc gggtaagaac attgccaacc ctatcgctca gatcctgtca ttaaccctgt
  3877261 tgctgcgttt tagcttaggt aaagatgatg ccgctgacgc cattgagcgc gcgatcaacc
  3877321 aggcattgga gcaaggttat cgcactgcgg atttagccgg ggatggtcac gcaatcggca
  3877381 ctcacgaaat gggcgatatc atcgctaaat tcgtggttga aggggtataa aatgggcaca
  3877441 acatcatctc agagcaaaac gttataccaa aaattgtacg atgcgcacat tgtgcatgaa
  3877501 gcccccaatg agaccccatt gctgtatatc gaccgccatt tagtgcatga ggtcacctca
  3877561 ccgcaagcct ttgatggttt gcgtgccatg ggccgcccgg tgcgtcaacc gggtaagact
  3877621 ttcgctacca tggatcacaa cgtttctacc caaacaaaag acattaacgc cagtggtgag
  3877681 atggcccgta ttcagatgca agagttaatt aaaaactgcg ctgaattcgg tgtctcattg
  3877741 tatgacctga accacccttt ccaagggatc gtgcatgtca ttggccctga gcaaggcatg
  3877801 acgttaccgg gcatgaccat cgtttgtggt gactcacata ccgccactca cggcgcattc
  3877861 ggctccttgg cctttggtat cggcacctca gaagttgagc atgtgttggc gacccaaacc
  3877921 ctgaagcagg ggcgagccaa aaccatgaga atcgaagtga atggcactgt cggcgcgggt
  3877981 attacggcta aagacatcgt gctggcgatt atcggtaaaa ccgggagcgc aggcggtact
  3878041 ggccatgtgg tggagttctg tggcagcgcg attgaagcgt tgagcatgga aggccggatg
  3878101 acattatgca acatggcgat cgaaatgggg gccaaagccg gtttggttgc ccctgatgac
  3878161 accacctttg cctatctgaa aggccgtcag ttcgccccaa ctggcgagca atgggaacaa
  3878221 ggtgttgcct actggcgtac cctgaaatct gatgctgatg cccaattcga taccatcgtg
  3878281 acactggatg ccgctgatat cgcgccacag gtgacgtggg gaaccaatcc gggtcaggtc
  3878341 attgcggtta atcaaatcat tcctgcccct gagtctttca gcgatccggt cgaacgtgca
  3878401 tcagcagaga aagccttagc ttatatggac ttgcgccccg gcattaaatt gactgaagtg
  3878461 gcgattgata aagtctttat cggctcttgc actaactcac gtattgaaga tttacgtgcg
  3878521 gcagcggcta ttgcccaagg gcgtaaagtc gccaagggtg tgcaagctat cgtggtgcca
  3878581 ggctccggcc cggtgaaagc gcaggcagaa gcggaaggtt tggataagat ctttatcgcc
  3878641 gcaggttttg agtggcgtct gcccggttgc tcgatgtgtt tggccatgaa taatgaccgc
  3878701 ctggagcccg gcgaacgttg tgcctccacc agcaaccgta attttgaagg ccgccaaggc
  3878761 cgtggggggc gcacacattt ggtcagccca gccatggccg ccgctgccgc cgtcagtggt
  3878821 cattttgctg atgttcgcga attatccgcc accacccact aaccggagac accaccatgg
  3878881 caaaatttat tcaacacatt ggtttggttg cgccgttaga tgcagcaaac gtcgataccg
  3878941 acgcgattat ccctaagcag tttttgcaaa aagtgactcg cacgggcttt ggtcaacacc
  3879001 tgtttaacga ttggcgtttt ttggatgatg ccggcaaggt accgaatcct gattttgtcc
  3879061 tgaacctgcc tcgctatcag ggtgccacta ttttgttagc ccgtgagaat tttggctgtg
  3879121 gctcctcacg tgaacacgca ccatgggcgc tgacggattt tggttttaaa gtggttatcg
  3879181 ccccgagttt tgctgatatt ttgtcaacga cggatgaaaa gtgatccact tatatctcca
  3879241 ccaacggccc aatattgatc caccgtttta ctcaggatta gcttctgcta taaccccggc
  3879301 ctttcgtttc tgtctgagtc gatagctttc tcctttgatt tgaacgacat gtgagtggtg
  3879361 taagatacgg tccagcatcg ctgaggtcag tgctgcatca ccggcgaacg tttgatccca
  3879421 ctgcccgaac ggcagattgg atgtcaggat cattgcgctc ttttcgtaac gtttagcgat
  3879481 gacctggaag aacagctttg cttcttcctg actgaacggc agatagccta tttcatcaat
  3879541 gatgagcagg cggggggcca ttactccacg ctgaagcgtc gttttataac ggccctgacg
  3879601 ttgtgccgta gataactgaa gtaacagatc tgctgctgtt gtgaagcgaa ctttgatacc
  3879661 tgcacggact gcttcatagc ccatcgctat tgccagatgg gttttcccca cacctgatgg
  3879721 ccccagtaat acgatatttt cattacgttc tatgaagctg agtgagcgta acgactggag
  3879781 ttgcttctgc ggtgctccgg tggcgaatgt gaagtcatac tcttcgaacg ttttcaccgc
  3879841 cgggaaggct gccattcggg tatacatcgc ctgttacgtt gatgacgtgc cagtttttct
  3879901 tcatgaagca gatgctccag gaagtccata taactccatt cctggtctac tgcctgttgt
  3879961 gacagcgcag gcgctgcgct tataaggctt tccagttgca actgcccggc gagcgccatc
  3880021 agtcgttgat gttgcagttc catcatcacg ccactcctct gcagaatgag tcgtagatgg
  3880081 agagtggatg atgcaggggg tgtttgtcga agttcaccag attttcatca agatgcacgt
  3880141 catactcttt tttctccgga ggcagtgcca gcatggactg ctgctcttcg agccagcgat
  3880201 cgcagggacg ggcctggatt gtttcatgct ttcgttggtt agcgacatcg tgcagccagc
  3880261 gcagaccgtg gcggttggct gtttcaacat cgacagtgat ccccatcggg cgcaggcgag
  3880321 tcattagtgg gatgtaaaaa ctgttacggg tgtactgcac catccgttcc accttacctt
  3880381 tagtctgtgc cctgaagggg cgacacagtc ggggagagaa gcccatctcc ttgccgaact
  3880441 gccacagcga aggatggaac cggtgctgac cggtctgata tgcgtcacgt tgcagaacca
  3880501 cagttttcat attgtcatac aacacttcgc gcggcacacc accaaagaag cggaacgcat
  3880561 tacgatggca ggtctccagc gtgtcataac gcatattgtc agtgaattcg atgtacagca
  3880621 ttcggctgta tccgagaaca gcaacgaaca cgtgaagcgg tgagcgacca ttacgcatag
  3880681 tgccccagtc aacctgcatc tgtcgtccgg gttcagtttc gaaccgaacg gcaggctcct
  3880741 gctcctgagg aaccgagaga gaacgaatga atgccctgag aatggtcatt ccgccacgat
  3880801 atccctggtc tctgatctcg cgagcgatta ccgttgccgg gattttgtaa ggatgagcat
  3880861 cggcgatgcg ttgacgaata taatcccggt attcatccag gagtgaagca acagcaggtc
  3880921 gcggcgtata ttttggcggc tcagattttg cctgcaaata acgtttaacg gtattgcggg
  3880981 agatccccag ttctctggca atcgcccggc tactcattcc ctgcttgtgc aggattttaa
  3881041 tttccataac tgtctcaaaa gtgaccataa actctcctga atcaggagag cagattaccc
  3881101 cctggatctg atttcaggcg ttgggtgtgg atcactattg caccgttcgt tacaatattt
  3881161 tttatggtaa cgcgtttaat aaccaattat taccggtgac attaagcgaa gcggatattg
  3881221 ataccttatt ccaattggtt aaagagaatg aaggtattga gtttgtggtt gatctcgagc
  3881281 agcaaacggt taatgccggt ggcaaaagct atgctttcga aatcgatcct ttccgccgcc
  3881341 actgtatgat taatgggttg gatagcattg gcttgacgtt gcagcatgaa cacaatatct
  3881401 cagcatacga aaaacaacag cctgaatttc tacgttaaat aaccgttaag gccagcagaa
  3881461 ctaacatgcc agcctgttta gtaaatatat cgttattttt agtagtaata gattgtgagt
  3881521 cattaataga ttgtaagtaa ctaatagatt gttggtgccg ggtcgtaccg gcccaacaag
  3881581 taacacgttt aactcatcct accgccagct gacccccgcc gcttctggca caaagcaggg
  3881641 gcaaaccgct aagctgcgct gacctaaacc gctctcacct aagcctctct cactttggcg
  3881701 cagatgatca acgccaaaat aaccaacacc atcgcagcga cataaaccgc attatgcccc
  3881761 caggtttcag tcaatacacc ttgcagcaca ccggccaaaa tcaccccact agaaatactg
  3881821 ttggtaaata acgtggttgc ggcacctgcc cgccccggca tgagatcctg aaaatagagc
  3881881 ataccaatac cggcgacgat gccgataaag atggcattaa aaatctgcaa tatcatcagt
  3881941 gcggttttga atttaaacag caccagcccg gtataaaaca gcacccccgc catcaccgca
  3882001 aacagcatga ttttacgttt accaaagcgc ctaaccgagt aacctgccaa caacatgata
  3882061 ggaatttcca gcccggcggc ggtccccatc agcaaacccg ccaaacgctc aggcaaccct
  3882121 aaattagcgg tgatatagag cggcatatca atgatgtaca tggtattaca cgtccacatc
  3882181 agcattgagg caatgaacag cagtaagaca tttttatcgg caaacaaact gccttgtacc
  3882241 accacggggg catcggctac gggctcaggc tgtttaaccg acggcaggat aaaccagacc
  3882301 accagcgcac taataacaaa aataccggcg gcaatgctaa acatcagcgt aaagccataa
  3882361 ttcagcgcta acataaatga cagcggtggc ccgataaccc aagccaatga taattgcgca
  3882421 cgcataatcg aactgaacat caccacttca cgcgcagagt tatccgcata ttcccgtgcc
  3882481 aaggcgaaaa tttgcggcat cgcggtattc gccaccgagg ccatcaaaac acctaaagtg
  3882541 atcaacgtca gataatcacg attaaaagcg aatagcaggc aatttccgac cgccatcaga
  3882601 tagcagatca gaattaattt acgccgatcc ccgcccagat ctgagcgttt ggccagtagg
  3882661 aagctcacgg tgataccggc aatggcattc acggtataaa acaatccgac ccacagcgga
  3882721 cgcactttta actctgtgct taaaaacagg cttaatgtcg gggcttgcaa cgcacccgcg
  3882781 atgccggaaa gaaaagccac cacaaagaaa gcgaggaaaa ccgggttgat acgacgggaa
  3882841 aaggctcgtg cagatctcat tccaggctcc agcgccagaa aaagctatta ttagcataat
  3882901 cataatggtg ccctatgcta cagaagctct tatacataaa gaagtgatat aggcttttat
  3882961 ctattcaaag tcattggcgt tgcagatgga gtagccagca aacaaccccc gatgaggcta
  3883021 attatcttaa ggtcaacgac cagtcagtga ttcgggtgag tgcgtgcagc taacaaccct
  3883081 gcagcgtcaa ggccgaaggg atttccccaa agtcattggc gttgcaggta ggcagccagc
  3883141 aaacgacaaa ttggttcaac cattttgaac agcgcttgcg ctggcccgca gggtgagact
  3883201 ctgatgaggc tcataatccc gatgaggcta attatcttaa ggtcaacgac cagtaagtga
  3883261 ttcgggtgag tgcgcgcagc taacaaccct gcagcgtcaa ggccgaaggg gaaaaagaaa
  3883321 aaagccagca gaaaaaccta ctggctggtg aaaaacacca ttactcagaa tttttttggt
  3883381 acttggtagg acaaggctca actcattact ttcggctgtg actgcataga cgttgtcacg
  3883441 ataacccgct tttcttgggg gttagtatct gcgtaatata gggaaagaaa aattgatgag
  3883501 atttcccaag gagttcctct tttatgtcta cctcgcgcct gcaacaacaa tttattcgtc
  3883561 tctggcaacg ctataacgga cagtcaacgg aaaccacatt gcaggcgctg gctgaagtgc
  3883621 tgaattgttc acgccgccat gtacgttctc tgctgggcaa gatgcagcac gcgggctggc
  3883681 tcgattggca ggctgaagct ggccgaggaa aacgctcaca attgatcttc ttgcgttccg
  3883741 ggctggcgct gcaacaacaa cgggctgaag agttgctgga gcaggatcat attgatcagt
  3883801 tagtccaact ggtcggtgat aaaaaagcgg tacgccaaat gttgctgtcc cagttgggac
  3883861 gtagcttccg gcaaggaaaa catattctgc gggtgctcta ttaccgccca ttggagaact
  3883921 tattacccgg caccgcccta cgccgctctg aaacccatat ggtgcggcaa atttttaacg
  3883981 ggctgacacg gataaatgag gaaaatgggg aactcgaacc ggacttatct catcactggc
  3884041 aagcgatcac ccccttgcat tggcgctttt atttgcgacc agccattcat ttccaccatg
  3884101 gccgggaact ggaaatgagt gatgtgatta gcagcctgac ccgcctgatc ccccaacccc
  3884161 tgttttctca tattgcggag gtgcgttcac cgacacctta tgtgattgat gtttatctcc
  3884221 attcgccaga tcactggttg ccatggctac tgggcagcgt tcacgccatg attttgccgc
  3884281 aagagtggga aactcagccc gattttcacc gacagcctat tggtaccggc ccttattccg
  3884341 tgatccgcaa tcatcacagc cagctgaaaa ttcaggcatt cgataactat tttggtttcc
  3884401 gggcactgat tgatgaggtc aatatctggg tactcccaga actctccgaa gaattggtgt
  3884461 attccggggt gcaattgcaa gccgacgata cgggtaaaaa tgagctggag agccgtttag
  3884521 aggaaggttg ctacttctta ctgttcgacc aacgatcccc tcaggcctgc accccggaga
  3884581 tccgccgttg gttatgtgaa ttgatcacac cgatagcgtt actcagccac gccgctccct
  3884641 tctatcaacg ttactggtca ccggcctatg gcatgttgcc acgctggcac cataaccgac
  3884701 tcaccactca agagccaaaa cccgaagggc tgaacgagct gacactgacg ttttacagcg
  3884761 aacattcaga gtttgatgcc atcagccaga cactgaccca gttattggct gctcagggcg
  3884821 tgacgttaaa gatacaagtc ttggactaca cccgctggta tcagggggat gcacaaagcg
  3884881 atatctggct cggcagcgct aacttttact tgccactcga attctcgcta tttgccaccc
  3884941 tctatgaaat gccgctacta caacattgtc tgagcgaaga actgcatcaa gatattgaat
  3885001 cctggcgcaa taatacctta ctcatggccg attggagcca acgactggta agccagcatc
  3885061 aattccatcc gctatttcat cattggttag aattatacgg tcaacacagt atgcggggag
  3885121 tgcgtatgaa tacactcggc tggtttgatt ttaaatccgc atggtttacc ccaccagagg
  3885181 cctagggcgg cgttgactca cacggcgctc cccctgaatt tattatacaa acgggctgca
  3885241 ctaccccttt caataattcc atttatgaga acgagttaaa tactctcatt ttttattgta
  3885301 aagtttttta tatgcgatga taaaaggaat agcataagaa tatgaaaaca aaagagttat
  3885361 ataatgtaga aagtcattat cctctgtatt tataccaaac aagggtattc tatctgaaat
  3885421 aaatgcactg taatgaaaaa tagaaaatag gcaggtaaaa gccagcgagc taatattcaa
  3885481 ataaatattt ttagaataaa gaagatgact tactacataa tagtaaaaaa atagcgatac
  3885541 tactgacagt gaaatatata accatgccat agacagtcct cagtaagatc tatattgtcc
  3885601 atagatcgtg tttgcatcac cagtcaattc aatgaaaagt tctggcccac tcatgatttt
  3885661 tataccttgc tgctttagtc ctgagagaag accggcatca atatagcggt atatatccct
  3885721 acaaacacta cccctcccca caaacatcgc cctttcaccg gcttagatta aactctacaa
  3885781 tggcgtcgtc tcaacggggt gcaaaatatt gccagcttgg tttaactcgg tctcgcaggt
  3885841 gtcaaaacac agcgagcggg gttatgaccg tggcgaacag cgcggagtga ccggtacata
  3885901 caccatgact ttatcaatca tggcgatgcg cggatcaccc agactgctca acactggaac
  3885961 cacctaaccg ccgcaatttt tttcgctgag agtaaacccg tcgaacctga tccggttaac
  3886021 cccggcggag ggatttgaga atgataacga ctgtatcatc acggatacca atgttaacta
  3886081 ccgcctcaga tacctttgcc acctttatgt tcaaggagtg caaagtgttt aaacacatta
  3886141 tttcctgctt attactgata tcagccacct ccgcgcttgc cgcagaaaaa cctacgctga
  3886201 cggtctatac ctacgactcc tttgctgctg actggggccc aggcccggcg attaagcagg
  3886261 cctttgaagc tgaatgcgat tgccagctaa aatttgtggc actggaagat ggcgtttcac
  3886321 tgctgaaccg cctgcggatg gaaggtaaaa acagccaggc cgatgtgatt ttagggttgg
  3886381 ataacaatct ggtacaggcg gcagaacaaa ccggcttgtt taccccaagc caggttgata
  3886441 cccgtaacct gaccctacca gagccgtggc agaataagac atttgtccct tacgattatg
  3886501 gctattttgc ttttgtgtat aacaaagaaa aactgaaaaa cccgccaaaa agcctgcacg
  3886561 aattaatcag cagtaaagaa ccgtggaaag tgatttatca agacccacgt accagcactc
  3886621 caggtctggg tctgatgctg tggatgcaaa aagtttatgg cgatcaagcc ccgcaagcat
  3886681 ggcaacaact ggcgcagaaa acggtcacag tcaccaaagg ctggagcgag gcgtatggct
  3886741 tgttcctcaa gggggaagcg gatttagtgc tgagctacac cacctctccg gcttatcatt
  3886801 taattgcaga aaagaataac aactatgcag ccgccgattt cagtgaaggc cactatttac
  3886861 aagtagaagt cgccggccaa ctggccgcca gcaaacaacc tgaactggcg cagcgcttta
  3886921 tgcaatttat cgtgacccct gcgttccaaa accacattcc aaccggcaac tggatgtatc
  3886981 cagtgatcaa aatggatcta cccgccgggt tcgagacact ggccgtgcca caaacagcgt
  3887041 tgcaatttga tgctaaagac gtggcggata accgcagtaa atggattcag gcatggcaat
  3887101 ccgccgtcag ccgttaatcg cgccctggct atggccgggg ttgctggccg ctgggctgat
  3887161 tgtcgcggtc gccttattgg cgttcgccgc tatttggcac catgcgccca cagcagattg
  3887221 gcaaagtgtc tggcatgacc gttatctgtg gcatgtgatc cgctttacgt tctggcaggc
  3887281 atttttatcc gccctgctgt cggtgatacc tgctatcttt ctggcgcggg cgctgtaccg
  3887341 ccgcaacttc cccggccgcc agttcatgct gcgtttatgt gccatgacgc tggttctgcc
  3887401 ggtgttagtc gcgctattcg gcattctgac ggtctatggc cgtcaggggt ggctggctca
  3887461 cctgtttgac tggctgggtg tggattaccg cttctccccc tatggcttgc aaggtatttt
  3887521 gttagcgcat atcttcttta acctgccact ggcaacccgc ttgttgttac agtcgctaga
  3887581 aggcatcgcc gtggaacaac gccaactggc cgcacaactg ggcatgaacg gctggcagca
  3887641 ttttcgctgg gtagagtggc cttatctgcg tcgtcaaatc ctgcccactg ccgccctgat
  3887701 ttttatgttg tgctttgcca gctttgccac cgtgctgtcg ctgggtggcg ggccacaggc
  3887761 aacgaccatt gaactggcca tctatcaggc attgagctac gactatgatt taggccgtgc
  3887821 cgcattattg gcgctgatac aactgggctg ctgcctgggt ttagtggtac tcagtcagcg
  3887881 gctgaacagc gtgttgacgg tgggcaatac gcatgggcaa atatggcgta atccgcaaga
  3887941 cagcggctgg gcgcgccttg gcgataccct gctgatttgt agcgcattac tcttgatggt
  3888001 accgccattg ctaacagttg tgattgatgg cagtaataaa acaatactga ccgtgttaca
  3888061 acagcccgca ctctggcaag cgttctttac ctcagtgacc atcgctattg gtgccgggct
  3888121 attgtgtgtc atcttaacca tgatgttgct ctggagtagc cgcgaactga aattacgcca
  3888181 acgcgcggct tacggtcagg cattggaggt cagcggcatg gttattctgg cgatgcccgg
  3888241 cattgtgttg gcaaccggtt tcttcttgtt gctgaatgat acgctgggat tgccacaatc
  3888301 tccttatggg ttggtgatcc tcaccaatgc cctgatggcc gtgccctacg cattaaaagt
  3888361 gctggataac ccgatgcgtg atctggctga gcgctacaca ccgttatgtt tatcactgga
  3888421 tatccgtggc tggcaccgtt tacgttatat cgagctacgc gccctgaaac gcccactggc
  3888481 tcaggcgctg gcctttgcca gtgtgttatc tatcggcgat tttggcgtag tcgcgttatt
  3888541 tggtaatgaa cacttccgca ccctgccatt ttatctttat caacagatag gttcctaccg
  3888601 cagcaatgat ggcgcagtga ctgccctgtt gcttttgttg ctctgcttcc tgctgtttac
  3888661 ccttattgaa cgactgccga gccgccatgc taaagcttga gaaaatcacc tatttgtatg
  3888721 accacttacc catgtgtttt gatctgcgca ttcaacccgg tgagcgggtg gcgatccttg
  3888781 gcccaagcgg cgcaggtaaa agtactctgc tgagcttgat tgccgggttt ctcgccccga
  3888841 ccggtggtca catgctgctg aataatcaag accatacggc cagcaccccc gcccaaaggc
  3888901 cggtctcgat gctgtttcag gagaataacc tgtttgcaca tctcaccgtc gaacagaaca
  3888961 tcgggctagg tttacatccg gggttgaagc tcagtggtga acagcgctta ctgttacaac
  3889021 acatcgccca gcaagttgga ttggaaagct gcctcgaccg gctgcccgca caactctcgg
  3889081 gggggcaacg ccaacgggcg gcattggccc gttgcctggt gcgtagccaa cctattttgt
  3889141 tactggatga accgttttca gcgctggatc cggcgctgcg taatgaaatg ctgcaattag
  3889201 ttgatcaggt gtgcataaac cgccaactga cgttgctgat ggtgtcgcac aatttagatg
  3889261 atgccgcacg tattgcccag cgcacgttgt tgattgttga gggccgtatt gactacgatg
  3889321 gccccacaca ggccttggtg gacggcagtg cggcaaaagc cagcgtactg ggtatcaaaa
  3889381 gtgccgttat atcttgatcc ctcgcggcgg taaccccggc ggctgataca cgataaaata
  3889441 gggctgtcag ccaccgtgtc cgggtttacc cagccaagac tttccacaac agatggcgat
  3889501 agattggcat cagtggttgc atatgtagcc agataaaact ggcgatagcg gccgcaatag
  3889561 ttaacagcgt cacccaacgc aagcgggcca aggggagcca cacactcagg cgatctgggc
  3889621 tgcgcttacc aaaacgccac cagcgccatg ataaccacaa cgacagccaa atcagtacca
  3889681 ccaccacaaa cagtaggcac ttaaacataa agctattact gctcggcggg atatcgatgg
  3889741 caacccctgc caatataccg gggaagagat aaatcggcgg ccatgtcagg ccaccaatca
  3889801 cactgggtaa ggcaaacttt gccgttggca agttcagcat cccagccacc atgggtacga
  3889861 tgggccgtgt cgggccaata aaacgcccca agagtaccgt tgccatgctg tggttatgta
  3889921 atgcatgctc agttttattc agcaacgatt tatgtttttg taggaaagac caattgtgta
  3889981 gcggcgcttt gaaacggcgg ccaatgaaat acgatatcca atcccctaac aggcaaccga
  3890041 gggtcgcggc aacccaggcg aaataaaaat ccacttcgcc actgccaatc agcgcgccca
  3890101 cgctggtcat catcaccgtt cccggtaata acatgcccac cagcgctaaa gattcgagaa
  3890161 aagtgactaa catgacgata aatagcgtga aagccaggga ttgcgtcaat aaatgtaata
  3890221 aataggcttc cataaagttg tccgttagtt agcactcaga actgaggcgc gaggattgtc
  3890281 cagcgcaacg taaaatgagt caatcagcga tttgcgtaaa tagatttcaa tttgctattg
  3890341 aaatagacaa taactgtata aaaacccata ctaatacagt ataaatcttc aaacgttatt
  3890401 cattcacatc ttaatttaag gtagcagcgt ggggcaaacc cgtcagggct tcctgctgac
  3890461 ccgccactgg cgggatacac cagcaggcac cgaagtcgaa ttctggttgg caacggatga
  3890521 agggccacag catgtcaggc tgccgcccca gccatcggtc gcctttatcc ctgccgaaca
  3890581 acagcaacgg gcagaaaccg tactacgcgc agaacgccat tggcaactgc gccctctcgc
  3890641 gctgactgat tttcaccaac gcccggttct tggcctgtat tgcactcagc accgccagtt
  3890701 gatccgcctg gaaaaacgac tgcgcgaaag tggcgtgaat gtttacgaag gtgatattcg
  3890761 cccgccagaa cgctttctga tggagcggtt tattactgcc cccgtatggt ttagtgggca
  3890821 ggaaaatgac catggcccac tcctcaatac acaactaaaa ccggctgatg actatcgccc
  3890881 aaccctcaaa ctggtttctc tggatatcga aaccagtgaa cacggcgagc tgtactgtat
  3890941 tgggctggaa ggctgtgggc aacggcaagt ctatatgtta gggccaccca atggggagac
  3891001 cacgggcacc ccgctcgatt tcaatttgga atacgttgcc agccgcccat tactattaga
  3891061 aaaactcaac caatggctgg cagtgcatga tcctgatgcc attattggct ggaatctggt
  3891121 gcagttcgat ttacgggtat tacagaaaca cgcagatcgc taccagatcc cgctgcgctt
  3891181 tggccgtggc ggtaacctgc tcgagtggcg tgaacacggc tttaagcaag ggcatttctt
  3891241 tgcttccgcc gccgggcgtt taattattga tggtattgaa gcactgaaat ccgccacgtg
  3891301 gaacttccct tctttcagtc tggaatctgt ctcgcaaact ttacttggcg agggtaaagc
  3891361 cagcgatagc ccctatcagc ggatggatga aattaatcag cgcttcgccc acgataaacc
  3891421 agcactggcc cgttataacc tgaaagactg tgagttggtc acgcggattt ttgccaaaac
  3891481 ggagttgctg agtttcttac ttgaacgctc aaccgtgacc gggctggcag ccgatcgtag
  3891541 tggcggttcg gtggccgcgt ttacccacct ttatctgcca cggatgcacc gtatcggcta
  3891601 tgttgccccc aatttaggtg aattgccgga agagcacagc cccggtggtt ttgtaatgga
  3891661 ttcccagccc ggtttgtatg attcagtgct ggtacttgac tataaaagcc tgtacccatc
  3891721 gattatccgc acctttttaa tcgatccggt cggtctggtg gcggggatgc agcaacctga
  3891781 tattcagcac tcggtaccgg ggtttcgtgg ggcctggttc tcacgcgaga aacattgtct
  3891841 gcccgccatt gttaaccaaa tctggcaagg gcgggaagca gcgaaacgcc agcaaaataa
  3891901 gccgctgtca caggcgctga aaatcattat gaatgccttt tatggcgtgc tgggttccag
  3891961 cggctgccgt tttttcgatc ctcggctggc atcatccatt accctgcgtg gtcatgagat
  3892021 catgcgacaa acccgtgagt taattgaagc gcagggttat caggtgattt atggtgacac
  3892081 cgattcaacc tttgtttggc tgaaaagcgc ccacaacgat gagcaagcaa cacgcatcgg
  3892141 taacgagctg gtgcagttag tgaatcaatg gtggcaaaac catatacagc aaaactttaa
  3892201 tctgccctgt gcattagagc tggagttcga aatccactac cggcgttttt tgatgcccac
  3892261 tattcggggc gcggagcaag gcagtaaaaa acgctatgcg ggactcatct ccaccccgac
  3892321 gggtgatcaa atggtttata aagggctgga aaccgtccgt accgattgga ccccactggc
  3892381 acagcaattc cagcgcgagc tgtatctgcg tatcttccaa caacaaccgt atcaagatta
  3892441 tgtgcgggat tacgtagccc gtaccctgaa tggcgagttg gatgagcaac tggtttaccg
  3892501 caaacgcctg cgtcggcggt tggatgacta tcagcgcaac gtccccccgc acgccagagc
  3892561 ggcacgtctg gccgatgagt ttaaccgtaa gcttggccgg ccactgcaat atcaaaatgg
  3892621 cgggtggatc agctatgtga tgaccaccgc aggccccgaa cctttagaaa cgcggcaatc
  3892681 gcccatcgat tatgatcact atctgacacg ccagctacaa cccgtagcag acgctatact
  3892741 tcccttcact caggatgatt tcaccacact gatcaccggt cagatgggac ttttttaatg
  3892801 ataatagggt tgttttagag gtgacgaagc gctcgccttc ctttaccata gcgcccttgc
  3892861 caaaatttgt atcaatcaca tttacataac cgactgatcg ttgttatccg cgccaccgga
  3892921 ttctgcctgt gaaccgtacc ttctcagaca gacattcagg ccgtgccact aatgcggata
  3892981 aaaagcgagt tatgtggata aaaagcgagt tatatagata acaagcaagt tgcgcagata
  3893041 aaaaactatc gccagccatt ttagtaccgc tctctgcgat catttactca ggggtttcta
  3893101 caagacgttg ttatataagg tactgttcta caaaaagatt gttctaaaaa aagattgttc
  3893161 taccccaaca ttgttctaca agatattgat cgaaaaaaca ttgatcgaca aagaattctc
  3893221 taactcactg tccaacaaaa aaatcgagcc gataatttat gccttttaca cttggtcaac
  3893281 gctggatcag cgacacagaa agcgaacttg gattgggtac tgtcgttgcc attgacgtgc
  3893341 gcatgatcac cttactgttc cctgcaaccg gtgaaaaccg cctttacgcc agaaatgact
  3893401 cgccaatcac ccgggtcatg ttcaatccga gcgataccat cactcaccac gaaggctggc
  3893461 agctgaaagt ggaagaagtg actcaagaaa atgggctgat tacctatatc ggtacccgtt
  3893521 tggatactga ggaaaccggc gtcgccatgc gtgaagtttt gctcgatagc aaactgactt
  3893581 ttagtaaacc acaggatcgc ttattcgccg gtcaaatcga tcgcatggat cgctttgccc
  3893641 tgcgttttcg cgcccgtaaa taccaaagcg agcagttccg gttgccgtgg agcggcctgc
  3893701 gtggtatccg tgccagcctg atcccacacc agttacatat cgcttatgaa gtgggtcagc
  3893761 gccacgcgcc acgggtctta ctggccgatg aagtggggtt gggtaaaacc atcgaagccg
  3893821 ggatgattat ccaccagcaa ctgctggctg gccgtgctga acgggtgctg atcgtggtac
  3893881 cggagagcct gcaacaccag tggctagtag agatgttacg ccgcttcaac ctgcgcttct
  3893941 cactgtttga tgacagccgt tattccgaag ccttgttgga cagtagcaat ccgtttgata
  3894001 ccgaacagat ggtgatttgt tcgctggatt ttgttcgtcg gaataagcag cggttagaac
  3894061 aactggccga tgcttcctgg gatctgctgg tggtggatga agcgcaccat atggcctgga
  3894121 gtgaagaggc tccaagccgc gaatatcaag tgattgaaca gttggccgag catatccccg
  3894181 gcgtgctgtt attgacagca acaccagagc aattgggcca acagagtcac tttgcccgcc
  3894241 tgcgtttgct ggatccagat cgcttccatg attacgaaga gttcgtcaat gaacaacaga
  3894301 aataccggcc tatcgccgat gccgtcaccc tgctgttagg gggcgagcgt ttaaccgatg
  3894361 ataagctgaa tctgttaggt gaactgattg atgaacaaga tattgagcca ctactgaaag
  3894421 cggccaatag ccaaagtgaa gacagcgaag cggcgcgtca agaattagtt accatgctga
  3894481 tggataggca cggtactagc cgggtgctgt tccgtaatac ccgtaatggg gtaaaaggct
  3894541 tcccgcaccg cgtcttacac caaattaagc tgccattgcc aacacagtac caaactgcaa
  3894601 ttaaggtctc tggcatcatg ggggcgaaga aaaccctcga cgctcgtgca aaagatatgc
  3894661 tttatcccga gcaaatctat caggagtttg aaggcgaaaa cgccacctgg tggaactttg
  3894721 acccacgggt tgaatggcta ctgaactatt tggttgccaa ccggggtgag aaggtgttgg
  3894781 tgatctgcgc acaagccgct acagctttgc agcttgaaca agtgttacgt gagcgtgaag
  3894841 ctattcgggc cgccgtcttc catgaaggtt tatcgctgat tgaacgtgac cgtgccgccg
  3894901 cctattttgc ctcagaagaa gatggtgctc aggtcttact gtgttccgaa attggttcag
  3894961 aggggcgtaa cttccaattt gcctgccaac tggtcatgtt cgatttgccg ttcaaccccg
  3895021 atctcctgga gcaacgtatt ggccgtttgg atcgtatcgg ccagaaccgt gaaatccaga
  3895081 ttatggtgcc ttatttggaa gacaccgcgc aggcaatact ggttcgttgg taccacgaag
  3895141 ggttggatgc gttcgaacac acctgcccaa caggccgtac catttatgac agcagctatc
  3895201 aggaactgat tagctatttg gccacgccaa gtgagcagga agggttggat gagtttatcc
  3895261 acacctgccg tcagcagcac gaagggttaa aacttcagtt ggaacagggc cgtgaccgct
  3895321 tactggagat gcactctaac ggtggcgaac atgggcagga gctggcacag agcattgccg
  3895381 aacaagataa tgacatcaat ttagtcagtt ttgcactcaa cctgttcgat attgtcggga
  3895441 tcaaccagga agatcgtagc gataacctga tcgtgctgac cccgtccgat cacatgctgg
  3895501 tgcccgattt ccccggtttg ccaccagatg gctgcaccgt cacctttgat cgtgaacagg
  3895561 cactctcgcg ggaagatgcc cagtttgtca gttgggaaca ccccatcatc cgcaatgggt
  3895621 tggatttgat cctgtctggc gataccggca gttgcgcggt gtctttattg aaaaataaag
  3895681 ccttacccgt cggtaccctg ctggctgagt tagtttacgt ggtcgaggca caagcaccga
  3895741 aacacttgca actgacccgt ttcttgccac caacacccgt gcgtatgctc atggatcgca
  3895801 acggcactaa cctggcggca caggttgaat ttgaaagttt caatcgccaa ctgaatgcgg
  3895861 taaaccgcca tacctccagc aagctggtca atgcggttca gcaagaagtt cacaccatgt
  3895921 tgcaacaagc cgaagcactg gtagaagcgc aagcgcaggc tctgattgaa acggcaaaac
  3895981 gcgaggccga tgataagttg agtactgaac tggcgcgtct ggaagcgttg aaagcggtta
  3896041 acccgaatat tcgtgatgac gaaatagagg cgcttgagca taaccgtaag atggtgctgg
  3896101 aaaacctgaa tcaagcaggc tggcgtttag atgctatccg gctggtggtg gtaacacatc
  3896161 agtagttctt tgaaataaag tcgttctttg gcatcaatga aaatatccga ggttattgac
  3896221 aaagtgcccg cgacggagag aacaggcaga tcgtaaagac gccgtaaata catccatgta
  3896281 ggctcgagcc gcgccctccc tggcgcggac gctttactcc tctgcctatc ctcaccgttc
  3896341 aagagtgagt catcggggtt tgtcagcagt ctgatatccg gggcattccc ccggatattt
  3896401 ttttgtctga cgactgcccg ctacattttg ggcaatttat caaacatact tttcatttcc
  3896461 tctgggaaac cattggagag tgtgctgcga agatcactca tggctctctc gaagtccttc
  3896521 ggacgctcct cactttgcat tttctggtga gcatcaacat tgtcctgcaa tcctcccaat
  3896581 atcttattca tatcgctcat catggtttcg caggattgat taaccgattg catgatactg
  3896641 cgagcggcat cggcccctga catctccata ttttgcattc cttttacaaa aggtttctgc
  3896701 aaatcagatt gagattgctg accaaggtca gtagatgact tcaatacatt ctggatgttt
  3896761 ttaggatcta gcatttgcat ttccttattt cgcggttaga gattcttagg acatgagaac
  3896821 tgtgccaatg cttttgacca cagcggataa tctttcatgg tggaactcaa ctcaattttg
  3896881 aagacgccac tcacgttatc catcaccatc atgagttcac ggctattgac cccgagtggc
  3896941 ctagggttac taacgtcata catgcggaaa atagcccacg gaccattgaa gctaacggtt
  3897001 tccacatttc catcctgagt tttgaacgtc aggcggatat acaccccacc tttcggtcct
  3897061 ggccaatcaa cttttaccgg ttggttagaa ccatggctgt agttaataat ctggccatcg
  3897121 acatcaagaa ccgcttccaa aattgatgga gtcagtgaga tagggcgaat gatcatcgac
  3897181 atcgccatct tgccggaggc atcaaagaag gtgtcgcgga tttgtgctga gttttcaaac
  3897241 gaacgcagag ttttaggggt caccacaccg ttactgtcag gttttacctt ccagcggttg
  3897301 ccgttggtat cgacatacgg tgcgagattc tgatcaaaga agctttgcat cgccccagaa
  3897361 cgaccaaaca tacggttgaa atcgccaata cctatctctt cgctagccaa ccgattaaag
  3897421 ggataacggc cactgacggc gttgctacat aaatcagaag caattgaaga gacgcccttg
  3897481 ctgaggttgg ccttactttg ttgcagactt tgcgtttgtc cgacggccag cagatccatc
  3897541 ataatgctgc gcaccggctc tggctgacgg gccatatcga tttgcaagcg actgaaatcg
  3897601 ttattttgcg gcaaaatctg cccagcccga agggaagtcg agagtgttat caactggtta
  3897661 taaatctgct cgaaggttcg gcccaacgga tcagaattgc tggtagacgc actttgcagg
  3897721 gcatatccca gacgtcttaa tagttcaaag cgatcctcca ccgctttctc tggcgttaga
  3897781 cgaaaacgag aacgctcacc cgacatttcg tcaatgatgt tacggcgggc agtcgtgagc
  3897841 ttattacgtt gaatattgaa ccagcctgac gacatcgccc ctttaccatt gttgtcagtg
  3897901 gtcagggtta tttcccgtgt ggagaaacgc accagattag ccaacgggga tgacgggtct
  3897961 gagagttgcc ttgccagcag cgccgcatca tcaagtccgt tgattgggcg caccctgata
  3898021 tcattgaaga atgcatccca ttggttggca tactccatca gataatactt gcgcgcttca
  3898081 tcggacagtt tttgcgccgc agccagtaaa ctaacctgac taaccgaagc tttaccgtca
  3898141 ctcaacaccc acgcttcctc gttaatcatc gcttccgatg cttcctgaag ttgtgggtta
  3898201 accacatcgt ggtagctggc ccgagtgtag aaagccggga tcgccaaatc cgttactgta
  3898261 ctggggcttt tacgtctcag catcagtgtt acgctaggac cggcggcatc cgccagacta
  3898321 agatcctcaa tcctcgcggg cagtggggcg tcatgaatac gattaatcac ccggatgtgt
  3898381 atcggtgttt tcatcgcttt aatgcgtgat tcacggatca gctcatcatt cagcttaact
  3898441 ttcggggcag ctgaggcggt gtcagaaaac agttcactca aatgataact gaagagtttg
  3898501 cggtcgtttt gcccatatcc ctgaggcgca aaactttccc agcgcgacat aaaccattgc
  3898561 accaatgcct cctgagagcg gtgatcaggt tgtccgagca tcaggtaaac tttcagcgtg
  3898621 tcatagttgt caccgtcagg agattgagtg tcctttttca gctcgttggt gacgtagttt
  3898681 tgtaccgcag gccagaacac tttattcagg tgacgatggt aggtttgcaa catcgcctga
  3898741 ttcagtaaac ggtgctcgaa gtacggtgtc agcagtggcg gtgaactttc cagataatgg
  3898801 gtgttgatat accccaactg ttcgtaagct gcgaccagat tatcgttgac ctgattcgtg
  3898861 attgggatgt cacgcacaat ccgacgggtt tcctcaaacc gagctgtcgc atagccaata
  3898921 tagtcatatt cccaaaaata gcgggcgctc agcatcaaca ataagatgca gagcacaagg
  3898981 accacgaaca catatttacc gatgtttaac aggcgatttc gcaaaggcat ggggccagtg
  3899041 gcgtgtaata cccccctttc ggtgatcgct tgactcagtg cagggaaata catctgccca
  3899101 gcaggccggc tttcaaaggt gctggtcgat gacggataat acagcgcctc ccatgaggtc
  3899161 agattttggg tactgccaaa ccagaactgc cgcaaacaac cggtatagcc aatcggtgtc
  3899221 gccggaaata tttgttcgaa taagccaaac aggggttttt gtagcgctcc caggctttct
  3899281 gtaaacagca gcaattggtg gcgcatctcc atgttgggcg aatcgtgcag tatttccaac
  3899341 acataacggc taacacgtgt caggagttca cggtaacgtt cttcatcggc aacgaaattg
  3899401 ttctgcccct tttcattatg ggtcatgcta atcccaagcc ctccggccag aagttcgtcg
  3899461 ttcattaacg agaggaaggt ttcgccgcca ggtaacttat cgatattgtt gaggaacaag
  3899521 tacaccgcaa tatcggcctg aaatgtcgag gcaacttcca ggatccgcag gcgcaacgta
  3899581 tcagccagtg acttacgttc cgtcaccgaa gagttcaaaa gcacgctgac gtcaaggcaa
  3899641 agaacaatcc catcaacccc cggataacgg cgatatttgc ggatcataga gaacaatttt
  3899701 tgccgagccg tgcccgcttc ttcgctctga ccatgcagca ggatccattc ccctgccgta
  3899761 tcgatgtaaa cagcacgatc cgtcagccac caattacagt cctgcgtcgg tccaatatcc
  3899821 gtggtctgcg ctaaaccata ctgttctgag agtaggaact tctcgctact ctcataaact
  3899881 atcgacgttt taccgcatcc gggtggcccc atgaccagaa accacggttt agcatcgata
  3899941 tactggcgct tacgccgttg acgccagcgc tgccagcgtg ttttctggct tgaaagatcc
  3900001 gcatgttgca gggtgagcat cgcatcatga aaacgtgcag aaacgcgatc aagctgaacc
  3900061 gtttttttct tgcgcttggg aagtggcgca cgggcataac gaaaaatcca actgaagaaa
  3900121 attgcaacaa atggccacag tgcccaaaat aaaatcagag caataatgat cttacgaacc
  3900181 catacccccc ccagagggaa ataggggcca atggcgatca gcggccctat ccaccacaca
  3900241 atataacaaa gcactagggc aatgattaaa atcaacattc tgcgtatcat agcaattcct
  3900301 attgttgggt attcgttcct tgaacttctg gtgttgggtt ctccaggaat tgcttcatgg
  3900361 ccttatcggc atcgcgctga ccaattttcc ataggatatc cacacgccgg ttacgcttgc
  3900421 gcccttcttc cgttgcattg tcagctaaag gatcgctctc cccccgtccg atggcactta
  3900481 tttctcgctg atgggtttcg ttgatttgag tggattcccg cagtttatct gccaccaccg
  3900541 atgctctggc cgcggaaagt ttgaggttgt tgttaccgga agtgctacgg aacggtttgt
  3900601 tatccgtatg accaataacc tcgatatctc ccggccatgg ggctaatgcc agcccaagac
  3900661 gttcgatatt cttcttgttg ataaactctt ccgagagggt cgcttcaccc gtgcggaacg
  3900721 cgccgtcgga ggtgaagatt aatagccatc cacgcggatc tttcctgacc tccagccacc
  3900781 cttcattcag gatgttggat agcggattcg gcaaggtctc catgatgttg attttccgcg
  3900841 gttcaggcag tacccacgtc agaatgttgc tgcggatctg ttgggattgc tggtgcagat
  3900901 accacgccgt gacgccgtaa gcacaaaggc acagtgcgaa accataggtg aagattttca
  3900961 gcgccttgat atattggcga cgcggagaac ctttgaccgc ttgcgcgata gccaaagatt
  3901021 gtgtggcgtc ctgaccgtag agttgcgtgt ggagacggct gcgtaaatcc atcagcagaa
  3901081 ccgcaccatg ctctatcatc tggtatttac cgtcaaaacc aaggcacata atcagatcat
  3901141 agaattccag aacttcccgg tactgtttcg gcgagttcat atagacccgc agatgttcga
  3901201 agcagtcctc acccccccag gcatcacggt gaaactccac taacagactt tggttgtagg
  3901261 agtctggggt ttgcagcccg ttaaaaatgc catcgatata ggtacatagc aggtaagaca
  3901321 ggtggttaat gtcttcttgc gggtagttct ttttctgcaa atgttgctgg aaatattgta
  3901381 attcccgcac aatcggtggc ctgacctctg cggcgttacg cgtcggccag ctacgaatat
  3901441 tttccaccag cagcagcaaa ggcatagccg cagcaatata ggcgttatcc caggcaccca
  3901501 ataacatccc agggcgctca tataagcccc tggaaatgcc atgcggcata cgctgtactc
  3901561 tcgctatatt gttgttactc ccgtttggat tgttgttatc cccgtttgga ttgttgttat
  3901621 tcccgtttgg atagctgtca ttcgcatttg gctgttgctg atacaaagtg accggtggcg
  3901681 cactcgtgcg cgccatgttg ttgcccgagg cagcctggtc cgcgagacct tccttatagt
  3901741 tctccgcctg tgacgttgac gaagagccac ttctagggac aatcccaccc aatgaggcta
  3901801 cggtgctttt ggcttgccac attggtgtag tcagtgactg ttccgcatgt tttgcgccat
  3901861 tgcgtgctgc ggaaatggct gcacggatct ggcgttcaaa ttcgttcatc cgagccttcc
  3901921 ttgtcgcaag ccccatactt caaaacgcaa ctcagggaaa tcacccacga tgctgagtgc
  3901981 gatagctgaa ccagacatca tttctttata cataggatca tcatggtcaa cttcgaaata
  3902041 gacgctattc gggtaataag gaatatatct tggcggtgat gacatcggga tcatccgtgc
  3902101 gccaggcaat tgcaggtcga tcaactgtac aattttctcc accggcccca gtttggtttg
  3902161 cgccgggaag taagtgcgaa tggtctcgga aggcagtttg gaactgacgg tgaagatcag
  3902221 tttttccaga cgcagttgtg aatcgttctg gcacaggtaa atattgtcgc cacgttcgat
  3902281 aaacggtagc gccactgccg gtgcttcgat caccagtgag agtgcgcgcc gtaaggcggc
  3902341 aaacagcgag aaatacccgt tgtgcggttc atgatgcgta tagagcagat cctgcctcga
  3902401 ccacggtttt tctccgccag ggatagtact gagacgcccc aacaacccaa gcaataattg
  3902461 gaacaactgc tcagggtgta cctgtttttg catcaacaca tgtgaaatct ttaggttata
  3902521 ttcactgagt gtttgcagta atagcagttc cagtaactcc gataacccac cgactgagag
  3902581 cgtcacatct ggccggtaaa ccgattccag tcgctgaacg atcaacccta gcaattcggt
  3902641 taccgcatta tcgatccacc ctatggcgcg aaaatccaac atgggtggca ggaagttatc
  3902701 atccagaatc agacgcccat cgcgggtgcg ctctttgata taggctacgg gcagcatcga
  3902761 ttctgcatca ctgacgctgg cacgtaaggt gagcttggat tgcaattgcc ccagttgaag
  3902821 ggtggcgatc aatggcgttc cttcagcagc gacgccatgg tttctgtctt gaacttcagc
  3902881 atccagcgca acgaaacggc taccttggtt gctcttcttc agatcaatat aggtattgcc
  3902941 gggtatatcc atcaggaccg aaaggcacac gacactgcct tggcagttct cccccggatc
  3903001 aaaaggtagc ggtaatggct catcacccgc catatgaaaa ggtgtaccgt cagggaaaac
  3903061 accactggcc tgattgaggg cgatcttgcc ctgatccagc agcccttgat tgatacttag
  3903121 gctatggaag ccccatgcca gcgcgctgag gctacgtgcc cgcatttcag ttaaatgttc
  3903181 tagatatcgt tcctgttgtt gaaaatgctg gggttccatc agcatccctt ccacccaagc
  3903241 aacacgttgt tttggcagca tattatgagt cctttgcaac tttttagtct gttgaaactt
  3903301 tttagtctat tgacgctttc cagtctgttg acacttgcca gtctgttgac gctcttgatg
  3903361 acctactttg ttgacgcttt taatgacagg gccttaccat caacgagcac cacacggttg
  3903421 aagtccgcac gggcatcaga tttcagcgtt aataggcttt taccgttact catctcctga
  3903481 aactcagccg ctattgccca ccagcgctct tgttcaaagg gaacatcgcg ggaatattga
  3903541 cgcacctctg tcggcgcaag gatgtattcc gtcacgctga cgacttcacc tcctacactg
  3903601 atgccactgc agagcgtccc ctgatacaaa ccggggggtg accacccctc tttattcagc
  3903661 tcaataatgc ataccttcaa gggctgtgcc tgaccgttgg gcccaggatt gatgagagga
  3903721 gccgcaacaa cctgcaagtc aatccgccgt ttctgtagcg ccgcttctga ggatgaggaa
  3903781 aaccagctac agccgctgag caggacgcaa cctgtcagga taaaaatagg caacacacga
  3903841 aagaggctac gcattgacaa aatacttggt ctggctgggc gcaatttgcg tcgaaggcgc
  3903901 gttgtaatta ttggtcatac tcatatctcc taaacgtgtt gctgggcttc cctgaatgaa
  3903961 atactttcct gatccctgca tagggtccat cttggccgaa tgtgtccccg aggccgcccc
  3904021 catcacagat ccgccgtcta tcgtggctgg acggatggtg ttgagattct gttcgttacc
  3904081 cccacagcaa aaatagttgc tgacattagg aataccattg gcgttgggcg cggtgttggg
  3904141 agcagatatc gggatcatcg ggtcactgcc gataaagctg atcccacctg cgcgagtatt
  3904201 ggctgctgtc atcgtgatta ccccatatga acctgtccgc cgtcgatttt gagcacggca
  3904261 gaggcattta atgatccgat acggctatta atcattaagc tttgatccgc taactgacta
  3904321 atgtgtcggg catgtacatc gtcggtattt tcaacttctc gactcgcttg tttggctctc
  3904381 acgaatagag agtcagcaac ctgatgcatc gttttagcca cccatagggt ggtacgggtc
  3904441 agtaatgaaa aatgacgcgt gtggatctca acccgatccg ggctgtgaat ttccaatgcc
  3904501 gtggtaacaa ggtgcaaagg cacctcacca ctgttcatca ccaacggagc gtcagggctg
  3904561 gtgcggtata aaatggctgt aatgtagatc tgctgctggt caataacggc actgaccaga
  3904621 tcaccgtttt ctggctggaa taaacaactg gacgccgtgg tgacgggcag tgtttcatac
  3904681 ccgagcagtg atacgctggc gttacccggc cggataacct tcgcagtgat cacctgcggc
  3904741 ggagcggata cggcgggcaa cggcgtccgt ggcgaataag acagatagcc gggtaacgaa
  3904801 tttttcggtt ttagcaacgt ggttaatcta gacatagcgg ctggctcctg aaggtatcga
  3904861 agggaattta gggttatttt ttggaccggg ttgatgatgg ccataccagt tatcaatctg
  3904921 gctcagcaag ggatccggca tttgtagcgg tgtgtccagc gtgggtattt gcgcgccgtg
  3904981 gatacgggtt ttgctaagtt tactggcctg taacgacgac tcgctcaaca tgcaactgcg
  3905041 caaatcagct ttggttaaat tgacctgcgt taagtgacat cgcgtcagat tggcccgtag
  3905101 caaagaggcg ttttgcaaat cggcggtgtc aaaattgcaa tcgcgcaatg tggcatcaac
  3905161 aaactgcgcc gccgctaatt gcgccatgtt gaagtcacag ccctcgagtg tcgcttcact
  3905221 gaacagcgcg gcagccaaat tagcgtcact gaacccgcac tgtgttagtg tgcttttgtg
  3905281 gaaattactg ttttccagcg gctggtgccg aaaatcaacc tgctcaagct ggcactgact
  3905341 ccataccacc gtatcgcttt gaatcgcttg atattggcac tctttcagta cacaactgcc
  3905401 catcacctga cgtatgagtt cgctgttttt ccacactgac tgctggatag tgcagccatg
  3905461 ccaactggaa tcttgcattt tgctgtcact catcgtcaga tgagtcatcg gggtgtcttg
  3905521 cacggtccaa taattaagct ggatatcctg caattgggca tcatcgagct gacaactggt
  3905581 gagcaaccag cgctcaatta agcaccccgt gagatagcat ccctgccatt gcacctctat
  3905641 acatgaggta ttgagtatgg aaacgccttg cgctgaaacg tcattgaact tacagaaacg
  3905701 gaaactgcag ttttccactc tgccaccgtc cagccgcagg tgagtaaaat gacaactttc
  3905761 aaaatgaata ttgcgtaccg caatctcggc aaacgaaata tccgtgaagg tgcattgaat
  3905821 aaaataaacc tcagacagcg ttaactgctg caactgacgc tgtgtaaagt gccggccaat
  3905881 aatccgacgt ggactgtcgg gaggcataat aggggtgtcg gacggtgtca ttccatgctc
  3905941 ctttgaaacg tgatatttat gccgggacgg tgtaacgacg cgggatccag tgcgtctttt
  3906001 ccgtcaaaca atgttcaaat cgggtgtcca tgttttggct gatcatcgcc agattagcgc
  3906061 ccgccagatt gcaacgctgg aaagtggcat cacgtaagtc agcgttgtaa aacatgcttt
  3906121 gctgtaagct ggtgttctgc cagtggctat ggactaagtt ggcatctttt aaccgtaccg
  3906181 cggtcatatc acaggcaatc agcgtcgcct gagagaaatc agccttatcg cagcaactct
  3906241 ccaacatcga gcaattaata aaggtactgg attgtaaatt gaccttgagg aagcccattt
  3906301 tattcaggct gcactgctca aaatgcgact cagagagatt ggtattcagg cccgtggtca
  3906361 agctattgag atagcaatga ctcaagcgcc cccccaccca actgctgcta ataaacgagg
  3906421 ttttctctat cgtgctttcg gtaaagcaag ccttcgggcc gtcgcatttt tcgaatatgc
  3906481 acgacgtgat gatgacctga ttaaattgtg tttgatcaca atgtgtttcg gagaagaaac
  3906541 agccattcag cgtacaatga tcaaacgtgc caaggctgaa atcactatgg ttaatcaggc
  3906601 agttatctaa cgcattgtcg gtaaactgag cgtgtttaaa caccccatac tcaaaggtgg
  3906661 atttctccca tttacagtgg gtaaaggcgg ctttttgcca ctctgcctgt ttgaataaac
  3906721 agccacttaa atgcacattg ttccaacggg agttttcaaa atcactttgc gtaaactggc
  3906781 aatgctcgaa ggtgcagtct ttaaatgtcg ccttgtcaaa atggcaaccg gtaaacatgc
  3906841 aatagcggaa ttgcttgttg tccaaggtca ttccagagaa gtcagtccct aaaaatgtga
  3906901 cgttggttgc cgtatcttct ttgctttcca accattgggt tcccgcttcc tctttgccgg
  3906961 ctgcggggac attcaaatca cccagcgtct cttgttcttc actcttctgc tgttcctgcc
  3907021 gatcgatagc atcctgaaca tcctgataga aacgttcgga ctccgcttca gacatggcgg
  3907081 aagcgctata acgcagcgag tctgggtgat ccgccaaatc ccggatgacg ttcagcggca
  3907141 tcccctctgg catcagttcc ggatctttga ggaattcaaa actcgcagca ccttcaacgc
  3907201 tgcgactttt atagacctgt tggtaatatt ccaactcacg tagcgaatgg gagtcatcca
  3907261 atcccaccag caacgtatcg ataggctcat caaaaaggtg agtcagtggc acgctgccgg
  3907321 taaacaccat tagccccata tcgttatccg gtaacagcca cagtgttttc cgcagtaagg
  3907381 tcacctcact ggggggcgct gaagggttat cccaaacaaa cgcccttgca ctgaccgcag
  3907441 gaaacgcacc gctgatctcc tcattgtccg ggcgaaaacc gatgagtttg aacggtacgc
  3907501 tatcaggcca tgcacttttc ttcagccact gccctggcgg agccatttgg aaatagcgac
  3907561 gatcaatttg cggtggcaaa ccgggataaa atgtttccag atattgagga tcggtcatgg
  3907621 tcgaggcgac ttcattgata tgcactttac gcagttggaa gtcatgaggc acaggtgacg
  3907681 gagacgccag cggtgagcga acgatagcag agccgtcaag gcctaaagac ataatcgtcg
  3907741 gtttgcgctc atcgttatac ccacgtccca gtggattctc cttacagcct ttgccccccc
  3907801 aactttgcgt atggtccatc gacatacgta agaaaggttt aatgaccaga cccgttttgt
  3907861 tgctttcgcc ctcaatacac cagcgccggg tcagtgagcc aacactaacc tctgcactca
  3907921 gcgaggtaac ctcttcacca ataccggcat gaccggccag caaaaactca gcaaagggtt
  3907981 ttggctcagc actgtccaac atgcggaaag agagcggtgc cgctttccat gcctgccaga
  3908041 tctgtgactc cgtcaccata tgctcaggtt tagagagata acagccagca acgacgctga
  3908101 tccccatatg gctttcatgg cctatctggt aactgctttt caagaccacg agctgttgcg
  3908161 ggcgaatgat gcgcataatg cttccttttc agtttttgct ttgcatgcca acggttttca
  3908221 gatcgacacc cacatcggaa tattgagcgc cggtataact gacggataat cccgtggtgc
  3908281 tgatactgct accggtggta ctgacgctac tgcccgtggt gctgatactg cttcctaccg
  3908341 tcccaatact gctgcccgtc gtggaaatac tgcatcccgt ggtactggtg ctgttaccgg
  3908401 tcatgctgac tgaattaccg gtagtcgagg tgctgctacc cgtagtactg acgctacaac
  3908461 cggtagtcga ggtgctactc cccgtagtgc tggtactgac accggtcgta ctgacgctgc
  3908521 tgcccgtact gctgacgctg ctgccggtaa aggaggtact gtcaccggtg atgctgctac
  3908581 tggaacccgt ctgactcatg ctatgcccgg tgatgctggt gctcatgccg gtcatgctat
  3908641 ggctactgcc tgtcatgcta ttgctagtac cggtaaagga ggaactacac ccggtcatcg
  3908701 agttgctgac accggttagc gagttgctgg ccccggtgaa ggaggtaccg acaccggtaa
  3908761 acgatgtgct cacccccgta aaggaggtcc ctatcaaggt gaaacccaca ctgacacccg
  3908821 tgacgctggt gctcatgccg gtgacagata agctcgttcc cgttgtcgag acactgatgc
  3908881 ccgtcgcgga gacactcatg cccgtcaccg agaaactgaa gtctttgtag gagatatggt
  3908941 tgttgatcca ctccgtggcc gtccgttcca ccgtgtcgta tttatcctga ccgacggccg
  3909001 tcgcactgtt acgttcaacc gttctttgta agtcgcgctc agcatgtagc atgatccgct
  3909061 cattgccccg attatcatcg aaggtaagct ggctggcgtg ttgtggctga ccaaagcgca
  3909121 gtgagcgtga gacaaaaccg gagtagttaa tgtggtcagg taaacggtaa ggcggtgggt
  3909181 tctcaccgtt gtagacgatc ccggtcacca tcgggcgatc aaggtcgccg tcaacgtaat
  3909241 tgaccagcac ttcttgcccg acccgaggca tcgccaggac gccccagcct ttaccggccc
  3909301 acgcctgtac aacgcggatc cagcaggagc tatcatcttc ggtggtttta taacgatccc
  3909361 agtgaaagtg aacgcgaata cgggcgaact tatcggtatg cacttctgat tcacgcgcac
  3909421 cgaccactgt ggcactttgc acaccaggga cctttggcgg tggcgtgaca cattgtggac
  3909481 gataaacgac gtcatcattc aatgccttaa acttacaggc gacattacgt ccctggctcg
  3909541 cactgtccgg cccatcctgg acaaaactgt agtcacaact gatcagtttg aatccccgat
  3909601 tacggttgtt atcagggtgc tgtaccagag caaaagagcg ccctggcact aatcctgtgg
  3909661 cattactttc accagacaag agctgcccat tactctgtat agcttcaagg cgtaaacggg
  3909721 cgatgctctc accatgctgg ggatcggtgt aacccgccgc gtagtcatac cattccagtg
  3909781 gcacgccttg caggtgttgg cggctttctt cgatatgggt ttgtaatgta ttgcgtggat
  3909841 taaggaaatc gaagtcacgt aagacaattt cgctggagtg gatgcgttgt gagcgttgaa
  3909901 tacgctgtat cccctcacgg atggcgcgca tctcttcact gtcaggcagg aaactcagtt
  3909961 ctgcataatg cccttccaat acagggaatt gttgctgatc tgtcatgacc agcgtgtgct
  3910021 tatcttcgtt atgttcgaag taataccaaa cgccttcgtc ttccatcaga cgattaacaa
  3910081 agtcgaaatc ggtttctgca aactgtacgc agtactcgcg taatcgatag ttaccgacga
  3910141 tatcaaaacg gtaatccgca aagttatatt tggagaatac ctgttcgata atatcgataa
  3910201 tattcaggtc ctgaaatatc cggcagttgc ggttttgcat caaaaaccac gtccaggtac
  3910261 tcagttccag gctgtaaaca aatttgtctt gccgttgcct tcatcagcac cggcgatcac
  3910321 ataggtaaaa aaggtccggt agccggctga gtcaggtaac tcaatcctga ctttgatgat
  3910381 ttcccccagc aaactgacca gatcgagatc cgcttctgct acctgaaata ccagttggta
  3910441 ggatggattc cctgacactt tttcctgcgt cttgaaggag agaggaaaag catcctggcc
  3910501 cgataaaacc tcattctcta tctcaattaa ttgcataacg gccccgttta aaataaatgt
  3910561 gtactcacgt cagcccaaac gtcagttgtc agcccaacga cagcgttcag ctcaacaacc
  3910621 gttgtcgact aaacatcagc tacgcgaact caatactcag ttctgtctcc tcaacaatca
  3910681 ggcgtatctc tctcagcggt tcagcctcat ggcgacgctt caacacttca ttgccaacag
  3910741 cgggaagtaa ggtttgacgc aagagttctt ccaccgcacg accatggttc ggatggctgc
  3910801 aaacccgtga ggcgatccag ccggggatat ccccctcggt caccaaagtg gcaccaattt
  3910861 catcccacag gcgcgtttgt aagcgcgcaa gatgatgaga ggcgatctgt gccagagcgt
  3910921 cctgatctaa tgggatataa ggaatgatat tgaccctggc taacagcgct ggcgcaaagc
  3910981 ggcgcaacag ggcgtcgtat accaacggtt ttaatgcacc gggtttgata tcgttggcgg
  3911041 tgaggtaagc ctgttcgatc tcttccgcgc cctgattaca ggtcagtaag atgaaacact
  3911101 ggcggaaact gacccgacgc ccttcggcat cttccatcca ccctttgtcg aagacctgat
  3911161 aaaaggcgtc ctgaatatcg gcgtgagctt tatcaaactc atcaagcagg atgaccgaat
  3911221 aaggtttgcg tcttaccgct tcggttaatt tccccccctt gccatagccg acatagcccg
  3911281 gaggtgcgcc tttcagcgtg gataaggtat gcgcctcttg gaactcactc atattgaagg
  3911341 taataaggtt atgagcaccg ccatacaagg tttcgaccag tacattggcc gtttctgttt
  3911401 tgcccgtacc ggttgacccc gccagcagga agatcccgag tggccgctcc tgagactgga
  3911461 tgcccgcccg agcaatacgt atcgcctgcg aaatctcttt gatagcgttg cgttgcccga
  3911521 aaatatgatc accgagacgc tgttcaagat tcaggacgca ttcaatatcg tcctgcaaca
  3911581 ttttgccgga cgggatcccg gtccaatcgg aaagcaccgc ggcgatgctc tgctcatcaa
  3911641 cccatggata gaccagtggc gacgcttcct gtaacgccat cagttcaccc cagcgggcat
  3911701 tttccgtcat catgccactg ccttctccct ccggcaggac ctccctcact agctgttgct
  3911761 catgcagatg gcggctttgc aaggcggtta gttcatgttc aaacgcctgg atctgtgtct
  3911821 gaacgtcatc tagccgttga tcaaccgctt cgcccagttg cttctcccgt accagatatt
  3911881 gatgctcggt tttgagcaca tccagttggg ccgataactg ttcaatcgcc tgtggttggg
  3911941 catattggct gagcgcgacc cgcgcgcaag cggtgtcgag cagactgatg gctttatcgg
  3912001 gcaactgccg ggaaggcagg ttgcgtaatg acaggcgcac cgccgcgtga atggcaccgt
  3912061 cgcggatagt gacgttatga tgttgagcaa aatgtggcgc aatcgcccgt agcatatcga
  3912121 cggcggtaga ttcgtttggc tcgccaatca atacccgctg gaaacgccgg gtcagcgcgg
  3912181 cgtcaggttc aataaactgt ttatactctg accaggtggt ggcggcgatc atgcgcaatg
  3912241 cgcccctcgc caacatcggt ttaagcaggt tgaccgcatc ccccgtgccc gcctgcccgc
  3912301 ctgcccccac caacgtatgg gcttcatcac aaaacagaat aaccggggta tccgattggc
  3912361 tgatgccatc gatcagggat ttaagacgtg attcaaattc accgcgcata ctggcaccgg
  3912421 cttgcatcct ccccaaatcc agagaaagca gacgcgcccc ttgcaacagc ggagggacat
  3912481 cgccactggc cagttttcgc gctagcgctt caaccaccgc cgttttaccg acccccgctt
  3912541 ccccaaccaa aatagggttg ttctgacggc gacggagtaa aatatcaatc acttgacgca
  3912601 gttctgcttc acgaccaata acggggtcaa tctcaccgtc acgggcttgc tgggtaaggt
  3912661 cgttacacca tttgttcaat gccgcatgcg cttcttttga tgagctgctg tccgtttccg
  3912721 tcactaatgc gtcgcctctt tgaacctcgc tggtctgttc aatggagtta actaataggc
  3912781 cttcatattc ctctgcaacc tgtgggaccg gcagcttttt gaattcatcg cacaggcggt
  3912841 ataaccagcg ctgatgctgg gtatcctgta atagtgccag taaaatatgc gaggtacgga
  3912901 taggagaagg tgacgccatc aattggctca acaccaatcc gccttcgacc acggactcca
  3912961 agcgtgatga taaatcctgc accgatgctt tggtgacggg catatgctga ataatgcgat
  3913021 ccaattgcgt ggagataacc gtctggctca gtccgtaatg cgtcagtaga gcaggaatat
  3913081 ccccacgctg ttgatccatg agaattttta accaatgttc aagctccaca tactcatgcc
  3913141 gataactgcg gcaaagacgg gtggcttcaa caaaagtttt ataggcaaaa gtgcccaatc
  3913201 gattaaaaag acgttcgcgt tgatacaccg ttatcgctcc catagctagg taaccgttct
  3913261 ataaattggc tgtatactca aggctgagcc tggctttaac cagctatggc gactgagcgt
  3913321 tccaccgcca agacgacaag ccatattggg tgaggtctgt atgattaatt gcacgtccag
  3913381 caccatccga tggcggacaa agtcatggca gatttgcacc agagtgttaa tgcgtttgct
  3913441 gttgcgttga aaatccagat attgggggtc agataccgga ccaatagata acaccaggct
  3913501 gtgctgcaca tcgaagaaac ggctgccaat acgcgtgtta cccaaccgtc ccatacgttg
  3913561 gctttctata ttgcgcgagt cgtcaatcca caatccttta cgggcttcaa cacggatagg
  3913621 aaccgagaaa tacaggctca ggatctcctg taatttgcgt aatgatcctc tgcccggcag
  3913681 atacaccccc ggaaagcaac gccgtacccg atccacatgt gaattcagcg cttgctgcgg
  3913741 cgttaggccc gcgatttgac gcacatggtt cataaaggga ttggctgacg cgcgatcatg
  3913801 ccccacggcg acgtgcattt gggcccaaga gcgataatgc aagatcgcca ttcgctggct
  3913861 gagaatgccc gcaaaatgtt caaaggcctg attacgttta gccaacgctt cgttacgagc
  3913921 atgttcggta acatgtattg gcaacgggcc atacggggca aataaaccaa aatggcggca
  3913981 gaaaatggtg atctctgcca gatgctgatg agtgttcagc gtttgcctga tatcactcac
  3914041 ttcacgcggt gcaaatccca tatcggcagg ctgaataata cgtagccgca gatggctacg
  3914101 atcacgttgg gtgccaagcc ggccttgctc tggagtggca cgctcaatgc gacgcagcaa
  3914161 ctcgaaaaag tcctgactgg ccgagatacc cggcagaaac gtgtttttca gcgtctggag
  3914221 gctagccata gttgacaggc ccccatttgg cgaaggtttc accatcaacc tgcatgtgta
  3914281 acctcagggt ctgccctaat tcacaatatt ctgacagcgc gtgatgcagg atccgcgcaa
  3914341 agaggaatgc acctttatca ctgtggtggc tgctgttgaa atccagtgtg gcttcaaccc
  3914401 cccggctcca ggcgatcggc cccggagcgg tatgacgttc aaaattatgc gccacactgg
  3914461 cgtgagtcag gctagtgatc ctcttatgct ggctcgcctc ttcatgctga caaaatatcg
  3914521 acagccaatc ttttagcagc ggcgaacaat cggtgacatc cggcagcgca taacgcagcg
  3914581 gattgttggc aatcagttgt aacgcccgcc aggcttgatc aatattcggc acaccctgtg
  3914641 gttttgccgg gtgacgcagc atttcgatct gccccactgg cagggcaatt tccagcttga
  3914701 attccggatg ctgtaattgg ctgggaatta agtggcgttc gcacaccatg gcttcaatcg
  3914761 acagcgactt gacgtgatca atatctatcc cgctggtccc cggtgaaagg gcaatgaata
  3914821 agctgtcatg aggtaaaggt gaatttttct gatgattttt atccgtgaag tcgcggcgac
  3914881 ggcgaatgct gtaacccgcc attttatcgt catcatcaaa acgggcatga ccatgaaggg
  3914941 aagaaaactg cacgctcccc ccttcgctca acaaaccgtt gaccccgagt acatgatgga
  3915001 cttcgtacaa gcgggggttc agggggtcaa caatgacggg atattcggtg tgttcaccat
  3915061 taatcagcac cgggctacaa cggcgtttga acaggttaat aataggtgtg gcgaagagtc
  3915121 ggaagtcatt gccagtgacc ctatcaatca aatgtagggg gcgctgatcc agtacaaaca
  3915181 gcacctcaaa ggtatgaatg ccgtcccctt gttgcaggaa gtcgttgagg ccatgcagtt
  3915241 ccagatcgaa aaaacgcgaa ggagcagcaa aatattctcg tagcaaacgg tttccaggca
  3915301 tttcgctgat cgcaacaggt aaaagcgcct cttgttcatc cagccctccc tggcgaagat
  3915361 gttctttggt aagaactttg accagcggtt tcccatccgt gttggcccac aaaacaatat
  3915421 gtaaggtgtt attcaacagt gtcgtgatta actgatttga ctgaattatt ccccccgcta
  3915481 gcgtcaggtt catcggggcg aaatccagct cagataaaga cgcgacacct tgagtggtca
  3915541 gacgcaagcg cagatgggcc tgaccagctt gtaattgtga agccacagag agcggtaaat
  3915601 acgccggtgg cgtgctggca cactcggcat tttcaatgac caatggctgt attttcagcg
  3915661 tgcggccagt agagaaattc gccaaccggt tgttcagcga actgtcactc aatgtcacgc
  3915721 ggctaccttt aggcaatacg acgcgcgagt gccattgcgg tgacgtaaga tccggaacca
  3915781 tggcaatggt ggcaatcgac ggcaggggtg tataccaaag tggggccaaa cgcccaagca
  3915841 tttgcaaagc aaactctgga tgctcgttgt tcaaacgctg ttggatacgg gaactcaaga
  3915901 aagcggtgcc ttcaaggagc cgttcgacga aaggatcgag cacaccatca gcatgtaacc
  3915961 caaggtgttg ggcgacttgc ggatgcatat gagcgaagcg ctgcccatct tcacgcagat
  3916021 aacgcaactc ttcgttgtat agagccagaa aactttcgtt gggcatgacg gtttccctgt
  3916081 tttatctctg tgcgttattt aaagaacgcg aaccattcca taggagtaat cgagcgcgat
  3916141 gcgtaaattg accaagtgct cttcgcccgg taggttgcac cgggcatgaa tgtcaaacag
  3916201 gatggctaac acccaggttt cgcctttatt aatcagcggc accactttta ttgagcgcgg
  3916261 atccaggcgt gactcaaacg tggcgatgat ccgctgtata tgtctggcca gttccagcaa
  3916321 gtcggtgatt accggtacct gctgactgag cgaaggcagc ccgtaattca atacagaagc
  3916381 ctcacaatgc ggatactttt ttagcttcaa ccgggcactg tgtgcggagt cattcaataa
  3916441 agattcaata tcgcgcacaa tcacttcacg ccaatgaggt aagcgaacgt gttcatggcg
  3916501 gagacttaat ttgtcaaaaa gtatcggtgc tgaaatatcc ataattagcc ctccccaatc
  3916561 cagtttggaa gactgctctc ctaactcgcg agagcagtcc taatgcattt ctgacttaaa
  3916621 tacggctgtt caatttcaga tcgtaaccag ccttaatcac ggcccccatc gagccatcag
  3916681 gttgctgctc tttgtattcc acttcgatac gtgcaaagtt aaggctgatg gcatccgttg
  3916741 gcagcaccgt gtcggtgaat actgcgtccc ctttaccaag aggcatgttg ccgacagttt
  3916801 taaaggagga caccagacag ttactgaagg taacaatcag gaagtcttgt tgaccttgac
  3916861 ctgatttacg acacaccaac ttggcctgcg gaatgtgttc accgatggca cacatcaaaa
  3916921 atagttttgg tgatgctttg ttactcacca tgcgaaattc gaagtccttc atttcgactt
  3916981 tcccagaacc accaccgcca cctagccccc agcgccccgc attctcctcc gcccattgcc
  3917041 aagcctgtac ttggatccat ccgttatact gctgatcggg agactcacca tctacacctt
  3917101 cgatatggag aaagtaatcg actaaagctg ccattttttc actcctgaat taatgtcatt
  3917161 aaagttgggt taaatcagta ttcggcaact caaagttgcc tcattaaaaa tgtactttcc
  3917221 tatttaattt tggccttacc tccttgatat ttatgtttat attccccctc taataagcga
  3917281 gtgatattca cagcgcttat ttcttttcgc tttccttgtt ggatggaagt ttagaaacca
  3917341 gccgcagaga aaccgtcata ccttcaagtt ggtagtgagg gcgtaaatag aagtgagcgc
  3917401 ggtaaaaacc aggatcatcc tctacgtctt caacttgaac ttccgcagcg gccagcgggc
  3917461 gtttagcttt agtggcttct gttgaaatgg aggggtcacc atcgacgtag ttcatcaccc
  3917521 agtcgttaag ccaaagttgc atgtcatccc gcgagcggaa cgaaccaatt ttgtcgcgca
  3917581 caatacattt gaggtaatgg gcgaaacgac aggtggcaaa aatgtaaggt aaacgggccg
  3917641 ataatctggc gttcgccgtc gcatcggggt catcatagtt tgccggtgca tgcagggtgc
  3917701 acgacccgat aaaggcggca aagtctgagt tcttacggta gaccagcggt aaaaacccag
  3917761 cattggatag ctcgttctca cgacggtccg aaattgccaa ttctgtcgga caagtgagtt
  3917821 catatccgcc ttcgtcagaa ggaaaagcat aggccggaag ttcttctacg gacccccccg
  3917881 actcaatacc gcggatcctt gaacaccaac catattcatt gaaggcccgg ttaatattga
  3917941 cgcccatggc ataggccgca ttcgcccagg tgaaatcctc actggcatga gggctaacca
  3918001 cttcttcaaa agcaaaatca tcaataggat gatttttggc accatacggc agacgcgaaa
  3918061 gaaaacgtgg cagagtcagt accagatagc gggagtcatt actctcacgt aaacgtctcc
  3918121 atggcgcata ttcaggtgtg gtaaagattt tgccgatatc ccttgggtta cccagctccc
  3918181 tccagttatt catctgcatg atgcttgggg aagaagaggt aatgaaagga cagtgagcgg
  3918241 cggcggccac cttggctaac tcggtcagca gagccacact ctgtggactg tgatcgaatt
  3918301 cataatcacc gatcatgcaa ccaaaaggtt ccccaccaaa ctgcccatat tcatgttcat
  3918361 agacctgttt aaatatcgga ctttgatccc atgcagagcc acgataacgg cgaagcgttt
  3918421 tccccagttc atcttggcta atgttcagta cccgtatttt taaagtttca ttagcatctg
  3918481 tattatcaac aagatagcta agcccgcgcc aagctgattc cagcttttgg aactctttat
  3918541 ggtgcagaat aaggttcatt tgatcggaaa gtttttcgtc aatttcagcg actaaagact
  3918601 caatggtcag tacgacatca cgattgactt tcacttggcc tttattggca tacgcagcaa
  3918661 gcgtgcctat ggcacggcgc actgtggcgg aagcttcgtc agttcgaggg cgaaaagaac
  3918721 gttttaaaat gtcatctaac tcgttttcag ccagatcgac gttgatgtct ggcgtgtcat
  3918781 tgagttgggc tttctgcatg ttctccacta tttttctcca tcgtcatctt ccactaaaac
  3918841 atcatcatcc tggctgagct tcgaaatagt tccctgtgca tcggtcgcaa gattttgtaa
  3918901 aaaatcaggt tgttcaagca gttgtttaac cacctcttct gcgctggttt taccatccat
  3918961 ataggtgatc aattcagcca gatgggtgcg tgcctcaagc agtttttcca tttgaggaat
  3919021 acgccgcgct aacgatccgg gggaaaagtc atccattgac tcaaaatcca gttcgatatc
  3919081 caggagttcg ttatcctcac tcaaggtgtt atctacgtag aatttaaggc gaggcttaat
  3919141 tgctctcatc cgggcatcga aattatcctg atcgaaagta aggaatttac gatcttcaac
  3919201 agcaggaaga ggctttgctc tgtggccaga aagatcagcc atcacgccgg ttacaaaagg
  3919261 caactctact ttcttatttg aaccataaat ttcgacgtca tattcaattt gcactctagg
  3919321 tgcattattt ctaccgataa atttttgcga gctcgcatct ttggccattt aaatatcctc
  3919381 atcgaaacgg taggttagtt tttccggtaa actgttttaa tgtaattaca gcttcaggca
  3919441 gaatttcttc aacaatggaa taaaaatcca tacctatcat ctctttggta cggcgaatga
  3919501 atattggggc tggatgacta ggctcataat gttgaaagta ctctagaata cggtccagca
  3919561 tcataatgat ctcttgccgt gagcgaatgc tcttatcatt tgaattaaag gactgagtat
  3919621 caagagattc atgactgtct attttttgat aaacagtttc gggatcgtca tgttctgggg
  3919681 cattcaattg tgcaagctga gaaatattat tttttaagaa aatacgtaat tgttcacaat
  3919741 gcagttggta actctctgtg gattgatttg cataggactc aatttgttcc aacaacatat
  3919801 ctacttttgt caattggtct tttaaatctg gcaatccatt ctgttggaaa taattattga
  3919861 cagttaaaaa taatgtcgaa gatgtaacaa aatatctctc ttggccattg ggtaacgctt
  3919921 cagtcgtaat aagatcttgt aaaatgtaag ggtgctcttc tgtaaggcgt gcagtcttaa
  3919981 gctctgcaat acattgtgct gtagataacc aacctaatgc ggcggcatgc ccactattta
  3920041 atggcggttc ttccgattga gggtagataa caacatcagt atcttgggtt tgtgcattaa
  3920101 tgcgcataaa gccatcatag agggccgata ttccttttat atgaatattt gcccttataa
  3920161 accaaagcat tacacgtaaa tcaaaacatt gctctagcag cttattggct tgctcactga
  3920221 tatggtgcca gtttatttga gggggttcat gcgggcggga aagggggtcc gcagactcat
  3920281 ctaattgaga gaggatggac tcaatctcgc cataggccgg atcatattca acgccgaata
  3920341 atgcttgagg aaatatgtca ctcatattat tgtccatccg ttttaaaatc aaaaatagct
  3920401 tgctattcct tgctattcgc tggttgaggc taaccttatg tggaatttaa aagtcaagta
  3920461 catgatttat aacctccctg tttgtatatt ttataatcat cctgatttac atacctgtta
  3920521 taggttatag ctattctctg ttgtgatagg ttatagctat tatgtcttta tttttttctt
  3920581 atttaagaaa taacctagga caaaaaacag tagtagggat aaacttattc gcagattttt
  3920641 tcacccttca tacatttatt aaatttacat aaccattagc acgatgacgt ggatgaatag
  3920701 ccaaaataag aggacataga tatgagaaag aagctatata atgacttcgc gtgggaatgc
  3920761 ctgaggcgaa atccacaata tattagcgat tgggaattat ttatgaaaaa tactcttact
  3920821 aatggagggg gtatacccga tgattctgaa ttaatccaat cagagctgga tttgaatgca
  3920881 gaaaaaaaat ggggagtaat gaaatatatt gatccttata actctgaccc aacaaatgtt
  3920941 ttttggtcac taaaattaag taaccgttca gttagagtta aactcagtaa tactggaaat
  3921001 gtcaaagggg gatatacatg gggagatatg tccaacctac caggagtcaa acatcaacgc
  3921061 cttcttatgc atgacaatac actgtgcgta aaaatattta gtcagaatgg gtattttcag
  3921121 ctttttatcg agagtgcaga tgcattaaaa gatgattcaa acctctatat ttatatccct
  3921181 ttgaaccttg aatctgatgt ttttgctaaa aatattgagt tattacagag cattgttaat
  3921241 cacaaaatag aggtggaatg caaagaggag caatatttag gtctcttgaa gaccatagat
  3921301 gacagaaaac aaggcttctc ccaccgggat atcgcttcag aaatttttgg taaggaactg
  3921361 gtaaaaaatg aatggtctgc tgacagttgg gtcagagcaa aaatccgcta tcgtataaag
  3921421 aaggcgaatg cacttattaa ttacggctac ctgaacttcc tctagtgtcc tatctgacac
  3921481 gcaaaggatc taaaatctct ggagattaag aggtattatc actggatata attaattatt
  3921541 tcaatagtat aatcttccaa tgcctcgttt ttggtcatac acgtatctga cgaatagtgt
  3921601 ccattatctt aatggacact attaccccaa atatatacat tcaacgtcac cttaatctca
  3921661 tctctctgcc agcgttaaaa cttatcggat taagccccct gatgctattc gctatccaag
  3921721 gtcacatcgc aatagattaa aaatgatccg tagcccctca gcgcccgaac tacatggcga
  3921781 ttctcagagt gaatgctttt ttcttctcta taaaaaaggt aaaaaattca ttattcaact
  3921841 caataaatca cccccgtatc ttggctacat ttttgtttga attaattaag tttaaattgg
  3921901 tatgacatat tatacatttc gctataaata aagaagtata ttaaatggaa cattacatta
  3921961 actctgccta taatctggaa tggcatttaa tttaattaat aacttaaaaa gttgaatgac
  3922021 agccttaagc aatttggaat aacaacttag gccacctatc actttaaatt taattatggg
  3922081 cacttattaa taaggtttaa ccaagttaat atccaacaag aaatacatgg caaactcgac
  3922141 tgcctaaagg caaataaaaa gagaaatatt tttaatatac cgcgtattgc ctatggctcg
  3922201 aacgtattag tttgccgttt cccttagctt aatcaggcca ttctatttac agtttttcta
  3922261 atcaataata gcatccaaaa taaataatta ttactgacga taatgctatt ctgtacaggt
  3922321 catcgacggt atcactcttt ggttatcgct tgaatgaatc ggaaatataa atgtaacaga
  3922381 ctgattttaa ctcattttaa aacttacatt ttaacctata aaaaaattta ttatttaatg
  3922441 atatactctc gttcaagagt aaccgcttaa gctttattga ctcgttaaaa gtctaaataa
  3922501 gtaaattaat ttaatgaatt atacccaaaa taattcaagt ttcaggaagg cggcaacaga
  3922561 gggaatccct agaagcttat ttattttaag gtcaacaaca ggtaagtggc tggagtgaac
  3922621 aaagacagcc aacgcacatg tcacttgaag tatgccgggt atataaacaa tgtgaaaatg
  3922681 ggtatatatg atcgttttgt atcaagataa gcacatcatg gtcgtcaaca aacccagtgg
  3922741 gttgctttcc gtgccgggcc gcgcaccaga gaataaagac agcgtcatga cgcgtgttca
  3922801 gaatgatttt cccaccgctg agtctgtgca tcggctagat atggcgacca gtggtgtgat
  3922861 tgtggttgca ttaaccaaag ccgctgagcg tgagcttaag cgccagtttc gtgagcgtga
  3922921 acccaagaag acctatattg cacgggtttg gggccattta gctcaggatg aagggctgat
  3922981 tgatttaccc ttaatttgtg actggccgaa tcggccaaaa caaaaagttt gctatgaaac
  3923041 cggtaagtct gcgcaaacag aataccaagt gatctcacgt gatgacgatg gcagtaccag
  3923101 agtgaagcta tcacccatta cagggcgttc acatcaatta cgggttcata tgttagccat
  3923161 ggggcaccct atcctcggtg atggtttcta tgcccatcca gaagccaaag cgatggcatc
  3923221 gcggctgcag ctacatgcac agcagttatg cattacccat ccagagtttg ggacaccaat
  3923281 gcatttcaaa tgtgaagcgg aattttgatg gagttttgat attgcgtgta gcgggagata
  3923341 gagcagtgca gcaaaaggta tcgcagtgca cgggaaatga gcgccaaatg tagagcgtag
  3923401 actaaatgta gagattaggt tttattctca ctctatcagc gccctactgc atcagcgacg
  3923461 ctaaacacag atcgggtcag gtttcagtag tcagagcgca atgctccagc aactgaaacc
  3923521 gatcactata tacccgtcat acttcaaact gcgtgtgtat tggctgcttt cgttcacccc
  3923581 agtcacttac tgatcaataa aaaagtcact taaacccttt ctcgcgtttg atcaaatcat
  3923641 acgcagcctg aatttcctgc gctttttgct tcgccatttc catcatctct gggggtaacc
  3923701 ctttggcaac cagcttatcc gggtgatgtt cccccattaa cttacggtaa gcacgcttga
  3923761 tggccacact gtcatcactg ctatttaccc ccaagacttt acaagcatct tccagagtcg
  3923821 ggccctggga agctcgctgg taaccacttt gggaatagcc cccttgctgg ccttgccacc
  3923881 ctccatgacc accaaattga cgccccccat cgaacatacg caggaattga tcgaattgac
  3923941 cacgggagat ccctaactct tcagcaatca catacagcac ttgacgctcg ttaggatgca
  3924001 aggaaccatc ggcaaatgcg gcctgtaatt gaatttccag aaatatccga attaagtcaa
  3924061 aacggccaaa acaaacacgg cgaaattcct gcaacgcctt tcgcaacgga aagtggcttt
  3924121 ctttcccttc acgaaacgct tgctgtgccg ctgttctggc agcgccatgt aattgcatcc
  3924181 tatccattag ttggctggcg agttggatat caacctccgt aacacgccct ttagccttgg
  3924241 ttaaatgccc catgacttga aaagtggtac ggaaaaaaag tgattgccgt gtctgttgat
  3924301 cagcaaaaaa accgcggcgt tttgcgccaa gcgccctgtc taccatatgg ccaacaagta
  3924361 gccccaatag cgctccaaca acgccaggag catacattac gcccaatacc agaccgagca
  3924421 gttttcccca ataccgcata tactcctcaa ttcaccatgc cgtcagccaa aatttgcatt
  3924481 atcatactcg gcatttagct cagcgcctaa cggcgagacg tgtaaacggc cagatttaac
  3924541 actagcgcaa ctgtgatgag tgatatagtc tcaaaccgtt tgccggcatg atgccccccg
  3924601 atgacggaac accaaaacca cgtatgaaaa aaagattccc aacactgctg gccacattga
  3924661 tttggacggc actatatagt caacacacac tggcagacct tgcggagcaa tgtatgctcg
  3924721 gtgtcccaac ctatgatcaa ccactggtca caggcgatcc gaatcaactg ccggtccgta
  3924781 ttaatgcgga taaaaccgaa gcaaactatc cggataatgc cttgtttact ggcaatgtta
  3924841 ttgttcagca aggcaatagc accctaacag cgaaccaagt ggaactgaca caggtacaga
  3924901 aacccggtga agtcattccc cttcgtaccg ttaccgccac cggcgatgtc aactacgacg
  3924961 atccgcaaat caagctgaaa ggaccaaaag gttggtcaaa tctgaacacc aaagatactg
  3925021 atatggacaa aggtaaatat cagatggtgg gccgtcaggg ccgtggtgat gcagatttga
  3925081 tgaaattgcg cgatcagagc cgctacacca ttttgaaaaa cggcacattt acctcttgcc
  3925141 tacccggaga taacagttgg agcgtggttg gctcagaggt cattcatgac cgcgaagaac
  3925201 aagtggttga agtttggaat gctcgtttca agattggcaa agtcccggtg ttttacagcc
  3925261 cttatatgca attgccagtt ggcgataaac gccgttcggg gttcttgatc ccaaatgcga
  3925321 aatttaccag taacaatggt tttgagtttt tactccctta ttactggaat attgccccca
  3925381 actttgatgc caccattacg ccacactata tggaaaggcg cgggttgcaa tggcaaaacg
  3925441 aattccgcta tttgctggcg ccgggttcag gcaccatggc attagactgg ttgcccaatg
  3925501 accgtatcta tacggggcct gatggcacag ataaaaatgc cacccgctgg ttatactact
  3925561 ggggccattc cggtgtaatg gatcaagttt ggcgcttcaa catcaactat acccgtgtca
  3925621 gcgaccccgc ttactttacg gatttaacct ctcagtacgg ttcgacaacc gatggctacg
  3925681 cgacacaaat attcaccgcc ggttatgcca atgaaaactg gaatgcgacg ctgtcttcca
  3925741 agcagttcca ggtatttact gctgcaggta acagtaatgc ctaccgtgcc cagccacagt
  3925801 tggacatgaa ctactacaaa aacgatgttg gtccatttga tatgcatgtc tatggtcagg
  3925861 cggccaaatt caccagtgtc aatccaacta acccggaagc cagccgtttc catattgaac
  3925921 ctacggttaa cctgccctta tccaatagct ggggaagcat aaatacagaa gccaaactgt
  3925981 tggccaccca ctatcaacag gatattccgg ccagttttgc tgacaatgct agcaacccca
  3926041 aactgaaaga ctcagtaaac cgggtcctac cacagtttaa agtggatggt aaggtggtat
  3926101 tcgataggtc aatggactgg gcgacgggct ttacgcagac attggagcct cgcgcacagt
  3926161 atctctacgt cccttaccgg aaccaagatg atatctatat atacgacacc acgttgatgc
  3926221 agtcggatta ctctggtctg ttccgtgatc gtacctatag tggcttggac cgtattgcat
  3926281 cggctaatca ggtatctacc ggtttaacct ctcgcatata tgatgatgct cgggttgaac
  3926341 gttttaatgt ctctgtaggt caaatctatt acttcagtcg atcacgcaca ggtaataccg
  3926401 aagccatcga taacagtaac gcgacaggaa gcctggtttg ggctggtgat actttttggc
  3926461 ggatcaacga tcaactgggc ctgaagggcg gtgcacagta tgatacgcgg ctgggaagtt
  3926521 tgaccttagg taacgctata atggaatata gaaaagacgc tgatcgtatg attcaattga
  3926581 attatcgcta cgcgagccca aaatatattc aggctgctgt ccctaaagta tacaaccctg
  3926641 actaccagca aggcatctct caggtaggta ccacggccag ttggccaatt gctgaccgct
  3926701 gggcgatcgt cggggcgtat tattacgata ccaaagccaa acaacctgcc agccagttag
  3926761 ttggcttgca atacaacacc tgttgttggg cggtaaacct tggctatgaa cgcaaaataa
  3926821 ctggctggaa tgcacaaggc caaaccagta agtacgacaa caaaataggc tttaacatcg
  3926881 aattacgtgg tttgagcggt ggtcatagcc ttggtactgc tcaaatgctg aactcgggca
  3926941 ttctgcctta tcaaagtgca ttctgatact gtttaacaca ctgaatacag tgaatcttaa
  3927001 cccgcgatag cggattacat aaatggaaaa ggtatgaaga actggagaac gcttattctc
  3927061 ggattggtca tttgtgccaa taccgcgttc gcagcaccac aagaagttga taaagttgcc
  3927121 gcggtggttg ataacggtgt tgtgttacaa agtgatatcg acggcctgct acaatcggta
  3927181 aaaatgaacg cacaacaatc tgggcagcag gttccggatg attcgacatt acgccaccaa
  3927241 attcttgaac gcctcatcat ggataatatc caactgcaga tggccaagaa aatgggtatt
  3927301 accatcactg accaggcgct ggataaagcc attgcagata ttgcggccca aaaccgcatg
  3927361 acgctcgctc agatgcgtag ccgtttagcc gctgatggcc ttagctacga tacttaccgt
  3927421 gagcaaatcc gcaaagaaat gctgacatca gaagtccgta acaatgaagt ccgtcgccgg
  3927481 ataaccattt tgccgcaaga agttgaatct ctggctaagc agatgggtaa tcaagtcagt
  3927541 ggtgataccg aactgaatct cagccacatc ctgattccat tgccagaaaa tccaactcag
  3927601 cagcaagttg atcaagctga agatctggcg aacaaattgg ttgctgacat taaaggcggt
  3927661 gcggattttg gtaaattagc tatcgcgaat tcagctgact ctcaagctct gaaaggcggc
  3927721 caaatgggtt gggggaaact gcaggagtta ccttcactgt ttgccgagag actgcaatcg
  3927781 gcgcataaag gcgagattgt cggtcctatc cgttcaggtg tcgggttcca tattttgaaa
  3927841 gtgaatgaca tgcgtggggc ggatcaaacc atttccgtta ctgaagtgaa tgcacgacac
  3927901 atcctgttga aaccttcacc aatgatgacc gacgagcaag ctcgcgccaa gttggaagcc
  3927961 gccgccgcag agattaaaag cggaaaaacg agcttcgcga ctatcgccaa agaaatttcg
  3928021 caggatcccg gctcagcgat gcaaggcggg gaactgggtt gggcatcacc cgatatttac
  3928081 gatccagcct tccgtgatgc attgatgaaa ctgaagaaag gtgaaatcag tgcccctgtt
  3928141 cactcttcct tcggttggca cctcattcag cttgtcgata cccgtcaggt agataaaacg
  3928201 gatgccgcac aaaaagagcg ggcgtaccgt atgctcttca accgtaaatt tgctgaagaa
  3928261 gcacaaacct ggatgcaaga gcagcgtgct gctgcttatg taaaaattct tgatggtagt
  3928321 aatgcacaac cacaataatc gtctagtgat cacccccggc gagccagccg gggtcgggcc
  3928381 ggatttagcc atcactctgg ctcaacagga ttggcctgtt gagctggtag tctgcgcgga
  3928441 tccggccttg ctactggccc gagccagcca acttaatctg cccctgcaat tgcgtgagta
  3928501 ccaagctgac cagccggcaa tagcacagca agcagggtca ctgactattt tacctgtaaa
  3928561 aacagctgtt aatgttgtcc ctggcaagct tgatgtcggt aacagtcact atgtggttga
  3928621 aacgttagcc aaggcttgtg atggtgcgat cagtggtgaa ttcgctgcat tggtcacggg
  3928681 cccggtacaa aaaagtatta tcaatgatgc cggcatcccc ttcattgggc ataccgaatt
  3928741 ctttgctgac cgcagccact gccagagggt ggtgatgatg ctggcaacgg aagagttgcg
  3928801 tgtggcttta gcgaccaccc acttgccatt attggcggtg ccaggtgcca ttacgcaagc
  3928861 cagcttacat gaagtgatca ccatccttga taacgaccta aaaaccaagt ttggtattac
  3928921 tcagccacaa atttatgttt gtgggcttaa tcctcatgct ggcgaagggg gacatatggg
  3928981 ccatgaagag atcgatacaa ttattcctgc cctgaataca ctacgccagc aagggataaa
  3929041 cctcattggc ccactaccag cagacaccct gtttcagccg aaatatctgc aacatgcaga
  3929101 tgccgttctc gcgatgtatc acgatcaggg gctaccagta ttgaaatatc aagggtttgg
  3929161 ccgagcagtc aatatcactc tcggtttgcc ttttatccgc acttctgtgg atcacggtac
  3929221 cgctttagaa ctcgccgcaa ccggtactgc cgatgttggc agtttcatta cggcattaaa
  3929281 cttagccatc aaaatgataa ataacagcaa tgaataatag agtccaccaa gggcattttg
  3929341 cccgcaaacg ctttggacaa aactttttaa acgatcagtt tgtcatcgac agtattgtct
  3929401 ccgcaatcca cccagttcct ggcgaagcgg tcgttgaaat tggccccggt ttaggtgcct
  3929461 taaccgaacc cgtcgcggct cgtatggatc acatgaccgt tattgagctg gatcgcgatc
  3929521 tggctgcacg gctggctagc catcctcaac tgaaagataa gctaaccatt catcagcaag
  3929581 atgcgatgaa agtaaacttt tccgaactgt cagagcaagc ggggcaacca ttacgggtat
  3929641 ttggtaacct gccatacaat atttctacgc cgctgatgtt ccatcttttc agctatactg
  3929701 atgctatccg cgacatgcat ttcatgttgc aaaaagaggt tgttaaccgc ttggttgctg
  3929761 gccccaacag taaaacttat ggccgtctga ccgtcatggc gcaatactat tgcaatgtga
  3929821 tcccggtttt ggaagtaccg ccgactgcgt ttaccccagc cccaaaagtt gattccgcag
  3929881 ttgtgcgcct cattccacat gtgcaaatgc ctcacccggt cggtgacgtt cgtatgctga
  3929941 gccgtattac tacgcaagcc tttaaccaac gtagaaaaac ggtgcgcaat agcttaggtg
  3930001 atttattcac ttcagagcaa ttaatcgaat taggtattga cccgatactc agggcagaaa
  3930061 atatttcggt agcgcaatac tgtaagctag ctaactggct ttcagctcaa tcgacaccgc
  3930121 agaaataagc aggagcacat catgattgaa cagccccgta tttgtgtgca ggtacacagt
  3930181 atctatgtgg aaacgcaatc gatacccgaa gaggaacgtt tcgtcttcgc ctataccgtt
  3930241 accgttcgta atttagggcg ttcaaacgtg caactgcttg gccgctattg gttaattacc
  3930301 aatagcaatg gccgccagac tgaagttcag ggagaagggg ttatcggcga acaaccactt
  3930361 atcctgccag gtaatgaatt tcaatacacc agcggtgccg ttctggaaac tccgctgggt
  3930421 actatggaag gacattatga aatgattgat caccttggac aggccttccg tactgtaatt
  3930481 ccggtattcc gcttagcgat cccagccctg atccactaac cctgactcat taactatgtc
  3930541 tacttatctt attggtgata ttcatggctg cctcgatgaa ttacttgcgc ttttagccca
  3930601 ggtgaatttc gatccacagc aggatacttt atggctgacg ggcgatttag ttgcccgtgg
  3930661 tcccgcttca ttggatgttt tacgttatgt acgttcgtta ggacccgcag ttcgtatggt
  3930721 gctgggtaac catgacctgc atttactggc agtctacgcg ggcatcagcc gtaataaacc
  3930781 aaaagatcgt attaccccgc tgctggatgc acccgatgct gatgagctaa ttaattggct
  3930841 acgtcgccaa cccgttttgc aggttgatga ccagcttaaa ttgattatgg cccacgcagg
  3930901 catcacacca cagtgggata ttgaaacggc caaaatgtgt gcgcgagaag ttgaagcggt
  3930961 attgagcagc gatagttatc cgctattttt ggatgcgatg tacggtgata tgccaaacaa
  3931021 ctggtcacca gagcttaccg ggctggcgcg tttgcgcttt agtaccaatg cacttacgcg
  3931081 gatgcgcttt tgcttcccga atggccaact tgatatgatc tgcaaagaca cgccagaaaa
  3931141 cgcgccagcc cctctcaaac cttggtttga cctaccaagg ctcgttgacc ctgaatattc
  3931201 aattattttt ggtcattggg catcattgga aggtaaaggt gtaccagagg ggatatatgg
  3931261 actggacact ggctgttgct ggggagggga tttaacccta cttcgttggg acgataaacg
  3931321 ttatttcaca cagcgcgctt tcaaagccga ggctgaaatt aataataaca atggatttgc
  3931381 agcgggcgaa gcagtacaac actaattggt gtgatgccaa attaatcttg taaagacgct
  3931441 aattaaagac gcatgagctt atgcgtcttt agatttcacc tataattaac agcatcactg
  3931501 tctattttta taatcatcta caacatcatc gtcaagccgt gtaaatgtac agtcatttac
  3931561 tgatgacgcc gtacaaatat aagattcctt acctgatgtg gttgtttttt cccagaacat
  3931621 atgcccaata agtgaaacaa atacaccttc gagagctaat gctcgctcat cataaaaata
  3931681 catatcaaca ctgcctgatg ctaaagcgta agtgcaatta tttagcctgc caatatccat
  3931741 attaaatgca ttataaggaa tatactttac atataggaaa tgtcgtacat ctccgctatt
  3931801 ttccacacca acagacgccc cgaaccattt accatcaggt gttgtataac ccccctgctg
  3931861 ataatttatt tcagatttat ttgggcagga agagagttca ttcgccataa tatatggtgc
  3931921 agacaacatt agagataaaa acagcataga ttttttcatt tattttcctc acatttatta
  3931981 tttaccccat caaaaaataa ccttttcaat ttaacagaat caacattcca atccatccaa
  3932041 ctgaatagta aggttatttt atttggagtg atattattaa cactattact cgacagccac
  3932101 cccaggcaag aggaccggaa tgtctggcgc gatctctgta atattttcat cagatggccg
  3932161 tgtaaaagag cagtcttcgg ctttatccgc actacaggtg tagcttgtat aaggaacatg
  3932221 atctgtattt tttatccacg ttggattatc aacaatagat atatacaatc ctttgtttac
  3932281 cagaacctta ttatctctca ctttcatttg taaaataccg gcatccagca ggtagttgca
  3932341 ttgaactaaa acacctagcg cccgatcatt ccctccatga ggataataaa acgcttgcag
  3932401 gaaacgagct acattacctt tattctcacc tccttgcgtc gtaccatatc aacgtagatt
  3932461 aaccaattta taatcgctca acacatggtt aatttcatta gcttctggac atcttgttat
  3932521 ttctatagca gaagaaaaag gggaaagtaa aaataaagac gatagcatta ttaatgttga
  3932581 ttttttttca ttttacacct catggcaata aaattaaaaa tataattaaa accttatgta
  3932641 aaccagccat tagaatctat catgcagaac gaaagctaaa aatattaaat aataatgacg
  3932701 tttatccatt aagtaataaa tttatttttc taaatgaaac aggcccatta ttacctaatg
  3932761 ggcctgtatg ctaattgttt tgatgtgaat atatatattc ttagcggcgc tctagaattt
  3932821 cgaagcaata actgtgtgag ttagcttcat cggcatcatg aaactcactg aatacgcttt
  3932881 cccattcatc tggctcataa tcagggaagt gagtatcgcc accgacctcc gcatcaatat
  3932941 gcgtgagata catgcgattt gcgcggtcta agaattgctt atagacacgg ccaccgccca
  3933001 tgaccatcac ttcttccgca ttgccagcaa acgccaatgc ttcttcaatc gaggccgccc
  3933061 acgtcacacg ttcatcagta ccaggctggc tactgatgac aatattcagt cttcccggaa
  3933121 gggggcgacc gatagattcg aaggtcttac gacccataat taccggttta tttaacgtgt
  3933181 tacgtttgaa ccacgctaaa tcagccggta aatgccatgg catagcgttt tccatgccaa
  3933241 taacgcgatc tgctgccaat gcagcgatca ggctgataat cattattaaa ccctgtaggc
  3933301 tgcaagagcc agtcccgaaa aattgttcac actatacgta aagcctaatc aagcgtcgat
  3933361 agcgatcagt aagcgaatga tacatatagg actgctccta gcctagtgtc gtggccgatt
  3933421 taaaaaaaag ccttatacac cagggcgttt acgatataac cataatcctg gcaatgataa
  3933481 accaatcgac aacgccccga cgataaatga ggctttcaag aagttcgtca ccattgtaga
  3933541 cattaatgct tcgctataac ccagatgaga aatctcaacc accgatatca tggcggtata
  3933601 agcggaaatc ccagggaaca tgggaatgac agccgcaaca gtaaaaactt tagggtgtgc
  3933661 aagcagccaa cgtgaccaat tgatcccaat cataattgaa gccacgagtg aagccagttc
  3933721 gatattcata ccaaaatgga tcatcaacat acgtgagcca tgaccgattg cccccaatag
  3933781 tgcgcaataa cgcagtgcac gaaccggtac attgaatacc atggcaaagc ccaacgccgg
  3933841 gatcgcagct aacaccatgt cctgtagtaa tgcccacagt aaactcacgc ccacccccgc
  3933901 aaaccccaaa gtgccatcgc gaataccacc ccaatacagg tggataaggt cagcaagctg
  3933961 gccatcgccc aacgcgccaa ccccgtatta acatgccctt taaacatatc tgccaccgca
  3934021 ttaatcagcg ggaaacccgg aaccaatagc aatacactgg ccgccatcgc cacactggaa
  3934081 gcctgctcga aaaatggtaa acgcattaat aaaccggagg cagatgtcgc cacaaaagcg
  3934141 gtaatacaga aattaattaa tggattcata tggcgggccg tcaggctttg gcgtacaaac
  3934201 atcgccagcc cactggccac aaagctgata gagaaggcat cccaaccgcc gccgttcaat
  3934261 ttactgaaac aaccgcagga gagcgctacc atgataacca ccagccagcg cgggtaacgc
  3934321 agaggtttaa tattttcaaa gcgtttttct acgtctttcg catccagtaa acggtgctct
  3934381 gcgaggatca caatatgctg gacctcagtg actacctgca tattaatgcc acgatccgta
  3934441 ttcttgcggg ttgatgtcag gcaatttccc tggctaatcg tggttagcac cactgcattg
  3934501 gccgagatag aactttcaac gctatccata cccagagcca tcccaagacg cgccgataac
  3934561 tgctcaacca gcatactttc tgcgccatgt tgcaacagca atagggcaca tttgatacat
  3934621 aaccgagtaa tatctcgctg ctgatgatgc ggtacatcac cgtttattac attctccagg
  3934681 ctcatattcg tgcatcacta tccgtcaaaa gagtagaaga gagatccaac gttattggca
  3934741 ttacagcaaa cgaatgacaa atcgtcggga acttatttga accacattta tgctagccat
  3934801 caggataaaa atcattaatt tcaatgaact gaatcacatc ggtgatgtgg ccgctcgctg
  3934861 tactgtggcg tcaagtcaga aagacataaa gactaaatcc cgtcactgct aacaacaaaa
  3934921 tggcatcaga taaccaataa gagtaatgca aagaatgcta agtggcgtta ttatcgccag
  3934981 attgcttcac tcccattcgg taattaagat gcttgaaacc tcgttattcg tcgcgacact
  3935041 cgcgacattg ggaatgatct cccccggacc tgattttttt ctggtgatca aaaacgctgc
  3935101 ccgctatcgc cgcactgccg ccatgacgac ggcagttggt gtgattttgg gtgttgctac
  3935161 gcatatgtct tattgcgtgg ccggtctggc ggtcgttatc acgaccacac catggttatt
  3935221 caatttgctg aaatatgccg gggcctgcta cctgatctgg attggtattc aagcactgct
  3935281 gtcacgggga gaaagtaagt ttagtattga taatactgca cagcatccca tctcactcaa
  3935341 agccgcattt ttgcaagggt acctctgcaa cttattgaat cccaaagcga ctcttttctt
  3935401 cctcgccgtt ttcacgcaaa tactgcagat agactccggc gtaggagaaa aactatggta
  3935461 cgcctcaatc atctggatac tggccgcaat ttggtggcct ttgctggtga tcctgatcca
  3935521 aagcgcgcca gtacgccgtg gtttagccaa aacacaaaaa gtggtcgata aagtgttagg
  3935581 tggcctgttg atcggccttg gcatcaaagt cgccttgggc taacaccgct atcacccccc
  3935641 agaatctctg gttaaatatt ccgctattga gatggccatc tacaatgacc gtttactatc
  3935701 cacaatagtg ttggcgataa cattgatctt caccaaggtt gcctaagaga aatcttgcct
  3935761 ttattgccac acaccccgtg actaagctac gaacgtaaaa agggcgatgt tgccatcgcc
  3935821 cttgattttc gccacggatg aaaacgtcaa ttacgctttc atattcttaa tcttggcatg
  3935881 catctcttgc accgaaatca cttgatcggt tggatccgca tttaacgcca tcgccgtagc
  3935941 aaaaccaccg ttcaaggtcg tatcgtaatg cactttatat tgcaaagcac tgcgacggat
  3936001 cagcttagaa tcttcaatcg cctgacgccc agctgtggta ttcacgatat aggtgtactc
  3936061 gccattctta atacggtcct gaatatgcgg acggccttca tgcaccttgt taaccaaacg
  3936121 tgggtttatc cccgcctcgc ccagcacgac cgccgttccg tgggttgcat ccagttcaaa
  3936181 gccttgtttt agcagcttcg ccgccaagtc taccacccgg tgcttatccc cctcacggac
  3936241 ggataatagc gcacggccac tctttttcat gccagattga ctgcccaaca tcgctttaga
  3936301 gaacgcctca gcgaaggtac ggccaacccc catgacttca ccggtagagc gcatttctgg
  3936361 ccctaaaatt gggtcaacac cggggaattt attaaacggc agtaccactt ctttgactga
  3936421 gtagtaaggc ggaataattt cttccaacat gccctgctca gccagcgatt ggccaaccat
  3936481 cacacgagcg gcaatttttg ccagtggcat accggtcgct ttggacacga aaggtacagt
  3936541 acgggccgcc cgtgggttaa cctcaatcag gtaaacttcg ttgtttttca ccgcaaactg
  3936601 cacattcatc aggccgcgga cacagagttc aaaggccagt ttttccactt gttggcgcat
  3936661 cacatcctga atttctttgc tcagggtgta agcaggcaat gaacaggctg agtcaccaga
  3936721 gtgaaccccg gcttgctcta tatgttccat aatgccgccg atcaacacgc gttcaccatc
  3936781 acaaatggca tcgacatcca cttcgacggc atcatcaagg aagcggtcaa gcaataccgg
  3936841 cgcatcattc gatacactga cggcattctg gaagtaacgg cgcaggtcaa tctcgtcata
  3936901 aacgatttcc atcgcgcggc cacccaacac ataagaaggg cgtacgacca gtggatagcc
  3936961 cagaccagtg gctttttcca ccgcctgctc gatagtcgct acggtggcat tcgctggctg
  3937021 tttcaggccc agacgattta ccgcctgctg gaaacgctca cggtcttcgg cacggtcaat
  3937081 ggcatccgga ctggtcccaa taatggggac gccagccgct tccaactcgc gggctaattt
  3937141 cagcggtgtc tgaccaccgt actgcacgat aacgccctgt ggtttctcaa tacggacgat
  3937201 ttccaacaca tcttccagcg tgactgactc gaagtagaga cgatcagagg tgtcataatc
  3937261 ggttgaaacc gtctcagggt tacagttcac catgatggtt tcgtaaccgt cttcacgcag
  3937321 tgccaatgaa gcgtgtacgc agcaatagtc gaactcaata ccttgtccga tacggttcgg
  3937381 gccgccaccc agcaccatca ctttcggacg atcgctggtt gggttagatt cgcactcttc
  3937441 ctcgtaggtg gagtacatgt aagccgtatc cgtcgagaac tctgccgcgc aggtatcaac
  3937501 acgcttataa accgggtgta aaccatattt gtaacgcagt ttacggactt cactttctgc
  3937561 tgcaccgacc aatttagcca aacgagcatc ggcgaaacct ttacgtttca agtgacgcat
  3937621 aaattcagca gtcaagccgt tgataccgag ttctgccacg ctctcttcca gacgaaccag
  3937681 ctcttcaatc tgcaccagga accagcgatc aacattggtc agattgaaca caccatcaac
  3937741 cgacatgccc gcacggaaag catcagcgat ataccagata cgttctgcac ccgcttcttt
  3937801 cagttcacga cgaattttag tcagtgcttc gggatcatcc aggctcactt tcgggtcaaa
  3937861 accggtcgcg cccacttcca gcccgcgcag tgctttttgc agtgattctt gctgcgtgcg
  3937921 gccaatggcc atgacttcac ccacagactt catttgcgtg gtcaaacggt cgttggcacc
  3937981 cgcaaatttt tcaaagttaa agcgtgggat cttggtaaca acatagtcga tagaaggctc
  3938041 aaaggacgca ggagtacggc caccggtgat gtcattcatc aactcatcca gtgtgtaacc
  3938101 gaccgccagt ttggcggcaa tcttggcaat cgggaaaccg gttgctttag aggccagtgc
  3938161 tgaagagcga gaaacacgcg ggttcatctc aatgacaatc aaacgaccat tttttgggtt
  3938221 gacggagaac tgtacgttag agcccccggt ttctaccccg atttcacgca gtaccgccat
  3938281 cgaggcatta cgcatgattt ggtattcttt atcggtcagg gtctgagccg gtgcgacagt
  3938341 gatagagtcg ccggtgtgaa tccccatcgc atcgaagttt tcaatggagc aaacgatgat
  3938401 gcagttgtcg tttttatcac ggacaacttc catctcgtac tctttccagc caatcagcga
  3938461 ttcgtcaatc aacaactctt tggttggaga caaatccaga ccgcgctcgc agatctcttc
  3938521 gaactcttca cggttataag cgataccgcc accagtgccc cccatcgtaa aggatgggcg
  3938581 gataatgcac gggaagccca catcagcggc aacagccagt gcttcttcca tgttatgcgc
  3938641 aatacctgag cgggccgtat ccagaccaat cttcttcatc gcgatatcaa agcgacggcg
  3938701 gtcttcggct ttatcgatgg catcggcggt cgcaccaatc atggtgacgc caaattctgc
  3938761 cagaacaccc tgacgctcca gttccaatgc acagttcagt gcagtttggc cacccatcgt
  3938821 aggcaaaaca gcatctggac gctctttttc gataatctta cgcaccactt cccaatgaat
  3938881 tggctcgata taagttgcat cggccatttc cgggtcagtc atgatagtcg ccagattgga
  3938941 gttcaccaaa atgacacggt aaccctcttc gcgcagtgct ttacacgctt gggcaccgga
  3939001 gtagtcaaac tcacaagcct ggccgataac aatcgggcct gcgcccagaa tcaggatgct
  3939061 ttttatatct gtacgttttg gcatggtatt cgctcctgat tatttatggc tgttactaca
  3939121 gttaagactc acggatgaag ctcggtaagc ctcaatcagt tcgataaaat gatcaaacaa
  3939181 tggcgcggca tcatgcgggc cggggctggc ttctggatgc ccctggaagc tgaacgctgc
  3939241 tttatctgta cggtggagcc cttgcagaga accatcaaat aaagagacat gtgtagtacg
  3939301 caggttggat ggcaatgagg tttcatcaac ggcgaagcca tggttttgcg cggtaatcat
  3939361 cacacagcta gcatccagat ctttcaccgg atggttaccc ccatggtgac cgaacttcat
  3939421 ttttactgtt ttagcgccac tggccagcgc cagcaattgg tggcccagac agatgccgaa
  3939481 taccggaata tccgtttcca ggaagcgttt gatggccgtg atcgcgtaat cgcatggttc
  3939541 tggatcccca ggaccattgg ataagaagat gccatctgga ttcagtttca gaacgtcttc
  3939601 agcgggtgtc tgcgctggaa caacggtcag acggcaaccg cgatcaacca gcatacgcag
  3939661 gatattacgc ttcacaccat aatcgtaagc caccacatgg aatggcaaat cttctggttg
  3939721 tttcgccgca ggtaaatcac cttccagcgt ccaactgcct tgcagccact gatacatctc
  3939781 tttggtggtc acttctttcg ccagatccat ccctttcaag cctggaaatg ctttcgcttt
  3939841 ttccaatgcc agggccgcgt cagacaactc cccaacaata atgcagccgt tctgtgctcc
  3939901 tttttcgcgc agcaagcgag tcagcttacg agtatcgata tcggcaatcg ccacaatatt
  3939961 gtgccgcttg agatactcgg ataagccttc ttcattacgg tagttgctgg caatcaatgg
  3940021 caggtcgcga ataacaagac cttgggcgtg tactgcagag gattcttcat cggaggcatt
  3940081 agtgccgaca ttgccgatat gaggataagt aagagtaacg atctggcggg agtaggaagg
  3940141 atcagtgagg atttcttgat aaccggtcat cgacgtattg aagaccactt cccctactgc
  3940201 cgtaccttct gccccgatgg cccgaccgtg gaattgggtt ccgtcttcga gaaccaatag
  3940261 cgctgactta atcaaaacat cctccaggga ataaacagtc acattatctg catattaatt
  3940321 catatctagc gatctaaatc aatgcaaaaa ccgctctcaa agctaatttt tggcaaattg
  3940381 ggcgcatttt aatgatgagt aacgcttttg tctagccaaa gcaccatttt ttctctattt
  3940441 tttgccgttc tcatcaaaat gtgcggatta tagcggtaaa aatacaagct aacttagcag
  3940501 agtaaacggt tgcgatggcg gctcactgaa aaatatcgtt ctcagcagtt aaaaacacac
  3940561 taggtgggct aaacgaagga tttaaagaga taaattcaag actaaatgca ataaaaaaca
  3940621 cattatttaa ccaaaaagac actaatcgct tattttaaat ttaaaataaa aaaggataat
  3940681 aaaatattgc cctattatca aatgattatg ataaaaacaa ccacatcact ggttgtaatt
  3940741 taaagcatta aagttcgtta agattcagta catcacgcat atcaaacaag ccattatcat
  3940801 gcttaccaag ccaaatggca gacttaaccg caccatgggc aaaagtcatc cggctcgtcg
  3940861 ctttgtgagt gatctcaacc cgttcgccga tatcagcaaa cattgccgtg tgttcaccca
  3940921 caatatcgcc agcacgcacg gtcgcgaaac cgatggtccc cggtttacgc tcaccggtat
  3940981 agccttcacg gctataaact gcacaatctt tcaaggagcg ccccatagca tcagcaatcg
  3941041 cctcacccat tgccagcgcc gttcctgatg gtgcatccac tttgtggcgg tgatgggctt
  3941101 cgataatttc aatatcggta taatcgccca tgactttcgc cgccttttcc agcaatttca
  3941161 gtaccacatt caccccaaca ctgaagttcg ctgcgaacac aataccaatg tctgccgcag
  3941221 cctcactaat ggccgcttta cctgcctcat caaaacccgt ggtaccaatc accatcgctt
  3941281 tccgatgctg acggcaaata gctaaatgtt ccaacgtacc ttctgggcgg gtaaagtcga
  3941341 tcagtacgtc aaaattatca gtaagttggg ataaatcatc gccaacaatg acatttaaca
  3941401 agccaacacc cgccagctca cccgcatcac tgcctaccaa cgtggaccct ttacgctcga
  3941461 tagccgcccc taagacaacg ccttccatct gcgtaacggc ttgaattaat tgccgcccca
  3941521 tccgtccacc cgcgccgaca atagcaatac gaattgttga atcagtcata cgtcccctta
  3941581 aaatgtgtcc tctaccctga ccagggttca gattagccgc cggctattga ctctaccagc
  3941641 ctatttaatc tgtattagaa aaaaatgata ctcgtgcatt tttatcagtg aaaccactta
  3941701 atccgttaca taacactgaa taaacagcag ttagtgaaat tttacgggta ggtaaaggcc
  3941761 ttctttattc tgttaaggct ctctaactat ttataggcct tttgttgcca tttcgcatat
  3941821 tcatgcaatt attttgcaca ctattttgtc ataccgcatc tgcatgaggt tagatttcca
  3941881 caggaacaat atcaacctcc ccttcttacc ccaaataaat atcctccggc atagccggag
  3941941 gtttttcata tgcgcctata aggctctgtt accagccgcg ccctaacagg cgcatcgcga
  3942001 tctgacattt gcatctatgg attacttacg gcccgtaaac gggctaccgg gatacgggat
  3942061 cgagagttgc tcacccattt tatcctcttc caattggtgc tttatgtatt cttgtatcct
  3942121 ggccgtgttt ttccctaccg tatcaacgta ataccctcga caccaaaact ccctgttacg
  3942181 gtatttgaac ttcaaatcgc caaactgctc ataaagcatc agactgctct ttcccttcag
  3942241 gtaccccata aatcccgaga cactcatctt gggcgggatc tccagaagca tatggatgtg
  3942301 atccacacag cattctgctt ccaggatatt cacgtttttc cattcgcaca gttttcttaa
  3942361 aatactgcca atcgctctgc gtttttccct gtagaacacc tgccttcggt acttcggcgc
  3942421 aaaaactata tgatatttac agttccatcg ggtgtgcgct aagctctttt catccctcat
  3942481 tgggaccccc ttttgatttc ttgttgaaca tttgcagttg ccagaccgca aactgtttta
  3942541 acaaatcaaa aggggttttt ataactgacc caaagctgaa agctttactg aacccccagc
  3942601 ctagctgggg gttttctggg cacaataaaa aagcagccac aaagggctgc ttcagactgc
  3942661 tgacaaagtc aattgaaggg gaaacgtgcc gttggggtcg tagtggcgta agccaccgaa
  3942721 gtgcccctag gtgcggtcaa cccttcattc acgaggctaa aaatagcatt atcaataacc
  3942781 tcaagcagcc gcaaagggct gctttcgtca gtaaatacat attgagtaaa cacctatctg
  3942841 atcgacaaag aaacacctga atcagtcgat ctgtttaacc tcaacacgca gttctttcgg
  3942901 tacttcaaaa acaatatttt cttcgcgacc gctgagttca atcgattcac cagcaccaag
  3942961 atcttttaag cgtgcaatca cttgctgcac caaaatatca ggggcagatg caccagcggt
  3943021 aacaccgata cacttggcgc cctgtaacca aaattcctga atatctgccg cagagtcaat
  3943081 cagataagcg ggcttaccca ttcgctgtac cagttcggcc aatcggttag agttagagga
  3943141 gtttttcgac cccacgacca atacgatatc ggcatcattt gccagattac gtactgcctc
  3943201 ttgccgattg gttgtggcat agcaaatatc atctttgcgt gggccgacta tctttgggaa
  3943261 gcgcgtgttc aacgcatcga taacagcaga ggtatcatca accgataagg tggtctgcgt
  3943321 cataaaacat agattattct catctttgac attcaactgc caaacgtcat caggcgattc
  3943381 aaccaaatac atccccccgt tagggttgct gtattgcccc atggtccctt ccacttctgg
  3943441 atgaccggca tggccgatca aaatagcttc tttaccctta cggctcgcac gggcgacttc
  3943501 catatggact ttggtaacca atggacaggt tgcatcaaac agcatcgtca aattacgtga
  3943561 acgggcctct gcccgaacgg cctgtgacac accatgggcc gagaaaatca gaatggagcc
  3943621 atctggcacc tctgaaattt cctcgatgaa gatagcaccg cgctcgcaca ggctctcaac
  3943681 cacatagcgg ttatgtacca cctcatggcg tacataaatt ggcgcgccat acatttctat
  3943741 cgcacgttca acaatactga tagcccggtc aacgccagca caaaagccac gtggattagc
  3943801 cagcaatatc tgcatagaca acctcctgtt gggggtcaat ctccagtatt tcaagttcaa
  3943861 aactgacaga gtgcccagcc aacgggtgat taaaatcaac agtaatagac tcttctgcga
  3943921 cttcccgtac gacacccggc atttcgctgc catcgcgaga gctgaataac atgatggtgc
  3943981 cggcatctgg cacaccagtc tcagcaaaat cacgtggagt gaaatactga ataaggtctg
  3944041 gattttctac accaaaagca tcttcagggc gtaacgtaaa agcgtgctta tcgcccacgg
  3944101 tcagccccaa caattgctgt tccagtgcat cagaaaggct gttatcacct aaacgaaaga
  3944161 gcgccggttt accgtgagtg cgtgttgact cggccgttga accatcttca agcttcagag
  3944221 tgaaatgcac taaaacagcg ccattatttt gcaccgctgt agtcgttttt accgttccag
  3944281 tattttgtac cgattcggta tcttgcacaa attcggacat atcactcatc gttattcacc
  3944341 gcgttttttt ctaccggact taagaagcct tcaaaaataa ccaacgcagc gccaatgcat
  3944401 atcgccacat cggccaaatt gaacgtcggg aaatgccagt tattgatgta aaaatcgaga
  3944461 aaatcgttga ctgcgccatg cactaaacgg tcatataaat tcccgagtgc accaccgata
  3944521 attaatgcat aagcacaatt tatcaggcgt tgctttgctg ttgagcgata catcatcacc
  3944581 atcagtacga cggagatgcc tatcgcaata ccggcaaaga accaacgctg ccaaccactt
  3944641 ttatccgcca agaagctaaa tgctgcgcca aaattctgcg cataggttag gttgaaaaaa
  3944701 ggaatcagtg gcaccgattc atacagagca aagtgggcca tgacccactg tttgctgctg
  3944761 atatccaaga tgacaacgac aactgccagc cataaccagc gcaatccggt cgagcaaata
  3944821 ggtttattca tcaggcgaac ttacgctcct caccatcacc agcaacgtta gtgacacagc
  3944881 gcccacacag ttcagcgtgc tctgctacca aaccgacatc ttgcgtgtaa tgccagcaac
  3944941 gtgggcactt ctcgccgtca gccttattaa aggtaatttt caacccggca attaattcac
  3945001 tttgctgagc atcattgccc gcatcagcat aagcggccac tttagcggca gaagtcagta
  3945061 gaacaaagcg caattcatct tgcaaactgt tcaaacgagc agccagttca ggctctgcgt
  3945121 ataacgtcac tgcggcctct aatgagccac caatacgttt atcgctacgg gcctgctcca
  3945181 acactttgtt cacttcgccg cgcactttca acaattcagc ccagaaagta tcattcatac
  3945241 tttcgttgcc cgccaaacca aacagaccgt cataccattc ttcagtgaag acatattgtt
  3945301 gacgctcgcc cggcagatga ttccagattt catccgcagt gaaggacatg attggggcca
  3945361 tccagcgcac caacgcctcg gcaatatgga acagtgctgt ctggcagcta cggcgtgcaa
  3945421 tgccgtcacc tttcgcggtg tactgacggt ctttaatgat atccagatag aaggatccca
  3945481 tctcaaccga gcaaaactgc atcagccgtt gcactaccaa atggaaatcg taattctcat
  3945541 acgcttccat aatttctgcc tgagccgctt gcgcacggcc aaccgcccag cgatcgacta
  3945601 caaccatctc ttccggtttc acttgatgct gtgcgggatc aaagccgttt aggttagcta
  3945661 ataggaagcg tgcggtatta cggatacgac gataggagtc cgcagagcgt ttcagaattt
  3945721 catcagaaac agcaatctca ccggtatagt cggttgatgc cacccatagg cgcagaatgt
  3945781 caccccccag cttgttcatg acatcttgtg ggctgatggt gttaccaatg gatttggaca
  3945841 ttttgcgacc ctgaccatcc acagtaaaac cgtgggtcag aacctgacgg taaggcgctt
  3945901 tacctttcat cgccgtagca atcatcaatg aagacataaa ccagccgcgg tgctggtcag
  3945961 aaccttccag atacatatcc gggctatgac ccccaaattc agggcggacg tcaacgaccg
  3946021 aagaatgggt ggaaccagag tcaaaccata cgtccagcgt atctggcact ttgacataat
  3946081 ctgcggcatc ggcacctaaa atctctgccg gatccagatc ccaccacgct tgaatgccat
  3946141 cttgctcaac acgtttggcc acttcttcca tcagttcaat actgcgcgga tgaagttgtt
  3946201 cggtctcttt gtgaacgaac agagacatcg gcacacccca agtacgctga cgagagatac
  3946261 accagtctgg gcggtttgct accatggttt cgatacgcgc ctgaccccaa tccgggatcc
  3946321 attgcacgcc tttgatctct tgaagtgact gcttacgcaa ccccttctga tccatgctga
  3946381 taaaccactg cggcgttgca cggaagataa taggagtttt gtgacgccag cagcatgggt
  3946441 agctgtggag cagtttttca acgtgcagca gtgcgccttt ctcacgcagc aactcgacaa
  3946501 ccacatcgtt ggctttaaac acaaacaggc cgtccagcgt tggatacgta cccgccagat
  3946561 agcaaccgtt tggaccgaca gggttcgcca cttctaagcc atatttttgg ccgataacaa
  3946621 agtcatccgg gccgtgacct ggcgcggtgt gaaccgcacc ggtaccggca tccaatgtaa
  3946681 cgtggtcacc taaaatggct ggaacatcaa agcccataaa gggatgggta aagcgcaaca
  3946741 gttccagatc ggagcctgtg caacttccca acacggccca ctgagtaatg cccgcgcgct
  3946801 tcatgacgct ctcaaccaga tcggctgcca gaatcaggca ctcgccctca acctgaacca
  3946861 actggtaaag atattcggca ttcagtgaaa tagcccggtt agcaggcaga gtccatggcg
  3946921 tggtagtcca gataaccagt gagattgggc cgttaacagc agatacacca aatttggccg
  3946981 caacagttgc cgtatcaacc gcgttaaaac gcacatcaat agattgtgac gtcttatcgt
  3947041 aatattcaac ttctgcttca gccagcgacg aaccgcaatc ggtacaccaa tgcacaggtt
  3947101 tggcaccttt atgcagatga ccgttatcaa tgattttgct taatgcgcgg ataatattgg
  3947161 cttcagtttt gaaatccatc gttaggtaag gatggtccca atcacccaac acgcccagac
  3947221 gaataaaatc tttcttctgg ccttcaacct gctcagcggc atatttacgg caagcagtcc
  3947281 ggaactctgc agcgctgact ttctcacccg gcttaccaat taattgttca acttttagct
  3947341 cgataggcaa accatgacaa tcccaaccgg ggatatacgg tgaatcatat ccagccattc
  3947401 cttttgattt aacaataata tctttgagaa ttttgttaac agagtgacca atatgaatgt
  3947461 tgccgttcgc ataagggggg ccatcgtgca aaataaaggt ctttttacct ttcttggccg
  3947521 cacgaataat cccgtataaa tcctgctcat accaacgttt cagcatgtca ggttcacgct
  3947581 tagccagatc gccgcgcatc gggaaccctg tttcaggcaa gttcagggta ttcttgtagt
  3947641 cactcattag attctcggtt ccgtttcggc tagaaatatt aaaccggtgt ctttagcccg
  3947701 aaaaatgttc gggccgtcac cacatcgttg gcgatttgct gctttaaggc ctcaagcgaa
  3947761 gcaaaacgct gttcgttgcg cagttttgcg cgtagcacca catcaatatg gcacccataa
  3947821 agatccatag ttacatcaag cagatgaacc tcaagctgct gacggacgcc agcaacggta
  3947881 ggccgggtgc cgatattcgc gacaccatac aatggcgttg aacccaaacc atacacatct
  3947941 actgcataca cccctttcac cggagcaact aaacgtttta acggcaaatt cgccgtaggg
  3948001 aaacctatcg tccgccccag ttcatcaccg tgaaccactc ggcccgaaat actgtacggg
  3948061 tgacccaata acgtttcggc caacaccaaa tcatcatcat gcagtgcctg acgaatcgcg
  3948121 gtgctgctga ttcgcaagcc gccatcacaa aaactgtcgg tgctgataac atcaaaacca
  3948181 aactcagcac cagcttgctg cagtagttga aaatccccct ggcgccctgc gccaaagcgg
  3948241 aagtcatcac ctaccgttaa aaatttaaca cccaatttct ctaccagcaa ctgagcaaca
  3948301 aaagcttgcg ctgtattggc ggcaaaacgt gggtcaaact taacgcacaa taaataatca
  3948361 accccagcct gagccagata tttggcttta tcacgcaagc gtgtcaatcg ggcgggtgct
  3948421 ttatctgctg caaacaattc cagtggttgc ggttcaaata tcatcaccat aacgggtagg
  3948481 cctaaacgct gcccctcgcg ctttagttgc tctaataaag cctgatgtcc acggtggaca
  3948541 ccatcaaagt taccgatagt cagcacgcaa ccatggtggc gtgcccggat attatgtata
  3948601 ccgcgaatta gctccatagc tggctcaaaa cagtgggaat cgccggatta taccttgtac
  3948661 agcggttaag gttaacccgc gattggcacc tttaaccgaa agtcatacca ttttgccaat
  3948721 aatctgcagg taaaatccct tttactcact ttatcctgta gaatgcgtac gccgttgaat
  3948781 acagaagcag gctgagattt ttacaagaac caccgtcgaa tcccttcgag gcagtgaaac
  3948841 tgtggaattt tctttcgaaa gactgtattc cgcagcgcga agctggtaaa atcccgctcc
  3948901 atcacaacgt agcaagtgcc gcccgtacaa acggcgctta tttgcacaaa tccattgaca
  3948961 aacgaaggct aaaagggcat attcctcggc ctttgaattg tcctcaatag aatatatttg
  3949021 ggagttggac cttggctaat atcaaatcag ctaagaaacg cgccgtacag tctgagaaac
  3949081 gccgcaagca taacgctagc cgtcgctcaa tggtgcgtac cttcattaag aaggtgtatg
  3949141 cggcaattgc agctggcgat aaagacgcag cgcaaaaagc atttaatgaa atgcaaccaa
  3949201 tcgtggatcg tcagtcctgt aaaggtctga tccacaaaaa caaagcagcg cgtcataagt
  3949261 caaacttggt cgcgcaaatc aacgcaatgc agtaattgca tgacattgag tgcttgtaaa
  3949321 aagaccggct taggccggtt tttttatctc tatcgtttgg caattatgac gttcagtagt
  3949381 ggctccacta ctcagttgca gtgggcctgt ttgcagcgaa ttgacttaac agttaaacaa
  3949441 cgctgaaaaa tctttgttac atacccgctg tactgccgga tgttggatca tccgctcagc
  3949501 aaaaataacg tagtactctt cctgtacgtt atctaaacga ccaatttcaa taatttcact
  3949561 atcgttagca taagtatcag cggcgtatat cgttggtgcg acaaagatag cgtcatgata
  3949621 gacagcaaac gcattcatca gggcagcatc gtcaaattcc cccaaaacct ctaccttcag
  3949681 gcctttactg ttaatccagt tgagtaattt tcgccctaac attgagcggc gaccggggat
  3949741 caataaacgc ttttgctgca aactggcagg gaaaggtaga tcggggacag gctggcgaca
  3949801 atagaaactg acactgcatt cccccagttt cactgagaac aacccctctt gctgactgga
  3949861 gtcaaccggg caatcagaca agatcatatc caatttgtgc tgactgagtt gttctaacaa
  3949921 catctcatgg gtggattcaa aacagcgtag atgaattttt tcatgctcaa ccaccgcagt
  3949981 ttccagaacc tgactcacta aacgcttcga taatgcatcg gcgacgccga catcgaataa
  3950041 caggtgggat tctttacggt agttaacgat atccagcatt tcctggctaa gcataaacat
  3950101 tttatccgcg tagcggaaaa ccagttgccc caattctgaa gggaccaatc cccgcccccg
  3950161 ccgcttaaat agcttaccgc ctaagcgccc ttccagcgct ttaatttggc cggtgattgt
  3950221 ttgcggagtc agaaacagtg cctctgcggc tcccacaacc gagccttctt tacaaacctg
  3950281 ccaaaaataa taaagatgat tgaaattaat atgtgacatt cgcatgttgt tatctcctta
  3950341 acataccgcc aagccagata catggcctca tgcacgacaa accatcttta aattccacca
  3950401 agcattgctg cctgcgcttg ggcagcaatg ctgaatcaat aacgtgatgg tacattacct
  3950461 tacgttaaca gccttccgcc gagcgggtaa aaccaaacgc agtaagctgt aacccacaac
  3950521 agccgctgtg gtagagccta gcaatatccc tagtttggaa taggtcgtca gagcgatatc
  3950581 tgtgccttca aatgccagtg atgcgataaa tatcgacata gtaaagccga tcccacacaa
  3950641 cactgaaact gcaaaaattt gcttaaaatt tattgcgtcg ggtagtttag caatacctaa
  3950701 cttaaccgcg agccaactaa aagtgaaaat tcccaacggt ttaccgataa acagaccggt
  3950761 tgcaatcccc attggcagta gtgacgtcag ccctgaaaga gaaacgcctt gtaaagagac
  3950821 ccccgcattg gcaaaagcaa acaatggcaa aattaaatag gcaacccacg gatgtaaacc
  3950881 atgctccagc gattcagaag gagagcgttg gtcttgggta tgcagcggga tcataaagcc
  3950941 aacaatcacc ccagccaaag tcgcatgtac acccgattta agaatacaga cccacaaaac
  3951001 caagccgacc agcagataag ctgatgtttt ccctacacca cgccagttca tatacgccag
  3951061 taaagcaata gcagccgcag caatacccaa agattgtaat gaaacctgct gggtatagaa
  3951121 caacgcaata ataataatga caccaaggtc atcgataatg gctaatgcca gtaaaaagac
  3951181 cttcagcccg gtgggtaccc ggttacctaa tagcgccatc actcccaagg caaacgcaat
  3951241 gtcagtcgct gccgggatcg cccacccttg gcgggtcacc tcatcagcac cattgaacag
  3951301 taagtaaatc agcgctgggg ctaacatccc ccccaatgcc gcaatcgcgg ggaaaactgc
  3951361 tttatcgcgg cccgccaaag agccttccat caactcacgt ttaacttcca gcccgatcat
  3951421 caggaaaaac accgccatta gaccatcgtt aatccacagt aataacggtt tactgatatc
  3951481 cagcgaagct atttttatcg agactggtat atcaagaaat gattgataaa ccccttgtag
  3951541 ggcgctgttc gccatcaaca aggcgatagc ggcagcaata atcagaatca ggccacctgc
  3951601 ggcctcttgg cgtaaaaatt gacgaatgat atttgtcaca atgaataact ccttacatcg
  3951661 gacagaaagc ggttgctcgg caaatcaagt cacgaatttt aagataatta tcagatcgaa
  3951721 aaaaattcat ttttatcacg cgtaatgatc gtaaaaaccg atctattgat aacgcatatc
  3951781 acatttatcc atattcaaca gataaaaaaa atcctcgata tcaaccgagg atttctttca
  3951841 ttttacttta ttagctggct agctgctaat taaccacgcc attagcgtgt caggtcgtca
  3951901 aagaattttt taacgccatc taagaaactt ttagctcgcg ggctattttt ttcaccagca
  3951961 gcaccgacaa agctctcttc cagctcacgc agcagttgtt tttgtttttc gctcaggcta
  3952021 accggcgttt caaccacaac acggcataac aaatcgcctt ggctaccacc acgaacagac
  3952081 ttaacgcctt tgccacgcat gcggaacatt ttacctgttt gggtttcagc agggattttt
  3952141 aacttaaccc gcccatccaa tgtagggact tcgatttcgc cgcccaatgc cgccattgca
  3952201 aagttaatag gaacctcaca atacagattg ttgccttcgc gctcgaagat tggatgcgcc
  3952261 ttgacttgta cctgaacgta caaatcacct gacggtgcac catgctcacc cgcctcgcct
  3952321 tcaccactta agcgaatgcg atcaccggta tcaacacccg ccggaatttt gaccgacagc
  3952381 gttttcgatt tctcaacacg accatgtcca tgacacttgt tgcatgggtc tttaatgatt
  3952441 tgaccacgtc catgacaatg aggacatgcc tgttgtacgg taaagaaccc ctggcgcatc
  3952501 tgtacctgac ctgccccatg gcaagttggg caagtgactg gtgaactccc cggtttagca
  3952561 ccgctaccgt ggcaaacatc acattcatcc agcgttggga ttcggatctc tttggttaca
  3952621 ccacgcacag cttcttccag tgtcagatcc atgttgtaac gtagatctga accacgggat
  3952681 gcacgctgct gacgccggcc accaccaaaa atgtcaccaa aaacatcacc gaagatatcg
  3952741 gaaaaatcag caccaccgcc gccgccaccg aaaccgccgc ctcccattcc accttgttca
  3952801 aaggctgcat ggccgtattg atcatatgcc gcacgctttt gtgcgtcggt cagaatttca
  3952861 taggcttctt tggcttcttt aaacttctct tcggcgtttt tatcctccga ttgacgatcc
  3952921 ggatggaatt tcattgccag gcgtttatag gcttttttga tttcacgctc ttcggcgtcc
  3952981 ctgctgacgc ctaaaacctc gtaataatct ctcttcgcca ttctcttttt tcctaccctt
  3953041 aacatgcgtg cacgggcgta gagtttcctc gacgcccgtg ctggtttcca gcaacagtaa
  3953101 ggtctaccac tgccgtgccc gcttaagggc gattattttt tgtcttttac ttcttcgaat
  3953161 tcggcgtcta caacgtcgtc ttctttcttg gcactggtat cgccagcatc accgcctgcg
  3953221 gcagcttgtt gctgttgagc catttccagc aatttcccgg aaacctgtac cagagcctga
  3953281 gttttcgctt cgatttcagc tttatcttca cctttcagtg cagcttccaa gcctttcatt
  3953341 gcttcttcga tagcggtttt gtcttctgct ggtaatttat caccggcttc ttccaactgc
  3953401 ttacgagtcc cgtggatcag atggtcagcc tggttacggg tctgaaccag ttcttcaaac
  3953461 ttacggtcag cttctgcgtt tgcttcagca tcacgtacca ttttttgaat ctcttcctcg
  3953521 ttcaaaccag aagaggcctt aatggtgatc ttctgctcac ggccggtatt cttgtcttta
  3953581 gcagacacat gcaaaatacc gtcggcgtcg atatcgaagg tgacttcgat ttgcgccatg
  3953641 ccgcgaggtg caggctgaat accatccaga ttgaactgac ccagagattt attatcctga
  3953701 gcacgtttac gctcaccctg cagcacgtgg atagttaccg cagactggtt gtcttcagca
  3953761 gtagagaaca cctgactgtg cttggtcggg atagtggtgt ttttagtgat aagcggagtc
  3953821 atcacaccac ccatggtttc gatacccagt gacagtggag taacgtccag caacagaacg
  3953881 tctttcactt caccagacag aaccccaccc tgcacagcgg caccaatggc taccgcctca
  3953941 tctgggttca catctttacg tggttcttta ccgaagaagt cagccacttt cttctgaacc
  3954001 attggcatac gagtctgacc acccaccagg ataacgtcct gaatgtcgga aacagacaaa
  3954061 ccagcatctt gcagagccac tttcagtggt tcaatagagc ggtttaccaa atcttctacc
  3954121 agtgactcca atttagcgcg ggtcacttta atgttcatgt gttttggacc gctgccatca
  3954181 gccgtgatgt acggcaggtt aacatcggtc tgctgcgcag aagacagctc gatttttgct
  3954241 ttttcagcgg cttctttcaa acgctgcatt gccagtggat cggtacgcag atccataccc
  3954301 tggtctttct tgaattcttc aaccagatag ttgatcaaac ggctatcgaa gtcttcacca
  3954361 cccaagtggg tatcaccgtt ggttgccaat acttcgaagg tcttttcgcc atcaacttcg
  3954421 tcgatttcga taattgagat atcgaaagta ccaccaccga ggtcatagac cgcgatagta
  3954481 cggttaccca cttctttatc cagaccgtaa gccagtgcgg ctgcggttgg ttcgttgatg
  3954541 atacgtttta cttccagacc ggcgatacgg cccgcatctt tagttgcctg acgttgtgca
  3954601 tcgttaaagt aagccggtac ggtaataacc gcttcagtta ctggttcacc cagataatct
  3954661 tcagccgttt tcttcatttt cttcagcact tcagcagaga tctgcggcgg tgccattttt
  3954721 tggcctttaa cttccagcca agcgtcacca ttatctgcag caataatttt gtacggcatg
  3954781 atgtctttat cacgctgtgc ttcttcgtct tggaaacgac ggccaatcaa acgcttgatg
  3954841 gcaaacagtg tattttgagg gttagtgaca gcctgacgct tagccggttg accaaccaga
  3954901 gtttcaccat cttgggtata agcgatgata gaaggcgttg tgcgatcacc ttcgctgttt
  3954961 tccagcacac gtgctttagt accatccata attgctacac aagagttggt agtacccaag
  3955021 tcgataccaa taattttacc catctaaaac gcctccacta aaaagtcata ttcggtcaag
  3955081 ttactaatct atatatgggc ggattgttta ttttcaactg cccgcattct cataatcaat
  3955141 gtttttcaca cccagcattt tgctgacgta tgtatccgct gatccacgat tagcccttgt
  3955201 ggttggaaat aagatggggc cacgaaactc agcatcaagg gggatgatga aaaaaaatta
  3955261 ctttttaccc ccctcaagat cattgtctct agcgacgcgg atcattatca tgccgcgcgc
  3955321 actgagggat ttcgacgact tttcgttcat tcagtagcct tatacttatt cggataaata
  3955381 tccatttttt agcgttctgt taattacaga ggacttatga acaccatcaa gttggcgaat
  3955441 cctggcccat tgggccttat gggctttggg atgactaccg tcttgctaaa cctgcacaac
  3955501 gcaggtttct tcccactgag ctctgttatt ttgagcatgg gtatttttta cggcggcctg
  3955561 gcacaaattc tcgcgggtct attggagtat aaaaaaggca acacatttgc cgccaccgca
  3955621 tttacctctt atggcgcatt ctggttaagc ttagtcggcc tgttgatgct gcctaaaatg
  3955681 ggcttggcag atgccactga tgcccagttc ttgggtgtgt atttaggtct gtggggtatt
  3955741 ttcacactgt ttatgttcat cggcacctta cccgctaacc gcgcattaca gtttgttttc
  3955801 ggcagcctga cgatattgtt tgctctattg gcagtgggta acttcaccga taatcatact
  3955861 ttgttaatgt tcgccggttt tgaaggcatt atctgtggtg ccagcgcgat ttatttagca
  3955921 atggcagaag tactgaacga acagtatggc cgtactatat tgcctattgg tgaaccattg
  3955981 cctattggtg aaccgagcca aaccttagag acccaagctg taatgtaatt acaacaccat
  3956041 tagacagctt atattacaca gcaccttgaa tattagataa aatttaatat tcaaggtgct
  3956101 tttactttcc actctgccag ttaaaacact cccccattaa ttacctatca aatctaaaaa
  3956161 aaaccaatta attaaaaccc ccatataaaa cacaccataa aatagtcaaa cctattaacg
  3956221 aaaaatagat aaagtgaaaa aaacgaatca tcatataatc ctcatcggct cgatagtgat
  3956281 aagtaatttt taaactaaca cagacaagga gcgccgatga aaaaaaccaa caaactatta
  3956341 attagtattg tttccgcaat atcattctca gcttactcaa atgatataaa tgatgcaaag
  3956401 gtctgttttt atgagttgga aaatttttct ggtgaatcat tttgtgccta tgagggcgaa
  3956461 tcacagtcca ctatcaataa tgattttgac aaaaaaatta aatcaatttc aattcctcca
  3956521 ggaatggtaa tcactctcta tgatggcatt gattttaccg ggaaaaaaaa gaaattaaaa
  3956581 aatgatgtca acctagacgg tatgaaatca tttggactat ataataaaat aagttcatat
  3956641 cacatagatc ctgcagtatg tttttataca gaagataatt ttcaaggaga cagtacttgt
  3956701 ttagcggcaa gtcaacacat agatttatat agtgatgctg aagggtttgc taactctaat
  3956761 cgtaccgtgt tacctattca taatgacagc atccaatcaa taaaagttcc tcttggaatg
  3956821 atgacaacaa tctataaaaa tgaccaattt aatgctcctt tcttcgagtt aacagaaaat
  3956881 atcaacttag aaacattaaa aactctggct atggacaatc aactcaccag ccttaaggca
  3956941 tcggaaaaaa aaggtctgta ctgtgatcaa aaatgtatta ttttagaaaa acatgaaata
  3957001 aatttacctg aggttttcgg tgagtactgg catgattctc gtttagtcaa taaacaagtt
  3957061 atactgtctt ttaatagtca agaaaatgga attaatgatg attataaaat taacttaaca
  3957121 aacggcccca gcgttagaat attaaaaaat gaaattatct tttctgacta caatatgatt
  3957181 accaaatttt cttttgatcg cattgataaa tttgataaac tttcatttat tttacaaata
  3957241 gaaaaagaca tcgtacaagt tcaatacatc caaacattag atgatcaact aatcgatcta
  3957301 tcacccatta tttcatttaa atggacacac atgattgatg atactcccac attaaccatt
  3957361 aaaaataaaa atacagacaa gccattaatt cttaataaat ccattattac cgcagataca
  3957421 ggcgatcaaa attgggaaaa gagagacatc gaaaatacaa gtcaaataat atgcgcattc
  3957481 actccattcc taaaccttta taattatatt gtacaaggaa catgccgcca actagatgga
  3957541 attattttca aagcagatca atatttcaac agtaatacca aagggaaaac attacatatt
  3957601 gcagggaaaa gtttcccatt aaagcctgat ttattaacag aattaaacaa tgatgggcta
  3957661 catgaaaata aaatgctgtt aacttacatt gacaatgtaa ataacaatca gtcgctcagt
  3957721 ttacctgcag tcgcaaaaac ctgtatggta tcgatccact ctatacttag cacacgccag
  3957781 actcgccaaa tcaggcctgc gtgtatcgat tggacgctag aaataatgac tgacttcaca
  3957841 ttattattcg gtagcagtct acggacttgg aataccgaat atttcggtag aattatacag
  3957901 tctattatta caacaggaaa taccggtgtt gcagtagaaa atacagagat agaaaaaagg
  3957961 ctcagtcatg cggtaaaaaa agccattatg tcacaatcaa tagatagcac tcttgaccac
  3958021 attaagactg cgtttgacta tgctcagcta aattactttg actacagcct tttttatgtg
  3958081 tcagaagata cgccatctca ggtagaacaa ctaccactcg gcatctatga gctattatta
  3958141 ccctcgttta tctatagacc aataccaccc attattattg aaaatagcga acgagtagaa
  3958201 caacatgagt tagcttttga aatagaaatt ttaccaagcc tattccctga agatgcaagg
  3958261 ccttccgata ctgaaattga acatgctcga gaattgcgac aaaaaatcag tgaaactatc
  3958321 gctcaatggg ggcaacaata ccaaggcgct catgcaattg atgatgttga ccaagaggtc
  3958381 aacgctgatg aaaatgccgc cttaagtcaa cttctccatg ctgggcatat tgttactggc
  3958441 attattcatc gtagattaat tcttaaccgc cctggggaaa tttatgtggt ggtcaaatta
  3958501 aggggagaga taatcgcaat tgtcttggct gatcgtttta ataataggga tgaagttgaa
  3958561 ctggtggcct cagcaacgtt gcctgactat gtcttatcgc ccgatagtga aggtaccgta
  3958621 agaggggcag gcactgccgc ggtttacgag ctagctcgat acttacaaca gcaaggtgcc
  3958681 aaaacattat tttctgagac tatttcccag ccatcagcac gcgtcaaaca aaaagtcgga
  3958741 tttaccttta aatcagaatt ctaaggtata gagaaaaaga taaaagccca taatttattg
  3958801 ataataatta tgggcttttt aaagtgaatt gacttaatta actccgttca tcaccctttt
  3958861 aggcatctga actttcactt cactattaat gtcgttacgc agataaatac ccaataacaa
  3958921 tcccaccagc gatagcacca gcatgtaata cgccggagcc atggcagatg acttcatcca
  3958981 taaggtcacc agaataggtg ttaaaccacc aaaaatggca taggccacat tgtacgagaa
  3959041 agagatgccc gtgaagcgga cttctgccgg gaaggcacgc accatgacat aaggcactgc
  3959101 accaacaata ccgacacaga agccagccaa catatagtgg ggaaataact gagatggatt
  3959161 agtcagattg gtgtgataaa acgaccatgt cgacatcgcc agcatcaggc tgccaacgat
  3959221 aaaggtttta ctggccccaa agcggtcaat tgccaatccg gcaaccacac agccgataac
  3959281 caatgcgata atcgccaaac tgtttgcctg caatgccaac tctggcggta cattaaactg
  3959341 cttctgtaga taggttggtg tcatcaaaat aacgacgacg atgccagcag agagcaacca
  3959401 agtcagcagc atcgaaacaa ccacttcttt cttatggttt accaccaccg atttcagcgg
  3959461 caattcttca gccaatgttt tacgcgcctg catttcttta aagatcggag tttcctgcaa
  3959521 ccaacggcgt aagtacatgg caaacaaacc gaaaattcca cccaagaaga acggtatacg
  3959581 ccatcccccc tccaaaatcg cctgatggcc cagcgtagta ttcatgactg tagcaaccag
  3959641 cgatcctaac aaaatcccag cagtcagacc ggccgttaag gtaccgcagg caatgccaat
  3959701 acgtttacgt ggcacatgtt ctgccacaaa gacccatgca ccgggaactt cgccaccaat
  3959761 ggcagcacct tgtaataccc gcattaatag tagaagtaaa ggtgcggtga tcccgatagt
  3959821 ggcatatgtc ggcaacatgc caatagccag tgttggcaac gccattaata agatgctaag
  3959881 agtaaacatc tttttacgcc caaccaaatc accaaaatgt gccatgatga tcccccccaa
  3959941 tgggcgagcc aagtaacccg cagcaaaaat accgaacgtc tgcacctgac gaagccattc
  3960001 aggcatgtca gccgggaaga aaagatcacc aataaccgcg gcaaagaaga caaaaataat
  3960061 aaaatcatag aactctaacg ctccacctaa tgcggctaag gtgagtgttt tgtaatcttg
  3960121 cttattcaat cgacgattat gattatgttg ttgatcaaca tgatgttgag atgagtcgat
  3960181 ttgggatgag ccgacttgag atgaattgtg atcttgagac atatgacacc gttataagcc
  3960241 agagttgggg aagaaaaatt tttctactct ttgtaaagtt aacatgacta taccgtacaa
  3960301 aattccccac acgcacataa tggcatctta tgtcatagaa attttctatt tagtctttta
  3960361 tatcgataat ggcacttttt gggcgaaaag ccactaccac atcagtatta gtttctatat
  3960421 aaggcccatc taagagttga atgcagtaag gcacactggc gaagatacca gccaccacca
  3960481 cgttagactg agcgtcttta acgccttcta aggtttcttt aattgattta ggttgccccg
  3960541 gcaaattgat gataagtgct tgtttacgaa taacacctac ctgacgggat aaaattgcgg
  3960601 ttggcacata atgcaggcta atttgacgca tttgctcgcc aaaacctggc atctgccgat
  3960661 ctgcaatagc caatgtcgca tcgggagtga catcacgcct tgccgggcca gttccacctg
  3960721 tcgtcaatac caaatggcag cccatctcat cgactaattc acagagtgtt tgttcaatta
  3960781 ggctttgttc atcgggaata agacgagtct cgacttcaaa aggtgtggtc aacgcactcg
  3960841 tcagccactc ttccaaggcg ggaatacctt tatcctgata aatcccactg gatgcccgat
  3960901 ctgaaactga gactaaacct atacgtaata tattcatgta attacctcaa cgaaatacct
  3960961 ttttatctgg agtggatgat actacgcaac cgaattagct caaccgttgg cgttcacaaa
  3961021 attcactctt cagcgatgac attacataga taaaaagaaa gaccacaaca tggatagaaa
  3961081 taccgcatta atgcaagcat agctgtattt agcctatttt tgctggcttc ataaaccacc
  3961141 tgaaccagta aatcggcaat aaaaaaggtg gcttgcgcca cctcattcag ataccgatct
  3961201 gcgagtagct cgcagcgatg tcaattacaa caagtcggag atcattttct caagtttgcc
  3961261 ttggtcgata gcaaacttgc ggatgccgtc tgccagttta tcaaccgcca ttggatcctg
  3961321 attatgctgc cagtagaatt ccgcttcagt caatggagca ggcttcgcct gaatttcacc
  3961381 ggtgtaagcc agtttacgtt ctaccgggcc ttcgctctct gctaactctt tcagcagtga
  3961441 aggggcgata gtcaaacggt cacaaccggc taactcaatg atttcaccca aattacggaa
  3961501 gcttgcaccc atcaccacgg tcttataacc gtgtttttgt agtactggta aatctcggtg
  3961561 acggaaacaa cacctggatc ttcgcttggt gcgaactctt tttgatcgcc attggctttg
  3961621 taccaatcaa gaatacgacc aacaaaagga gaaataagga acacacccgc ttcagcacaa
  3961681 gcacgtgcct gagcgaagga gaacaacagt gtcaggttac agttgatacc ttctttttcc
  3961741 agttgctccg cagcgcggat gccctgccag gttgaagcca atttgatcag aatacgatca
  3961801 ttgctgatac cggcttcgtt atacagtttg atcagacgtt tggcttttgc cacgctggcg
  3961861 acggtatcat aggacaagcg agcatcaact tcggtagaaa tacgaccagg gatcagtttc
  3961921 agaatttcca aaccaatatt cactgccagt ttatccgtcg catcaacgat ctgctgagca
  3961981 tgatcgctgc tttgttcgcg cgcccaggca atagcttcat cgatcaattt acggtattca
  3962041 gggatttggg cagcattcag aataatcgat gggttagtcg ttgcatcttg cggctgatac
  3962101 aatttcatcg ccgcaatatc cccagtatcg gcgactacag tggtgatttg acgtagggaa
  3962161 gtaagtttat cggtcatgtt gtcgtttctc atcgtttgtg catgaacttt tggcatgtca
  3962221 ttacattctg gcctttcgaa atgttagcca tttcgcaata ttggcgattt cgaagccttg
  3962281 ccttgtcttg ataataacat gcggaagcct tggtgcaagg ccgttaaatt gattaaaaaa
  3962341 aaaccaattt tgtcgttttc cgctcgcaac cgttttcgct gattaaaacg gccgaaaacg
  3962401 agtaggttaa tagcaaactc atccactatt gctgtgctga gacgatttag ccaagctata
  3962461 tttacgataa actatatcat ctcttaccca cccgcttgcc tatcttagca atcgtccaat
  3962521 ctttttttgg ctagccggta ctttttgcta cagtgtatta tttggatata tcctcaatca
  3962581 ttcgaattgc aagcaggcag caacagagcg aatcctagcg cactgacgtc agtcaagtga
  3962641 cagggctaaa cgaaggccgc caaacgcata tgcagcttga agtatgacgg tataaatagg
  3962701 atgtcatgat gcttattatt atctccccgg ccaaaacgct tgattatcaa agccccttag
  3962761 cgacaacgaa atttagccaa cctgaaatgt tggataaatc acaagcattg attgagatat
  3962821 gccgcgagct aaccccggct caaatcagca gcctgatggg gattagcgat aaactggcag
  3962881 gtttaaatgc cgcgcgattc agtgaatggc agcctgattt cacacccgca aatgcgcgtc
  3962941 aggctattct ggcttttaaa ggcgacgtct ataccgggat gcaggccgaa agtttcagtg
  3963001 aagctgattt tgactttgca caacagcatt tgcgtatgtt gtcaggttta tacggtctgc
  3963061 tgcgcccgct agatttaatg caaccttatc gtttagaaat ggggactaag ctggctaacc
  3963121 cacgcggcaa agatctttat gccttttggg gcgatcagat aaccgagaaa cttaatcagg
  3963181 cgctggaact gcaaggcgat aatattctga ttaatttggc gtccgatgag tattttaagg
  3963241 ctgttaaacc cgctaaatta agcggttcac tgattaaacc ggtatttttg gatgagaaaa
  3963301 acggtaagta caaaataatc agtttctacg cgaagaaagc ccgtggcctg atgagccgct
  3963361 ttattattca gaataagtta accaaaccag agcaattggt tgattttaat ctggaaggct
  3963421 atgaatttga tgcgggatta tcggcgaaaa acgaactcgt gtttaaacgg gctgaacagc
  3963481 actaaaatat gtctgtaagt gacaccataa gcccacgagc ctgcttttta cttgaacgag
  3963541 accgtgggca aagaactaaa gattgaggtt attgacaacg tggcccgtag cggagtcccc
  3963601 tcctaaggtg cattcatatg atatctgggt cagtaaacaa ctctatatgt ggttgcaaaa
  3963661 atctactttg gccgtttaaa tattaggatc attaccatgc tatttaattg aatttaaaaa
  3963721 caacgcttaa gttaatttat cttcgattga aaatgcttat ctttagaata agaccacctt
  3963781 caatttaatt agcgtgcggt tggaaaatag agccagcgca tataatacaa ttacaacaat
  3963841 tcattcagca ttatatttgt atttttcatc ccaaaaaatg aattataatc ctcaacctct
  3963901 ctcaggtaat cactctttat aaacgggtcc ttaagaaaaa agttgaagcc aatgatgcaa
  3963961 cacggcgtag cgaagtggca tgtttatcaa gatcatattt aaaatgagct attgcagacg
  3964021 ttcccatatc agtaaaactc cattttttat aaatattagc agcacaaact agaatgccaa
  3964081 ctcattaaag cacccgcagg gtaaatggca tccccaacct atgcggtgcc ccctttattt
  3964141 tctgagctat aggagccaat caatggctcc tcagactgct gacaaagtca aatgaagggg
  3964201 aaacgtgccg ttggggtcgt agcgacgtaa gtcgccgaag tgccccgagg tgcggtcaac
  3964261 ccttcactca cgaggctaaa aatagctttg ttaataaccg attacttcgg caatgccatc
  3964321 aaaaatgccc gcatttgtgc aaagtctgcg ggcaaatcat gggatagcaa cggtaattgc
  3964381 gctctcacgg ccagtggttt tggtaaaggt aattcctgac ccagaattgc ctctacgctc
  3964441 tctttgaatt tcgcgggatg tgcggttccg ataaacaagc caaattcacc atcttgcaac
  3964501 tgatcacgca atacacggta agcaatcgcc gcgtgaggct cagagatata ccccaaacca
  3964561 gctaattcac gcatcgtatc ttttgtggtt ttatcgctaa ccgcaccatg ccctaaatcc
  3964621 ttcaactgcc agattttgcg acgatatagc tcttccacac gtggccaatt atttggctga
  3964681 ctgacatcca tggcattcga taacgtggct acagttggct ttggctgcca ctggccgtta
  3964741 accaaaaagc gtggcacggt gtcgttagca ttagtggcag caataaagcg tttcaccggt
  3964801 agccctaaag attttgccaa caaaccggca gtcaaatcac caaagttacc gcttggtaca
  3964861 gagataacca gttggttgcg cgcctcttgt ggtaactggg ctacagcttc aaagtagtaa
  3964921 caaatttgtg ccagtaaccg gctgatatta attgagttag cggaattcaa actcagcgcg
  3964981 gttttcagtt cttcatcatc aaaagcttgc ttaaccagtg cctgacaagc atcaaaatcg
  3965041 ccatcaatcg ccaccgtgtg aatattaccg cccagagtac aaaacagctt ttcttgcagc
  3965101 ggactaatct tgcctcgtgg ataaaggata accactcgaa catttttcag cccgtagaat
  3965161 gcatgagcca ccgccgcacc agtatcaccc gatgttgccg ttaaaatagt gacgggttga
  3965221 tcgccagcaa cttcggccag catctgtgcc ataaaacgtg cgccaaagtc tttaaacgcc
  3965281 aaggtcgggc cgtggaacaa ctccagaacg gcgatatcat tttcaacttg tgcaacaggg
  3965341 gctgggaatt caaaagctgc ctgcacacgt ttggttaaga catctggtgc aatttcacta
  3965401 ccaataaaag ccgacagaat gcggctacta cgggtcacaa aatccagatc cagcagttta
  3965461 tcgatctcag tcagttcgaa ctcgggcaac tccaacggga aaaatagccc ctgctgtttg
  3965521 cccaagcctt gtttgatcgc ctgtgcgaag ctgacctgct cgttatgatc tttaaggtta
  3965581 tacagtttca tgcgttatcc cagtagtcgt gcgcctgcgg tatccagacg gcaaatatga
  3965641 acaaaacctt cgtcgttttg caggtaatga ttttgtagcc agcccgccat gcgttgtgcg
  3965701 gttgcctggt cgttacagac ggcaaacaac gtggggccgg atccggaaat accacaggcc
  3965761 agcgcaccga tatcctgtgc cgcttgtcgt gcagcagcaa agcctggcag caattgagtg
  3965821 cggtaaggtt ccgcgataac atccttcatc attttagcgg ctaaatctgg ctgctgagtg
  3965881 tgacaagcgt gaatgaaccc cgccaaatta cgcccatgag tgatgcaatc ctgacggcga
  3965941 tactgcgccg gtaaaatcgc ccgcgcttcg gcggtagaca ctttgatccc cggataggcc
  3966001 atcacccata accaatcgct aaaaccagga acatcctgac tgatataacc ttcctgctca
  3966061 aggatcagct gcatgccccc taaataacaa ggcgcgacat tatcgaaatg aatactgccc
  3966121 gagacccgcc cttccagttc ccccatcatg ccgagtaatg tgactttatc caacggttgg
  3966181 ccgcagaact cattcatcgc catcaggccg gcaaccactg aacaggcgct ggaacccagc
  3966241 cctgaaccga tcggcatatt cttttccagc accatagcga cggggatctc tttgcccatt
  3966301 tcctggcaaa agcgttccca acactgataa acgatattct gtttgggatc atcaggcagc
  3966361 ttgctgacaa aacggccttc attatgcagg ctaaaacgct ctgcggctgt tacgctgaca
  3966421 caatcaccga gcaatgtgcc atctattggc gagaccgccg cacctaatac atcgaagccg
  3966481 acgctgacat tgccaattga tgccggagca tagattttaa ccatatttaa actcccaact
  3966541 tccatgataa tgtgcgtaaa agatcggcaa acaccccagc ggcagtcaca tcattgcctg
  3966601 cgccataacc gcgtagcacc aacggaattg gctgataata gcgggtatag aaagccaacg
  3966661 cattctcgcc attcttaact ttatacaacg ggtcgttacc gtcaactgcc tccatccgca
  3966721 ctttacaacg cccgtcttca atcactccga cataacgtag cactttgccc tgctccgcag
  3966781 cattcgctac caagcgggta aattcagcat ccaatgatgg caggcgcgcc aggaaagtat
  3966841 ccacatcacc tgaagcatca aagcttgctg gtaagacgga ctcaacctcg atatcagcca
  3966901 actcaagttt gtaccctgct tcacgggcca aaatcaacaa tttacgggca acatccatcc
  3966961 cagagagatc atcacgtgga tcgggttcgg tataccccaa cgccttagct tgccgtgttg
  3967021 cctctgacaa tgacatcccc tcatctagct taccgaagat gaaggaaagt gaaccggaca
  3967081 gaataccggt gaagcgcatc agttcatcac ccgcattgag caggttctgt aagttctcga
  3967141 tcaccggtag ccccgcccca acgtttgtgt catacaagaa tttacggcac gatttcgtcg
  3967201 cagcggcacg catttggcgg taataattca ttgatgaagt gttggctttc ttgtttggcg
  3967261 tcaccacatg gaagccatcg gtcaggaaat cagcatattg atcagcaacc gcctggcttg
  3967321 aggtacagtc aacaatgacc gggttcagta agtgatactc tttaaccaga cggatcaagc
  3967381 ggctcaggtt aaacggctcc tgaacttcag ccagttcctg acgccagtta tctaatgcaa
  3967441 tgccatgcac gttggtcaac atggctttgg aattcgcgat accacaaaca cgtaaatcaa
  3967501 tatgacgctg tttcaaccac ggttgctggc gatagatttg ttcgattaat gcgcccccca
  3967561 caccacccac gccaatgaca aacacctcaa tgacttgatc cgtgttaaac agcatctggt
  3967621 ggcaaactcg caccccggta gtgaccgcat cattattgac aaccacagaa atagagcgct
  3967681 cagacgagcc ttgagcgata gcaataatat tgatgttggc gcgcgccaga gccgagaaga
  3967741 aacgggcaga aataccgcgc agggtgcgca taccgtcacc gaccacagag ataattgcca
  3967801 gatgttccat cacatccaga ggatccaaga caccgtcttt caactccaga taaaactcat
  3967861 cttccagcgc tcggcgggcg cgcaataact caccttgcgg cacacaaaaa ctgatgctgt
  3967921 attcagaaga ggactgagtg attagcacca ctgaaatacc gctgcgcgac atcaccgcaa
  3967981 agacgcgggc agccataccg accatccctt tcattcctgg ccctgaaaca ttaatcatcg
  3968041 ccatattatt caggttggta atgcctttga ccggagaatc ctcatcaatg ctttcaccac
  3968101 caatcaaggt accgggggct tgcgggttag aggtgttttt atcagacaag gaatttggaa
  3968161 gcgggcaata ggagcgatag tgcgagggtg aagaacttta gcaccaaaat aggaaagctc
  3968221 cattgcctct tggtatgaca tcgatttcag taatctggca tctggaacgg tacgcgggtc
  3968281 acaagtatag accccgtcga catcggtcca aatctcacaa caatctgccc gtaagcaagc
  3968341 agccagcacg gcagcggaat aatcagagcc attacgcccc aacaccacca attcaccttt
  3968401 atcattaccc gcagtaaaac cagccatcag gatgatgtga tcagatggaa taccgctggc
  3968461 accgatacgg cgggtagact ccgtgatatc aacagtggat tcgagataat ggccctgcgc
  3968521 caacaatttt tcgactggat taatcaccgt aacgtgataa cccttagcct gaaataacgc
  3968581 ctccataatg gcgatggaga gtttttcgcc acggcagata attgaggcat taatgctgtc
  3968641 tgggcactgc cccaacaacg aaataccgtg tagcaggtgt ttgagttgcg caaactcatg
  3968701 gccgaccaag gcttttaggc gatcataatc aaagcctggc tgagtatcag ctaatccacg
  3968761 caataactca gcaaaaatcc gctcagcatc gctgatgttc ggggagatat cttgccctgc
  3968821 gaccatttta tcgatcatgg caacgagatg gttcgttatc ttcgcgggag cggataacac
  3968881 cgtagccact tgtccctgac gcgcattact ttcgatgata tcggcaacac gcataaagcg
  3968941 ctcggcattt gccactgatg tcccgccaaa tttcagcact cgcatttctg attctctccc
  3969001 gctttcgcgc tttttatcgc aaactttttt tgcaaagatt tgattgaaaa aaaaagcccg
  3969061 cactgtctag gtgcgggctt ttttctgttg tttcctgtac gcgtcagccc gccccgtaac
  3969121 ctgtggtttc ggtggtggta ataatcgttg tgttcaggct gatgtatcgc atgttatctg
  3969181 tctgtctcat tattgaagct gtccccctat tggttaaagc aatcgctccc tcaagtcaaa
  3969241 ttttttcatc taaacatcca gataaattaa aagggcattt ctgcgtaatt cactgacccg
  3969301 caggaaatta acaggggatt tgatgaaaaa acaccccatt aaagcagata ataaatctat
  3969361 tttaggtcga ttatccccta taatattttt taactttttt ttacggctat ttactgaaaa
  3969421 ttcctattca cactcaaaac tattgacgtg ccaagaaggc ttataggcgt tagtgatttt
  3969481 aaacagagtg aaataaggca ccctgccatt acctttacat tcctctaaca ttagccataa
  3969541 ttttccttac actttcgtgc taaataaggt actaaagaga taaagcttct catcgccata
  3969601 atgccaagag aatattaact tttaacaata aaaatcaatg tattagaaat tactttttct
  3969661 taatgtgagt gatcttctga ttttaatgtt aatagtagtg aaaatcagtc acataattta
  3969721 gtctactatc ccttaagcta gtattcttgt aagtcttttt cacaaaagtg ttaacgtgct
  3969781 acaattgaat ttgatatatg tcaacaaagc gtaattttgt tgggtggtaa attcggttcg
  3969841 cactgttata ttgctgttaa taaggttagg atatgcgccg cttttgtcac ctttggggct
  3969901 gtagggagta acaccctgac caagctagcg atgttgttga cgttgatgga aagtgcatca
  3969961 agaacgcgtt tacgtacttt agtcatgtga tgaatgggat gacgagtaac cagtcaataa
  3970021 aaatcctgat ataacaaaga cttctgtact ttctatttct attttgttgg caattttagg
  3970081 tagcaaacat gcagaccccc cacattctga tcgtagaaga cgagatagtc actcgcaaca
  3970141 cactaaagag cattttcgag gcggaaggct acgttgttta tgaagccaat gatggggcag
  3970201 aaatgcacca tatcctgtct gaaaatgaca tcaacttagt gatcatggac atcaatctgc
  3970261 caggcaaaaa tggcttgttg ctagcacggg agctccgtga gcaagccagt gttgctctca
  3970321 tgttcctcac cggtcgtgat aacgaagttg ataagatcct tggtttggaa attggtgctg
  3970381 atgattacat cacgaaacct ttcaacccac gtgaattaac catccgtgcc cgtaacctgc
  3970441 tgtctcgcac catgaatctg agcagtgtag gcgaagaacg ccgtttggtt gaaagctaca
  3970501 aatttaatgg ttgggagctg gatatcaata gccgctcact ggtcagccct acgggtgagc
  3970561 attacaaact gccacgcagt gagttccgcg ccatgctgca tttctgcgaa aacccaggga
  3970621 aaattcaatc ccgcggtgaa ttgttgaaaa aaatgaccgg tcgcgagttg aaacctcatg
  3970681 accgtactgt cgatgtgact atccgccgta ttcgtaaaca cttcgaatct acgccggata
  3970741 caccagaaat tatcgccacc atccacggtg aaggctatcg tttctgtggc gatctagaag
  3970801 agtaatcttt cgcgaataga gacggaaaga gccagcacac agatgctggc ttttttgttt
  3970861 ttatatcaag gcggcagagc caatccccag aagcgcacat cggtgagtca ctggggtgaa
  3970921 tcaaaaccgc taacgaaggt aacttaaaat atggcaggta tcgccctggc taattttatt
  3970981 accaaggcat gataggcacg gcactaatag catttttcgg tgaaccatca acaattcgat
  3971041 ccgaatatgt cagatagacc aatgaattac gttttggatc gtaaaaacgg acgacctgta
  3971101 gctttttaaa taccagagac gtgcgttttt gaaataccac ggcaccttct gattttttgt
  3971161 tcttaatttt atcacttagc tcaatcggcc caacttgctg gcaggaaatt gccgcatcag
  3971221 ccgtatcttc tgccagcccc aatccgcctt taataccgcc ggtttttgcc cggctgatat
  3971281 aacaagttac atttttaaca tctggatcat caaaggcttc aatcacgatt ttatgatcgg
  3971341 gtcccagcaa cttaaatacc gtatcaactg aaccaatttc ctccgcctgg gcagttatcg
  3971401 cccccaaaga aagtaaacag ccaaggaata tccaactttt tttcatacac ttactccatt
  3971461 ccgttgaaca acgttattca acgttaattt ttttgtactc gtcattaagg tcttgttaaa
  3971521 aaccttacta tcaaaatcta gacgcttttt aacacactgt accagtaaat tcttaagcag
  3971581 tcgggaacat aaaaagttgc tactatgcgc cagagctatt ctgttcatat tactaatacc
  3971641 ctaaatttaa gctgttttac gaggaagttt tatggatcaa gccagtatca ttcgtgactt
  3971701 gcttagctgg ctagaaagtc atttagacca gcctttagct ctggacaatg ttgctgccaa
  3971761 agcgggttat tcgaaatggc atttgcagcg aatgttcaag gatgtcaccg ggaatgctat
  3971821 cggtgcttat atccgtgcaa gaaggctatc aaaagccgct gtcgcgttac gtttaaccag
  3971881 tcgccctatt ctggatatcg ctctgcaata tcgttttgat tcgcagcaaa cttttacccg
  3971941 cgcgtttaaa aaacagtttg cacagacgcc cgcattatac cgacgggctg aagactggca
  3972001 ctcatctgga atatgtccac cgatccgctt aggaacatat accctgcctc aacctgaatt
  3972061 tattacctta cccgaacaac atttggtagg gataacccaa agttattctt gtacgcttga
  3972121 acaaatttca acacaccgtg ctgaattacg cttacatttt tggcaacaat acctcggcga
  3972181 tgccgatcaa ttacccccag ttctgtatgg attacatcac tcccggccaa atccggagaa
  3972241 agatgacgag caagaaattt tctatacgac ggcaattgaa ccacagcata ttccgtgtaa
  3972301 cgtacccgag ggccaaccgg ttatcttgca gggaggtgag tatgtgcagt tcagctatga
  3972361 tgggccgctt gatgggttac aaaatttcat actgacactg tatggcacca ttctgcctca
  3972421 gttggctctg atccgcagac gtggctatga tattgaacgt ttctacccgc aggggaggcc
  3972481 gaaagatggg cctcctgcta cgctgaaatg tgactatttc attccaattc gccgttaacg
  3972541 ctgtaattca tcaagtgctg gcatatctaa atgagcggta tcgccagcac tttcaatcac
  3972601 ccaacctgac gccaaccacg ggctttcctg ataatcaacg cgggataacg agcagttacg
  3972661 taaacgtaaa cgccgctcgg catgagcagg caaccccaac aatgtgctca acaaacaccc
  3972721 caacgccata ccatggctaa ctaacagcgg tttactgcca gcaggtaact ccaggcagct
  3972781 atccaacgct gcatgcatcc tccgccccag ctccgtcatt gattcgcctt cggggatacg
  3972841 cgccccctcg gtgccgttga ccatttgctt acgccattgc tcttcttcag gtgttaggct
  3972901 gtcaatagga cggttttcca gtacccccat attcaactca cgcagtcgag ggtctgtcac
  3972961 cattgttagc ccgcaagcat cggcgataat ttttgccgtc tgctgagtac gcccaaggtc
  3973021 actgctaata atatgcgtga taccttgatt acgaacccgc tgcgccacta agtgagcctg
  3973081 acgaatacca atctcggtca gtggactgtc tgattggccc tgaatacggc gtgccgcgtt
  3973141 ccataaggtt tcgccgtgac gcacgaggta tacctgtaac atgtcatttt tccgttatac
  3973201 tgcgtaaaat aagcacaaaa cctatctgag ataaaaccta ttttagatag gctttaaagg
  3973261 atattcacac tcattatgta ccatgttatc gctgcaacta ccaatcctgc gaaaattaac
  3973321 gctattaccc tcgcctttga cgatgtttac ggccctggcc aatatcgcat tgaaggtgtc
  3973381 aatgtcgaca gcggtgttcc cctgcaaccc ataggcagca ctgagacacg tattggtgcc
  3973441 cgtcaacggg ttaagaacgc gcgccaggtt cgcccggagg ctgatttttg ggttgggatt
  3973501 gaagcaggca ttgaagataa tatgaccttt gcatggatgg tagttgaaca cttacaagca
  3973561 cggggagaat cccgttctgc cagtttaatg ctgcctgaca ttatactaca agggatccga
  3973621 caaggacgtg aactgggcga cgaaatggcg gttttaagcg gtatttcgaa tgtaaaacag
  3973681 caaggcggcg caatcgggat ttttacccaa ggtaaattaa ctcgaaccag tgtctatcac
  3973741 caggccctct tgttggcact ggtgccgttc cacaatgaga tttaccaacg cccatcgccc
  3973801 tctaaaccag ccatttagcg tttgttggct agcaactggg cttcgagcca gcttttcagc
  3973861 tgtggtgggg ccgttttcaa gctattagag ccacgggtga tcgtcgcaat acctgcaccc
  3973921 aactgacttt tcagctcacg ctggcttagc tcaccgcgca ttaactcttc aataatgcgc
  3973981 acacgcgtcc ccaaggcggt tcgctcatca ggtgttagca tcagttgcag taaaggcaga
  3974041 tgaagatctt gtgtaatcgc gttttgcaac agcgcgacaa agctcaacca gtgctgatta
  3974101 tcttcggcag acaatgccgg atcagcggca gagtaagggt tcccagccgt ctgcctatta
  3974161 agtgaatccg acacttgttt ttcgtcagtc aaaaattgtt ttgtcatgat aaccacccaa
  3974221 agtactattt aactagtaca acaagcatac catagagtta tctatactca ctagatttca
  3974281 agaggcaaaa agcggccatt ttagttaact acgacaaaca aactgaacgc tgcttgcagt
  3974341 ggcctcgtag caacgaggcc cgtggatgag caagtcacta acaccgccaa cacacctgca
  3974401 acgtcaaaga caataggtat cgatcaaaac aatagatatc gatcaataac gcctctgcca
  3974461 ctcggcgtca ctcagcactt ttgcggggcg attcataaag tgacgataga aagcgtcata
  3974521 agccaacaca ttcttcacgt agccgcgcgt ttcagagaat gggatacttt caatgaaagc
  3974581 caccgcatcc acctgcccac cactgttacc caaccaagta ttcacccgtg acggacctgc
  3974641 attataagcc gcactggata aaatacggtt acgcccgaat tgctgataaa cctcttccag
  3974701 atagtaggtt cctatctcaa tgttagtcac cggatcaagg agttggctgc tattcagata
  3974761 cccagcgata ttattccgtt ttacggtatg ttctgcagta cgcggcatca cctgcattaa
  3974821 tcccgttgcg cctaccggtg attgtgcttt tggattccag gcgctttcct gacgtgcaat
  3974881 cgccatcgca taactcggcg tgatcccctt atcctccgta aactggcgga actctttggt
  3974941 ccatgccatt gggaagcgct cctccagatg atcccaaagc ttggcaacaa tagtggcttg
  3975001 cacactcaga tcagcccatt tttggtcaaa ggcatagcgt gccagagcct cttgctcagc
  3975061 tttactgcga ctggccacca aatagctcca ttcagcgcgc gcttggttat ccatattcca
  3975121 atacattaac tcgcgaaccc gggcgatttc aggccgttgc gccagcgaca catctggctt
  3975181 ggccgccacc tgaaccttaa tcgggtaagg aatattcagt ttttgggcgg ccaccatcgg
  3975241 atagaaaccc cgttctttcg tcaggctacg cagtattgcc tcaccttccg ctttttttcc
  3975301 ttgttccaac aacaacgatg cacgccaata acgccactca tctttatctt gcgcctccgc
  3975361 cgggagacga gccagccagg ttgccagccc ctgccggtca ccactgccca atgacatacg
  3975421 gatacgacgc tccagtagcg aggttgagtg gctgcgtaac gcaacttgat cccgccattt
  3975481 agcttgttcg taagtcgcat cattacccat caaacgccag gcgacggcct cttccagctc
  3975541 aagtttctcg ctgtcactca ttttttgtaa ccgtactaat gatgggatca tcaatcgcgc
  3975601 attttccaca tcctgtcgag ccaaacgggt gaaagcaatt gttgtcgctg aacgggtaaa
  3975661 atcggtcggc ccgacggtgc gggcaaagct ttctacacta ctgggatcac tttgcaattt
  3975721 tgccagtgca gtgcccatgg tttggtaatc tgcgggcagt tgtttgagta agtaactcac
  3975781 caggctggcg ttaccctctt taagcgcgag cttcatacgc gccagtgttg ccaatggtgt
  3975841 ctggtgcccg gcttgttgcc agacactgaa taatttatcg caactgcccg gtaatgactg
  3975901 gccattgagc cagatttcac tggccccttc ccaagcgaca gactgctcac cagtggccca
  3975961 tttggcatag taatagttac aacgggcggc aaccggttta ggcgctgtcg ggctgaacgt
  3976021 taacaacccg cgccaatctt cgcggcgagc caattcattc acaaaacgag atggcagtga
  3976081 tttcgccggt ggtaatgtgg ggtgacggtt cagaaaatcc ttcacttgcg ccgtactcac
  3976141 ctggcttaaa tcttgcgtca actgacggta ttccaaataa gggtacagag gataatcacg
  3976201 taacgttggc atcagttgtg ccacggtatc catctgattg ctgtcccaag ccaatttaac
  3976261 ttgctgatag cgctgccgct gagcatcaag agaatcggcg aatgtcactc ctgaagtcgt
  3976321 catcagacac acgccaatcg ccagatatcg ccacttaccc atatttacct gttcctcact
  3976381 ggttgttggc actacatttt accggccacg attttttacc gagcgtttta ccgactacgg
  3976441 tttcatcttc tttcttgccg cactcacaca gccgggtacc cgcgtcgcag ataggcagta
  3976501 agacatacta actaagagtt tcacctgata gccagcgatt acacaagcta atagaaaagg
  3976561 aagattaata tttttgggct atggcttaca aaggtaagaa cattcagatc aagacaaaag
  3976621 ataatcggcg gggcgattaa gttattaatt gtttattatt catttggtta tagaatgacc
  3976681 attactcagt tcctcgtatt tattatcata gatcaaggca gtattttgat aaaaacctac
  3976741 tatccttgct gaatataact atgctgttgt aaatatctca ttcaacataa ttttttttgc
  3976801 tttttaataa aagtcttatc atttaggaat agagtttcat aagggagata caagattatt
  3976861 cttccttttg cgtgccgctg aatagatgaa aacggttaga tagatttatt aatttttaga
  3976921 aggttctttc aatgcaaaac tcatcaaacc ctaaaagtgc ctccccccct ccagagggta
  3976981 aggcttggta tcaacttact gtggaagaat ctttgcagca tctaaatagc cgcgaagaag
  3977041 gattaagcca aaaagaggca caagagcgcc tggcgcaata tggtcccaat gcactacctg
  3977101 ccagaaaaac aaaacaccct ctactgcaat tcctggcaca ttttaacgat gtcctgattt
  3977161 atattctgtt ggccgcagcg ttagtaaaag gtttgatggg gcactcagtt gataccatta
  3977221 ttatcctttg tgtcgcggtg attaacgcgc taattggctt tattcaggaa aataaagctg
  3977281 aaaaatcatt gaaaagcatc caaaacatgc tttccagcaa agccgtggtt attcgggatg
  3977341 gcaaggcaca aactattgat gcgcagaatc tggtgccagg agatatcgtc accttgcgcc
  3977401 caggggataa gatccccaca gacctgcgtt tactggaagc ccataatctc cagattgaag
  3977461 aagctattct gaccggtgag tctaccgtgg ttgaaaagca gatcggcgtc attgagaacg
  3977521 aatccgtcat cggtgatcgc aagaacctcc tcttctcggg caccaccatc agtgccggta
  3977581 cggccaaagg cgtcgtcatc gcgagcggtg gagataccga gctgggtcat atcaatcaga
  3977641 tgatggcgac cgtggagtcg acccgcaccc ctctgttaca acagatggat cgtctgggaa
  3977701 aagccatttt catcctgatt ttggtgatga tggcgatatt gttcgttttc gcctttatct
  3977761 tacgtgacct accagtcgat gagttgctac tggccttaat cagcttggct gtcgcctcgg
  3977821 taccggaagg tttaccggcg atcatttcga ttattctgtc tctgggtgtg caagcgatgg
  3977881 cgcgcaaccg cgcgattatc cgcaagttgc caacggtaga aaccttgggt gccatgaccg
  3977941 tcgtctgctc cgataaaacc ggtacgctga cgatgaacga aatgacggtt aaagccgtga
  3978001 ttctggcgga tcattgctac cgcgtggaag gtgaaagcta tgaaccggta ggtaatatct
  3978061 atccagaagg tcgcgagcag caagcggagt tggacaccaa taaggcgctg aaaacattta
  3978121 ttactgcggt caatctatgt aatgacagcc agattcagca aaacgaacaa ggccattgga
  3978181 ccattactgg tgggccaacc gaaggggcgt tgaaagtact ggcggcaaaa tccgggatca
  3978241 agctggacca cgttacccaa cacggcaaaa ttcctttcga ttctgcctat aaatacatgg
  3978301 ctaccagcca tcaggttcag tcagataaca gtatcttcct aaccggtgcg cctgatgtct
  3978361 tgttcacctt ctgccaacaa gaactgaccg acagcggtgt tgcgccgttc cgccgtgatt
  3978421 attgggaagc ggaaatggcg cgctatgcca aacaaggctt gcgtatggtg gcagcggcct
  3978481 tccgcccaac ggatcaaccg gtcaacgaac tcgatcacaa agatattcaa caaggcatgg
  3978541 tgtttgttgg tatcgccggc atgatggacc caccacgccc tgaagctatc gatgcgattg
  3978601 ctacctgcca acaggccggt attcgggtga aaatgatcac tggcgaccat caggaaacgg
  3978661 cgatggcgat cggggccatg ttagggattg gcaacggtac agattccata acaggcagcc
  3978721 aactggaaca tatggatgac caacaactgg cagaagccgc tgttcgttat gatatttttg
  3978781 cccgcaccag cccggaacat aaactgcgtc tggtaaaagc cttgcaggag aagggtgaaa
  3978841 tcgtgggtat gaccggcgat ggggttaacg atgctccggc gctgaaacag gccgatgtcg
  3978901 gcattgctat gggtatcaaa ggcaccgagg tgacgaaaga agccgccgac atggtgttat
  3978961 ccgatgataa cttcgccacc attgccagtg ccgttgaaga aggccgccgg gtttacgata
  3979021 acctgaaaaa aaccattctg tttgttttgc caactaacct ggcgcaaggt ttattaatca
  3979081 tctttgctat ccttgcgggt gcggtgatcc cattaacacc actacaaatc ctgtggatga
  3979141 acatggcaac ctccaccacc ctctcctttg gtctggcatt tgaacccgcg gaaaaaggca
  3979201 ttatgcgccg taagccacgt gacccatccc gccatgtatt ggatggtcat gccatttggc
  3979261 ggattggttt tgtcgggacc ttgattgctt gtagtgcttt cgccctggaa gcctatttag
  3979321 agccccgtgg ttacagtacc gaatttatcc gtaccgttct catgcaaaca ctggtgaccg
  3979381 ctcagtggat ctacatgttt aactgccgtg tgatggatcg tttcccactg aataaagaag
  3979441 tattcgttaa caaaggtctg tggttagtct ctggcgtact ggtgctgttg cagctagcta
  3979501 tcatctacct gccatttatg aatactgcct ttggtaccgc gccattaccc gcctattact
  3979561 gggggataac cttactggtt gctattgcca tctttattat tgttgaaata gaaaaatggg
  3979621 ttatcgggcg ctttaaaggc atgaataacc ccgtttaaca tcagtcagaa gagaaaaagc
  3979681 cccggagcag tccagcccag ctccggggct tttgaggtaa ataacccccg tgtataggcc
  3979741 agtgaatgaa gggtctactt cccctactcg tgcttcagtg gctcatgtca tgacgccccc
  3979801 aacggcacgt ttcaccttca tctgaggtga tcaactacct gacaaaaacc cggaaaacag
  3979861 tcgggttttt tatatttcta tttcaataac ataaataaga tttaagataa atctcaaatt
  3979921 tacgatgata tgactattat tacatcatat aaatcttata ataacgtcgt acctaacgcc
  3979981 gattcaacca ccacatttag catccctttt tagcccaaca ggaagcgtaa aaatgactac
  3980041 cgctacttgc gcaaccaacc gcgtcagtga tgaacatcat gaacctccgc acagacgaat
  3980101 tgtacgatcg cgttggtggg gcgtttatct attcttactt tcattattgg tggctgtacc
  3980161 aaccccatta ttggccgcca gtaatatcaa tgcagatatt ctgcgtgaac gtagcgatgc
  3980221 tgctgccaga atggtgttag gtattatcag ttattcacgc tggccggtgg ctccgccagt
  3980281 gatcaggttg tgtgttatct ccccgacgga ctatgctgaa atgttattta atccagcact
  3980341 gatggaaacc acacatccgg ttcaaactca acgttattca cttcccaata actcactcaa
  3980401 cagtaaatgc gatgtggttt atttaggtca cattgaattg caacagcgcc agcagttatc
  3980461 catccagctc aacggaaccc caattctcac catcagtgag gattataatg aatgcacatt
  3980521 tggcagcgtg ttttgcttac ttctgaatga taaacaagtc tcttttaagg tcaatatgga
  3980581 tgcattagca cgcggtggtg tacgtattca ccctagtgta ttgcaacttg cccgtaagaa
  3980641 ggctaatgca cgatgaacac gataaaaaac caatctatga agccgaaaaa aaatcacaat
  3980701 agcgcagaaa aactcccgac acttgctggt gtcttgcggc gcatacattt gtctgtcgcc
  3980761 attgtgtctg tagtaacagc ctgtattttc ctcaccgtcg ccgcgttatt tgccttacgg
  3980821 gtttatgttg atcacaacct gcatttgatc gcccgcgcca tcagttatac caccgaggcc
  3980881 gccgtcgttt ttggtgataa cgtggaggct aacgagttat tggcgctgat tgcctcgaat
  3980941 gaagaagtgg cagaagcgaa gatcattgat aaacataatc gtcagatagc ttactgggcg
  3981001 ctacctgacg atgggcctat ccatcatatg gagcaaattg ttgcccgttg gatactgcct
  3981061 gcccctgtcg tgttaccgat gtttcatgct ggcgatgaga ttggcaaaat tgtcattgtt
  3981121 gggcatggcg gcagcttatt gcgtttcttg ctacaaggtc tggcggggat gttggcgtgc
  3981181 ctgacggtca gtacattggt cgcacttttc ctatcacggc ggatgttgct tggtattgtt
  3981241 ggctcgctta agaggatcac tgaggtggct cataatgtca gccgccaccg cagttttggt
  3981301 caacgggttc cttcagcaaa ggtggccgaa ttgaacgagc tcagtaatga ctttaacggg
  3981361 ttgctggaag agcttgaggt gtggcagaaa catctgacgc aagaaaatga ctcactggct
  3981421 taccgtgccg cccatgacag cctgaccgga ctcgcgaacc gtacgttttt tgaagggcgc
  3981481 ttgagccgga cgcttaatga ttgccaaccc ggcgaacaca ccgccgtgtt attcctggat
  3981541 ggcgaccatt ttaaagacgt caatgataat tatggtcatg ccgcaggcga tcttgtgctc
  3981601 acaacaattg ccgtccgtat ccgcgcctta ttgcgtgaaa ctgatttagt ggctcgctta
  3981661 ggtggcgatg agtttgcggt gttactgacc cctatccaca acttggatga tgttttaact
  3981721 attgccgatc atattatcga cagtatggcc ctaccaataa tactggctga aggctgtgaa
  3981781 attaccgtct cactcagtat tggtattgct gtttatcctg atcatgcaca aacgccggaa
  3981841 aaattattac aacgagcgga tgaagcgatg tatcaggcga agaaaaactt ccggtctggc
  3981901 aagcgtattt ttgcctatca gccgaatacg actaacacag aaagtttagg ataggtgaca
  3981961 tgcagaaaat gcaaaacaag cgtttaatac aacgtatttg ggtcagtttc ctggcaatgg
  3982021 gtttgatgct attagtgggg tgtcaggcta aaccacaagg gctaacacct gatcaaatcg
  3982081 ccgcattgca agagcagggg tttaaattaa ccgataatgg ctgggaattt ggcctggcaa
  3982141 ataaagtgct attcgacagt gatgtgaaaa aattaaattc tgagggtatg caaaccgtac
  3982201 aaaagattgg ccggatattg tcagatgtgg ggattaagca tatgcgggtt gatggtcata
  3982261 ccgactccgt cgggaaggat gactataatc aacaattatc ctaccagcgc gccttagccg
  3982321 tagccgatac tctcgctacc gtcggtattc caaagagtaa tattgatgtt cgtggccgtg
  3982381 gcaagttaga gcccgtcgcg gataaccgca ccagtaaagg ccgagccgaa aaccgccgcg
  3982441 tcgccattat tatcaccgcg tcctaacgtc ctttatttac cggtttgcgg ctgtaaaccg
  3982501 gtttctgcct ttattctgct cagatataga cccagagcca ttggcaatgc agcttagctg
  3982561 ccaggatgaa gtggatcact gggatccctt ctcaaaacgg gctacacttg tgccctataa
  3982621 aaaactgata tagagaggca gactcaacgt ggctcaatac gtctatacca tgcaccgcgt
  3982681 cggtaaagtt gttccaccga aacggcatat cctgaaaaac atctccctga gctttttccc
  3982741 aggggcaaaa attggtgtac tgggcctgaa cggctccggt aaatctaccc tgttgcgcat
  3982801 catggctggc cttgataccg agattgaggg cgaagctcgt ccacaacttg ggatcaaaat
  3982861 tggctatctg ccgcaggaac ctaaactgaa tcttgaacaa acggtccgtg aatcggttga
  3982921 agaagccgta ggtgaagtca aacgtgcgct gacccgtctg gatgaagttt atgcgctata
  3982981 tgccgatcct gatgcggatt tcgataagct ggcaaaagag caaggcgagc tggaagcaat
  3983041 tatccaatcc catgacggcc ataatctgga taaccaacta gagcgcgccg ccgatgccct
  3983101 gcgcctgcca ccgtgggatg ctaaaatcgc caatctgtcc ggtggtgagc gtcgccgtgt
  3983161 cgcgatttgc cgcctactgc tggaaaaacc agacatgctg ctgctggacg aaccaaccaa
  3983221 ccacttggat gcagaatctg tggcctggct ggagcgcttc ctgcatgact acgaaggcac
  3983281 tgtagtggcg atcacccatg accgttactt ccttgataac gttgctggct ggattctgga
  3983341 actggaccgt ggtgaaggta ttccatggga aggcaactac tcctcttggc tggaacaaaa
  3983401 aaatgcccgt ctggcgcaag aagcctcttc tgaagccgca cgtcgtaaat ccattgagaa
  3983461 agaactggag tgggttcgtc agaatcctaa aggccgtcag gcgaagggta aagctcgttt
  3983521 ggcccgcttt gaagaactta acagcgttga atatcaaaaa cgtaacgaaa ccagcgagct
  3983581 gttcattcca ccgggtccac gcttaggcga caaagtgctg gaagtggagc atctgagcaa
  3983641 atcttatggt gaccgcctgc tgattgacga tctgactttt gctctgccga aaggcgcaat
  3983701 cgttgggatc atcgggccga acggcgccgg taaatcaacc ctgttccgca tgctatccgg
  3983761 ccaggaacaa cccgattcag gcactatctc gcttggtgat acggtgcaac tggcgtcggt
  3983821 tgatcagttc cgtgacaaca tggatgacag caaaaccgtt tgggaagaag tttccggtgg
  3983881 tcaggacatc atgaagatcg gtaactttga gctgccaagc cgtgcgtatg ttggccgttt
  3983941 caacttcaaa ggggtcgatc agggtaagcg catcggcgag ttatccggtg gtgagcgcgg
  3984001 ccgaattcat ttggctaagc tgctacaggt tggcggtaac atgttgctgc tcgatgaacc
  3984061 taccaacgac ctggatatcg aaaccctgcg agcgctggaa aacgccttgc tggagttccc
  3984121 aggttgcgcc atggttattt cccatgaccg ttggttcctt gaccggattg ccacccacat
  3984181 catcgattat caagatgagg gtaaggtaga attcttcgag ggtaacttta ctgaatacga
  3984241 agagtggaag aagcgcactc tgggggctga agcacttgag ccacaccgta ttaaatataa
  3984301 gaaaatgacc aaatagtttt tgagataccc taaataaatc gagttgcagg aaggcggcaa
  3984361 ctgagtacat tcccagccat ttacatcagt aagtggctgg cgggtagaag tctgacggat
  3984421 agtagcctga cagatagaag ggcctgcaat cgcaggcctt tttagtcagg gtatttcgcc
  3984481 tgataccgcg tgcttcgtcc accgcccggc agtttttcaa tacattcacg tgccagtaaa
  3984541 tcagcaagat gacgcgtggc ggttgcttta ctgacctttg cgactttctg atattgtgac
  3984601 gcatttatcc cagcagaaaa gccattctca ccgccatcta ataggcgatt aagcactttt
  3984661 acctgttccg cactcaatcc actgccatta tgttttaacc aaaaagaggt tttagctaaa
  3984721 gtatgttcaa taccttttga agcctgatcc agactctgct ccaaagtggc aataaaccat
  3984781 aacaaccatg gagtgatatc cagattgcca cgttgcccct gttccaaaat ggcgtaatac
  3984841 gcttctcgat tatcaaggat cgctactgac atcgcataaa ggtgaatact ttgactatct
  3984901 gcctgtgata atgccatatc agtaagcgcc cgagtgatgc gcccgttacc atcctcaaag
  3984961 gggtgcaaag tgacaaacca aaaatgtaca attgcagcgc gtaacagcgg gtcaagaaag
  3985021 ctatcgctgc gggataaatt aaaccaactg atgaattgct ctatttcatc aaacaggatt
  3985081 gcttgcggcg gtgcttcaaa atgaacggtt tctttcccta tacggcctga aacaacttgc
  3985141 ataggctcct gcccccgtaa ttggccagcc ttcatcgggg tgagcgacca taaatcatta
  3985201 ggaaaaagcc attcatgcca ttgatacaac cgctcaagtg ttaaatctgc cttacactca
  3985261 ttaatggcgt ccagcatcat agcggccaaa ccatcggttc gatctgacgt tggataatta
  3985321 tcctctaaaa tcatacccag ccgcttcgcc agagatgacc gtaccgatct tatattcagt
  3985381 ggttcatttt cgatttttga tgaagcaata atatttgcca ataatatatc taatgttttg
  3985441 gtcgcgtttt ctgccgaggt attcgtccgg ttctcgccaa ggagttgccc gagtttaaat
  3985501 ctggcatgac gcaactgtgg ctgaataagc gcctcatccc aataaaaatt gggccatttc
  3985561 ttttgctgcc atacccaaat attttcaccc atagtgatct cccaaccgga gagtgagccg
  3985621 attagcctca ttattcggct catttggtga gccgaatagc cagtatattc ggctcatgtg
  3985681 atgatatcca gcacgtagag agtgatcaga tgctcaactc cccccactga tactcaggaa
  3985741 aactcacctt atcgcgcatc cgttaatact gaagggcggg caagccgttg cggatcggcg
  3985801 gccagcagtt gctgaaccag ttcaacgcag cgtaggaagc gggcgtcata atcggctgac
  3985861 tcgacatgaa cgtattcaat attattgtcg cgcaacatct gctcgagtaa attttggaag
  3985921 gattttcgat cgcggtcact accgaggcta cgcaacccat ctgccaccca cggggtatta
  3985981 ttttccaata agatcaccag atcaaaacgg tattcatcaa tcagagcctg aacgaagggg
  3986041 tgttcccgcc cttcatattt cttacaaaat gcctgtgtgg tgacgaaatc agtatcaata
  3986101 aacgccactt tattggcgta tttcacagca aaatccacat actgcgcctg ccccagcgca
  3986161 attttgtcat agtccgaata ttgcagtgcc atctcatcgc cccccagatg ggagaagaca
  3986221 tactcacggc catattccca cgcactggtg gtattgaaga tattggctaa cttgttaacc
  3986281 agcgtcgatt taccactgga ttcgccaccg aggatggcta ccgtgcgcac aaagaagggt
  3986341 ttgacttcag tcgggatata atcccaatag cggaaaggat cgcggcggat ctggcggcca
  3986401 ctgatgttca taaatgagcg ctgcgggtca atcaaaatgg tttcgatacc cagttgctct
  3986461 cggtaacgcg gcgcatcctg actctcgctg gaatagataa agctggggac aatacccttt
  3986521 tcattcatga aagcttttac gccacggctc cacacatccc aaccgtgagg ataaggctca
  3986581 atcccgtgct catcaaaaga gtgaatgtgg atatttttct gatatttaaa ggtttgtaac
  3986641 aaccaacgta ggcggtcact gaccgtgggt tgttgcgaca tcgaactgtt ctcaaacaac
  3986701 tccctatcac gcggctcatc gtggcaaaga atgacgtgca gttcatcgac ctggctacag
  3986761 gcgcgctgga taagataaat atgaccggta tgcagagggt aaaatttacc aaacactaca
  3986821 ccgacttttt tctcacggcg cgggaattcc aacccgagaa aacggtgtaa ggcctctaat
  3986881 ttttgcgcac tggggctttt gattttatcg ttaagtagct ggcttaaata gcctttggtc
  3986941 atgccgctgg cctcagccac ctgctgtaag gtgcagcctt tttgcttaat tgccgttttg
  3987001 agatagtcga actgcagcat gcggtctcct tgtttagcgt actaaacaaa aataacacag
  3987061 tatgctgcgg gattggcact attaaatagg acattatcca taaatatacc cgtcataatt
  3987121 caagttactt gcgcgttgat cagccaccgg cgacgtgaat tatttagggt atatacggtt
  3987181 ataaatcttc taaaacagcc aacgcatcgg ccagtttttt taccccgaaa acctgcatat
  3987241 tgggtagcgg ttttttaggc atattggcat aaggcacgat ggcacgttta aaaccgtgct
  3987301 ttgccgcctc ggagatacgc tcctgaccac ttggtaccgg gcggatttca ccggccagcc
  3987361 ccacctcgcc aaacaccact aaatcttgcg gtaatgggcg gtcacgcaga ctggagacca
  3987421 gcgacatcaa caatgccaga tcagcgctgg tttcagtgac tttcaccccg ccaacgacgt
  3987481 taacgaacac gtcttgatct gacatctgca aaccaccgtg gcggtgtaaa acagccaata
  3987541 agatggccaa gcggttttgt tccagcccga cagcgacccg gcgtggattc gacatcatcg
  3987601 aatgatctac cagcgcttgg atctccacca gcaatgggcg agtcccttcc cacaccacca
  3987661 tcactgaact gcctgcggtc acttcatcgc cacggctcaa aaagatcgcc gatggattac
  3987721 tgacttcccg tagaccttgc tcggtcatgg caaacacacc cagttcgtta accgcaccaa
  3987781 agcggttttt gtggctacgc agagtacgaa agcgtgagtc gccatcacca tcaagcatca
  3987841 cggagcagtc aatacagtgt tctaatactt tcggcccggc cagcgaaccg tctttggtca
  3987901 catgccccac catcacgatg gcgacacccc gggttttagc aaaacgagtc agataagccg
  3987961 cagtttcgcg cacttgcgcc acactgcccg gcgatgattg gatatccgcc atatgcatta
  3988021 cttgaatgga gtcgatgacc atcagccgtg gctgttcttg ctctgctatc aggcaaatct
  3988081 gctcgatact ggtttccgac aacatattca gccccgccgt gggcaggccc agacggtgcg
  3988141 cgcgcatggc gacctgctgc aacgactctt cgccagtgac atacagggtt ttcatgtttt
  3988201 ccgacagttt gcagagggtt tgcagcaata gagtactttt gcctgcgccg gggttaccgc
  3988261 caatcaaaat ggcactgccc ggtaccaccc cgccgcccag cacccgatca aactcgagaa
  3988321 agccggttga gaagcgcggc aactcctcca gactaatatc ggacagcttc tgtacccggc
  3988381 taacaccggc atcgccagca taaccaacaa aacggtcatt acgagacgat gacgctaccg
  3988441 ccgccagcct gacttcggta atggtattcc aggcgttaca ggcactgcat tgcccctgcc
  3988501 aacgcggata atctgcgcca cattcattac agacaaacgc ccgtttgggt gctttcgcca
  3988561 tgtcatcacc tcaatcttat gcgcgcatac tttacgaaaa aaatcattaa acacttgatt
  3988621 ataactaaat gatttatcaa cgaatggcct acttgccact ctcgtgcttt aagctaccgg
  3988681 tcaaaatgca gagaacactc agtaaatcac cgtgacggat cgccactttc gctttggcat
  3988741 aaaccttcgg tttggcgtgg aaagccaaac ctaaacccgc aacctgcatc attttcaggt
  3988801 cattagcgcc atcgccgata gcaatagtct gtgccagcgg gatattcaat ttctccgcca
  3988861 gcttgataag ggtatctgct ttatattgcg catcaacaat tggccccagt acacacccgg
  3988921 tcagtttgcc gtctttgatt tcaagctcat tcgcggcaac atgaaccaac cgcaatttgt
  3988981 cacgcaggta ttcggcataa taggtaaaac cgccagaagc aatagccaca tgccaatcca
  3989041 acgcctgaag tttacgcacc aggctgacca accccggcat caatggcaag tcgtcacgga
  3989101 cttgcttcaa aatattggca tcggctcctt tcagtgccgc cacccgctgg cgcagactgg
  3989161 ccgagaaatc caactcacct tgcatggcgc gttcagtgac cgccgccacc tcatcgccca
  3989221 cacctgccag tttggcaatt tcatcaatgc attcgatttg gatcgcggtg gaatccatat
  3989281 ccatgaccag caggccggga gtccgtagat gcggtatcgc ccccaatggc gcgacatcaa
  3989341 ggccgctctc atcggccagc gttttaattc gtggtgttag gctacccgct agccggatca
  3989401 cctgataatc ttccacacac caggcagaaa caatcaccat ggccgcacca agctgacgtt
  3989461 gaaaatcggt aatccgctgt ttatccagtt ttctaccata caacagccaa cctgtatgac
  3989521 cggcacgata atccagcggc atcacttcgt cgccactgag tgaaagtggc aaacccggcc
  3989581 attgatagat ctccgaaggc agatcgcaat aggtcagact attagacatg aattactcct
  3989641 gtagaaaccg ggacaacgca atatatatat atacggctca tttaaaacta acgcatcaag
  3989701 taaaacaacg catcaagcta tcctatcgcc cttgcttctg gcaacataaa gtcaccatac
  3989761 ccaaaagaat tggcgctgca gtcaatgaag ggtgaatcag aaccgctgcg tcacgcagca
  3989821 acatcaagta tgcagggtat cattctcgtg aggaaccggt atggcacggg ctaaattaaa
  3989881 atttcgacta caccgaacag caattgtact gatctgtttg gcattattgg tcttgctgat
  3989941 gcaaggcgca tcctatttca gcctgagcca ccagttagca cgttcagagc aggtcgaaga
  3990001 gctggcacaa acactcgcca aacaagttgc ttttagcttg tcgcccatta tggatagcgg
  3990061 tgacgacaat attgatagcc agaaagtcga tgccattctt caacaactga cacaatccag
  3990121 ccgtatttta gatgccagcg tctatcagat tgacggtacg ttggttgcca gcgccggaga
  3990181 aaatgtgaag gtacgcgacc ggttggcact ggatggtaaa cgccctggca gttatttcaa
  3990241 ccaccaaata gttgaaatga tcgcgggtaa cagtgggcca agtggttttc tgcgcatgac
  3990301 actggatacc cacgtgttgg cgacggaatc caagcaagtg gataacacca ctaacttact
  3990361 gcgtctgatg attctggtgg ctctggccgt ggggattatt ctggcccgca ccctgttaca
  3990421 aggccgccgt agccgttggc agcaatcccc ttatctgctg acggccaata taccggttaa
  3990481 agaagaagat gaaagcgaag atgacacgcc agaagccctc gtcggtcagg cggaaaccga
  3990541 ccataagcct gccgataaat agcctctcgg ggacacgtta gtgattcaga gaggaataaa
  3990601 tcaattcagc ggcagagatc tctaccgctg aagaaagaaa aaaccgctgg aaagggagaa
  3990661 gcttgagacg cgattacgcg ttatcaccca gtaacacaga ttccagtgcg atctcaatca
  3990721 tgtcattaaa agtggtctga cgttcagccg cggtagtctg ctcgccggta cggatatggt
  3990781 cagaaacggt gcagatagtc agtgccttcg caccaaactc tgccgctacg ccgcagatac
  3990841 cggcggcttc catttctacg cccaagatgc cgtatttttc catcacatca aacatttgtg
  3990901 gatctggtgt gtagaaaaga tccgcagaga agaggttacc gacacggaca ttgacccctt
  3990961 tcgctttggc tgcatcaacc gcattacggg tcatctcaaa atcagcaatc gccgcatagt
  3991021 cgtgatcttt aaaacgcata cggttaactt tggaatccgt gcacgccccc attccgatca
  3991081 ctacatcacg cagtttaaca tcggtgcgta cggcaccaca ggagcccacg cggatgattt
  3991141 tcttcacacc aaaatcagtg atcagctctt tagcatagat agaacaggat gggatcccca
  3991201 tgccatggcc catcacagaa atcttccggc ctttataggt gccggtgaaa cccaacatgc
  3991261 cgcgtacgtt attcacttca cgcacgtctt gcaggaaagt ttctgcaata aactttgccc
  3991321 gcagtgggtc ccctggcatc aatacaacgt cggcgaaatc acccatttca gcattaatat
  3991381 gtggcgttgc cataatcact ttccttaaaa atcagagaat taatatgtta acttaattgc
  3991441 ggttttaacc taatagaggc cttaacctaa ttgaaatgtt aatcgccgaa ctgactcgct
  3991501 cagctcagcc ttgtgcgcta aagcatgttc ttgccgtaat ccattggcga caacccaaaa
  3991561 tacgccgcaa ctgtctgccc gatatcggca aaggtctcac gatgccccaa tgaacccggt
  3991621 ttaactttcg ggccgtaaac caaaaccgga atgtgctcac gggtatggtc agtgcccggc
  3991681 caggttgggt cacaaccgtg gtcagcggtc aggatcagga tgtcatcttc tttgatcagt
  3991741 gccatcaatt ccggtaggcg gcggtcgaat agttctaacg cggcggcata accagcaaca
  3991801 tcacggcggt ggccgtaaga cgagtcaaaa tcaacaaagt tagtgaaaac gatggtgtta
  3991861 tcgcccgctt ttttcatctc ttctatcgtg gcatcgaaca acgcatccag ccccgtggcc
  3991921 ttcactttct gtgtgatacc aacctgtgca taaatatcgg caattttacc gatagacacc
  3991981 acttcaccgc ccttctcatc aaccagtttt ttcagcatgg tcggcgcagg gggttcaacc
  3992041 gccagatcat gacgattacc cgtgcgttgg aagtgacccg gtttgtcgcc gataaacgga
  3992101 cgtgcaatca cacgaccaat gttatagcca ccgtcggtca gctcttcacg ggcaatttcg
  3992161 cacagctcat acaaacgatc cagaccaaag gtctcttcgt ggcaggcaat ctggaatacg
  3992221 gagtcagcag aggtgtagaa aatcggcttc ccggttttca tatgctcctc acccagttgg
  3992281 tcaaggatca ccgtaccgga agagtggcag ttacccaaat agcccggcag attggcgcgt
  3992341 tttaccagtt tatccagcaa ttcctgtgga aagctgtttt ccacatcgct gaaatatccc
  3992401 caatcgaaca agacggggac acccgcaatt tcccagtgac ctgacggcgt atctttacca
  3992461 gaagacagct cgctggcgta gccataagca ccaataatat ccgcgttctt atccaagcca
  3992521 acggggaagg taccggttga ttcttctgcc gctttaccca gccctaaacg gctcaggtta
  3992581 ggcagtgtca acgggccgct acggcccacg ttggcttcac cacgcgcaca ggcttctgcg
  3992641 atatgaccta atgtatctgc gccttcgtca ccaaattttt tggcatctgc actagcacca
  3992701 ataccaaaag aatctaatac cataataaat gtacgtttca ttgctctctc ctgcgtggat
  3992761 tcacgctctg ggggcggcga atattcattc gctccaccac cccacattca taattaattg
  3992821 ccgatccgtt tgggcgctgt aacacgggct gtcgataaca aaagtatgac gtttattcag
  3992881 tgatacggcg ataaatcact ggcgtttctt ctggcgtgtt attccctaag gtgatggccg
  3992941 cacgcacaac ctctgccgcc tgctgccagt catcttcgtt attggcatgg atcaccgcaa
  3993001 gcggctgctg cccatcaaca cgggtaccca aacgggccat ctccgtcagc cctacactat
  3993061 aatcaatggg atccgttgcc cgacggcgtc ccccgccgag ggcgaccacc gccataccca
  3993121 aggcgcgggt atccattgca gtaatgattc ccgtctgttc agcaaatacc ggtttgctta
  3993181 gggtagcaac gggcaggtag ctgtcatagc gttcaacaaa gtctgccggg cctttttgcg
  3993241 cggccaccat acggccaaag acttccgccg ctttgccatt atccaaaacg gcttgcagct
  3993301 tggcacgggc atcggcttca tcgtgcgcta aaccgcctga cagcaacatt tcaacacaca
  3993361 gcgccatagt cacttccagc aaacgtgggt tgcgatattc gcccgtcagg aaacgcacag
  3993421 cttcgcggac ttcgacccca ttaccggcgc tggacgccag gacttggttc atgtccgtca
  3993481 gtagcgccgt ggttttgcaa cccgcaccgt ttgccacacc aacaatcgcc tgcgccaaat
  3993541 cagccgacaa cgagtaggtt ggcataaagg caccggagcc gaccttcacg tccatgacca
  3993601 atgcatccag cccttccgcc aattttttgg ccagaataga ggccgtaatc aatggaatag
  3993661 aatcgactgt tgccgtaata tcgcgggtcg cgtaaaaacg cttatcggca ggggccagcg
  3993721 agctggtttg gccgataatc gccacaccaa cattctgaat aattttgcgg aacgcattat
  3993781 catccgggaa aatatcaaaa ccggggatcg cctccagttt atccagtgtg ccgccggtat
  3993841 gaccaagacc acggccagag atcatcggca catagccgcc gcaggctgcc accatcgggc
  3993901 caagcatcag tgacgtcaca tcacccacgc caccagtgga gtgcttatcg accagcgggc
  3993961 cattcagatt caggctcttc caattcagca cagtaccgga atcacgcatc gccatggtca
  3994021 gcgcaacgcg ctcaggcatg ctcatgtcgt ggaaataaat ggtcatcgct aaagcggcaa
  3994081 tttgcccttc agaaacaacg ttatcgcgga tcccattgat aaaaaaacga atctcttctt
  3994141 cgctcaatgg ctgaccgtcg cgttttttac ggataatttc ttgtgccaga aacaaggcat
  3994201 ccccctgctt gaccggaata tgggatgaaa gccgcccaca ggcgctttcg gaaatagcga
  3994261 cacagcaggc cttcagccta ctgtgcatca attcagtgta atgatgataa taacgttagt
  3994321 agccgctgct gttggcgtta ctctggtgac ccaatgtggt cagcaaactg gcgagtagac
  3994381 tggaagcgcc aaagcggaaa tggcgtgcat cagcccagcc ttcccccatc agttgatcag
  3994441 ccaattgcaa aaattgcgcg gcatcttctg cggtacggac accaccagcc ggtttgaagc
  3994501 ccaccgtttc gcctacgcct aactcacgga tagtgcggat cataatgtct gcactttcca
  3994561 acgtggcatt caccggcact ttaccggtag aagttttaat aaaatcggca cccgctttga
  3994621 ttgcaatttc agaggcctga cgaattaaat gcgcttgctt aagttcgcca gtttcaatga
  3994681 tgactttcag taatacattc gccgcagcgc aggcttcttt acacgttttc acgagttcga
  3994741 agccaatttt atcgttaccg gccattaacg cgcgataagg gaaaaccaca tccacttcat
  3994801 cggcaccata agcaatggca gcacgggttt cagccaacgc aatcgcaaca tcatcattgc
  3994861 catgagggaa gttggtcacc gttgcgatac ggatctcagg agtgccctgc tcacgtaacg
  3994921 ccttacgggc aaccgggata aagcgaggat aaatacaaat tgccgcggta ttaccggccg
  3994981 ggcttttagc ctgatgacag agcgcgatca ctttttcatc agtatcgtcg tcattcaggg
  3995041 tggttaaatc catcaaactt agtgcgcgtt tagcataatc gttcaaatgc gcgcaggcgg
  3995101 ttaaatcggt cataaaactc tccaacactg tttcagctcc ggcagtttgc caaaactgag
  3995161 catgtagtta tgagcagaaa agatccttgg cggtatctct cggtggttaa gctcaatacg
  3995221 ttggcgagcg gacttggttc cttgaagata gccccacggg actcccctgg gtggcaattg
  3995281 agatccatct caccgcacta ttattaactg gctccgatag gtaacaggtt ctaatacata
  3995341 acgggttctg acacgtaatg acttctgata tataattatt tcggttatgt attaatcagt
  3995401 tctatcatgt gattttctac acaagctccg gcgttcaatc aaccaatcaa ccaatcaacc
  3995461 aatggcgcta tttgagcacg ttagcacatc atgagatgtg tttatcttca cattaatcaa
  3995521 tagaaacctg taacgaaata gaattatatg tgattttaat cacaaaataa ccccatttat
  3995581 ggtctattgg ccccgattac gctattcgta tcaagaatag cgtattggtg agaatacgcc
  3995641 tgatagcatg tgccgtttga caaaaacggc accttataca tcacagtgcc aggaagaagc
  3995701 cggcgatcgt cgcactcatc aaattcgaca acgtccctgc ggccacggct ttcaggccaa
  3995761 agcgcgcaat atcatgacga cgatttggtg ccatgctacc cagcccaccc agtagaatag
  3995821 ctaccgaaga caagttagcg aacccacaca gggcaaaaga gatgatcgct ttggtgtgtt
  3995881 cagagagcac ctgtaaacca gccgctttca ccagttcgtc cgcctgcaaa tactgaccaa
  3995941 aattcataaa ggccacgaac tcgttaacga taatcttttg gccgataaag gagcccgcca
  3996001 ccattgcttc gctccatggc acgccgatca gataagcgat tggcgagaac acccagccca
  3996061 gaatcaattc cagcgagagt tgcggataat cgaaccagcc gccaatcccc cccagaatgc
  3996121 cattaagcaa tgcaatcaat gcgataaaag ccaatagcat cgccccgaca ttcagcgcca
  3996181 gttgcatacc agaggctgcc ccagaagctg cggcatcaat aacgttagcc gggcggtcct
  3996241 cttccgcgat cagtgcgata gcatcaactt tatcgtgggt ttgctcggtt tcaggcacca
  3996301 ttaatttggc gaacagtaac ccgcccggtg ctgccataaa ggaggcggca atcaaatatt
  3996361 ccaacggtac gcccatttgc gcatacccgg ccaataccga gcctgcaacc gaggccaggc
  3996421 caccacacat gaccgcaaac agttctgact gagtcatggt tgcaatatag gggcgaacaa
  3996481 ctaacggcgc ttctgtctgc ccaacgaaaa tattggctgt ggcagaaaga gactccgtcc
  3996541 gcgaggtgcc cagcagtttt tgtaaaccac cgcccaatac tttaatcacg atttgcatga
  3996601 cgccgaggta atacaacacc gcaatcaatg acgagaagaa tacaattacc ggtaatacac
  3996661 gtaaggcgaa tacaaaaccc ccaccgccaa agacttcata cattttgtcg gaaaccaatc
  3996721 cgccaaaaat aaatgagatc ccttcattac cataagcaat aacgttagcg actccttccg
  3996781 acatcccccc cagaatacgg cggccaaccg gtacatatag caccagcgca ccaatcacca
  3996841 cttggataat aaatgcaccg atgacagtgc gaagattaat cgccctggca ttacttgaaa
  3996901 gcagtacagc gattaatatc agtactgcca tcccgaccaa actcatgagc atgtcgatat
  3996961 tcctattaat aataaggcta ttagtcacat tgaaatgatg tcggcaatta taacgtcatc
  3997021 acctcgctat caagtaatct ccgtcacaaa taaacacaaa tggaagcaac tacaaagatg
  3997081 taaatgtgat cataatcaca ttaaagttca acaacgaaca atatgtgagg ttattgacaa
  3997141 agtgcccgag acggagagaa caggcagatc gtaaagacgc cgtaaataca tccatgtagg
  3997201 ctcgagccgc gccatccttg gcgcggacgc tttactcctc tgcctatcct caccgttcaa
  3997261 gatcgcgtca tcggggtttg tcagcagtct gaatatgtaa gcttattgtt agcatgaatg
  3997321 ggccgagtca agagagaagc tcacaccgct gcagcgtcaa ggacgaagat aaaaggacct
  3997381 ccccaacgtc attgtcgttg cagcaaggca gcaagcgaac aaatcccgat gagcttactc
  3997441 aagtaagtga ttcgggtgag tgagagaagc taacaccgct gcagcgtcaa ggacgaaggg
  3997501 gaggaaggga aaataaacgc tggctattac acatcaactc agccgcaatc tcatcggctg
  3997561 gctctgggcg caactcacac aaggcggcaa acacattggc ggctcgttca gggcgattgg
  3997621 cttgcccttg aaaactcgcc agaggcatat cgggtgcatc ggtttctaag agcaacgagg
  3997681 agagcggcaa tgaggccata acatgacggg ttttctgcgc tcgcttataa gtgatggtcc
  3997741 cccccacacc aatgtaataa cccaggcgaa taaaggcttg cgcctgcgct aagctgcccg
  3997801 caaaaccatg tatcacaccc gcgcgcggca acgcggcttt acgcaatgct gcagccagtg
  3997861 gatcgtgtga gcgacgtgaa tgcaaaataa ccggcaaatc atgctgtttg gccagttcaa
  3997921 gctgcatatt caggatcact aactgatgtg gaaactgcgg ttcatccata tacagatcga
  3997981 ggccaatctc ccctattgcg accaatttcg gtggcttatc tgccagatgc gatgccagtg
  3998041 ccgccagatc ggcatcctca tgttcggcaa tatacagggg gtgtaagcca agagccgcaa
  3998101 acaagggggg ataacgatcg gctaatgcca aaatacggga gaaatatgcg gccttgactg
  3998161 aaggaacgat caattgcctg acattcgcct ctgccgcaca ggctaaactc gcggcttcat
  3998221 caccggtgaa cggagggaag tcaaaatgac agtgggtatc gataaaatac ggcatcggct
  3998281 tatctggcgt tctcatcaca cagtattacc tttatttttt tgtcagattc ggtggcaaag
  3998341 tgatatcgac gggtaaagag ttagcctccg cttgttcagt atcaacgaca gtcagtgagg
  3998401 taggatcaag gggctcattt atttgtgctg ccgttgcctg cacctcggaa ggcgcggtga
  3998461 gatcagataa cgtgacagac ggttctgtgg agaataccgc ggtaaagcgt tctttagacc
  3998521 cactgtaatc ataggtatta ttcagctgat taatgttctt tgtttggaaa acgttcggtg
  3998581 tttggataat attttgtggt tgaataatgt ggcgtgaaag ggaaatggag gttttatcgc
  3998641 tatcccccaa cgactcacgg ggtaataacc aacgcccaat ggttgccaga aaatagcggc
  3998701 cacagcggcg gcctaaatga tagtcacgat tcagagccac cgccccgctc cccaatgcct
  3998761 tactggcgag tggttttgat gggaaaattt cgaaaattcg tacatcgccc ggcggtttct
  3998821 cgataaattg ctgaatacga tgataactcc gctcatgctg ctgcataatc cgcaccaatt
  3998881 gctgcaagct gctttcactc agccattgtt caatccgctt aaaccattgc ggcgtatagt
  3998941 gagcctgcga aggcaccgtg cggatcacca ctatcgtctc tgcgccacgg cgataagcct
  3999001 cctctaccgg gatcgcatcg ctgatccccc catccagata actcacccca tccaactcaa
  3999061 cgccctgccg atataaaccg gggatggcgc tggaggcttt aatcgctgtt agccagtttt
  3999121 ctctggtggg ggaaatatac gttggttcga aatcatcact acgacaagca cacattaaaa
  3999181 actcgcgtcc ctgatgcaaa tattgttcag cgtgatcgaa tgccaaaggg tactgttggg
  3999241 aagtgatatc cactagccaa tcgagatcaa ttaaattgcc cccacgtaca aagcgtaatg
  3999301 ggttaaaaaa attggctgtg gtggtgtaac gggtaataac tcgccgtgcg taaccgggtt
  3999361 gcccgcaaat aaaggcagat aaattttgcg cccctgctga ggtgccaatc atgagatcaa
  3999421 aagggttaaa gcgagcacga tggaattcat ccagcacacc ggctgtaaaa atcccccgtt
  3999481 gcccgccccc ctcacagacc agcgccattt taccgggctg atagggttta taggcgagtg
  3999541 gctcaatatt accgagcgta ataggtattc tgtatcccac catctatcct taattcatga
  3999601 cgaacaggtg ttgacgatac cccttattgt cctttgctgt cacccctact gccttgttaa
  3999661 aggcgcttac gtcccgtaaa cagactgatg aggaacaaaa taatccccac cacaaagacc
  3999721 acttttgctg cccaagccgc agtaccggcc aatccaccaa aacctaatgc ggcctcgatt
  3999781 aacgcaataa tcagaaaaat aatgccccaa cgaaacataa gcttctcctt ccagtttaaa
  3999841 gataaggtgc ctgattaaac agacaccctt tcatttggct ctcagaggaa attaactcag
  3999901 ttgacgaacg gcttgggggg ataccttatt tatcgatatc caacaggata gattccatgc
  3999961 catacgtcgc cagctgaata atgattaagg cttgatgttc aagtcgtttt taacgctttt
  4000021 cacgccgttt accgctttag caatactttc tgcacgttca gattgggctt tattctcaac
  4000081 atcacccgat agctgtacga caccatcggt cgtttctacc ttaattttac gtgatggtac
  4000141 gatatcatct gccagtaatt ttgctttaac actgctggtg gtcgcagcat cgcccgcata
  4000201 ttcactgacc gactgtgatt tctggtcttt tacgtgcaat ttgtcgctga cagatttaac
  4000261 cccttcaacg ttaccggcaa tttcaaccgc ggtttcaatt tcggcctgag aattaagaaa
  4000321 accactcagt gtcacgacgc cattgctcgt ttcgacagaa atatcggtgc ttttaagtga
  4000381 tttttcttcc aataaagcgc tttttacttt cgccgtgact gcgctatcgc tcatgtaatt
  4000441 atcaactttc ttcatggagc tatcgatttt ggcaccagta ctgtccactg tgctggcggc
  4000501 tttattcagt agcgtgtctt cggccagaac actgccacta ataagggcag aacctaaaac
  4000561 aaccgccatc actgaacggg aaaattgtgt gctcttcatc gatgtcttcc ttttttgtta
  4000621 tgaatccttt catgggttat gaaaccccaa caagaggatc cttacaccac cttaaggcgg
  4000681 tgaccttttc acgaatagtt acagttattg caggcttatt gagctaagtt tgaggctaat
  4000741 caatcctgcc tgtacctatt caagatagat catcacagaa gaaacacagt cggaatcgga
  4000801 ctaaaacagg attttcatca ctaagtagga attatcctag gaaaaaatat cgaataagat
  4000861 tgatgactcg gggtaataga taccccgata gaatgcggct tgcagcaggt tcgttagcaa
  4000921 taaacttagt gctcgcgtgt tttgcggaaa ataacgtccg ggtaacgctc ttgtgtaata
  4000981 ttgagattaa ccatcgtggg cgcgatgtaa cttaaattat cgccaccgtc taaggccaaa
  4001041 ttaagctcat tcttacgttt gaactcctca aatttcttca cgtcatgaca ttcgacccaa
  4001101 cgcgcggtag aaacgttaac cgattcatac accgcttcga cgttgtattc actcttcaag
  4001161 cgggaagaga ccacttcaaa ctgcagcacc cccacagcgc ccacgatcaa atcgttgttg
  4001221 ctcagtgggc ggaatacctg aacggctccc tcttctgaca actgaaccaa gccttttaac
  4001281 aactgcttct gctttaatgg atcgcgcagg cgaatgcggc ggaacaattc aggggcaaag
  4001341 ttaggaatac cggtgaattt catatcttca ccttgagtga aggtgtcacc gatctggatg
  4001401 gtgccatggt tatgcaagcc gataatatca ccagcatagg cctcttcaac gtgagaacgg
  4001461 tcaccggcca taaaggtcag cgcgtctgaa atcaccacgt ctttcttggt ccgtacctga
  4001521 cgcagcttca tccctttctc aaaacggcca gacaccacgc gcataaaggc cacacggtca
  4001581 cggtgtttcg gatccatatt ggcctgaatt ttgaaaacga aaccggtgaa tttctcttca
  4001641 gaggcgacca ctacgcgggt atccgtttta cgcggcatcg gtgccggtgc ccattcgacc
  4001701 aagccatcta gcatatggtc cacaccgaag ttacccaacg cagtaccgaa gaagacgggc
  4001761 gttaaatcac cggacaggaa agcctcatga tcaaactcgt gggaagcgcc ctgaaccagt
  4001821 tccaactcct gacggaactg cttggccaag tcttcgccaa cagccacatc cagatctggg
  4001881 ttgttcagcc ctttaacgat acggacttcc tgaatggtat ggcctttacc gctttgatac
  4001941 agataagttt cgtctttatg aaggtgataa acccctttaa acgacttacc gcaaccaatc
  4002001 ggccaagtga taggtgaaca ggcaatgttc agctcacgct cgacttcatc cagaacttcc
  4002061 attggatcac gaatttcgcg gtccaatttg ttcataaagg tcagaattgg cgtatcgcgc
  4002121 agacgggtca cttccatcaa tttgcgggtc cggtcttcta cccctttggc cgcatcgatc
  4002181 accatcaaac agcagtcaac cgccgtcagt gtgcggtacg tatcttcgga gaagtcttca
  4002241 tgccctgggg tatcaagcag attgaccaga cagccgccat acggaaactg cattaccgac
  4002301 gtggtaatgg agataccgcg ttgtttttcc atttccatcc agtcagattt ggcatgatgg
  4002361 cttgaaccac ggccttttac tgtcccggca gtctgaattg catgtccgaa cagcaacact
  4002421 ttttcggtaa tggttgtttt accggcatcg gggtgggaaa tgatcgcaaa agtacgtctt
  4002481 ttcgcgactt ccagagcata ttcactagga gacataattg aagtttctac ttttaggccg
  4002541 ccctgctctg agcctcacat tttattgcta tgtgggtccg gcaaagcgag acattgatta
  4002601 ttgcgcgata ttttccctga tttatgcgag atagacaatc ggcgaaagca tcagcacgtc
  4002661 taagatgaca ataaaaaaca aaataaaacg gcgctatgcc attggcaacg ccatcataat
  4002721 ggcatcttca cgcccattcg cactcgggta atagttacgg cgcacagaca cttcgttaaa
  4002781 ccctaggctt tcatacaagg cgatcgcccg tgcgtttgaa gcccgaacct caagccaaag
  4002841 cgtgacaata ttacgcgcct ccaactgttc aatcagatgt tcgagcagca aacggccata
  4002901 accttggcgc tgatactgtg gatcgatggc gatattgaac agtgtggctt catccaacac
  4002961 tatttgggta atagcgaaac ccgccatttc ctggccgatg ctcaacttaa aattgaggta
  4003021 ccggtcgccc tgattactgg cgaacgtttt ttccgtccat gggaacgcat ggctggcttg
  4003081 ttcaatttgg tatgctgtgg ccagatcggc tggcgtcagg atagaaatct gcttcataat
  4003141 gacaaatctg ctgccaaagt gcgcgcttag cgcccgcatc ttgataaagc ccagctaatt
  4003201 ctgggctatg taattgtgca ccggccaccg caagcggctc actgatgccc aatcgccaac
  4003261 tgttgcactg cgtatcttcc ggcaacatcg cgacctgatc cggcgtcaag gcataaacct
  4003321 gatggggggt taggcccaaa ctgcgtagca catcgcacaa cagtggatca ccgtgttcag
  4003381 gcagttgctg tgccacaatc agtaggcggg tatcttcagg taaatgtatt gcaatctcac
  4003441 cctgcaagac ggcaggacgg cgcaataccc actgcgtaat gccaagctgc tgtaacagca
  4003501 agtctcgtct tgatgccatg ctatttcctg tcagagcaag ccgtaatttg gcgctatgct
  4003561 agcaaaccca tcgaacatgc gccaacaaac ctctataatc cccgattata ttattaagga
  4003621 gccaaagact gatgtcagca ttaaccccag ccagtgaagt gatactgcgc catagtgatg
  4003681 aatttatagc ccgccacgtc ctgtttgccg gtgatttaca agatgcgctg ccagcgcaat
  4003741 ttgatgcagc cggggtgcgg gttcacacca atcaatatca ccactggcaa ttactgagca
  4003801 acacgctgga agagaatgtg caattcggtc ttttagccac ggcagaaact ctcgcagctt
  4003861 gcgacaccct gatttactac tggcccaaaa gcaaacaaga agcccaattc cagttggcta
  4003921 acctgctttc tatactgcct gttggcaccg atatttttgt tgtgggtgaa aaccgcagtg
  4003981 gtgtacgcag cgcagaagaa atgttggcag acttcgcgca gttagccaag atagacagcg
  4004041 ctcgccgctg tggtttgtac catggccgtt tagacaaaca acccgaattt gatgctgatg
  4004101 cctggtggga aagctatcag gtcggtggtg tgacggtcaa aacattgccg ggtgtcttca
  4004161 gccgcgattc tctggattcg ggtagtcatc tgttgctgtc cacctttaac gagcccttta
  4004221 aaggcagcgt attggatgtc ggttgtggtg ctggagtatt agcctcggtt ctggcgcagc
  4004281 aatcgccaaa aatcaaatgg acgttgagtg atgtcagtgc cgcagccatt gaagccagcc
  4004341 gagccacatt ggcggtgaat aatattgagg cgcaagtgat tgccagtaac gtctattccg
  4004401 acatcaaagg ccgctttgag atgatcattt cgaacccgcc tttccatgat gggatccaaa
  4004461 ccagcctgac cgccgctgag atgctgatcc gtggagcgac cgcccaccta catgtggggg
  4004521 ggaaattacg catcgtagcg aactccttcc tgccgtatcc tgccttgctg gatgccgcat
  4004581 ttggtagcca cgaagtgctg gcacagaatg gccgctttaa agtgtatcag gcaactgtcg
  4004641 ggcgtccgcc acgggatccg aagaaaaaac gttaatatta aagcactaag attcaaacag
  4004701 taagataggc cacctcttcc tcgccgtagc attcattcgc tgcggcatgg aacgggaaca
  4004761 gcgcctccag tccccctcac aagccacgcc attcatttat caagccaatg aatcaacaga
  4004821 tgatgatttt tacagcaaac gtcccgctta ggggaaataa ctattgacct gtacgtgaaa
  4004881 gtctctagaa ttcgcccccg tggttgtatc acaaaagtca tgttccggta cgcgatggtg
  4004941 gcggaattgg tagacgcgct agcttcaggt gttagtgttc ttacggacgt gagggttcaa
  4005001 gtccctccct tcgcaccaca atgatttcag tttttccgta acctccactg cgtactcacc
  4005061 ccactttcca cgtttgtagc aaacccacaa tatatacata cgtctccatt tcaacgtcaa
  4005121 tcatccaagc tgttacttac tgtattacct cacgttttat attatccccg atgatcggat
  4005181 acccccatca tgacacacca ccgtgcatta gcattagcgc gaccaagccg cctaacagcg
  4005241 ccagacaaga tggcagtaac aaaaagtgcc gcaaccgcac gtggtacaac atgctgacgg
  4005301 ttgccagcat cgccacgaca ataagaatgc gcaattggcc gatagagata tctacccagc
  4005361 ccagtacagg taacaaggta aaaggcagca atattcccca gccactggac atgccacggc
  4005421 tgagcaaccc ggtgatcccc cacgaacggt aagctgcaag tgtcgatgta atcatgatga
  4005481 tgcccaccca aatgataatg ataatcataa ccaatatcat atatcactct ttggcactct
  4005541 gcaccatgtc gttatctgca cgctcgcgtc atatgcatca ttttgcgccg ttgaacgaca
  4005601 tcatgatgac aggctgaaac aaaaatggta attttggcta agaaaaatcc taaaataatg
  4005661 ttaaaactat ttaaacaata ataattccca acaaaattta tttgtcgtga tgtcggaata
  4005721 aatacctcac gaggatatga tttattagtc tactgacagc acgatattat gcagagtaaa
  4005781 ttgaatatga atagccactc ctacgatcag tttttgaaaa gcaagcatcg actctcttta
  4005841 ctgcttttcc tatttcttaa tgcatcatca gctattttca gtatgctatc atcgtcgccc
  4005901 aagacacccg cggtaacgtt ccctgtggtg atgattgcgg ttataagctt gagcgcggcg
  4005961 gcttatctaa tttttatttc aaagaacgac acgggcagaa ataactatgt tgataaaaat
  4006021 aactatgttg ataaaagtaa ccatgttgac aaaaataact atgcgaataa attgaattta
  4006081 ttttcaatcc tcatcggtct actttgggca tggcaaatca ttcttaaata tgaatatcta
  4006141 gagactaacg aagataatta cttattactc agtctgttta cgatcttttt tatcagtacc
  4006201 attgctttgt ctgataattt tctcgcgttt tgcctgcata cggcaccttc ggcaataacc
  4006261 gtcatcttac tggatgattt tcataatatt ttccgcatta tatttaccat catgttaccg
  4006321 ctgattggtt tttctttgca tcacttgatg ttgcgtcgca ctgataattt cacccgtaag
  4006381 ctggttgatc acctttccaa cgaaagagaa aaattcagtg atttaagcat gatagaccct
  4006441 ctgaccagtt tgtataatcg ccgtgggctg gagagcaagc ttgaaacgtt gttatctcag
  4006501 tcgccgggaa atcattatgt cctgctgctc gatatcgatc actttaaagc ctataacgac
  4006561 aactatggcc acaccatggg cgatcaggct ctggtacgga tttcggcggc cattcgcgat
  4006621 gctgtgcgtt caagagatat cgtggtgcgt tatggtggtg aagagtttct cgtactccta
  4006681 acacatgtca gtgaagagta cgccagccaa ttggcagagc gtgtacgtca gcgtgtttta
  4006741 ggcctggata ttccacatgt ctttaatcat aaggtctcta cgacggtcac cttaagtgcg
  4006801 ggtatttccc ccctgcaagc ctatgacttg gccgcgtcat tgaaagccgc ggatgaagcg
  4006861 ctctaccggg ccaagagaaa tggccgcaat aacatcgaat ttgctaaaga tgaattatca
  4006921 aatgtacagt cttccccttg attaactcgc tgaacatacg gacgctctat gccagttatt
  4006981 atttttaatg attgattatc aagttaaata ctgcacgttt aatttcactt ccattccgtt
  4007041 attaaacagt cttattactc attatggata atttaattag tttatcagtt ggtttatcct
  4007101 ttttatttaa gcagttcact ctgttttaaa aaaaaagaaa atggcttttt taataaaaaa
  4007161 ctgactcacg tattttcatt ttaacaaccc atttcccctt tctggtggta cctgcatcat
  4007221 cacattcaaa cacttatgat cttgaataat attcaatagg gtaataccac accttatcac
  4007281 tcgggatatg actaaactga tcatcaacgc gcctttcggc aatataaagc cattggtcaa
  4007341 tctagaacta ttggtcaatc tagaggacgg cggccttatt gggtataggc cgcatcagat
  4007401 gatgatgaga agtaaaacgt gaaacgcctc ctcttggatt atccgccagc ttaaaggcag
  4007461 taaaccgcgg ttaatatgag gttactgaac ggtccagtct ggaaaaatca ttggcaatgt
  4007521 gaacgctttt agttgctcag cagacaactg acgccgcccc tcattaattt cagcccctgg
  4007581 tccctgattg ttcgcttcaa agaagcgaga gtcttgcggg tagaaccaaa ctttctcgcc
  4007641 ttgcttatct tttccagaca ttttatccca gccataaata tgatcatcca ttacggtatt
  4007701 gataaatacc gcctgtccga tagccgcagg atcagcataa cggccatcat caaatgctgt
  4007761 agtagggtgc cacgggcgcc ctaaggcaaa acttttagca ggcacacctg gttctttggt
  4007821 taaacgacta ttgaggacaa tcagaccata aggtgcggta ttttgggtac tgggtgccgt
  4007881 aatgtaaccg taaggtgggg agatatcacg gcgatcacgg gcaataatat tgcagcggtc
  4007941 aaataccgtc acccctgagc caaaaataaa atcgacgtgg ccactgatgt cacaatcggt
  4008001 aaagtagcta cgactgcccg ttttgctata aagcgtatct tggtacccct caagtttgac
  4008061 ttgcctgaaa cgggctttat cacttttttc tgctaataac agcgccaccg cctgcgtatc
  4008121 ttttaatttc gtcggatcac cctctgcttt cgcctgatta gcagggaaat cgaagtcatt
  4008181 acgaatcgtc aaattttctg cagtaaaatt ggcggcattc accaataccg tgctgctgcc
  4008241 agaggttccc cacttcgtcc cttgtgggtt gagcataccc gcggcggtat tcgcgccaat
  4008301 caccgtcgta tcacgctcct cacctttcag cgtcacattg tcacgattga cctcaagccg
  4008361 ttcggtataa acgccttttt taaggaaaat aacaaacgga gaactatctg gcggtgctga
  4008421 ttgtaacgct gcattaattg aagagaactc atcgccctgc gccatggcag aaaccacagc
  4008481 attgtactgt gccgcgctga cttcacctaa agcggcaaat gatatcaatc ctaataatag
  4008541 tgtcttactc agagcattaa ttggcatgaa ttaccctcag tttttaacat ccagcagatt
  4008601 aaactcgatt gttcgctatt agccattgat aaaaatcacg tctagctgtt gataaaaagc
  4008661 acgttaagtt caataacgaa agcctactct acacaaaatg aaacgccatt ccatttaagt
  4008721 ggatcacact tttatctctc tatgataaaa atcaaatttc actagatttc tattaacaat
  4008781 agatataaat aaacaagtaa attaagccat tagtcatata tctaaccatt atttataacg
  4008841 gcaatgttga ggggtccgta aaacggctga acaacttggc ggggatgctc cagttggtta
  4008901 tgatcaggtt atggataata aaggattgca ccggcgcatc gattgctgcg gggctaacga
  4008961 tgagaagact gaacccaaca agtgaaattg ggcagctaga gacgttagca actctacctg
  4009021 aaaaattggc tgagagggca gctcgcgctc aaatattctc tcaaaactgg ccttcgggtg
  4009081 atttgggggc tgcagtgaat aagtttgcag gtagcgatct gtttattaca gtcactaaat
  4009141 caggtaaaca aatttatacg aatccaacaa caggggttca ggtagttaga ggatttgtca
  4009201 gggagttatt ttcgcctcca tgacccatcg ttacctagaa aaagaacata cctcgacctt
  4009261 gatggaaata ttccaaataa taaaattttg gagacaggga aacaggttgg tagaacgcaa
  4009321 agtgagtata acgaagtaac tcattttaat attaatggtg gtaaatagca tgaagtgtat
  4009381 atctgtccct actagccaag aggctatgtc tcgacttgat tttgataaat gtatcgatgg
  4009441 tgacgtgatc gatttgaaca tcaccgatga acaataccgt tcacttgtgg aattaggttt
  4009501 aattcgttta atgaatgact tattcgacat atgtatcgat gagtttgaag atgagaagat
  4009561 agtaggcgtt gatagcctta ctcaagcacg gttactcatc gagaatgatt tccatcctag
  4009621 tgagaatgaa gctgttaatc tcttattatc tcaagtaaat aaagcaacag agtacgaaac
  4009681 aggcctcttc ttctactttt gatgatcatg tattcaatgc ggagatcgta aagcagcaac
  4009741 gctggctttg gtatgcctgg gagcctcggc ctgcttcagt attactatta tctggttgtc
  4009801 ggtaaagcta tctggctgtc ggtaaagcgt gatttatgag cttcgctgcc ctgcgggtca
  4009861 tagaactctc cccggttcag attacgagaa aattagactt atgggcacac cgacttttca
  4009921 ggggattacc tatcaatgaa gagaaaagca gaaaaatcaa tggagagaaa agcggaaaag
  4009981 tggggttcgt caaaaaaaac agccccgtga ctgaccgggg ctgctgaaat tacttttagg
  4010041 gcctataacc caaagtggtt aattattcac tcactggctc atcgtggatc ttttctttag
  4010101 gctctggatt catactgctg taaatcactg gcagtaccag caatgtcagt actgtcgcga
  4010161 agcccaagcc aaacataatc accaccgcca tactctggaa gaaggcatcg ctcagcagcg
  4010221 gagccagccc caacacagtg gtaaatgcgg tcagcatgat cggccgtaaa cgcgcggtgg
  4010281 aagcatcgat aatcgcctca cgcaacggtt tctcttgccg ctgtagacca atctcttcga
  4010341 ccagtacaat accattacgg atcaacatcc cactcaggct taataacccc agcaaggcca
  4010401 taaagccgaa cggaatcccc gtcagtagga agccgaaggt cacaccaatt aatgccagtg
  4010461 gtaccgtcag ccaaatagcc agtgcattac gcaccgagct aaacatcagc acggtcacaa
  4010521 caaacataag cagaaacgcg atcggcaagc taatgaaaat accccgctgt gcttctttgg
  4010581 tactttcgta atcgccgccc cactccagtt catagccccg tggcaaggta atggcttcaa
  4010641 cgcccggctt gatccgttgc aacaactcgg aagaggtctc accgccctga tgggttggat
  4010701 ccgtttgtac cgtcagtgtc cgcttacgat ccagacgcat aatcagtgga tcttcccact
  4010761 cggtttcaaa actggtgacc acgttgtcga tcgggataaa ggcttggcgc gcctggctcc
  4010821 agaccatcac atcgttcaac cgctcagcat tgagccgctc agagtccggt gtgcgtagga
  4010881 caataggtat caggcgggta ccatcgcggt ataacccaac cggcaagcca ccaaaactca
  4010941 tgcgcaacgt accatccacc tcgcgtttat cgacccccaa ctcgcggccc agataatcgg
  4011001 agaattgtgg ccggatcatc ttgctacgat cctgccagtc atgccttgca ccatcggcca
  4011061 ttgggtcagc gataatcgcc tgttccgcct gggctgccaa ggtgcgtagc acatctggat
  4011121 cggggccaat aaagcgagct tcaatagaac tgttgtttga cggcccgaac atgatgcgtt
  4011181 tgatctgcgc atcaacctgc ggatattcgt catgcatata tgactcgatt tcatcaatca
  4011241 agcccggtat ttgctccagt tgctcagtac ggaccatcac ctgcgcatag ttaggataat
  4011301 gacgttgacc attgtaggtc agcataaagc gcattgcgcc ctgacctatg gttgtcatgg
  4011361 tatccgctac atttttttgc tgcttgatat gctgttcaat tttggctgca atatcttcgg
  4011421 tatagctgat atccgtacca taaggcagcc aaatatccac aaagaagatt ggtgtgttag
  4011481 aaggcgggaa gaagctctgt cgaacatgac caaaaccgat aaccgacgcc actaataacg
  4011541 cggccaagag caccaatgta atactgcggt gttgcagtaa tttattcaac accacccgat
  4011601 aatagcggaa taaccagccg tcatacggtt gtttaaccgg cttatccgca tcagcttcag
  4011661 gctgtttttg gttctggaat gcccacttgg caaacaccgg tgttaacgtt aacgcagtga
  4011721 tccagctcaa cattaacgag atgagcaaca cctggaatag cgacttacaa tattcgccgg
  4011781 tagcatcatt ggacaggccg ataggcgcaa aggccaaaat ggcaataatg gtcgcaccca
  4011841 gcaacggcat cttcgagcgt ttcaccacat taccgatagc agtagaaatg ctatcgccgc
  4011901 gctgacgccc aacgaccacc ccttccacca ccacgatggc gttatccacc agcatactca
  4011961 gcgcaatgat cagcgcccct aacgataccc gctgtagctc gatgttaaac agccacatga
  4012021 tgagcaacgt tccgagcacg ttaagtgcca gcgagatggc aataaccacg ccgctgcgta
  4012081 cccccataaa gatcagcagg gtaacgacaa caatcaacag tgccaacagg aagttaagaa
  4012141 tgaagccgtt aaccgcacct tcaacttcct tagactgatc gtagaacaca ttgatatgca
  4012201 tcccggacgg gcgctcacct tcaagctgcg ccagacggga tttaatcgca ttcccaacat
  4012261 ttaccacgtt aacattggga gcaaacgaga tccctaacgc caatgccggt tgaccgttcg
  4012321 cgcgataaat attggtcggt gaatgaccaa agccttgggt taccgtggca atatcgcgca
  4012381 gatagacact ttttgggcta ccgggttggc tgaccagtaa attccccagc tcttgtacgc
  4012441 tttggaattc gccagtcggg tgcaagcgaa tcgactcact gcccacctgc aactggcctg
  4012501 catcggacac gacgttttgg cgactcagca agtcggatag ctgctgcggt gtaatacccg
  4012561 cggccgtcat ctgcgcacgg gaaatttcta cctgaacttc ttccggtaaa atacccacga
  4012621 tgccgacttt acccacaccg ggcaccaaca ctaattcacg ccgcaattgc tcggcaaaat
  4012681 tacgcagatc ctgattactg tagccgtcac cggtcagtga gaagaagaaa ccgtaaacat
  4012741 cgccaaaatc atcgttgacc atgggggcac tggcccctgg tggtaggcga acactgttat
  4012801 cgctaatttt acgccacagc tcatcccaga tttgcggtaa ctcattcgcg ccgtattgcg
  4012861 cacgaatatt aatggttatc tgcgataaac cggcactgga aatggaggtt acgtcatcca
  4012921 cataggagag ttcctgaatg gcattctcca acggtagcgt gacttcttct tcaacctgtt
  4012981 gtgccgatgc gccatcatag cgggtgacaa cgaccgcggt tttgatggta aaagccgggt
  4013041 cttccagcct gcctatattg agataggcaa taatgccacc aatacctagc aacagaatcg
  4013101 ttagccagat acgggtatta ttattgataa aattatcagt cagcttcatt agagacctcg
  4013161 ctcacgaacc caagcccgga caacttgttg tgggcgaagc tcaccggtac ctgcggcaac
  4013221 aatttgttcg ccatcagcca ggccagaggt cacttgaata ccgttttcca cgagttgccc
  4013281 cacctgcact ttgcgttctt ctacgtgcat ttggtcatta tcattcttaa tgacccacac
  4013341 tcgggcatca ttcaactgcg catggtcggg gttaaatacg gcttccaccg gaacgatgat
  4013401 ggttggatgg tcggtgccag acaaattgcc ggagttaatt ctgacccggc cactgatacc
  4013461 ggaaagcaat ggcatatctg ctgggcgttt catcgtcagc gtgacctgga aagtctgtga
  4013521 agcagaggtc gtcgaagtgg tgtgttcttt atattcagca ataaactcac gccctggcat
  4013581 atggttcagt aataccgttg gcttgtagtt acggttgctg atgtccagcg tggtaaacag
  4013641 acgctctgga acactgaata ccacatccaa cgtatccagc gcactcaagg tggcaaccgg
  4013701 ctgaccagcg gccataactt ggtgattacg tacattcaca ttggcaatga tgccatcgaa
  4013761 aggtgcgata attgtcgcat cgctgagctc tttacgcgca atgtctaaag ccgcttgcgc
  4013821 tgactccatc tctgcacggc gaatatccag atcggcacgc gagacggcgc tgcggccttg
  4013881 caaggtgtta aagcgattaa actgatcgcg ggccaaattg aaggttgatt gacgatccct
  4013941 gactcttaag ctcaaatcag tatcgttcaa catggcaatt ttttgccctt tcttcacttg
  4014001 ttccccttca cggaccaaca actcttgcag ttgcccaccc cgtttaaagg agagttgggt
  4014061 ttcatcaccc gcttgcagcc tggccgggaa ataacgggta ccattttgcc cgctgtcttc
  4014121 caccataaag atttttactg ggcgcacact ttcgacggtt tcaggaggcg ttctgtcgaa
  4014181 ggcggcgaga aggaacgtaa tgagcagagt gactactgtt tttatcttca ctgtaagatc
  4014241 tcgttgagtc aggtttttaa aattcttatg cagattatct attcacactt ttttatctgt
  4014301 tttttgcgtc atattgcgca tcagtgccct taacagtgtg attaataacc ccccggtaaa
  4014361 catccctaga aaatagatca tcacaattaa cactgacatg ggtagcgtta tttgtgtaaa
  4014421 gagtaatgat aaattcacag taccgctatt ttgaaatgca aaaagcgtgg tcaacgtgac
  4014481 tatcagtaag aagcacactc cataaatata tttcactcag tcatcctttt tatctcagtg
  4014541 catcacattg cgacactaaa aacgacgcgc caaaatctct tacctaaaaa tgcataaaat
  4014601 tcaaattgat agattgatac ccaagcaact atagagtcaa taccaataaa tatattatgc
  4014661 attagaaaca cacagactaa agcgtttgcg ctgtaactgc catcccaaaa acccttggca
  4014721 ttgctgtctg atagacccaa ttaattgggg aatatcaagc gatctcagta aataaacgcc
  4014781 attaatactg ctatattacc aaataaaaaa ataatatccc tataaagaca aataaccgat
  4014841 agaaagatag cattaacgtc gatcttcact atcggctatt ttttaagggt gattttgatt
  4014901 acttaataat aatcattttt acctgcagtt catcctaata aaaatcaata atccacagcg
  4014961 tcgcgggtaa cggctgccgc atgatcaaca taaccctagt cactcaaatg ggataaatcc
  4015021 acatcatgga tgcaatttgt tcatcagacc attgatttat gagtacgatt gattcatcag
  4015081 gccattaacg ttaaacggca cccataaagg gtgccgcggc taaacaaaaa atgtgtattg
  4015141 aggttattga caaaatgtca gcgacggaga gaacaggcag atcgtaaaga cgccataaat
  4015201 atatccatgt aggctcgagc cgcgccctcc ctggcgcgga cgctttactc ccctgcctat
  4015261 cctcaccgtt tcagatcgag tcatcggggt ttgtcagcat tctgaatgtg tattgcgtct
  4015321 ctctgctacg ttggcagccg tttacctgct atggattgag aaccgctcac cgaatagccc
  4015381 gccagaaccg ccacaaaaat cataaacaag tggccttcag acgaatccag cagaaatgaa
  4015441 ttgaagaagt tacatgccat ataactggtc aataccgcca gcagcacatt gcgcagagcc
  4015501 ggtgtttgct gccaaataac acgataacag cagataaccc acgccaaaaa gaggaataga
  4015561 ccaatcacac ctgattgaat cgtttccagt agatactggt tgtgcgggtt attgactttg
  4015621 tagtccactt ctttattttc ataataaaaa ccacccgcgc catgaccaag aataggtgat
  4015681 tctttaatta accgggcagc ttcaaccaca aaagcagaac gctgccccat ggaggaatta
  4015741 catgcgtctg cggcatcagt tgccgatgcg gccatacaca cttttatctc atcaacgccc
  4015801 tgtacgatac gatctgtggc tttgttcggg ataaagatca gggcagcaaa ggccaatgca
  4015861 cctagcacga ccagtgttaa ccgctggcga ttgcccagag agaaaaatag ccatacccct
  4015921 aaacccacta tcaaggcaac ataaccggtg cggcccaata ccaagaataa gatgctgtaa
  4015981 cttgcggcca ccactaacac actgtaaccc caacgtttcc acccctgatg ttgaaacgcc
  4016041 agtaccagcc agagtaacgc cgccagcgcc ataaagaagt tttgggtaat ttgcagttta
  4016101 aaaatggtcg ggttagtggg gtccacacca ctcaacggaa tgtgtaaaac acccacggcc
  4016161 agagatccgg ccaatatgac agcgttagcg acgagaaagc cggtacagaa cagtttgatc
  4016221 aaccgtggct ggttcataaa gaacagggcc aatggcaaga tataaagaag tttcttatat
  4016281 tttcctacca tatccgggcc atagctgttg ttttgataca acaatgataa cgccagtaac
  4016341 acaaacatag ctgccggtag atagactaat ggactggtga gcaacggttt aaaatcaagg
  4016401 gattttcggt taatgatcaa actgataata atcaaaacca atgaaacact cattagctga
  4016461 ttattcgttg gcatactaat acctaagagt aacgctgcta tgctgcacag catttcacta
  4016521 cggcgattga ccggaattgc cggtgataaa gttgtcataa ttttctcagc tcgagctggt
  4016581 taggaaaaat aaagcgactg acccactaat tccctttggc aactcgccag gaatcaactg
  4016641 cgtctatgac atcactaact gggattgcgt tcagatagcg atcagtagtg tcagtatcta
  4016701 tttcattggg atgcggcaaa gtgcggtaat tgccagccca gagtaaagta tgtggagcct
  4016761 gccacgggtg ccattgatta agattactcg ggccaaatag taccactgct ggcgtctgta
  4016821 acgcagcagc catatgcatt gccacagaat caacaccaat aaataatttg gcgttatcaa
  4016881 ttaagaccgc cagttcaggc aatgccaatt gacccgataa attgatcacc ttttccggtt
  4016941 gtgtgcagcc agcaataatc tcagcgatgt aatccaattc agcctgatct ttactgcccg
  4017001 tcagcagaac agtttcacct tgttgagtga ggtggttgat caattcactg aaggattcgc
  4017061 tggcccaggt tttgaatttc cagcgggcgg aaggctgaat caaaatatag tgttcaatat
  4017121 tatgctgttg gcacaactgc tttgcccgct cgatatcatg cggcccatag gacatggtga
  4017181 cgtcggtcct gatgtcggtc agttgtagtg gtgagagaat atccagatta ttgagtaccg
  4017241 tgtgccgttc tgcagcatta gggatctcaa ccaatgtgga atggcagtaa cgccagagcc
  4017301 aattgtcccg ttttgggtag tggaaaccga tactaaacgt gggttttaac aaacggcaat
  4017361 acgccgcagc ccgccattga tcggataaat taagaatcaa atcataatgt tgttttttta
  4017421 gggcgctaaa cagtgctttt tcgccactga tttgcgcctt taatcctgca tgcttcaggc
  4017481 cccgatcaac aataaaggta tgattgatcg ccttgttttc acgcaacata tcctgcgtac
  4017541 cgccatacag cagtacatcg attttagcct gcggataatt ggctttcagc gtactcagta
  4017601 gcggcgtcgt cagtagaaca tcgccgaaat gccgtaactt aatcactaaa atgcgcgcaa
  4017661 catgctcttt attccgcagt acttccggca agtggctggc accggtttga gaagcgggag
  4017721 cagaaagttg cccggcaggt gatgctgtct tatttgatgt atttatcatg ggatgcgcca
  4017781 tcagaggatg cgccatcatt ggcaacgaaa gagggcaatt atgctatatc aggggtttgc
  4017841 agcatggcaa tcgttttagc atatgaatat gttaaaagtc attgatagaa gcctcccggc
  4017901 ggaataaata aaacaggcga tcaatgaggt tattgacccg ctcagtgagt gggtcaccag
  4017961 cgcacagtca acggagcata cacgcagcac gtgacggcgg cgagcattgc cccgaagcgc
  4018021 aagctggccg cttttcgcta ttaattaatc aagctagtta attaatcaaa atagttaatg
  4018081 aatgaagata gtcaattaat gaagataatc cattttagag gccaggagcc ttccaaagag
  4018141 acgtcgtcaa cccacaatcc accagcccca gttgatcggt atacaccgct tgccagttag
  4018201 tttttgccgc ttgatagagc gctttatgct cagtattcgg gatgtattcc cgctcccagc
  4018261 gcacgagccg ctcgccggtt ttatccaatg cttcatatag gccgacacca acaccggcgg
  4018321 caatcgcgca gcctaatgcg gttgcttctt tgaccaccgg caccttcacc ggaacaccgg
  4018381 tgacatcagc cagaatctgg ctccacagtt tgcctttcgc gccaccgcca gcaaaaacca
  4018441 ccgacgaggc tttcacgcca gagaattcag caatttgcgc taaattacag gccgagacga
  4018501 tggccgcatt ctcttccagc gcacggaata acgtggcttt attacatttt tcaggatcga
  4018561 gtgagaggtt aataaatgaa ggcgcagcgt gataccaaga tttaaaccgc atcacatcag
  4018621 agaagatagg cataacccca taagcaccgg cgggaaccct ggcggccata tcctccaata
  4018681 aactgtaggt atcaatcccc aatcgctgcg ccagtaattt ttcttcggcg caaaacgcat
  4018741 cacggaacca gcgcattgtc agaccagtaa agaagctgat ggactccgcc tgaaccatac
  4018801 cggggataac atgagggttt attcgggtat tcatattggg atcaataatc ggctgcggta
  4018861 aattaaccac ctgctgccag aaagtaccgc ccaataccgc cgtctggcct gcgtgcacca
  4018921 ctcccaaccc caaacaaccc agttgtacat cgccaccgcc catcaccacc ggcgttccgg
  4018981 ccagcaaacc acattcttgc gcggccttcg ccgtgacatg gcccagcaag gtgcctgtct
  4019041 ctttcactgg cgagagaata tccgcacgta acccggccat ttccagcaag ttcggttgcc
  4019101 agttacgggt gacgagatcc agcatacccg tggtccccgc gttggaggga tcgaccgcca
  4019161 gctccccact gagcatattg gccagccagt cactgatcat ggtcagtgtt cctgcctgac
  4019221 gataaatatc gggccgatag tgcgccaacc acaacaaccg gggcatggca ctcagtgcca
  4019281 gcgtctggcc ggagcattga tagacttcta actcaaatcc attattgtgc agctctttta
  4019341 attcgctgac ttcacggctg gcgcgagcat ccacattggc acaggcccag atcggggttc
  4019401 cactgcgatc atagagtacg atcccttcac gcattgaaca ggcagcgaca gcacggatag
  4019461 cactggccgg taacttagcc aaatgcagtg cctggcggat acactggcac gtgagttgcc
  4019521 aattggtggt taaatcaaac tccatcgacc ccggaacatc gggtaccggc agatgcagcc
  4019581 actccgcctg cccggcggca atctgattac cattaagatc aaatatcacc gcccggacac
  4019641 tgccggtacc ggcatccagc gccatcaagt aatcacctga tggggtagtc gtatcgagtt
  4019701 gactcattgc gcgctcctct tgaataccct gcttatttgg cgtcaccgca gtgtttaccc
  4019761 gtcatatttc aagttgcctg tgggaccgcg cgcagagatc ggagcctaca cacagtctgt
  4019821 gacggtcacg agcactgccc aatctcaaac tggcaagtga aatagccaat cacccaatta
  4019881 aagtaagtta atgattgcac gcgccgtcac ctcatccgtc accaacgcat tcacatacct
  4019941 cccccgcagc gctgcgacaa tcacatccgc tttttctacc ccccctgcga caccaatcac
  4020001 ggttgggatg gtggttaaat cagccaacga aataccaatc aactcctgat gaatctgcat
  4020061 atctggcacc aacgcgccat cggcttggat aaagtaaccg aggatatccc caaccgcgcc
  4020121 tttacggcta aacatcagtt gctcaccttc gctgatatag cccgaacgca aaattgtggc
  4020181 ttctttttgc tgattaaccg aaccgatccc aacgaccgca atatctgccg cgcaggcggc
  4020241 tagcatcaca tctcggacgc tgttttcctg gcgaaacgtg tcggcaacat gggcatttga
  4020301 ggcacgcagc ggggccggaa tgatactgac ctggcaggcc gcatccaact gaccaatccc
  4020361 cgtcatatag gagccgacac cgccggataa cgtgactaaa cggacctgct gtgatgcgat
  4020421 aaagccactc aaatgttgca aggcgcacat ggtggtctca ccgaaaccaa cggccaaaag
  4020481 ttgttgtggc tgtatcagcg ccattaataa atgggcggca ccaataccca accggctact
  4020541 gatactgagg gaggccaaag acggcagaat gcggatatgc ttcaggccaa aatgctgttg
  4020601 cagggtattt tccagttcca gacagccttc atagcgcgaa ttaatctgga cgcggatcac
  4020661 cccagactgc cggcctttct ccaataatcg agagacttta agccgagcca gccccagcaa
  4020721 ctcaccaata tccccttgtg ttaaaccatc gtgataataa aaccacgcaa cgcgagcgag
  4020781 cagttcctct tcactcatgc tattacccgg atatttgtat tcgtcgttgg acgacagggg
  4020841 tttttctttt actgctggtt tttcttttat cattgccgat tgttctctta ttgccgcttt
  4020901 cttgccggtt gatctttctt atctgtttat ctttcttatc tgtttatctt tcttgcctgc
  4020961 ttatcttttt tctcactgtc catcggttcg ccaccgacta aagccactgc gtaatgaatg
  4021021 tttaatctta attgataacc acgctatcag cttaatgatc ataattgaac atattttaat
  4021081 taaaattttt ttattcatta aattgtgatc ttggttacgc cacacatcgg attatatagc
  4021141 tatctttttt gaacactttt aaattaaaaa tatttttgtt cactaaaact tttcaattaa
  4021201 gccaccagga gctactgatg ccgcataccg ttgctacacc gccgcccctg ctccaagtac
  4021261 gtggtatcag taaacaattt tccggcgtag tggtcttgaa aagtatcgac tttactctgc
  4021321 aacccggtca ggtccatgcc ctgttggggg gaaatggcgc gggtaaatcc acgttgatga
  4021381 agatcattgc cgggatactg cccccggata ctggcgtgat tgaaatgaat gggcagccct
  4021441 gtttcaacct caccccggcg aaagcacatc aattaggtat ttatctggta ccacaggaac
  4021501 cgatgctctt cgccaatctg tcggtgcagg aaaatattct gttccgctta cccaagcatc
  4021561 aagccgataa aaagaagatg gcccaattgc tgaaaaactt gggttgccat ttggatttgt
  4021621 cggtcagtgc cggttcactg gaggtggctg atcaacaatt ggtggagatt atgcgcggcc
  4021681 tgatacgtga ctcgcacatt ttgatccttg atgaacccac ggcctcgtta acccctgctg
  4021741 aaacccaccg tttattcagc caaatcagaa tgttattgca gcaaggcgtt ggggtggtgt
  4021801 ttatctccca caaattgcct gaaatacgcc aactggcaga ttgggtcagt gtgatgcgcg
  4021861 atggcggtat tgccttgagt ggagcaaccg ccgatttttc tacagaagac atgattcagg
  4021921 ccatgacccc agaggcccaa aaaggggcat taaccgatag ccagaaatta tggttggaac
  4021981 tgcccggtaa ccgccgcgcc caatcacatg ctcaatcaca acaaccggtg atacacgtgc
  4022041 acgacttgag tggcgaaggt ttcgcgcata tttcctttca tgtgcaagcc ggtgaaatcc
  4022101 ttgggctggc gggtgtcgtt ggtgcgggga gaacagaact ggctgaaaca ctgtatggct
  4022161 tgcggcctgc cagcaccggt aacgtgatac tggaagaggt caatatcacg gcgatgaaaa
  4022221 ccgccaatcg cctggcggcg ggcttagtgt atttgccgga ggatcggcaa gcatccggcc
  4022281 tctatcttga tgcgccatta agctggaatg tctgtgcgct ggcccatgac cgacaaggtt
  4022341 tatggaccca accagcgcag gaggcggccg tgttggagcg ttaccgtcgg gcgctgaaca
  4022401 ttaaattcag ccacctcgaa caaccggtcc gtaccttatc tggcggtaac cagcaaaaac
  4022461 tgctgattgc caaatgtctg gaagccaatc cactcctact gattatcgat gaaccgaccc
  4022521 gtggggtgga tgtctctgcc cgtagcgata tctaccaatt aatccgtagc attgccgagc
  4022581 agcaggtcgc gatcattttt atctcttccg atctggaaga ggtagtacaa atggccgacc
  4022641 gggtattggt gatgcaccaa ggggaaatca atggcgcact gagcggtgcg gcaatgaatg
  4022701 tcgataccat catgcatatg gcgtttggtg agcaccgttc tgcgagtgaa cctcagggcg
  4022761 gcaccgcctc ctcggctgaa aataagggcg catcatgctg aaatttattc agaataatcg
  4022821 tgaaggtacc gcgctactgg ccattctcac cctatttgcc ctattgggga ttattgaccg
  4022881 caactatttc agcttgcaga ccttcaccat gattttcagc agcgcacaga tcctgatcct
  4022941 gctggccatc ggggccaccc tggtgatgtt gacccgcaat atcgacgttt ccgtgggctc
  4023001 catcaccggt ttatgcgcgg tgaccgtcgg tatggcgctg aatgccggtt ttggcctggc
  4023061 ggcatcttgc ttgttcgcct tgttggttgg catggtagcg ggctttttta acggcattct
  4023121 ggtgacctgg ttgcgcattc cggccattgt cgccacgcta ggtacgcttg ggttataccg
  4023181 tggcctgatg ctactgctaa caggcggtaa gtggatcgaa ggattaccgg cggacctgaa
  4023241 aagtttatca acccctattc tgttttctat ctcgcccatt ggctggctaa cgatgttgct
  4023301 gatccttgcg atggcctggc tgttgggcaa aaccgccttt ggccgcagtt tctatgccac
  4023361 gggggataac ttacaagggg cgcgtcagtt gggggtccgt accgacagcc tccgcatttt
  4023421 tgccttttca atgaacggcg tgatggccgc actggctggg atcgtcttcg cttcccaaat
  4023481 tggctttatc cctaaccaaa caggcaacgg gctggaaatg aaggccattg ccgcctgcgt
  4023541 gttgggcggg atcagcctgc ttggtgggac ggggaccatt attggtgcca ttttgggcgc
  4023601 tttcctgctg acacaaatcg atagcgtact ggtgttactg cgcctaccgg cctggtggaa
  4023661 tgactttatt gccggtttgg tgctgctggg ggtgttggta ttcgatggcc gtctgcgttg
  4023721 tgctgttgag cgtaatatcc gccaacagaa atatgcccgc ttcactgccc aagccattat
  4023781 tagtgataaa aaaccaaccg ttagcgataa caacccagca gctagcaata aaaagaaggc
  4023841 ggcattatga atctctaccg acgttatgga tgggaactga ctctggcggc gctgctggtg
  4023901 ctggaaatcc tgctatttgg tttatcgaat tcgcgcatgt tggatatcaa tgtgctgctg
  4023961 ttcagcacca gtgattttat ctgcatcggg atcgtggcgc tgccattgac catggtgatt
  4024021 gtcagtggcg gcatcgatat ttcattcggt tcgactatcg ggttgtgcgc catatttctg
  4024081 ggcattgtat ttcaggcggg cgtgccgatg agtgtggcta tcccactgac agtgctcgtc
  4024141 ggcgcactgt gtgggttaat taatgccgga ttgatcctct ataccggcgt caaccccttg
  4024201 gtcatcacgc tcggcaccct gtatctgttc ggtggcagtg ccctgctgtt atccggcctc
  4024261 tccggtgcga caggctatga agggattggc ggtttcccgg ccgcttttac tgatttcgcc
  4024321 aaccaaaccc tcttcgggct gccaatcccc ctggtgatat ttatgctgtg tgttctgctg
  4024381 ttctggctgc tgatgcaccg tactcacagc ggccgccacg tgttcctgat tggacaaagc
  4024441 agccgagtcg cccgttacag tgccctgccc atcgcccgca ccttatgcat gctgtatgcc
  4024501 atgaccgggg tggcctcagc gatttccgcc attctgctgg tgtcttattt cggctccgca
  4024561 cgctctgatt taggtgcctc attcctgatg ccggcgatca ccgccgtggt attgggaggg
  4024621 gccaatattt acgggggatc cggctccatt cttggaactg ccttggcggt attactggtc
  4024681 gggtacctgc aacaaggtct gcaaatgatt ggtacgccaa accaaatttc cagtgcgctg
  4024741 tctggggcat tgctgattct ggtggtggtt gggcgatcga tcagtctgca caggcatttg
  4024801 atttatgaat ggctacaacg tcgtcgcagt cgaaaggcct ctgcgtgata cctaaaccca
  4024861 acacccaaca cccaacaccc aacaagacag tgattcggag atagcaatga gaacacaaag
  4024921 attaaaaaaa ttagcactgg tttgcgctct tggatttgcc tgtatcacta ccgcacaagc
  4024981 tgcggaacgc atcgcattta tcccgaaact ggtcggggtc ggtttcttca ccagtggcgg
  4025041 taaaggtgcc gtcgatgcag gtaaagcatt gggggtggat gtcacctatg acggcccgac
  4025101 cgaaccgagc gtttccggcc aggtccaatt gatcaataac tttgttaatc agggctataa
  4025161 cgccatcgtg gtgtctgcgg tatcaccgga tggcctgtgc ccagccttga agcgcgccat
  4025221 gcaacggggc gtcaaaatcc taacctggga ctccgatacc aaaccagagt gtcgttcggt
  4025281 gtatatcaac caaggtacgc caaatcaatt gggatcaatg ttggtggata tggccgccaa
  4025341 tcaggtgaaa aaagagcaag ccaaagtggc gttcttctat tccagcccga cggtgaccga
  4025401 tcagaaccag tgggtcaatg aggcgaagaa aaagattcaa caagagcatc ccggctggga
  4025461 aatcgtcacc acccagtttg gttataacga tgccacaaaa tccctgcaaa ccgccgaggg
  4025521 tattttaaaa gcctatgccg atttggatgc gattattgct ccggacgcta acgccctacc
  4025581 tgcggccgca caagccgccg aaaacctgaa gcgcgctaat gttgccatcg tcggcttcag
  4025641 taccccgaac gtgatgcgcc cctatgtcga gcgtggcacg gtcaaagagt tcggcctctg
  4025701 ggatgtggtg aatcaaggca aaatctcagt gtatgtcgcc aatgagatgc tgaaaaaagg
  4025761 cgatctgaat gtaggggata agattgatat cccgaatatt ggtgtggttg aggtctcccc
  4025821 taaccgtgtg cagggctacg actatgaggc gaaaggcaac ggtatcgttt tactgccaca
  4025881 gcgcgtcatc ttcaccaaag aaaatatcag taaatacgac ttttaatctt agcggcccgc
  4025941 ccccgtggtg ggtctgaaca gaacgaatgg agtaattaaa gatggctgat ttagacgata
  4026001 tcaaagacgg taaagatttc ggtattggca tcccacagca gaaccccgcg tttacgctga
  4026061 aaggttcagg ttcactcgat tggggaatgc aatcccgcct ggcgcggatt tttaacccga
  4026121 aaaccaatcg cacggtgatg ctggcctttg accatggcta ttttcagggg ccgaccaccg
  4026181 ggctggagcg aattgatatc aatatcgccc cgctgtttga gtatgccgat gtcttaatgt
  4026241 gtacccgcgg tattttgcgt agcgtcgttc cagcggcggc caaccgcccg gtggtactgc
  4026301 gcgcctccgg tgctaactca attctgacct atttatccaa tgaagcggtc gccgtagcga
  4026361 tggaagatgc tgtacggctc aatgcctgcg cggtcgccgc acaggtgtat atcggtacgg
  4026421 aacatgaaca tcaatcgatt aaaaatatta tccaattgat cgatcaaggg atgcgctatg
  4026481 gcatgccaac catggcggtg acgggcgtgg gtaaagatat ggtgcgagat caacgttact
  4026541 tctcgctagc cagccgaatc gcggcagaaa tgggcgcgca ggtgatcaaa acgtattatg
  4026601 tcgatagcgg gtttgagcgc attgccgccg gttgcccggt accgattgtg attgcaggtg
  4026661 ggaaaaagtt gccggaacgt gatgcgctgg aaatgtgcta tcaagcgatt gatcaagggg
  4026721 catcaggcgt ggatatgggg cgcaatattt ttcagtcaga tgcgccgatc gccatgctga
  4026781 aagcggtaca tgccattgtg cataaaaatg agaatgccgc tgcggcttac caactgttcc
  4026841 tccatgaaca aaattgagta gaactggcgg ccatccgtga ttttacctac cgctaatggc
  4026901 cccatgacaa ggagaaaagt atgcacgtta ctctcgtcga aattaatgta aaagaggaca
  4026961 aagttgatca gttcattgag gtttttcgcg ccaatcacct tgggtctatc cgcgaagcgg
  4027021 ggaatttacg ttttgatgtg ttaagggacg agcatatccc gacgcgcttt tatatttacg
  4027081 aagcctatac cgatgaagct gcggtcgcca ttcataagac aacaccgcat tacttacagt
  4027141 gtgtcgaaca gttggcacca ttaattacgg ggccacgcaa aaaaacggta tttatcggcc
  4027201 taatgcctta gcttgattcc ttggcttaat gctttagtca atgcggaccg cgataccaat
  4027261 gtgtcgcggc ccggttaaaa tagcgccctt tacggaaggt gttgaacaga tattcaccct
  4027321 gccaatcaga tctactgacc aagatgcatc gcccaggggc tgataatcat gcttctatcg
  4027381 gcctctcttt taattctctg ccattcaccc gcgttatcag ataaccccta taccgcaaaa
  4027441 tgaaatctgt aagctattct tacggtctca cgccatattg gctgtgacca ccatataaaa
  4027501 caggagtttc tatggataac attcatcgcc tattcttagc actggctttt tctgccccgt
  4027561 tggtgaccgg tgctgctcac gccaacagtt tattggattc ggtaaaaagc accgcggagc
  4027621 aatacggtaa atcagccggt agctcatcgt cactgccgtc gatgtcatca ctgacgaact
  4027681 tactcaatgg cggagataaa gcgttaagtg caggcaccat gaacaatgcc accggtattt
  4027741 tgcaatattg cgtacagaat aatgtgttat caagcgatgg caccacggcg attaaagacc
  4027801 aactgatgag caaactgggt atcagtggta cagaagcggc gaaaagtacg gattatgaag
  4027861 agggcttggg cgggttgctg aaaaccagtg aaggcaaaag cgtaaacctg aatgacctcg
  4027921 gtaccgggca aatcacagaa aaaatcaaaa ccaaagcctg cgatttagtg cttaagcaag
  4027981 gaaagtcatt cttattgaag taatccgata agggtcactg ggtgccacct cagacgcggc
  4028041 acccgtcatg ttgaaatgaa agaatcacag ttcgagctcg tgtttcagca gcatttctac
  4028101 ttgctgggcc gtcccagcgc taaccagcgc atcgcggaac ccctcgtgca tgatccgacg
  4028161 cgccagtttg gaaaaaatac gcatatgctg gtcacccgaa gcctgtttgt tcagggttaa
  4028221 catcatcaca aacagtgcgt cttcctctcc ccaattcacc ggttttgcca acttggccac
  4028281 gctgatcgtc gactgctcaa tatgctcaga ttgagcatgc ggaatggcaa acccaaagcc
  4028341 caatccagtg gaaaaaaggg cttctcgcgc ccacacatcc gcagccagtt tgcgcggata
  4028401 ccggcaacgt ccagccagca gcaggttatc caccatccct ttgatcacct cttctttgct
  4028461 acgccagtct gcgccgagag taatacattc aggaataatc agtggttcat cacgttgttc
  4028521 cccgtcgtac tgcaccagca gatattctac ttcccgtgat gtgcggcaag ccatcacccg
  4028581 gttgagcagc aggcggcact cgccgcgatc aagtttggca aggcgagctt tagtcgcgcc
  4028641 aataaaagag gcactcatgc tgatctcatc tagccccatc gctaccaaca gaggtaatac
  4028701 cgagtctttt gccgccagtt caccacataa gccaatccac ttaccgtggc gatgtacctc
  4028761 gcacaccgcg taatcgagag cgcgtaggag tgccgggggc aagcagtgat agtgctcact
  4028821 caccttggca ttatcgcgat caacagccag caggtactgt gtcaggtcgt tactgccaat
  4028881 actcaaaaaa tccatttcct cacagcattg atcgatgatg aacatcactg aaggcacttc
  4028941 cagcatcata cccaagggga cagtttcgtc gaactgaaga tgactgatac gcagagattg
  4029001 tttcacctct gccagttgat ctttcaccca caggatctcc tccattgagg agatcatcgg
  4029061 gatcatgatt ttgagcgggc catgcattga cgcccgcagg atcgcccgca attgagtatg
  4029121 aaatagcgac agaaactcgt gataaatacg caccgcgcgg tagcccagaa acgggttgct
  4029181 ctccgcagga atattcagat aactcaccgg tttatcaccg ccaatatcga tggtgcgaat
  4029241 aataatcggt ttgcccttgg cagcgccaag tgcctgagcg tagagggtat aaagctcctc
  4029301 ttctgaaggc gcggctgcac gatccatata caatatttca gtacgaaaca agccaatgga
  4029361 ttcggcacct tgattgaaag ccccctccac ctctaccgca tgggtgatgt tagccgccac
  4029421 caccattctg acaccatcaa gagtacgccc aggcatattc tggtatcggc tctgctgctc
  4029481 acgcagttgg tcgtgtagcc actgctcctg ccgatagtaa cggcgtaccg gttcatccag
  4029541 aagacagacc accagcccga gctcaccatc aatctgcagc gattgattaa tatacggctg
  4029601 gagtgccgca gcatcgacac ccacgagcgt cggaatattg aatgaacgcg ccagaatcac
  4029661 cgtatgtgaa gtactgccac cacggcccaa tagcaacccc tttagataac gtttatccag
  4029721 cgccaggaat tggctcgggg ttaactcatc ggcaatgcag agactgtctt cgctcaatgc
  4029781 ttgctgggag ggaaaacgtt gctcaccata aatctgctgt aacaattgaa aactgacgtc
  4029841 tcgaatatcc aactcacgtt cacgtagata agtgttagca gcaagcgcca actgctggct
  4029901 gaaataggcc gcagtagcga cgatggctgt cgcacagctt tcacctgcta ctatgtgact
  4029961 caatagccgt tgacgaaatg tgccatcacg caacagcgag cggtgtactt cccgtatcgc
  4030021 tcgcgtcgtg ctgttatttt ctgtcgtact gttattttct gtcgtactgc tattggctgc
  4030081 cgtactgcta ttggcgacta ataagctctc ccacgcttta cctagctgcg ccaccccatc
  4030141 ggcaagcatc tgctgctccc tctcgatacc ttgcgccacg ggtaaatcac ccaatgcatt
  4030201 gagatcggct cttatcagag acagcaactt cccgcaggcg gtacctggac tgactgaacg
  4030261 ggcgcgtaac agggtggggt gcaagtgggc taacgaggcg gggagcggct cccattctgc
  4030321 actctcctcc ctcttcggca agatggggtc agcgtgtgga agctcgtgct caataaaaat
  4030381 actcaggcgt tcaaaagcaa cctgctcatc ttcgccttca atggtgacct gacattcatc
  4030441 ccctaacagg atattggccg cgatcagcga aagtacgctc ttgccatctc ccacgatgcc
  4030501 agaacgcgga ttataccagt ggaaacgcga ttggaagcgg ttgcataccc tttctatatg
  4030561 gctcgcaggt cgggcatgaa cgccattaag aagcccgcag ataaatgtca cttgcttggt
  4030621 cattgggctt tcctcccctc gctggctggc aaccagaata aaagcagcta tcccctcgcg
  4030681 gctatgagat aaaaatgtca aatactggac aaatgtaatc acaagcgata attgggatat
  4030741 tgctcacaaa gtgttcatgt aatgatttga actcactcat tgccgggaag ttgagatggc
  4030801 tctcattttt ctgatgacat tacaaaaatc cagtaaatgg caattttgtc ccctgttagc
  4030861 gccgtgggga cttgcctatt gtggtatcca acagcatcaa aaacatttcg cgatttcaat
  4030921 attaagggga ataagccctg acgcctgcgg aactcatcgc acacggatga acgctatgga
  4030981 gtgaatgatg aaagagctga taaatatact taaaaatacg cgccaacatc tgatgacggg
  4031041 cgtttcatat atgatccctt ttgtggttgc tggcggtatt ttgctagcac tttctgtgat
  4031101 gctttacggt aaaggtgcgg tgccagaggt tgccagtgac cctaatttga aaaagctatt
  4031161 cgatattggt gtcgtgggct tgacgttgat ggtgccattt ttggcagcct atatcggtta
  4031221 cgccattgcg gatcgtgcgg cgctcgcccc ggcggctatc ggtgcttggg taggggcttc
  4031281 tttcggggct ggtttttttg gtgccattat cgcgggcttg ctgggcggta ttatcgtttt
  4031341 ctatctgaag aagatctccg tgccaaagac gctgcgttcg gtgatgccga tcttcgtgat
  4031401 cccgatcgtc ggtacccttc tcaccgctgg gatcatgatg tggggcttgg gtgaacccat
  4031461 cggcatcctg acagccaacc tcacgcaatg gctacagggt atgcagcaag gaagcgttat
  4031521 attactggca attattatgg gcctgatgct ggcgtttgac atgggcgggc cggtcaacaa
  4031581 ggtggcttat gcctttatgt tgatctgtgt ggcgcagggt gtttatacct tggtggccgt
  4031641 cgccgccgtc gccattgcaa ccccgccgtt gggcatgggc cttgccacgc tgattggccg
  4031701 taaatattac tcggtggaag aacgtgaagc aggtaaggcc gcgatgctga tgggctgcgt
  4031761 tggcattact gagggggcca tcccgtttgc cgccgccgat ccactgcgtg tcattcctgc
  4031821 caatatgatc ggttccgcct gcgccgccgt aactgccgtg ttgttcggtg tccagtgcta
  4031881 tgccgcttgg ggagggttga tcgtgctacc ggtggtcgac ggtaaactgg gctttgtggt
  4031941 ggccttgtta gtcggcatgg tcgttaccgc gttgatagcc aatctattaa agcgtttcac
  4032001 cgcccaaaag cagccgggaa ggtcatcagc agagggcgat gtgaacatgg atttcgatat
  4032061 taaaaattag cggtacaccc gatgagcgtt atttatttta aggtcaacga cattttaagg
  4032121 tcaacaaccg gtaagtgatt cgggcgagtg agcgcagcta acacccctgt ggcttcacgt
  4032181 taaccagaag ggggccccca aagtcattgg agtcacaggt aggcagcaag agagcgacaa
  4032241 atcggtaagg aaccgatttg aacagcattt aatgctagcc cgcagggtga gcctcaagga
  4032301 tgaggctcat tagtcccgat gagcttactc aggtaagtga ttcgggcgag tgagcgcagc
  4032361 taacacccct gtggattcaa gtacgaaggg gggattggga ggaaaacacc atgaccaaca
  4032421 tcattgctat caccgcttgc ccatctggcg ttgcccacac ttacatggct gccgaggcgc
  4032481 tcgaacgggc ggctagagca aaaggctggg agtgcaaagt cgaaacacag gggtctatcg
  4032541 gggtggaaaa taaactgacc gcggaagacg tggctgcggc ggatatggtg attctgacca
  4032601 aagacattgg catcctgttt gaagagcgtt ttgctggcaa agtcatcgtg cggattgctg
  4032661 tcagcgacgc agtaaaacgt gctgatgcca ttatggacaa gattgccgcc tatttggaaa
  4032721 aaaacaccta atccctgcgc tgccagcgat atcaacaccg ttgaggccgc aaaaaaatca
  4032781 ggcctgtttg gagacgaaac aggtgatcaa atcaggaggg ggcatgacaa ttaagctggt
  4032841 cgcggtaacg gcctgtgtca gtggcgtcgc acatacctac atggtcgcgg agcggttaga
  4032901 caaactgtgc ttacagctta aatggcaact aaaagttgag acacaaggtg cattgggtgt
  4032961 tgagtactct ctcactgaag acgatatttt gcaggcagat gcggtgatat tgataaacga
  4033021 cgttgcgatt aaagagcaag agcgctttca gaattgccgt tgtgttcagg ccgatataca
  4033081 aactttttta tgtcatcctg agaaaatcct cgcggcaacc aaaaaagtca tttcttcccc
  4033141 caaaaccgtc agcattgtca ttaaataaca tctctttcca tcatattact gcgatattgt
  4033201 tggcgatatt ctgatggtgt caactcagtc tctttacgga ataacctaca aaaatagttg
  4033261 ctatcaataa acccacagac atttgcaact tccttgattt tcatttcata gaacttaagc
  4033321 aatattttag cattttccaa tcgggcactg ttgaccgact cattaaatcc aatattccct
  4033381 gcgttgcgaa ataaatgcga caggtagtta ggtgaaatat gaaaaacgtg cgcaaccgat
  4033441 tcccgtgtca atggttcact ataatttctc tcaatatatt ctcttatcga ttcaaatagc
  4033501 gtttggctgc gagatggcgt ttttacctga ttcctaagca aatcgataca gtggctaatt
  4033561 aggcttctaa caataagttg aacagtggtt tgctctcgtt gcattaacga catttcgttt
  4033621 aaagcctgta aaatataggc cccaacccgt ggccctcgcc gtaatacact ctccatttct
  4033681 ttgtgaacaa cactttcccc atcccaactt agcaggctaa aacctaagct ctgcttgcca
  4033741 aataaaatac ttaacgttat taccggttgt tcccattggg gaatattcca gcccccagag
  4033801 ggaataaata aaatatcacc acggtgcatg atgtattcat ctttatggtg aaaatcatca
  4033861 taaagccgat cccatatcat ggcttgtgaa ccctcgataa ttaactccat acgaggaaaa
  4033921 ttaacctgct gtgccagcaa tggtgcggcg cgtaggcttt tagcaaaata gacatggtga
  4033981 atactattcg gctctgatac cagagccgtc agttgactga taagtttaat cgtcatttta
  4034041 gttataatag gggtatctta attcaatctc tggagcgcct tgcaacgttc tccctgagcg
  4034101 agccataaga tagcccacag tttcttctgg agtgagttca atgtggagca tattttcatc
  4034161 ctgaaaccaa tagttaggcc agaatataag atctgaagca tcgccatcag gaaaattctt
  4034221 atccaaaaga tcgaccgcat aatgtatatc gggttcggta ccttcagctt gtgcgataac
  4034281 attgaccagt tcaattgact caatatattg gaaatcttcg atatatttag cttttctctg
  4034341 ggctgaaata ataaagtcat ctttgctggt ataggcgtga aaatccctaa actcatggaa
  4034401 atcatgttct cggcaggcaa tttcattcca ttgtaaaatg agctctcgta cccgatcgtt
  4034461 ttcttgatca ccattatcct caagtgtact ggatatctcg tcgagtaact taagcagtct
  4034521 ctgtgtccga tttttagtgg ctttgcctgg tgttaaacgc tcaggaatcg gcatgttttc
  4034581 tccttaaaaa gattttatcc gacacgttat cctctgtcgg gatctaccat caagcgcatg
  4034641 ttacgccgaa aagaagacaa agatcacccc ttctctactg caactgttat atccagcaca
  4034701 tattgctaca attaattaac attcgttcat caatatcata atatagacgc gatgatagtc
  4034761 ggtaagcgca ttggtaatag tcagtaagct cattggtaat agaaagcgat gtacttcctc
  4034821 tgcgattaga atacctaagc atggcttaat ccaatcaata atcgtgcggc ctgcacgggt
  4034881 aatattacaa ttgataccct tactggctat tttttaataa caaaaaaacg aatttcacat
  4034941 tattcctacg taggtaaata atgattttac acgatcaata caagaattat cttattataa
  4035001 aaggagccat tcgtcgtcat aaatgacaaa tttccctaaa aataaaacca ggcgcggcat
  4035061 ttgatatacc ctataaaatc atgtagttag ttaagttata taaatgaatc aatgaaaata
  4035121 gaataaaaca tcatttgcga tctattttac ttgagattat tatgcggcac tttactgcct
  4035181 tgtgattatt atgtggatat cgtctatctc cataacacct attgtgaatg aaaataggaa
  4035241 catataggca aattatatta cctataggat gaaaggttta tggcagataa cgcctcacaa
  4035301 aataaatcgc tacatagagt ggccttcaaa ggcgaaggtg gcgagtattt ctctatctgg
  4035361 ttagttaatt tattactaac gataattaca ctgggtgttt attctgcctg ggctaccgta
  4035421 cgtcgtcgcc gttactttta tggcaatact gagctaaacg gtgatcgttt tgattatcac
  4035481 gcagagccaa tcgagatcct taaagggctc ttgatggtta ttggtggtgt gattttattc
  4035541 tatatattat tagcaattgc cccaacactt ggccttttgg ttgcactggt gttgctggca
  4035601 ttgattccat ggattattat ccgtagctgg cgctacaatg ccattatgac cagctatcgt
  4035661 ggtgttcgtt ttaattatca ctgccagact ggacaggctt attgggcgtt actgttttgc
  4035721 ccactgctgt taattctggg gctctatgcc gttataatcg tcatggcgat gtttctaggt
  4035781 tctgttgcca gcaccccttc tacggctata acactcattg ttgtttctgc gattcttctg
  4035841 gtcccgctgc tggcagtgat caatggcatt gtgagcacgt tgcaacacag cctgtacgtt
  4035901 aataacctct attttggtaa ttcatctttt attagtacgt taaaaaaatc agcatttatt
  4035961 aaaatcgcct ttttcagtgt gttgattttt atccccttct tttttgttgc tatgatgttc
  4036021 gcaggtgcgt tttttgccga tctgttccaa tctgccctga atggttccat cgccaacgaa
  4036081 aataagacag ctatgctgat aattcagaat gccagcaacc tgctattcat gatgctgatg
  4036141 ttgctactcg gcaccatggt ttccagcagc taccgcatcg ttgcccaacg taattacctg
  4036201 tttagtcaaa caacattaca aggtgacatc aagctacgtt cttccatgaa actcctgtct
  4036261 tatatgggcc tgttaatgac caacagcctg atcactgtgt gctcattggg gcttgccaca
  4036321 ccaattgcag aagtacgcca tgcacgctat atggctaatg caactgagat tgaaggtgac
  4036381 ttgtctttac tgaatatcca cgctcatcag gacacagcga atagcgccct cgccgaagaa
  4036441 gcagtacaag cactcgatct gggcactggc ttttgagtaa cgatcagtga tcgtcgaagg
  4036501 atattatcag taccctggcc gggccgcccg cgaggcggcc cgactactgc tgaatgaaat
  4036561 aggcgataac gtgacgttgc tacgtgatgg agaacagcac tatttctccc tgtcgcagct
  4036621 caacgtttcg tcttcattag gttctatccc actgaacctg acatttcccg atggcggtcg
  4036681 ctttgttccc tccgatgacg ctttgttccg taagtggcta taccaacagc gctcacctgg
  4036741 ggtggtgcat cgcttagagc gtcataaaag cggtgtcttg ttgacgttgc tcatcactcc
  4036801 attacttatc ttggcttaca tctattggct acttccttgg gccagcagtg aaattgcgct
  4036861 gcgtatccca accactgctg aacagaaact gggggagcac tcccttgaat ggctacagca
  4036921 aagtggattt aaaccttcag cgttgcccgc agaacgacaa gaagcgatcc aacaactctt
  4036981 tttgcaggta atgcccccgc aaatgcggca ggaacgcaca ccgctcaaac tggtattgat
  4037041 gaccgcgccg acgacagcca atgcctttat gttacctgat ggcacaatgg tgatcagcga
  4037101 cgatttgatc aagctgacga ccagtgatga tgccctggct gcggtgatgt tgcatgagat
  4037161 ggggcaccat gcccaccgcc actcgatgca gatggtggta cgttcatcat tagtcgcctt
  4037221 gacctttatg tggatgaccg gggacgtcaa tggcattggc gatacgctgt tgcaatcggc
  4037281 cgcctttatt catgagatgc aattttcccg cacaatagag agcgaggcag attcttgggc
  4037341 gatagccgaa atgcagcgcg aaaagcgttc gttgttagcc atggaagata tttaccatgc
  4037401 gttgcaacaa accaccacgc cagaggaggc cgaaactcgg gctggtatac ccgagtggct
  4037461 gagttcccat cctgatatgc cagccaggtt agacgtcata cgcgccgcaa gagagaagat
  4037521 ggcgcaggaa taattaggac gatgctcttc ccctcgctct ggcaggggaa gaaacaggct
  4037581 ggcggtaaaa gccacttggc aaccaccacc ggtatcgccc ctgatatcac cacagcttcg
  4037641 ctgagaccgg atgataaaaa actataagcc cataaacctt aaagagaaat gtgaccgacc
  4037701 cattcagtaa gcgccatttc gaccacgtcc cgtggtaaat actcctgctc aagacgcccc
  4037761 cgcggttgtg acaataagta tcggtaaaag tctgcttcgt ggtgatgaag cccttcggga
  4037821 accgcctgtt gagcgttgac cggctctgcg accgctgagc ctgatgcgta gtgttcaaat
  4037881 aacaagcggc ccatcaaaag tgcggtaatc gctggctgga acgctcttgc ccgcgccaac
  4037941 atcaatagcc cccaagtatc catatccccc caataaccta tcgacttgct ctttaaatta
  4038001 ggagaaatca gccactgcaa gtccagacct gagcccagaa tggcaatggt gtcaggcaat
  4038061 tgcggtaact ggtgaataca gtgttcattt tctacgataa gaatgcgtga gcatggtaaa
  4038121 tctacgctcg tcagttctgt tgttgtgacc ttactcatgt tgaaggggag tatgccggga
  4038181 gccaacggag tgaccaatac ccagtggctg ctttcttcga aggcatcgag aaaggttgcc
  4038241 agaccctgcc cagaggcctc cccctcaaaa cgctcatcaa gtagttttgt cagcaacgaa
  4038301 tagtttcttt cgaagaactt cgtgtctact ccagactcgg acagcaggcg taaaggtcgc
  4038361 ccctgagcac agccgggggg caatttgcag gcaagattag ccgcggtaat cacctcatgt
  4038421 ggatctttat gcagccaaag cgcccgttgg ttaatcagca aggcatgaaa ggatttatca
  4038481 acctgcgcta ccagttgctc aagatgttga aattcctgac tgacttgccg gttcgatgct
  4038541 gcattgatcc actcagaggg ggggcgcaaa caccatcgaa cgggaattga aacaggcgtg
  4038601 aggctggcac ggtagctaac ggattcccat tcaacaagac cgatactgac ctgacgccag
  4038661 acctcgacat ggcgctgcac tgcctgcgta tttgcagtaa aaatctttgc cgacggctta
  4038721 cctattggca gttgcaaagg ccagcagccg ggtgtgagta agcgctcaga cctcacctta
  4038781 gactgatgcc actgtctggc caattgcctg ccaatatcaa tgggtgattt catattgctc
  4038841 tgttgcgctg ctgatgatgt tcatttagat cttcccaact taatgagacc agactggaat
  4038901 ccggcccacg ccgatgaaca acgatcgccg agcgtgtgtg atgacgcaac agacgcatct
  4038961 ccttattggg cgtgatgaag accgcatgca gaccaaattc cctcagggca gcgataatcc
  4039021 gcccggcgac aacatgagag ctacgcgaga atgcctcatc cagaataata gtaccgaaca
  4039081 acggcttggt gcgaccatca gggcacagcg catagcttag ggatgcggtc agtacataag
  4039141 acgcgatgat ttctttttct ccaccactac cgccttgtga accggtacga gtctcaatga
  4039201 cgctcccggt ttcccgctca atcaccgaaa cggcgaattc aaggcggaaa cgggggtcca
  4039261 gcaacgctct ggccccttgg gtgcggttgc gctcgcaggc atctttcagt aatccgacca
  4039321 acgcttgcag cgccttatat tggctctcgc catcatcatc gacgaaacga gccgagttaa
  4039381 gctggcgttg cgcgcgcagt aacgtgcgca tactgtcatg caccaccggt ttggcgatca
  4039441 aacacaggta gcgcccagac tgaaaatcga ctcggcgcat ggtgtcatta agtgcttcca
  4039501 gacgctcctc gatcaacgca acttcatggt cgatatgact gagtaactgc gtcaccccat
  4039561 catcagagga acggttcaga tattcttgga aacgcttaag tttttcggga agcgcctctt
  4039621 cggtcaaggt ctgtaggcgc gccagatagt tgggaatatc gtctaattcc cgccccactt
  4039681 ccgaaagcgc gccagtatcc tcttttttag cgtcggacat ccgcttgata agctcttccc
  4039741 gtaaccgttg taatcggtca ttgacctcat tgagtcggcc ttgcaattgg cgtgcatgct
  4039801 cacgttcaat gtcctgaatg tcgtccagtt gttcgggggc cacctgagga aaatgcgctg
  4039861 cgcctaacgc ttgtagtgca ccggtcatgc cttgttttgc gatgttatgg actttacggc
  4039921 tgagcattgc tgcacgttcg agatccttct tcaaaccagc acaggcagtc acttcttgtt
  4039981 gatattgcct ttcaagctct ttttgccgtg cttcagcctc atccagtgcg gccttagcaa
  4040041 tagcgatatc ggactgcgga tgggtcagcc tatccagacg agcctgtaat tcttccagtt
  4040101 ggcgctgcgc agtgggtagg tcaatactct cgaagttcaa cgcctgaata tgtgctaacg
  4040161 cattggcttg ttcctgcaat ttaatgtacg ccccctgctg gcgcatttgc tttatcatgt
  4040221 aaaagtcctc tctgctcagc atgttgatgt cctttctggt gtgagaacct caaggaaaca
  4040281 acatgttggg tggagcggac aatactaatg gtgaattacc gtcttatatc actggcgcta
  4040341 acagtattcg attaaaccat tctgtaccgc atagcgttga cagtaccgac aaaacttcgc
  4040401 gcagcctgat ggccctgacc ggcatcactg acagcggaga cgtgcccacg tcgcgtttac
  4040461 tggcttattg cagtcgctga cactggtaag aaccacccgc acggcggaag gaactgccca
  4040521 cgcaggcgcc caacacccga gtcacaggga agccgcataa ggccacgcgg atgcccgccg
  4040581 gaaaacaggc gagattctcg ttttcagagt agtaaaggct gggggatcat ctggtcctcg
  4040641 gcagcgaaac ttcagatgct aactacttca tcggggtcga aatgttaact gaagacacgg
  4040701 cagaggccaa aggctggctg tccagcggtc agctgcggga ggacgtcttt accctgctgc
  4040761 gtgtttatct ggggtgtgat tacgatgcca gcctgacact gacaatcccg atgaatctcg
  4040821 caccgctgcc acgtatgggc gaccccttgc tgatggcggg gtataacgtg atgctgggac
  4040881 tgcgtgaaga taatctggat gaaaggccgg agaaagtgac gatgaagttg gggcggatta
  4040941 gggataagag taaacttcag aagcactaaa aaaataacca actgatttta tttaatcaag
  4041001 agatattaag gaataccgaa tactaaatag cattctagaa tgtgaaagta agttcattct
  4041061 ataaaaaaga gacaacctaa gaggttcaaa ctaatttatc gaatttgatc gatacattga
  4041121 aatataaaaa accttaaaga tacatcaccc aatatctata tatgcttcca attgtataaa
  4041181 tcaatttcaa cacattaata acaaccataa atactgctta caaaaccaca aatagaagtt
  4041241 tattaaaaaa ggctattctt tcaatttaac atagcctttt ttcagcataa aaatatctta
  4041301 aaataaataa atttatattc taaaaaaatt atttagatca gcctcattaa ctattgttgc
  4041361 attcaaatca ataatgtcat tttttttcat atttattaac acatcacaaa ttacagcaaa
  4041421 taacccacat gtatccgcac aaacttctat ttttggtttt gagagaaatt tagtagattg
  4041481 atgcgctcca atatgggaat attttacagc cgacttgaat tcatcaagat ttagtgagtt
  4041541 tgtaaatgta gagtaactaa tatccagcct ctcggctatt ttcgtaagta atttggggtt
  4041601 tttctttact aaaaaaatta tatgtataat attccctaag agtttatctt tcatttcctt
  4041661 attagtttcg ggtgtgaaaa ttttagtttt gaacgtcgga aataaaaacc tatgtgttct
  4041721 aaatagctta tcttgcgata tttcaaaaac agaacggatt gagcaggcaa taagaggtag
  4041781 aaatccatct ctttctctta atgagtacaa tttatctata gcatagataa tagacgatac
  4041841 tgttccagta ttaacggtat agccagatgc agattgtatt gtaaacaatg acttttcttc
  4041901 tttacttcct gatatattgg aaatcttctt ctcaaaacaa agaaaaacat cagctgaaac
  4041961 aagaccagtc acactatctt catatcgaaa aaccactcgt aactcacacg gttcttctat
  4042021 tgcttctaat attcggctat tagtgacact accctcaata cttgttacga cgtcattttt
  4042081 gtttatatca ttcccactac tatcctttac ggcataaata tattcattca aatcaatttg
  4042141 ttcagatgga atatgaaatt ttattgtttt tttcctatca atggatattg atgcaggctt
  4042201 gtttcttatg ctagtaacat cttcagttgg gtatgactta ccagttaatg aagagggtgt
  4042261 gcccaccttc aattcatttt ttagatcaga acctttagtc tgaatagttt catttaattt
  4042321 cttaaggcta ttaactaaat ttttagtaat actattgtct acaaagtaag ttctatctga
  4042381 gttaaattca atatttttgt tttgactttg aattgacaca tagcctatca tttgaggcag
  4042441 agaagctcct gagctttttt tacgaagtaa atccggatca aatataatcg tattattgaa
  4042501 aagattatta ttaatataca ctaaaggata aagcgcattg tcatgcaatc ttttataaag
  4042561 attagatata gacttcgtat tttttccttt atcaaaaagg aaaataatta attcgatgtt
  4042621 aatactataa tcagtacgat ctatagggaa aggtgtttta tttatccccc ttatgaaaaa
  4042681 actcaatctc ttctttagaa gaattgtatt tcacataaaa aagttgactc tgttcacact
  4042741 caaaaagaaa tgacttcaat ttacttgttg atattatctt atctttattt tcaatcttaa
  4042801 ttttaacatt aaaggattca tccaacattg atgctgctaa tttccgcgca atcttttcat
  4042861 cggataagtc agatagtaac tcatccatat cttgttgatt agtaaatatt ctaatctcag
  4042921 ttccattctt attgctagaa tctgttgtta taggaatctt aattccagaa acgtcatctt
  4042981 tatatattaa atctgatttt tttacagaaa aaacactaca tataccattt tgacatgttt
  4043041 tccattcaac tttatcacca aacttaaagg ctgataaaaa acccagtcct tttgaacctt
  4043101 gaacaattct ctttattcca ttctgactta cttcgcaacc atatttttta gtgctttttg
  4043161 atatatgaaa taaagaatga atttcgtcta ccgacatacc gtttccgtaa tcggaaatta
  4043221 ttatctttaa ctctgatgga attactgtaa tggtaacatc tggagagaat gcgtcatacg
  4043281 aattcttcac caattcattc aaagcaaaga gtgatgaagg tattttttga gatagttcct
  4043341 caattatctt cccaccaaat ttcaatgacg tagacaccat atataaaaac tccctctcaa
  4043401 aaaattaaat aacgttattc aaaatagcat tacttcctca ttataagaat caattcttta
  4043461 tccatcgtat tagcaatgct atttttcatc gccattctct tggataatat ttccctttct
  4043521 atttgatgaa taaaaacaca acctttatat tctagaatct ctctcattat tctgtctaat
  4043581 gggacttcaa tgttggaaat tcttctgtta ccgagtgtcc atatcatata cgcatttttc
  4043641 cgcagatata acaacgcatt atccaaggca agatctagat caaaaataaa tgtaattaac
  4043701 ttcttaacat tttcagagtt aacttttgaa atttctttta cagtatttag caaagtagga
  4043761 gacttatatt tcaagagttc cattttttca ttggctccct taagggagcc accaaggctg
  4043821 ctagaatcaa ttttgttttg agtttcaagc aaacctttaa ttttcaaatt atctatatct
  4043881 ttttcatcaa tccattttaa ggataaataa gaaaattgcc cataagtgac ggtagtatta
  4043941 ttatctccgt atggtggaga acttaccaga agatcacatt ggatattttt tttcatcttc
  4044001 ttagaagtgt cagcatgtat tattttaatt ttactcttac tcttagaaat agatcttttt
  4044061 aaactgccca tttcagtaag tatgttcttc tgctcacata acgcaactat acttttttca
  4044121 atgttttttg taaaaacttc taatgtatta ggtatattct cgatttgatt gaacgattta
  4044181 atatgaagtt taaacgttga acttcttgaa ttacaaacgg tacgaacagt attactcatg
  4044241 cacaaccaaa aaaccttcct agcccactta gaactttcgt cctgaatagc cctatatatc
  4044301 ttacttaaat ctaactggac ttctttagta aaccatttat caatattttt tatttgaaca
  4044361 gctatgtcta ctcgtaaatc agcacgtatt ttatccaata gaaaaatgaa tttttcttta
  4044421 aaagaatcaa tatacaatgg gccacttttt acttcacatg ctaaaattga aagaggattg
  4044481 atatccatcc cgacaaaatc aagccctcgg cgcatagctt caccaagagt agtccctgaa
  4044541 ccgacaaagg gatctattat acttgttacg tttgaatcta tttctaatac agcatctata
  4044601 agttcccctt gcatagctgg aaccatcatt gctggatatt gaatcaaagc atgacagtat
  4044661 tgtctttttg ctcgcccctt aaatgaccaa taagctttgt cacctttcga atttgaaatt
  4044721 accttattca agagcatatt gtctttgtct atgtcgttca tttatggctt tctctatttt
  4044781 cccttgaacg aaactctagc agatgcgaga acttcatacc agcccccttg acctgctccc
  4044841 cgttgattaa cactccccga tgttagtaat gtcttcataa accacatgag gacatcccca
  4044901 tgaagaagcg tttttccgac caacagatca tcagtattct ccgcgaggct gaagccgggg
  4044961 tatccgcccg tgaactctgc cgcaagcacg ccatttccga cgccacgttt tacaccttgc
  4045021 gtaaaaagta tggcggtatg gaggtgcccg aggttaagcg tctgaagtcg cttaaggaag
  4045081 agaacgccgg actcaagaag ctgctggccg aagccatgct ggataaggag gcgcttcagg
  4045141 tggccctggg ccgaaagtac tgacgacaga ccagaagcgg gaagctgggt gttgatgtgt
  4045201 gatgcgaccg gtctgtcgca acgtcgtgcc tgcaggctca caggtttgtc cctgtcgacc
  4045261 tgccgctacg aagcgcagcg tccggcgtcg gatgcgcatt tatctggacg catcaccgaa
  4045321 ctagcactgg agcgcaggcg ttttggctac tggcatgcca ctctctggct actacctcct
  4045381 tagagccatg ttgagtatcc tttcaagggt tctgcgtggg tacaaacatg atcgaaccgg
  4045441 gatatacccg cagatgtacc tacatcagta agttgatgta gattgaatca gattgactta
  4045501 tgttgactga taagagaggt aaggccttgc tgtgactgga ttttaggcaa aaaaaagcca
  4045561 ccttgcggtg acttaatttt catactaatg gtgcgaaggc cggactcgct aatatcatac
  4045621 aacctactga tatcaatatt atttattttt aacactaaga gcttgtaccc gcacttgtac
  4045681 ccacaaacaa aaatccgtac aaacatcaga cagcgcaagt aggtacagag ccatatcagt
  4045741 acaacaccgt tatggctaat tgtacgaaag agaataacac ggttttaaat caatattttc
  4045801 ccatcaggga aacgcagatc agaactttgc aaactgtcac caatgaaaaa tggcacaacc
  4045861 cataaacgca gcgggttttc cttttgatgg ctgaattcat atggataagg taacggctga
  4045921 ctaaaaccct catgcgaagg ataaatcagc agcatatccc ctatcccctc ctgatagttc
  4045981 acaccgtaag ccagcatctg gtagaggtca gcctgcgatt gttcgagtgt cgcctttccg
  4046041 ctctccacca ttttccattt aacatcacaa atcatcgcct gatccccatt ctccccacga
  4046101 ggtcgtagat ggatatcggg tctaagctta aatactcctt tgccattgag acgaaccaag
  4046161 gtgtgtgaat ccacctgtgc cttcacatgc cagttatcgt tataacgatg acgcatccat
  4046221 gcagtcacaa aagattcaaa cacagcttcc attgggaaaa gcagtgaaat tgcgttggcg
  4046281 tcgccctgca tgcagtgggg cgactgcccc atcaaaatca gccgcgccca cgccaaggca
  4046341 agttcatagt gacgcatatg tcggtcaaga cgtacctggt cgaaggcgat gcgaacatca
  4046401 ccgacaggcg taatgtcgtc aaagtgcacc tgcaaagagt taacttgtag tagtagctgt
  4046461 gggttgctga tctgacggcg aattttatcg atggcggttt tcagtatccg gttctccgga
  4046521 cgttcagagc tataatcgtc aaactccacc tgaaagcgat cccgatgcac acagtttttg
  4046581 cttatttgag ctgagacccg taacttccct ttcatccaag gcagattgtc ctgctggcgt
  4046641 aaatagtcac gctttagccc ctggcgcaca atctgctgta cgctatcgat aaactgctga
  4046701 ataaaaacat ccatcagcgg catcttcgag gttcgaactc tggatgctga agtggctata
  4046761 tggcgaaatg attttagcgt gcgtagcatc atcaaaagct gctgacgtgc aatatcaatg
  4046821 ttctcatcac gccgccccgt ttttggcaac acttcaataa acgcattccc cggaagagag
  4046881 ataacaccag catagttttt tacctgcagc gtttttacgc ccccccgact tccaagggtg
  4046941 agcagacggt gagtgttatc cgcgtcatct ttcaggcaac gttgctcaag ccactcaaac
  4047001 agctgcggag gcagcgagac cgcattattt atgcggccac tgtctttgtc gctaatcagg
  4047061 tgaccatatt cgaagacggt aaagtcctta cgagacttca ttccccactc accgggttac
  4047121 ctttatgtgg cgcataaatt tgttgccagg cgagcgggtt atcccaaacc ttgtcgtcct
  4047181 caggggctag atggaaactg gcacctatat catgcagatc ttcagttccg ttattgccaa
  4047241 aaagatcggc aaactgtttc tggtctttca cctcgcacac gaactgtagc tgcgggtttc
  4047301 cgcttttctg attgtcgccc aacaccatac gaattttttg ccagtcgttg tagaagtact
  4047361 cctccaacag aggcagcacc ttgtttcgca tgatccgctt aagcctttca aatgccaggt
  4047421 cttcgtcctc ttttacctga actactggga tgaaaaaggc atggcctagt gtatgttctc
  4047481 tgtcgtacag cacctcaatg cggtcattca aggtctgcag tagacgtggc agatcaatac
  4047541 ctttgacaac agtttctttt agaacggtga tatccggcag catcgcttca aactcgaatc
  4047601 ggcgacgcag ggcggtatcc agtgcggtga gcgaacggtc agcagtgttc atggtgccga
  4047661 ttaaatagag attattcggt acgctgaacg aactggaaga gtaaggcaga atcacgctaa
  4047721 gcgcctccgg ttccccggca cgtttagagg tttctatcag ggtgatcagt tcgccgaaga
  4047781 ttttggagat gttgccacgg ttaatctcgt caataatcag aacgtagttt tgccgttttt
  4047841 cagatacaga ttcctgtggg ttggaaggca aaccttcctg tttaatgagg taattaagga
  4047901 tactacgtac atatgaagga ttgtgtacct ttgcctgagg gttttggtaa accagactga
  4047961 tattcttgag gtaagcattg taaccctgcc ctaaatcctc ttttttcgat tgcgacggga
  4048021 aaataccaaa ggtggtctgg ctcttgtaag ccagttggaa ggctttgccc tgcagcgttt
  4048081 caagggtaat gcttccactt tcagataaac gttcttgtag gcgggcaagc gcctcgtcaa
  4048141 gcttctgctg aacaccggcg tgaccaaaag cagcatcttc acaaatttgc ttaaaaatgc
  4048201 ccgctttgac ttcatagcgt acattgccat catcggtggt ttctgctctt agcccttcga
  4048261 taaactcttc atagccaaaa ctctgatgga aggtgataaa gcgcacccgc ttttcagcaa
  4048321 tcagtcggtc ataaaccttt ttcagctcac ggcgtttttc gttctcttct ttgccttcct
  4048381 gcagcgagta ggctgctggt tcgcaggcgc gtacggctag ctcgatggta cagtaagttt
  4048441 taccggtacc tggaggtccg tagaggatag tattttttgg cagttgcgga gtggtaacct
  4048501 cctcgtcttg ctcatcctct ggcaaggcag tctcactacc gattaaccca atatcattct
  4048561 tcttctgaat cacctgcgtg tagagatgcc agagcgacat attcagttcg ataggatcga
  4048621 catcatcgcc caatgctcga tgcaacactt tcttgagatc aaggttgcga gcgaaccact
  4048681 cctgatcctc agaaaggtca agttgaaaat ggttattgca atagttataa ctgctgaaaa
  4048741 aattgctgac attcacaacg ttggtaattt tcgacgggta gagcgcggca aaggcacgat
  4048801 ggcaaagtgc ccaatatact ttgtttaata tcccatctgt tttaagttta acaaggcgct
  4048861 caatcacccg atcgtagttc tcctgcgtac actcatctgc catctgacgg gtgagagcga
  4048921 gcagctgttt ttgcgccgtt tcgaattcaa actgggacat accgccctgc ctgaggctgg
  4048981 agataccatt gctacgttcg taccaaatct gccgaattgt atccgcagag aagttgggtt
  4049041 tttcggcttg gacctgttct acgagctgac gatagtgttt gccccagtcg gggctgtatt
  4049101 gattattttt tgcgatatga gaacgaaaga aagaggctaa cgcagaggaa tcctgaacca
  4049161 tcacatactc cgtgtgtagg gcgattaaaa aatgagatat ctgtatcttg taacgaacgg
  4049221 tgcaatagtg atccacaccc aacgcctgaa atcagatcca gggggtaatc tgctctcctg
  4049281 attcaggaga gtttatggtc acttttgaga cagttatgga aattaaaatc ctgcacaagc
  4049341 agggaatgag tagccgggcg attgccagag aactggggat ctcccgcaat accgttaaac
  4049401 gttatttgca ggcaaaatct gagccgccaa aatatacgcc gcgacctgct gttgcttcac
  4049461 tcctggatga ataccgggat tatattcgtc aacgcatcgc cgatgctcat ccttacaaaa
  4049521 tcccggcaac ggtaatcgct cgcgagatca gagaccaggg atatcgtggc ggaatgacca
  4049581 ttctcagggc attcattcgt tctctctcgg ttcctcagga gcaggagcct gccgttcggt
  4049641 tcgaaactga acccggacga cagatgcagg ttgactgggg cactatgcgt aatggtcgct
  4049701 caccgcttca cgtgttcgtt gctgttctcg gatacagccg aatgctgtac atcgaattca
  4049761 ctgacaatat gcgttatgac acgctggaga cctgccatcg taatgcgttc cgcttctttg
  4049821 gtggtgtgcc gcgcgaagtg ttgtatgaca atatgaaaac tgtggttctg caacgtgacg
  4049881 catatcagac cggtcagcac cggttccatc cttcgctgtg gcagttcggc aaggagatgg
  4049941 gcttctctcc ccgactgtgt cgccccttca gggcacagac taaaggtaag gtggaacgga
  4050001 tggtgcagta cacccgtaac agttttttac atcccactaa tgactcgcct gcgcccgatg
  4050061 gggatcactg tcgatgttga aacagccaac cgccacggtc tgcgctggct gcacgatgtc
  4050121 gctaaccaac gaaagcatga aacaatccag gcccgtccct gcgatcgctg gctcgaagag
  4050181 cagcagtcca tgctggcact gcctccggag aaaaaagagt atgacgtgca tcttgatgaa
  4050241 aatctggtga acttcgacaa acaccccctg catcatccac tctccatcta cgactcattc
  4050301 tgcagaggag tggcgtgatg atggaactgc aacatcaacg actgatggcg ctcgccgggc
  4050361 agttgcaact ggaaagcctt ataagcgcag cgcctgcgct gtcacaacag gcagtagacc
  4050421 aggaatggag ttatatggac ttcctggagc atctgcttca tgaagaaaaa ctggcacgtc
  4050481 atcaacgtaa acaggcgatg tatacccgaa tggcagcctt cccggcggtg aaaacgttcg
  4050541 aagagtatga cttcacattc gccaccggag caccgcagaa gcaactccag tcgttacgct
  4050601 cactcagctt catagaacgt aatgaaaata tcgtattact ggggccatca ggtgtgggga
  4050661 aaacccatct ggcaatagcg atgggctatg aagcagtccg tgcaggtatc aaagttcgct
  4050721 tcacaacagc agcagatctg ttacttcagt tatctacggc acaacgtcag ggccgttata
  4050781 aaacgacgct tcagcgtgga gtaatggccc cccgcctgct catcattgat gaaataggct
  4050841 atctgccgtt cagtcaggaa gaagcaaagc tgttcttcca ggtcatcgct aaacgttacg
  4050901 aaaagagcgc aatgatcctg acatccaatc tgccgttcgg gcagtgggat caaacgttcg
  4050961 ccggtgatgc agcactgacc tcagcgatgc tggaccgtat cttacaccac tcacatgtcg
  4051021 ttcaaatcaa aggagaaagc tatcgactca gacagaaacg aaaggccggg gttatagcag
  4051081 aagctaatcc tgagtaaaac ggtggatcaa tattgggccg ttggtggaga tataagtgga
  4051141 tcacttttca tccgtcgttg acaaaaacta tatgatattt acagttccat cgggtgtgcg
  4051201 ctaagctctt ttcatccctc attgggaccc ccttttgatt tcttgttgaa catttgcagt
  4051261 tgccagaccg caaactgttt taacaaatca aaaggggttt ttataactga cccaaagctg
  4051321 aaagctttac tgaaccccca gcctagctgg gggttttctg ggcacaaaaa atggagcaaa
  4051381 cgacggacgt cttgctccat taaaataaag taggtaccac ggcgctatgc agttaattat
  4051441 tttgttaata attcaataat tgcggcatta gcgggaggaa attcgtcagc tcgtagctca
  4051501 gattgcaata cccaacgcat aggctgccct tcacggccaa agggttcacc atcccacacc
  4051561 tctactcgat agaaatgcaa tgtgacgatt ctatcgctaa aagtatgttc cagcattgtt
  4051621 aataaagttg cctgttgtac cacaatcccc gtttcttcca gcaattcacg ttttaaggca
  4051681 atttcgggtg tttcaccctg ctcaatcttg ccgccgggga actcccaaaa gccagccatg
  4051741 tgggaatcag cagcacgttg agtgataaaa atttcctgtt gcgagttccg aatgatccca
  4051801 acagcaattt gtaagtgttt cattttttct cctggtcagg gcgcttcagt gaccgactta
  4051861 ttaacgaaaa aaacttaaaa ataaagggcg gtattaaccg ccctcagact gctgacaaac
  4051921 cccgatgacg cgatcttgaa cggtgaggat aggcagagga gtaaagcgtc cgcgccaagg
  4051981 atggcgcggc tcgagcctac atggatgtat ttacggcgtc tttacgatct gcctgttctc
  4052041 tccgtcgcgg gcactttgtc aataacctca gggcggtatt aaccgccctt tatctatatt
  4052101 acaggttagc gcaagtatta ctgcaagcgg ccatgacact gtttatattt cttacccgaa
  4052161 ccacatgggc acggatcatt acgccccact ttacgctcaa ggctgttagc aacttttacc
  4052221 tcttcttctg acatcaatgc actgttgtca gtctgatggc tcagttgctg ctgtctagcc
  4052281 aaacgctctg cttcttcgcg gcgttgcacc tccagcgctt cgacctcttc cggcatccgc
  4052341 acttgtactt tgctcagaac gctaatcact tcatatttca gtgattccag cattgcggcg
  4052401 aacatggcga aggattcacg cttatattcc tgcttaggat ctttctgcgc atagccacgt
  4052461 aagtggatac cctgacgcag gtaatccatt gcagccaaat gctctttcca taaggaatcg
  4052521 agcgtttgca gcatcacgcc tttctcgaag ttacgcatca tttcaatgcc aacaacttcc
  4052581 tctttgcgtt gataagtctc aatagcttgc tgaagaatac gttcacgcaa ggtttcctca
  4052641 tgcagttgtg gctcatcttc cagccattta gcaattggca tatctaagtc aaaatcattt
  4052701 ttcaggcgct gttccaggcc ttcgatatcc cacatttcct ccagtgactg ggtcggaatg
  4052761 tagctgtcaa tggtggtttt gaagacatct tcgcgaatac tattgatggt ttcgctgaca
  4052821 tcagacacat ccagcagttc attacgctgg ctgtagatag cccgacgctg atcatttgct
  4052881 acgtcatcat attcaagtag ttgcttacga atatcgaagt tacggctttc aactttacgt
  4052941 tgtgcgttag caatggcctt ggtcacccat ggatgttcaa tcgcctcacc tggcttcata
  4053001 cccaatttac gcatcatgcc agacacacgg tcagaggcaa aaatacgcat caaggcatct
  4053061 tccattgaca agtagaagcg tgaagaaccc gcatcaccct gacgacccgc acggccacgt
  4053121 aactggttat cgatacggcg tgactcatgg cgctcggtac caatgatgtg taaaccaccc
  4053181 gatgccaata ctgcatcatg gcgaatctgc caagcggctt taattgccgc aatttgctct
  4053241 tcagttggat cttccagcgc agcaatctcg ctctgccagc tcccaccgag cacaatgtca
  4053301 gtaccacgac ccgccatgtt tgtggcgatg gttaccgccc ctggctgacc ggcctgagaa
  4053361 acaatctctg cttccatggc atggaattta gcgttcaaca ctttgtgttc aataccggct
  4053421 ttggttaact ccgcagagac aacctcggat ttttcaatcg agatggtccc gaccaacact
  4053481 ggctggccgt tcgctgtacg ttcgcggata tcctcgataa tcgcgccgat cttttcctgc
  4053541 tcggtcatat agaccagatc agccaaatcc ttacggatca taggacggtt agtcggaacg
  4053601 acaatcgtat ctaacttgta aattgagctg aattcaaatg cttcggtatc tgcggtaccc
  4053661 gtcatcccag ccagtttttc atagagacgg aaatagttct ggaaagtgat agaagccagt
  4053721 gtctggtttt cattctggat ttccacgcct tccttcgctt caaccgcctg atgcaaacca
  4053781 tcagaccagc ggcgaccttg catcgtacga ccagtatgtt cgtcaacaat aatcacttca
  4053841 ccgtctttca cgatatagtc aacgtcacgg gtaaacagca catgagcacg caaggcggcc
  4053901 gtgacatggt gcatcaacat aatgttagca ggcgaataca gtgattcgcc ttcatccatg
  4053961 atgcccgctt caaccaacat ctgttcaatc agaatcagac cgcgctcagt caaatgaacc
  4054021 tgacgtgatt tctcatctac cgagaagtga ccttccccct ggaagctgtc cgagtcttct
  4054081 ttttcctgac gaatcagttt tggaatcagt ttgttaaccc gaatatacat ttcggaactg
  4054141 tcttcggcgg ggccggagat aatcagcggg gtccgagctt catcaatcag gatggagtcg
  4054201 acttcatcga ctaacgcata gtgaagttga cgctgcacac gctcttcagg actgaacgcc
  4054261 atattatcgc gtaaatagtc gaaaccgaat tcgttattgg taccgtaagt gatatcagcg
  4054321 gcataggctg cgcgtttggc tggcgcagtc atattcggta aattgatacc aatgctcagc
  4054381 cccaaaaact caaacaaggg gcggttattt tcggcgtcac gttgagccaa atagtcgttg
  4054441 acggtaacca catgcacgcc acggccactc aacgcattca ggtaagcagg cagggttgcg
  4054501 gtcaaggttt taccttcacc tgtacgcatt tctgcgatac aacgctcatt cagaaccatc
  4054561 ccacccagca gttgcacgtc gaagtgacgc ataccgaaca cacgcttact cgcttcacga
  4054621 acgaccgcaa aggcttcagg aattaagttt tccaacactt cacctttcgc taaacgctca
  4054681 cggaactcat ccgttttagc gcgcaattcg gtgtctgtca gtttttcaat atcaggttcc
  4054741 atgcggttga tgacatcaac tactttttgc atgcggcgca gagtacgatc gttacggcta
  4054801 ccaaaaactt tggttaataa tttaattagc atgattctta atatctctta caagaccacc
  4054861 aaaccggcgg ccaaaggttg tataaaattg ggataaacca agagaataat tagcttaagt
  4054921 tggcaggacc ggcacgaata ccttgtactt gagcaagcca gagcccaggt ttatatggcg
  4054981 acagaacagg ccgttcaacc tgttctgtat agcgaataat ggccggtggc ttaaattcat
  4055041 gcgtcagtag tgcatttagc gtatccagta acgcgagttg ctgaattttt gatggagcaa
  4055101 cccgttctgt ttcggcgact tcttgtacgc gtgcatatgc cgcttgtggt gccagagcaa
  4055161 aagagaggtg acggatgacc gtgcgcaggg catgctgttg ccagtaatct acactgaatg
  4055221 agaggcgacg gtgtatgtca tgcaacagtg ccaaactgtt gaagtttgtc gtaccatgat
  4055281 tctgacgact ttggctggat gatgtgttcg ctaatgccgc atggtctgga acgccagaca
  4055341 gatttaatgg cacaccaaga ctcgccgcga ccatccccaa caggagatgc ggccagaaat
  4055401 aacgtctgcc aaattgtcgc caacgattta gaataccgat cacgagttta aaatccgccg
  4055461 gagccttgtc aatgcgtgaa aaccgcccac aattattaga tgttctgttc gatgatgcgg
  4055521 ttgcagcaga aaacggaccg ctacataacg tacaacaacg cgcgactgca ctgttaaaac
  4055581 ttaaccgtgc ggtaaaagga ttactccctt cacaattaca gccgtggtgc cgtgtcgcaa
  4055641 actatcgaca gagtgtttta gtgctagaga cagcgaatgc cagttggttg atgcgcttac
  4055701 gttacgaaca acctgcgttg ctatccgcac tacgagcgca aattctacca tcattgtctt
  4055761 caatcgacat caggattaat ccatcgttaa tggcgaaagg ccataacgtg acacaagatg
  4055821 ccgcaaaatc gccgcaagat cgtgtaaaat caccgccagt acgccactta agcttggaaa
  4055881 gtgctaagga actaagagga ttagcgagcc gtagccctga aaaactgaga gtgatcttgg
  4055941 aacgactggc tgcgttggcc ggagagggtg ccaacgcaac caagcgtgat aagtagctta
  4056001 cttttcttac ttgaagttgc agccctgttt gcatcaacgg tgcggtagct gttccattca
  4056061 cccgaatcac tgatttacat cagctcagca ggttctgttc gttcgctgtc tggctacaac
  4056121 ttcaattact tcaactccca attactttgg gtacaagtat atttagtaag ctaatactgt
  4056181 agacggtgct ttgaatgcca aaggcatttc agcttcatct tggaacgtca caaattccca
  4056241 agcttcttgc ttcgctaaaa cagcctgcaa cagcttgtta tttaaggcat gaccagattt
  4056301 gtacgccgta aatgcgccaa taatattatg gccgcacata aacaggtcgc caatagcgtc
  4056361 caacattttg tgacgaacaa actcatcttc aaagcgtagg ccatcttcat ttaatacgcg
  4056421 gtaatcatct accacgatgg cacaatcgaa actaccgccc aggcacaaac cgcgggactg
  4056481 cagatattcg atatcacgca tgaaaccaaa agtacgcgca cggctgattt ggcggacgaa
  4056541 agaatcggcc gagaaatcta agcaataacg ctgtgtactt gagtcaatcg ccgggtgatt
  4056601 aaaatcaatg gtaaagtcca aacggaatcc attgaaggga gacaattcag cccatttatc
  4056661 accatcttca acccgtactg tctctttcaa acgcaggaat ttcttcgctg agtttaactc
  4056721 ttcaataccg gcatccagca ataagtacac gaatggactg gcgctgccat ccatgattgg
  4056781 tacttcgggg gcgttaactt caataataat gttatcaatc cctaaccctg ccaaagcagc
  4056841 gttgagatgt tcaacagtag aaatacgcac gtcatgctca ttgaccaggc aagtacagag
  4056901 catggtatca cgcacggatt ttgcatctgc cggaaaatca accggtggat tcaagtcagt
  4056961 gcgacgatag atgaccccgg tattagccgg cgcgggtcgc attgtcagcg tgactttttt
  4057021 accggtgtgc aaaccgacac ccgtcgcctg aacaatacgt tttaaagtcc tttgtttgat
  4057081 catcatttta tctcgcaatg ttatccatcc taccgaccaa gcttataaca agatcggtgg
  4057141 gacagtttag cacaaagagc ggagattcca aatattcgga aattaatcgg cttgcttgcg
  4057201 caaaaacgcc gggatgtcca aataatcggg ctctttattg gtttgagcag tggtgtcatt
  4057261 gaccacttta gccgcaggtt tcacttcctg aggtaaaggt gacatgccat gctgctggta
  4057321 acggtggtcc atcacaggct gggttttctt gttagtcacc agtgtgattt ctggacgttt
  4057381 atccatgccg ataccggtag caaccactgt cacgcgcagt tcatcgttca tttctgggtc
  4057441 taatgaggta ccgataacca cggttgcatt gtcagacgcg aaagcacgga tagtgttacc
  4057501 cacggtctcg aattcatcca aacgcaagtc gaaacccgcc gtgatgttaa ccagcacgcc
  4057561 gcgggcacca gacaggtcaa tatcctccag caacggactg gagatggcca tttctgctgc
  4057621 ttcttccgca cgatcttcac cgcaagcgac accagacccc atcatggcat aacccatttc
  4057681 ggacatgact gtgcgcacat ccgcgaagtc gacgttcatc agaccagggc gggtaatcag
  4057741 ttccgcaatc ccctgaaccg cacctttcag cacgtcattc gctgcaccaa atgcatccag
  4057801 taaagagatg ccacgcccca gaactttcaa tagcttatcg ttcgggatgg tgatcagtga
  4057861 gtccacatgc ttggacagtt cagcaatacc ctgctcagca aatgccatgc gtttcttgcc
  4057921 ttcaaaatta aaaggcttgg taaccacagc aactgtcaga atacccagtt ctttcgcaac
  4057981 ttcagcaaca acaggtgcag cacccgtacc ggtaccaccg cccatgccag ccgcgataaa
  4058041 gaccatatcc gcaccgtcaa gcgctgcacg cagagcttca cggtcttctt ctgctgaatt
  4058101 gcggcccact tcagggttcg cgccagcacc caaacctttg gtaataccgc taccgatctg
  4058161 gatggtttgg ccaacagccg tcttacgtag cgcctgagcg tctgtattaa cggcgaagaa
  4058221 ttcaacacct tcgatgcgct cgcgcaccat gtgttcgacg gcattaccac cgccaccacc
  4058281 gacgccgatg actttaatca ccgcgtcatt ggttagttcc ataggttcaa acatagtttc
  4058341 tctccgtttt gtgcctgtcg cttcgagatc aaaaaataag ttcagcttga tctctttgtt
  4058401 gaaacattaa aactcttttc tcagccagct attgatacgt ttgaaccaat tgcccactga
  4058461 ggcacgtttt tctacttctg actcaccact gagatgagat tctttaccgt aatgcaataa
  4058521 cccaacagcc gtggagtaat aaggctcctg cgcataatcc gtcagcccgg tgatattaag
  4058581 cggctgacca attcggacct gggcatggaa cacccgttgt gcacattccg ctaaaccatc
  4058641 aatttgtgca gcgccaccgg ttagcacaat acctgccgcc agatggtgct ttacgccttg
  4058701 ctgacgtaat tgctcctgca gttgtaaaat ctcgtcatta actaaattca gcaattcggt
  4058761 gtagcgtggt tcaataacct cagcgagtgt ttgtctttgc aaactacgag gagggcgtcc
  4058821 gccaacactt ggcacttcaa cactttcgtc cttgctgact atcgacccga gcgcacagcc
  4058881 gtgccgaact ttaatcgctt ccgcatctgt tggcggtgtc ccgaaagcat aagcaatatc
  4058941 actggttacc acgttcccgg cgtaggggat cactttggtg tgccgtaatg ccccaccggt
  4059001 ataaaccgcc atatccatgg tgccaccgcc gatgtcgaca acacagaccc ccagttcacg
  4059061 ctcatcttcg gtcaaaacgg cataacttgc tgctaaacca gcaaagataa gttggtccac
  4059121 ttttaggcca caacgttcca ccgctttaac aatatttttt gccatatcgt tatggcaggt
  4059181 aatcaggtgc actttggctt gcatccgcac gccagaaagc ccaacaggat tcttgatgcc
  4059241 ttcctgataa tcgatggcat attcctgcgg tataacgtgc aggatacgat gttcatcacg
  4059301 cacacgtact gacttcgcgg tatgcactac gttctcaaca tcttcctgag taacttcttc
  4059361 ttctgaaata ggaaccatcc ctatctcatt ctggcaactg atatgtttac ccgataatgc
  4059421 cagataaaca gaggaaattt ggcaatccgc cattaactcc gcttgatcga tagcacgctg
  4059481 aacgcatttc actaccgatt caaggtcgtt aacgccccct ttatccatgc cacgggatgg
  4059541 gcaactgcct accccaataa tattgaccat gccatcaggc agaacttccc ctaccaatgc
  4059601 ggagaccttt gccgttccga tctcgagacc tactaccagt tttctgtccg tcgacttgat
  4059661 cattgttgtt ttgcctgtgc ctgattttgt tacggattac tgttctgctg gccattaatc
  4059721 ggtggttctc caccctgatt gtcgataaag accggtgccc aacctactga agccccagtg
  4059781 tcataacgca aatcaatata actgacccgt ttatctggct gctgttgcaa catcggatat
  4059841 aactcgatga aacgttgcag acgccccatt cggtcactcc gccccagctc cagccgaaca
  4059901 tcattatcta aagccaactg ccaagaatgc ctggcactca tcgccaccat ttttagctga
  4059961 tatttgttgg ccgctaacac cttatttatt gctcgataac cttccagaac atcccgctca
  4060021 ctgccttcag ggccatacag tagtggcaat acctgtttac ccattcgctc agaaggcacg
  4060081 ctaaatgatc gcccctgctc atcaatcata tgcaagtcat tccaacgggc gaagggcacg
  4060141 tactccacca ggtggatttt aagttcatcc ggccattgct tgcgaacact ggcctgctgg
  4060201 atccaaggta accgttcaat ctgctgctgg atgatattca catcctgcgt cataaacgta
  4060261 cctggtgcgc ccaatgccag aatcgcctgc cgaatatcgt cattggtggt gtaatggcgc
  4060321 tcaccggtga ccaccagttt cgacagtggt agccggttgg catctttcat ccaaccgata
  4060381 acgacccagc ctccccagag tatggttccc aggaccatca gcagaaaaat cacccctgcc
  4060441 aattggctcc cgttactgcg ccgggctgca tttttctccg ccgcacgctc tcgcgcattc
  4060501 aaggcagctt gcgacatatc agtcagccaa catcagaatg cgcgccacca attgggagaa
  4060561 actcaaccca tactggcggg cggccattgg aaccaaacta tggctggtca tacccggtga
  4060621 agtgttcact tcaagcaggt aaaaatgacc atcgcggtct tgcatcacat cgacccgccc
  4060681 ccaaccgctg caatccagcg cgtggtaagc ctgcaatgcc agcgctgcca attgttgctc
  4060741 cgactcatca cttaaaccgc ttgggcagaa gtattgtgtt ttatctgaca aatacttagc
  4060801 gtcataatcg taaaacacgc ccggaggctg aatacgaata gaaggcaaaa cttcatcccc
  4060861 aaggatcgcg acagtaaact ctggcccgct cagccatttc tcaatcagta catcgctgtc
  4060921 atgttggaaa gcttcaacca atgccttctg caattcgctg gcgtgatcaa ctttactcat
  4060981 cccaacgcta gagccttcat ggcttggctt gacaataagt ggcaggccaa gcttagcgac
  4061041 acacgccacc aattcctctg gggaaagtgt ttcaaactgt tggcgattca acgcaacata
  4061101 aggcgaaata ggcaacccca aggcttgcca gactaatttg gtgcgcaatt tgtccattgt
  4061161 cagggcggat gccattacac cactgccggt atatggcagt tgtagaaatt ccaatacgcc
  4061221 ttgtaacgta ccgtcttcgc caccacgacc atgcagggcg ataaacactt tatcaaagcc
  4061281 ctgttcttta agctgagtta ccggaaaatc tttggtatcc accccataag catcgatacc
  4061341 ggcttctttc aagcctgcca ataccgcctg acctgacagt aatgacactt cacgctccgc
  4061401 agaggtccca cccagcaata ccgcgacttt ctcagccatg atgttcctcg tcttttaact
  4061461 gtggctgcaa tttatgctca gccaatttac gggcaatttt accaatgtta cctgcgccct
  4061521 gaaccaagat caggtcttcc ccgttcagta tttgcgccaa catttcaggt gctgattcgc
  4061581 tgtctggcac taaaataggg tccaacttac cgcgattacg aatcgttcgg cacaacgcgc
  4061641 ggctatctgc ccctgggatc ggtggctcac ctgcggcata cacatccagc atcaataaaa
  4061701 catcgacctg tgacagcaca ttcgcgaaat cgtcatacag atcgcgggtt cgggtatagc
  4061761 ggtgtggctg aaagagcatg acaatgcgtt tatccggcca accagcacgt gcggctttaa
  4061821 tggtggcatc cacttcggta gggtgatgac cataatcatc aaccagcatc gcactgcctt
  4061881 ctttaccgtt aaccggggcc agtgggaagt tgccgaggaa atcaaaacgg cgccccgtcc
  4061941 cttggaaacc cactaatgca cgcaggatat cttcgtcttc aatgccttct tctgttgcga
  4062001 cagcgactgc tgccgccgca ttcagtgcat tgtggcgacc tggtgcattc aaggtcacct
  4062061 ctatcaacgg tttatcctga cggcgcaacg tgaagtgccc ttgtgggcct tcttgccgat
  4062121 agctggcgat ctgcacatca gcatcatcac tgaaaccata ggttgtgatg tgacggccaa
  4062181 cacgtggcaa taattcacgc actacgggat catcgataca catcaccgca cggccataaa
  4062241 agggcaaatt gtgcaaaaag ttaatgaatg tctgttttaa attttcgaag tcgccttggt
  4062301 aggtatccat atgatcggct tcgatattgg taacaatcgc caccatcggt tgcaaatgca
  4062361 ggaatgacgc gtcgctttca tcggcttctg caatcaggta acggctggaa cccaaacgag
  4062421 catgtgtacc cgcggccttg actaacccac cattgacgaa cgttggatct aaccctgctt
  4062481 cggcataaat actggataac atcgccgttg tggtggtttt gccgtgggtg ccagcaacgg
  4062541 caatcccatg gcgatagcgc atcaattccg ccaacatttc tgcgcggcgg atcaccggta
  4062601 ttctcgcctc acgggccgcg acaatctctg ggttatccgc agagattgca gtagaaacca
  4062661 cgaccacgct cgcatccagc acgttttccg ggcgatgatg gaaataaatc tgtgcaccca
  4062721 gggcagtcaa atgctgagtt accgagttgg gtgctaaatc tgaaccacta atctgataac
  4062781 cttcgttggc caacacttcg gcgatacccc ccatgccggc accaccgatg ccaacaaagt
  4062841 gaatgtgccg gacacgtcgc atctcgggca cgatagtacg cagtttcgcc agttgttgtg
  4062901 tattcacgtt tctcttcact tttttgtctg tcatgtattc acagcctgca ttcatcgccc
  4062961 actgatcact gtttatttca aggtcatcgc tatttcaaaa ccgtaaccat ttaaaattgt
  4063021 agctatttca aagtgatcgc gattttacgc tgacttactg gccgcaacca cttcagccgc
  4063081 aacacgctca gtcgcgtcag ggatggcaac cgatctggcc cgttcagcca tcgacagtaa
  4063141 tgttgcacga tcccaactcg ccagcaggct gctaacgctg gttgccgtaa attgtggctg
  4063201 ctcaataatt tttgctgccc ccgctttctc tagcggcaat gcattccaat attgctgccg
  4063261 atctttatgc tggaatggca caaaaatcgc gggtagcccc gccgccgcca cttcactgac
  4063321 cgtcagtgca cctgaacggc acaccacgac atcagcccag gcataagccg ctgccatatc
  4063381 gtcgataaat tcaaccacta ggtgcccggc ctgccccgct tgttggtaag cctgcgatac
  4063441 ctctggcagt gcgcctttac cgacctgatg ccacagcgtt atttgttcgc ccagacttgc
  4063501 agcaaccaaa ggcagggtct gattcagtat tcgagcgcct tggctaccac cgatgaccaa
  4063561 gacccgaatc ggcccttcac ggccgctcaa acgcactgcg ggtaatggca aggccagtac
  4063621 atcggtccga accgggttac ccacgacatc cgcgttgggg aatgcccctg gaaatgcctg
  4063681 taaaactttt ttggcgatcc tggccaacca acggttagtc agacccgcaa tcccattctg
  4063741 ctcatgcaat accaccggta cgccacacag ccaggcggct aaaccaccag ggccagaaac
  4063801 atacccgccc atgcccaaca ccacattggg ttggtaatct cgcatgattt tctgcgcctg
  4063861 acgcaccgca cgataaatac gtatcggtgc tgtcaattgg gccattaggc ctttgccacg
  4063921 caagccggaa attttaataa aatcaatttc aatgccatgt tggggaacca gtgacgcttc
  4063981 cattctgtcc gcagtgccta accaacgcac ctgccagcct tgcgccatca aatgatgtgc
  4064041 cacggccaaa ccggggaaga catgcccccc ggttccaccc gccatcacca tcaaacgctt
  4064101 ggtcttccca ctcatcgggc actccttaca aacgcctggg cttttgccag ccgcgtttca
  4064161 aaatcaatac gtaacaacag cactatcgcc gttgacataa ttatcaggct tgaaccaccg
  4064221 taacttatca ggggcaacgt caggcctttc gtcggcaaca ttccggcagc ggcaccaacg
  4064281 ttaaccagcg cctggaaact gaaccagata ccaattgaac aagccaaaaa gccagagaat
  4064341 cgttgaccaa tctccaatgc acggcggcca atggacatcg cgcgaaaagc gacgaagaat
  4064401 accatcaaca gggccaaaac cacaccgaaa tagccgagtt cttcacctaa aatcgagaaa
  4064461 ataaaatcgg tgtgcgcctc cggtaaatac tccagttttt gtactgaatt acctaaacct
  4064521 tgcccccaaa actcaccacg gccaaatgcc atcagtgact gggttaactg atagccgctg
  4064581 ccaaagggat cggcccacgg attccagaag gatgttacgc ggcgcatacg ataaggctcg
  4064641 gcgataatca gcaaacaaac cgcgaaggca ccagaaccga taatcgccat aaactgccac
  4064701 attttggcac ctgccaggaa cagcatcgcc agcgtggtga taaacagcac caccaccgtt
  4064761 cctaaatcgg gctgggccag caacagcacc gccagaatga ccatcacgcc catgggttta
  4064821 caaaaacccc agaagttact gcggacttct tcaaccttgc gcaccagata gctggccaaa
  4064881 taacaaaaca gagacaactt ggataattcg gccggctgga tacgcaatgg ccctagtgca
  4064941 atccaacgtg atgccccgtt taccgagcta ccaaccacca aaacaacgag cagcaaaaca
  4065001 atggaaatca ataacatgat attgctatag cgctgccaga catccatcgg aatacgtagc
  4065061 gtcaccagtg acaaaccaaa cgctaatgcc agatagagcg cgtcacgttt agcaaacagg
  4065121 aaagggtcat tagccaagcg ctgaccgatt ggcattgacg ccgacgtcac catcacaaaa
  4065181 ccaataatcg ccaaaccaaa tgtcagccac agcaaggttc tgtcataaag caccatgctg
  4065241 gtggtgtcgc tctcccgcga ccccatgaca taatgtttta aggtattaaa cagccccagc
  4065301 cccggcatac gcatcagcct aactcctctg ccagacgagc aaactcatta ccacgatgct
  4065361 caaagctgcg gaattgatcc aggctggcac acgcaggtga cagcagcacc ctatcgccgg
  4065421 gtagcacaac ttttgccacc aacgccatag cctgcgccat cgtctcggta agttgagaga
  4065481 cgtcagggcg caacgcagcc aattgaccgc catcgcggcc aaaacagtag accttgatgc
  4065541 gatccccttg caggaagtgc gttaacccgg agaaatcagc agatttaccg tcgcccccca
  4065601 acaataaatg caaggtgcca tcaacctgta aaccatccag cgcggcttca gtgctgccca
  4065661 cgttggtcgc tttggagtcg ttgatccagc gcacaccatg gcgctcaagc accaattgga
  4065721 agcggtgtgg caagccggaa aaggtcgtca aggctttcaa actggatgcc cgtgggatac
  4065781 ccacggcatc agctaatgcc agggcggcca gcgcattggt atagttatga cgcccactta
  4065841 atttcatttc acgggtgttc agcactttct caccacgaac ccgtaaccaa atttcaccct
  4065901 gctgcttatt caggtggtag tcaccgacat cgaccccaaa actgatgcaa cggctatcag
  4065961 caccacggac cggcatggtg agtgcatcat cggcattcac gacacaaacc ttggcatttt
  4066021 catacacccg cagtttcgcc gcacggtatt gctgcaaacc gagtggataa cggtcagtat
  4066081 gatcttccgt cacgttcaga atcgtcgcag cagaggcccg caagctgtgg gtggtttcca
  4066141 gttggaaact tgataattcc aagacagtta attggttatc ttgcttcagc aatgtcagtg
  4066201 ccggaacgcc gatattgccg ccgcccccca ctgaccaacc tgccgctttt gccatctcac
  4066261 cgaccagcgt cgtcacggta cttttgccgt tggagccagt gatagccaca accggtgcct
  4066321 gattttcacg gcagaacagt tcgatatcgc caatgatctc gacaccggcc tcggcggctt
  4066381 cacttaatgc aggatgtgcc agagccatac cggggctaac aacaattaaa tcagcgtcca
  4066441 gtagccattc ttggttcaaa tcacccacat gctgttcgac actttcgggt aattgatcta
  4066501 agcccggtgg attgatgcgg gtatccatca cgcgcggcgt gacaccacgc gctataaaga
  4066561 aatcaacgca ggaaaggccg gttagcccca gcccgatgat gaccactttt ttaccctgat
  4066621 aatcaaccat aattaccgca ccttcagcgt cgccaggcca atcagcacca gcatcagcga
  4066681 aataatccag aaacgcacga tcacccgtgg ttctggccag cctttcagtt cgtagtgatg
  4066741 gtgaatcgga gccatgcgga aaatacgctg cccacgtaac ttaaaggacc caacctgcaa
  4066801 gataacggac agggtttcaa ccacgaagac cccacccata atgactaata agaattcctg
  4066861 acgcagtaat acggcgatag tgcctaatgc gccacccagt gccagtgagc caacatcgcc
  4066921 catgaacact tgcgccgggt aggtgttaaa ccataagaaa cctaaacccg caccgacaat
  4066981 cgcggtacag acaatgacca attcacccgc atggcgcagg taaggaatat gcagataagc
  4067041 ggcaaagttc acattaccgg ttgcccaagc gactaaggca aaacctgccg caacgaacac
  4067101 cgtcggcata attgccaacc catccagccc atccgtcagg ttaaccgcgt tactggtacc
  4067161 cacaatcacg aaatatgcca gcaggacata cagcaagccc aattgcggca tgatgtcttt
  4067221 aaagaagggc acgactaatt cagtggccga ggtatctttg ccaatgctgt acatcgtgaa
  4067281 tgccgcagcc aaggcaataa ttgactgcca gaaatacttc cagcgcgcga tcaaaccctt
  4067341 ggtgttttta cgcacaactt tgcggtaatc atcaataaaa ccgacgatgc cataacctat
  4067401 aagaatgaac agcacacacc agacatatgg gttagaggga taagcccaca tcagaaccga
  4067461 aatggtgatg gagaagagga tcatcaggcc gcccatggtt ggcgtaccgc gcttactgaa
  4067521 atgcgactct ggcccatcgt tacgcacaac ctgaccgatt tgcagctttt gcaaccaggc
  4067581 aatcaagtgc ggccccatcc acaatgaaat aaacagtgcg gttaatagac tcacgatggc
  4067641 gcggaacgtc aaataggaaa agacgttaaa gcctgagtaa aatttcacta agtattcagc
  4067701 caaccaaact aacatgatgc cttctcctgt aacgcacgca cgacattttc catagcggcg
  4067761 ctacgtgaac ctttaattaa aacagtgata accggatatt cgttcagcaa cgcgtttaca
  4067821 cgggtgctca atgtattttg atcctgaaag tgttcgccat tcccgctcgc actgctcagt
  4067881 atctggctca atgtgccaac gcttaatact ttatcgacgc ctgcgagttt cgcggcttca
  4067941 ccaacctgac gatggcaatc tgccgcggtt tcgcccaact cggccatatc accgaccacc
  4068001 atcacccggt aacccggcat ctcggccaag acctgtgcgg cggcaatcat ggaacccacg
  4068061 ttggcgttat agctgtcatc caacagcaat tggccttccg ctaatgggac ggggaataac
  4068121 cggccaggta ctgcttgtaa ctgcgccaac ccttggcgta ctgcggctaa atccgcccca
  4068181 accgacatgg ctaatgctgc cgccgctaac gcattggcga tgttatgctg ccccggtaga
  4068241 ggcaattcga tagccacggt gccaaacggt gaatgcaaag tgaaggaggt gagttgaggc
  4068301 gtgatccgca catcactggc atagaaatca atatgttctg cggcgtgggg cgagaaacgc
  4068361 caaacccgtt tgttatgtag cgtttcttgc cagtgcggcc agtcgttact gtcggcattg
  4068421 ataatcgccg tgccattggc aggcaagcca gcgaagatct cacctttggc ttgcgccaca
  4068481 ccggccagcg aaccaaaccc ctccagatga gcggcggcta aattattcac caaagcgctt
  4068541 tctggacggc ttaaatcggt ggtgtaggca atttcaccaa catggttggc accaagttca
  4068601 ataacagcaa aatcatgttc ggccgttagg cgcagcaatg ttagcgggac accgatatcg
  4068661 ttattaaagt taccggcggt atacagcaca ttgccgcatt ggcgcaaaat cgctgccgcc
  4068721 atttctttta ccgaggtttt acccgatgaa ccggttaatg ccactatccg agccggaact
  4068781 tgctggcgaa cccaagccgc aaattgccct aacgccaagc gcgtgtcttt gacaactaac
  4068841 tgcggccccc ccaccagtaa gcgtttactt accagcaaag cgccagcacc tgcggcaata
  4068901 gcatcttcgg caaaatcatg cccatcaaaa cgctcgcctt tcagcgcaac aaacagacaa
  4068961 ccagcagtga ccttacgggt atcaatggtc acttcagtta tctcaatatc atcgctgact
  4069021 gattcagcaa cgatatattc agcattaagt aagctagcca gaaaacgcag agagacctta
  4069081 atcatgcctg cccccctaac aaacgcgcga cggtgacacg gtctgaataa tccaagcgac
  4069141 gattgccaac taattgataa tcttcatggc ctttaccggc aatcaggaca acgtcgtctt
  4069201 ctttggcttg cataatggca ctggttacgg cttcggcacg gccatgtatc gcctgcacac
  4069261 gccccgcgtc cagcaagcca ctgagaatgt cagcaacaat cgcctgtggc tcttcactgc
  4069321 gtgggttatc atcggtcacc acgacacagt cagccagttg ttctgcgata ccgcccataa
  4069381 gtgggcgctt acctttatca cggtcaccgc cacagccaaa cacacaccac agcttgccgg
  4069441 tgcaatgtaa acgggcggcg gccaaggctt tttctaatgc atctggcgtg tgggcataat
  4069501 ccaccacaac ggttggttta cccggcgcat taaacacttc catacgccca caaaccggtt
  4069561 gcagatgagg cgctgcagct aacaactgcg ccatgggata cccctgaacc agtaacgtcg
  4069621 ctaatgccac caacaagtta ctgacgttga aagcgcccat cagacggctt tctagctcgc
  4069681 cttcgcccca gcttgaatca aacgcgatgc tggcaccatt atcgtgataa atcaccttgt
  4069741 tggcagataa ccacgggcca ttccagcctt tggggacatt gcctgccatg ctgacggcga
  4069801 cagcctgcgg caattggctt aaccaacggc ggccaacgtc atcatcagca ttgataattt
  4069861 tgtgttcgga ctgatgagtg gagaacagca gccatttggc cgcctcatag ctcgtcatat
  4069921 tgccgtgata atccagatga tcgcggctta agttagtgaa cactacggct gcaaaggata
  4069981 acgcagcaac acggtcttga atcaaaccgt gggaagaaac ttccatggcg gcaaaagtcg
  4070041 caccttgatc aaccagatta cgcagcaaat gttgaatatc tacggcagaa ccggtggtgt
  4070101 tctccgtggg tatcacctgc cctaataaac cattacctac ggtgcccatg actgcactgg
  4070161 tttcgcccag cgcctggctc cattgtgcta acaattgcgt agtggtggtt ttgccattcg
  4070221 ttccggttac accgaccaaa cgcaatgcgg cgccaggctg atggtaaaac tgcccagcca
  4070281 gcgtggataa gtgctgattc aaattacgca aataaataac agggacgcca tgtatctcgg
  4070341 caacgctgac atccggtgcg acaccatcgg cttcggccac aattgcagcc acaccctggg
  4070401 cgatagcttg cgggatgtag cgacgcccat ccgtctggtg gccaacaacc gcaacaaata
  4070461 aatcgccggc agctgcaata cggctgtcta atgtcatttc ccgtagcgcc cgctccggga
  4070521 cgtctagccc ccaaggagcg aataagtcgc gcaaattacg atctgccacc tgaaccctct
  4070581 tttgtattaa tcactaattc gcttttatca ccggtgggta acgcatctgg ctcaatgttc
  4070641 atggtgcgta aaacgccgcc catgatggca ccgaataccg gtgcagaaac cgcaccaccg
  4070701 taatatttcc ctgcctgcgg gtcattgatc accacaacca gagcaaatcg agggttactc
  4070761 gcgggcgcaa cgccagcggt gtaagcgagg tatcgatcca tatacttgcc atcgggaccg
  4070821 acttttttgg ccgtaccggt tttaatcgcg atacggtagc ctttgatcgc cgctttggta
  4070881 ccaccaccgc caggcagtgc cacgctttcc atcatatgaa ccacggtgcg taccaggggt
  4070941 tcagggaaga tgcgttcacc ggcgacaggt gggtcaactc gggttatcga cagcgggcga
  4071001 tagaccccca tgctgccgat ggttgcatag actcgcgcta gttgtaacgg tgttaccatt
  4071061 agcccgtagc cgaaagagaa ggtggccctc tctatgtcag accaccgttg ttttttagga
  4071121 tataagccac tgctttctcc gaccaacccc aaattggtcg ctttcccaaa cccaaaccgt
  4071181 gagtaagtat ctactaacgc tgaggatggc atcgctaacg ccagtttaga aacaccgacg
  4071241 ttactcgact tctgtaagat cccagtgacg gatagctcag cgtaacgggc cacgtcttta
  4071301 atctggtgac cgttaacaaa gtacggcaag gtattcagca cactgttctc tttcacaaca
  4071361 ccatgctgta aggccgtcat cactaccatt ggtttgactg tcgagccggg ttcaaaaata
  4071421 tcggttattg cccggttacg catcgcgtct ttcggcgtac cggttaggtt attcgggttg
  4071481 taagacgggc tgttcgccat cgccaagact tcaccggtgt tcacatcgac taataccgcc
  4071541 gtgcccgatt ctgctttgtt aaacgccacc gcattattga gctcgcggta caccaacgcc
  4071601 tgcaaacgct cgtccacact cagcaccagg ttatgcgccg cctggctgtc aacagaggag
  4071661 atatcttcaa taacacggcc ataatggtct ttgcgcaccg ttcgctcgcc cggttggccg
  4071721 gtgagccagc gatcaaaact tttctcaaca ccttcaatcc cttgcccatc gatattggtc
  4071781 acaccaataa tgtgagccat cacctgacct gccggatagt agcgacggga ttcctgacgt
  4071841 agatggatac cgggtaattt cagcttgcgg atgtagtcgc caatcgcggg gttcacctga
  4071901 cgggccagat agacaaagcg gccttttgga ttggcattaa tgcgcgtggc aagttgatct
  4071961 aaagggattt ctaatgcatc cgacagggct ttccagcggg tatccagaga gatccccccc
  4072021 tgttcaatca gttcttttgg atcggcccaa accgcattga cgggtacact gaccgccaaa
  4072081 gggcggccag agcgatcgct tatcatgcca cgcgccgtcg gcacctcttg tactcgcagc
  4072141 gagcgcatat ccccctcgcg caccagctta tcggggttga tcacttgcag gtatgcggta
  4072201 cgcataatca gcccaaccaa tgccagtaaa atacaaccgc acagcaacgc aaaacgccag
  4072261 ctaataaagc tggcttgttc ttcctgacgc tttaacttcc cggggcgcgc tgtcttcatg
  4072321 tattaccttg gcgactgcga gtcatgatgg tcactgattc ctgtactggt taaaaaacaa
  4072381 cctattattt aatcacaatg ttttcttgtg atggatcgac atgctgcatt ttcagttttt
  4072441 caatagcgat actttcaacg cggctgtgat cgcctaatgc attctcttct aaaattaggt
  4072501 tgcgccactc aatatccagc gcatcccttt ctaataccaa ctgctcacgc tcggcggtca
  4072561 gtaagcgagt acgatgcgcc gtggtcacga cgagcacggc agagatcaac accgcgacca
  4072621 gtaggattaa tgggattttg gcattgcgga taagatctgc cccaatgacc ccgactaaac
  4072681 catgacgctc gttgcctatc actcaccgat cctctcagca aaacggagta ccgagctgcg
  4072741 agcgcgtggg ttttcagcaa tttctgcatc ccctggcatc attttgccaa ccgatttcag
  4072801 tgtgcgccct cccatgctgc gcagttgtgc ctccgtcaat ggcaagcctg cggggacctg
  4072861 tggcccacgg ctatgatgac gaataaagtt tttcacaata cgatcttcaa gggagtggaa
  4072921 gctgatcact gacaaacggc cttcaggcgc caaaacctcg tgcgcgccat cgagtgcacg
  4072981 ttcgatctct tccaattcac tgttaatgta aatacggata gcctggaagc tgcgagtggc
  4073041 tggatgctta tgcttatccc taaacggact ggcattagcg atcaggtcag ccagctcttt
  4073101 ggtccgtgtc atgggctgag tgaggttacg ctcaacaatc gccttggcca aacgcttggc
  4073161 aaagcgctct tcgccgaagg ttttcagcac ccaggcaatg tcatcagcgc tggctttcat
  4073221 cagccattca gcagcagaca ggccacgaga agggtccatc cgcatatcca gcggcccatc
  4073281 acgcataaaa gagaagccgc gttcagcatc atcaagttgt ggtgatgaaa cgcccaaatc
  4073341 cagcaatatg ccgtcaatac ggccaacgag atccagatcc cgcacataat gtgctaaatc
  4073401 agaaaaagga ccatgtacga tagagaaacg ggggtcggtg atctgtttcg ccgcttcgat
  4073461 agcttctgga tcccgatcaa ttgcaattaa gcgcccttct ggcccaagtt gggacaaaat
  4073521 caaacgcgaa tggccgccgc ggccaaaagt gccgtcaatg tagataccgt tatcacggat
  4073581 attcaggccc tttacggcct catccagcaa tacactggta tgtttgtagt tgttatctac
  4073641 cgttttgttg ttgtctacca tacttatagc gataagccct gtagccgctc agacaaaggt
  4073701 tcctgagttg actgttctgc gtcgatgtca tccttgactt gttgatacca ggtctgttca
  4073761 tcccacagct caaatttatt gaactgccca accagcatca cttctttgtt tagcccggcg
  4073821 tgctgacgca atgtccctgc aatcagtaag cgcccagcgc cgtccatctg acattcactg
  4073881 gcatgcccta acagcaaacg ctgaactcga cgttcagcag ggttcatgct cgacagacgc
  4073941 gataactttt gttcaatgat ttcccattca ggcagtgggt aaagcaacag gcatggttgg
  4074001 tgaaggtcta tggtacagac catctggcct tgcgattcct cattcagtga ctcccgataa
  4074061 cgggtaggta cggcaagccg ccctttactg tcgaggttaa ccattgttgc accacgaaac
  4074121 atgactgagt taccccttca cgacccaatt caccactttc ccccacaaat ccccacattt
  4074181 aagagtttac ggatggtatg aaaaccttgt caagccagag ccgatgcggt ttaacaatat
  4074241 ttatgggttg tttttgcgat atatcccata gaaggggata ttttaaggga tgaaatagaa
  4074301 aataacgtca tgataaacgg gctatttttc cgccagtaat tctggctact taaataaata
  4074361 ataaattgtc aattaattgt ctcattattt ccttctgcaa ggaaggtctc actttcagta
  4074421 tgaaaattac actattcgaa atggagcaaa ctgagtgcaa atcctgtgac tactggtctt
  4074481 ccctaaagcg cgctagcagt aaatgaggct caaaaccacg ctgacacaat aatacccttg
  4074541 cagataacca gcattacagc ggcgtcattt tacttcaatt agctgacgag agatttatct
  4074601 attttgaaat aaattattag tgcgtatttt ttgtcacgat tgaaatatga atctcttcgg
  4074661 acagataact cttaaattaa aaaaacgggt taaatatgag gttattgaca aagtgcccgc
  4074721 gacggagaga acaggcagat cgtaaagacg ccgtaaatac atccatgtag gctcgagccg
  4074781 cgccatcctt ggcgcggacg ctttactcct ctgcctatcc tcaccgttca agatcgagtc
  4074841 atcggggttt gtcagcagtc tggttaaata tgtgtgtttt ttatcttctt ctgtttgcag
  4074901 tttggcttaa acggcagaaa ataccggcgt ttttcacaga aacaacaacc aactgttttt
  4074961 taaaggaaat cctattaatt tttgttttaa tcaccaaaaa aaggacattt ccccacagga
  4075021 taaagtataa aaatcagtca aatgttaaaa ataaaaattt tatgctggtt atattaacca
  4075081 attcagtaat gtaaactacc aacaaaacaa aataacgaca caataaccct atatttaaat
  4075141 aataatcaaa atataaaacc aactaatgat tttgataaaa agctttttgg cagatttatc
  4075201 tcccaagcat ggagtttatg acaatgtttt caactgggcc tcgttggcgt agcgctgtag
  4075261 ccgatacctt tgcactcgtc gtgtattgtt ttgtcatcgg catggcaatt gaagtggtta
  4075321 tctcgggaat gaccttccgg caatcgcttt cttcgcgcct gctctcaata cccgtcaata
  4075381 ttcttattgc ctggccttat ggtatgtatc gagatgcttt tatacgtttt gcccagcgcc
  4075441 atgctggcca gcgtttttgg gcacgtaatt tggctgatct attagcttat gtcagtttcc
  4075501 agtcaccggt ttatgccatg attttgtggt cggttggggc agatttcgag caaatgatat
  4075561 cagcggtcgc cagtaacgcc gtggtttcaa tggttatggg ggtggcctac ggctattttt
  4075621 tggaatattg tcgccggcta ttccgcgttg caggttatgt ttgatctacc tgttcgttat
  4075681 cttttatggc gcggacactt ggctccccgg cctatcctca gcatcttcag atcgcgttat
  4075741 cggggtttgt cagcaatcaa aatcagggcg ggtgccctga ttcgttatag tgaactacct
  4075801 gcggcttagg cttagagtgc cacggcggaa taaattgcgg cgaatccgcg ttaaccccgg
  4075861 ttttggctta tggggttcat ccagactggc caataccagc tccagcaccc gttcagcaac
  4075921 atcacgatgg cgctgtgcca ctgccaatac tgggcattca aggaaatcta acagctcgtt
  4075981 atcaccaaaa gtcgcaatgg ccagattgca gggtaagcgg ccactttgtt ttagggtgac
  4076041 gtccataaca ccctgtaaaa gttggaatga cgtggtaaac agtgcctgtg gcattgggtg
  4076101 cgttttcagc cattcagcaa acaacacacc tgcggcttcg cgttcatagc tgttggcata
  4076161 taggtattcc actttacgcg gatcgtcctt ccacgcttca cgaaagccca tctcacgcag
  4076221 aaaactgact gacagctccg gtagcgcccc cagataaagc accgattcag ccgggaagga
  4076281 gcgcagttct tgcgctaaca tctgcgcatc ttcctgatcc gccccgacca cactgataaa
  4076341 atgctcacga tcaagcgccc gatctaaggc aatgatcggg aatgggtctt tggcccagcg
  4076401 ctgatagaaa gggtgttctg gcggcaatgc cgtcgacaca atgatcgcat caacctggcg
  4076461 ttgtaacagg tgctcaacgc agcgcatttc attatccggc tggtcttctg aacaggctat
  4076521 cagcaactgg taaccacgct gacgagcctg acgctccaga taattggcaa tacgggtgta
  4076581 gctggtattt tccagatctg ggatcaccaa accgatcgag cgggttctgc ccgcgcgcaa
  4076641 acctgccgcg actgcattcg ggtgatagtt atgttccctg acaaccgcca taactttatc
  4076701 tactgtttta tcgctgaccc ggtactgttt cgctttgcca ttaatgacat aactggccgt
  4076761 tgtgcgcgaa acgcccgcaa ggcgcgcgat ctcatccagt ttcacgttaa ccccttataa
  4076821 acccagtaaa gtgatgaaaa gcagagcgct ctgccgagag ccagcatccc tgtgtctttt
  4076881 cagccgaact tatcgaccca gaggatgata agtgaaccca aaaaatttgc ctacccagag
  4076941 ttatcagcgt tgcagccaga cggcaagcga acgatcctga tgaactgatt tagatcaaat
  4077001 gatttgagtg agcaagagcc gctagccaac aatttggcct ccagagcgat ctaacctcca
  4077061 aaataaggtg atctccggat aaacaggcta tagacatagt ttaactatgg atataatccg
  4077121 ttatagatct aaccgcagaa ctcactattg agcaaccgct ttaacggtta tataacgcta
  4077181 cttaggttaa aaaataagaa aaataaatat cctccggcat agccggaggt ttttcatatg
  4077241 cgcctataag gctctgttac cagccgcgcc ctaacaggcg catcgcgatc tgacatttgc
  4077301 atctatggat tacttacggc ccgtaaacgg gctaccggga tacgggatcg agagttgctc
  4077361 acccatttta tcctcttcca attggtgctt tatgtattct tgtatcctgg ccgtgttttt
  4077421 ccctaccgta tcaacgtaat accctcgaca ccaaaactcc ctgttacggt atttgaactt
  4077481 caaatcgcca aactgctcat aaagcatcag actgctcttt cccttcaggt accccataaa
  4077541 tcccgagaca ctcatcttgg gcgggatctc cagaagcata tggatgtgat ccacacagta
  4077601 ttctgcttcc aggatattca cgtttttcca ttcgcacagt tttcttaaaa tactgccaat
  4077661 cgctctgcgt ttttccctgt agaacacctg ccttcggtac ttcggcgcaa aaactatatg
  4077721 atatttacag ttccatcggg tgtgcgctaa gctcttttca tccctcattg ggaccccctt
  4077781 ttgatttctt gttgaacatt tgcagttgcc agaccgcaaa ctgttttaac aaatcaaaag
  4077841 gggtttttat aactgaccca aagctgaaag ctttactgaa cccccagcct agctgggggt
  4077901 tttctgggca caaaaaagct caacgctatg cgctgagccc gatcattaga gcgaaatcag
  4077961 cattaattaa cgcatgattt tgtcaccacg cgatacgccg acaatcccag agcgagcaac
  4078021 ttccactatt tcagcgactt cacgcaccgc attcaaaaac gcatccagct tctcgctagt
  4078081 acccgctagc tgaacggtat agagcgttgc ggtcacatcc acaatttgcc cacggaagat
  4078141 ttctgcacaa cgcttcacct cttcacggcc ataaccactg gcttgcaact tcaccaacat
  4078201 gatttcgcgc tcaacatgtg agccagaaac caactcactg acacgtaaga cgtccaccaa
  4078261 cttgtgcagc tgcttttcaa tctgctccag aaccttggca tcacccacgg tctggatggt
  4078321 catgcgggaa agcgttgggt catcggttgg cgcgaccgtc aggctttcga tattatagcc
  4078381 acgctgagaa aacagcccca ccacccgtga gagtgcacct gactcatttt ccagcagtac
  4078441 tgataaaatc cggcggcgca taattaagtc ctctccgttt tgcttagcca catttcgtcc
  4078501 atgccaccac cacgaatctg catcgggtaa acatgttctg tttcatcgac agtcacatcc
  4078561 acaaagacca aacgattggt ttcggataat tgtgtcagtg cgtctgccag cttactttcc
  4078621 agctcatccg gcgtattaat agccacacca atatggccat aggcttcagc caacttgaca
  4078681 aaatcaggca gcgaatccat atacgactga gaatggcggc ctgaataaat catgtcctgc
  4078741 cattgtttca ccatccccag atagcggtta ttcaggttta ataccaacac tggcaagtta
  4078801 tattgcagtg cggttgataa ctcctgaata ttcatctgga tactgccatc accggtcaca
  4078861 caaacgacgg tttcattagg caaagccaat ttaaccccaa gcgccgctgg caagccaaag
  4078921 cccatcgtgc ccaagccacc ggagttaatc caacgacgtg gcttatcaaa gggatagtaa
  4078981 agagccgcaa acatctgatg ttggcccaca tcagaggtaa cgtacgcatc gcctttagtc
  4079041 agacgatgta aggcttcaat caccgcttgt ggcttgattt tcccactgtc tttgttgtag
  4079101 cccaagcaat tacgggtgcg ccattgttca atggattgcc accaatcgcg caagctatca
  4079161 aaatcttgtg tacagccgac ctgcgacaac aaatctaaca tttgtgtcag tacttgtttg
  4079221 gcatcaccca caatcgggat atcggcggtg accgttttcg agatcgatgt cggatcgata
  4079281 tcaatgtgta gcactgtggc atcagggcaa tattttgcta aattattggt ggtacgatcg
  4079341 tcaaaacgga caccgacggc aaaaatcaga tcagtattgt gcatggccat attggcttca
  4079401 aaggtaccat gcatccccaa catgccgaca ctttggcgat gcgtaccagg gaaactgcct
  4079461 agccccatca gagagctggt taccggtaag ttcagcttct ctgccaatat cagtaattct
  4079521 tcatggcaag cggcgttaat cgcaccacca ccgacataca taatgggccg tttagccgcc
  4079581 ataatcgttt gcagtgcacg cttaatctgc ccacggtggc cttgcaccgt aggattatag
  4079641 gagcgcaaac tgacttgctc tggataggcg taaggcattt ttactgctgg gccgacaatg
  4079701 tcttttggca agtcgataac caccggaccg ggacggccag tggatgccag ataaaaggct
  4079761 tttttcaaca ccatcgggat gtcttctgtg cgcttaacca agaagctatg tttgaccact
  4079821 gggcgggaga tccccaccat gtcacattct tggaaggcat caaaaccaat caatgagctt
  4079881 ggcacttggc ctgaaagcac caccattggc actgaatcca tataggcggt cgcaataccg
  4079941 gtaatcgcat tggttgcacc aggaccagac gtgaccagta caacaccgac ctcgcccgtt
  4080001 gcccgcgcat aaccatcggc catgtgaacc gcaccttgtt catggcgcac cagcacgtga
  4080061 tcgatgcctc cgaccgtgtg cagggcatcg taaatatcaa gtacggcccc gccgggataa
  4080121 ccgaatacat gcttaacgcc ctgatcaatt aacgatcgga ccaccatctc ggctcctgac
  4080181 aacatctcca tgggttttgc ctccgggctt agtttgctca ttggataacg ggaattcatt
  4080241 tccacgatat tctgtaggaa aggcgcaacg cctctttatt cttatttgtg gcttcttact
  4080301 tatttgagcg tttttaacgt aacgaattta ttaacataac gtcagaattt ctggcaggca
  4080361 aacagcaatt ctccgcacta aagataatta tattggtcac gcgctgaaat tacgtcaatt
  4080421 aaaggaataa tcccccagaa aacaagttaa aactggttta taacatcgag gtagtgaatg
  4080481 gttatggaac taaatcaggc tgataatttt cactcgttgg attcagtaga atgatgggaa
  4080541 ttacccataa ataggtaggt cagggccaaa cacagcagaa cggtcagaaa gacagcagcg
  4080601 accagtgtga gacttaacac cggtcactgc ggggaggaat ggtgaacaaa ttaatcgcta
  4080661 tacatcaagt caatttcatt ctgatagcgt tgaagaatga ttttccgccg caacttcatc
  4080721 gtaggcgtta actcaccggt ttccatagtg aacgcctgag gcaacagcgt aaactttttt
  4080781 acttgctcaa acagagccag ctctttttgt atctctttca gccgttgctc aaacatgtta
  4080841 acaatgtggc tatggcgcaa tagctccaac cgatcgtgat atttcaagtt gatggatcgg
  4080901 gcatactctt ccagcgattc aaaactcggg acaatcaacg ctgatacaaa tttgcgggta
  4080961 tccgcaataa tcgctacctg ctcaataaaa cgatcctgtc cgagtgtgcc ttcgatcatt
  4081021 tgtggggcaa tatatttccc ccccgacgtt ttcatcaggt ctttcagacg ttcggtaata
  4081081 aacagatgac cctgagcatc cagagcaccc gcatcccccg tcttaagcca tccgtcttcg
  4081141 gtaaaggctt ctagcgtctc ttgtggcttt ttgaaatagc cacgcatcac gataggccca
  4081201 cgcacctgaa tttcattctc tgcccctaag cgaacatcaa tacccggtaa gggcttgccg
  4081261 atagaaccaa agcggaagtt ttgctcttcc caacaagaaa ccgtggcaca ggtttcagtc
  4081321 atgccatagc cgtatttaat attgacccca atcgcctgga aaaacagaat gatattatca
  4081381 tctaaccgtg cgccagccgc gggcagaaaa cgtacccgcc cccctaacac accgcgtaat
  4081441 ttgcgcaata ccaaacggtc tgccagtgtg tacatctgct ctgagagcca aggtaatggc
  4081501 cgcccctgct gcaaccgttt gaatttacgt tcaccgcacc ccactgccca gtggaatagc
  4081561 acgcgttgat gccactttgc caaggcgact ttgtcattaa tcgcgctgaa tactttctcg
  4081621 tagaagcgag gcaccgcgca catcaccgtt ggttttactg cctgcatagc agagcgcacc
  4081681 caatccgtat tacggatata gacgttctga gcaccggtat gcatcacata gaaactccag
  4081741 gctctttcaa aaacatgaga taacggcaaa aaactgaggg acacatcttg tggtgtgagg
  4081801 gttaaccgct ggtcatgcaa atagagttga gctgccatat tacggtaatc caacatcacg
  4081861 ccttttggct cccccgtggt acccgacgta taaattagcg taaacagatc gtctaaatca
  4081921 cagccttcaa tgcgcgtagt taacaggtgc tgttgtacgg tatcgggttg ctgttgctgc
  4081981 tcaaagtcag ccaaatgctg ggcgtactca cagccacgta agtccaccgc aggatccaag
  4082041 acgatgatat gagccagttg cgggcagaga ggttgcagcg tgatggcaat atcaaattgg
  4082101 gattgctcac cgacaaacaa aatccgcaca tcagcatcat tgacgatata ggctgcctga
  4082161 gcggcggtat tggtggcata caaggggaca ctaacgccac gtaactgtaa aatagccaga
  4082221 tcgacaagtg accacgccat actgttatta gcaaagatgc caatgcgctc ttgtattgca
  4082281 gcccccaaag agagcaatgc agtagaaatc cgagtgacat gctcgtcaat ttgctgccag
  4082341 ttgagctgct tttcaccctc tggtgaccat tcacgaaagg ctaccagctc tgaacggtca
  4082401 ctgacttgct gacgcaacct acgtaccagg tgatattgat gtaatttatg aatcataaag
  4082461 aattaccgct cgctggtgaa atatccatta aagtgtgttg caagatttgt acgacaacat
  4082521 tcagcgtaca ggtgttcact tttttttcgc gcagtctact cactctgtgc gctatggcaa
  4082581 ataatattcc atataagagg taaggttttg atgaaaaaca caacgggctg gacgataaat
  4082641 tagcgggagt ctccgtcatc ccatggcatt tcattgaatt gaattgaact gaactgaacg
  4082701 agcgatcatg tgcaataggc gttgttgtgt acgctatcag tttcgatggg taatcatttg
  4082761 tgacaaacac tctattttga aaaacaatct atttcgataa acaatctatt ccgaaaaaca
  4082821 atcagttccg aaaaacaatc agttccgaaa aataatcagt ttcgataaac agcatacatt
  4082881 gccgtgagcg atgcgatttt ttgagatgaa aatatgagat atggttaggt gaatgattgc
  4082941 ctgctaccaa taacaagatg aactcagcag caggacttaa tgatcagaac ttaatgataa
  4083001 atcattaaac gggagaacta aattgcccga gtaacgcttt catccattga tggcctttat
  4083061 ctctatccgt agattcatgc catgtaaggt aacaggcgcg cgaagtattt tcccaaggta
  4083121 atgaaattaa ctttagattc aacgcctcac tgtatgtttt taccaaccag cggggagcaa
  4083181 ttgccacaaa ataagtctga gaaacaatat ttagcacact gttcatatca gtactttcat
  4083241 aagcaataga ttgagtactg gttgttgagt cgtaataagg ctcactgaat gacccttttt
  4083301 tatctaatga tacaaccgcg tgagattcgg aaaggagctg attttcagta attgaatcat
  4083361 taatacgtgg gtgatcttta gaaacggcca gcactaattc atctttaaat aaagggatgc
  4083421 ggtgaaaatc cgggcggtcg aactcggtgt agccgatgac aaactcggtc tcctgataac
  4083481 gtagttgatg ctcaatgttg tcattaagat aagatttgat gaccagttga acattaggcg
  4083541 ctgattgttt tacccgctgt acaatctgag ccgccagtcg aacatctaac gggctacaaa
  4083601 tcgatagatt aaacagccgt tcactgtttt tcgcttcaaa ccctgcaccg ggtaactcat
  4083661 tttgtactaa ctgcaatgcc tggcgtaccg gcccgaagag ctgacgggct ctggctgtag
  4083721 gctgtatgcc acgaccataa cggacaaaga gctcatcatt gaacatgact ttcaaacggg
  4083781 caacagcatt acttacagca ggctgggaca taccaagaga ctgtgccgca cgtgtcacat
  4083841 tttgcatttg catcacagca tcgaaaacag ttaacaaatt taggtcgaca cttcttaaat
  4083901 ggacatcgat agattctttt ttagttgctt gactgtcagt tactaagttg tattcagaca
  4083961 tgcttaactc cactaagctt tatgcagatg gcgcgattaa taaaaggact tctctgatat
  4084021 tgatataccc ttattcttca acgttgctcg tgccgctcac tgacgtgagc tagcgcatca
  4084081 aaattcgctc attatttctt gctgtaacac caatggctat gggtagacgc tgttgcaata
  4084141 tccttaatct cttactatta ataacgccaa tgttctcttg tattaccttt gtagggtaaa
  4084201 tttgagtttc atccttgtat aaatgtgaga tacggttcac acctaatgca ttctgttgtc
  4084261 agtaattctc cataaaaaac acataaacaa aaaacctata caaagtcatt tatatagcca
  4084321 ccacaacaaa tttatattag taatataaaa attttaatta taatcaccaa taataaaatt
  4084381 aacgagatga tcacatcaca aaatgagatg attgacaact atgccattaa taaataataa
  4084441 attcatcaat taaaacttat catttcttaa ttttacgcag aaactcattg aataatttaa
  4084501 agcacttcat tttatttaat tataattaat tgatttagtc acaaaatatc aagactataa
  4084561 atatacaact catataaaaa tagttactaa tctttaataa gcatcataaa aaaaaatgga
  4084621 taaagggcga tatcttacat ggatcaattt atcttataca tctcaacact gcccctatca
  4084681 ctctcattaa ctcataaaaa aatcgaatca aataggcaaa acaatcagca ttcatgttgg
  4084741 gttgggcgac aagccgccgc ggagaaacac ggaaagcaca ataacccaga taatggtaat
  4084801 tatgccaaac aattaaaaaa tcatgagcga cttgttcagg acaatactct gtaaaaatga
  4084861 ttattttgga ttttagctcc aattaaaaga agtcggaatt cgctcaacca gttgaagtcg
  4084921 ccattttaaa caattgttga cacaaacata gaattcacgt atcaatttag gcaacgcaat
  4084981 attttcactg atgagaagct gaaatttatg ttctactcaa cccgtctact aagcctacta
  4085041 cttaacgcat ctctcttgcg cggtatgttg gtggacggaa atcagaactg attcagccat
  4085101 caagattaac aagcccgcgc aaatgcgcgg gttttttttg tgcccagaaa acccccagct
  4085161 aggctggggg ttcagtaaag ctttcagctt tgggtcagtt ataaaaaccc cttttgattt
  4085221 gttaaaacag tttgcggtct ggcaactgca aatgttcaac aagaaatcaa aagggggtcc
  4085281 caatgaggga tgaaaagagc ttagcgcaca cccgatggaa ctgtaaatat catatagttt
  4085341 ttgcgccgaa gtaccgaagg caggtgttct acagggaaaa acgcagagcg attggcagta
  4085401 ttttaagaaa actgtgcgaa tggaaaaacg tgaatatcct ggaagcagaa tgctgtgtgg
  4085461 atcacatcca tatgcttctg gagatcccgc ccaagatgag tgtctcggga tttatggggt
  4085521 acctgaaggg aaagagcagt ctgatgcttt atgagcagtt tggcgatttg aagttcaaat
  4085581 accgtaacag ggagttttgg tgtcgagggt attacgttga tacggtaggg aaaaacacgg
  4085641 ccaggataca agaatacata aagcaccaat tggaagagga taaaatgggt gagcaactct
  4085701 cgatcccgta tcccggtagc ccgtttacgg gccgtaagta atccatagat gcaaatgtca
  4085761 gatcgcgatg cgcctgttag ggcgcggctg gtaacagagc cttataggcg catatgaaaa
  4085821 acctccggct atgccggagg atatttattt ctgcaaatta gcggattaat aagtaaatat
  4085881 tatcttcacc acgcacgata ttcagtgcaa tcacggcagg tttggcttcg atggctttac
  4085941 gcaactcagc aatatcctta acccgttcgc ggtttacggc aataatcaca tcatcttttt
  4086001 gtaagccaga ttgtgcggct ggcgaacctt tagtgacgct atcaactttg atccccttac
  4086061 taccgtcttt gagctcaccg ttactcaggg atgcgccctg taatgatggc gatagatttt
  4086121 cagcgctggt ggatgttgag ctactgttat ccagcgtcac cgatacttcc agtggtttcc
  4086181 cttcgcgcag taaaccaatt ttaatggttt tgcctggccc cgttgtcccg actttggcgc
  4086241 gcaattcagc aaagctgcta atctttttcc catcaacgga aatcaacaca tcacctggtt
  4086301 tgatcccggc tttcgctgcc gctgattttg gcagcacttc actgacaaaa gccccacgct
  4086361 gagcatcaat attaaaggct ttcgcaatgt cagccgtcat ctcactacca cggataccga
  4086421 gcagcccacg tttcacttcg ccaaactcga tcaactgctg gctgaggttt tgtgccatgt
  4086481 tacttgggat agcgaagccg ataccgatat taccgccacc tggcgcaagg atggcggtat
  4086541 taattccgat cagttcccca tccagattca ccagagcacc gccagaatta ccacggttga
  4086601 ttgaggcatc ggtctggata aagttttcca gcccttccag attcaagcca ctacgaccca
  4086661 gtgctgaaat aatacctgac gtcgcggttt gccctagacc aaacgggtta cctacggcga
  4086721 cagcaaaatc ccccacccgc aggttatcgg aatctgcaat tttgatcgca gtcagatttt
  4086781 tagcatccgt taattgcagt aaagcgatgt cggtttgttc atcacgaccc aacaattttg
  4086841 catcgtattc acgaccatca ttcagctgaa cacgaatttt atcggcatta ttgatgacgt
  4086901 gattgttggt caggatgtag cccttctcag cgttaataat aacgcctgat cctaagcctt
  4086961 cgaatggccg gctgctctct tttcctgatg gtgcattcgg gccaaagaag aatttaaact
  4087021 cttctggcaa gcgttgttgc tgtgcctggc tcccagagac atgaacactg acaacggcgg
  4087081 gtaatacttt ttccagcatt ggtgccaggc taggtaacgt ttgtccggcg accgccgcag
  4087141 gcagtgctgc tgcactcacc ataggaacag aagcgagacc taagccgacg cttattgcta
  4087201 gcgcactaag aagtaatgat gttttcttca ttgatttaaa ctctctcaat acctaacggt
  4087261 gaatgaatag ggtggatgac gctcactagt ctgtataaat tcagacccgt aaatagcaaa
  4087321 aaaattcgct catttcaaaa ggatagtatt ggtctaaaag taaacaccct tgatgtcgtt
  4087381 tgatataagg gccgcgttac agcaattcaa ggagaggcaa gtatagaagt gtaaatgtag
  4087441 tgagttgcgg tggaacggag atgtgcccca ccgcagtgag tatagatgtt taaacacaag
  4087501 cttaatcgcg attctggtgt tccgggcgta ataaaccaga tgcgccttca gagtaatcac
  4087561 gaggtggtag tttaacgggt gcctgatcat tatccgcttc ggattctgtc agacggtaac
  4087621 ggaacggatt atcctgtaat ggtaagtccg gtaataagtt attggagctt ttcgccatat
  4087681 gttgataaag ctgacgataa tcacgggcca tgttatccag taactcggca ctccgtgcga
  4087741 agtgcccaac cagctcttga cgatactctt ccaaatctgt tttgctcttc tccagctcat
  4087801 tttgcagcac ttgttgctga cgcaatttgc ggttgccaaa gcgcatagcc accgcgccga
  4087861 tcacaacacc aacaaccaat ccaataagcg catactccca ggtcatgatg actccttttt
  4087921 tgacttcatt gttcagcaga actttttcac ttaataatac ccactataac cgttaacctt
  4087981 gtctgagtgg aatcctgatg caatgttacc tctggttatc aggttttttc cgcaattgcg
  4088041 gagtcggtaa atgctacgat ttcccgaaaa atcagtaaga aagcgtagcg aaaagtcgat
  4088101 aactatttta tcagggattg cggataaaca tgcaacagag ttcacctata acgctttatc
  4088161 agcaggcact tgatgccggc ggctatcaac ctgatgatgt gcagcggcgt gctgtagcac
  4088221 ggctagagac aatttatcag gcgctaaatc agtaccaaaa tgtccctgcg gccagtgcaa
  4088281 gtttacgcaa ccgcctgggc cgtttatttg ggaagccagc tcgacgacca cccgtaagcc
  4088341 ccgttcaggg gttatatatg tggggcggtg tggggcgggg gaaaacctgg ctgatggacc
  4088401 tgtttttcca cagtttgccg ggtgagcgca aactccgcct ccattttcat cgttttatgc
  4088461 tgcgggtaca tcaagaactg accgagttac aagggcatga aaatccattg gaaattgttg
  4088521 ctgatggttt caaggcccag actgacgtac tgtgttttga cgagttcttt gtctcggata
  4088581 ttaccgatgc catgttgttg gcaacattat tggaagcgct atttgccagg ggcatcacac
  4088641 tggtcgcgac gtctaatatt ccgccagata atctgtacca taacgggtta cagcgcgggc
  4088701 gttttttacc cgctatcgcc ttaattaagc aacattgtga ggtgatgaac gtggatgcgg
  4088761 gtatcgatta tcgtttgcgg acattgactc aggctaatct ttatctgacc ccgttaaatt
  4088821 cacagaccga acaagcaatg gcagcgattt tcgttaaact tgcggggaaa gaagggggaa
  4088881 aggcaacggt gttggaggtg aatcaccggc ctttgcctgc gatttgtgtg gctgaggggg
  4088941 tgctggcggt tgatttccat acattgtgtg aagaagcgcg cagtcaactg gattatatcg
  4089001 ctttgtctaa gcgctatcac acggtattgc tccacaatgt ccgttgcatg gcggcccgcg
  4089061 atgagaacac ggcacggcgt tttctggcct tggtagatga gttttatgaa cgccgggtga
  4089121 aactgattat tgcggctgaa gcctcaatgt ttgagattta tagcggtgag cgccttaagt
  4089181 ttgagtacca gcgttgttta tcgcgattac aagagatgca aagcgaagag tacctttctt
  4089241 taccccattt accttaaggg ctattgcgcc acaatggttc acttttgggc ggcttaaatg
  4089301 ctattctatg gcgggcgaca tttgtcgtcc gtacttaaca tgtttaattt atacctttct
  4089361 cgtgaaaaac agttcgatct ttaacgccga cttctctata atcttgcgac cccacgttac
  4089421 aacaaagttt ttttcccaaa aactttgata gtgccagcat tggctattcg aaggggtagg
  4089481 tttgctggac tgatggtcgt gtgagcctca actgtttttg aacgtttggg tgttcaccaa
  4089541 cgtgtaactt attaattggg taagctttta atgaaaactt tcacagctaa accagaaact
  4089601 gtaaaacgcg actggtatgt tgttgacgcg agcggtaaga ctttaggtcg cctcgctact
  4089661 gaactggctc gtcgcctgcg cggcaagcat aaagcggaat acaccccgca cgttgatact
  4089721 ggtgattaca tcatcgttct gaacgcagaa aaagttgctg taaccggcaa caagcgtaca
  4089781 gacaagattt attaccatca caccggtttc gtcggtggta tcaaacaagc gacctttgaa
  4089841 gagatgattg cccgccgtcc tgagcgtgtg attgaaatcg cggttaaagg catgctgccg
  4089901 aagggcccgt tgggtcgtgc aatgtaccgt aagcttaaag tttacgcggg tactgagcac
  4089961 aatcatgcgg cacagcaacc gcaagttctg gacatttaat cgggattatg gcaatggctg
  4090021 aaaatcaata ctacggcact ggtcgccgca aaagttcttc cgcacgcgtc tttcttaagc
  4090081 cgggtagcgg taaaatcgtt attaaccaac gtagcctaga agtttacttc ggccgtgaaa
  4090141 ctgcccgcat ggtagttaat cagccgctgg aactggtaga catggttact aagtttgaca
  4090201 tgtacatcac tgttaaaggt ggtggtattt ctggtcaagc tggcgctatc cgtcacggta
  4090261 tcacccgtgc actgatggag tatgacgagt ctctacgtgg tgaactgcgt aaagctggct
  4090321 tcgtaacgcg tgatgcgcgt gaagttgagc gtaagaaagt gggtctgcgt aaagcacgtc
  4090381 gtcgtccaca gttctccaaa cgttaatttt ttgcctttac ggcatcagat tgatggtaaa
  4090441 aacccggtgt ctcaccgggt ttttttatgc ctgaaaaaca cgtacctgcc attttatacg
  4090501 ctcccttctg ggcgttaaac tgttgtcgga tagacaattc atcatgaaat cgcagcacca
  4090561 tccccacaaa acatgcaaaa tctggtacac taccaaccac ttttgtgcct gttcggcgaa
  4090621 ctgttgacgt ccgtgtatct ccctggctga attcttatct cgtccaaggc tcatttacgg
  4090681 tacagcggtc gagattgcga accggtggta aaacgaccca ggatagcaac ctaaccgtgg
  4090741 gctattcgca ctgttttcta gataaacttg gaggttttca tggctgtcgc tgccaacaaa
  4090801 cgttcggtaa tgacgctgtt ttccggcccg accgacattt ttagccatca agtacgtatc
  4090861 gtactggcag agaaaggtgt cagtgttgag attgagcagg ttgaagctga taacctgcca
  4090921 caggacctga ttgacctcaa cccctaccgt actgtcccta ctttggttga tcgcgagctg
  4090981 acgctgtatg aatcccgcat tatcatggaa tatttggatg agcgtttccc tcacccacca
  4091041 ttgatgccag tctatcctgt tgctcgtggt agcagccgct tgatgatgca ccgtattgag
  4091101 cacgactggt attccctgct gtataaaatt gagcaaggta atgcacagga agctgaagcg
  4091161 gcacgtaaac agttacgtga agagttactg tccatcgcgc cagtctttaa cgaaacacct
  4091221 ttctttatga gtgaagagtt cagtctggtc gattgttact tagctccgtt gctatggcgt
  4091281 ttaccggtgt tagggattga gttcacaggg gcgggctcta aagagctgaa aggctatatg
  4091341 actcgcgtct ttgagcgtga tgcgttcttg gcttcactga ctgaagctga acgtgaaatg
  4091401 catctgaaaa ctcggagcta attgtcatgg agatgtcgga tatgtctccg cgccgccctt
  4091461 acttgttgcg cgcattttat gagtggttga ttgataatca acttactcca catctggttg
  4091521 tggatgttac ccgtcctggt gtttcagtgc cgatggagtt tgcccgtgat gggcagattg
  4091581 tattgaatgt ggcaccgcgt gcggtgggta atttggaact gagcaatgat gatgtccgtt
  4091641 tcaatgctcg tttcggtggt gttcctcgtc aggttaccgt tcctattgct gcggtaatgg
  4091701 cgatttatgc gcgcgaaaat ggctcaggta cgatgtttga gccagaagcg gcttatgatg
  4091761 ctgatgctga tggtaatttt gagggcatcg aaggaaaaga gaacgagaca gcaccgactg
  4091821 agagcttgat gttggtaaca gatgataccc gcgttgagca ggatgatgac aattcaccgg
  4091881 atgataagcc gccgcaaccg ccacggagtg gtggccgccc ggcattacgc gtggttaagt
  4091941 aattttcgcg gttcggataa atacaggctc tatctcttca gggcggcgtt agccgccctt
  4092001 atcgtttctg ttttgtgcgg gaatcttgat tagctggctg ttggtagcgt tttttcgttt
  4092061 acttgatggc tgtttttcat ttacttgata attgctacga cagttttttg agctcagcca
  4092121 ggcagctatc acgtgggcct gccatgtcac tgttcttgat ggtcaataat gtccgtgacg
  4092181 ctcgctgctg gaagttggct tttgcctcac tgtctttgac atctatcggt gcagtgcaaa
  4092241 catcggataa tgttaatatt ttactgccac tgactgcttt taataccgct gccgggttat
  4092301 aaatcagggc agaggagagg gcagatttca ccccttcagt aaacttcgga ttaccggcac
  4092361 tggctaattt gggtgccata gcaatccagt tatcatcacc aagcttaata ttattctcaa
  4092421 ccgctggcag ttgccccgat ttctccagtt cggcaaccac tgcacgtgcg ccccgcgcct
  4092481 caatattgta gccaacttct tgataattta gagacattgc gaatgcgctg ctactcatcg
  4092541 ccagtaatcc gccaacaata aaaggtaagt gaaatttcat aacagattat cctttattta
  4092601 aagcaaagtg tgacagtata tgccagttgt gaggggcttg cacttaacaa ccaagccttc
  4092661 actatagcgc tatcgtggat aaaatactga aaataaggct atttgatatt gttacaaaat
  4092721 cttgggtaat gtccatccta cttcaagccg cctaggcgtt gaccacctgc gtttccccaa
  4092781 tcatttattg atgtccatag gcgtgcagaa tgcatgtacg ctataaatgt attcacttaa
  4092841 tgagagtgtg tgattgagaa gtatgtggaa actcagaagt ggaaatgagg gaatagacgt
  4092901 gtacaacaat aggtgtatac aacaatagac gtgcataaat aaatagaata aatagaaagg
  4092961 gcgggttctg tgaattgaac ccgccctagc gtttattgaa tgatttgggg atctaccgca
  4093021 ttagacttcc agataattca tgatgccgtc tgcggcttta cggccttcgg caatggcggt
  4093081 aaccactaaa tcggaaccac ggacaatatc gccgcccgca aagattttcg ggttactggt
  4093141 ctggaaggca ttatcagtgc tttccggtgc aatcacccgg ccttgcttat ccagcttcac
  4093201 atcgtgagcg gccagccatt ccatactgtg tgggcggaaa ccaaatgcca tcactacggc
  4093261 atctgctggc aatacatgtt ctgagccagg gatctgttca gccatgcgcc ggccctgtgc
  4093321 atctggcgcg cccaactggg tgcggaccat tctgacacca cagactttgc cattgctgtt
  4093381 cacttcaatg cttaatggtt gcaggttgaa tttaaattct accccttctt cacgggcgtt
  4093441 tttcacttcc cgcttggaac ccggcatatt cacttcatcg cggcgatagg cgcaaaccac
  4093501 atcggttgcc ccctgacgaa ttgaggagcg cacacagtcc attgcggtat caccgccacc
  4093561 aagcaccacg acgcgtttac cttgcatgtt gatatacggt tcgtgagccg tcgcttcata
  4093621 gcccattagc tgtttagtat tagcaatcag gaaaggcaag gcatcatata caccgttagc
  4093681 ctcttcgttt tccaaaccac cacgcataga ttggtaggtc ccaaccccca ggaacacggc
  4093741 gtcgtaatct ttcagcagtg cttccatggt gatgtctttg cctacttcag tattcagttg
  4093801 gaattcaatt cccatctcgg agaagatctt acggcgttta atcatcactt ctttttccag
  4093861 cttaaacgct gggataccga aggtcagtaa ccccccaatt tctggatggc ggtcaaagac
  4093921 cacagcctga acaccgttac gtgctaatac atcagcacag gccagcccgg cagggccggc
  4093981 cccgatcacg gccacacgtt taccggtagg gtgaacatgt gacatatccg gtttccagcc
  4094041 catcgcaatg gctttgtcac tgatataacg ctcgatgttg ccgatggtca cggcaccaaa
  4094101 ttcgtcgttc agagtacaag atccttcaca caagcgatct tgtggacaaa cacggccaca
  4094161 gacctccggt aggctgttcg tttggtgtgc cagatcagcc gcttccataa tccgcccctc
  4094221 gttggccagt ttcagccagt tagggatgta gttatgaacc gggcatttcc attcacagta
  4094281 cggattgccg caggacaggc agcgatcggc ctgtgctttg gcttgtgttt ctgagaatgg
  4094341 ctcgtaaatt tcaacaaatt caattttacg gatcttcagc ggttttttag gcggatcgac
  4094401 gcgctgtaag tcgataaact gataaacgtt ctgactcata tcaactcctt actgcgcttg
  4094461 aacccgcagc tcagctgcgg aacggctacg gtggcccaac agtgctttca catcgctgga
  4094521 tttcggttta accaaggcaa acttggtcac ccattctggc cagttagcca gaatctcttc
  4094581 gccacggcta gagccagtca actgaacatg ttcagtgatc agcccgcgca gatgttcttc
  4094641 atggatagcc aattgctcga catccagcac ttctaccagt tcagggttaa cacgtttacg
  4094701 gaattcaccg tcttcatcga gaacataagc gaagccaccg gtcataccgg caccaaagtt
  4094761 aatcccagta cggcccagaa cacagacaat cccgccagtc atatattcac agccgttatc
  4094821 accgatacct tcaacgacgg tgatcgcccc ggagttacgc accgcgaagc gttcacccgc
  4094881 ccggcctgcg gcgaacaatt taccgccggt ggcaccgtat aggcaggtgt tcccaatgat
  4094941 gctcgcttca tggctgcgga agttggaacc gactggcgga cgtaccgcga tacggccacc
  4095001 ggccatccct ttaccgacgt agtcattcgc gtcgccagtc agcatcaact caacgccacc
  4095061 ggcattccac accccaaaac tctgaccggc agtcccggag aaatacgctt tgatcggatc
  4095121 agttgccagc ccttgatcgc catgtttcgt ggcaatcgcc cccgacaatg ctgcgccgac
  4095181 ggagcggtca gtgttgcgaa tatcaaaata gaacgtctta ctttgtttgg cttcaatata
  4095241 gggttcagct tgagacagca actctttgtt cagtaagcct ttatcgaacg gcgggttact
  4095301 ttcagtacaa tacagcgcct tgcccggatg tggcgttgct gttttcagca ttggcgacag
  4095361 atccagtttg ttttgcttcg ctgagatgcc atccagttcc agcaacatat cggttcggcc
  4095421 aattaaatca accagttgac tcacgcccag ttcggccatg atttcacggg tttcacgggc
  4095481 gatgaagtgg aagtagttca ctacgcgttc cggtaagccg tgataatggt cacgacgcaa
  4095541 tttttcatct tgcgtagcca caccggtcgc gcagttattc aggtggcaaa tgcgtaagta
  4095601 tttacaccct agtgccacca tagggccggt accaaaaccg aagctttccg cccccaaaat
  4095661 agcggcttta acaatatcaa cgccagtttt caggccgcca tcaacttgca ggcggatctt
  4095721 atggcgtaag ccgttggcca ccaatgcttg ttgtgtttca accagaccca gttcccatgg
  4095781 gcaaccggca tatttcaccg aagacagcgg gctggcaccg gtccccccat cgtaaccggc
  4095841 aatagtaatt aaatcggcgt aagctttggc gacaccggtc gcaatggtgc cgacacccgg
  4095901 ttcagagacc agtttcaccg aaatcatggc tttcggattg acctgcttca aatcgaaaat
  4095961 tagctgggcc aagtcttcga ttgaataaat atcatgatgc ggtggcgggg atatcaaggt
  4096021 cacacccggt acggaatagc gcagtttggc gatatacggc gtgactttat cacccggtaa
  4096081 ctggccgcct tcaccgggtt tcgctccttg agccacttta atctggataa catccgcatt
  4096141 gaccaaatat gccggtgtta caccgaaacg accagaggcc acctgcttga tacgggacac
  4096201 cttattggtg ccgtaacggg ccggatcttc gcccccttcg ccggaattag agaaacctcc
  4096261 caagctgttc atggcgatag ccagtgattc atgggcttcc gggcttaagg caccgataga
  4096321 cattgcagca gtatcaaaac gtttaaacag agattcagcc ggttcaactt gatccaccgg
  4096381 aatcggagtg ccttgcggtt taatggctaa cagatcgcgc agtgtggcaa tcgggcgctc
  4096441 attaaccagc ttggcgtacg cctgataatc gctgtattca ccgctatgaa cggctttttg
  4096501 taaggtactg accacatctg ggttgtaggc gtggtattcg ccgttgtgga caaatttcag
  4096561 caagccgcct tgatccagag gcttacgttt cagccaggcg cgtttggaca gattctgtaa
  4096621 atcctgttgg aaatcactga agctggcccc gccgatacgg ctgacaacac cctggaaaca
  4096681 gagatcagac aaatcacgat gcaaaccaac cgcttcaaac agcttggcac agcggtaaga
  4096741 ggccaccgtc gagatgccca ttttggacat gatcttgtac agccctttat tgataccgtt
  4096801 gcgataattg agcatcacat cgcgatactt tttatcaatc gcttgggaat caaccagttt
  4096861 ggccaatgac tcataagcca gataagggta tatcgctgtc gcaccaaaac cgagcagcac
  4096921 cgcgaagtgg tgtggatcac gtgcgctggc ggtttcgaca ataatattcg cgtcacagcg
  4096981 taggcttttg tccaccaaac gcgtttgaat tgcaccgaca gccatggggg ctggcaccgg
  4097041 caagcggtta ggcgcaatgg cacggtctga tagcaccaac ataacggcac catcacgaac
  4097101 tttacgctct gcttcatcac acagcgacag tacagcttgc tccaagtcat tctctgcggg
  4097161 attgaacgtc agatctaaac ggtcagcgcg gtaatgttcc ccttccagcg tggttaattg
  4097221 ctgaaaatca gagtaaagca agatcggcga tttaaagctc aagcggtgag cctggccctc
  4097281 agcttcgcag aagacgttca tctcacggcc aatactggtc gccagtgaca taacgtgtgc
  4097341 ttcacgcagt ggatcgatag gggggttagt cacctgagca aattgctggc ggaaatagtc
  4097401 ataaataatg cgcgggccgc tggagagcac ggcaaatggc gtgtcatcgc ccatcgaccc
  4097461 ggtggcttcc tgaccgtttt cacccagcac gcgaatgatt tgatccagct cttcgttgct
  4097521 gtaaccaaac tgcttctgat aagtttccaa ctgcgaatca tctaactgac ggctccctac
  4097581 ctgctcttcc ggtaggtctt cgaatggcac cagacgctta acgttcttct ccatccactc
  4097641 tttatacggg tggcggcttt ttagatcgtt gtctgtttcg gcggaatgca agattttacc
  4097701 gctgcgggta tcaatcacca tgagttcgcc aggacccacg cggccttttt caaccacttc
  4097761 atcgggctgg taatcccaaa tcccgacttc cgaggcacag gtaatcagtt tgtctttggt
  4097821 gatgacatag cgcgcagggc gcaggccatt acggtcaagg ttacaggccg cgtagcgacc
  4097881 atcagacatc acgatcccag cggggccatc ccacggttcc atatgcatgg agttgaagtc
  4097941 aaagaaggca cgcagatcag tatccatatc tgggttgttc tgccaggccg gtggcactaa
  4098001 cagacgcatt gcacggatca agtccatccc gccactgagg aacagttcca acatgttatc
  4098061 cagcgaactg gagtcagagc cggtctcatt gacgaagggg gccgcatcct gtaaatccgg
  4098121 aattaatggc gttttaaatt tataggcacg cgccttggcc cattggcggt taccggcgat
  4098181 ggtgttgatt tcgccgttat gtgccagata gcggaacggc tgagccagcg gccagcgggg
  4098241 gacggtattg gttgagaagc gttgatggaa cagacagatt gccgattcga ggcgcaggtc
  4098301 agccaaatca agataaaagc gtggcaaatc cgcaggcata cataagcctt tatagattgt
  4098361 caccagattc gagaagctac atgcgtagaa atctttatct gaaatacgct tttcaatacg
  4098421 gcggcgtgcc acaaacaggc gacgttccat atcacgcgaa cgccagcccg caggggcgtt
  4098481 cacaaaaatt tgttcaatcc ggggcaggga ggagagagcg atttcaccga gtacatctgg
  4098541 gttcgtcggc acttcacgcc agccgacaat cgacagcgtt tcattttgca attcttcttc
  4098601 tacaatgcgg cggcttgcct tggcgagttc ttcgtcctga ctgagaaaca tcatacctac
  4098661 ggcatagttt ttggccaaac gccacccgcg ttcttcagcg accatccgga aaaagtgatc
  4098721 cggtttttgc aataataagc cacaaccatc gcccgtcttg ccatcagcaa ggatcgcgcc
  4098781 acggtgttgc atacgggcca gtgcgtgtat tgcggtgcgc actaccttat ggctaggttc
  4098841 gccttctata tgggcgatta ggccgaaacc acagttgtcc ctctcttggg attgatcata
  4098901 caacatatca gtgaacctcc ccaggctctg tgagactctc acaaaccagc tcgtaaagga
  4098961 catattgata tcagacagtg tgggctgaca gacgcgtgct ttgcggcaaa tctgcttttc
  4099021 cgccctccgc caatggcctc tcgtgatggt tctcacaagt ggtaaaagac ttgttttaag
  4099081 agggagtctt aaattactgc ataattatga ctagacgttt gcccgtctag aaagcttcca
  4099141 gcggacttcc aacttagcga gaaagaatac gcaggtcaaa tataagcatg agatatatct
  4099201 ttatggtaat aaatgctctt atcattatga ataatattga tttatttgca ttttatacct
  4099261 gccggctgct tcatgaagca gacacaaata tgtgagctgt ctcactatag tgtaatcgtc
  4099321 aaatctctgc acaatgctag tgcgggtggg gatgctagaa ttatagactg aatttttttt
  4099381 atttattaga tgttaaaact atttttcact gatttgtaat agaagcgcta agggcttggt
  4099441 gggaataaga aaatttaata atcggtcaag tggttttatt tgcatttatg atgaatggtt
  4099501 atgcaggatt gcacccaaaa gcgtgggagt tgatctctgt catcgcacac ggcatcggcg
  4099561 gcgggttagg cttacccccc ttaatttgac gttacagcgg tattcgcggc cctcacttat
  4099621 ccggtttact gacttaattc agatctgcag gatttcgttc gtttgctgct tggccgcaac
  4099681 gccaatggct ttgggtatgg gctctttttg acaggcagtg ccaagatcat gcagttacag
  4099741 caattagtca atatgtttgg tgcggactta cagcgccgtt atggtgaaaa aattcataaa
  4099801 ctcacgctgc atggcgggtt cagttgtccg aatcgtgatg gaactctggg gcgtggtggt
  4099861 tgtacttttt gtcaggttgc ctcctttgct gatgagcaaa tgcagcaaca aagtatcact
  4099921 cagcaactcg cgatacaggc caaaaaagcc aatcgagcga atcgttacct ggcttatttt
  4099981 caggcctata ccagtactta tgcagaggtg aatgcgttag ctgcaatgta tcaacaggca
  4100041 ttgtgtgagg ccgatattgt gggcctgtgc gtggggactc gcccggattg tgtgcccgat
  4100101 gccgttctgg atttgctgag cagttatcaa caacaaggtt atgaagtttg gctcgagctg
  4100161 ggtctacaaa cagctaatga taaaacactc aaacgtatta accgtggaca tgattttgcc
  4100221 tgctaccagc aaacggcccg ccgtgctcgc gctcgtggcc tgaaagtgtg ttgccattta
  4100281 attgtgggtt taccaggaga ggatcgggcg caggggaggg aaaccttgga aaaagtggtc
  4100341 accaccggtg ttgatgggat aaaactgcat ccactgcata tcgtggaagg cagtacgatg
  4100401 gcgaaagcct ggcgggcggg gcgcttaacg gcgttggcgt tggaggatta tgtcctcacc
  4100461 gcaggtgaaa tgattcgcca tacacccgca gaggttgtct atcatcggat ttctgccagt
  4100521 gcgcgtcgcc ctacattgct ggcccccttg tggtgtgaga atcgttggac aggcatgaat
  4100581 gagctgaata attacctact ccagcatggc gtacagggca ccgcgattgg ggatgcttat
  4100641 tgctatcgtt aagatactta tcgtaatagc taagagagta atcgccatgg ttaacagact
  4100701 tattgctatg gctaaaatac tcattattac cgttggaggg gatatctatt ggctggtgtt
  4100761 atctgttgtt tgcttactgt tcaggtccat aaacgcgtta ttccccaaat tatctccccg
  4100821 cgatttgcaa tcttttccac acttctgagt cacctggctt atctctttgt ggttttacgg
  4100881 tatgatttat ccgataagca ctgacagagg ttgctatgaa gcaaatccgg gtattagccc
  4100941 agtactatgt tgatttaatg gttaaattag ggctggtgcg tttttcgctg ctactggcat
  4101001 cggcattggt gttattggcg atggttgttc aaatggccgt caccttcgtc ttgcgcggct
  4101061 ctgttgaaac cctcgatctg gtgcgctcca ttttctttgg tttgctgata accccttggg
  4101121 ccgtgtattt cctgtcggtt gtggttgagc aactggaaga gtcgcgccag cgcctgtccc
  4101181 ggttggttga taagctcgaa gtgatgcgtc atcgcgatct cgagctgaac aagcaactga
  4101241 cagaaaatat tactcaactg aatcaagaga ttgttgaacg cgaaaaagca gagaaagcgc
  4101301 atctgcaagt ggtcgataaa ctgaaagaag agatgggcca ccgcgagcag gcgcagattg
  4101361 agctggggca gcaatcggcc ttattacgtt cttttctcga tgcttcgcca gatttggttt
  4101421 attaccgtaa cgaagataat gagttttccg gttgtaaccg cgcaatggaa ttgttgacgg
  4101481 gtaaaagtga gaagcaactg gtcggattga cgccaaaaga tgtttatgca ccagatatcg
  4101541 ccgagaaagt gatggagacc gatgagaaag tcttccgcca taacgtttct cttacctacg
  4101601 aacagtggct ggtttaccca gatggccgta aagcctgttt tgaactgcgt aaagtgcctt
  4101661 tttatgaccg agtcggtaaa cgacatgggc taatgggctt tggacgcgat ataaccgagc
  4101721 gtaagcgcta ccaggacgcg ctggagaatg ccagtaggga taagacgaca tttatctcaa
  4101781 caatcagcca cgagctacgt acgccgctta atggcattgt tggcctcagt cgcatcttgt
  4101841 tagataccga attagatgcc gaacaactga aatacctaaa aaccattcat gtcagtgcta
  4101901 tcactcttgg aaatattttc aacgatatca ttgaaatgga taagctggag cggcggaaag
  4101961 tacagcttga taatcaacct gttgatttta ctgggttcat ggccgatctg gaaaacctct
  4102021 ccggtttact ggtgcagcca aaaggattga aattcattat ggaaccgcag ttgccattgc
  4102081 cggagaaagt gattgccgat gggacccggc tgcgccaaat cctgtggaac ctgattggta
  4102141 atgcggtgaa attcacccag caaggcaaaa ttgtggtgcg ggtacggcgt gagggtaacg
  4102201 accgcctgat ttttgaagtc gaagattcag gcatggggat accggaagac gaacaagata
  4102261 aaattttcgc catgtattat caggtgaaag atcgcaacgg ggggcgcccg gccacgggca
  4102321 ccggtatcgg cctcgcggta tctaaacgtc tggcacagag tatgggcggt gatattacgg
  4102381 tgaaaagcac gcagggggtg ggttcttgct tcaccttaac catcaaggca cctgcggtac
  4102441 aggaagcctc caacgcgccg tcaggcgacg atatgccatt acctgctctt catgtactgc
  4102501 tggtggaaga tatcgagctg aacgtcattg ttgcgcgttc agttctggaa aaattgggga
  4102561 acagtgttga cgtggcgatg aatggccacg atgcattagc catgtttaac cctgaagatt
  4102621 ttgatttggt tttattagat attcagttgc ctgatatgag tgggctggat atcgcccggc
  4102681 aaattcgggc ggaatatggc aagcagtcat tgcccccgtt ggtcgcatta accgctaacg
  4102741 ttcttaaaga taagaaagaa tatttagatg ccggcatgga cgacgtgctg agtaagccac
  4102801 tgtcagtccc tgcactgacg gccatgatta agcaattttg ggatagtaag ccctcttcag
  4102861 cggtacaaaa acaggagcat aaagtgatgc aaacccatga atcgttactt gataccacca
  4102921 tgttggaaca atacatcgat ttagttggcc cacagttgat tcaccaaagt ctggagatgt
  4102981 ttgaacagat gatgccaggt tatttggcgg tgctggattc aaatatgacg gcgcgggacc
  4103041 aaaaggggat cacggaagaa gcacacaaaa ttaaaggggc ggcaggttct gtcggtttac
  4103101 gccacataca gcaactggcc caacagattc agacaccgac attgccagcg tggtgggata
  4103161 acgtgcagga ctgggtcgat gagttaaaat tagaatggcg taatgatgtt caggtattgc
  4103221 gtgagtgggc agcggaagtt gaaaaaaaat aaccccgacc gaggccgggg tgcgcgaaga
  4103281 ctgcgccaac accagggaaa acgttaacct gcgtattatt tcgatttcga gtgaattcgc
  4103341 aggttgtcag gattctttca tacatcatac tagcaacaac atagcaaatg taagcgctct
  4103401 tgttacaaga ttcattaaaa tttgtgatag agattggtct ttgttactag aacgggttaa
  4103461 gtgattgaca gaggaagata agggagaaac gagatgaaaa cagttggcgt agtgctcagt
  4103521 ggatgtggtg ttttggatgg cgctgaaatc catgagtctg tcttaacaat gctggcattg
  4103581 gatcgcgcgg gcgcagaggt tttgtttttt gcgccagata aacctcaact tcatgttatt
  4103641 aatcatatta ctggtgagat tgttgcagaa gaacggaacg ttttagtgga gtctgcccgc
  4103701 attgcccgtg gcctgatcac ccccctttct gcggctgatc cagaggtatt agatgcacta
  4103761 atcgtaccgg gaggttttgg ggcagcaaag aacctctgcg acttcgccat taaagggggc
  4103821 gaatgttccg ttgaacccga tttatataag ttaattcaat taatgcataa gtccggtaaa
  4103881 ccaattggat tgatgtgtat ttctccggtg atgctgccga agctgttggg caaacccatt
  4103941 cgactgacaa ttggtaacga tcccgatacg attgatgcca ttgaaattat ggggggggag
  4104001 catgttattt gccctgctga tgacgttgtc attgatttgg aaaataaagt ggtgacgaca
  4104061 ccggcttaca tgttggctgg ttccatttca gaagcggcta aaggtattga taaattggtg
  4104121 acgaaagtct tggatttaac tgaatgatct cagtcagacg ggggtttagt cagctttggt
  4104181 attgggggaa acggggggtt atcggcatta ttgcgctgtg gatggccggt attctgattt
  4104241 ttgctttttt gccggtcccg ttttctatgg tcatgatcga aaggcaactg ggtgcctggc
  4104301 tgaccggtga tttcgcttat gttgcccact ctgattgggt gcccatggat gaaatttcac
  4104361 cctatatggc gttggccgtc atggcggcgg aggatcaaaa gttccctgac cactgggggt
  4104421 ttgatgtcgg tgccatcgaa tcagcgctgt cccataatca gcgcaatcaa aagcgtatcc
  4104481 gtggtgcatc aacgctgtca caacaaacag ctaaaaacgt gtttctttgg gatggccgta
  4104541 gctgggtacg caaagggttg gaagtcggat tgactgcggg tattgaattg atatggacga
  4104601 agcgccgtat cctaacggtt tatctgaata ttgccgaatt tggtaatggt atctttgggg
  4104661 tcgaagctgc tgcgcgccat tttttcaaca agcccgccag caaattaagt gcctcggaag
  4104721 ccgcattatt agcggcagta ctgccgaatc cacttcgctt taaggttaat gcgccgtctg
  4104781 gttatgttat ttctcgccaa caatggattt tgcgccagat gcaccagtta gggggcaaaa
  4104841 cgttcttgca ggaaaatacg ctggattgac gctgataccc tccgactttg atatttctgc
  4104901 gggagtttgt cgctctgggt taaattgcgg gctggggcaa gctcgttggt gttgactcac
  4104961 cggctgcctg taagactcat gatattgggt atcgatgtgg tggataaaaa acgggcttgg
  4105021 cggtttagcg ctaagcccgt gataaatctt atttaatctt ctttaaaaca ggatcttatt
  4105081 taacaatagt gaaggccgtc gtgacgtgtt taacgccgct gaccttgctg gctatctgtg
  4105141 ccgccgattg cgcttcttgt tgagtgacca agcccaataa gaagacttcg ccgttctccg
  4105201 tcgtcacttt gacgttagag gatttaactg aatcactggt gagtagctgt gaacgtactt
  4105261 tggttgtgat ccaggtatcc attgatgcag tactcagatc aaccggtttc cccaaacgca
  4105321 tttcgttgta gacttccgtt acaccatcga cgccagaggc gatctgctta gcgcggttag
  4105381 acagctccgc tgatggggtt tgcccggtta gcaatacttt tccctgataa gccgtgacca
  4105441 caaatcgtgt ttggctcttg atttccttat ctttgctcag ggcattaacg accctggctt
  4105501 ccagtgtgcc gtcatctacc tgcgtaccga tggtacgtgg atccgtggcg gtttttgtgg
  4105561 caaccgccgc actaccgacg accactgcgc cgacacagcc ctgtaaaagt agggtgctga
  4105621 atagcatggc aaatatgtaa ccaaccttca ttggtgctcc tttaatcgtt ctgatgagga
  4105681 aatagagtgt tgtcaattaa gtcacacaag caattcactg tgagcatgtg cagttcttga
  4105741 accctggctc cacggtgtga aggaatacgg atttcgacat ccaactgacc taacaggcca
  4105801 gccagttcgc cgccatcata accagtgagc gcgacaatgg tcatatctcg ggtaactgct
  4105861 gcttcgaccg ctttaacaat atcacggcta ttgccacgag tggaaatagc gagcaaaaca
  4105921 tccccggctt ggccgagcgc ccgtacttgt ttggcgtaaa cctcgtcatg taaacgatcg
  4105981 ttagtgatcg ccgtcaaaac aacattatcg gcattcagag cgatagcggg cagacttggc
  4106041 cgctcggttt caaagcgatt tatcatactg gcagcaaaat gctgtgcatt cgctgcagaa
  4106101 gtcccgttac cacagcagag aattttattg ccgttgagca atgactggac cagcgccatc
  4106161 gctgcacagg atatagcatc aggcagagct tccgccgccg caatctgggt ttgaatactt
  4106221 tcagtaaagc agcctttgat tctttccagc acgttgattt aacccattca gtaaaattaa
  4106281 tatacccgtc atacttcaag ctgtatgtgc gttggtgacg ctcaataacc cgaatcactt
  4106341 actggtcgtt gactttaaag tcagtaagct catcggaatt aatgagcctt atccctgagg
  4106401 cccaccctgc ggacagcata aatgctgttc aaattggttc cagaccaatt tttctctcgc
  4106461 ttgccgtctg cctgcaactc gaattatttg ggtatagctc ggtatcaatt ggaaaataaa
  4106521 catcaatccg tattgaaagc gttgggtagc cattctaact ggttaccggt tatcgccact
  4106581 acatcaaaac gacaggatgt tgtggcaaaa ctggcgccgc gttgtgccag ccaaacagcg
  4106641 gcggccagat gtagccgttg ttgcttgcgc ggggtgatac tggcggctgc accaccaaac
  4106701 aggtcattgc gccgaaagcg aacctcgacg aatacccatg catccccatc acgcataata
  4106761 aggtcaattt cgcctccacg gaaggcaaca ttggccgctt gaaaaacgag acctgctcgc
  4106821 tccagatggc gacgagccag gttttcgtaa tgtgcgccag tatcccgttg gctcatcgat
  4106881 agtccctaaa atccttaatc actcgacaat attttctacc acatcattct ctacaacata
  4106941 tgagaagaat gtgactgaat tatgcgagtg gcaccaccat tccctggcga tattgtaacc
  4107001 aaggtagctt gcgggtgata acacaatctg atgatgcagt taaatcaccg gtgacccctt
  4107061 tgacttggaa gccagggatt tggcgcattt cagaaaaatg atttgccaat gcccaggcat
  4107121 caatccccat ggcgtataag cgtaccagag aataatcgtt agcgtattta gccgatgctt
  4107181 gttgcagcaa agcggggtta gagccggcca tcagcggaat atcactaaac tgtatacctt
  4107241 ccatttccag acggtaatct gggccagcgc cagcctggta gctacgtgaa ctggcaaaca
  4107301 gcgcaggttt actgcgtgaa ctggttgcca tatcaatcat tggcttaatc agggttaatt
  4107361 cagatggcgt cgcaatgata tagaccgcat caatgttacc gctcgaagac gttgacacta
  4107421 ccggtgcatc gattggcggt gctggaatgg tcaggcccgc aatagtgacg gaggccgggg
  4107481 cggcggctac attagaaacg ctaacggggg taccggtcag gcggataccg gcaccactgt
  4107541 tgatggattg cttcaactca gtggttgaac cgaagttctg ttgtaatacc gtttgcccac
  4107601 cttgtttttg ccactcgtca gcgaaggctt tggcaatgcg ttcaccaagg gcaccacgag
  4107661 gcaccagcaa cagcggcatt cttttttgct gttcccacag gtgatgcgct gcatcacggg
  4107721 cttcatcttc tggcgatagg gcaaagtaac agatgtttgg gctgttatta ctggcttctg
  4107781 gttggttcaa cgccagaata ttcaatgtgc ttggggtggc actgagttgc tcaacttcgg
  4107841 gttttagcag agggccaacg accagtgttg caccatcttg ctgggcttga gccaatagcg
  4107901 ctgccagtgg ttgagtgttg gtatcgtaga ttttcacttg ggcgttggtg acgacggggg
  4107961 ggggcactgg ggccggaagg gtggccgggg tatcatccga aacaaccgca gcagtatccg
  4108021 ttgggctgct ttccgtcaca tttggcgtta ctggtactga agctgttacc gctgagccat
  4108081 tttgggcggc agtaaaacct tgctggatgg catcggcgaa tacttgtgcc gggccactta
  4108141 atggcagcag cagagcaatc ttggcggtgg atgcctggct gaaattactg atctgagtta
  4108201 atgcagttgg cagatttttc gctgccgggt tttgtgggta acgggtttgc cagtctttaa
  4108261 tcccggcttt cagtagctct gggtcttgct tgttatcttg ataaacacgc agtaaatcca
  4108321 gccagccttg cagcacattt tcgtctgcgt tgatcaccat ggtatttaat tcttgtggtg
  4108381 tcagttggga cagtgactgc caagtgccat caatattatc ttgatgggct ttatctgtca
  4108441 gtaatggttc ctgagcgata aatgcacgaa tcaatggcag ggtggcttta tcctgattgg
  4108501 cggcaatttg ggcctgatag tagcgtactt tttggttagc tgagagttga gttgcctcta
  4108561 atttggcaag aatatcagcc gccgctggcg tatttttctg cgcgatcaac agttcagccg
  4108621 ccagcaattg ctgttcctgg cgctgtgtat cgctcaggtt tgcagggaga gtgctgagtt
  4108681 gttcggcggc ctgaggcact tttgcctcac gtaatagggc acgaatggca agtaattgcc
  4108741 agtcagcctt gttatcatca ctgctctgct gcaactgttg cagataataa tcagagttag
  4108801 cgcttgcttc gtcctgtata tttacggggg gcggcgtttg tggcgcatcg cctgtacagg
  4108861 ccgctaaaat aagagcagcc agaatgacag gaacaagccc tgctttagaa cgaacgaacg
  4108921 ttgaggaaag catactgtat ccagtgatgt ttttttcaag atgctcaata ttaaatcggt
  4108981 aattcggatg aaacaatgaa tcaacacgat cgagcagtaa tttctgcatc tacgctttat
  4109041 gtggtaccta ccccaatcgg taatttaggg gacattaccc accgggcgtt agaggtactg
  4109101 aaaggcgttg atttgattgc ggctgaagat acacgccata cggggttgtt gttacagcat
  4109161 tttgcgatca acgcccgcct gtttgcactt catgaccata acgaacaaca aaaagctgat
  4109221 cagttgctgg ctaaactgca agaaggccag agtattgcgc tggtatccga tgcaggtacg
  4109281 ccactgatta acgatccggg ctaccattta gtgcgccgtt gccgtgaagc tggcatcaga
  4109341 gttgtgccct tgccgggcgc ttgcgcggcg attaccgcac tctctgccgc aggccttgcc
  4109401 tcagatcgtt tttgctacga aggcttcctg ccagcaaaaa ccaaaggacg taaggatact
  4109461 ctgcaagcgt tgattgagga acctcgaaca ctgatcttct atgaatcaac gcatcgctta
  4109521 ttagaaagct tacaggatat ggtaaccgta cttggcccac aacgctatgt tgtactggcc
  4109581 agagagctga ccaaaacctg ggaatctatt cacggagcgc cagtcggtga attgctggct
  4109641 tgggttaagg aagaagagac ccgtcgccgt ggtgagatgg ttttgattgt cgaggggcat
  4109701 aaagtacagt ccgatgatgc attaccagcc gatgcactgc gcacactggc cttactgcaa
  4109761 aaagagttac cgctgaaaaa agccgccgca ttagcggcag aaattcatgg agtcaaaaag
  4109821 aatgcgctct ataaatatgc tttagaacag caacaaggcg acgtagaaac agaagaggat
  4109881 gacattcagc agtaatgtgc ctataatccg ccgcggagtt gactagacag tcgccgcttc
  4109941 actgccgtcc ctttcggggg agacaggtgg aggggaggaa agtccgggct ccatagggca
  4110001 gggtgccagg taacgcctgg gaggcgcaag cctacgacaa gtgcaacaga gagcaaaccg
  4110061 ccgatggccc acgcaagtgg gatcaggtaa gggtgaaagg gtgcggtaag agcgcaccgc
  4110121 gcggctggca acagttcgtg gcatggtaaa ctccacccgg agcaaggcca aataggggtt
  4110181 cgcatggtac ggcccgtact gaacccgggt aggctgcttg agccagtgag cgattgctgg
  4110241 cctagaggaa tgactgtcca cgacagaacc cggcttaccg gtcaactcca ctcattccac
  4110301 aaaatcccgc ttcggcgggt ttttgctttg gaggataggg cgtgagagga atgactgtcc
  4110361 acgacacttt tcataaaaga aagcggctta ccggtcaacg ccactcattc cacaaaatcc
  4110421 cgcttcggcg ggtttttgct ttggaggata gggcgtgagg ggaatgactg tccacgacac
  4110481 ttttcataaa agaaagcggc ttaccggtca acgccactca ttccacaaaa tcccgcttcg
  4110541 gcgggttttt gctttgcagg atagggcgcg aggggaatga ctgtccacga cactttttat
  4110601 aaaagaaagc ggcttaccgg tcaacgccac tcatgccaca aaatcccgct tcggcgggtt
  4110661 tttgctttgc aggatagggc gcgaggggaa tgactgtcca cgacactttt tataaaagaa
  4110721 agcggcttac cggtcaacgc cactcatgcc acaaaatccc gctttggcgg gtttttgttt
  4110781 tacacgatag ggcgcgagcg aatacatcgg tatcaggcaa cggcgagaga actaaaccgg
  4110841 taaatcaatc aagagggcgc gcagtggggt tatcgcttta attactaggt gttgttcttc
  4110901 ttccacaaag gccccatcac cacaagttag gcgctgtgat gtccccgttt gcgggccagt
  4110961 ggcgtcgact gtcccatgaa tcgactgtaa gtatgctctg tggccgtgta gtggcatctt
  4111021 ttgctgttct ccagccgcta atgccaggtg atgtatccac atttgctggc gtagctgtag
  4111081 gctaccttgc tcaccggctg gtgaggcgag caactgcaca gggcgagtgc ttaatctctg
  4111141 gtgctgcgtt ggagcacttt cccgttcagg gcaggcatta agccatagct gaatacgggt
  4111201 taatgattta ttggcactca gattgtgctc actgtaactg accccttgct gaggcgaaaa
  4111261 taacagagca tcgcctgtct tggcgtgcac atgattcccc agactgtccc ggtactctgc
  4111321 ttcgccttgt aaaatcaggt tgagaatatc aacttgcgga taagtccgtg gttggaatgc
  4111381 ggcaccgggt gctaatactt cttggtttag gacccgcaac gaggcatagc ctaataatgt
  4111441 aggatcgaaa tagtggccga aagagaaggt ataacgcgcc tgaagccaac caaagtcagc
  4111501 ctgcccgcac tgttctgctg ttctgcatgt gatcatgacg atgattacct cttataccgg
  4111561 tcatctttca agccacagga aggagtctgt cggcctctcc atcggttcgc ctctgcaaga
  4111621 ctgcggcaac cggttctcga cccgtttgtc attcgttggt cgctttcctg aatcttgaaa
  4111681 tctattaggc atattattga tggtattaat tgataaacag atggtaagcg tctggacgtt
  4111741 ggattgttag ccagttaatc tggtcggcat attcaaattt cctgattgag aaagataatg
  4111801 gccagagatc gggcattaac gctagaggca ttacgcgtca tggatgccat tgaccgtcgt
  4111861 ggcagttttg ctgcggcggc tgatgaattg ggtcgggtcc cttccgccct cagctatacc
  4111921 atgcaaaaac ttgaggaaga gcttgatgtg gtgttgttcg atcgttctgg acatcgaacc
  4111981 aaatttacta atgtcgggcg gatgttgctg gagcgtgggc gggtattact ggaagcggca
  4112041 gataaattaa ccaccgatgc tgaagcactg gctcgtggtt gggaaactca tatcaccatt
  4112101 gtcagcgagg cgttatcgcc tgcctggaaa ttatttccgt tgattgataa attggcgctt
  4112161 aaagccaata cacaggtatc aatcctcacc gaggtgctgg ctggcgcatg ggaacggctg
  4112221 gaacaggggc gggcagatat cgttattgct ccagatatgc actttcgcgc ctcttctgag
  4112281 attaatagcc gtaagttgta caaagtgacc agtgtatacg ttgccagccc agaccatcct
  4112341 attcatcaag agccagaacc gctctcggaa ctgactcggg taaaataccg ggggattgcc
  4112401 gtagccgata ccgcgcggga gcggcccgtc attacggtgc aattattgga taaacaacag
  4112461 cgcctgaccg tcagtacgat tgaagataaa cggcgggcat tattagccgg gttgggtgtg
  4112521 gcgaccatgc cttatgagat ggtggaaaaa gacattgccg caggccggtt gcgggtgatc
  4112581 gggccggaat acagccgtga ggccgatatt attatggcgt ggcggcgtga cagtatgggg
  4112641 gaggctaagt cttggtgttt gcgcgagatc cccaagctat tgggtaagtg atcagctact
  4112701 gcgcgtgtgg attttgggtt taggttgcgt caaacaacgt tcgcttgcta cgcccttggc
  4112761 cttggggaaa agggcgttta gcgtgctaat tagataaatc aattcttgta caaatcaatt
  4112821 cttatacaaa gcgattcgcc ctatcatgtg gctccagcaa gttttgctgt gggccgatag
  4112881 agataatccc ataaggattg atggtgccgt ggctgcggta atagtgagtg cgaatatgcg
  4112941 caaaatcaac cgtttccgca atgccgggca tctggtaaat atcccgtagg aagccatata
  4113001 aattcgggta atcgctgatg cgccgtttat cacatttgaa atgcgtcaca tacaccggat
  4113061 caaaacgcac tagcgtagtc cataaccgta aatcagcttc cgttagctga ttgccggtca
  4113121 gataacgatg ttgtcccaga atctgctcga gtctgtctaa tgcgctgaat aacgtgccca
  4113181 cggcctcgtc ataggcttcc tgagtggtcg caaaccccgc tttatacaca ccgttattga
  4113241 cctgatcgta aacccagcca ttgatgtcat caatatcgtt acgtaacgca gtggggtaat
  4113301 aatctcccgc ttttgcacca acatcatcaa atgcattgtt gaacatccga atgatatctg
  4113361 cggattcatt actcaccacg gtttgttgtt gtttatccca taacaccggt accgtcacgc
  4113421 gtccactgta gtccggtgcg gcgcgcagat agagttgata caggtaatcg aggtggtaaa
  4113481 gtgcatcgcc cgttgcagcg ggaaaatcgc tactaaaggt ccagccattc tcttgcatca
  4113541 atgggtgcac gacggaaaca gaaattagcg attcaaggcc tttcaaggtg cgcatcagta
  4113601 aagcacggtg cgcccacgga caggcgaggg aaacatagag atggtaacgg tgggcttcgg
  4113661 cgttaaaacc acctttaccc tgtggacccg cttgcccatc agtggttgtc aacgacggat
  4113721 gaaaagtgat ccacttatat ctccaccaac ggcccaatat tgatccaccg ttttactcag
  4113781 gattagcttc tgctataacc ccggcctttc gtttctgtct gagtcgatag ctttctcctt
  4113841 tgatttgaac gacatgtgag tggtgtaaga tacggtccag catcgctgag gtcagtgctg
  4113901 catcaccggc gaacgtttga tcccactgcc cgaacggcag attggatgtc aggatcattg
  4113961 cgctcttttc gtaacgttta gcgatgacct ggaagaacag ctttgcttct tcctgactga
  4114021 acggcagata gcctatttca tcaatgatga gcaggcgggg ggccattact ccacgctgaa
  4114081 gcgtcgtttt ataacggccc tgacgttgtg ccgtagataa ctgaagtaac agatctgctg
  4114141 ctgttgtgaa gcgaactttg atacctgcac ggactgcttc atagcccatc gctattgcca
  4114201 gatgggtttt ccccacacct gatggcccca gtaatacgat attttcatta cgttctatga
  4114261 agctgagtga gcgtaacgac tggagttgct tctgcggtgc tccggtggcg aatgtgaagt
  4114321 catactcttc gaacgttttc accgccggga aggctgccat tcgggtatac atcgcctgtt
  4114381 tacgttgatg acgtgccagt ttttctcatg aagcagatgc tccaggaagt ccatataact
  4114441 ccattcctgg tctactgcct gttgtgacag cgcaggcgct gcgcttataa ggctttccag
  4114501 ttgcaactgc ccggcgagcg ccatcagtcg ttgatgttgc agttccatca tcacgccact
  4114561 cctctgcaga atgagtcgta gatggagagt ggatgatgca gggggtgttt gtcgaagttc
  4114621 accagatttt catcaagatg cacgtcatac tctttttctc cggaggcagt gccagcatgg
  4114681 actgctgctc ttcgagccag cgatcgcagg gacgggcctg gattgtttca tgctttcgtt
  4114741 ggttagcgac atcgtgcagc cagcgcagac cgtggcggtt ggctgtttca acatcgacag
  4114801 tgatccccat cgggcgcagg cgagtcatta gtgggatgta aaaactgtta cgggtgtact
  4114861 gcaccatccg ttccacctta cctttagtct gtgccctgaa ggggcgacac agtcggggag
  4114921 agaagcccat ctccttgccg aactgccaca gcgaaggatg gaaccggtgc tgaccggtct
  4114981 gatatgcgtc acgttgcaga accacagttt tcatattgtc atacaacact tcgcgcggca
  4115041 caccaccaaa gaagcggaac gcattacgat ggcaggtctc cagcgtgtca taacgcatat
  4115101 tgtcagtgaa ttcgatgtac agcattcggc tgtatccgag aacagcaacg aacacgtgaa
  4115161 gcggtgagcg accattacgc atagtgcccc agtcaacctg catctgtcgt ccgggttcag
  4115221 tttcgaaccg aacggcaggc tcctgctcct gaggaaccga gagagaacga atgaatgccc
  4115281 tgagaatggt cattccgcca cgatatccct ggtctctgat ctcgcgagcg attaccgttg
  4115341 ccgggatttt gtaaggatga gcatcggcga tgcgttgacg aatataatcc cggtattcat
  4115401 ccaggagtga agcaacagca ggtcgcggcg tatattttgg cggctcagat tttgcctgca
  4115461 aataacgttt aacggtattg cgggagatcc ccagttctct ggcaatcgcc cggctactca
  4115521 ttccctgctt gtgcaggatt ttaatttcca taactgtctc aaaagtgacc ataaactctc
  4115581 ctgaatcagg agagcagatt accccctgga tctgatttca ggcgttgggt gtggatcact
  4115641 attgcaccgt tcgttacaat cactgttacc cgtgaaacaa tgcacaacag ccgccggtat
  4115701 tttatctagc caaggaacca gcaaatcaat aaaacgctca tgggcatcac gacaatgcaa
  4115761 aaataccggc agcgaaagtt cggcagccag agctaattga gcggtaaatg cgacttcttg
  4115821 ttgcgctggg gtggaaaagt tacggttaaa gtctaacccg cactcaccaa taccgacgac
  4115881 ggaggcagtg gctgccaagg ttcgaatttt ctgctcgaca ctatcttgcc aactgctcgc
  4115941 atggtgagga tgaacgcctg tagtcgacca acaatagcca gggtattcag cggccaaagt
  4116001 ctgtgctgcc aagctttcat ctgcatcagt accggtaatc aggataccga gaaccccagc
  4116061 ctcttttgcc cggttgacta cctgatgata atcttttgca aactgtacgc tggttaaatt
  4116121 aacaccaata tcaaacataa gtgttccaaa acagaaaccg cccagaaggg cggctaaata
  4116181 tcaacgcatc gatttaaggt gctttcggat ggctatctat accttcatct tcttcagtag
  4116241 ctgcacggcg ctgtttaccg gtataaaaac gggcaaagaa cacaccaact tcaaataaca
  4116301 gatacatcgg aatagccagc agtgtttggg acagcacatc tggaggtgtc aggagcatcc
  4116361 ccacaacaaa agcgccgaca aacacataag gccgcttttt cttcaatgct tctggtgttg
  4116421 ttacacccgc ccaacacaag agaatgatcg cgatcggaac ttcgaaagaa ataccaaagg
  4116481 ccataaagag cgccatgaca aaatcgaggt atttggtgat atctgtcgct atcagtacgc
  4116541 tttctggcgc tgttttggca aaaaagccaa aagccaatgg gaaaacgaca aagtatgcga
  4116601 atgccatccc aagatagaat aaaaggctac tggatatcaa taacggcacc atcaaacggc
  4116661 gttcatgctt atataatgca ggagcgataa atgcccaaac ctgataaaga gtcatcggtg
  4116721 cggaaacaaa caccgaaacc atcatggtca gcttgatggg ggtgaaaaac ggtgatgcca
  4116781 catccgttgc aatcatactg gcaccggcag gcagctgttt gatcaacggc gctgatacca
  4116841 agttatagat atcattagca aaaaagacca ataccagaaa aaccaccaaa atggtgatta
  4116901 tacaattcag taaccgctta cgcagttcta tcagatgaga gataaggggt tgggtatcat
  4116961 caacagccat gtttactgat cgccgccagg ttggtgaata cgagatgggc cagcactgga
  4117021 taaatccgtg ccatgggaat cgattgtatc gatttgctgc ttggttacgg gtttatccat
  4117081 aacatctgcc aaccctactt cttgtactgg agtcgactta accaatacct ccccctgaac
  4117141 caccgatttc acggtagtaa caggtgcagc ttcgactaca gagtcaacca ctgacgctgt
  4117201 ccctgcctca agtatattag gggcctgtgc caatgcggaa acctgtgttg ctggctccgc
  4117261 tggcgtaaca ccgtcgtgga tcgcttccgg ctctgtcacc aatgggttat ggatcgtatg
  4117321 tggagcttct gatccagcat caacatgata agaacgtttt agcgcctctg cggcctcttt
  4117381 gagttcatcc atcgacgcct tcaattcagg cgtcagattt tgtaagccgg cctgctctac
  4117441 ttttttcagg ctgtcttgta actcttgtag ttttagctct tgtgccagtt cgttttgtac
  4117501 agtggccgca agcgaacgca atgtacgaat ccagccagaa acagtcctta cggcgacagg
  4117561 taatcgctcc ggcccaagta cgaccagacc aattacaagg accagtagca gttcactaaa
  4117621 cccgatatcg aacacagctt atccctgttc tttttcgtga ctcttagatt cttcagcttt
  4117681 tgctacgggc tgctgctttt ctgtaatcga tttcgcaaag tcagcatcat tgctggtctt
  4117741 atcaacgttt gttggtgggg tttgcgaatc atctcccatc gcttttttaa agcctttgat
  4117801 agatgccccc aaatctgacc ctaacgtccg cagtttgttt gtaccaaaca gcaaaacgac
  4117861 gatcaccgct ataatcaata attgtgccca accgatactg cccatattac ctacctctat
  4117921 ttataggggt tattccacag agaatcgtat tatacgttat acagcctctg tggatactga
  4117981 tctaacttac cgcattttga actagttcat agcttattga acaagtttat ataactcacg
  4118041 gttatgcaat aacccataac ccaacattct tcgcgataaa taatttagca ggtacgtcgc
  4118101 caaccgataa accaagccaa tgcaccggca acgatgaacc ctgtagagac ttcggttgca
  4118161 tcggccaaga ataagatagt accgctcact aatagtgtag cgccaacacc gaacaaatac
  4118221 cgtgactgcc cctgacgttg ttgctgacct tgtatctgta tagtgagctt ctccacactt
  4118281 tgttgtaata atttatgctg ctgtaagctg tcgtaaacca gttctggtag ctcagggaat
  4118341 ttttcagccc agaaaggggc tttctctttt aatgcacgaa ttacggcagg tagaccgacc
  4118401 tggtcccgca gccaactttc cagaaacggc ttagcggtag tccagagatc aagctgagga
  4118461 taaagctgac gccctagccc ttcaacgtat aacaaggttt tctgtaatag aactaactgt
  4118521 ggctgtactt ccatattaaa acggcgcgcg gtgttgaaga gattcagcaa cacatgccca
  4118581 aatgatattt ctgccagtgg tttttcaaag ataggttcac aaacggtacg gatggcgaat
  4118641 tcaaaatctt cgacattggt atctcgaggt acccagccag agtccacatg tagctcagca
  4118701 acccggcggt aatcgcggtt aaagaaagca ataaagttct cagccagata acgtttatcg
  4118761 gctttattca gtgagccaac aataccgcaa tcaataccaa tataaagcgg gtcatgagga
  4118821 tgttcatagc tgacaaaaat attccccgga tgcatatctg cgtggaagaa gctgtcacgg
  4118881 aaaacctggg tgaaaaagac ttgcaccccg cgctctgcca gtaacttcat attggtacct
  4118941 tggtcttcta aagcagcaat atcagatacc gggataccgt aaatccgctc catgactaat
  4119001 acgctttcac gacaatagtc cgagtacacc tcgggaatgt agagcattgg actgtcttca
  4119061 aaattacgac gcagttgaat ggcattcgct gcttcacgca gaagattcag ttcatcaagc
  4119121 agcgtttttt catattcacg aacaacttca cgcgggcgta atctgcgacc atcaggtaaa
  4119181 agctttggta cccagccagc taaacgatac attaaacgta catcagcttt aataatcggc
  4119241 aggatatcag ggcgaataac cttaagtacg acttccttac cattctcttt taagcgtgca
  4119301 gtatgtactt gggcaataga ggctgaagct agcgcttgcg aatcaaaatc atcaaaccat
  4119361 gtttctaacg ccccccccat cgcaatctca atatgcttac gcgctagcgc accatcaaaa
  4119421 gaagcgaccc gatcttgtaa cagagctaat tgatcggcaa tatttggagg aaacaagtcg
  4119481 cggcgcgtgg acatcatttg gccgaatttg atccagacag gtcccaactc ctgcaaagca
  4119541 agacgtaaac gctcacctaa tgacttatct ttatgccggt tagataacca aaaaaacaga
  4119601 tgacgcccaa cccgtagtgg tagcgtcaga cgtatattcg gaattaattc atccaaccca
  4119661 taactcaaga agacccgaat aattaaatac aggcgccgaa gttctcctgg cgtcattatt
  4119721 ttgtctccat agttgccaat ctggaactca aagcttcggt tgcacgagcg gttgcatcga
  4119781 cttcttcatg aaaccacatg acttccagca ggttgggagc cattctccac tcctcggtga
  4119841 tagcttcagc caaataatgc tgctgttgcc gtaattgcct actaagaaaa ccgctacttt
  4119901 tgtgaatagc ttgccccaga ctttcagcag caacatcacc cacataaggt gccaaccatt
  4119961 ccgcaagatc ccactcagca agatctaata acgcgacaag ttgctggact acttgaatgt
  4120021 caccttcaac caccaattca cccgtgcgca ttaaaggcga aagttgctgg cggtcacgta
  4120081 atcttgccag tacagcgaca tccgttttaa ctaggcagtc cgcagcatca tcccactggc
  4120141 ttaagacatc gacttgacgc tcactaaaca cgaacagcaa tgggaaattt atttcacgta
  4120201 attcaatacg taacactttg cccactaaac gtgaacgggc agcttttagg cttttatcat
  4120261 taaacaacac accattgaga accgtttcta aggctgcggt tattaggggt gtcagtaacc
  4120321 ttggttttaa taaaaagggc tttagcatta gtgttcttag tgacatagcc atattcctgt
  4120381 tagaacttaa agccccgatg taacgcaaca atgccaccgg ttaaattgga ataggttacg
  4120441 ttttcaaacc cagcgtcggc catcatacct tttagtgttt cttgatcagg atgcatccga
  4120501 atagattctg ccagatagcg ataactttca gcgtcctgag ccacaagctc accaatttta
  4120561 ggcaagatat ggaaggagta ggcatcgtag gctttactta acggttcgag gagcggctta
  4120621 gaaaactcaa gaactagcag acgcccacct ggcttcagca cccgaaacat agaacgcaat
  4120681 gccttttctt tttcggtgac atttctcaaa ccgaatgaaa tggtaataca gtcaaaataa
  4120741 ttatcaggga aaggtaaagc ttcagcattg gcctgtacat agctgacatt acctacaata
  4120801 cctttatcac ggagtttttc acgccccatc cgtaacatgg attcattgat atcagccagg
  4120861 atgacttcac cctgttcacc cactaaacgg gagaatttag ctgtcagatc gccagtaccg
  4120921 ccagctaaat ccaacacgcg ttgaccacga cggacaccgc tacagtcaac cgtaaaacgc
  4120981 ttccaaatac gatgaacacc aaatgacatc aggtcattca ttagatcgta tttagctgct
  4121041 acggaatgaa aaacttctgc caccatgcct tctttctgtt ctttggctac ggtgcgaaaa
  4121101 ccaaaatggg tggtttcctt ctcctgatct accattttct atgcctgctt ttcagtcaat
  4121161 ctttcgagga agtgtaccag aactccgatg aaagccccac accccctggt tgcggtgcca
  4121221 attaaattac tctggaaatg cccctgattc tgcgtcatcg gatagcgcta aatcaccctc
  4121281 aggttgatgc tccgcgcagg ctttttctgc cagtaatggg ctaataggcc gctttacctc
  4121341 gacccctaga gtgcgaaaac tctctacttg cccaactagg ttaccacggc cctgggacag
  4121401 tttattcatt gcctggtgat agcttagctg tgctttatcg aggctttgcc ccaaagacgc
  4121461 catatcatca acaaacaagc gtactttgtc ataaagtctg gcggctcttt cagcaatacg
  4121521 ttgcgcattt tggctttgat gctcgtagcg ccacaaattg gtgatagtgc gcaaagccac
  4121581 tagtaatgtg gtagggctga ccaacatgat attgtgttgt agtgcttcgt tgatcaactc
  4121641 aggctggcgg tcaatagcca ccaaaaatgc aggttctacc gggataaaca tcaacacata
  4121701 atcgagggag cgtaaaccgg ggagttgctg gtaatcttta cgccccagca tcctgatatg
  4121761 gccacgtaat gatgataaat gttcattcaa cgcaacctca cgttcagcat catcttcgct
  4121821 attaaaataa cgttcatagg caaccaatga cattttagcg tcaataacga catctttgcc
  4121881 ttggggtaat cgaacaatca catccggctg catacgactg gtttggtcaa ttttaacgct
  4121941 aacctgtgtt tgatattcat gcccctcacg taaccctgag gcttcaagca ctttggccag
  4122001 aacgacttcc ccccagttac cctgtgtttt attatcccct ttcaaagcct tggtcagatt
  4122061 caatgcctct cgcgccatct gggcattcaa ttgttgcagg ttccgaattt cgtgagtcag
  4122121 agtatgacgc tcccgagctt cttgcccaaa gctatcctga acctgacgac gaaagccatc
  4122181 aagctgttca cgtaaaggta atagcaggcg atctaagctt tgcttattct gttcatcagc
  4122241 ccgacgcccc gtttgctcaa agatgcggtt tgccaaattc tcaaactgag tggtcagtcg
  4122301 ctgttcacta ttaagtaata aacgctgctt ttcttctgtg gctaagcgag tttcttctaa
  4122361 gcggatggtg acttcacgta attctgcttc ttgggcacta ttgatttccc tttgagcccg
  4122421 caattcttga ttaagctgtt cacattcatt acgccaatga gcaagctgct gtaatttttc
  4122481 gctatttgcc gctaattggc tatgcaaatt acgttgttcc aactcacttt gccgtaactg
  4122541 ttgctcatta cgttgttgag tcatctgcaa tgtagcaata ctctgttgtg cctgctgtaa
  4122601 tgcctgctcc agtaatcgcc gttcaatatc ttgctgtgct tttgttcgct gctgggacaa
  4122661 actggcaatt agccacccga tcagcccccc gaccaaacag ccacccagcc cataaaataa
  4122721 actgatatcc acgattatcc ccctgctcct ctaatgtcag tcaaggtaag gggatactgt
  4122781 atggatgtcc agagtgtttt tgcgttacat ctcatcttgc gaagctgtgc gcataaataa
  4122841 taaacaggct aaaaaaccgt tcccctgagg ataagaaaca ggttaaaact attaaccgtt
  4122901 gaacacccgc tagccaccaa taacgtcaaa aaaataaggt tagcctatcc aattggacag
  4122961 ccattgaatg ccgaatgctc ctggagccaa aataccaaaa gcccaaatca gagctgaggt
  4123021 aatattagcc agttggaaat agcgttgagg catggcacaa ataccagcga ctagagggac
  4123081 gatagcacgc aacgggccga agaaacggcc aaaaaaggcc ccaaagaacc cccaacgctc
  4123141 gaagaaagca tggcctcgaa ccagtaactg gggatttcgg gagagtggcc acaaggtggc
  4123201 aacgcggtcc ttataatgaa ttccgaccca atacgagacc cagtcaccga agaaagcacc
  4123261 cgcagcggcg gcggcccaga ttggccaaaa aggaatgcca ctttcaccaa tcaatgcccc
  4123321 taacccaagt aagatgactg ttgctggcaa taatagggag agaaaagcca atgattcgcc
  4123381 aaaagccaaa ataaagacaa tcggtatagc ccacgcttca tgtacgcgaa caaaatcaat
  4123441 ggtggtagta atggcatcat taaaggtcac gcttatgtcc tgtgattgat agagtcgaac
  4123501 tatacccaaa gtagttggcg ttgcagatag gcagcaaacg aacgaatccc gatgaactta
  4123561 ttcgctgtaa ggtcaacgac aagccagtga ttcgagtgag taagagccgc taacacccct
  4123621 gcaacgtcaa atacgaaggg tatatcagca tactcaaaat gcagtagcta taacttaaca
  4123681 aaaaataaac ggctagaaga ttccagccgt ttaaacaaat tagcacaata agtcagtggt
  4123741 atcaggcgtt ggcagtaacc actttgttgc cagccatctc agcagacctg cggatccata
  4123801 gctcacgcca tttcctcagc gcggagatca agatgattac acccaaggtc atcatgataa
  4123861 ttgagatgat accattgaac aggttgtagc ctttagccgc tgaattaaag tacacgtgag
  4123921 tgatcatcca atagccggcg taatttactg tgacaaacag gtaagccaga ggaataacac
  4123981 aggtcaacat atacacacgc ttggtcgcca agcgcaggat aatcgtggca ccaatgatta
  4124041 agccaacaga agccattaat tggttcgata ctccgaacaa tgcccagaca gagttaatat
  4124101 cacctgagtt aaggaggtaa ccccacaatg cacaggcaat aacactacaa accaatgttc
  4124161 ctggtaacca atcggtccgt ttcagtggag cccagatatc gcccagaaaa tcttgcagta
  4124221 aataacgggc aacacgggta cctgaatcaa ccgcagtcag gataaacacc gcttcaaaca
  4124281 taacaacaaa ttggaagaag taagcagcca aactattaaa ccatggcaca cgaatgaaga
  4124341 tatcggtcat ccctacagcc agagtgacag caccaccggt acggccatac aggtccaaac
  4124401 caatttcttc actcaatttt ggcaggttca caacctccat accaagcgca ctccaggctt
  4124461 cagcagagga gttaatggca aagtagtcag caggatgcaa agaggttgcg gcgataaggg
  4124521 ccataacccc aaccatacat tctgccagca tcgcaccaaa accgacgggc aagatatcgc
  4124581 tccatttatc gatctgtttc ggtgtcgtac ccgaaccgat aaaggcatgg aacccagaga
  4124641 tagcaccaca ggcaatagta atagagataa acggccaaac cggtcccgca agaactgggc
  4124701 caccgccgtg aataaactgc gtaaccgcag ggaattgaat ttcaggatta atgaagacaa
  4124761 caccaacaat cagtgcaccg aacacaccga tcttcataaa gctggaaagg taaccacgtg
  4124821 gggttaacaa catccagaca ggcagtgcgg ttgcaaagaa agcatacatt ggcagaataa
  4124881 tactgaccgt atcagctttc agcattaacc attcaccaag ccaagtgcct tcaatatacg
  4124941 ggccgacaaa tacgcacacc atgatagcgg caatacccac atacgaagcc cctttcatgc
  4125001 tgccagtcat gcgttcccac aagccaacac agatggcgat agggatggtc atgaacactg
  4125061 cgaaagtccc ccaagggtta cgttccagag catgtacgac caccatcgat aacccggcca
  4125121 tggtaatagt gataatgaac aacatcgcca ggccggtaca ccagccagca actgggccaa
  4125181 gttcggattt agcgacttct gacagggatt tcccctgatg tttcattgag gcaaacaaga
  4125241 cgaccgtatc gtgtacggca ccgccgataa cacaaccgat caaaagccat aagaagccgg
  4125301 gtaaataccc gtattgagca gccaacaccg ggccaaccaa ggggcctgcc gccgcgattg
  4125361 cggcgaagtg gctaccaaag ttcacccact ttttagtcgg aacgtaatct ttgccatctt
  4125421 caaaggtatg ggaaggggta acttcactgt catcgacgcg cagcacctta cgaacaaaaa
  4125481 agataccgta taaacggtag cagatcgtaa ggatacacgc ggaagcgata acaaaggtaa
  4125541 tcgcatgttg catgagcatt ctctccaggg aatttatcag gcgtaaacat acgcctcgcc
  4125601 ataagagaaa tatcagcgaa ctggttaagc ggtagtttgt atcattaagc ggttaaaaag
  4125661 agtcacccag tggtgggccc atgccataag ccggagagaa actattagta tagacaacgg
  4125721 gctagtatag acaacgggcg tgtggcccca atgcgaggcc cttggggcca taaaactgtg
  4125781 gtggtcttat gacctcgggc gctgaatgtt actcgagaaa atacgggggt accgactcca
  4125841 actcttcgcc tggaccaaat aaaaggcaag aggtaacgca ttatgctaaa aaacgaatgt
  4125901 cataaaaaat aacccgttac tctaaaaaat aagactgtag tttttcacgc tcaatactgc
  4125961 caagaccgaa ctcatgcttt aaccaacgct ccctgcttcc ataacgctca tgaatgctcc
  4126021 gcagcgtagt ttgaataaac tcttctctgg cagagagaac aaatgtaaat tgcgccagag
  4126081 cctgatcatt cagttttagt gccaattcag ccagcatatg ctcacgaaaa ggcttcaggg
  4126141 tggtttccgt caacagataa tcttccagca cagtagattc atcagccccc aaagcaaaca
  4126201 gtaccaacgc agcacctaca cccgtgcggt cttttccaac cgcacagtgc tgtacaatac
  4126261 ctctatgtac cacatcgcca ctatgcacaa cgctgctagc gacagggtcc gttgatgcac
  4126321 aattttgcaa taaattgacc aattgctgat aagccaagct attaaaaggt aagcggtgat
  4126381 aaagctcgaa cataaaggca cggacatcaa atgtggctaa tgtctcgtta gtcaattttt
  4126441 ccagattggc attcacctca ctactgagcg ggttggccgg tatattgtga tagtgggcac
  4126501 ccggccataa aacatctggc ttagcctgta cttcatcggc atcacggtaa tcaataattt
  4126561 gggtaacgtt actgtgactg agaaaatcac aatcgttggt actcaagcga tcaagcgaac
  4126621 cggaacgaaa taacaagccg ggctttatcc gccggccatc agcggcaagg ttacccccga
  4126681 gatcacgaaa gttaataccg ccatccagtg ggatcaggga gggatgagag aaggtcgtca
  4126741 tcgtcatatt ttcctcttat tattgttcgt tataagagct gtgaccttat cagataatca
  4126801 gatgaaataa agaacgggcc agtaaactga cccgagaaca aaccctctac ttctatcaaa
  4126861 cgctggatta cagcagatga cgagcggctt ctactacaat ttttaccgca tggctttcag
  4126921 tggctttcat ggtttcttcg tttgggatct cttgctgagt gcggttaact ataaccccgg
  4126981 cgaccatacc ggcacgcagg ccctgactcg cgcacatggt cagtaaagtt gcagactcca
  4127041 tttcataatt catcactccc atcgattgcc actcttccat ggagcctttg aagtggcgaa
  4127101 caacacggcc agagaaggta tcgtaacgct cctgccctgg atagaaagta tctgaagagg
  4127161 ccgtaatccc aatgtgagtc gtcgccccta ccgatttagc ggcattgacc aatgctgtcg
  4127221 tacaggaaaa atcagccacc gccgggaact ccattggtgc aaagtgtagg ctggcaccgt
  4127281 ctaaacggac tgccgcagtg gtgactaata catccccgac attaatatgt ggctgaatag
  4127341 cccctgttgt cccaatacgt aggaaggtgc gcacgccaag ctgtgccaac tcctcgacgg
  4127401 caatggaggt agaaggtccc ccgatccccg tagagcaaac aatcacagcc ttgccatcta
  4127461 attcagcacg ccatgaggta aattcacgat gagaagccag atgtactggg ttatccatta
  4127521 atttagcgat tttctcaaca cgttgtggat caccgggaac gatagccaac gtcgctcctt
  4127581 gcagatcatt tttggtgagg cccaagtgaa aaacgtcgga tttagccatg tgtgagactc
  4127641 ctcttttcat gagagatgtt gtagggaggg acaaagaaat actttactca aaataagaac
  4127701 accatttcgt gatttatgtc accttgaaag agaaagtgat tacataaata cattttaatt
  4127761 gtgatttaaa tcacacataa aacaccgaaa gtctattttt tgtacaaaaa tacaaagata
  4127821 gcattcattt tatctgtgaa gagtcattac cgaggcatga atcgcgccaa cattaaatct
  4127881 tggtactcgc ggttagtctg actgcgcaga tttacagctt gaattatcca atagcgttaa
  4127941 tgacaaaaac ctgatctcat taatctcaaa gattacctat agttaaactc ggcagcagca
  4128001 aaattagggg ggttttcaac ccgcgaacac gtcctcatat cgtaaggaga tcacttgtga
  4128061 aaacggatca actggttaga ctcagacaag cagcgggcgg tttcacaccc gccggaaccc
  4128121 cattaatggc aacggcccac catactgacc aactacattc gttacaaacc cacggtattc
  4128181 actgtgggga aacaacgatc ccctctcagg gtgatgagct acccgcttat attgctaaac
  4128241 ctgaccaaca tacagggcca taccctgtgg tgattgtcgt gcaagaaatc tttggcgtgc
  4128301 atgaacatat tcaggatatc tgccgccggc tcgccaaaca gggctattta gccatagcgc
  4128361 ccgaattgta ttttcgtcag ggcgatgcca aagactatag taatattaat gagttagtga
  4128421 ataatctggt aaaaaaagtc cctgatcgtc aggttttggt ggatctcgat cacaccgctc
  4128481 attgggcatc ccgccacggt ggggacacca aaaaattggc cattaccgga ttttgctggg
  4128541 gcgggcgtat cgcatggtta tatgccgcac ataatccaca gttgaaggcg gccgtggcct
  4128601 ggtatggcaa attggttggt gaaaaaacct tattcctacc gaaatatccg gtcgatgttg
  4128661 ctatcgatct ctgcgcccca gtgttggggc tatatggagg taaagacacc agtatcccag
  4128721 cagagcatat tgaaactatg cgccaggcat tacgcgctgc gaatgccgat gctgagatta
  4128781 ttgtttatcc agaggctggg catgctttta atgccgacta tcgcccaagc tatcatgcag
  4128841 agtcggccca agatggctgg caacgtatgc ttgattggtt tacccaacat ggtgtctcgg
  4128901 ccatccccat tccagaagaa acgcaataaa aaagggcgcg aaagcgcccc aaaagcccca
  4128961 ctacacagag taaaacggtt taattaaacc tgttcttcac gcagacgctg cgctgccagc
  4129021 accatattcg ccagagcctg acgcgtctca ggccagccgc gggttttcaa accacaatct
  4129081 gggttcaccc acaaacgctc ggccggaata cgttgagcgg ctttgcgtaa taacgcttca
  4129141 atccattcaa cacttggcac attcggtgaa tgaatatcat aaacaccggg accaatttca
  4129201 ttcggataag cgaagtcttc aaatgattcc aacagttcca tatctgagcg ggaggtttcg
  4129261 atggtaatca catcagcatc cagtgcggca atggaatcca tgatgtcatt gaactcgcaa
  4129321 taacacatgt gggtatggat ctgtgtatcg ttttgcgcca cagcggcatt caatttaaag
  4129381 gcgtcgacgg cccattgcag ataggcttgc cagtcagcac ggcgcagagg caaaccttca
  4129441 cgtaatgcag gttcatcaat ctggatgata ccaatgcctg ctttttctaa atcttccact
  4129501 tcgtcacgca aagccagcgc aatttgtttg gcaatcgtct cacggctgac atcttcacgc
  4129561 gggaacgacc agcacagaat agtgaccggg ccggtaagca tgccttttac cggtttctct
  4129621 gttaaggatt gagcatattt cgcccactca acagtaatcg cttctgggcg gctaatatca
  4129681 ccaatgatga ccggcggttt cacacagcgg gaaccgtagc tctgtaccca accattttgt
  4129741 gtaaagacaa aaccatccaa gtgttcgccg aagtattcga ccatgtcgtt acgttctgct
  4129801 tcaccgtgaa ccagcacgtc caggcccaag cgttcctgtt cagcaatagc gtgtttgata
  4129861 tgctcgctga tccctgtgcg atagttttta ccgtccagac gaccttgttt aaaatcaagg
  4129921 cgtaaaccac ggatctctgt cgtttgtggg aaagaaccaa tggtcgtggt tggccaggca
  4129981 ggcaaattaa aacgcttacg ctgagtttca gcacgtgctt cataaggcag ttggcgctca
  4130041 atatcctgcg aagtaatcgc agctaaacgc tgctcaactt gcgcattatg cacgcggctg
  4130101 gaggaacgac gggcgcggat cggcgcactg tacgcagcca gttctgccag cttagcgtca
  4130161 ttaggtgcat tcaatgcttg tgttagcagc gctaactcag cacatttttg cagggcgaag
  4130221 gcaaaccagc tcttcacttc tgcatcaaga cgggtctctt catttaaatc aatcgggctg
  4130281 tgcaataagg agcatgagct acccaaccac agcgggcggc tattaaccaa tggctgcaga
  4130341 cgttcaaacc aactactcag gtcagcacgc catacgttac ggccattaat gacccccaga
  4130401 gataacaacc actcttttgg taaattttta ttcaaaacag caagatcgtc atgacccgta
  4130461 accacatcaa catgcaagcc ttgcactggc agagcgcgga tagtgtcgat gttatggccg
  4130521 atactgtcga agtaagttgt cagcaataat ttgacctgac cttgcagggc ctgataagcc
  4130581 ggttgatagg catccaacca ctcttgtggt aattccagaa ccaatgctgg ctcatcaatc
  4130641 tgcacccact cgattccccg cttcgctaat tcagccaaca cctgctggta aaccggcaaa
  4130701 atatcgttca gtagcgagag gcgatcgaac tgctcacctt tgactttacc caaccaaaga
  4130761 taagtgatcg ggccaagcag cacaggttta attttgtggc ccaaggccag cgcttcgtcc
  4130821 acttcatcca gcagttgagt ccaacccagt ttaaactgct ggccttgctg gaactcaggc
  4130881 accatgtagt gatagttggt attaaaccat ttagtcatct cggcagccgc tgcgggctta
  4130941 ccggttggag cacggccacg accaatacgg aacaacgtgt ctatatcaat cgagccatca
  4131001 gcattttggt ggcgctctgg aacgttaccc agcaacaggc tggttgtcag gacatggtca
  4131061 taccaagcga aatcacctac tggcactaaa tcaacacccg cttgttgttg ctgttgccaa
  4131121 tggcgagcac gcaattcacg ccccacattg agcaattctt cctgtgttga gttgcctgcc
  4131181 cagtaacttt cttgtgcttt cttcagttca cgtttcagac caacacgcgg aaaacccagt
  4131241 gtgtgattta aaattgtcat cgtcttattc cccatttagc catccagatg tttacacatc
  4131301 tataatccgc aggtactgta tattccacaa gcgcattttt ttcacagtca ctgtgaagga
  4131361 ctctcatgat cgaactgaaa cacttacgca ccctgcaagc tttgcgtaat actggctcgc
  4131421 tggcagcggc ggcaacgcaa cttcatcaga cccaatcggc cctgtcccat caatttagtg
  4131481 atctggaaca gcgtctggga tttcgcctgt ttgtacgcaa aagccaaccg ctgcgtttca
  4131541 cgacgcaggg ggagattttg ttacaattgg cagagcaagt gctgccacaa attaaacagg
  4131601 cactgcaaac ctgcaatgag ccacaccaaa cggcgttacg catcgcaatc gagtgccaca
  4131661 gctgcattca gtggctgaca cccgcgttgg ataatttcca taagcactgg ccgcaagtga
  4131721 ctatggactt caaatcaggc gtcacttttg acccgcaacc cgcattacag caaggggaac
  4131781 tggatctggt gctgacatcg gatattttgc cgcgcagtgg cctgcactat tcaccgatgt
  4131841 ttgattttga agtgcgcctg gtattggctc cggaccatcc gttagccaat aaagaccgca
  4131901 ttgaaccaga agatttagcg ccagaagtat tgatgattta tccggtgcag cgacagcggc
  4131961 tggatgtttg gcggcacttc ctgcaacccg caggcgtcag cccatcgtcg aaaaatgtgg
  4132021 ataacacatt gctgctgatc cagatggtat cagcacggat gggtatcgcg gcattgcctc
  4132081 actgggtggt ggagagcttt gagcgccaag gattggttgt cactaagacg ctgggagaag
  4132141 ggttgtggag ccggttatac gctgccgtcc gtgatggaga acagcgccaa ccagtcactg
  4132201 aagcgtttat tcgttctgct cgtcagcacg cttgcgatca tttgccgttt gtaaaggatg
  4132261 cggtgcgatc caacgccggt gtacccacag cgaagccatt atcaccgcag ctccaatgat
  4132321 aaagctgggc caatgcggtt tttcttgcca gatggccaga ttcaccagta gcccagccgg
  4132381 aacatgtaca ttattcatga tgccgagtgt gccggcatct acctgtgttg cgccataatt
  4132441 ccacataaaa tagcccagtg cggaagcgcc gacacccagc cagacgagta ttccccactg
  4132501 taatcccgtg gttggtagtc tctgtggatt gccaaatgca aaccaggcaa cgacagcaac
  4132561 aacaaaggcg ccaagataga accatgagaa tgcgacatgt tgtgggatcg ggtggacctc
  4132621 catcaaccgt ttgtaaccga cttgcccaat ggcaaaacag atatttgctg cctgcaccag
  4132681 tgccaatccc caccaaaagt gttcactcag ttgatcatag cgaataatgg cagcccctag
  4132741 caccgcgagt aacgcactga gagcataacc ccaacgtagg cgctgtcggc gcagcaaatc
  4132801 ataaatcaag gtgacataca gcggggtcat cacggtaaac agcaaaaatt ccgggaccgt
  4132861 aagatataga tacgctcgga agctgaataa atacatgata cctaattgga ttgaccccac
  4132921 cgccatatac agcaggatca cccgccaggg gatatttcgc caacgcagaa aaggcaaaaa
  4132981 gaccagtgcg gccagcccga cacgcatcag aacagagaac caactgtcca cctgccctgc
  4133041 taaatattcg ccaatcagac taaaagagaa agcccacaag atagtggtaa tgaccagtag
  4133101 caacacaata aattggctca gtgagagggt aaaatgcaat tgtagcggaa gcagtataga
  4133161 aatttcccaa taatttcgtt tacatatggt tgaaattaaa tcgatttagt gattttttta
  4133221 aaatgattag ctctattgct gttgataact gctgataggc atttcattaa ccatgattat
  4133281 ccctgcattg atcatatatc cagcgagtgc gaattattca gcgaaggtga ctggaaatat
  4133341 tgaaacttac cgccagataa ccagtgacta tcaacactga gaatggctgt ctgctatcag
  4133401 aggaaatcta gcatcgaaag tgcagatgct agattctcat attagctggc atatcacact
  4133461 atatgcccac cccaataatg gtcagaatca gtggcgtggt gacggcggcc agtaccgttg
  4133521 acatcaccag gctggcggcg gcggggccgg tgaggacatt aaactgacgt gacatcagat
  4133581 aaacattcac ccccgttgcc atcgacccca gcaacaccac gacttgagtt tctagcgcgg
  4133641 gcagatccat cgcccatgcc agcgcccaaa tcaccatcgg ctgcacaatc aacttgagaa
  4133701 agcagatagc ggtactaatc tgccaacctt cggtcacgcg gtattctgcc agccccatac
  4133761 ccaagacaat caatgagagc ggaggtgcaa cctgccctaa catactgacc ggttggtcaa
  4133821 taaacaccgg taaatgtaac cccgtcaggc tgaataaggt gccggaaata atcccgataa
  4133881 tgagtgggtt agtcagcaca ctacgggtcg ttttcacaaa accagccatc gtcggtgaac
  4133941 catttcgtgc ccactccacc gagatggtga ccagcgtcca caagatcagc ccgttaaata
  4134001 ccagcaccaa ggccaccgca gggatagatt tctcccccag catgatggtg gcaataggta
  4134061 gccctagcat cacgttattg gaaaagatcc caccgagggc aaagactgag ccagaaacgc
  4134121 catccagatg aaacacccgt ttggcgataa cccgcccaat gataaacacc accagacaac
  4134181 tgccaaaaaa agcaatcaat aggcgagcat caaccgccgg gcgttcggag aagtcacaca
  4134241 tcatgcgaaa tagcatggca ggcagcgcga gggagaaaac aaagcgagtc agaccatccg
  4134301 taatggtcga tggccactta ccgaatcgca ccagagcata tcccagtgcg agcaaaacaa
  4134361 ataacggtga agacaaaacg atttggtgcc agagcgaaac aacaaaggcg ggcatgattt
  4134421 acttcctgtc aggccgggcc aggtcagccc gtaaatgtaa gaatggctga cctgttttta
  4134481 ttatggcggg tattgagggt ctttatagga gaaggtcagc agccggtaaa gtccgaaccc
  4134541 agtaaatcta tacggtcagt acagatacag tcaacgcccc aattgagtaa ttcccgcgcc
  4134601 cgctcgggtt ggttcaccgt gtagaccaaa atacgtaacc cagcggcttt gagtaacgcc
  4134661 acgcgttctg ctgttagctg tttgtgatta atatgcagcg aaacacaatc aagttgtgtg
  4134721 gtcagtgccg cccaattgtc atcccattta tccagcaaca atccgcgtgg tagttcagga
  4134781 acagcgagtt gtgcggcggc cagcgcgtca acggaaaaag aggacagcag gggggggatc
  4134841 ggctgccctt gccacaatgc gcgagcggcg agcgcaatcg cccggccagt cggagcatcc
  4134901 gtgccggttg tcggtttaat ttcaatattg gcggccatcc cgtgctgcgc acaacgcgcc
  4134961 gctacttcag agagtaaagg taagcgttca ccacgaaatg ccttgctgaa ccagtcaccc
  4135021 gcatcgagct gaatcagttt ttcccacgtc aactcacccg ctacccccca gccattactg
  4135081 gtacgttcca gggtgtcatc atgcagtaaa aagatttgcc catcctgcga tagcttggcg
  4135141 tcaaattcga tcatcttatg gccgtagcgc gcaccgacat caattgcggc cagtgtattt
  4135201 tccggtgcca gtgatccgcc accccgatgg gcaacgatag gagggtaagg ccagtctcta
  4135261 ttcatggttc tatccgtagt ccgctatcgg tatcaaagaa gtgcagcgct gctggcggta
  4135321 aatataaatg caatgtactg cctgccactg gcatttcttc atgggataag cgagcaatga
  4135381 tactttgccc gccccacagg ccgtgcgcca gattatctgc gcctaataat tccagcgtta
  4135441 gcaggttcat cggcacaccc tgcgctgagg ttgtctgctg aatatgctcc gggcgaatac
  4135501 ctagagtcaa gcgccggccc ccccattgtg gctgagggat ctccagtggc agagtcagac
  4135561 catcggataa aataaacgtg cgcccatctg ggctgaccgt accgtctaat aaattcatcg
  4135621 cgggcgagcc gataaaactg gcgacaaaca gtgacgcagg ccgtttataa acctcgctgg
  4135681 gggtaccgat ttgctcggca acccctttgt tcatcacaat cacccgctgt gccaatgtca
  4135741 tggcctcaac ctgatcatgt gtgacataca agctagtggt tttcaggcgg cggtgcagtt
  4135801 gttgcagttc aaggcgcatc tgcacccgta acttggcatc cagattagag agcggctcat
  4135861 caaataagaa aactgcgggc tcgcgcacaa tggcacgccc catcgctacc cgctgccgct
  4135921 gaccaccgga taactcacgc ggtttgcgtt tcagtagcgg ctgcaactcc agaatacgtg
  4135981 ccgcttcatc cacccgttgg cggatctgtt ctttgccaaa accccggatt tttaggccat
  4136041 aagccatgtt atcgaatacg ttcatatggg gataaagcac gtaattctga aataccatcg
  4136101 cgataccacg gtctttaggt tccagatcgg ttacccgctg atccccgata tagatatccc
  4136161 cagtggtcgt gcgttctaac cccgcgacca tgcgtaacag cgttgattta ccacacccgg
  4136221 acggaccgac catcacgatg aattcgccat cggcgacatc caaatcaatc tgcttaatca
  4136281 ctggcgtcac gccgtcataa gatttggtta ctgcctgtaa ttttaaacat gccatatcag
  4136341 attacttctc actgtctacc aagccgcgta caaaccaacg ctgcatcaaa agaaccacca
  4136401 cgaccggtgg aattaaagtc aaaatcatcg ccgccataac ctgattccat tgggttggtg
  4136461 cgcccgaggt tgaaatcatg cttcttatcc ccgccactgc cgtgcccatt gaggcatcac
  4136521 tggtgattaa gatcggccaa aggtattggt tccagccata aataaaggta ataacaaata
  4136581 atgctgcgag attggttttt gacagcggta atacaatgtc ccagaagaaa cgcatggcac
  4136641 cggcgccgtc aatacgggcg gcttccaata gctcatccgg caacgtcata aagaactggc
  4136701 ggaataagaa cgtcgccgtg gcagaggcca tcagcggcaa tgttaaaccg gtatagctgt
  4136761 ctagcaggtt caggttggca atcacctcaa tggtagggaa aatacgcact tccaccggta
  4136821 gcatcagcgt gaggaagatt agccagaaaa acagattccg cagtgggaaa cggaagtaaa
  4136881 cgatggcata agcagacaat attgagacag tgattttgcc gacagtaatg gcaaaagcca
  4136941 taacaaaact gttcaacagc atcaacccga aaggtgtgct gttattgccc acgccggcat
  4137001 gccagatatg gctgatgttt tgccacaaat gcgggccagg gatcagcgtc atgggcgcct
  4137061 gaaaaacctg gctgtcatct aatgaagccg caacgaacgc cacatacagt gggaacagga
  4137121 tcaatagcac cccgataatc agcatgatgt gacaaaagat atccaatcca cgacgattct
  4137181 cgatcattgg taacgcacct tacgctcaac aaagcggaac tggataaccg tcaggccaat
  4137241 caccagtaac atcaggatca ccgactgggc agcggagctg gataaatcca acccggcgaa
  4137301 accttcgcgg taaattttat aaatcagcgt ggtggtagct tgtactgggc caccgccagt
  4137361 agcggcgtca atcaccggga aagtatcaaa gaaggcataa accagattca ccaccagcag
  4137421 gaagaagctg acgggtgaaa tcaacggcaa taccaaattg aagaaacggc gtaccggccc
  4137481 ggcaccgtca atagcggcag cctcaaccag tgattttggt atagattgca gcgcggccag
  4137541 aaagaataaa aagttgtagc tgatttgctt ccataccgag gctaacacca ccaaaaacat
  4137601 cgcctggccg ctgttttgcg catggttcca gctataaccc aacttagcca gagcatgggt
  4137661 tatcagaccc aatccagggt caaacaagaa gatccagagc acggccgcaa ccgccggggc
  4137721 gaccgcataa gggaggatca ataaagtttg gtaaagacgg ctgccacgta gaacgtaatt
  4137781 caccattgcg gccaaaaaca gcgaaacgat caggccgatc cccgcaacca acgcgctaaa
  4137841 aattagcgtg gtataaaacg aagccagata gtactcatcc tgaaatagct gaataaaatt
  4137901 actcagcccg acaaattcac tggagagacc aaatggatcc agcgtttgca ctgaatacca
  4137961 cagcgcttca cccgcgggcc acaagaagaa gatggcggtg atcgccaatt gaggtaatac
  4138021 caacagataa ggtaaccaac tacaggaaaa accgggacga gaaggtgaca taaaattaac
  4138081 cgtttatcag acgccgtgct gattaccacc aaggtggtaa tcaaaaaaag tgacttctta
  4138141 actcaatagc gcacaaacta tttttcgtca caaaccattt attcgttaca aaccatttat
  4138201 ttattcgtta caaaccatag gcttgttaca aatacagtca gtttggtttt gttatgggca
  4138261 gcgcatcggt tccggtgtat acacccggtg ttataaaacc aagtgcatta cgcgagcaga
  4138321 ccgagctctg cccaatatca aacgggcagc taccgtagcc aaataacgtt atttattggc
  4138381 ttgttcaaaa cgacgcagta acacatcacc ccgcttcaca gagttatcca atgccgcctg
  4138441 aggcgtcttc ttagcggtcc atacagcttc cagctcttca tcaaccacgg tacggatctg
  4138501 cggcatattg ccgagacgca ggcctttggt ataaggcaat ggcggtttat tcagcatctg
  4138561 gcgggtcgct acatcagcgc ctgggttctg ctcataaaaa ccttgttgtt tcgttagttc
  4138621 atatgccgcc gtcgtgatgg gcagataacc cgtcttctga tgccattcag cggcaatctc
  4138681 tggtttgacc aaatattgca agaactctgc gacacccttg taagtctctt tatctttgcc
  4138741 atccatcacc cacaggctag caccaccaat aatggcgttt tgcggcgcat tttttgcatc
  4138801 tgcgtcatac ggcatcatgc caacaccgaa attaaacttg gcataatggc ggatactggc
  4138861 gagggagcca gaagaggcgg tggtaatagc gcaatcaccg ttatagaact tggacgtaga
  4138921 ttcatcttta cggccaaaat aggtgaaatc acctttttta ttcatatccg acagcaattg
  4138981 gatatgtttg acctgcaagg gtttattgaa ttccaatacc gcatcagtgc cgtcaaaacc
  4139041 attgttgcgg ctggctatcg gctgaccatg ccaagcactg aagttctcaa tttgaatcca
  4139101 cccttgccaa ccgctggcat aaccgcaact agaacccgca gcgcgtagct tagcggtatc
  4139161 tgctgccagt tcttgccatg tttttggcgg ttgttctggg tccaagcccg cttttttgaa
  4139221 agcctctttg ttgtaataca gcacgggggt cgagctgtta aacggctgag acaataaacg
  4139281 cccagtttta gaatcagtgt aatagcctgc cactgttgga acgaagacgg actcatcaaa
  4139341 atcaatattg gcatctttga agacttggta aaccggtttg atcgccttac tggccatcat
  4139401 ggtggcagta ccgacttcat agacttgtaa aatagccggt gccttacctg aacggaatgc
  4139461 cgcaatacct gcggccaaac tctgctcgta attaccttta taaacaggaa caattttata
  4139521 atcgggctgc gactggttaa aacgatccgc aattgaatcg acttctttac ctaattctcc
  4139581 ttccatcgaa tgccaaaaag gaatttcagt cactgccatc gcattggcac taaacgtaag
  4139641 tgttagcgcg atacagatcg acactttatg aatggaatta ttaaacatat ctggcccctg
  4139701 aataaatctg tgtggctcac atcaaaaaat aagtgtgaat gagcgaaata aatcagtttt
  4139761 tgttcggaag caaacatgac atcttttcat gacagaaata taacaattat atgacagaaa
  4139821 tacggcaatt taatgaaaat aaagcatctg taatgtgtac aaaaaattaa caatgaaatg
  4139881 aaagtaacct tttaattcta ttttattttt tcattaccaa tagaatcatc aagtaaaata
  4139941 aaaaataaca gttagttagt cgataaatta aaggagaccg ctaacaatta atactaacta
  4140001 taacaattaa gtatttattc cttaaggtga tataaattaa aatcattcag acaaaatggt
  4140061 ataattacca cttgaaataa cgttatttgt catgttagtg ttcgccccgg tttgtgacgg
  4140121 gcataatgtc gcgtaattat ttaacaccct cattttatat tacgccacca acatcaaccc
  4140181 taataaatca caatgccatt ccattttgga tgggttttta cataaaggac tatcaggtat
  4140241 ttatgatgaa gaaaactgtt attgctatta tcactatggc cacattgacc agcactgcgg
  4140301 cttatgcaaa cacaatagag aaagatattc gtgttgaagc agaaattatt tctctcatgg
  4140361 acgtgaagag agctgatgat agcaatatta ataaaataaa attaacctat gacacggtaa
  4140421 cgaatgatgg tacgtatagc cattcagaag caattaaagt aaaagcacgt aaacaactcg
  4140481 gagataagct aaaagtgtct cttgccgcac cggttatctt aagcgagcca aataacaata
  4140541 aagagtttac tcacgttgaa gtattgttag atgggaagaa gctgcttgag acggccgaca
  4140601 cacgagacct gattgccttc catggctctg agctcaacgc agaactaaaa gtcagcgcca
  4140661 aagagcctaa taatgccgtc ggtggtgaaa agtatagcgg ggtaattcaa ttgcgcctgg
  4140721 agccaagcgc ttaatttagt ttgtttcaat acagtttgtt aatttaatga atacagccat
  4140781 ggaattatct cctggctgta tatatctgtc atacttcaag ctgcatgtgc gttgaccgcc
  4140841 ttcgctcacc ccagtcactt actggtgtaa gctcctgggg acttactcag ttgtcgacgt
  4140901 cctgcaattc gaattatttt gggtatatac acaaattatt tcttttaaaa ataaataatt
  4140961 atcctgtaaa accaccataa ttatagtgga atggaatcct atggcctatt attcaaaaat
  4141021 taatcatagc ttacttttta ctttagcctt attcacacta aagctcgctc atgcagaagc
  4141081 agttaaaata gagtatttag tgccaatggg gttttccgcg gctgaagaga acaactcact
  4141141 tcagttatta ggggtattag acagtaagac attgcccagt cctattacct tctcagaaga
  4141201 agaacaacaa ctgcaattta atcaacaaaa ctatcgacat aataatatta gtgaagaatc
  4141261 tattatttta ttgggagaga tattatctca aataccgtat ttacagtgta aaaccggctg
  4141321 tgattatact ttatcgggtc accgcgtggc gttagataaa gtgaataaca cattgacgat
  4141381 caccaataat aataataatc gttatctgat gccaaccacg acatgggggt tggtcagcaa
  4141441 tcaatctctc gatttgcgaa tgacagcagc ccactatcgg gcgatgtcag tccgtggtca
  4141501 aagttacatc ggcttgccat ggcaatctta tggctttgca tcttggtttt ataacgcgat
  4141561 tcagtcacaa aatacgctgc aatcacagaa caccatgcca tcgcagagca cctatcagcc
  4141621 cgttaatcgc cctcagtatc agcgcctaac ccaaaaaggg atcggcagtt ggtatttgca
  4141681 aaagaacttc tcggcactct atttacgcac cggtcggcaa aacaacctgg ataacaacgc
  4141741 aggtagcgtt cacaccctga tcaaccctgc gttggaccaa tttgtaacac tcggtagtca
  4141801 aagctatctg gccatcgata agccttccac cggcagtatc gtgctctatg ccgctcaaga
  4141861 tggtgactac gaaatatacc gcgataatca gctcattcgc cgcatccccg ctcaattggg
  4141921 tcgcaacgag atagattaca gccaactacc agggggctat tacaacgttg agattcgttt
  4141981 agttgatcgt cttgggcgga tcgtcagcca ggaaaaccaa accatcagca atattggtaa
  4142041 tcagaccaat aatggttggt ttctgacaat gggcaaaggg cctgcaaagg gtaaaaaaac
  4142101 gccccgttta gtccagtttg gacgcagcag ggtgatagaa agcgtacaaa ccaatatcac
  4142161 gctactcaaa gatgatgccc atcactgggc cgtggaagcg aacgtctcac gccctttaag
  4142221 cctcaataag gtgaatatca ccccaacagg gggcttgatg tcaggagaga aacgcagtgg
  4142281 aggttacgtt cgcttaaatg gcggcaacaa tacactgggt tacttttcat tagctcgcta
  4142341 tcagtcacct tatgtctcgc gatacgcacc tgactctggc agtacctcag gctcctatac
  4142401 ccggcgtatt gggccaaccc agctaagtta tcaattcaat cagtaccgca ataaccggca
  4142461 acaccgtatc caaagtggtt gggactggca attaccacaa tttaacctcg cgttatccct
  4142521 tgggctgcaa aatggtgggc aatggaacag ccacaataat tacggcgtct tcctgaacac
  4142581 caccctgtcc ttcggccaaa gtaacgccag catcaatacg gcttataccc aacaacagtt
  4142641 gaataccagc gccagttacc agaaagagtt tattgataac tatggggcca gcactttggg
  4142701 tgtcagtggt agtgccagcg ggaaactaaa tagcgtcggc ggttttgcta aacgcagcgg
  4142761 gagccggggg gatatctctg gccgggtagg cattgataac cagataacca acggggggat
  4142821 tagctataac ggcatgttgg cactcagctc acagggggtt gccttggggc gcagcagtta
  4142881 tagcggagcg gcactcttga tcaaagcccc cgctctgggc ggcaccccct atagttttca
  4142941 tgtggaggat agcccaataa ccggtggtgg cacctatgcg ataccggtcc cccgctacca
  4143001 agaccgtttc tttgtccgta ctcacaccga ccgcagtgat atggatatga atattcaact
  4143061 gccggtcaat attgtacgcg ctcaccctgg gcaagttttt tcaggcgaag ctgacatcac
  4143121 attaaatctg ctatacagcg gttttctcaa gaatgcacaa gggctaccgg tgagcggggt
  4143181 gattgaggag acgggtgata ccgcttatcc caatgggctg ttttccatta acgcccaaaa
  4143241 taggctgcaa gcgataaccg tccatggccc ctctggccgt taccgctgtg atatgcactc
  4143301 gcaacctact catatttacc tttgccacgc cgattaatac cgataggaac cttcatgaaa
  4143361 tacctttatt cgatactcag catcgcgctg ttactggccc ccggttctgc cactcacggc
  4143421 caactgcttg ctacccccac ccgtattgcg gtagaggcac aagagctgaa gcgcaccgtg
  4143481 caggtgtata acagcggcga tacaccgctt tatctggata tcacattaca acgtgtggat
  4143541 aaccctggcg tgaaccctga acgtaaaaca cccatcagtg aaatctctca acctgaaatg
  4143601 atttttaatc ctaaccgcat tacgttaggg ccgagacaaa agcgggatat tacgctgatc
  4143661 ccactcaaat cgccggtaca ggaaaccctt taccgcctgt atatcaaccc cgtgctcaat
  4143721 atcaaagcgg ttggcgatgg ggaggataaa agtaaagttc atgccccgat gaccatcagc
  4143781 attggttatg gcgtgctgat tcatcatttg ccaccggcgg cggcacaaac tcgtcattgg
  4143841 caacatcaat gctcaaccac tggcgagcta acactcaccg ctaccggaac ggtacacagt
  4143901 aagtttaagc agctcgaatc gggcggtaac gccgcactgg ccgacagtct aaacctgtat
  4143961 ccgggcaccg cgctcacact gcccgtcaaa caactcaatg gtgaggtgga cggtgaaaaa
  4144021 tttagtcttc gctgccatta gcctcttgcc gctcagtgcc gctggcgtga tcgatattca
  4144081 accacaggtc gtggaactac agcaggtaaa tacggtggtt accgtgatca accatggcat
  4144141 gactgctgaa tatattacgg tgcagttata tcggttaaat aaccctggtg tcgcctctga
  4144201 attggaatcg ctgacccctg ttggctacca gcagcagccc ttactttttg ccacaccgct
  4144261 gaaactgacg ctaggccctc gacagagtgg gaaaattttt ctacatgcct taggggcacc
  4144321 ggaacaagag caggtttatc ggttagccgt ggtaccaagc aaccacctga aaatcagtgg
  4144381 caataatacg gctgtcgtgg gtgtgcagat cagttatatg gggcttatca ggcacctgcc
  4144441 agcatcaata caacatcaat ggacacaccg ttgtatcgcg gggaagcctg aattacacaa
  4144501 taccggcaat acccgcctgt actggcatca actgcaagca caggggcaaa tgatagacga
  4144561 ttttacgctc taccccggtc ggtatcggca gttagctttc aatgagttgc aaggaaaagt
  4144621 agaggatcag gcggttaacc tacagtgccc ttcgggctag cctcttggta ataagctatc
  4144681 aacaaattta tctgcatcaa gaagaaggat aaaccagaaa catgaatacc ataaaaatgg
  4144741 ccatcacatt gctattgctc tcatggcaca cctgctgggc cgcaacgcca ttgggggata
  4144801 tcgacgtcaa attagaggta acagcccaac ccagaatcga aattgaaaaa ccgcatggtg
  4144861 gctggtacga caatatcaag ctgcacaata gcccagagaa ccatgccgtt tatgaggtag
  4144921 aagtcccggt agccgtcaaa ctccggcggc aagaggggta tcaaatctca attaaaaacc
  4144981 cgctaatact cacccgccaa tcagatgctt tcagcgcaat agaacagaca ttctcaccgg
  4145041 cggaagtgcg ttggggaaat aaccgcacca atttacgttt actgtcagcg gtaccggagt
  4145101 cctttagcgt ccccccacag gcaacccgcc acaccaccac cgattatgtc ttacagatat
  4145161 ccgcaaaagc ccccgctggg gacaatactg cggggaaata tcacgggcaa ctgacattgg
  4145221 tattcgaagt taatagttaa tcgttaatcg ttaatcgtta atcgttaatc atcacggaga
  4145281 gaccattaaa tgaacataaa aaacaaacca ctgcttatcg ggttattgct gttattccta
  4145341 caccccacaa ctgccgcagc caccaagtgg gttgggaact atttttaccc attagccaat
  4145401 aagtattcga actgtaacgt cacgttatta gaagataata gtgtcgcggt ttcttttgat
  4145461 gtcacattgg tagccgattt atttgaaacc gaccgtggcc cacatcttca acgctggaaa
  4145521 aagataattg gtactcagca agatgttctg ttggtacaga ataatgcttt actttttctc
  4145581 tatttttatc atgccgatgg ttcagctgat tttagtatcc ggcctgggga tatccaaaat
  4145641 atgtcactga atggcatacc cgttcaagag attgattaca acctccaaga ggcaaggttt
  4145701 gtcagcaccc atgccttttc aaaccaaagt tatcacgtgt cattcaacat tacggcaaat
  4145761 gcccttaaac atattagaat gggtgccacc attggggggg tactccattc cgaaggggtg
  4145821 tcctattccg tgcgctcacc acaaggcgtg gcatttaatc aatcaggtaa tcaatgcgaa
  4145881 ttctttgacc ccacaacaga gatagcaccg tcccatgctt tatatatcga gcctaaattc
  4145941 cgattgggat cagcaatatg gcagctaaaa tccctcgatc tggatcattt actcgatagc
  4146001 acggctgata accatgggtt gcatgcacca ttagttaacg gcccggctaa ccgtttttgt
  4146061 atccattatc cggcgatagg tacgcaaaat aggcgttata tgatcagtgc cagtaatctc
  4146121 aatgggttag ctgagagtag tcgctatttt cagttaaaag ataaccaagg ggagcacatc
  4146181 atcaactaca aggtcacact gaaaaatcat gaggatagcg aggctgattt ttcattaccc
  4146241 aaagagaaaa agtttattca gctaaagagt gatactagca gcggcggcga agcacagatg
  4146301 tgctggtcac cccgcattcg ggtttacagt accgatacca ccgataaagg tcactacacg
  4146361 gatacgctga attttactat cacgccgtta gcctaatttc aatgacgtta ttaatcgtta
  4146421 gattatcaat aagctgaaca ctcaataatt cgagttgcaa cagagcaatc aacgcatagg
  4146481 caactcgaaa tataatgggt ataaatagag ttaatataac gtagtaatac aaaggtattt
  4146541 actgatccaa aatggttttt tggtaccaga atctacgttt tgatcagggc taagaacctg
  4146601 ggtgggaata cgacattcgc gatcagcact ggtatctaag taaatattac ggttaaggct
  4146661 gagattgtcg atatagctag cttgctctct atcaggtatt tctcgaacgt gcaatttgtc
  4146721 aaagctaatc gtcttttttt cgccagaagc aatagtttca ttcttgagtt ctgcgtgatt
  4146781 ttttgtggct tttaaaattc cttttgggcc ttgtaattta tcgttattca catgggaact
  4146841 ggtcacttta tattcgtgat tatctccatt tttattagta atatttagca ttaagtctgc
  4146901 tgtcaaaaaa gcgaaggaac gaactgcaga taatccttgt aagtccattt tattacttat
  4146961 gccatccatc ataacctatc ctttttaaag tgcagtgaag gagagatact aagcctatgc
  4147021 agacgagagt ggcatcaggc tttatattga atcgatgagc tatcttttgg aatattatta
  4147081 gccttgtcgg tcgggaagct ggagggcaaa accgcccctc ctgcgccttg cgcgagatat
  4147141 caagatccga gtaacgaacg ctgctaacgc ccctgcaacg tcaaggacga agggggatat
  4147201 tagccaccaa gataagctga ccgcaccgct tcattcgcaa gcaaagctgc gccggtatct
  4147261 tccaaaacaa tacggccatt ctccaacaca taaccacggt cagccaattt cagggcctga
  4147321 ttcgcattct gctccactaa aaagatggtc attccttctt cccgcagttg ttgaatggta
  4147381 tcgaatattt gcaaaatgat aattggcgct aatcccagtg acggttcatc cagtagcagc
  4147441 aatttgggct ggctcatcaa cgcccggcct attgccaaca tctgttgttc accaccagac
  4147501 atggttcctg cccgctggat acgccgctcg aacagccgtg ggaacaaatc ataaacccgt
  4147561 tcgatccgct gctgatattg ctgacgatca gcaaaaaaac cgcccattgc cagattttct
  4147621 tctactgtca tacgagagaa aacccgccgg ccctcaggga caatcgcgat agcttcgcgc
  4147681 ataatccgtg cagtctgcca gtgggtgata tcttgttcac caaagacaat attgccctca
  4147741 gtggctcgag gctcaccaca taaggtcccc aataatgtgg ttttgcccgc accattggcc
  4147801 ccaatcagtg tcacaatttc gccttgctga atatgtaaac tgacctggtg caatgcctga
  4147861 attttgccgt aatgggctga aacttgatta aatgacaaca tgttattgtt tatgcctcgc
  4147921 ccgctttcca tttaccaaaa atacgttatt cacccaaata ggctcggatc acatccggat
  4147981 tgttacggat ttctgcgggt aggccttgcg ccaacggcgt tccctgattc accacataaa
  4148041 ttcggtcaga aatacccatc accagcttca tatcatgctc aatcaacagt accgagacct
  4148101 gatgttgatc acgtagctcc ataatcagct gattcaattc atcggtctct ttcgggttca
  4148161 gacctgcagc gggttcatcc agcatcaata actcggggcg tgtcaccatg ctgcgggcga
  4148221 tttccagccg tcgttgctga ccgtaggcta aattccctgc ctgacggttc gccagcgcta
  4148281 atagccctac ccgctccagc caagttgccg ctcgcgccag tgcatccgct tccgcccggc
  4148341 gaaaaccggg ggttttcagc aaacccgcaa aaatcccgct cttgaggtgc tgatgttgcg
  4148401 ccaccagcaa gttctcgata accgtcattt cgcgaaacaa acgcacatgt tggaaagtcc
  4148461 gaatcacccc catgcgggca atcatctggc ccggtaatcc ttcaagatgg cgttcacgta
  4148521 gcttaatggt gccgcctgtc gggcgataaa acccggtcag gcagttaaag atcgtggttt
  4148581 taccggcccc gttcgggcca atcagcgaga caatctcccc ctgattcaac gtcaagccaa
  4148641 cgttattgac cgccagtaat ccaccaaaac gcatcgacag cccttcgact gttaacaaag
  4148701 gttgcccatt catgcctgct ctccctgctt agcctttaca tcagcaactt tcagcttcag
  4148761 ttgtggccgt ttcatcggca ataacccttg cggccgccag atcatcatca agaccattaa
  4148821 cgcccccaat agcaacatgc tgtaagcgtt gagatctcgc attaattcgc gcgaaacaac
  4148881 gagcaacacg gcagccaaaa tgactgcaaa ctgcgaaccc atcccgccta gcaccactat
  4148941 cgccagaacg aaagccgatt caacaaaggt gaaagactct gggctgacaa acccctgccg
  4149001 ggcagcaaac aaggtaccgg caaaacctgc aaaggccgcg ctgatggtaa atgccgtcag
  4149061 cttaattttg gtcgggctga gacccagtga gcggcaggcg atttcatctt cacgcagtgc
  4149121 ttcccacgca cggcccagcg gcatacgcag taaccggtta atgacgaaca gcgtcaggat
  4149181 caccaataat aacgccacca gatacaggaa aatgatgcgg tggctgggat cgtaagtcag
  4149241 gccaaagaag ttatggaagg tatcccaacc gccatctttc gccgtgcggc taaattccaa
  4149301 accaaacagc gttggtttag ggatttggct gatgccattc ggccccccgg tgatctcagt
  4149361 gttattgagc agtaaaatac gcacaatctc accaaagccc agtgtcacaa tggccagata
  4149421 atccccacgt aaacgcagta ccgggaagcc tagcaggaag cctgatagcg cggcggttat
  4149481 cccggccagc ggtaggcttt cccaaaatcc taaaccgtaa tagtgattta gcagcgcgta
  4149541 agtataggca ccaatggcat aaaaaccgcc gtaacccagt accagcaggc ctgatagccc
  4149601 gacgacgaca ttcaatccca gccccaacat gacgtaaatc agcgttaggg tggcgatatc
  4149661 gacagagccg cgagagacta aaaatggcca ggcaactgcg gcgataataa ccacggctgc
  4149721 caagagtttt tgccgcggtg tggtgccatc aaaactgggc agcacccacg ccgggcctga
  4149781 gactttttta atcccttgtt gtatgagcgg gcgtaccagt tggaagcaaa aaaccaccag
  4149841 acaaccggca ccaatccaca accaacggac ttccgaagca ccttgtacca ccaatcgggt
  4149901 gccgtctaac tgcaactgca accccatcac aaacgaggcg aggaccagta acacaaagct
  4149961 ggaaataatg gcattaacga agttgagctg tttcatactt tttcaacctc cggacggcct
  4150021 aaaatcccgg taggcatcac taacaacacc acaatcagca gcgcgaatga aaccgcatct
  4150081 ttgtattcag tgctgagata agcggaggtc agtgcttcag ccacaccgag aaccaaacca
  4150141 ccaatcattg cgcccggaat actgccaata ccgcctaata ctgcggcagt gaatgctttc
  4150201 atccctgcca taaagccaat atagggattg atcaccccgt agaactggcc gagtaacaca
  4150261 cccgcgacag cggccatcag tgcgccaatc acaaaagtca gcgagataac ccggtcagtg
  4150321 ttaatgccca gtaaactggc cattttcaaa tcttcggcac aggcgcggca agcacggccc
  4150381 attcgtgaat aacggataaa cagagtcagc gccaacatgg ccaagaaggt gacaatccaa
  4150441 atcgtcagct gcatggtgct gatcgtcgca gcaaagccat tactctcacc taaggtccac
  4150501 tgcccggtga ccagactggg taatgccaaa tcccgtgaac cttgcgtcaa gctgacatag
  4150561 ttctgtagga aaatagacat gccgatcgcc gaaatcagcg cgatcaggcg cttagagcga
  4150621 cgaactggct tataggctac ccgttcaatg ctccagccgt aagtactggc gatcacaatc
  4150681 gacactagga aagcgcaacc aatcaacagc caactggcat cgatccccac catcattaat
  4150741 gcggcgatca cgataaatga gacgtaactg ctgatcatat atacttcgcc gtgagcaaag
  4150801 ttgatcatgc cgataatgcc gtacaccatg gtataaccaa tggcgatcag cgcataagtg
  4150861 ctgcccaacg taataccgtt gaacatctgc tgcagaaaat ataaaaactg ctctgacata
  4150921 ccctaaccct ttgattcact tgcctggctg ccctagtcac tgtcccaatc tacgctgtag
  4150981 agggaaaaat ccccccggaa tacgagggga tgcagttgat agaaggggcc ggattactgc
  4151041 gagagcaatc ctaaaacgag atagttctac tattcttgtc aatagttcta ctattcttgt
  4151101 tatttgactg cggtagagga accatccgca tgccattcaa aaataccaaa ctcaaaccct
  4151161 ttcaaatcgc ctttatcgtc ccagctcaat ggccccatca cggtctcaac cggtttgccg
  4151221 gttttcagat cgttagccaa atcagccggt tctttgctgc cagtacgttc catcgccgtc
  4151281 gtcagtgatt gcagcgcagc ataagtggtc cacacaaatg ggcctgttgg atccagtttt
  4151341 ttcgctttta gcgcatcaac aataggttgg ttcgccggaa cctgatcata acgcttaggt
  4151401 aatgtcacca gcatgccttc agaggcctca cccgcgatgt tggagagtga ggagttaccc
  4151461 acaccttctg gccccataaa gcgggcggtt aggcctgctt gcttagcctg acgcagaatt
  4151521 tggcccattt ctgggtagta accgccgaaa taaacaaaat cgacgttctc tttcttcagg
  4151581 cgagcaacca gagtcgagaa atctttatcc cctgcggtca caccttcaaa cagcacaacc
  4151641 tctgcacctt gttctttcag actgtcgcgc acggaacgtg ccagaccttc accgtattgc
  4151701 tgtttatcat gtaccacagc gatacgttta ggtttaatcg tctcaacaat atatttggca
  4151761 gcagtagggc cctggtctga atccaggccg gtggtgcgca taatcatttt gtaaccacgg
  4151821 gtggtcagat ccgcgtttgt agcagcaggg gtgatcatta tcaccccttc atcttcataa
  4151881 atatctgaag ctggctgagt tgaagaagag cacagatggc cgataacata acggatacca
  4151941 tcgtttatta ctttgttcgc gacagccacg gcttgtttcg gatcgcaggc atcatcgtat
  4152001 tccacaccaa ccagcttatc gcctttaata ccaccgctag cgttgatatc ggcgatagcc
  4152061 tggcgcgcac cggtaaattg catgtcaccg tattgggcca ccgggccgga cattgccccc
  4152121 acaatagcga ccttaatgtc ttgcgcgagc acagaatgac tcatcgccat tgccatacac
  4152181 ccagccagca acactttacc ttttgttaat ttcatccgcg aattccccat ctgtcattgt
  4152241 gaacatgctt gttgtgtttg tctgagtgtt ttagcattaa tgtaacattt tgttcataag
  4152301 taataatgat ttaaccttga aagtctttat tttttctaat aagactttat ttttcatacc
  4152361 attaaacagg agttttatgc tgcaaatcaa ctaagacaag cagaaacaag cggtgtaaac
  4152421 agcataaaat taggtgtgaa ttgaatggtt ttttaacaat tgatagtgtg ttgtgctggt
  4152481 tatgtgatca tttactccgg taaaactcgg aaaacgcagt agcgaaaaaa catttccccc
  4152541 cgtggacgta cagaaaaact tacacagctc tctggtctgt gttctagtac aatgaacctc
  4152601 ggcgctatat ccactttatt actatggctt ctcgcgatga aactgacgat tgaacgacta
  4152661 ataaccctta ctcatcaaga tgttatagat ttagctaaaa tctggccgaa tcaacagcct
  4152721 gctgcctggc aacagtggat tactgagggt agaccacttt ttgctgcacg ttttaatgaa
  4152781 cgtttgttag gtgcagttaa agtggcggta tatgaccaac aggctgagct acaggatttg
  4152841 tgtgtcagag aagtgacgcg tcgccgaggt gtggggttgt atctgatcga ggaaacgctg
  4152901 cgtcagttac cggaaattaa acattggtac ctgaacggcg gggatctcac agctgccgag
  4152961 cgcccccaga tgaatagctt tatgctcgcg tgtggattta gccatgaagc acaaggctgg
  4153021 cggcggtaag ccgcgcggac aataatgatg aaccgtagca gagaacggta ggccgcagac
  4153081 agtcattacg aacagtcggc gcggacgata gttgccaaca ttagctgcgg agctaccaaa
  4153141 cggtaatcgt ccatatctgc caaaaaaata aatatcctcc ggcatagccg gaggtttttc
  4153201 atatgcgcct ataaggctct gttaccagcc gcgccctaac aggcgcatcg cgatctgaca
  4153261 tttgcatcta tggattactt acggcccgta aacgggctac cgggatacgg gatcgagagt
  4153321 tgctcaccca ttttatcctc ttccaattgg tgctttatgt attcttgtat cctggccgtg
  4153381 tttttcccta ccgtatcaac gtaataccct cgacaccaaa actccctgtt acggtatttg
  4153441 aacttcaaat cgccaaactg ctcataaagc atcagactgc tctttccctt caggtacccc
  4153501 ataaatcccg agacactcat cttgggcggg atctccagaa gcatatggat gtgatccaca
  4153561 cagcattctg cttccaggat attcacgttt ttccattcgc acagttttct taaaatactg
  4153621 ccaatcgctc tgcgtttttc cctgtagaac acctgccttc ggtacttcgg cgcaaaaact
  4153681 atatgatatt tacagttcca tcgggtgtgc gctaagctct tttcatccct cattgggacc
  4153741 cccttttgat ttcttgttga acatttgcag ttgccagacc gcaaactgtt ttaacaaatc
  4153801 aaaaggggtt tttataactg acccaaagct gaaagcttta ctgaaccccc agcctagctg
  4153861 ggggttttct gggcacagca aaagggcgat aatcaatatc gcccttcttt atcgtgccgg
  4153921 attacagcat ctgtctgttt gttgtatcag gcttcaatcg ccatacgcaa ttttttcatc
  4153981 gcgttctttt caagctgacg tacacgttca gcagacacac cgtactgatc ggccagttct
  4154041 tgtaaggtgg acttgttctc atcgtccagc caacgggcgc gaataatatg ttggctccgc
  4154101 tcgtccaacc cttccaacgc ataagacagt ttatctgctg cgtggctgtc ccagttatcc
  4154161 tcttcgatgc catcagcaaa atcagaggtt ttatcctgca aatacaggac tggggccatg
  4154221 aattggccgt cacgtgcttc atcatcagga gaaggatcga acgtcatatc ctgagcggac
  4154281 atgcgtgact ccatctcgcg aacgtcttta ctggtcacgc caagctcttt ggcgaccaat
  4154341 tctacttcgt cctgattaaa ccagcccagg cgctgcttgg ttttacgcag gttgaagaac
  4154401 agcttacgct gagctttggt agttgcaacc ttcacaatcc gccagttacg cagaacatat
  4154461 tcatgaattt ctgctttgat ccagtgaacc gcaaaggaca ccagacgcac cccgacttca
  4154521 gggttaaaac ggcgaaccgc tttcatcaag ccaatattac cttcctgaat aaggtcagct
  4154581 tgtggcaaac cgtacccgga atagttgcgg gcaacatgag caacaaagcg caggtgagac
  4154641 aggataagct gtttagccgc tcccagatcg ccctggtaat gcagccgttc agccagctcc
  4154701 cgttcttcct ctgcagttag cattggatag gcattggcag cccgaatata ggcttccaga
  4154761 ctaccctggg gcactaaggc taaagtttgc atttctttgg tcatttaaac cctctcagtt
  4154821 gcatgtttag tgcaggtttc tctcagcgct aatattttag cacctggtta tacagattca
  4154881 agcgctgagc aacttatcat tttgctgcaa tattcgactg agcattgctt taaaagttca
  4154941 atctagatca cgtttttggg ctgaggatct tagcagatcg ctaaccatat ctgtcgatct
  4155001 ggtcatatgc atcaaagaaa accgatggta tgaatagaca tcgtcaatga ctgaactgcg
  4155061 actctctccc tacctgattt cagcccggta aggaaagagt ataacaaaca ttctttattg
  4155121 cggtgtaaat cggcgtaaat gttgaaccgt cgccaaccac gcggcaatcc agccaatcat
  4155181 tgctgagatt aataccagta acaggctttc atcccagctc agaccatgca gagtaaattg
  4155241 ggtaccaaac acggtcgcca cctgtttgac aactgacccc aattgccata ccaatgcctc
  4155301 tgacagtatc aacgataata ccgcaccacc gaaccctaac atcgcaccgc cattcaagaa
  4155361 tggccgtaaa atgaacccat cagtagcacc aagtaacttc atgacgttga tcgtatcccg
  4155421 acggctaaag atactcagcc tgacgctgtt accgatcacc aggaatacag cgaccaccat
  4155481 cagtacgcca accattgctg caacctgacc gaccaagccc gtcagtgccg ctaaacgggc
  4155541 aaaccagctg tcgtccatac ggacttccgc caccccttca acctggctaa tgcgatcacg
  4155601 caatgtattc agcgtttcag cactttggaa atttaacttg ggagtaataa tagcgacggc
  4155661 aggtaacgga ttctcttcca gcatatccag cgcaccgcca aaaccagacc agttgcggaa
  4155721 ctcacccatc gcctcttccc gcgacaggta attgaccttc tcaacaccgg cttcagcttt
  4155781 cagcgtcacg acaacattct cagccgcgtt atcgtccagt gctttatcca gatagactgt
  4155841 cagttgcggt gttggatacc attgctccgc cgcctggcta acgttcttcc acacgatata
  4155901 acatacgctt ggcagcgtta gcgaaataga tatcaccatc accgttaata gcgtcgccat
  4155961 aggctgacgc atcatatcgg caatcgcatt gacccacgaa tagcgccact gctcacgcca
  4156021 accgcccttt agcgccttgg tttttgcttt tcgcgcatta ttcgccatgg tgtgctcctg
  4156081 acatccgccc ctgactcaac gtcaggatcg ggtaacgccg ccgggcaatc aacgacgtat
  4156141 cgtgggtggc catcaagacg gtaaccccca cgcggttaaa ctcttcaaac agacgcaaaa
  4156201 taccttctga taaggcatca tccaggttac cggtcggttc atcggccagc aataccgcgg
  4156261 gtttattcac tacggcgcgg gcaatcccta cgcgttgttg ttcaccaccg gatagctgaa
  4156321 tggggaaatt tttcgcctta tccaataggc cgactttatc cagtgcagcc gagaccctac
  4156381 gacgaatatc ttcgctactc gcaccggcga taatcagtgg catagcgacg ttgtcgtaaa
  4156441 ccgttctgtc cagcaggagg tggtgatctt gaaagatcat cccgatttgg cggcgcaaaa
  4156501 agggcacctc acggtttttc agacggctga tatcatgacc accaaaccag atatgacccg
  4156561 cactggggcg ttcgatacca caaatcagtt tcagcagagt acttttccct gcaccagaat
  4156621 ggccggtcag gaacgccatt tccgcaggac gcagatgaaa atcgaccccc tgcagcgcct
  4156681 gccgtccccc cagataagct ttactgacct gttcaaagcg aatcatccgt attaatcctc
  4156741 tcgggcaaaa agagcctcaa taaattcgtc agccttaaat ggccgcaaat cttctatacc
  4156801 ttctccgaca ccgatataac ggattgggat ctcaaactga tcagcaatgg caaaaatcac
  4156861 cccgcctttg gcggtaccat ccagtttagt tagggtaatc ccggttaggc ccactgcttc
  4156921 attaaacagt tttgcctgac tcaccgcatt ttgtccggta ctggcatcca gtgtcagcat
  4156981 aacctcatgg ggggcgtcgc cgtccagttt tttcattacc cggacaatct tcttcagctc
  4157041 ttccatcaag tgggctttat tttgtaaacg cccagcggta tcggccaaca gcacatcaat
  4157101 accacgggct ttagccgcct gaatcgcatc gaaaataacc gaagcggaat ctgcaccggt
  4157161 atgctgtgca acaaccgcaa tcttgttacg ctcaccccaa acttgtaatt gctcaacggc
  4157221 agcggcacgg aatgtatcac ccgccgccaa catgacagat ttaccttcag cctggaattg
  4157281 gcgcgccagt ttgccaatag tggtggtttt gcccacgcca ttaacgccaa ccattaaaat
  4157341 gacatacgga ctcttgccgc taacatctaa tggcttgtca actttagaca gaatctcaga
  4157401 catttcctct ttgagcttgc cgtacagcgc atcagcatct tttaactgct tacggctggt
  4157461 atgttctgtc agagaagtaa tgattttacg ggttgtttcg acaccaacat cggcgatcag
  4157521 gagctgttct tccagctctt caaacaagtc atcatcaatc tttttgccgc tgaacagccc
  4157581 cataaaaccg gagccaagat tctgtttagt cttgattaag ctgcgtttta aacgcgcgaa
  4157641 gaaaccttct ttggttggcc gctcttgttc ttgagccgct accgggataa ttttttcttc
  4157701 aacttcttca acttcttcaa cttcttcaac ttcttcaact tcttcaactt cagaagtttc
  4157761 ggtaggttgc tcaacagcgt caacccgcga ttcttctacc accgcctgcg gggtgggaac
  4157821 atcaataata aggttgtctt ccgttaacga ccgttttggc agattgtctg tggggccgcc
  4157881 ctgttcagtg gtatcaccct cgatgccagg ttttactaaa gagagctcac cgccagcttc
  4157941 cgttacctgc gttattggct cgataatctc atcatgaaca atggccgcgt tgtcaccggt
  4158001 ctctactaat tcggcaacta ctgattcggc aaccgccctc tctggtaaag tgtcagggac
  4158061 gccctcactc attatggcgt tattcggctc agtaggaatt accgcagcga cctgctcgcg
  4158121 cagttctacc tcaataaagg cattctccgc gggagcttca gtcgtttttt cactaatgac
  4158181 gtgctcaacg gtttgctcaa taacgtctgt tggctcaata acgccggttt gttcaataac
  4158241 gtcttcttgc tctgtaacgc cttctttttc agtcgccagc ggctctgctg ctggttcttc
  4158301 actctgacgg ccaagaccca gccaggaaaa aaatccacgt tttttttctt ttgccatttg
  4158361 cgactacact cctcgcggtt aaatcatggc ttataccttt gggtacaata atagccttgg
  4158421 gtacaataat aatgtgcaag tctatcactt tctcctggac agcaacacgc gcacgatgat
  4158481 gctttctact gtgaattcaa tcgttatcgc gaacatctct gcaacctaaa gtccgaaggg
  4158541 gatataacgt ttcccccaca cagcacacat cggtagaata gttgctaatt cttttattca
  4158601 gcgctgcaat aatggccaat tttcaagcaa aataatctat ggcaaagcaa cctatagcaa
  4158661 agcgttctat agtaaaaaaa gcatcaccgc agtcagcggg gcagataaga atcattggcg
  4158721 gcaagtggcg tgggcgtaaa ctccccgttc cagatagccc agggctgcgc cccacgacgg
  4158781 accgggtaag ggaaacatta tttaactggc tcgctccgat gattcagggt gctcgctgtc
  4158841 tggattgttt tgcgggcagt ggtgcgttag ggctggaagc actatcccgt tatgcaagcg
  4158901 aaactacctt gctggaagct gatcgtcagg ttgccaaaca actgagcgac aacctaacgc
  4158961 tactaaaagc tgaaaatggg caagttgtaa acaccaactc attacaatgg ttggcgcaac
  4159021 cggggcagcc tttcaatttg gtatttctgg atccgccttt tcgtaaaggc ctactggctg
  4159081 aaaccattaa tttgctagag caatttaact ggctggctgc tgatgcctgg atctatgttg
  4159141 aagcggaggc agaaagcgcc gttgctgatg tccccgccaa ttggctgtta catcgagaaa
  4159201 aaatcgccgg gcaggttgcc tatcgtttat ttattcgcca acaaaccgat ttgccagcat
  4159261 gtgcatcggt ggcagagcag gagcaacacc atgtggatta atctcggccg gttactgatg
  4159321 ctaggcgtct ggttttttat actgctgaat ctgttccagc cttaccctaa gccattgaga
  4159381 tactttatcc atgtggccat gatatttatg gttctgatgc atggcttgca actggtcttg
  4159441 ctcaaatcga cacaacccaa ggatcaacct atcagtgggt tacagcaatt taaaatcttt
  4159501 gtttttggcg tatttgaatt attagcctgg cagaagaaac agccacaact gcctaaaaaa
  4159561 taatatcgtc acccaatgct atatacccaa gttacttcaa gatgcaggca ggcagcaact
  4159621 gagtaaacac ccaggcgctt agataactca gtgactgggg tgagcaaggg cagctaaccc
  4159681 ctaatcccct gtaccttaaa gggcaacggg tatataccct aaataatttg cttgcccgca
  4159741 gggtaagcgt caaggatgcg gggcatccgg gataaaaccg atatagcgcg tgccttgtaa
  4159801 acgcaatatt ccctgtgcac cttgctcaat gcggttatat tcctgctggg gcaataccat
  4159861 tttaatttca ctgccgctct ttatttcatt gcctccagag agtccgaggc tgttctttat
  4159921 ttctatgcca ctggacagtg gacggaaata aacttcatag cgtttctctt cagccacgat
  4159981 ctcctcgcgc tgccttgatc ggcgattggg ggcaaggact tcacgtttat caacgacctc
  4160041 aacttgcaca ctacgcaccg gtgcgcgatc attttctgca tcctgctgtt ttttctgcca
  4160101 atactggcgg gttgccagca cgacgatcag caccacaacg gcaataaata ataaagggag
  4160161 tttgctcata tctgcattct atcgattaaa tataatccgt taaaaatcat tattaactca
  4160221 aaataattac ccactaaaag ctattaatgg caaaaaaacc attaatgacc caaaaagctg
  4160281 ttaatggcaa aaattcagca tacccgcccc atcaatgata cgacagggac accgtaaaaa
  4160341 ccgtaaaaga tgacacccat agcgccccag ttaaatattc ttagggttta ttacccggta
  4160401 aataggggaa attcatcaca ttgttgccaa gctcagatat ccgggcgcta cctttctcgg
  4160461 tgacactatc aatacgaatg accgcatgta gaggaatata gctacggttg acaccagaaa
  4160521 attcagtttt caatttctct gtcgagggat caactaacaa tgttgattgg ctatcaaaga
  4160581 caaaatcagc aatttcaata aatccaaata acgagctaga accgatttca cggacataaa
  4160641 gctgataatt tttaccatta tttataaact gaatacgata aagcagttgt tcattcgcca
  4160701 tagcgtgacc tgtctctatt ccttgttata acgagaggaa atcggcgtta acatagcatg
  4160761 tgagccaaac aagaccaaga tatcagcatg cagagccggt gccttaaagt ttaatctgcg
  4160821 cgctgttacg cattaagttg cataacccaa gcaaatgaca cttgcctggc tatcgctctt
  4160881 tgcctccatc ccttacacta atgagtgttg tacagtattg tacatgaatt gcagattgtc
  4160941 ataacaacac aggcgtcttc gataaacctg aatagagaaa aggataaata atgagctggc
  4161001 cattccttgc tgtatttttt tctggttggt tgtttgtcga tgccacttat cgtggccccc
  4161061 gctggcagcg ttgggtattc aaacccgtca ccttgttact cttactgtta ctggcctggc
  4161121 aagcacctgc tcttggtcct gcaggttatc tgattgtctt aggattactg gcaacactgc
  4161181 ttgccgatgc cttattactg ctacccagtg agcgcttact ttatgcttta ggggcattct
  4161241 tcctatccca cttgctgtat accatcagtt ttgccagtca gatgaccctg acgctattct
  4161301 ggccattgcc tctggtgttg atcgtggttg gcgctctgct gttagccgct ctctggacac
  4161361 agctacaaga tatgcgctgg ccagtcgtcg cctttatcgg tatgaccttg ctaatggttt
  4161421 ggatggcggg tgaacagtac tttgcccgta gcactgattt gggcttctcg ttactggcgg
  4161481 gtagtgttct tctcctgcta tcacatgctg tctggttgct gaatcgctac cgtttctctt
  4161541 tccgcgcgtc agatgccatc gctgccgggt gctattttat cgggcacttt ttgattgtca
  4161601 ggtcgctgta tctgtagctg agcatctgta ttggtcacga gtgtatcaat atctaagata
  4161661 ttggcagcga gtacattgat aaatattata tttataattc atctcaccca tgccctgtta
  4161721 ctgaacatca tgactaagtt gctccacgga cggagcgagt cttcatgtcc tcatctcagt
  4161781 atattggtgc ataacggtat attggtgcat aacggccccc tctctttcat ttttccctcg
  4161841 gttggcagtc aataaaaata atcctattta acaactattc tcatctaacc ccttgactct
  4161901 ggagttggct ccaaggtgta gagtacagct atacccaaag aatctggcgt cgcagcgcgg
  4161961 tcactagcac cactgcaacg ttaagggaca tgggcatata cctgttacat cctgcatagg
  4162021 gagcagcatc atgcattcac actctgagca tcagaaatca gtagagacca acagtaattg
  4162081 tggctgtggt catactcatg acaaacatca aaccggttgt agcaatctgg ctactgcagc
  4162141 taacagcgac gctatcagtc atgattctgt aagtgaacac tcacatcatg acggagagag
  4162201 ttgtagtcat actcatgccg atgaggctga cgaagagagt gatcgacttg ataccactat
  4162261 tgttagcgga acccaacgtt tcagttggca agttaaaggg atggattgcc cgagctgcgc
  4162321 ccggaaaatt gaaaatgcaa tcagcggact tgatggcgtt gagaaggtaa aagtgctgtt
  4162381 caccaccgag aaattggtgg tagatgcccg tgccgatgtg cgttccctcg tccagaaagc
  4162441 cgtgattgct actggattta gcctggtaaa tacccaaacc actgccgggc agaaaaacgt
  4162501 tgccacggaa tcacgtcttc gtgagtattt accactggca ttactaagca ccttaatgct
  4162561 tatcagttgg ggattatcct tcttcaatac tgaacttagc caaactgcgt tcactatcac
  4162621 caccatcgtt ggcttgatcc cctttgtgat caaatcctgg aaactgattc gttctgggac
  4162681 acctttcgcc attgaaacat tgatgagcgt cgccgctatc ggggcggtgt ttattggtgc
  4162741 aaccgcagaa gccgccatgg tattactgct gtttatggtg ggtgagttac tcgagtctta
  4162801 tgcagtgaat cgtgcgcggc gcggcgtcac cgcactgatg gcgctggtac cagaagaggc
  4162861 attactgtta aaggatggta agcgcacatt agttcctgtc gcagatttac gccctgggga
  4162921 tattatcgaa atcccaccag ggggccgcct gcctgccgat gctgaactac aggcctcttt
  4162981 cgccagcttc gatgaaagcg ccctaacggg tgaatccatc cccgttgaac gtcagcaagg
  4163041 cgaaaaagtc gccgcgggct gcctgtccgt tgatcgtgcc gtcgaaatgt gcgtagtatc
  4163101 ggaaccgggg aataatgcca tcgaccgtat tctgcaactg attgagctcg cagaagagcg
  4163161 tcgtgcgcca attgaacggt ttattgaccg cttcagccgt atatacaccc ccataattat
  4163221 cctgttctcc atactggtca ttttggtccc accattagtt ttcgccgcac cttgggaacc
  4163281 ttggatttac cgtggcctga cactgttgtt aattggttgc ccgtgtgcgt tagtgatttc
  4163341 tacccctgcg gcgattacct cagcactggc ggcggcaaca cggcgtgggg ccttaatcaa
  4163401 gggcggcgcg gcactggaac aactgggccg tagccaaatc attgcatttg ataaaacggg
  4163461 caccttgacc gagggtaaac caaaagtcac tgacgttctg cccatctcag gcatcagtga
  4163521 aacccggttg ctcactttgg ccgcggcggt agaagcgggg tcacatcacc ccttagccat
  4163581 cgcgatcata caatgtaccc agcaaaatca gcgtgctcag caaaatcaac gtgctcagca
  4163641 aaatacgcca atgttgccac tggccgaaga acgccgggcg ttggcggggg tcggtattga
  4163701 aggtgtggtc gatggtttaa tggtccgtgt cagtgcaccc agcaagttgt ctccggcact
  4163761 actgaccgat gaatggcagg cacagatcga ccaactggag agcagtggta agacagccgt
  4163821 tgtggtcttg gaggatgaaa aattcatcgg cttgctggcg ctgcgtgaca cattacgcac
  4163881 cgatgccaaa caggcgattg acgcgttgaa aaaattggga attcagggag tgatgctgac
  4163941 gggcgataat ccacgcgcag ccgccgccat tgccggtgaa ctggggattg attaccgcgc
  4164001 cgggttactg ccagccgata aagtacaggc ggtgatggca ttgaatgcat tgcaaccgac
  4164061 ggtcatggta ggtgatggta ttaatgatgc gcccgccatg aaagcatcca gtattggggt
  4164121 cgcgatgggc agcggcactg acgttgcact ggagaccgcg gataccgcat tgacccataa
  4164181 ccggctgacc gggttggcgg agattattct gctctcacgg gcggctaacg cgaatatccg
  4164241 tcaaaacatc actatcgcgc tgggcttgaa agccatcttc ctggtcacca ccctgctggg
  4164301 tctgactggc ttgtggctgg cagtattggc ggattccggc gcaacagcct tggtgacagc
  4164361 gaatgcgttg aggttgttac gcaagcgaga tgtttgatta ggtccgagat gtttgattag
  4164421 gtcaatgttt gaataggcta atgtttgatt aggctaatgt ttgattaaat cgatgcttga
  4164481 tcagcaagat actggattaa cctgcggtta ttcccttcct caccaaatag cgataggggg
  4164541 tctgttcagt atcttgcgcc agtagctggt gatccataaa gcgacagaag cccggaatat
  4164601 cacgggtggt cgcgggatca tcagcaataa tcagtagggt ttggccctct tccatgtgcc
  4164661 ggaccgtctt acgaaccatc atcaccggct ctgggcaacg caggcccaga gcatcaaggg
  4164721 ttttatctgg attagcaaaa atatcggtca tggcggttct cttgttcgtc agtaaacggt
  4164781 ttaataattc gtcagtaagc ggtttaatag aaagataaaa tgtcagcaag cttacaaagg
  4164841 cggccagttt aacgaaatcc gatggtttaa caaaagcaaa tagcttaacc aaggtaaaga
  4164901 atttacctta atcgtttgcg ttaaaattaa ccattgcatt cgttgcgcaa acgcgtatta
  4164961 tgccgccgcg ccgtagatct tgcggcatat tttgtttggg ttccctcacc ccaataacca
  4165021 aaaaggttac atttatgttt tcgtttactg tccaacagcg gatgaccgcg ttggtatggc
  4165081 tatcgctatt ccatattgtc atcattacct ccagtaacta cctggtgcaa ttgccgatcg
  4165141 ctatcttcgg ctttcatacc acttgggggg cttttacctt tccatttatc ttcttagcca
  4165201 ctgacctgac cgtgcgaatt tttggtgccc ctttggcgcg ccggattatt ctttccgtga
  4165261 tggtgcccgc gttgttgatt tcgtatctga tatcagcact gttttatcag ggaagctggc
  4165321 aggggttccc cgcattaacc agttttaatc tggtggttgc tcgtatcgcc gtcgccagtt
  4165381 ttatggccta tgttcttggc caaattctgg atgttcaggt gtttaaccgc ctacgtcagc
  4165441 gtaatgcctg gtgggttgca cctactgcgg ccatgttctt tggcaatatc agtgacacca
  4165501 tggcattctt cttcattgct ttctatcgca gtagtgaccc gtttatggca gcacactggg
  4165561 tggaaattgc gttagtcgat tacagcttta agctgttaat ttgcatgttg ttcttcctgc
  4165621 cagcttatgg cgtgatgctg aatgtgttgc tgaagtactt tgcccggcag acgggtcagc
  4165681 cagtgctggc aactgaacga taggttgctt ttcgcgtctg aataaggtgc gatagaataa
  4165741 cttagcaact attgataaat tgtcagttgt tgaggcgtta tcgacatccg cccgtggctc
  4165801 gaaaggcata cacgtatgaa taagggatac ccatgtacaa aaaaatagtt cgatttcttg
  4165861 ccgtcggcct gctggtcgca ggattaagcg cctgtgataa cagtagcgat aataacgtgg
  4165921 gccagaccgt cagcctgtta gatggcaaag tgacctttaa cttgccagca gacctgtcag
  4165981 accaaagcgg gaagatgggt aatcaagcca ataacatgca cgtttacgcc aataatactg
  4166041 gtgataaagc agtgatcgtc attttaggtg agggcaccaa tgaaaagttg gaagtgctga
  4166101 ccaaccgttt agccgagcag cagcgcgccc gcgatgcaaa cctgcaagtg gtgaccaaca
  4166161 agacgattaa tattaacggg caaccgttcc agcaactgga cagcattatt accagtagcg
  4166221 gccaaaaagc gtattcatct atcgtcatgg gaaccgtcgg taaccaatta atgacattgc
  4166281 agattacgct ccccgccgag aatcagcagc aagctcaaac cgaagccgaa tccattatca
  4166341 gtaccttgaa gctgaaataa tctgtcccag cagagcgcgg ttcactcgcg ctctgtttta
  4166401 ttgacttact cggcgttatt aatttatccg gcgttatcaa cttattcagc gttattcact
  4166461 tatccagcgt tattcacttg ctcggcttta tcgatctcct caaccataat ttttaccccc
  4166521 atcaagccaa tgcccgcgcc agtaaagtaa tcgggtgctc acatttctta ctggtcgaca
  4166581 tttcgatctg ccatttgcag gtttcgcaat cggtaatcac caaatcaacc ccgctatcct
  4166641 caatttgctg gaacaacgat gccccaatcc cttgcgatgt cgcgtagttt tctgatttaa
  4166701 aaccataggt cccggcgata ccgcaacatt gagaatctaa caccaccagc tcaacaccgg
  4166761 gtatccgttg gagcaaagcc agggtatagg ccgtccagcc cattttctcc atatgacaag
  4166821 gtgtgtgata ggcaatgcgc aatggggctt cttgagatgc caataagggg tttaatgaga
  4166881 ataaaggctt cagaggtagc tctcgccctt gatccaataa gcggtaaagg tagcgagtcg
  4166941 ccaactctac tttatcgcgc accggggtcg tatccacatc taataaatga ggatattcat
  4167001 cccgcagggt gaaggtacaa cttgaggagg tggcgactac cggaatatca cggccaatga
  4167061 ccgtatcagt gagtgattct aggtttaccc gtgcctgctt tttcgcctgc tcaataaaac
  4167121 catttacaat cagtgggaca ccacagcatt tttcacgttt caacaactgc acaccgatat
  4167181 tcatcgcatt gaaaacgctg actaaatcct tgcctaattg agggtggtta tagttgacaa
  4167241 aacagccatg gaaaaacgca acttgctcgg tatattgctg ctgtttttcc gcctgtttgc
  4167301 gataccaacg gcgaaaggta ccaaatgagt atttgggtaa ttcacgtcga tggtcaattt
  4167361 tcagcgcttt gtccaacaat acccgaacgg gtttcaaccc cgtcaccgca ttgatcaccg
  4167421 gtgcaaacgg tgtcgaaagc gtgcccatga tgtcggtatg actgaggatg gcatcgcgta
  4167481 atttgggttt gttagtgcta tggctggctt tcgcccgttg gataatatcg ccaattttga
  4167541 catctgacgg gcaagccact tcacagcgtt tacagttggt acaatatttc agcgcatcat
  4167601 cgtacagtgc cggatctttc agacgcaggc gttcaccatc cggcccagct tgtttcggcc
  4167661 ccggatagag tgggttaacc tttgccaccg gacagtaagt cgtacagacc gtacatttga
  4167721 tacagctttc gaagctatta tctcgcgtga gacggctatc gcccaccatc atgccatcct
  4167781 gttcggggct agcatcatgc tttggcaacc ctgtcataat gtcaccgcca tctcgctgat
  4167841 aatctgttcg gcgacaaaca cagcactggt caatgaaaca cccgcgccac aaccttgctg
  4167901 gagcggatca tatcccccca gaacggcacc gatggcatgt agattctcta gggcgacacc
  4167961 gccacgcagc ggccgtaaat ggttatccgt gttgacacca aactgcagat aaggctgcgg
  4168021 cgcaaacaga ttactgtggc tccagtctgc gcggtgaggc agtgataaaa tatccagatc
  4168081 cagtatcggt tcatagattt tatcgaaggt ggcaaccagc ccattgctga agaaactgcc
  4168141 actggccagt accatctgcg cagctcgtag aggaatatca ccgtggttgc ggctataaag
  4168201 gccagtgatc cggttatcaa ccaattccgc ccgcaaaacc gcatcacccg gcatcactaa
  4168261 gccccccaat tgttggaagc gatggcgcag cgcctgatgt aagcgcatcc ctaacagcga
  4168321 aggaggtaat gtcggcaaca gttgaatagg tttgccgacc acggcgcgta gggcatctaa
  4168381 tggcgcagat ttatccagcc caatacaggc gggcaataga atcatttcag cggtagatga
  4168441 caggcgggat aactcatccg ctaagggttg tcgattttcc ggtaaatcca gtattcgagc
  4168501 gatgtttacc gctctgaatt cgctcggatt atcccgcaac cgatccagcg ccggtaaatg
  4168561 taaataatct gccgtcgcat caataccctg atcctgtaag gcactcgcga ccatctgtgg
  4168621 ctgaaaatcg agaaagcctt caataccaat cacggccacg cgttgccacg gcagcgggcc
  4168681 atttaacggt gcaaccggga tgtccgccag gctcaaccat gtgggacggc agctacccaa
  4168741 tggcgtcaga cgtaagtggt tttcagcgct actcccaacg atatccagac cgcaccgccg
  4168801 taatagagcc tcggcttcct gtaccaactc atccaattgc gtgatattcc gcattttact
  4168861 gtaaggatgt tcaggggcta attcagctaa tgcactgagt gccgataatg gctggctgac
  4168921 cgcctgccca tcgggtaatt ttgccaagag atccagagaa ccagaggaaa aatgcagtgc
  4168981 attttgtccg gaactgacaa tcgcacaata tttaccttgt tcggccaaac gaataccaca
  4169041 ggccaacccg gccaagccac cgccaatgat gatcacatca aatttcatcg tgtttctccc
  4169101 gcgcattcac ggtggctgga atctcatcca aaccacagag tccctgatag acccactggg
  4169161 taaactcact ctcacgcaat gcatcacccc aagcaattgg gcgtacacct ttccagcgct
  4169221 cgttgagaaa ttgtgtcagt tgctcacggg attgctgcgg tgtggtcacc ttaaagcggc
  4169281 tgagtaggcc cgctgcacgg caagcgcaca gttctccctg gcaagtgccc atccccacac
  4169341 gggtacgacg gcgtaaatcc aacaggttat tgaccgataa agattcaacc gcgtagcgaa
  4169401 cttcaccggc ggtgaccgcc tcacattcac acaccaggct gttatccagc cggtttccca
  4169461 ccaacaactg cgtggcacga tcaccatggc gataaaccgc cgaaccgcga atgctggcag
  4169521 gcaaagagat cactttgctt aaagtctgtt ctgcggattg ccgtgagccg ggtaatggca
  4169581 cttgcgctgt ggtacaagct gcgctgatac ccaacttttc gcacacttta tcggttgccc
  4169641 attccgccat cagccggtag gtcatcagct tgccaccggt gatcgtgata aaaccctcca
  4169701 ccccatcccg gctggcatga tccagtaata cgatgccacg gctgacatta cgccctgatg
  4169761 gatcatcatc gctggcaacc agcggccgca ctcccgcgta ggcacgcaaa atacgggttt
  4169821 gcgccagttg cggcgaaagt ttggcacctt cacgaattaa tgtatccacc tcttgtgccg
  4169881 ttactaccat attgtctatt tgatcgtaat tgatgtgggt tgacgtggta ccgatcaatg
  4169941 aaatggtatc gcccggcacc aaaatatcgg catccgcagg cttacgacaa cggttgatca
  4170001 ccatgttatt gatccgatgc ccgaggatca gcaacgcgcc tttggcgggg aacatgcgga
  4170061 tacgcagatc ggcatattca gcaatatgtt gtccccagat cccagcagca ttcaccacaa
  4170121 tctgcgcatg aatgtcgtat tttcgctgat ttttatggtc gaaaacgcac acaccattga
  4170181 ttcgggaacc ctgccgcaac aaaccgataa cttcatgata tgtcagaata ttcgcgccat
  4170241 gttcgcgggc atccaacatg ttagccgcgg ttaaacggaa aggatcgaca gtaccatcag
  4170301 ggacccggac cgcggcaatc agcgcggggt tgacggcagg ctccaagcgc agtgcctgtg
  4170361 ccggatcaat ggcttcagcc tcaatgcccg catcccgaca acgggcgata aattgtagct
  4170421 gatacgccag agagtcttcc ggcaaggtga tgaacaagcc atccgtttgt tcaatgcagt
  4170481 ggcgagcaat ccgtttgaga atgcggtttt cttcaatgca ctcacgggct gactcaccgt
  4170541 cggttaccgc atagcgagcg ccactgtgca ggagaccatg attacgcccc gtggccccag
  4170601 tagcgatgtc atgcctttcc aataaagtac aagccaaacc acggcgggcg cagtcgcgag
  4170661 cgattccggc accggttgct ccgccaccga taatgatgac atccgtttct agataaggag
  4170721 aactgttcgt catgaaagac cccagattat cagacagccg cctgctggcg agttatgtcc
  4170781 ctattgagcc acagtcttta tagatattga ttgataagaa acaaaaacga acctaaaacg
  4170841 aaagcaatgt ggtgtttaaa aaccatgatt gtgatcaaaa tcacaggtga tttgttatta
  4170901 cttgtttcaa aatgtcgaat aatcacccaa aattgccgcc gatttcataa aataggtaac
  4170961 aatttcgcca tccccccaga taaagcaacc catattatct agcatgacat tcgctatgga
  4171021 acataaacga cgcgagttaa ctgttcaata atcgggtaaa tgccaggcta taccggagtc
  4171081 aaaaaacaat aaaacgccat cagaggcata gcatgttgag cattttcaat gcctgcggca
  4171141 catcaggcaa ggctagccgc agactgggtc gactgacttg ttcggttatc tgggtggctc
  4171201 gttagcagcc agtgctatcg taggctacac cgttgacgac ttcggttgag acggcggctt
  4171261 tcggcggcgg catcgcggtg ctgttactaa ttagcgttgc ggccaggcag caacctcgag
  4171321 taagaagggt ataaaaccga caaatggagc actattgatg caaactcacg tcaaaacgct
  4171381 gttggcaagt ctgattctgg cggcctctat ggcagccccg gcctatgctg cgaaaccagc
  4171441 atctgcggat aaatctgcat ctgccataga taaagtcgtc atcgctcacc gcggtgccag
  4171501 cggctattta cctgagcact cactaccagc caaagccatg gcctacgccc aaggcgctga
  4171561 ttatctagag caagatctgg tgatgactaa agataatgaa ttggtggtgt tgcacgacca
  4171621 ttatctggat cgtgtgaccg atgttgccga acgcttccct gatcgcgcac ggaaagatgg
  4171681 ccgctattat gccattgatt ttacgttgcc agaaatcaag tcgctgaaat ttaccgaagg
  4171741 ctttgatatt gataagaacg gtaagaaagt acagagctat ccgaaccgtt tcccaatggg
  4171801 caaatctgat ttccgggtgc acactttcca agaggaaatt gaattcattc aggggctgaa
  4171861 ccactcgacc ggtaaaaata cgggtattta ccctgaaata aaagcgccgt ggttccatca
  4171921 tcaagaaggc aaagacatct caaccaaagt attggaagtc ctgaaagaat acggctacac
  4171981 caataaagac gataaagtgt atctgcaatc ctttgatgta aatgaattaa aacgtattaa
  4172041 gaatgagttg gaacctaaga tggggatgga tctgaaactg atccaactga tcgcatacac
  4172101 tgactggaat gaaacctacg agcaattacc tgatggcaaa tgggttaatt acaactatga
  4172161 ctggatgttc aagccaggtg cgatgaagga agtggcgcac tatgctgatg gcatcggccc
  4172221 tgactatcac atgttagtgg ttaaaacatc gacagcaaaa gacatcaagt tgaccgatct
  4172281 ggtcaaagaa gcccatgcca gcaatatgat ggtccatccg ttcacgatac gggctgatag
  4172341 gctacctaaa tacgccaccg atattaacca actatttgat attatttaca atcaggcaca
  4172401 agttgatggt gtatttactg acttcccgga ccaaggcatc cagttcctgc aaaaacagca
  4172461 acagcataaa taactcgccg taaacatggc tctctttttt ctctttcttc tcttcagaga
  4172521 ttcagaggaa agagagccat aattaattat tcaacgtgac tcactacatt ctgatagtga
  4172581 tttttttcac ccatgtatcc gtagacatta tccacgggcg caatggaaga atcaccgaaa
  4172641 gaagacatat cttgaaccaa tttttctgta tcgaattgat ctgatattat tgcctcggca
  4172701 ctgccctgcc tggtattttc tataccaatt gatgtcatga taaaactatt ctgcttggac
  4172761 tctggaatta aagtatcgct atcaccggat gaaacacgta accggctagg ctcagcatgg
  4172821 aagatatcta atttataacc tttttcgaag ggaataatgg tatttgaaat attcgcattc
  4172881 gtgccataaa gtttttcctc aaacgtgatg tgcccttgtt tatcggtcac tttaatactg
  4172941 gcatacagct catcaccaaa atgacaatgg ggggtgtcag taacaatctt aatacccgcc
  4173001 agtttactct cttcatcgat ggtcactgtc gcaatatcat aatcacatac gcccaacagc
  4173061 ttgaactgga acgataccat caattttgtt gtcgaatcga tacccgtgcg ggtactggtg
  4173121 ctgacgatgg gatcggtgct ggcagaaggg atatcaggag cgataggggt agacgttgtg
  4173181 ggttccgctg tagatgcagg ttcaataaca tccgcattga cccccactga aacggagttt
  4173241 ggatgaataa aatccgcctc gataatatcg gtaggataag attccatctt aggatttgtc
  4173301 acacctaatg gcgtcattac aagaagagta aatggagaat tggagtcaat aatactataa
  4173361 agatcaggag aactaacgag tctgctgggt atagggtggt acatttcaag ttgataaccc
  4173421 acctcaaatg gaagttctat tttctcttct tttatctctg catctgataa ttttttttga
  4173481 aaaaccattt ttcctttagc atcccacacg gcaatataga tatactcctc aggaatatag
  4173541 tcactactaa atttcttctc agcaatattt attgttattt ttttattttt tgagtcaata
  4173601 ttaacatcgg ctatggagtt taatttatta ccgagaaaat taatcttctg aggccgttca
  4173661 tcgatcaaat cactattatc taatcttgca gtaataggac ttttcatagg tatgaaatgg
  4173721 ggggaggtaa cgtttatatc actcatattt aactccattc agataaattt tgctttaata
  4173781 ttaaattaaa acaatgagat accattatct tcatgaatat atagaaagac taattagtct
  4173841 ttattataat tagtttaatg tcattaaata attatttaga attggttcat ggaatacata
  4173901 attttgaagg atgattttga aagatgagtg cgcaccgcta accccccctg caacgccaag
  4173961 gaggaagggt gaccaaaggc caccctactc cacagcatca tcatactact gcaacgttaa
  4174021 ccttactctt ccttacctaa gaacatctta cgcaagtagt gtggtaccgc atcatcagca
  4174081 ttagagccta tcacttccaa attcggcaac acatctttta gccgctgatg tgcgtcgcgc
  4174141 atgatgcagc ctttgccaga catcgacaac atttcgacat cattcatgcc atcgccaaag
  4174201 gcaatacagt cttttagtga ataaccgatg attttagcaa cctgttccag cgcatggcct
  4174261 ttggacacgc cgccgcccat cacttccagg caggtaggga aggagaagct gacgttaacg
  4174321 cgatcgcccc agcgggcatt aatggcctct tccaagatca gcaacttgtc atgatcttcg
  4174381 caggtgaaat acaccttaca tacgccgtca gtcggcagta atgcaggttc aaatacctga
  4174441 taattgaaca cggattcacg gaagaactct tcttgctctg gacattcgcg gttcataaac
  4174501 cattcgtcgc ccagatagac gttagtcagg atatccggat tatgatgttc aagattgtac
  4174561 aaatcacggg caatatccgc atcaaggtta tgactgaaaa tcaattctcc ctcagtgtta
  4174621 tgcacgcgtg caccgttaga ggtgatcata aaagcactga tctccaaatt atcgcggatt
  4174681 tgtgccacat cgatatggtg gcgcccggtg gcaaacacaa aatgcacatc acgctgcgtc
  4174741 agcaatttga gtgtttcttt cgtataaggg gtcaacgtat gattaggcga tagcagcgtg
  4174801 ccatctaaat cggaagcaac aacatgatac ataatggtat gttctaacct ctggtggcgt
  4174861 cggcgcctaa tggccgactg atgattgatg ttgcgcgaaa aagcgcaata tggcgctaag
  4174921 cgcctcggca cgcagcgtgt cccgctcaaa caggatctca tggcgtgcgc cttgaatgac
  4174981 ctgaggacgc cccccttcac aggggtgccc tgccaatgtc attgcctgag aaaaagcatc
  4175041 gtgggctggg ttatgaacca cccgatcctc actggcctgt aacaataata ccggagtggt
  4175101 gattttctcc gcttcagcaa taatttgctc ccccaccagc aaactttcac gtagccaatg
  4175161 gtaagtgggg ccacccacgc ggatttctgg tgtgtctgaa tattggcgca aatagcggcg
  4175221 ataacgctcg cggctgtgag tcagcatatt gaccaaatac ggcagtggcc gccaatgccc
  4175281 agtaccaatc gcgtaataat cccgtagctt ttggtgccct tcggcccagt taacaatacg
  4175341 gcgtgccaac cagcccggca ggggtaaatg aataccaaac atgggcgcac ataacgcaac
  4175401 ggcattaaat acatcaggct ctctggctag aaaacgcgtc agaatcgcgc cccccattga
  4175461 gtgggccagc gcaaaacgct gctgataatg gctaccggta atttcgatct gcaccagttg
  4175521 tgcaaaatcc tcaatatagt catcgaactt aatcacgtga ccacggttat gatcatccag
  4175581 catacgccca gaacgccctt gcccgcgatg atccagcact atcacatcat agccctgctg
  4175641 gaacaggtca taagcaactt cagggtattt gacgtaactt tcgatacgcc ccggcactac
  4175701 caccacgact tgggtatgat gcggcgcacg aaaacggaca tagcgaatgg ggatattatc
  4175761 gacgcccata aacgtctgtt cgtctcgttg ctgccagaaa tccaacaatg gcccattaat
  4175821 aaaagcagca aattgctctt ctcgggttaa ccaattattc atgtgatgac ctaacagcat
  4175881 agttcagtta tgtagctctg gttatatggc actggttacg tagcctgaat ttatagccct
  4175941 gatgttatat tttaataaca tagagaatat taatggcacg ctttagccga cgttgcccag
  4176001 aattttgtga gccatagcac aactattggc aatgaggtat tgtggcataa atttgcccat
  4176061 tcagggagct tgccgatgac cttagactgg tggttaacct atctgctgac aacattgatc
  4176121 ctcagtcttt ctcccggctc gggggccatt aacacaatga gcactgccat cagccatggt
  4176181 acccgtgggg ttgttgcttc cattggcggg ttacaactgg gtctggcggt gcatatcgtc
  4176241 ttggttggcg tcggtcttgg tgccctggtc tctcaatcct tactggcatt tgaaatatta
  4176301 aagtggctcg gtgcggctta cttaatttgg cttggtattc aacaatggcg tgcagccggg
  4176361 tcgcttgacc tgcatgcact ggcaaacagt atgcccaggc gtaagctgtt taaacgtgcg
  4176421 gtgtttgtta acctgaccaa tccaaaaagc attgtttttc tggccgcgtt atttccacaa
  4176481 tttgtactgc cacagcaacc gcaggtggca cagtatttga ttttgggcag caccagtgtg
  4176541 attgtcgata ttatcgtgat gattggttat gccactttgg ctacacgtat tgcccgttgg
  4176601 attaaatcgc cacagcaaat gaaactcttg aaccgaatat ttggcggcct atttatgttg
  4176661 attggtgcat tattagccac agcgcgcaaa gtataaagag cctgtcaggc tagccaaccg
  4176721 ggttaaatac cccgttggct aacccgttag cgggacaata tcagttggat accaaaaccg
  4176781 gcaaataaca cacctgccag cccatcaatc cacttggaaa gccgctgata accacggcgc
  4176841 atggtgggta acgcaaatac gcaggccacc acggtgaacc ataagaaggt ttcgccaaca
  4176901 atcaggataa acaaccccca gcgcgcacct gcacccacgt catcaccgac aaaccatgag
  4176961 aatacactac cgaaatagat aacggctttt gggttcgaca ggttggtcag cagaccacgg
  4177021 ataaacgtgc ggccacgggc aggcaagacg acctgtacct cttcttcggc gacatcatgt
  4177081 ttagcacggg ccgatttcaa tagctgccac cccatccaac acagatacat cccaccgccg
  4177141 accataataa tttgatgcag ccaagccatt ttctgcaaga tgagattcaa ccccatcagt
  4177201 gctaccccag cccaaataac aattcctagc gagatcccca gcacgcccat catcgcctca
  4177261 ccacgtgagc ggctggcggc agtttgcgat acaaaaaaga agtcaggccc tggactaatc
  4177321 agagcaacca gatgaataaa cgcaacggtg agaaatagca tcaacataga tagccactca
  4177381 taacagggaa gatcgaaaaa ttatgctaac acgcaattcg atttttatcg ttgataggat
  4177441 catcgggtag caccaacggc taacccgatc tatttagtca tcgttgttat ccacatgatc
  4177501 acggatcagg gccataaatg gtgcaccaaa acgttctagt ttacgctgac cgacaccatt
  4177561 cacgctcaat agctcgctgg cagtaatcgg catctgctca gccatctcca gcaaggtcgc
  4177621 atcgttaaac accacataag gcgggatatt gccttcatca gcaattgatt tacgcagttt
  4177681 gcgcagctta gcgaacaact tgcgatcata attgccacca taggatttct gattggcact
  4177741 gctacgcact ttcaggctct gaatacgcgg taccgccagt tgtaatggca gctctgcgcg
  4177801 taagaccggg cgcgccgctt cagtcagttg caaggcagag aactgggcaa tattctggct
  4177861 gagcagcccc aaatggatca actggcgcaa gacgctgacc cagtgttcat gggtttgctc
  4177921 acggccaatg ccgtacaccg aaagcttgtc atggcccatc tcacgaatac gctggttatt
  4177981 cgccccacgc agcacctcaa cgatgtaccc taagccaaag cgttgcccta cccgatagac
  4178041 gcaagagagc gccttttgcg catctgccag accatcgtag cgctttggcg gatccagaca
  4178101 aatatcgcag ttaccgcatg gctgctgttt accttcacca aaatagttga gcagcaccaa
  4178161 acggcgacag gtttgcgctt cggcaaatgc ccccatcgca ttgagtttat gccgttcgat
  4178221 atcttgctga gcacccgcag gtttctcttc aagacaacgg cgtaaccacg ccatatctgc
  4178281 cggatcgtac aacaacacgg cctcagccgg taagccatca cgcccggcgc gccccgtttc
  4178341 ctgatagtag gattcgatgg tgcgtgggat atcaaaatgc acgacaaagc ggacgttcgg
  4178401 tttgttaatc cccattccaa acgctacggt ggcgaccacc acttgtaagt catcgcgctg
  4178461 gaaagcctct tgcacctgag cacggcgctc gttatccagc ccggcgtgat aggcggcaac
  4178521 actcaagcca cggctttgca aacgggcggt cgtatcttcc actttcgctc ggctattaca
  4178581 gtaaataatg ccgctcttgc cgcgctggtc ttgtacaaaa cgccacagtt gatcgagagg
  4178641 tttaaacttc tcaactaagg tatagcggat attcgggcga tcaaaactac tgatctgaat
  4178701 cagaggttga tccagattca acaggcgcac aatatcgcca cgcgtcgctt catcagccgt
  4178761 agcggtcaat gcaataaccg gtagatcagg gaaacgctgc tttaactgac caagagcacg
  4178821 gtattccggg cggaaatcat gcccccattg ggaaatacag tgagcctcat ccactgccag
  4178881 caaggcgggt cgccattgat acagttgatc aagaaaactc tccatcacca accgttctgg
  4178941 cgcgatatac agcaatttaa tctgcccact gcggcaacca tccataacgg ccagttgctg
  4179001 ttcacgggtc tgcgatgagt ttagacaacc cgcgcccacg ccataggcca acagttggtc
  4179061 aacctgatct ttcatcagag agataagcgg tgaaaccacc aatgtcagcc catcggtcac
  4179121 caaggcaggg atctgataac acaaggactt accgccgcca gttggcatca caaccagaca
  4179181 atcctggcct gacaatgtcg cgttgatgat ctcctgctgc cctggccgaa attgctgata
  4179241 accaaaagta tctcgcaata cctgcactgc cagtaattcc ctgtttatca ctgctgcggt
  4179301 cgacacactt ttcccccaac tattagatct gcacaggccg gctaaccggc ctgtgtctga
  4179361 aactgtgata acgccggatg acgttaaagg acatcgttca acatgatacc tacacccacc
  4179421 cgtgtttgcc taaagttata gtcaatcatt gactcaccgt agccactgaa tacctgagta
  4179481 tagaagcgaa catgtttggt aattgggtag ctccagccca tttccgcgcc accgtaaccg
  4179541 gtattccagt tatagcgacc atcaaggctg aatacgctgt cacccagggc atagccgact
  4179601 ttcaggcgat aataccccat gtatttcgta atatcagggt tatcatcttt actgtcgctt
  4179661 tcaggaatac gataccaagg cttcaggtcg atttccaaat tgccacgttg tgccatcacg
  4179721 cgggtataaa cacggttcca actacgtgag gttgggtcag ctttaccgtt ggattgatgg
  4179781 ttaaaaccaa attcgacttc gcggaaagtc cagccagcca attcgtaatc tgttgaccac
  4179841 gccaaaaaca gctgtggctc gtagttggtt tcacgaaaag gtgaagattc ttcactgttg
  4179901 gatgcctgcc accatgaacg ctgggtataa gaagccccca ataatgagtt atccccggca
  4179961 ataccacgcc agatagggaa agctaaactc agttggaatt ttacttcatc tttattcgcc
  4180021 tgttcagccc aatcatacga gctaatggct tgtttattga tctcgttggt ataggtgtag
  4180081 agcaaatagt tggtttcata cggataaagt aggaaaggat tatcgtggtc ctgcaacatt
  4180141 gccgcgataa tactgccacg cactgcgggc gcatcatgaa tcttttcaat cgttgcttct
  4180201 tcagcctgtg ccaatgttgg caccagtaat aacgcaatca gtatctgcca aaatctcgcc
  4180261 ataattccct caccaccctc ggattatttc tatttttaat gaaaacagct cattctacac
  4180321 acaaatgtta ccttggatta gtgttgttta tctttatgat ttaatggctg gaaaacaaca
  4180381 aaatacaagc ataaaataaa caattaatta acgtataatg tgattgcttc tgatcgataa
  4180441 cggctgtttc taagcgataa ctaagagaag agaatagaac ataatgtcag taacgccctt
  4180501 aacactggaa gacgctcgcc gcatgatcgg cgaaaccttt gtttatcaca tgccattcaa
  4180561 ccgtgaatta gggctaaaat tagtccgttt tgaacaagat tatgccgaaa tcaccttcga
  4180621 taatgatgac aagttggtgg gtaatatcgc gcaaaagatc ttgcacggtg gggtcattgc
  4180681 cgccgtattg gatgttgccg cgggtctggt ttgtgttggc aatagcctga tacgccatga
  4180741 accactgatt caagagcaac tgcaaataaa gctggctaaa atgggcacta tcgatctacg
  4180801 cgtcgactat ctgcgccctg gccgtggtga gcattttatc gccagaagca gtatcttacg
  4180861 cagtggaaac aaagtggctg tcgcccgggt tgaactgcat aatgaaaaac aaattcatat
  4180921 cgccagcgcg acggcgacct atctggttgg ctaatttaac ctactgcgtg ggtgattcgc
  4180981 cacgcaaagt taagtacact aaccgcatct cctttcttgt attctgtacc gagccactcc
  4181041 atggataaac aacaaactcg tcagggcatt ttttttgctc tggctgccta ttttatttgg
  4181101 ggccttgctc ccgcgtattt caaactcatc caacaagtgc ccgctgatga gattctgacc
  4181161 cacagggtca tctggtcatt cttctttatg ttgattctgc ttaccgtcag ccgccattgg
  4181221 ccacaggtgc gcgacgcctg caaaaaccgt aagcgcctat tgttactggc ggtgaccgcc
  4181281 gttttgattg ccagtaactg gctgctgttt atctgggcgg tcaaccacaa tcacatgctg
  4181341 gaagccagtc tgggatattt cattaatccg ttggtcaatg tgctgtttgg catgttattt
  4181401 ctcggcgaac gctttcgtcg tatgcaatgg gtcgccgtgg cactcgcctt tgccggcgtg
  4181461 ctgattcaac tgtggcaatt tggttcactg ccagtgattg ggctgggtct ggccatcacc
  4181521 tttgctttat acggcttgtt gcgtaaaaag ctgggcgttg atgcccaaac cggtatgctc
  4181581 attgaaacca tgtggctgct accagtagcc gccgtatatc tgtttttcat cgccgacagc
  4181641 ccgaccagcc acctgagcgc caatgcctgg tcgctgaacc tgctgctagc cgctgcgggc
  4181701 gtcattacca caatcccact gctgttcttc accgcggcgg ccacccgttt gcgtctttcg
  4181761 acactgggtt tcttccagta tcttgggcca acattgatgt ttattttggc ggtgacgttc
  4181821 tacggtgaaa ccattggtaa tgacaagatg gtgaccttca tctttatctg ggcggccctg
  4181881 ctactgttta cgctggatgc actctatacc caacgcaaac tacgccggta agatgccgaa
  4181941 aaaaagcccg gttactcaat attggggtta gtccaattga gtgaccgggc ttttttattc
  4182001 gttgctggat atttttatca atacaaccct agagccagtt tttacgtttg aagtacagat
  4182061 aaggagccag accggcaatg atcatcagag caatggcccc cggataacca aatgaccaac
  4182121 gtagctctgg cataaactca aagttcatcc catagctcga tgccaccagc gttggcggca
  4182181 ggaagaccac agaaaccacc gagaagatct tgatgatgcg gttctgttcg atattgataa
  4182241 aacccatcgc cgcctgcatc aggaagttaa ccttctggaa cagggactca ttgtgtggca
  4182301 gcaaggattc gatatcgcgc agaacctcgc gggcctgctc taactggctg ctgggcaggc
  4182361 gggctttgcg taccaagaaa ttcagcgccc gttgggtatc catcagacac aaacgcactt
  4182421 tccagccgat atcctcttgc tctgccaacg tggacaaggc ggcatcgtat tcatcaccct
  4182481 gctggccttc cataatgacg cggcttaagg cttctaaatc gctgtaaata ttctcaattt
  4182541 catctgccaa ctgttcaatt ttagtttcaa acagatccag cagtagctca taagcgttgc
  4182601 catcaactaa cgtttggtta cgtgcgcgca tacggtacaa acgaaacgcc ggcaattcac
  4182661 gctcacgcag ggtgtaaagg cgaccatcac gaatagtaaa tgccacggtc gagttacccg
  4182721 catgatcatc agcatcttcg taatagaaga aggagtgaat gtgcagacca tcttcatctt
  4182781 caaaaaaacg ggccgaagcc tcgatatcgt ccaactctgg ccgtgtcgcc aggctttggc
  4182841 ctaactccgt ctggacgcgc tcccgctcac cttcttccgg ttcaacgaga tcgacccaca
  4182901 gtgaggaggc cagatcatct gattcatcca gctccaagcg agataagcga ttgttgtgta
  4182961 atttaaatgc gctcagcatg tgccaaaact cccttgcggt gatggatagg gatacgcatt
  4183021 gaagcacaga aacaggtgaa tatcgaaata cctatgtttc agaccataaa agacctgact
  4183081 cacagcgaca atttagcggg gccgctgaca accacgaagg ctatcagcaa aaaagaggat
  4183141 agccttagaa gttgcaccct atgaataggt tattgagcca gtatctactg ggtgtgtcca
  4183201 aggcgaaggt cctcataaag aatagtgcgc gcatgttacg ccgagaagaa aaagactgtc
  4183261 aaccggttaa aagtagttaa tttatgagca ctatttgcag ttgttgccga taaaattgat
  4183321 tgttagacag catggcttgc cacactcgcc aaagagccgc tcatcgtctg cttataatac
  4183381 gaattttatc agccagttac tgttggtgat ctcaccactg gctcactgac tagaggtcag
  4183441 tcgagcgccg taataggctg gcgaggtctc gcatttcgag tctttgaatg ggggctattc
  4183501 gcgctaaaag acccaaaaaa aaccgaagtc agtaacaact tcggttttgc gtaccctgca
  4183561 tcttcattta gccgattacc ggacaaaact cacaaagcag gctttccact ggtattggca
  4183621 aaaagtatca acgcgttata tttttaaatt tttgggtggt gtcagtcagg gcaatttctg
  4183681 tcggtaaacg ctccattgag ctagcgccat agaaaccatc acattgtggg caatgatcca
  4183741 taatgtattg cgcatcttcc ggtgtagaga ttggcccgcc atggcacagc acaatcacct
  4183801 cttcacggac gcttttggct gccgctgccc aatcattaat cagaggaacg cagtcggcca
  4183861 gcttcagtgc cgtatccgca ccaatgttgc ccccggtggt caaccccatg tgcggcacaa
  4183921 taatatcggc acccgcttgt gtcatcgcga tagcatcttc ggcactgaag acatagggcg
  4183981 tggtcagtaa atctttttgg tgagccaaac ggatcatttc cacttccaac ccatagccca
  4184041 tgcccgtttc ttcaaggtta gcgcggaaat taccgtcgat taaccccaca gtggggaagt
  4184101 tctgtacgcc tgaaaaacca agcgctttca gatggtccaa aaagtgatca aattggcaga
  4184161 aggggtctgt cccattaaca ccggccagaa ccggggtatt cttgaccacc ggcagcactt
  4184221 cttttgccat atcaaccaca atgtcattgg cattgccgta cgccagtaac cccgccaatg
  4184281 agccacgacc agccatacga tagcggcctg agttataaat aacgattaaa tcaattcccc
  4184341 cggcctcttc acatttggct gatagccccg tacccgcacc gccaccaata ataggttcac
  4184401 ggcgggcaat catttcccga aacttggcca atatggcctg acgttgaaat ttaggcatgt
  4184461 gcttctccat aaataaaatg cccctaatgg gaaggacgat tcacaatttc tttaaagttt
  4184521 tcgatggcag cctgagcaaa cagcgggtca ttaatattga atggataatg gaccacgcgc
  4184581 cgcttatcgg tttgaatcac cgtttcttcc agtgtgcgga taaaggccgt tagcgccttt
  4184641 tcatcccaga acggttgacc gggggcatcc aatgcggaga accccccttc cggaattaaa
  4184701 aagcgcactt caccctgaca acggtttaac ttctcgccaa tccagcgggc catttcaatg
  4184761 ttttcttgct cagtggtacg catcagcgtc acctgagcat tatgtttata gaacaggcgg
  4184821 tcggcatatt tagccgggat ggtggccggg ctgccaaaat tgaccatatc cagtgctcca
  4184881 caggaaccga cgtagggaat atgggtatgg gctatcgcat caaaccgttc cggcccacag
  4184941 gctaatacgc catcaaataa caggtcgcaa acctctgtgg tggtcaggtc aagcacgcca
  4185001 gccaataaac cgctttcggc caatttctcc atcgctttgc caccgctgcc cgtggcgtgg
  4185061 aataccaaac agtcatattc atccgataat tctgcgctaa ccgcctgaat acacggtgtt
  4185121 gtcaccccaa acatagtcag gcccagcgcg ggtttgtcat caaccggaga cgcttcttga
  4185181 gcaaaataaa ccgcccccgc aacttggtga gccgcgttac tgaggacccg ccgggaaata
  4185241 cggttaagcc cggcaatgtc ggtgacagaa tacatcatcg ctatatcact ggccccgata
  4185301 taaccggaaa catcaccaga agccatggtg gacaccatca gtttagggat accgatgggt
  4185361 aaacgttgca tcgctggggt gatcagcgct gtaccaccag agccgcccat accaagtaaa
  4185421 gcggcaacat caacgcggct caccataaaa cgctcgaaag cgatagccat agcattaatg
  4185481 gcctgccctc tatcaccaca aaaaaccgcc tgacgaccat cggggtgata gcccgccacc
  4185541 gtttcagcgc aaatatcagc accgctatcc ctttggctct ctttggttga taaatcaacc
  4185601 gtgactgttg tcagaccggt tgcctggatc agttcactga catacgccag ttcctggcct
  4185661 ttggtatcgg tagtggtagc aatataaata tgacgaggca tctgaacatc cttctatgaa
  4185721 tgtggtggcg actcatttcc tgttgccacc tatcggtttc aacatgctta tttataacgg
  4185781 cttatttttt aggtgacatt tcttatgggg taactgatat tttttatggc tcaagtaata
  4185841 ttttttatag ctcaagcgat gcgttttatg gatcaaccga cagcaccgaa tgattaagat
  4185901 agcaccatat tgagacagca gtatcattat cgcaaagagc acatgcagaa tatgagacta
  4185961 tagtctcaaa attcatgtaa gagtgaaacg catggatagt gatttgtgct agcggtttgg
  4186021 tatagtgaag cagatataat cagtatacga atgtggcatg taaactcatt aactctataa
  4186081 attcattaga tcatcaaact cattaagtct ataaaccatg gagcaaccgt gaatactcag
  4186141 aataaacaag aaggtttctc tccatcgtta acgaccatta gagccagaac ccggcggtta
  4186201 cttattgata ccgccatgtc gatgtatgaa cgtggtgcat tcccatcaat caccgaagtc
  4186261 gccagtgcgg ctcagctttc tcgtgctact gcttaccgtt actttccgac acaaagcgca
  4186321 ttggtttcag ccatggtcga tgagagcctc ggtccaatat tggcttggca acccacccaa
  4186381 ccggatgcac ggcagcgtat cgccgaatta ttgtcctttg cttatccgcg catgttgcaa
  4186441 catgaaggcg tgttacgtgc agcgctgcac ttatcgctac agcaatgggc tgatgcccgc
  4186501 aacagtgaca gtaataacaa cagcaatgac agtaataaca gcagcaatga agaaaagtta
  4186561 atccgtggga accgtaaacg attactgaaa ttggccgtcg agccactgga agagacgttg
  4186621 gcaccagagg ccttgcaacg ggtgatccat gccttttcat taatctatgg ctctgaagtt
  4186681 tttatggtgc tgaaagatat ttggcatctg gacgaagcgg ggattcagga tgtaacccag
  4186741 tggatgggca aggccatttt gttgcaagct gaaaccgatt cccaactggc ggctcaggac
  4186801 aaaactcatt cgtgaaaata atgaaaacag taagaacaat gaaaatagta aggagcaata
  4186861 aagatagtaa ggagaaataa aaatagatag gtggccgcac tgacactgca accaccacaa
  4186921 atatcagatt acacgggttc cagacgcgca taggccgcga ccagccactt aatcccctct
  4186981 ccggggaagg caacctgcaa ccggttgtgc tcaccactgc cttccaaatt cacaatagta
  4187041 ccctcgccaa atttagggtg ccgcactcgc tggcccaatg agaaaccgct gtcattctcg
  4187101 tgcatcggag tccccattcg gcggtgattc accgggcggg aaacactggc gcgcagccgg
  4187161 acctcttcga cgcactcctg cggcagttcg ccgataaagc gtgaagggcg gtgattgacc
  4187221 tctttaccgt ataggcggcg gctttcggcg taacataacg tcagtttctg catcgcacgg
  4187281 gttaacccca cgtaggccaa acgccgctcc tcttccaaac gccccccctc atccaatgac
  4187341 atttggctcg ggaacatccc ttcttccatt cccacaataa atacctgtgg aaactccaag
  4187401 cctttcgctg aatggagagt cattaattgc accgcatcct gataggcatc ggcctggcca
  4187461 tctccggctt ccagtgccgc atgggataag aaggcctgta gcggcatcag atcctgatct
  4187521 tcatcctgat agctgtattg acgggtcgcc gtaaccagct cttcaaggtt ctcgatacgt
  4187581 gcctgacctt tctcgccttt ttcctgttcg tacatcgacc acaagccaga atcacgaata
  4187641 acgcgatcag tttgcacgtg tagcggcata tcagccgttt cgcgcgccag tgaatcgatc
  4187701 agctcgacaa agcgttgtaa tgcggacgcg gcacgccctg ccagcacttt ttcctgcaac
  4187761 atggcacggg ttgattgcca tagcgttaac tggcggtcac gggcggtttg acgcaccaca
  4187821 tccaatgtgc gatcgccaat cccccgagtg ggtgtattca ccacccgttc aaacgcggcg
  4187881 tcgtcattac gattggagat caggcgcaga taagccagtg agtctttaat ttcctggcgg
  4187941 tcgaagaagc gctgcccccc ataaatacgg tacggggttg ccgtttgcag taacgcttct
  4188001 tctaatacgc gcgattgggc gttgctacgg tacaaaatgg cacaatcatt cagcgcaccg
  4188061 ccgttgtcct gccaggcttt gatacgattg accacaaaac gggcttcatc taactcgtta
  4188121 aacgcacaat agagggagat aggttcgccc tccgcgccat cggtccacag atttttaccc
  4188181 atgcggccgt cattgttggc aatcagggca ttggcggcag ccagaatgat gctggtcgag
  4188241 cggtaattct gctccaggcg gatggtctcc gcaccgggga aatccttcaa gaaacgttgg
  4188301 atattctcga cctgcgcgcc gcgccaacca tagattgact ggtcatcgtc gccgacgatc
  4188361 atcacattgg aacgttcacc ggccaacaag cggatccagg catattggat gttgttggta
  4188421 tcctgaaact catccaccaa aatgttggta aagcgttcac gataatgatt aagaatatgt
  4188481 ggtttgttca gccacagctc gtgcgctcgt agcaacagct cggcaaaatc aaccagaccc
  4188541 gcgcggtcgc acgcttcctg ataagcctga tagatacgta gccaggtggc ctcaaccgga
  4188601 ttaccgtagc tctcaatatg ttgcgggcgc agcccttcgt cttttttgcc gttgatgtac
  4188661 cacatcgcct gacgcggggg ccattgtttc tcatccaaat tgagtgcttt gaccaggcgt
  4188721 ttcaataacc gcagttggtc atcgctatcc aggatttgaa aatcttgtgg cagattggca
  4188781 tccagatggt gagcacgcag cagacggtgc gccaaaccgt ggaaagtccc gatccacatc
  4188841 ccgccttggc tggtgccaat cagatgttca atacggtggc gcatttcagc cgccgcttta
  4188901 ttggtaaagg ttaccgagat aatcgaatac ggcgaggcat tctctaccga caacagccag
  4188961 gcgatacggt gaaccagcac ccgcgttttg ccactgcctg caccggccag taccaacaag
  4189021 ttgccgcgcg gcgcggccac ggcgtcacgt tgtttttcat tcaggctgtc gagcagatca
  4189081 gaaacgtcca taggcaccgt ttatcgggta agggaaaata gccacaatgc cccgggtctc
  4189141 cggtagtttg cccccctccc actgtagatt tacacagggt tattgctgag gattatagca
  4189201 atgctgtcag ggatgccaac tgggaaattt caatatgtgg cagtaaacgg ctatcacggg
  4189261 cagtcatcag gttttgttgc ctatcgttaa tccaacaggc ttgcatacca cagcgcagtg
  4189321 agccggcaac atccgtcgtt aggtcatcgc caacatgcag aatatgtttt aacggaatat
  4189381 ccaaatggtt cgccgcttta tgatacatat cgcggaatgg cttggcgcgg ccatgaggcc
  4189441 cagagcgcaa gacaaattga aaatagcgat ccaacccgca agctttagga tcagcattgc
  4189501 cgttagtgat ggccaccagt gggtaatgct ccgctaatgc gctcagtgta tcgtgtgtgg
  4189561 cttgcggcac atcaatacgg ctgcgccata gcgcaaagtt tgccatcgcc gcatccgctc
  4189621 ccgcttgcgc ctctgcctta ctcaggccat ggcgcatcaa gcccagttca atcgcctgcc
  4189681 agcgccattg cgtgacatcg tggtagatac cgggatcttg tgccaataat tcagcacgta
  4189741 agcgctggaa atccgctggc tgtaataggg ctaaattggg atgatactgt tgtaaaaaag
  4189801 ccacagactg ctgttcagtc cgcgcgatca ctggccgatt gtcgtacaac gtgtcatcca
  4189861 aatcgaaggt aatagcggaa atacgctcaa gtggacgata aaaatgcatc aggatttgcc
  4189921 tcgtttggcc cgtggatgag cagcatcata cactgtcgcc agatgttgaa agtcgagatg
  4189981 tgtataaatt tgcgtggtgg tcaggttggc atggcccagt agctcttgta ctgcgcgtag
  4190041 atcaccactg gattccagca tgtgcgtggc aaaagagtga cgtaatttat gtgggtgaat
  4190101 gtggctactg accccctgct tcacccccca ttcggcaaag cgcttctgca cattacgggc
  4190161 tgaaatacgc ttgccggtat tggccagaaa aatagcgtca tcttgcggtt cgaataactc
  4190221 acgtaacgcc agccaatgct gtaaccaggt caccgccgtt ttacctaacg gcaccttgcg
  4190281 ctctttactg cccttcccca tcacccagac atcgccgctc gccagatcca catgtttaca
  4190341 gttcatgcca accaattcag ataaacgcag ccccgcgccg tacatcacct ccagcatggc
  4190401 ccggtcacgt accgccagcg gatcattcag atcaatactc agcagtttat tgacttcatc
  4190461 aacatcaata ttttttggca ggtggcggcc cgagcgtggc gtactgaccc ctttagcggg
  4190521 gttggctggc agcacgccct ggctgaccaa ccagttgaga aaactgcgta atgcggagag
  4190581 ccgtaatgcc aggcttgaag catgtaaacc cgcacgtttg ctgcgggaga ccaacgaacg
  4190641 gacctgagca gcatccagcg tctgccagtg agccaagccc atctgttcgc ctatttccat
  4190701 tagcgcagac aactgacggc gataactggt gacggtcagt ggactaagct gacgctcaat
  4190761 actgagataa cggagaaaag cctctacctg cggagccagt gaagcactga actcggtcat
  4190821 accggctcga tccaacgtgc caggaggccc ggaagcaatg tggatagctg gtttaacatc
  4190881 accgtcccca taccttgttg ataatgctga gcatcgcggc tactgaaaat aacgacaccc
  4190941 aaatcgccgt ccgcgcccaa taacgacagc gcgacagacc ccaccagctt ggcctgaggc
  4191001 aagagtagca ataattctgg cccattcagg ctacccagat aatggtggcg gttacctaac
  4191061 cgctgaatac gcagtggttc gaacgcgtgg cgggatagcg ccaaatgggt aaaatcagag
  4191121 ggtgcgccaa tctgccaacg gtcactgaat aaccgaatgt tagcaccagc caacccgaaa
  4191181 tctctggccc aacgttgcag acgattgagc atatcttgca agctatccgc cgccgccaga
  4191241 ttggcttgca attgtaacaa acggctgaac aacacttcat tcaatcccgc ctgctccatc
  4191301 agcaaggtaa tctcctcttc caactggccg atctgattac gctggcgtcc tagctgccac
  4191361 tccaccagcg agacactgcc tctgaccgga tgggggatat gcatctgctc gaccagacgg
  4191421 gcattgcgga taaagaagtc gggattttgc aataagtact gcatcacagc atcatcgtct
  4191481 aattcgatgc ccgctaacgc ctgctcctca taattcttca tatatcaacg cccttcatgt
  4191541 atcactgccc ttcatatatt aacgctcgcc atgtatcaac attcgtcata aatgaataaa
  4191601 tccgtcatag acatgggtgg caggcccggt catatacaac ggatggcctg gcccctgcca
  4191661 acggatgtgt aaactgccgc ccggcaattc gacatgcaca ttttcgttca ataagtcttg
  4191721 caccaccccg acggccaccg cagcacatgc accactgcca caggcttgtg tttcaccggc
  4191781 cccacgctca tacacccgta aacgaatgtg gtcgcgactg acgacctgca taaagccgat
  4191841 atttgcccgc tcagggaaac gctcgtggtt ttccaatact ggaccgagca acgccacgtt
  4191901 ggcaaccgaa acatcatcga cctgcatcac acagtggggg ttgcccatcg acaccacgcc
  4191961 acacagcacc gtatgctctg cggcgcgtaa aatataggtt ttctccgctt tggcggcgcg
  4192021 aaaagggaca gtttgcggtt caaaatcagg ctcgcccata ttgacgcaaa cctgttcatc
  4192081 ttctgtcacg cttaggatca tacggccagt ttgcgtactg acgctgatct cgcgcttatt
  4192141 ggtcagccct ttcaaacgaa caaaacgggc aaagcagcgt gcgccattac cacactggga
  4192201 gacttcactc ccatcggcat taaaaatacg gtagtgaaaa tccagctcgg ggtcgtaggg
  4192261 cggctcaact accagcatct gatcaaagcc cacacccgtg tgccggtctg ctaatcggcg
  4192321 gatcaattcc ggcgaaaagt aaacattttg agtcactgca tcaacaacca taaagtcgtt
  4192381 gccaagaccg tgcattttgg agaactgcat atcatactcc gctgactact ctttttattg
  4192441 ttggctaaat tcggtgttgg ctaaatccgg tactggctaa cgtcgataca gggctggcat
  4192501 cggtactgat atcatgtggc ggtgttcatg ctcaccctag cctaatgtct tgcagatcat
  4192561 acaccgctaa ggtatcaaac ccagggtttc ggatcactgt gactcggcag tagagggggt
  4192621 ctgtggtgta gcagacagat cctgctgatt tttctctacc tgtggcgctg catcgaccgg
  4192681 ggctttatcc gccggtggaa agtataacgg gcctttcagg ccacaaccag caagtgcaag
  4192741 taccatcatt gcagccatcg gccaacgtag ttcttttttc attttttaac gcctgtaaat
  4192801 tgtattaaac ctgtaaattg tattgaaccg gtaaagcgca ttgaaaacct gttaaagcgt
  4192861 attaaacctg tcactcatgc gtccaagctc tctataatcg caggtggatc atgaaaagca
  4192921 ataggaattg aatatgaacg acagcgagtt tcatcagtta gccgatcaat tgatgcttta
  4192981 cattgaagag acactggata gttttactgg cgatagtgat atcgattatg aaaccaatgg
  4193041 cggggtgatg accctgacct tcgagaatgg cagcaagatt gtgatcaacc gtcaggaacc
  4193101 cttgcatcag gtatggctgg cgaccaaagc gggcggctac cactttaatt atcgtgacgg
  4193161 ccactggtat tgctcacgca gtggcgaaga gtttttggct aaattgtccg aagcggccag
  4193221 tgcgcaagcc ggtgaaaatg ttagctttgg ttaaaggcag ttggatcaaa aaaggacacg
  4193281 atttttacgt gtcagactgc tgacaaaccc cgatgacgcg atcttgaacg gtgaggatag
  4193341 gcagaggagt aaagcgtccg cgccaaggat ggcgcggctc gagcctacat ggatgtattt
  4193401 acggcgtctt tacgatctgc ctgttctctc cgtcgcgggc actttgtcaa taacctcaca
  4193461 cgatttttac gtgtcctttt ttctgcaaat cagcatatca atgcaactgg cattgtttgg
  4193521 tcggtaagct ggcttctttt tcggcaatat tggcgcacaa ctgcgataac gtattgctgc
  4193581 ggaacgggat cacctgagtg cggccatcta actgcacaat ttggtagaac tgcggcaggt
  4193641 taaagttgat aaagctggag ccataagtaa agcgatcgtg agaagacgaa tagaaccggc
  4193701 tgacatcccg caccaactct tctttactgc cctcgcaatg gtgataaacc tcaacccggt
  4193761 ttgcttcatc caagatataa atattgaagc ctttttcatc ggcagtgcct tcgaaaaaga
  4193821 actgaataat cccttcgctg gcaaaaccat caaccactgg cggcaaatga atttggttgg
  4193881 tttcgacctg aaccgataac ccgtgcaatt tgttattgga aatcgcaccg taaaattcaa
  4193941 cagcattttc caacttttgt accgagacac tcaaacgctc gaagaacaag ccccacgtct
  4194001 ggccggaaac ccgtaccgct ttaaaacggc ccggttcctg acgagtactg gacaagcgca
  4194061 ggtcaataca ttcagacacc aattgctgaa tacgggtgcg gatcaaaccg cgtaaatgct
  4194121 ggctgtagca gaacacatcc actgattccg gtggcgcagc atcctgatgc attttgccta
  4194181 aaatggtttt cagtgcttcc agtaccgcct gctcaccgct gaaatgcaag gtgcgcactt
  4194241 cattccatga gttgcgatac aacaaatcga tactgcccac cagacactgc tgctgctcac
  4194301 caaaactgaa cacatccagt ttacggaaat caaaatgcac cacctgatta cggaaggtgg
  4194361 tcgtcggatc atgttccaaa ttgacgataa tcgccaaatg gcgaatttca cacggactgt
  4194421 acagcgcttt cggcgttggt gcagctaagc gcagcgggaa gtgatgtgaa atgtcggtca
  4194481 ccagttcctg caacttgacc gtatcacaca gattggcgct tttaatatgc aggtgcgttt
  4194541 tactggtcaa taagccattg aaataagccc aagagaccag tttgttcaga tagcggttat
  4194601 attcaagcgg ttgatggctg acaatagcat ccattgacgg agcttgatta tacagatacc
  4194661 agccagggcg gttagcgcgg ccagcaggga catggataaa tgtcagatgc tcttccgata
  4194721 aatcgggtga aatttgcggg ttaaccaatg tgactttacc cggcaacgct tcaaacgccg
  4194781 catataactt acgggtcaag acgccgatat cctgtgggct ggcactgaca ctcagattat
  4194841 tacggcgagc aaagcggatc aaattacggt agctctgcat catcgcatct aataattcgt
  4194901 tatgcgcttc acgcacccgt tcgatcttcc agttagcgcg attatccagc accgccagtt
  4194961 tttcattgct ccaaccccac tcactcacca attggctgag aacctcacgc cgccaacccg
  4195021 tactggctgg tgtccgcgac agtttctcac gcactttcag gtagaagcag cgacgcacca
  4195081 ggtttaaacg cgtggtgtca ttaatttgga tcaaataacg ggtaacacga tcaagcatca
  4195141 tgcagtaagc atcaagacca aacgagacaa tttcgccggc gtgcaagtgt tgtttgattt
  4195201 ccatcgccag cagttgggag ttggggtatt cccaagaata ggcttccaac aacaatgttt
  4195261 taagcaccgc tttatatggc gaatcgatac ttttatacag ttgccacaaa ctggcaccga
  4195321 aatactcttc tgctgatagc gtgcttaaac cgcccagatc gagccattcg ttcggcgtca
  4195381 gtacaccttg cgcataaagt gacagcacgt aatcatcgta atgctcttct tctttaaccg
  4195441 ggaccatatt ccacagaata cgtttccctg ccaggcgaac cgcgctacgg taaaattcat
  4195501 ccaataacag gatatgttga gtcgagccgc aatcctcccc ccccaagctg ccactggcat
  4195561 tatggcggaa gcggttttca tcaaccagga agaagctgac ctcgaccccc attgatgccg
  4195621 cccacttttc caacaggcta catttttgct ggagttgatt acgctcttca gtatccaacc
  4195681 aagcctggtg gcacacccag atgtctaaat ccgatgtgtg gcactgccca atagaggagg
  4195741 tgctccccat ggaatagacg ccggtaatcg gcagttcgcc ccccgcactt ggtgccagag
  4195801 gctcgcccca ccgagcttca acgtcagcaa gataatcttg ttgtatttca ttaggtgtga
  4195861 aaagacagac gccatgggga acgttaccat caaggtagcc cggcatctgt ggatgatgac
  4195921 aatgtagtag gatcggtagc agactgtaga ccttttggaa ggctggaccc atggccgcca
  4195981 aagcgcgatc gactcgtaat tggttgatcg catccagtcg ctgtttcagt gtctcgatgt
  4196041 agaggtacaa gacgtctcgc ctgattattc cggtgtctgg aaaaaagccc gtgctccaaa
  4196101 ttcgcttatt gctttgcgtc ttttgttgaa aaacacaaaa aacattttat ttgaagaata
  4196161 tttagcgaat tattgctgga aacgtgatca atctaacacc ttgccgatta accgtaaaga
  4196221 aagtaaagct atctctacca ttgtaaagcc tctttatgcc cgaatcactg gctccaatga
  4196281 gtttctcgga gtcataagcg ctgatcaccg cgcagcagca taaagaaacg gggttcaccc
  4196341 actcatctca tcacatattt gttacaatca ctcatttgtt acagacatac atttgttgca
  4196401 gtcatgcatc cattacaatc gttgtattca ttgcaacagt tgttttttta ggcatttatc
  4196461 cgccctgttc atacggctat tacactgaca gtgttcaccg gtcagtgata ggatgggccg
  4196521 taaaatataa aacggtaaca agcatgttag acaaaattat tcgaattgcc acacgacaaa
  4196581 gcccgctcgc cttatggcaa gcacattatg ttcaacattt attgcaagcc aatcaccctg
  4196641 gtctgcaaat cgaactggtc ccaatggtca cccgtgggga tatcattttg gatacaccat
  4196701 tggccaaagt cggtggtaag ggtttatttg tcaaagaatt agagctggcg ctgctggacg
  4196761 gcagagctga tattgccgtg cattcgatga aagatgtgcc cattgctttc cccgaagggc
  4196821 tgggtttagt cacgatttgt gaacgtgaag acccgcgcga tgctttcgtc tcgtcacatt
  4196881 atgcccatct ggatgatctc cctgcaggca gtgttgtcgg tacctccagc ctgcgccgcc
  4196941 agtgtcagct acgcgaacgg cgaccagacc tgattatccg cgatctacgg ggcaacgtcg
  4197001 gtacccgcct tgccaaactg gataatggtg actatcaggc tattattctg gctgtcgcgg
  4197061 gtctcaagcg cctcggtctg gaaaaccgaa ttcgctatgc catgtcagcg gaggagtccc
  4197121 tcccggctgt cggccaaggt gccgtaggta tcgaatgccg tctggatgat gaccataccc
  4197181 gccagttgct ggctccgttg aaccatcggc acaccgaatt acgggtctgt gcggagcggg
  4197241 caatgaatat tcgccttgaa gggggttgcc aagtcccgat cggtagctac gctgaactgg
  4197301 aaggtgatac tttatggcta cgggcgctgg tgggagcacc tgatggcagc caaatgatcc
  4197361 ggggtgaacg ccgtggtccg gcggcagagg ctgagcagat gggcattgaa cttgccgatg
  4197421 agttgctatc acgcggcgca cgagaaatcc tggcggcggt ttatctggat aatcctgcgc
  4197481 gatgacaatc ctggtcaccc gtccatcccc tgctggggag caattagtca ctcgcctgcg
  4197541 tgctctgggc cgggttgcct accatgcgcc attgattgat ttttccccag gaagagacct
  4197601 gcccaaactg ccggaattat tgcaagatat gcaagcggga gacttggttt ttgctttatc
  4197661 acagaacgcg gtccgctacg ctaacccgct gttaaaaaga aataaactgt catggcctgt
  4197721 gcagttatct tattatgcta ttggccgtac aaccgcatta gcactgcata ccgccagccg
  4197781 tttgcatgtc actttcccac caatggggga gaccagtgaa atgctgctat cattgcccct
  4197841 gctgcaaaat ttggccggta aaaaggcact gttattacgc ggtaatgggg gccgggagtt
  4197901 gctaggcgca agcctcgcag aacgcggagc ggccgtgacc ttctgcgaat gctatcaacg
  4197961 cagtcccatc tattatgatg gcagcgaaca aagtgctcac tggcaacgtg ccggtgttga
  4198021 tattctggtg gtcaccagcg gcgaaatgtt acaacagatc tatactttag ttcctgatta
  4198081 ctatcgttct tcctggttac tgcgttgccg tttaatcgtt gtgagtgatc gtttagcggc
  4198141 cttagccacc caaatggggt ggacggaggt ccgggtagca gaaaatgccg ataatgacgc
  4198201 actgatccgt gcgttacaag accttcaata aacctaaaac ctgacttatg ggatgcccaa
  4198261 tatgacggaa caaaataccc catccgcacc agtggaagag ccaaccactg cggttgagag
  4198321 gccccaacag ccagaaccaa aaggccaccg tgaaaaacgg actggcccaa ttctgggtgt
  4198381 tatcgctatc gccttggtaa tagcactggg agcggggctt tattatcatg gacagcagca
  4198441 ggcccagtta cagagtgcgg agaatattgc gctgcaagag cagttagtgg cactaaaaca
  4198501 gacgctattg caggaaaaac agcaactgga gtccttactg cagcagcagg ggaaagcgct
  4198561 ggagtcggca gaaaatcaac aagcctctct gacacgccag ctcaatgaat tacaagaaaa
  4198621 agtcgcgact atttcaggca gcgatgccaa aacctggctg ctggctcagg ctgatttcct
  4198681 ggtgaaaatg gccgggcgca agctgtggag tgatcaagat gtcaccaccg cggtcacctt
  4198741 actgaaaagc gccgatgcca gtctggccga tatgaatgac ccaagtctta tcgatgtccg
  4198801 ccgcgcgatt acagaagata tcagtgcact ctctgccgtc agtcaggtgg attttgacgg
  4198861 tattatcctc aagttaaacc agttgtctaa tcaagtagat aacttgcgtt tggccgataa
  4198921 caatattgat gactccccca tggatgccaa cagtgacgaa ctctccagtt cactctctga
  4198981 atggcgtcag aatctgagca aaagctggca cagctttatg tctgatttca ttagtattcg
  4199041 ccgccgtgat agtagcgcgg aacctttgct ggcaccgaat caggacgtgt atctgcgaga
  4199101 aaacattcgc tcccgcctgc tggttgccgc tcaggccgtc ccccgccatc aagacgaagt
  4199161 ttataagcag tcattggaaa cgatttctac gtgggtccgc gcttattttg atgtgaacga
  4199221 cccgagtacc aaggcgttct tggatgagct ggaaaatctg agccagcaac ctatctcaat
  4199281 ggacgtgccg gatcaattga aaagccagcc aatactggaa aaattgatgc aaaccagggt
  4199341 ccgtaactta ctggcacaaa cgccagttga tgctcagggg gaataaatat gctgcgagtc
  4199401 ttgctgttat tccttgtttt aactgtgggt atcgtgcttg gcccaatgtt ggccgggcat
  4199461 cagggttatg tgctgatcca gactgacaac tataacgtta caaccagtgt gaccgggtta
  4199521 gccatcatgc tggtcctgtt attggtggct ttctttattg ttgaatgggt actacgccgt
  4199581 attttccgca caggtgcccg cactcgtggc tggttccttg gccgtaaacg tacccgcgcc
  4199641 cgtaaccaga tgaaagcggc gttgattaag ctggctgaag gtgattttct gcaagttgaa
  4199701 aagctcctca cccgcaatgc tgaccacgcg gaacaaccca tggttaacta cctgctggca
  4199761 gccgaagccg cccagcaacg tggagatgag tttcgtacca atcaatatct ggagcgcgcg
  4199821 gcagaagttg ccgatggcga ccaactgccg gtgaatatca ccagggtgcg tattcaactg
  4199881 gcgcaggggc atattcatgc cgcccgccac ggtgttgatc gcttgttgga tcaagcgcca
  4199941 cggcatccag aagtcctgcg tctggctgaa caggcttacc tgcgctccgg tgcttatcgc
  4200001 tcattactgg acattttacc ggcgatgagt aaaacacaga tccacacccc tgaagaagtc
  4200061 gcggcccttg agcaacaagc ctatattggc atcatgaatc agtgcatggc ggacgaaggc
  4200121 agcgaaggtc tgaaacgctg gtggaaagat caaagccgca aagtacgaaa tgagatccca
  4200181 ttacaggtcg cattagcaga gcatctgatt gaatgtgatg atcatgatgt ggcccaaaag
  4200241 atcattctgg acagcctgaa acaccaatat gatgaacgtc tggcgctgtt gatcccgcgt
  4200301 ctgaaggcag gtaacccaga gccgttggaa aagtctttgc gccagcaaat caagcagcat
  4200361 ggtgccacac cgttactcaa tagtaccttg ggtcagttga tgctgaaaca cggtgaatgg
  4200421 gagaaagcca gcgaagcctt taaagcagcg cttgcgcagc ggcctgatgg ctatgattac
  4200481 gcgtggctgg cggatgcctt ggataaactg catcgccctg aggatgccgc tcaagcgcgt
  4200541 cgtgaggggt tattactgac cctgcgccag aatggcgaat catccgctct aaccaaatta
  4200601 atacattgat gttagcccgc agatgaggcc catggacggg ccaagtaacg accgtagcca
  4200661 acacatgctg cttgaagtgc gaagcgcacc caaaataaat atcctccggc atagccggag
  4200721 gtttttcata tgcgcctata aggctctgtt accagccgcg ccctaacagg cgcatcgcga
  4200781 tctgacattt gcatctatgg attacttacg gcccgtaaac gggctaccgg gatacgggat
  4200841 cgagagttgc tcacccattt tatcctcttc caattggtgc tttatgtatt cttgtatcct
  4200901 ggccgtgttt ttccctaccg tatcaacgta ataccctcga caccaaaact ccctgttacg
  4200961 gtatttgaac ttcaaatcgc caaactgctc ataaagcatc agactgctct ttcccttcag
  4201021 gtaccccata aatcccgaga cactcatctt gggcgggatc tccagaagca tatggatgtg
  4201081 atccacacag tattctgctt ccaggatatt cacgtttttc cattcgcaca gttttcttaa
  4201141 aatactgcca atcgctctgc gtttttccct gtagaacacc tgccttcggt acttcggcgc
  4201201 aaaaactata tgatatttac agttccatcg ggtgtgcgct aagctctttt catccctcat
  4201261 tgggaccccc ttttgatttc ttgttgaaca tttgcagttg ccagaccgca aactgtttta
  4201321 acaaatcaaa aggggttttt ataactgacc caaagctgaa agctttactg aacccccagc
  4201381 ctagctgggg gttttctggg cacaaaaaaa cacttgccga aaagggcaag tgtctaaaat
  4201441 tttcaggtcg atagacaaca atatcagtgc ctcactcaac gttatgcccg gtatgtgatg
  4201501 acattactca acatcggtta catggacaat aggcactcta aaatcggctc tgcgtcatcc
  4201561 ctgggtttat gaagctaaat tagccttaat ggccaagctg tcataataag tgggatgagc
  4201621 atctacaggt tagatattgc acttagcgtg ccagatctgg cagcagacag gccctttacc
  4201681 tcaaacacct ccccaaaaat cactaataac ttgataaata ataagtttat ttttttgact
  4201741 gcatttcatt catccccatc ggctaaccga gtgatatccc ggtgaccaga gtgaactgtc
  4201801 gctacaaaac gacgttataa ccctacattg atttttaata tatttttcaa tgaattaaat
  4201861 gtcaccttct cacgacaatg tgatcgttta ttgtcgtgga aaaccaacac tgacgcccaa
  4201921 cacaacgaaa cagcccagct aacggtactg gcagcagaat gcgatcaaag ggagctaata
  4201981 atggaggtga ttaacaaagt acctgtggcg cggaggatac ggcgaataaa ggggggaaag
  4202041 ttgcaggtcg gtctgtcggt ctggcaaaat agaatcatta tattcaggcg aaaaaaaacc
  4202101 ccgcattgcg gggtttcttc tgaaattggt cggcgagaga ggattcgaac ctccgaccca
  4202161 ctggtcccaa accagttgcg ctaccaagct gcgctactcg ccgatttctt gctgcttact
  4202221 ctacatggtc tctcgaccta tgtccatgta aatattaata aatatctaca tgtttgtgtg
  4202281 gtgcgaaggg agggacttga accctcacgt ccgtaaggac actaacacct gaagctagcg
  4202341 cgtctaccaa ttccgccacc atcgcatgtt ccacaaaaat ttggggtggc taatgggact
  4202401 cgaacccacg acaactggaa tcacaatcca gggctctacc aactgagcta tagccaccat
  4202461 cacttcttta cagcctttct tacagcttac atcgtcgtac gcggcaatct taccaccgca
  4202521 gctcttgcac acaaaattaa tggtgcgccc gacaggattc gaacctgaga cctctgcctc
  4202581 cggagggcag cgctctatcc agctgagcta cgggcgctta gcgccgttgc gggtggggat
  4202641 actacggttt taatacctgg ctgtctagtg cttttttaga agaaatgatg cgtttgctta
  4202701 cgctttgctc actctgccac aaaactcagt gaataatagc ccccacaccg tcttgattgc
  4202761 cgattttata ggcgttccgc ttccatggcc ttgggtttat gcatccccag cacaaaatag
  4202821 catcccgtca ctaatgccag aaaaattgcc ccaaccagta atgataagcg agtatctggg
  4202881 tttatcccca ttcccactaa tacacaaatc aggaatgcga tggtgaggta gttcacatag
  4202941 gggaatagga tagatttaaa cgggtgctgc tgtagggcag ctttatgtac ctgccgaaaa
  4203001 cgtaactgac agaccaagac cacaaaccac ggcaccatgc caggtaacac gctggcactg
  4203061 tagacataaa caaacacttg ctgcgggttg ggaataatgt aattcaggct cgaccccacc
  4203121 agtagacaca ggatggtgat cgcaatgcag tacaccggta caccgctagc cgacagtttg
  4203181 gtcaggccgg ccggtagctg acgatttttt gccaaggcat acaacatacg cccgccgcta
  4203241 tacataccac tgttacaacc tgagagagcg gcggtcagta tcacgaagtt aataataccc
  4203301 gccgcggcca ctattcctat tttggcgaag gtcagtacga aggggctacc ctctgtacca
  4203361 atcccattcc agggaaaaat ggtgacaatg acaaatattg caccgacgta gaaaatcaaa
  4203421 attcgccata agatgttgtt gatcgctctt cttaacgtca cctgtggatt tctggcttct
  4203481 cccgccgtaa taccgaccag ttcaacacct tggtaagacg cgaccacaat acacagcgca
  4203541 aacaggaagc ctttccaccc cccggcaaag aaaccgccat gggcggtcag gttatcgaag
  4203601 ccaatcggct ggccgtgatt accgaagcca aaaaatatca cgcctaagcc aaccaaaatc
  4203661 atcacaatga tcgtcgtgac cttgatcatg gcaaaccaaa actctagctc gccatacaat
  4203721 ttgaccgcag ccagattcgc taatgccaca atcgccaccc cagcgatagc cggtagccat
  4203781 tgcgggattt ctgggaacca aaactgaaca tagacgccaa tggcggtaat ttcagatatc
  4203841 cccaccgcaa tccacataaa ccagtagccc caagccgtca gatagccaaa atagggactg
  4203901 agatacttat gcgcatagac tgcgaaggat ccagccacgg gctccagata cagcatttcc
  4203961 cccattgcgc gcataatgaa gaatacaaat aagcccgcaa tgatataagc cagtaatact
  4204021 gacggccctg cccatttcaa cgtgcttgct gaccccataa ataacccgac accaatggta
  4204081 ccgcccaacg ctatcagttc gatatgccga gcttccagcc cacggtgtaa tccttttttc
  4204141 tctgcgttgt ctgccataga tcctctgtaa actgactggt gtatatctgc tccggaatcc
  4204201 ccggttatta tcgttatgat gcaaatgaat ttaatgactg aatttaaata ttcaatatat
  4204261 ttatcaaggt attaattgag attattgaca aagctatttt tagcctcgtg aatgaagggt
  4204321 tgaccgcacc tcggggcact ccggtggctt acgccactac gaccccaacg gcacgtttcc
  4204381 ccttcaatta actttgtcag cagtctgttc attgttattt tgtaggttaa cgaagggaac
  4204441 cactaccact aggaaagaac gaccatccac cctccaaacc gtaaccggcc cgtatcgttc
  4204501 cgtatttggt gtaaattagc aaacagcaaa ctaaaacttt atggaataaa aataagaaaa
  4204561 ttgattccat aaggaaatta gttagacgaa ctgacgcaga gctgtgaagt gattcaactg
  4204621 agtgacgccg ctaaccgctg cggcgtcaag ataagaaggg gcgtgactaa gaacaaaaca
  4204681 ctacagacga ccactataat aataaccaac aaacttaagc agcttaagct gacgacgaat
  4204741 gcggctgggt tgcgccagca accggtataa ccactccagc cccatattct gccaaatttt
  4204801 gggggcacgt ttgacatggc tggtgaaaac atcgtaagtg ccgccaaccc ccatatacag
  4204861 ggcatcaggg taaaatttac ggcagtcacg catgaagatc tcctgtttag gagaccccat
  4204921 ggcgacagtg acaattgctg caccactggc ggcaatacgg gcaaacaggg cttcacgctg
  4204981 ctccggtgtg aaatagccat cttggctacc gactaaattc acgttccatt gggcacgcaa
  4205041 tttcgcctcg gtttcagcca atacatcagg cttaccgcca accaaaaata ctggtgtccc
  4205101 ttgctgccca gcgcgctgca tcagggcttc ccagaggtca gcacccgcaa cgcgtgatag
  4205161 ctcggcctgc ggatatttac ggcggatagc ccgaaccata ctgatgccat ctgcgtacag
  4205221 atactccgcg ttcttgatca gttcacacag tgcagtatca tcttcggctt ttaatagctt
  4205281 ttccgcattc atcgccacca aggtgcccgt ttttaccggc ccactgccca gtagatgatc
  4205341 cagcacctga gccatgtcac gaaaacccca gatttcaaag ccacggacat tatattttgg
  4205401 aatgacagta ttgggttcca ttacaatcct tacagttgat tgcccgcgtt aggcgttgat
  4205461 aatcggttgg atttaatccc ctgacgcttt atcaagcccg ccgtatcgaa caaccagtac
  4205521 aacaattttg ccagtaccag acaggcacca aagataacgc agaaaaatac cactcgtgag
  4205581 acaaaggaat ccagcccttc acgtgccaag acaatgatat taaacaccgc cccaaaacag
  4205641 aagctttgca ggatcgccgc tttatagcga ttactctcgg ccttgccttg ttcatacaac
  4205701 caatcgaacc atttgatgat aagccccaca acaatggccc ccagcgggat aaacaatacc
  4205761 ccccccatga ccaccagaga accaatcagc gttggcgaga tagccagccc agagtgattg
  4205821 tccaaaacgt cccaggtaaa gtaattggcg gtattcagta ccaaatccgg gcgttctggc
  4205881 cacagcgcgc ttggaataaa gacataaaaa tcacggacaa tcggtgccag cccctggaaa
  4205941 tctattttgt cgtagttctg tagcaataac ccgaggtttt cccagggcga gaaggtgtcc
  4206001 cgcgtcaaat agaggaaggt gtaaaatgcc tctgcaccgt tcacatccag gccataacgt
  4206061 ttaagggcca gccagaacat accgacaatc ccgaagacac ctgccgccgc tagcatccac
  4206121 agggttatcc atccacggac gataccgata aacaggaaca atgagaatgc gataatgata
  4206181 ttggcacgcg tcccaccaac gatgacataa gttagaatgc caaacgccac cgtgctggca
  4206241 aggaagaaga accaggcccg ccgatcctgt ttgaggaaat aaaccaccag cattgccggg
  4206301 ataaagaagt agaaaaaacg cttcagggcg acaccagaga catcactgga gaatattttg
  4206361 ctgtaggaat ccagcttaaa cagcaagaaa ccgttttgca taaagaagat gccgacggtc
  4206421 cctaccgcga ccagtgccag cagcacccag gtcagattag tttctacccg gttcatggtg
  4206481 aatattggcg tgcgcggctg gctacgaggc tgacgtaacc gtgttttata ggtgacatag
  4206541 taaatgccat aaaaggccgt agcagacagc atggcgtaca acaaatactc aaccggcacc
  4206601 accgccaccc caaactgaaa caccagcata caagtcagtg ggaaaccaaa atagaaggtc
  4206661 aacagataaa gcattgaaaa caaaacgtta aagttaaact taacccgccg aaattcctga
  4206721 taggttagtg tcagaataaa aatgactgct atcaaataaa tacaaaatag accgccaaat
  4206781 tgccccagcg tcatgggtgt tcccccgcag ccagagccaa cgcttgcttc cagccctcaa
  4206841 tataatttgg attgaagaaa gcgatcgctt gtttatctaa ccctgccagt tgacgttgtg
  4206901 cctcacggat catcggctcg tccagagtgt caccgtagaa gaacacggga atatgctgct
  4206961 cagccaaatc ttgccagaac ggatttttac ggcttagcac aaagggcacg ccaaactggg
  4207021 tcaataaaca cagggtacca ataccttgtt gacggttaaa aatgaaatag cccaaatcac
  4207081 attcacgcag aatattcaga taatcatcaa aggggatctg ttcggttaag atacgtagat
  4207141 tgtcttgcga gaacagtgcg agccccgcct gcctaacctg ttcaatatac gcttcgttat
  4207201 tcgccggata gcccatcgga ataatcaccc ggacgtcagg gccaaattgc tgatgaatcg
  4207261 ccttcagcgc ctctatatgg cggttagtgg tatcaccgga gttccccacc aagattgtca
  4207321 tcggcccagc taagggttta tcaatattga tagcggtcag ggccggatcc atacgggtcg
  4207381 ggaagtagag taatgaggcg ggcacgcgag gatgccgctg ctggtaatga attaaatcac
  4207441 cccgagtggc aaacacgtgc ccaacccgcc cttgtgctat gcggcgcagc aggtaaaaca
  4207501 gacgaaattt taagcttttg gcatcttcgt ataaatccgc accccagaca tgccaataca
  4207561 cctgccctgg cttaatttta ccgcttagca acgccaacca gagagtgaca ttaaactgac
  4207621 cgtgccaaaa gaaacgcgca ctgcgatccg cctgtgcacg ggcaataacc gcctcagcca
  4207681 acgctttttt atcactgtac gtgttgatat ccaactgcgg gaatgacgaa aagggggccg
  4207741 tttcttttgc cgcgaccata aagtgccgta cctgttctac aggcaggcat ttcgccagca
  4207801 cgtcattaaa gaaacgcaac acggtcagat tatggtgcgg gatatcagat cccagtacat
  4207861 gagtcagggt tatcattttt ttctactgta aagagtgttt acggtgctga gtgtctacga
  4207921 tacacaagga atgcgcagct acagagcgca aaatagacga tatacgttgc catatacgcc
  4207981 tgtgccgcac caagagagcc attcattgga attaaccagt aggcaaaccc ggtcaacagt
  4208041 aagaactggc tgacttccgc caaaatataa aaacgtagcg atgctttagc aatgaccaga
  4208101 tagccaaaca cataagaccc cacttttaat acatcgccca ccaactgcca ggcaaaaaga
  4208161 tcacgcatcg cagtaaactg gtgagaaaac aacaaccaga tagcaaaatc acgtaataac
  4208221 caaaccgtca gactggctgc cgccaccgca ggcaacacaa actttagtga acggaagatt
  4208281 tcacgggaaa tcgccccttt atccttcagc cgagacagtg ttggcaacag atagacggta
  4208341 aatgaggccg taataaattg taggtaagca tctgaaatgc tgctgacccc ttgccagatc
  4208401 ccgacggcat cccaaccata gttattcgcc agtaagtgac gcatcattac ataggccaca
  4208461 ggcaaggtca ctgacgtaat cagcgccatc agtgtgaatt tgcccaaatg gctggccagc
  4208521 gctttatccc aatgcggttt aaggtagcgc agcgggatcg tacggcggcg gtacagcatc
  4208581 gccgcagcgg ggagcacaac caacgccggg actaatccta agccaactaa cgcacccgaa
  4208641 tagcccccga tctgaaaaca aatataatat gctacgaccc caatcaggct accgccaatg
  4208701 atcgctagcg cattgcccat ggcatcgcga taacctttga ggatcgccag aaacaagttg
  4208761 ccgtaggcaa ttcccatctg gataaatgct atcgcgcgca ccacattctg gtaatccgca
  4208821 tggccaaata acgcgatgct gacaggtttc gcggccagca gaaaaaccaa ggccaatagg
  4208881 gttgagaacc ccagaacaat agtggacgag gtgcccagca tggcccgtaa acgttcaggt
  4208941 tgctgatgat attcagcaac atatttagta ataccgttaa agatacccgc gccagacagc
  4209001 acacctaaca cgataattag ctgacggaaa ttacccgcct gccccacacc gctggggcca
  4209061 aaggtgaccg ccagcagttt aaccaccaat agccctacgc caatcttgat tagcgtagag
  4209121 caggcagtcc aaatcgatgc ttttgccaga gacatatcag acgaagaaac tcagcacagt
  4209181 attaataacc gtgctctgat taacatcagt caggttgtag aaaataggta agcgcaccag
  4209241 acgctcactc tccttggagg taaagcggtc ttcgccagcc atacggccaa acgcctcacc
  4209301 tgctggacac gcatgtaatg ggatgtagtg gaataccgcc ataatatccg cttcttttaa
  4209361 atagctgata aatgcagagc gctcctcaat atcacgcagt ttaatataaa acatgtgggc
  4209421 attttgcacc acgttgcctg ggatcaccgg taaatcaatg cgcccagcat cggccaacgg
  4209481 tttgaaagca ttataataac catgccatag cgccagacgg cgttcgttga tctgctctgc
  4209541 tgcctctaac tggccccaca ggtaagcggc ctgtaaatca gacatcaagt agctggagcc
  4209601 gatgtcacgc caggtgtatt tatccacctg accacggaag aattggctac ggttggtgcc
  4209661 cttttcacgg ataatttctg cacgatcaat caatgaagga tcattgatca acgtcgcccc
  4209721 accttcaccg cccgcagtgt aatttttggt ttcatggaag ctgaagcagc caatatggcc
  4209781 aatggtaccc agagctttac ctttgtaggt tgacatcacg ccttgagccg catcttctac
  4209841 cacaaacaaa ttatgctttt tcgccagtgc catgatggta tccatctcac aggcaacccc
  4209901 tgcgtagtgg actggcacaa taacccgggt tttatcggtg atcgccgctt caatcttggt
  4209961 ttcatcgata ttcatggtgt ctggacggat atcgacaaac accattttgg ccccgcgcag
  4210021 cacaaaggca ttggcggtag aaacaaaggt aaaacttggc atgatcactt catcaccggg
  4210081 cttgatatcc agcaataacg cggccatttc caacgaggcg gtacaagatg gcgtcagtaa
  4210141 cacttttggg cagttaaaac gtttctccat ccactgctgg cagcgacggg taaaaccacc
  4210201 atcaccgcat aacttgccac tgctcatcgc agcctgcata taacccagtt cagtgcccac
  4210261 tatcggtgga gtgttaaatg gaatcatctc atcccctgca taaccaatac gcggtactct
  4210321 caatggaggc accactacga atatagagac gtaaagcagc aatattgctc atttgtgtgg
  4210381 ctacccgtaa ccggtgtaac ccatgatgct ggcaccactg cttcgccgcc gacattaatc
  4210441 ttaaccctat acctttactc tgtgcaccgg ggaatacggc caacaggcca atacgcgcac
  4210501 tcccgtcttg caagtcacgc aacgtcacaa acccgacggg ttgatccgta gggtcgagca
  4210561 ccaataaaca ttggtgatca aaggttccca gcaccgcctt ttcaacccac aaagcataaa
  4210621 atcgcccact gtcctgtgcg tcataccaag gcgcacgaaa gcggcttaag gcaaaagcac
  4210681 tggcagcaac acggcgcaac tgcggaatat ctgcctcggt ggcaacccgt agcgagtagg
  4210741 cccccatatt gggttctgat gtagcatttt ccgtgccaat accttctttt tcacccacga
  4210801 ccagcgacag atcaatttcc ccttcaacca aatgaaaatc aagttggctc agggcatcta
  4210861 taagatcaag gcgatgagta ggtactttag cctgaacgag agtaaaagca gccaactcag
  4210921 ccgggttaag tggcggggct gagtcggaaa aaatcaattt tgcactttgg cgctggaaaa
  4210981 attcactttc ccagcccagt ggctcaatac tggcgtggac gggcatgtaa tagatccaac
  4211041 agatatttgc cataaccggt tttcgccagc gcggttgccg cacgttttac gccatcatca
  4211101 tccaaccaac cgttacgcca ggcaatctct tccaaacaag caattttaaa accttggcgt
  4211161 ttttcaaccg tttgaacaaa agtactggct tcgatcaggc tgtcatgggt gccggtatcc
  4211221 agccaagcaa aaccgcgccc tagcagctca accgttaact caccgcgatc cagatacatt
  4211281 tgattaatgc tggtaatttc cagttcaccg cgagcagaag gtttaacctg cttggcaaaa
  4211341 tcaaccactt ggttatcgta gaaatagagc ccggtcaccg cccaatttga ttttggctgg
  4211401 ctcggttttt cttcaataga caacgcgcgg aagttgtcat caaactccac tacgccaaag
  4211461 cgctctggat ccatcacctg atagccgaaa acagtcgcgc cctgctgacg cgcggcgaca
  4211521 gctttcagtt ttggactaaa gccttggccg aagtagatat tatcaccgag caccaaacag
  4211581 catggctcat tatcaataaa cgcttcacca atgataaatg cctgtgccag cccgtctggg
  4211641 ctaggctgcg cggcataact cagattaata ccaaactcat caccgttgcc caacaaacgc
  4211701 tgaaacgatg gtaagtcttc cggggttgag ataatcaaca cgtcacggat ccctgccagc
  4211761 atcaatactg acagcgggta atagatcatg ggtttatcgt agatgggaag caactgctta
  4211821 gagacgccac gggtgatggg gtgtaatcgg gaacctgaac caccagccag aattatgcct
  4211881 ttcatacgtt ctcctgatac atgcaatctc ctgatacata caatttcctg atacatacca
  4211941 tctcctgaga ccatcaggca gaggctatac acaggcaaaa catcatgcaa acgactggat
  4212001 gacgccatcc cgatgattaa tcgactttgg tgtctctcgt aggtcgccca acgatagaca
  4212061 ctatagattt caaggtgcag gaaggcggca agcaagagaa ccccgaggtg cttacatcag
  4212121 taagttattc ggatgactga gcgcagccaa tacacctaca acgtgaaaaa tgacgggtgt
  4212181 tagtcactca agcccaaacg ctctccggcg taagagccat cctgaacacg acgccaccaa
  4212241 gattcattat tcaaatacca caagaccgtt ttacggatac cgctttcgaa ggtttcttgt
  4212301 ggacgccaac ccagttcccg ctcaatcttg ccagcatcaa tggcatagcg catatcatga
  4212361 cccggccggt cttttacgta ggtaatcaaa tcacggtagt gtgcgatacc cgccggtttt
  4212421 gctggcacca actcatccaa tagcgcgcaa atggtttcaa ctacttcaat attcttgcgc
  4212481 tcattatggc cgccgatatt gtaggtttca cccaccacac cctcagtaac cacctgatac
  4212541 aacgctctgg cgtggtcttc tacatacaac cagtcgcgga cctgagcacc attgccataa
  4212601 acaggcagcg gcttacccgc caacgcattt aaaataacca gcgggatcag cttttctggg
  4212661 aagtgatacg ggccgtaatt atttgaacaa ttagtcacca aagtcggtaa accataagta
  4212721 cgcaaccaag cccggactaa atggtcactg gacgctttag acgccgaata tgggctgctt
  4212781 ggcgcatacg gcgtggtttc ggtaaacaaa tcgtcagtgc cgtgtaaatc gccatacacc
  4212841 tcatccgttg agatatggtg aaagcggaac gcctgcttgg cttcaacact cagttgttgc
  4212901 caatagtgac gggcagcttc caacagggtg taagtgccaa ccacgttcgt ctcgataaac
  4212961 gcggcggggc catcaattga gcggtcaacg tggctctcgg cagccaaatg catcaccaca
  4213021 ttcggctgat actgtgcgaa aacccgatcc aactcactgc tgtcacagat atcgacttgt
  4213081 tcgaaagcat aacgctcact gcccgcaacc actgacagcg actccagatt accggcatag
  4213141 gtgagtttat cgactaccac cacgctatct gaggtgccat caataatatg cctgaccacc
  4213201 gcagagccga taaaaccggc cccgcctgtg acgagaattc gcctcaacgc catactcctt
  4213261 tggtatcaac aatccactgt tgcttaatat cttcaggttt gatggccttg aattgtttgt
  4213321 ggtccaccaa catgaccaag acatcagcct gttgtaaagc agtggcggta tctttcaagg
  4213381 tgacaagacc catcagtgat tttggcaatt gctcaacatt gggttcaaca accagtgttt
  4213441 cacccacatg ccactccgcg atcaagcggg caacacccac tgctgggctt tcacgcaggt
  4213501 catcaatatc gggtttaaaa gccagaccga agcaggcaat tttcacttca gaagcgcgtt
  4213561 tatcactggc ggccagacaa tcagcaacag cggctttaac gcgatcaacc acccacaacg
  4213621 gtttgccgtc gtttaccaga cgcgccgtgt ggatcaggcg ggccaattgt ggattctgag
  4213681 aaacaataaa ccatggatcg acggcgatac agtgaccacc tacacctgga cccggctgta
  4213741 agatattcac gcgtggatgg cggttcgcca gacgaatcag ctcccacaca ttgatacctt
  4213801 gctcatcaca aatcagtgat aactcgttgg caaaggcaat gttaacgtca cggaagctgt
  4213861 tttccgtcag tttgcacatc tcagcggtgc gtgagttagt caccacacac tcaccttcca
  4213921 agaaaatttt atataacgca ctggcgcggg cagaacattt tggtgtcatg ccaccaatca
  4213981 cccggtcatt ctggatcagt tcaaccataa cctggcccgg taacacgcgc tcagggcagt
  4214041 atgcaatatt gatatcggct gcttcgcccg cttgctgtgg gaaactcaaa tcagggcgag
  4214101 cctcagccag ccattgcgcc atttgctcag tagcacctac cggggaggta gattccaaaa
  4214161 tgaccaaatc gccttttttc agcaccggtg cgatggattt agcggctgat tcgacaaaaa
  4214221 tcatatccgg ctcatgatcg cctttaaacg gtgttggtac ggcaataagg aatgcatcgg
  4214281 ctgcctgtgg tttcgtcacc gcttgcaggt agccgccttc aacagcaatc tttaccactt
  4214341 tgtctaaatc tggctccacg atatggatgg caccacgatt aatggtttca accgcatgcg
  4214401 cattgacgtc aacgccaatc actttctttt tacgcgaagc aaaagccgcc gcggtcggca
  4214461 gaccaatata cccaagaccg ataacagaaa tagtttcaaa actcatagcg tcacctgatg
  4214521 attctttaaa gctttaagga tgcgttgaca ggcatacccg tcaccgtaag gattgtgtgc
  4214581 ccgggtcatt tgatgataag ccgtctcatc agtcagcaag cgggttactg catcaacaat
  4214641 tttattaata tttgtcccca ccagcagcac agtgccagaa tctacggctt ccgggcgctc
  4214701 ggtggtgtca cgcatcacca agacaggttt acccaatgac ggcgcttctt cctgaatacc
  4214761 ccctgagtca gtcaggatca gatacgcatg attcattagg taaacaaatg gcaggtagtc
  4214821 ttgcggatcg atcagaataa tattatcaat ccccttcaag atacggttta ccggctcgct
  4214881 gacgttgggg ttaagatgca cgggataaac aacctgcacc tcgggatgtt tccgggcaat
  4214941 ttccgctaac gcactgcaaa tccgctcaaa accaccacca aagctttcac gacgatggcc
  4215001 agtaaccaga atcatcttct tattggtatc aaggaaggcg taacgttgtg ccaagtttgc
  4215061 tcgcaaatca ggggtattca tcacccgatc acggacccag aacaacgcat caatcaccgt
  4215121 attacccgtg acaaaaatac ggttctccgg cacccattca cgtagcaaat tctgtcgaga
  4215181 attctcggtc ggcgcaaaat gatacatggc aagatgccca gtcagttgac ggttagcttc
  4215241 ctccggccat ggagaataga gatccccggt ccgcagccca gcctcgacat ggccgacagg
  4215301 tatgcggtga tagaacccgg ccagactggc cgacagtgtg gttgtggtat cgccatgcac
  4215361 caagataaca tccggcttaa actcttcgag aaccggcttt agcccttcca gaatgcggca
  4215421 ggttatttcc gtcaatccct gtcctggcct catgatgtct aaatcataat ctggttgaat
  4215481 ctcaaataaa cgcaatacct gatccagcat ctcacgatgc tgggccgtta cgcagactct
  4215541 cgattcaaag gcgtcatcct gagccaaggc atgcaccaga ggagccatct ttatcgcttc
  4215601 aggacgggtg ccaaaaacag tcaacacttt cacagtgaat ctctttaggt cagttagccg
  4215661 caggcaatgc ctgcaagttg ggcgcacaat gcgtccatta acgatttctt gtcgctcagt
  4215721 gcgtgactcg atacgagttc ataccatgat gagcgacata ccaatatgag cgacatacga
  4215781 ctatgaacta tatacaacca cgagcgacat atgactatcg attacataca actatcgatt
  4215841 acatacaact actgattaca tacgatggcc gatcatgtgt cgttactgac acagagtagt
  4215901 tattgacaca tagtcgttac taacaaatag tcgttactga cacatgccgt tactgattcc
  4215961 acatgacacc ggccatacag gtcacagtgc cttactggag cggcgaacca ataccacacc
  4216021 cgcaccgact aatgccccga tagcgcccca cataatcagc aggaacacac gacgtgggct
  4216081 atcacgggta accgggtctt ctggtgtacg taagtagcgg taagtctgga atttatcatc
  4216141 tagtgtcgga ccaacgttca atgttgccag catggcacgg ttttgatcat aatcaatatc
  4216201 aaaacttggg ccagtagcca gtaatgtttc taaacgggct tcaagcatcg gcttacctag
  4216261 catgaacatc ttggaatctg ccaattgctc ggctggcgta tctgtctggc tacgggtaat
  4216321 accttgttgc ccagccactt tcaatgcttg cttaaccgcc gccacttcac gatcaaagac
  4216381 tgcttgagct accgcttcct ggcgtttaac ctgcgctttc attgattgag tccgcgctgc
  4216441 ccaagcgcct tgaatttcat cattcaggtg gcttgacgca cgttgactgg caaaatcaat
  4216501 gtaaccacgc agtagcttat tcgcatcact ggccgtttct gccgtcaatt taatgctgtc
  4216561 attcgggatt tttttatcat cacgcgccgt gaaaacaatg ttattcacta gctcatcgag
  4216621 taatgccgca tccgccttag cgtctccctc aagccgttgc ttgtagtaat cgctttgtag
  4216681 ccagaaatca cgacgggtat cgtaagccgc taactgagta atgaactcac cgtaagcttc
  4216741 atcggagatg cctggctgtt cactgacaag cccgctattg agacggatat caagattacg
  4216801 taaaaactgc tgttgcgaat aatacccccc caaattgttg acggttggtt tgtcagtaat
  4216861 ggctgtcgca ctccactgct gtttcaccag ataggagact cccagtgcaa tcgcagcgaa
  4216921 aataatggcc ataccgataa tccatacctt gccacgccat agagtacgac acagaccacg
  4216981 gatatctaat tcgttatcca cagacggttc attattggta gaccctgttt tatcagtcga
  4217041 catagattct ggtttcatca ctgcctaaaa gcctctggtt aagattcatg cttatttttc
  4217101 gatgcccgcc gcatccgacg cttgaaacgt ttgataaaac gcgccacccg ccatgcccgt
  4217161 ttaatgcagt agccatacaa tagaaatgca agcaagaaca atgccaacat gacccattcg
  4217221 ggtataaatg tcagccgttc gccgataaca ccaatcatgg ctaacaacgc ggcagccagt
  4217281 gtgatgagga caaaagcttg ccgggaggta aaaccggccc gcatgattaa atgatgaata
  4217341 tgttggcgat ctggagagaa aggactcatg cctttgcgta aacgacgata catgatggca
  4217401 atcatgtcca tcaacggaat ggcgataatc catagtgccg tcacagggtt gatcggatga
  4217461 gcattaccct gagtcgcctg taacaggatc cagatcgcgg tgaaaccaat caaagtactg
  4217521 ccagcatcgc ccatgaagac tttatagcgg cgacccagta acccgagatt cagtaagata
  4217581 tagggaataa tggtggctat catggcgaaa caccataacg ccaatgacat ctgcccactt
  4217641 tggtacaaca aaatccccat ggccccgaag gaaacacagg ataggccacc cagcaagcca
  4217701 tctattccat caaccatgtt gaacgcattg atggccgccc aaaccgcaaa cagggtgacc
  4217761 acataaccaa atggccctaa taccatttcc catggaccga aggcatgccc cagactacgt
  4217821 aaatatagcc ccgcgactgc catcatcgcg atgccgacca gtgcttgaac aaaagcgcga
  4217881 atttttacgc tgatatcaaa acgatcatct aaagcaccaa cgaagaccaa taacccggca
  4217941 catgcaagat ataaacgaaa atggggaatt tgctgattag taatcagaaa agcaaaacag
  4218001 acccccgcga ataccgatat tccccccacc agagggatta atccttgatg gcgcttacgg
  4218061 tagttgggtt tatcgacaag tccaattttt atggcaactt tgcgagcaac aaatagaaat
  4218121 gccatagaaa acagaaagat ataaattaat tcagtactca tagtgagtag gttcacgttt
  4218181 aaccgctctc tgcaaaaaga tacaacagct tagcatgtag attagcactt gctatgcccc
  4218241 caacacgctt tcagttatat ctgaatatga tgatagcctt attggctatt ccaaactcta
  4218301 ttttggtatt gtcacattgg ttatgagaat atacccgtca tacttcaagt tgtatgtacg
  4218361 ttggctgcct tcattcacct cagtcactta tctgtataag ctcccagggg ctccctcagt
  4218421 tgccgccttc ctgaaactcg aattattttg ggtatagata cgaaaatatt tgtcagttcg
  4218481 atatttttac cctctccatg gacaatgatc ccaactatcg tatattccaa aagtaaaaaa
  4218541 cgccacgact ggcgtggcgt tttgactgat tcaactacaa tacctttagt gattcatcta
  4218601 tataatgatt caactatata gtgactcaac tataccttta gtacttgacg ccacagaggt
  4218661 gctagctaca cacattcccc tgcaacgcca gtttctttag gcgtataagc ttacgagcgt
  4218721 ctcatattat caaagaactg atcgttagtt ttcgcagtcg ccagcttact gatgaggaat
  4218781 tccattgcat caatttcacc cattggatga agaattcggc gcaagatcca cattttttgt
  4218841 agctcatcag tcgtagtcag caactcttct ttacgggtac cagagcggtt gaagtcaatg
  4218901 gctgggaata cacgtttctc cgcaatttta cgggacagat gcaattccat gttaccggta
  4218961 cctttaaatt cttcgtagat aacttcatcc attttagaac cggtatcaac cagcgcggtt
  4219021 gcaatgatgg tcaggcttcc gccctcttca acattacgtg cggcaccaaa gaagcgttta
  4219081 gggcgatgta acgcgttcgc atcaacacca ccggtcaata ctttgcctga agcaggtaca
  4219141 acggtgttgt aagcacgggc taaacgggta atagagtcca gcaagataat aacgtctttt
  4219201 ttatgctcaa ccagacgttt tgctttctcg ataaccattt cagcgacttg aacgtgacgg
  4219261 gatgctggtt catcaaaagt agaagcaata acttcacctt taaccagacg ttgcatctcg
  4219321 gttacttctt ctggacgctc gtcaatcagc aataccatca aaacacaatc agggtgattg
  4219381 taagcaatgc tggtcgcgat gttctgcaac agcatagttt taccggcttt tggtggggcc
  4219441 acaatcagac cacgttggcc acgaccaatt ggcgatgcca aatccagtac acgggcggtt
  4219501 aaatcttcag tcgaaccatt accacgttcc atgcgcagac gagagttggc atgtaacggc
  4219561 gttaagtttt cgaataggat tttattacgg gcgttttccg gcttgtcata gttaacttca
  4219621 ttaactttca acaatgcaaa ataacgctcg ccttctttag gcggacgaat cttaccggca
  4219681 acggtatcac cagtgcggag gttgaaacgg cgaatttggc ttggggatac atagatgtcg
  4219741 tcaggaccgg cgaggtagga gctgtctgca gagcggagga aaccaaatcc atcctgcaat
  4219801 atctccaata caccgtcacc gaagatatct tctccacttt tggcatgctg ctttagaata
  4219861 gagaaaataa tatcttgttt acgcatccgg gccaggtttt ccagccccat attttcgcca
  4219921 agtgttatca gatcagaaac cggcgtattc tttaattcgg taagattcat aatggtgggt
  4219981 tcttaaactc ggggtatgtc ttgaactatg gtcgtgaatg gtatggcagc gtcatacgtg
  4220041 cctgttaatg ggacattcaa ccaccggcct tgggcaaact acataagtaa tgacttacgc
  4220101 aagatttttg cgacacaacg gtataaagat tgaaggtgcc ttagactgat tttgtaaagc
  4220161 cattagactg tcaaaaaaat gattgagttc ataaatattc tcaacacaaa tcaattcgac
  4220221 atagagtaaa actttagatt caaactgttt agatgctaca gacccggact caatacacag
  4220281 gaatgttcta tatgcagtga ggtaaactta acacgcttct ttgcaggcgt ctagcggtca
  4220341 gtgtgagaaa tcacaactgc cgctaaacat accctacgtc cttgaggcca ccgctgtgtt
  4220401 agcggctctc attactccaa tgacttgggg tatagacggc tagcaccgat tacagatttg
  4220461 catccaagaa cgctttgagt tgccccttag acaaggcacc aaccttggtg gcgacaactt
  4220521 cgccatcacg gaacaacagc agcgtaggaa tcccacggat accgtatttt ggtgctgtgc
  4220581 cctgattatc atcaatgttc aatttagcga tagtcaatct accttcatac tcttcagcga
  4220641 tttcatccaa aatcggagca atcatcttgc acggaccaca ccattcagcc cagaaatcga
  4220701 ctaagaccaa gccgctggct ttcagcacat cagtatcgaa actgtcgtca ctcaggtgaa
  4220761 taattttatc gctcatgttc tactccaaag gattgtgtct acctcgttgg tgtagcatta
  4220821 accaacagta ggatgacttt atttcaccgg atacgctttc gtaaagcaat agttagctga
  4220881 tattctacca cactatgagc aaaacacact tgactgaaca gaagttttcc gacttcgccc
  4220941 tgcacccgct agttgttgaa gcccttgaaa acaaagggtt tcagtattgc acgccgattc
  4221001 aggcgttagc attgccactc accctctctg ggcgtgatgt agcaggtcag gcgcaaaccg
  4221061 gtacaggcaa gacgctggca ttcttggcgt ctactttcca ttatttgctt tctcacccag
  4221121 cagaagaggg tcgccagact aatcaaccac gcgcattaat tatggcacca acgcgcgaat
  4221181 tagccgtgca aattcactcc gatgcagaat cactttccca ggtaaccggg ctgaagttag
  4221241 gtctggctta tggtggggat ggctacgata aacagcttaa agtgctggaa agtggcgttg
  4221301 atatcttgat cggtacaaca ggccgtttaa tcgattacgc gaaacaaaat tatattaacc
  4221361 tcggtgcgat tcaagtcgtg gtattggatg aagcggatcg catgtacgat ctaggcttta
  4221421 ttaaagatat ccgctggctg ttccgccgta tgccttccgt tgataaacgt ttaaatatgc
  4221481 tgttttctgc cactctctcg tatcgggtac gtgaattggc attcgaacaa atgaataatg
  4221541 cagaatatgt tgaagtggaa ccgttacaaa aaaccggtca ccgcatcaaa gaagagctgt
  4221601 tctatccttc aaatgaagaa aaaatgcgtc tgttacagac gttaattgaa gaagaatggc
  4221661 ctgatcgctg tattattttt gctaatacca aacaccgttg tgaagagatc tgggggcatt
  4221721 tggctgctga tggtcaccgc gtcggtttat tgacgggtga tgttgctcag aaaaaacgcc
  4221781 tgcgtattct cgaagatttc accaagggcg atttggatat tctggttgcc accgatgttg
  4221841 ctgcccgtgg tttacacatt ccattagtga cccacgtctt caactatgac ctgccagatg
  4221901 actgtgaaga ttacgttcac cgcattggcc gtactggccg tgctggcgag agtggtcact
  4221961 ccatcagtct ggcctgcgaa gagtatgcat taaacttgcc agcgattgag acctatacgg
  4222021 gccatagcat cccggtaagc aaatataaca gtgacgcgct attaactgat ctaccagcgc
  4222081 ctaaacgcct agcccgtacc cgcaccggga atggcccacg ccgtaattct gccccacgcc
  4222141 gcagtggagc accacggaat aaccgtaagc gaccaggctg ataaatgatg ctaagttcca
  4222201 cctcacttta tgctgccatc gatcttggct ccaatagttt tcatatgttg gtagtacgtg
  4222261 aggtggctgg cagtatccaa acgctggcac gtattaagcg gaaggtccgc ctggcggctg
  4222321 gtctggataa ccaaaatcat ctatcgcagg aagcgatgga acgaggctgg caatgcctaa
  4222381 aacttttctc agagcgttta caggatattc ctctggatca aatccgcgtg gtcgcaacgg
  4222441 caaccttgcg cctggcctct aatgccgacg aattcttgcg tactgcaacc gagatcctcg
  4222501 gctgccctat tcaagtcatc agtggcgaag aagaagcccg tctgatttat catggcgtag
  4222561 cgcatacgac tggcgggcca gaacagcggt tggtcgtcga tattgggggg ggcagcactg
  4222621 agttggttac aggcaatggg gctcaggcga atattttggt cagcctatca atgggttgtg
  4222681 ttacctggtt agaacgttat tttggtgacc gccatctggc aaaggaaaat tttgaacgcg
  4222741 ctgaattggc cgctcatgag atgatcaagc ccgtcgccca acgttttcgt gaacatggct
  4222801 ggcaagtttg tgtcggcgct tcaggcaccg ttcaggcact acaagagatc atggtcgctc
  4222861 aaggtatgga cgagctgatc accttagcca agctgcaaca gctcaaacaa agagcgattc
  4222921 agtgtggcaa attagaagag ttggaaatcc ctggtttaac cttggaacga gcgctggtct
  4222981 tccccagtgg tctgtccatc ttaattgcga tattccagga gttgtccatt gaaagcatga
  4223041 cactggcagg tggcgcactg cgcgaagggc tggtctatgg catgctccat ttaccggtcg
  4223101 agcaagatat tcgccgccgg acactacgta atttacagcg ccgctattta ctggataccg
  4223161 agcaagctaa gcgcgtcagt tgtttggcgg ataacttttt cctacaagtg gaaaaagagt
  4223221 ggcatctcga tggccgatgt cgcgaatttt tgcaaaacgc ctgtttgatc catgaaattg
  4223281 gcctcagtgt cgattttaaa catgctccgc aacatgccgc ttatctgatc cgtaatctgg
  4223341 atctacccgg ttttactcct gcacaaaagc tgctgctttc tgctctgtta caaaaccaga
  4223401 gtgacactat cgatctatcg ctcttgaacc agcagaatgc attacctgcc gacatggcac
  4223461 agcatttgtg tcgtctactg cgcttggcca ttattttttc cagccgtcgc cgggatgata
  4223521 ccctgccagc agtcaggttg cgggccgata ataatgcgct ttatgtgctg gtcccccaag
  4223581 gttggttgga acagcacccc taccgcgccg aagcgttaga acaagagagt cactggcaaa
  4223641 gttatgttca atggccactg ctattggaag agcttagcta agtgtgttgg tggggattac
  4223701 ccatagcatt tcagcgacgt taaaaacgtc acggttgatg gtcaatcagt cgcgccttaa
  4223761 tgcatggcta acgggcaata gactgcccgt tattatcttc actactgtaa ctgctgcttt
  4223821 tcgtgttaac tacggtttct tcgcattcgc taactgagca cgaagattgg ccagatgact
  4223881 ctggcctttt tgcatacgct cttccgggct gacggcttta cgttcgtttt cccagtttaa
  4223941 atcgtcctgc ggcaactcca tcagaaaacg gctaggttct ggccgaatca actcgccgta
  4224001 ttgccgccgt tctttacaca gggtgaagaa cagttcacgc tgggcgcggg tgatccccac
  4224061 ataagccaac cgccgttctt catccacatt atcttcatca atgctgcttt gatgcggcag
  4224121 caacccctct tccatcccca ctaagaatac ataagggaac tccagccctt tagaggcatg
  4224181 caacgtcatt aattgcactt gatccagttc ttcatcactc tcccctcgct ccatcatgtc
  4224241 acgcagggta aaacgcgtta ccacctgagt cagcgtcatc ggttcatcca gttccgaccc
  4224301 ttccagcatt tcggtcatcc aactgaataa taaattaacg tttttcatac gcatttcagc
  4224361 ggcttttggg ctgggcgcag tttcgaataa ccaactttcg taatcaatac cgtggatcaa
  4224421 atcccggact gctgccacgg gttcacgctc aaccaaacga ataatcccat ccatccagtg
  4224481 agtaaaacgt tgcaatgact ccaggccacg gcccttcagg tgctcgccta accctaaatc
  4224541 aaaactggcc cgaaacaggc tcttattgcg taaattagcc cattcaccca atttttggac
  4224601 ggtggccgca ccaatctcac gctttggtgt attcacaatt cgtaagaatg cactgtcatc
  4224661 atcctgattg gtcaataccc gtaggtaagc caacaaatcc ttaatctctg gacgagagaa
  4224721 aaatgaatcg ccacccgaaa ttcgataagg aatacggttt tgcatcagca atttttcaaa
  4224781 caaccgcgat tggtgattcc cacgatacaa aatggcgtaa tcgctatatt gggtcttttt
  4224841 aacaaagtga tgtgcaataa gctcgccgac cacccgctcc gcttcatgat cttcgttatt
  4224901 ggcggtaatc actttcaact catcgccata gctcagttca gaaaaaagtt tcttttcaaa
  4224961 aacatgtggg ttgttggcaa tcaaaatatt cgccgccttc aagatacgcc ccgaagaacg
  4225021 gtaattctgt tccagcttaa tcacccgtag cgcagggaaa tcttcattta gcaggaccaa
  4225081 gttctgtggc cgagcaccac gccatgaata gatagattgg tcgtcatcac ccacgacagt
  4225141 aaaacgcgcc cgattcccca ccagcaattt caccatttga tactggctgg tattggtatc
  4225201 ctgatattca tcaaccagca ggtaacgcag acggttttgc caccgctcac ggacctccag
  4225261 atttttttgc aacaataggg tgggtagcga gataaggtcg tcaaaatcca gcacattaca
  4225321 ggctttcaaa tgggcgtcat ataagccgta gcaatggaca aataacttat cacgctcgga
  4225381 tcgtgctgtc gcagcagcgg cggctggatc cagcagatca ttcttccaat tggagatcgc
  4225441 cgacaccagt tgctgcagca atgttttgtc atcttccagc cacttatggg tcagatcttt
  4225501 caataacccc atttgatcct gtgcatcgaa cagtgagaag ttcgacttca tccccagagc
  4225561 cacatactct ttcttgatga tttccaaccc caaggtgtgg aaagtcgcga tcatcaatcc
  4225621 ccgcgcttct ttgcgcccca gcgtttgagc aacacgctct ttcatctcgc gggctgcttt
  4225681 attggtgaag gtcacggcag caatatgctt aggctgataa ccacactgac ggatcaggtg
  4225741 ggcaatcttg ttggtaatga ctcgggtttt acccgatccc gcaccggcca gcaccagaca
  4225801 gggtccagtg acaaattcga cggcttcttg ttggctgggg tttaatcgca tgacgctcgg
  4225861 ttgctcaatg ggtttacggg gaagcgaatt gtaccagaaa gccacagatg aaaaaaaact
  4225921 gcctgctttt ttgattggca atacgcacgc agcggcaacc aaaatacgtt acactgacgc
  4225981 gctccgcgag cctatcgaag agactctgcg taaaataacc ctgtcgttaa aataatctga
  4226041 tggtgactgt tactatggca aacaaagctt ctgcactgca tattctggtt gatgatgaaa
  4226101 agcaggcaaa tgacattctg gcccagttga ataacggggc taatttccag gagttagcga
  4226161 aaaagttctc taactgcccg tcaaaacgca acggtggcga tctgggtgag ttcaataaag
  4226221 gggatatggt ccctgcattc gataaagcgg tatttagctg cgaattgctg caaccttatg
  4226281 gcccggtcaa aactcagttt ggatatcaca tcattaaagt gttgtaccgc agctaatcct
  4226341 gaaatacgcc acgctataaa aggtggcgta tttcatgttt atactcgtca tacttcaaac
  4226401 tccatgtgca ttagctgcta tcaataactc gaatcactta cttattaatt gtaaaatgat
  4226461 ctgttagtta ccctacagtt aaccaaacct tatttacttg caataaaatt taggtaatat
  4226521 ggtttagaaa atattttata aaaataaaat ttccttattt atcaaggtgg cttaatggag
  4226581 atattaaata tacctcgccg ttgctttact tttttattaa ttataatcac atatagcttt
  4226641 cctttatctt tcgcagattc taaacctctg aagtatacct ttgaagtgat aagaaaaatt
  4226701 ccgcatgatg aaacatcttt tacgcaaggg cttgtcattg atgacggtaa attatatgaa
  4226761 acgaccggcc tctataaaaa ctctaaaatc agggagttag acttaaccaa tggtaaggtc
  4226821 attaggtcag tgaatttacc agataatatt tttggtgaag ggatcactaa attaggtgat
  4226881 agtttctacg tattaacctg gaaagaaaaa aaagcatttg tcattaaccc taatgatttg
  4226941 aaaattataa aaacattcaa ttatgaagga gaaggatggg ggttaacgac cgatggtatc
  4227001 aatctcatta tgggggatgg gagcgatact ctttattttc gtaacccagc agatttctca
  4227061 attataaaaa aaatatcagt gacctttgat ggccgaagaa ttgaaaaaat taatgagcta
  4227121 gaatggattg atggaatgat ttatgccaac gtatggtata gcgatgctat attagtgatt
  4227181 gaacctgaaa atggtagagt ggttaagtgg attgagttgt cagggctaca attcatgctc
  4227241 gattcagtca accgtaacac taatacactc aatggtattg cttacgataa aagcaaaaat
  4227301 aaaatatacc tcactggaaa aaactggtcc aacatctttg aagtgaaatt tttaacatcc
  4227361 aaatgacttg ctggcattta tcattttcct cttggtcgtc aaacctcttg gccgtcgaca
  4227421 gtatcactct cagagaagct gatgccatcc atcgctagag tacaagattt gagtgaatcg
  4227481 ttgcattaag cttaattttt tatatcaccg ttttattcat ccccttttaa ccataaacct
  4227541 aagataaccc attccaacgc acgctaataa aaaattctgt tataataacc catatttcat
  4227601 taacaatact taacactcca tcatatcttt agtttagaag gtattacgcg ccttaattac
  4227661 agtagaagta ttaatgcaac actcgataag cgttatcata ctcttgtata agacattggt
  4227721 ttttcttggt tttatttaga ggaatataaa tagcaacatt taaaaaatag acttttaaat
  4227781 atatcgaaaa ataataccca agggtatgat tggtaatgaa aataacaata aaacccttat
  4227841 ttaacactct cttaataaca tttaaaaaac aatagctaca attatttaat aaaagcaata
  4227901 tgggaatatt cctacacgac tcggttacct tttcctatgt gaaaccaaca ttagcttcta
  4227961 tatgattgtc tcatgtaata ataattacac agaaaaaaaa catcaaaaca cctttgaaat
  4228021 taaaaggtat tttgagacga ataataaaaa ctgaaaatgt tggaatatat attcactcaa
  4228081 tcaaattccc cattcggatt ttattaaaat ccgaatgggg aattaactcc atttcaatga
  4228141 ttacatcggg gttttaaatg aaaaaaatta ctttagctat cgcgttattc tcggcatcta
  4228201 caacggttgc catgtctgcc agtaataata cgattacgtt ccaaggggaa gtcacagcac
  4228261 aaacctgttc tgttaccgta aacggccttg aagcaaatcc agttgtcttg ttgcctacag
  4228321 tatcaagtag cgatttagac gcttccggcc aaactaaagg caaaacaacc tttacgctag
  4228381 gtgtgtctgg ctgtacatca ggatcagatg atcttgatat caaaactgtt ttcatcggta
  4228441 gcctggttac tgctactggt aatttacaaa atacaggtac cgcagggaac gttgaacttc
  4228501 aattattgaa ggatgccacg acaacaacgg gtatcgacct gaatagtggt ttggcacaag
  4228561 acggtatcgt gttgctagca ggtgatacat ctgcggagca tgattttgct gttcagtatt
  4228621 atgccactgg gcaatcaaca ccagggtctg tcattgcatc tgtacagtat gccgtttctt
  4228681 acttgtaata aatgtattta ttaccgggtg gtatacccac tcggtaaatg acttcagaag
  4228741 gtacgctcat catgcttagt atatatgccc gccactatca ttatctgttt gtaactttat
  4228801 tagtggctat gagtctgtct tttgctaatg ccagtgtcgt gatgacaggg agtcgcatca
  4228861 tatatcctgc ggcggcaagc gagcacagca tacagttaac caataatgac aatttcccta
  4228921 atgctgttca ggtgtggtta gacagtggcg atgaaaaatc gacaccagaa acaggcaaag
  4228981 ccccctttat agtgactcca ccgttctttc gtattgaagc aaattctggc caaacattac
  4229041 ggttaaaata tacgggaagt ggccttccta cagataggga atccgtattt tatcttaact
  4229101 ttttacagat ccctcccgtc aataaagtag agaaagataa caagatgtta gtgctgttgc
  4229161 gtaaccgcat taaagtattt tatcgtcccg agagtattat cggccgtgtt gaccaagtct
  4229221 ctaccgcatt gacttttagt ctacgaaaac aaggaactaa ccttgttttg acaggaaaaa
  4229281 acccaactgg attctatgcc acaattgcca gtggtgaaat cgtgagtggg agcataaaac
  4229341 ttaaagtaaa atcaaatatg atcgcgccta tgtctcaagt tgagtgggtg atcccaaatg
  4229401 catccgtatc ctcgtcagca acgattaact ttctgatcat gaatgatttc ggcgggcaag
  4229461 atgccggtag ctatcgtatt tagcagtaac tttccggtaa aggaatattt atggtgcagg
  4229521 cacgggtcat tctgaaaaaa aatttctcag gccgtaggaa agcattaaca ttatgtataa
  4229581 ctttaatttt acatattgat actgcttttg ggcaggaaga accacaaaat ttcgaatttg
  4229641 atgaatctct ttttttaggg acaaaatatg catcaggttt gacccagctt aataaaaaaa
  4229701 attctataac tgccgggaat tatgatgctg tagatgtttt ggttaataac aaattgttca
  4229761 aacgtatgag cgtgcaattt attaaagatg ccaactcatc tgaggtttat ccctgtctga
  4229821 gcgacgagtt attaaccgcg gctggcgttg aactgggtag agaaaatagc acccctccca
  4229881 aagaacccca tgttaccgag gctaatactc ccataactga aactcacgcc ccaacgaacc
  4229941 aatgtttacc tctgtctacg cgggtaaaag gggcatcctt tcgatttgat caggctaaat
  4230001 tacgtttaga gctttcgatt ccacaggctc tattacaaaa acggcccagg ggctacattg
  4230061 agcgggcgga atggcaggaa ggcgaaaaac tcgcattcat taactacagc gccaacgctt
  4230121 atcgcagtga tactcgcggc cagcaaaaga gaacctctga ttttggtttt attggcctta
  4230181 aaagtgggat caatctggga ttgtggcaag tacgccagca atcgaacgtc cgctacgcca
  4230241 gtaatgatag tggcagcgat acccagtgga atagcatccg cacttatgtg caacgcccga
  4230301 tcccacagtt ggatagccag ttaacgttag gcgaaacttt cactgacagt acattatttg
  4230361 gcagcatgtc gttcctcggt gcgaaaatgg ctaccgacca acgcatgtgg ccagtgtcaa
  4230421 tgcgcggttt ctccccagag gtccggggtg tcgccagtac caacgcacgc gttattattc
  4230481 gtcagaatgg acgtgaaatt tatgagacga acgtcgctcc tggcccgttc gttattaacg
  4230541 atttgttcag caccagtagc caaggcgacc ttaatgttga ggttattgag gccaatggta
  4230601 gccgctcgac atttacggtg ccattcagtg ccgttcctga ttcaatgcgc ccaggcgtta
  4230661 gccgctataa tgcggtgatc ggggaatcac gcgatttcac caatattgat aattatttca
  4230721 ctgacttcac ctatgaacgc ggcctcacca atcaactgac ggccaacagt ggtgtccgtt
  4230781 tagcaaaaga ctacacggca ttacttgccg gtggcgtatt agggacaccg gtcggtgctt
  4230841 tgggcctcaa tgccacctat tctcacgcca aagttgaaaa tgataaaacg caagatggtt
  4230901 ggcggatgca ggccacctat agccagacct ttaatcaaac cggaaccacg ttctctttag
  4230961 ccgggtatcg ttactcaacg aaagggtatc gcgatttaaa tgatgtgttc ggggtgcgtt
  4231021 cgatgcaaaa aaacggggga acgtgggatt catcaaccta taaacagcgt agccaattca
  4231081 ccactactat taatcaagac ctcggtaatt ggggccagtt atacgcctct gcctcaacca
  4231141 gtgattatta taacgatacg gcgagagata cccagttaca gctaggctat tcaaatagtt
  4231201 atcagcaaat cagttacaat ttggctgtca gccgccagcg cagtgtttat acctccactc
  4231261 tgtataactg ggatagccct gataccgacg agacggcaac caccacgcgc tacggtaata
  4231321 ccgagaacat cgcaacattc accgtttcta ttccactgaa tattggtagc aacaaccaat
  4231381 atctatcaat gtcagccagc cgtaatccga aaagcggtaa taactatcaa acatcattat
  4231441 caggcaccgc cggtgagcga aattccttca actatgcatt aaatgcaggc tatgacgaca
  4231501 gcaacttcgg tagtagctca aataattggg gggccaacgt acagaagcaa ttccccaatg
  4231561 ctaccgttaa tggcagctat tctcgtggca ataattacac ccaatatggc gcaggcgctc
  4231621 gtggtgcggc ggtaatacat cgacaaggcg tgactctggg cccttatctg ggtgagacct
  4231681 ttggtttaat tgaagctaat ggtgctcaag gggcaagaat tgatagtaac ggttttgctc
  4231741 tggtgcccgc gctaacgcct tataactaca acacaatagg gctggatacc aaggggatta
  4231801 accgtaacac cgagttgaaa gagaatcagg gccgtgtcgt cccttatgcc ggggcagcgg
  4231861 taaaagtgaa atttgaaaca ctgactggct atgcggtgtt aattcaagcc gaaggtgagg
  4231921 ggttaccact gggtgccgat gtgtataaca gcaaagatga actggttgga atggtaggtc
  4231981 aggggaatca gatctacgca cggatagccg ataacaaagg tacacttgat gtccgttggg
  4232041 gcgaaagcag cggtgatcag tgtcaattac cttatgcttt taatcgccag gataccgagc
  4232101 aagatatcat tcatataacc gcgagttgcc gccgctaacc ctatgagaaa ataatgttaa
  4232161 gaccaacaaa gccattaata tcttccggca tttcgcagtc taccactgcg gtctattgcc
  4232221 gccgcccata ttttcttgct gggatgacat tactgattgg gttatttagc acctccgcat
  4232281 ggtcaaactg cacccgtatt accgcacaaa atcagataag ttccagtgat ggtaccgccg
  4232341 cttcatggtt gggttccaga gacgataata atggttcgct caacttaccc agtattgttg
  4232401 atctcagcac caatgcgaat tttcagcccg atggcacgtt actggcatca gcaacctcag
  4232461 actttacgac ctttgcagtg aataccggtt atgcccttga ccaggtcctc tttcgctgtg
  4232521 atgcggctga tgtggatcag ctctatgaga tgtatgccac taacggtgac agcacttatg
  4232581 gtggcagata tgaagacggc acgattgcag gcaatgtgtc ctatggctat gctactacag
  4232641 tgatgaatgt ggttattcgg tttaccaacc tggcaacggg ggagtattac gctcgtattt
  4232701 ggaaaggccg acgcttaacc gggcttgata ctgacagtag cggacggatt ttagttaaag
  4232761 cgaaaaattt cagtaatgtg tataccgagc tatttcgtat tgattatgcc cgtagtggcg
  4232821 ctaacaatac gccatcttat ctctatggac gtagtcagcc caatgcctat atcgcgttta
  4232881 aagggccagg aattactggc ccgattgagg gtactgactc gtactcaaac tggcccggtt
  4232941 ggtattctac ctggcctgca tcacttggtt tgtacaaata cgtcacattc cgccggacca
  4233001 ctatttgtgc ggtaagcaac tttaccccga cggtcgtgtt acccaggatt tcggtggcag
  4233061 aactgaataa tgggaatacc agctctgctg attttaatgt ggattttcag tgccagaccg
  4233121 ggattaactc tggcgtgacg gctggcacag tggcgatggg atttttagtg ccggcggcca
  4233181 atgcagccaa agctcaggcg ctggggttaa tgaacggcaa cgggggagta agccatttgg
  4233241 tctccgataa ctatggcgct gctggcaccg cgggcggggt gggtattcgc atctaccgta
  4233301 acaatagccc gatgtatcta ctgtcaaaaa acgtaactca gacaggtaac aatggggggt
  4233361 ggtatggtat cttacagggc gcacaagaaa ccacaggcag cgtagatggg gggaacagtt
  4233421 acaccgaaac tttccgtgct gagttaagca aaataagcgg gcaaacagtg accgccggag
  4233481 cagtgaatgc acatgcgcaa gtggttatcc gtgtccaata atataatgct tagccgtatc
  4233541 aaccgtaggc tccgtgggtt gctgctactc atgaccacct gtcgtgtact gactctccct
  4233601 gcgctgacga ttggcgtgct gataatgagt gcgctggcaa cgagtgcagt ggcaagtgtg
  4233661 attgcagaga gaacacgtat tgtcttcagt gaaggcagta cagaagagtc actgcaactg
  4233721 gtgaacagca atagctatcc ggtagcggta caagtttggg tggatgacgg caatttgatg
  4233781 gcgacgcctg ataaggctgt ttcacccata ttggtgttac ctccggtatt ccggttacaa
  4233841 cctcaggcac agcgtagcct gcggttgatc ttatctggtg ggagtaaatt acctgcggat
  4233901 agggaatctg cattctggct aaatatttac gaaatcccgc ctaaggcaac ccccaaatcc
  4233961 ggtgatgaat cttttgttac gctggcccta cggatgcaat ataaagtctt ttaccgccct
  4234021 aaaaacctac ccgcgccagg agatatttta ggcaaggcat taacctttag cctcgagcgt
  4234081 aacggcgaca gtgcgctgat taaggttaac aatccaaccc cttactatgc atccttcgct
  4234141 gctttgacca tcggttcagc cgaaggccct ccggaaatgg tggccccgtt ctctcaatta
  4234201 gattttccac taaaccgagc gccaattagc gacaacaaaa ccgtcaattt tgatttaatt
  4234261 gatgatttag gcaaccgaaa ctcttttagc catgagttga aataaagtgc gctgctggga
  4234321 atggcagttt gggggcgagt agtgcacaga cactggaagc ttattacggt ttgaatataa
  4234381 ctcataattt ctctccttgt tatatacccg tccccctgca agatgcaggg acgttagccg
  4234441 cccttgctca ccccagtcac ttagttgttg accttaaaaa taaataagca cctggggatt
  4234501 aatgagcctc acccctgaga ctcaccctgc gggcagcata aatgctgttc aaatgattcc
  4234561 cgacccattt gttactccgt tgctgcctac ctacatcttg aagtaacttg ggtatagtgt
  4234621 attttccatt ggtttttatt aaatttatat tcagacccca aaaatataaa ccgctctcac
  4234681 acattttcga gagttttatt atctttttta tacatttaat taaataatat ttaaatcaaa
  4234741 gatgggctga taatctcaac cagcactagc accttacaag gatttagtcg ggccgagata
  4234801 gacttttaat ctatttttaa ttaaagtcaa aaatagttat tgagatgaaa ttagcatcaa
  4234861 aattatgagt gaattgttat tttaatgcag ataaatatta acaaaaccac cagaaggcgg
  4234921 tttggattat atattttatt tattttttga aaccgggctt accattttca gctcgccatt
  4234981 tttttactaa ctcaagtatt ccttctggac tatcatctgc accatcttct ggataataaa
  4235041 ttaaatctga tcctgacgga tgctcagtga tttttgtgaa gtgtctcacc catgaactat
  4235101 gcaaagattg actatcagta ttcacctcac aaatatttct aataaactct aaaaattcat
  4235161 gctctgtata atcctcatac ttctctttaa gttccatttt attttcctcc acgtcttgaa
  4235221 tgaatttcaa tgtggcgttt tggcgttgct actcgtaaat tatccacatc ataaactgct
  4235281 ccaccacttt tgatcgaatt aacatgatgg atctcaaatg tatctctccc accaaccttt
  4235341 tctgacaata caggatgtgg ggacaaaccc tttttcatca atgaaacatt gttaggctta
  4235401 aactgaccaa ccaactcagg ttcattcgcc acctcgcgcc aaaaagtcat attataactg
  4235461 aatatttttt actatttaaa taataaccca ccattagtct ggataataaa attagagctg
  4235521 acagtcatat tattaagtgt taactagctg agaaaaaacc tcttttttta tcaaaccagc
  4235581 ctaaatatag cccccttata attctcataa tgaatatatt ttcacattaa tattattata
  4235641 aaataagaaa aacgcccaac aatacactca ttgactggac gttaactgaa gcatattttt
  4235701 tattattcaa tgccgtattt tttgtcggtc acgaatttcg gctctttcca attcgggcct
  4235761 tttaatgtat ggcccttttc atcctcagcc aacttggctt cttttattag cctctgataa
  4235821 gtaaataaaa gttctcggtt agagactata ttaaatcgat atcttacata catcctctca
  4235881 ataccttgat aggctgtatt aggagtaaaa gctaacagaa catcttctac tgtttcattt
  4235941 tgaattatct tttccatgat tgacattatt tactccctaa cgaatttttt aactctgctt
  4236001 tgatatatgc atcttcagct tctgaagtat ataatggctg agttttttca ttaattttaa
  4236061 aatcttccag agttgctgta tgagcatcat tccaaacaga tttatcattg acatcatccg
  4236121 gtattcctag catacgatat cgttctagct ctctgatttc atgagtatag aagcgcttat
  4236181 caatatcggt agcggtgagt ttgtttgtga gaattttctc caacctctcg atcattaatt
  4236241 tattatcctc taattcacca aaacgccttg tatgtagttt tacctcatcc acaccctctc
  4236301 ccctaatttt tatttctttc cagtccagat ttttaatcgg accaccagct ttatctggat
  4236361 taaagtcacg accactatat ttacctttag cagttgtttt accataagga ctattaaggt
  4236421 aaacatacac tggctccagc ccggaatctg ccgggaacca gataatgtaa tcgtggaaat
  4236481 cacgcgcata taactgcggt agtggaagta tagtcggtgt tattaccggt tttatgatca
  4236541 tttcacccgt gtgctgcagg gtggccggcg tgctgcccgg tggggctaat atcgggcggg
  4236601 tttccgctcc cggtggctgt gccggggtaa aaatcagcgt gcggggcggc gtgctgtcgg
  4236661 tagtgaaagt ataaacgccg gttgattcat cgtactgcgc tgcaccaact ttgaccttcg
  4236721 gcaatacacc tgccacgccc gtttttaccg catatatctc cgtgcaacct atccaatctt
  4236781 tagcgtcaat gatccgcatt cgcactggca gagccatttc accctgtgat gccaatgatt
  4236841 ctgtcgcagg taaccccatt gcactcagcg agatactgcc tacaaatttc ggactaacat
  4236901 tccaacccgg tggccgttcg gagctttctc ccactttagt ctggtagatc cccagagcaa
  4236961 tcatcgccgc caccgaacct gatgccgaaa tggtcgctat cgcactgagt tgctcctgtg
  4237021 ccgccagaaa tgaattgtgt aattcggcgg cttccccaac agcactcatt cccgacgctg
  4237081 caaagctgta ttgagctgat cctgacggct gaagcgccgg taacgtgaaa cgattttgcc
  4237141 aggctgaggc ctgttgagca catgatgctt ccgatacttg ctgtttggtg ccttcaactc
  4237201 gctgccgctc ctgctctgct agccgctcat tctccattcg ctggcgcttt gcttctgttg
  4237261 ccgctatctc ttcactgatc ctgcgatcgc gcgcggcctt ttctgctgct tctgcggtta
  4237321 aacgtgcatt ctcaactcgc tgcggctctg tgatttttgc tgtctccaga tcggcattaa
  4237381 cacgctgttg ctgcattaag aggcccattt cttccgtttt taacttggca atagattgat
  4237441 taataacatc tatctctcct tgtttagcct gcgctaattt cctcagcccg tgaacttcgt
  4237501 ggaggtactt aaatttttta ttgccacgta tacgaataag gtgctcacat tgatgccatg
  4237561 cctgcccttc ttcttgcctc agtaacgtca gcgtactttc cagtcagata atatgtgccg
  4237621 ctgtttctgc gacttggcta tccgtcaatg ttttctgtaa cgtcatttcc tctataaata
  4237681 agccaaacgg tttcttctgc actctatttc gttcagccac ttctcgctcg gttttggcta
  4237741 tttcgtatgt gttgtatgcc tcctggcgga gcgaacctaa aaattcaggt tcgtaataaa
  4237801 gcatgggatg tggtcggatt gcttgctgga taagcctatc gcccccgttg gaatacctaa
  4237861 tattcttacc ccaccctggg gtttcggcaa ttctacctta cgtattgcct gctaaggtgc
  4237921 acataaaaaa gccccccttt tttacaggga ggctcaatat aaaatcacaa actaaagtcg
  4237981 gttattagcc cgcaacagca atacgcttca tatctgtcat gtaaccacgc agcttatgac
  4238041 caacggcttc gatcgggtga ttgcgaatgg cttcattcac atcacgcagt tgtgcgttat
  4238101 ctaccgccga accagggata cttttaccca agtcaccggc ttgcagggaa tccataaact
  4238161 tctctttcag caacggcacc gctgcattag caaacaagta gttaccgtat tctgcggtat
  4238221 cagagataac cacgttcatt tcatacagac gcttacgggc gatagtgttg gcaatcaacg
  4238281 gcagctcgtg cagagattcg tagtaagcag actcttcaat aatgccggaa tccaccatgg
  4238341 tttcgaatgc cagctcaact cccgctttta ccatcgcgat catcagtacg ccgtggtcaa
  4238401 aatattcctg ctcagagatc ttgccttcaa actgtggcgc attttcaaaa gccgttctgc
  4238461 cggtctcttc acgccagttc aacaacttaa cgtcatcgtt agcccagtca gccatcatgc
  4238521 cgctggagaa cgcaccagaa ataatgtcgt ccatgtgttt ctggaacaat ggcgccataa
  4238581 tttctttcaa ctgttcagat aatgcatacg cacgcagttt tgctggatta gacaaacggt
  4238641 ccatcatcag cgtgatcccg ccttgtttca gcgcttcggt aatggtttcc cagccgaatt
  4238701 gaatcagttt ttcagcgtaa gcggcatcag taccctctga aaccaacttg tcgaaacata
  4238761 acagtgaacc cgcctgcaac ataccacaca ggatagtttg ctcgcccatc aggtcagatt
  4238821 tcacttcggc aacaaaagaa aattccagta cacccgcacg gtgaccaccg gtggccgcgg
  4238881 cccaggcttt agcaatcgcc atgccttcgc ctttagggtc gttttctgga tgaaccgcaa
  4238941 tcagcgtcgg cacaccaaaa ccacgtttgt actcttcacg aacttcggta ccagggcatt
  4239001 tcggcgcaac catcaccacg gtgatgtctt tacgcacttg ctcacccact tcaacaatgt
  4239061 tgaaaccatg cgagtaaccc agtgctgcgc cctctttcat cagaggctga accgccttaa
  4239121 ccacggcaga gtgctgcttg tctggcgtca ggttaaccac cagatccgcc tgtgggatca
  4239181 actcttcgta agtgcctact ttgaaaccat tttcggtcgc tttacgccat gaagcacgct
  4239241 tctcggcaat cgcttcttta cgcagggcat aagcgacatc caggccggag tcacgcatgt
  4239301 tcaacccttg gttcaggccc tgtgcgccac aaccgacaat caccactttt ttgcctttca
  4239361 ggtagccggc ttcatcggca aattcgtcac gtgccataaa gcgacactta cctaattgcg
  4239421 ccaactgctg acgcaggttc aatgtgttga aatagttagc catggtatta ctccgttcgt
  4239481 gttttatgtg gtgattgcag ccagtaactt tgagtcctgt cagcgccgtt tttgctatag
  4239541 cgaatgacta tttttatggc tgcaaattaa tgttgtgttg tgctttttca catcccctgt
  4239601 ctgagctggg gattcatctt ggattcacta tatgacagga aacacattgc ggaaattgat
  4239661 atattaacaa tgtgatattg cagtttctgc aatacacccg atttcttatg caatacacta
  4239721 catcatctca accaagaggc tgtctgtgat ggatttacgt gacctgaaag tatttctgca
  4239781 tctggctgaa agccgccatt ttgggcgctc ggccaaagct atgcacgtca gtccctctac
  4239841 gctttcccgc cagatccagc ggctggaaga gactatcggc cagcccctgt ttttacgcga
  4239901 taaccgcaca gtgcaattaa ccgatgcggg taaccaatta aaggcgtttg cccaacaaac
  4239961 cctcttacaa tatcaacagt tgctccatgc attgggccag cacggtcctt ccctaagcgg
  4240021 tgaattgcgc ttattttgct ccgttaccgc cgcttacagc cacttgccgc caattttgga
  4240081 ccgctttcgc gcacgccatc cgttggttga aattaaactc accacgggtg atgccgccga
  4240141 tgcagtcaat aaagtgcaat ccaatgaggc tgatttgggg atcgccggcc gccctgaagt
  4240201 gctccccacc agcgtggcct ttacccagat tggtgaaatc ccattagtat tgattgcccc
  4240261 tgcactgccg tgtgcggtgc gttcgcaagt ggcggttgaa aaaccggatt gggcgatgat
  4240321 cccgtttatc ttgccggaac acgggccgtc acgaaaacgt atcgatttat ggttccgtcg
  4240381 ccagcgtata actaacccat tgatttatgc cacggtgtcc ggccatgaag cgattgtttc
  4240441 catggtggca ttgggttgcg gtgtcgccct gatcccgtcg gtagtggtgg ataacagccc
  4240501 ggagccagtc cgtaaccgta tttctctgct agatgatgtc tcgttagtcg agccatttga
  4240561 gttgggggtt tgtgtaccga aaaaacggct ccaagagccg ttgattgatg cattttgggg
  4240621 attgttataa tccttggtgt ctcaatagca taaatatcag tgacaccatt gataataata
  4240681 ttgattaagc ggcaataaca cggcctattg aataacagct aatcattgca atgctacctg
  4240741 taacattact ttgaatagca ccgagcatgc taacttgttc agaaacttgg cttgagaagt
  4240801 tattcattgc cgatgtcaat aaactgatat catcccctat atacccaaca gtaccttcta
  4240861 tcgtttcttt agctacagca ccattatctt ccatagatac actccattaa tttattattt
  4240921 atgaatgagg tttacattta aacactcaat aagtagccac ttaataatga ccacgcatca
  4240981 ataataacga atttcatttt aaaatcgtat aacataataa attaatagaa ggttaaattt
  4241041 aatatgacta gatatgacag catacatcct aaataattcc agtgtaggga aaattggcta
  4241101 tgtagtccct ccggtttata gtatcactgc ctagagaaaa accgccacaa aggcacctta
  4241161 ggcagatgtt ggtatatgga tagggcaacc ctattcatca taatttaggc ggtgttaacc
  4241221 ggataagcgt gtcaataata agcttatccg gcttatgtca ttattagcac aaaattgtga
  4241281 gagcgttcag aattctgtgt cacgttaaaa aatcattacc acataatccc cgaatcgctt
  4241341 acccccttcc tacaacccaa gtgatctagg catacacgtt tgtaggaaaa ttttgaatat
  4241401 tctataaatg aagggattac tcttgcattg gaacgctgta aatagaaaac tgcacggtct
  4241461 ttataacaat tatcccgcga gtggcctgcg gcctgataag ggatattgga agccgttaac
  4241521 aacataaaag gaatttatat tatgttagaa accaccaaat caacggtaca ggcgttatat
  4241581 tttccctgta ctgtatttaa aacccaaaaa cgtatggatg attacggtgc cgatgatatg
  4241641 cggtgtggtg atctaagcgc aacacagtta aacacagatt ttaatctgca taatatttca
  4241701 agcaaggtta acccgtacac gctaacgttg ttccaacagc taaagcccat gccttatggt
  4241761 tatgcttatg ataaaaatcc tgagagcaaa aagataacac ggcaggaatg tgtcaggatc
  4241821 ctctttaatg aatttcgcca cgaatcacga agttttgctt tttatggccc atataaacac
  4241881 ctgatcgaaa aaatgatcga ccatatgcag aatggcaacg gcacaccgtt tcgggatctg
  4241941 tctttagatg ccgcattgaa agagcaaata ctgagtgatt acacagaaaa aaacagtacg
  4242001 cgcctgctgt tgagaaaagt cctaaatgaa aatatagact ggagaaataa gctgtatcca
  4242061 gcagaaaaaa aagatgacat aagaaaattt attcttgatg gtagacttcc aaaattcgat
  4242121 agatttcagg ataactttaa tggaatgggg atcaccgttc acgatacctg ggccacggat
  4242181 atcacgataa aatcattgca gatcgacaat gaccgttatc gcgcgatggt gcattacaaa
  4242241 atacaggatc acttcgggct ggataataat gatattaaga ataccaagtt taaccggttt
  4242301 catttcttcc gcatatggtt tgtcctccaa cgattcaacc agtttggttt caagccattt
  4242361 atgactaata tggaagccac aatagagatt accgggggcc gtaatgaaag caaaaagtaa
  4242421 aaagactctc tatgcactat tactgattgg cagcgttcta ctgggttatt tcttctggtt
  4242481 atcgctgcgc ccggtggaaa ttgtcgctgt tcataaggac aggaatttta gtgctgtttt
  4242541 agtgagagat tttccggtta ctgacaaagg taaaataaat tggtggttag aaaataaaag
  4242601 tagattaaaa gacaaacaca atattcctaa ccctgcccct gatggctttt tttctatcac
  4242661 tatttgggat tttggtgacg gctataaaga ggaaggaaaa tacgatagac gatgttttga
  4242721 ggatatgaaa accagtaaga attgtataga taaaaattca cttatgatta taagaaatag
  4242781 ccaatataac gtaatgtctt ttactttgga cagtggcata tatcagttaa aaaatggcga
  4242841 aatcgttaaa atgaaacacg aataaaattt cgcctcttat gtagtttagc ctcaagcatt
  4242901 tatgaccaat atggaagcca caattgagat taccgggggc cgtaatgaaa gcaaaaagta
  4242961 aaaaaatcat ctgcgcgcta ttactgcttg gcagcatttt actgggttat ttcttctggt
  4243021 tatcgttgcg cccggtggaa attgtcgcta ttcataagga cgggaatttt agtgctgttt
  4243081 tagtgagaga ttttccggtt actgacaaag gtaaaataaa ttggtggtta gaaaataaaa
  4243141 gtagattaaa agacaaatac aatattccta accctgcccc tgatggcttt ttttctatca
  4243201 ctatttggga ttttggtgac ggctataaag aggaaggaaa atacgataga cgatgttttg
  4243261 aggatatgaa aaccagtaag aattgtatag ataaaaattc acttatgatt ataagaaata
  4243321 gccaatataa cgtaatgtct tttactttgg acagtggcat atatcagtta aaaaatggcg
  4243381 aaatcgttaa aatgaaacgc gaataaaatt tcgcctctta tgtagtttag cctcaagcat
  4243441 ttatgaccaa tatggaagcc acaattgaga ttaccggggg ccgtaatgaa agcaaaaagt
  4243501 aaaaaaatca tctgcgcgct attactgctt ggcagcattt tactgggtta tttcttctgg
  4243561 ttatcacggc atccggttga aatcatctcc gttcatcaga gaaataatta tagtgatatt
  4243621 ttagtaagaa acttcccttt cactgagaaa gggaaaataa actggtggct agaaaacagg
  4243681 gatatgctga aagccaaata tagcattcca aaacctgcat cagatggttt ttacactatc
  4243741 atattttggg attttggtga cggttataaa gaggaaggaa agtacgacag actgtgtttt
  4243801 agcgatatga atacgaccaa aaattgtatc gagaaagaaa aatatatgac tatttacaag
  4243861 ataaaaaatg atgaaccatt gttctccttt gatggaaata gatatttttt aaacgaaaac
  4243921 aataaaattg ttaaaatgaa acgcgaataa aatttcatct cttatataat ttgatcatct
  4243981 gaacagcaga agtgatatac ccgtcagacg ccaagctgca tatgtgctaa ttgctttcgt
  4244041 tcacctctgc agcttaaagt acgacgggta tgcatcgcga ttaacccgct aaaaagaact
  4244101 taaacgccgg gttatccgtt tcatcgtggc aatagtagcc cagagccgct aagcgctctt
  4244161 caaattgcgg ttcggtagcc gacaactcaa atgccgccaa tacccggcca aaatctgtgc
  4244221 catggctgcg gtagtggaac agagaaatat tccagtgagt gcccaacgta tgcaggaatt
  4244281 tcagcaaagc gcctggtgac tcggggaatt caaagctgaa caggcgctca cgcagtggtt
  4244341 tcgagggccg cccaccaacc atataacgca catgcagttt cgccatttcg tcatcagata
  4244401 aatcgaccac ctgataacct ttgtcctgca attcagcaag aatttcaacc cgctcagcat
  4244461 aaccacgagt caaacgtacc ccaacaaaaa tgcaggcgtt ttcagcatcg gcgtaacggt
  4244521 agttaaattc cgttaccgaa cggccaccca gtaattcaca gaaacgcagg aaactgccct
  4244581 tttgctctgg aatagtcacc gccagcaggg cttcacgctg ctcacctaac tcgcaacgct
  4244641 ctgacacata acgcaaacca tggaagttca cgtttgcacc agaaagcaca tgtgccagac
  4244701 gctcgccctg aatattatgc tgctgcacat attttttcag gcccgccaat gccaacgcac
  4244761 cagaaggctc agcaatggcg cgaacatcct caaacagatc tttgactgcg gcacagatag
  4244821 catcactgtc aacggtgatc acatcgtcca gatattcctg acacaggcgg aaaggctcgt
  4244881 caccgatacg cttaactgcc acgccctcgg caaacagccc gacacgcgcc aaatcgaccg
  4244941 gctgccccgc atccagcgcg gcccgcaaac aggcagaatc ctcggcttca acaccaatca
  4245001 ctttaatctg tggcatcaat tgcttgataa gcaccgccac accggccacc agcccaccgc
  4245061 cgcccactgg gacaaaaacc cgatcaagat gggcatcttg ttgcagtaac tccatcgcca
  4245121 gcgtcccctg cccggcaatc accgccggat ggtcaaacgg tggcacaaag gtgtagccct
  4245181 gctcttgagc aagcgcgata gctttggttt tggcttcatc aaaattagcg ccaaacagca
  4245241 gcacctcgcc gccaaaagca cgtaccgcat caactttaat atctgcagta gcaacgggca
  4245301 tgacgatcag cgctttaatc cccattttat gggcagaaag cgccacgcct tgagcatggt
  4245361 tacccgcaga agccgtgacg acgccacagg ctttctgctc ttccgtcagg ctggagatca
  4245421 tcgcgtaagc accgcgcaac ttaaagctgt gtaccggctg ccgatcttca cgcttcacta
  4245481 aaacggtatt acccacgcgc gaggagattt tctccatcac ttgtaacggg gtgacttgcg
  4245541 ccacctcata caccggcgca cgtaatatcg cccgcagata ttctgccccg cagggggcag
  4245601 cagataaggg ttgcgaaact gccatgggtg ttagcctccc agcttacttt tatcgcgcac
  4245661 cgcgccttta tcagcgctgg ttgctaacat cgcgtaagcg cgtaaggcat aagagacctg
  4245721 gcgctcacgg cccttcggtg accaggccgc atcaccatgc gcttcttcag tttcacggcg
  4245781 agcagccagt tcagcttcgc taacatccaa gacaatgcca cggttcggaa tatcgatatt
  4245841 gatgaaatcg ccatcttgta ccaaaccaat caacccacca ctggcggctt ctggagacac
  4245901 atggccgata gacaaaccgg atgtcccgcc agagaaacgg ccatcggtca gtaaggcaca
  4245961 actcttgccc aaccccatgg atttcagata agtggtcgga tagagcattt cctgcatacc
  4246021 cggcccccct tttggccctt cataacggat aacaaccaca tcacccgcca caactttacc
  4246081 accgaggatc gcctctaccg cctcatcctg gctctcaaat actttcgccg ggccacggaa
  4246141 cgtcaggctg tctttatcaa cacccgcagt tttaacaata cagccgtctg ccgcaatatt
  4246201 gccgtacaac accgctaaac caccatcctg gctgtaggca tgttcacggg tacggataca
  4246261 accctcttcg cgatcggtat ccagtgacgg ataacggcaa tcctgtgaga acgctttagt
  4246321 ggtgcgaata ccggctgggc ctgcggcgta catctgcttc acgccttcat cctgagtcag
  4246381 catcacgtca taggcttcca gcgtttgtgt cagattcagc cccaacacgt tactgacatc
  4246441 gcggttaagc aaaccagcgc gatccaactc acctaaaata ccaatgaccc cccccgcacg
  4246501 gtgcacatct tccatgtggt atttctgagt actcggggcc actttgcaca aatgtgggac
  4246561 tttacgggac aggtgatcga tatcggtcat gctgaaatca atttcacctt cctgcgccgc
  4246621 cgccagcaaa tgcaatacgg tattcgtgga accgcccatg gcgatatcca atatcatggc
  4246681 gttttcaaag gccgctttat tcgcgatgtt gcgtggcaag gcgctgacgt catcttgttc
  4246741 ataataacgt ttggtcaagg caacaatgtg tttacccgca tccaagaaca gttgcttacg
  4246801 gtcagcgtgg gttgccaaca atgaaccgtt acccggcaac gccagaccca gcgcttcatt
  4246861 caggcagttc atcgagttag ccgtaaacat accggagcaa gaaccacagg tcgggcaagc
  4246921 agaacgctca atctgggcgc tctcttcatc gctcacatta ggattcgcac cctgaatcat
  4246981 ggcatcgatc aaatccagct tgatgatttt atctgacagc ttggtcttac cggcttccat
  4247041 cgggccacca gacacaaaga tcaccggaat attcaggcgc agagacgcca tcagcatccc
  4247101 tggggtaatt ttgtcacagt tagagataca caccatggca tccgcacagt gggcgttaac
  4247161 catgtactca acggagtcgg cgatcaattc acgcgatggc agagagtaga gcatgccacc
  4247221 gtggcccatc gcgataccat catccaccgc aatggtgttg aactctttag ccacaccgcc
  4247281 agaagctaca atttgctccg caaccagctt gcctaaatcg cgcaaatgta cgtggcccgg
  4247341 tacaaattgg gtaaaggagt taacgactgc aataatcggt ttgccgaagt catcatcggt
  4247401 cataccggtt gcgcgccaca gtgcgcgggc gccggccata ttgcggccat gggtggtggt
  4247461 atgggaacgg tacttaggca ttgtctcttc actccgcgtt tttattttgc aaatcaatgt
  4247521 ctgtcgcaaa tagattgtgt gtcacaaata aattgtgtgt cgcaaataaa ttgtctgtcg
  4247581 taaataaatt gtctgtcgca aatagatcgc gtgtcgtaaa taaattgtgt gttgcaaata
  4247641 gatcgcgtgt tgcaaatgtc ttatgcattg caggtagcga acgaaccacc tactgataat
  4247701 ttcagttata cccaaagaac ctgaagttgc agcccgcgag caagcgaatg gcacagctaa
  4247761 caccgctgca acgacaaata cgcagggtat tttatggatt aacctgatcc agccagcccc
  4247821 atttgtcctc ggtttcaccg gtaaacaagc cgaagaacgc ttgttgaatt ttggctgtga
  4247881 ccgggccgcg cttgccaata ccaacctgaa taccatccac gctgcgtact ggggtaattt
  4247941 ccgctgcagt accggacata aacacttcat cggccagata cagagactca cgtgacaaca
  4248001 cttgctcacg cacttccagc cccatatctt tcgccagctt gataatggca tcacgggtga
  4248061 tacccggcag ggcagacgag gtaaatggtg gtgtgaacag gatgccatct ttcacttcga
  4248121 acaggttctc accggcacct tcagacaggt aaccatgaac atccagcgca atcccttcct
  4248181 gatagccgtg gcgacgtgct tcactgccca ccagcaagga tgaaaggtag ttaccgcctg
  4248241 ctttcgccgc cgttgggatg gtattgggtg caacacggtt ccatgatgac accatagcat
  4248301 caatgccttg ctccaaggct tctgcaccca gataagcacc ccatgggaaa gcggcaatga
  4248361 tcacgtcagt gttataaccc tccggtggat tcacgcccat gccgacatca ccaataaaga
  4248421 ctaacgggcg aatataagca ctggtcagat tatttttgcg cagcgtggca cggcaagctt
  4248481 ccatcagttc atccactgac tgggagacgg gcatacgata aattttggcg gaatcatgca
  4248541 aacgctgcat atgctcacgg tgacggaaaa ctaccggccc tttatgggat tcgtagcaac
  4248601 ggacaccttc gaagactgac gttccgtagt gtaacgcgtg agacatcaca tgaactttag
  4248661 cttctgccca tggaaccatt tcgccgttaa accaaatgta atccgctttc ttcgtcattc
  4248721 ttttctttcc ttctggcgca tcaggcgcgt atctgtaatg tattaggttg taggatctcg
  4248781 acacaggcga catccatcag cttactcaac tgagaagaca gcagatcgac agggcgctgg
  4248841 ctggcaacgg tcaattctat attaacattc ccagcatcaa tcattggtga catattcata
  4248901 gcacagacct gaaagccacg gtgccgcaca acgcgcaaga cacgctctaa catttcaggg
  4248961 cggaagcggg cttggatcga gagttgatgt tgtatcatga gattttctcc agcatggttt
  4249021 cattacctgc gcctggcggc actaacggcc aaacgttctc gagttcgtca atggaaacct
  4249081 ggagcagata agggccttcg ctattaaaca gcgcatccag agcggcatcg acttggtctt
  4249141 tacgggtgat acgttggccg gggatatcaa aagcgctggc cagagtgata aaatcggggt
  4249201 tatcagaaag attggtctcg ctataacgtc catcgaagaa caattgctgc cactgccgaa
  4249261 ccatccccaa ccgctggtta tccaataaaa cgattttcag cggcaactgt tttcgtttta
  4249321 tcgtgcccaa ttcctgcaca ttcatcataa aggagccatc gccagagaca cagataacca
  4249381 tatcatcagg gcgggccatc tgagcaccta ccgcagcggg cactccgaag cccatggtcc
  4249441 ccaacccgct ggaagtgatg aaattctccg ggcgggtaaa gttcatatgc tgtgccgtcc
  4249501 acatctggtg ctggcccaca tccgtggtca ctaccgtttc aggggctttg cgctccgaga
  4249561 tctgcttcag taataacggc gcataaatcg cctgaccagg gtggtcataa cgccagtgat
  4249621 gttgctgttt cagcgccatc acttcatcac gccacgactg aatatttaac ggctgttgta
  4249681 aggccggcaa caacacgttt aaattgccct gcaatgccac atgaacctga cgcaatttgc
  4249741 ccagctcagc cgggtcaata tccatatgaa taacttttgc tttcgatgcg aacgtattca
  4249801 acttaccggt tacgcggtca tcaaaccgtg cgccaaccgc taccaataaa tcacaatcct
  4249861 gtacggcaaa attcgccgct ttagtaccgt gcatacccag catacccaga taacaagggt
  4249921 gcgcgatatc tggtgcaccc agccctttca gggtggcgac cgccgggatc cccgtcatgg
  4249981 cgataaaatc acgtaaggca ggtaccgcct gcgccatgcc gacaccaccg ccaacataca
  4250041 gcatcggttt ctgtgcgttc gccagcatat cccaagcgtg ttgtaactca gcggcagaat
  4250101 caacggaatg ctcttcaact ggcttcaagt gtggcgttaa ctcccccacc gccaactgga
  4250161 tatctttggg aatatcgatt aacaccggcc cagggcggcc actggtggca atggcaaacg
  4250221 cttcagccat gatctctggc agcgcatcca atgactcaac caagaaactg tgcttggtgc
  4250281 aggccagtga tagccccagc acatcgatct cctgaaaggc atcggtaccg attaaggccg
  4250341 accctacctg accggtgata gctatcaccg gcacagagtc cagtaaagcg tcagccagac
  4250401 cggtgatcag gttagtcgct ccgggaccag aagtggcgat acacacccca actttgccgg
  4250461 ttgcacgtgc ataaccgata gcagcaatgg cagcaccttg ctcatggcgg cagagtaaat
  4250521 gttcaacacc accatcatac aacgcatcat agacaggcat gatcgccccg cccggatagc
  4250581 caaataccgt atcaacgccc tgcgcacgca acgcttggac cacccactga gcaccattca
  4250641 tagttatttc cccgaccttt ttcgagagga acaggatttt attctgctgt gcattttatg
  4250701 ctcctcgcgt cctttagcgt gccaataaaa aacccccgga cctttcggtg cgggggttct
  4250761 cttgagatta aggcttgatt tttatgcctt tcttcgtcca agtgcagccc cgcacggtgg
  4250821 gataataatc accaccacgc taattaggac taggttaatc acttggagaa ttgctttcat
  4250881 aattaggttg ttcatctatc tagtgtcgaa cgaatgccta cagagttatc acagttattg
  4250941 gttatctgac aatatttatt taacttatta ttttgtgagc atacagacca aatgctataa
  4251001 acattttaat tatcaatcag taaaacccac accgccgctt gacctttttt tgcatacctc
  4251061 atcgcagttt ttaattttga ttcactcatt gcaacgaaat ttctcgtgag ctttcgcaaa
  4251121 ctgaatattt ttttgtgtac tgaagggaag catgcggcac cctatttagg ttctcattta
  4251181 tcgccacact gagcacatca aaataaaaac atcccacgga gcagtatcgt gcgtcaggac
  4251241 gcatgacggc aaaggaaagc ataatgtcac tggcaaccat tcatactcgc gcaacattgg
  4251301 gcattcaagc ccctcctgtc gcggtagaag ttcatatcag caatggatta cccggattga
  4251361 tattggtcgg cttacctgaa acaacggtca aagaagcacg ggatcgggtt cgtagcgcat
  4251421 taattaacag cggttttaat tttcccgcca agcggatcac cgtcagcctg gcaccggcag
  4251481 atttacccaa agaaggcggg cgctatgatc tccccattgc tttagccatc ttggccgcct
  4251541 cagagcagat ccctgcggat aagttagcgc actatgagtt cttgggtgaa ttagccctat
  4251601 ccggcgcgtt aaggcgcgtt agcggcgcaa ttccagcagc actcacctgt agcgaagcta
  4251661 accgtcagtt aatccttccc accgctaatg gtcttgaaat tggtctaatc ccacaaggca
  4251721 actcctgggt cgcagaccat ttattagcgg tatgcggttt cttacaaggt gaaaaccccc
  4251781 tcgcacaggg ccagcccttc gaaccggccc cttcaccgga taaccacctt gatttacacg
  4251841 acatcattgg tcaatcgcag gctaaacgtg cgttagaaat cgcggcggca ggtggtcata
  4251901 acctgctgtt actcgggcca ccaggtaccg gtaaaacgat gctggcaacc cgcctaaccg
  4251961 ggttattgcc tccgctgacc gatcaggagg cgttagaagc agcggcgatc accgggttgc
  4252021 tgcatagcaa cgcactgcca acacaatggc gttgccgggc ctttcgtgcc ccacaccata
  4252081 gcgcatcgat ggcagcgctg attggcggcg gctccatccc ccgccccggt gagatatcac
  4252141 tggcccataa cggtgtgtta tttctcgatg aactgcctga atttgaacgc cgggtactgg
  4252201 attcactgcg cgaaccgttg gaatctggcg aaattattat ctcccgcgcg gcagccaaaa
  4252261 tctgttttcc agccaaagtg caacttatcg cggcgatgaa ccctagcccc agcggccact
  4252321 accaaggcgt tcataaccgc acaccgccac agcaaatttt gcgctatctg gccaagttgt
  4252381 ccgggccatt tctcgataga ttcgatttat cgatagaagt gccattactg ccagccggta
  4252441 tgctgggtgc gcagaaaaat cagggggaga gtagcgctac agtcaagcag cgagtgttac
  4252501 aggccagaca aaggcaaatg gaccgggcgg ggaagatcaa tacgcagctc actagccaag
  4252561 aggtagcaga gttttgttat ttagcacctg aggatgccgc gtttctcgag caggttttac
  4252621 tgacactcgg cctgtcagta cgtgcctggc accatatttt gaaagtggcg cgaaccattg
  4252681 ccgatttagc gcaagaaaag accatccaaa aaagtcatct ttcagaggcg ctgagctatc
  4252741 gctgtatgga tcgcctgcta ttgcagttgc acaaaagcct gatgtaacaa agggggccaa
  4252801 agccccctaa tactcaacta accaccgata ggtaaacgaa tcccgatgag cttacaccag
  4252861 taagtgattc gggtgagtgc acgcagctaa catctttaca acctcaagta cacagggttt
  4252921 acccaaagta attggagttg caggtaggca gccagtaaac gaatcccgat gagcttacat
  4252981 cagtaagtga ttcgggtgag tgcacgcagc taacaaccct gcagcttcaa gtacgcaggg
  4253041 agattaatcg tcgctatcgg tataatcctc cacagcatcc atctgtggct taccgccaga
  4253101 cagggtatgg aaacgtttag gctgacgagt ccggatcaca tatttagacc agaccttctc
  4253161 ctcggcactg accggttcac gctcgccacg gcaaacagca acgaaccgtt gctcttcttc
  4253221 cgttactggc tcacgtttac ctgagtcaag ctcattgaaa gcgtagccat ggcgctctag
  4253281 taattgcgcc tctttaatgg tgaaatcgcc gtgacgcgag aacccgcgag gataatgttt
  4253341 attatcaaaa aaacgattgg tcgtgatgaa gctatccgcc atctgacacg ctcctaattc
  4253401 tctcatggtc gtgctgttta tggcgcggag tattagatag gcttgacagc gtgtaaaaca
  4253461 aaacatttaa atcctaacga taaaaaaaat tggagatggt gtggataccg aattactgaa
  4253521 aaccttttta gaggtcagta gaactcgtca ctttggtcgc gcagctgaat ctctgtactt
  4253581 aacacagtcg gcggtaagtt tccgtatccg tcagttggaa aatcaattag gtgcaaactt
  4253641 attcactcgg catcgtaata atattcgtct cactcctgcg ggtgaacggc tggttccgta
  4253701 cgcagaaatg ctgctgaaca cttggcgatt agccaaaaaa gaagtcatac attcgctaca
  4253761 acacactgag ttatccatag gtgcaaccgc atccctttgg gaggcgtacc tcactccatg
  4253821 gttgcaacag ttatatgaac aacaagagga actacgcctt gaagcacgca ttgcgctgag
  4253881 aaactcactg gtgaagcagt tgcacgaacg gcaactggac ttgttgatca cgacagaacc
  4253941 gcccaaaatg gatgaactgg cctgcctgct attaggccat ttttcactgc ggctttattc
  4254001 gtcgttctcc cttgatttac caaaagaaga tgacaccccg aacgagcata aaaatgcaag
  4254061 tgaagtgcct tatatcaaac ttgaatgggg ggctgatttc catcagcagg aaaaccgttt
  4254121 acttgatagt gagcaggcgc caatcctcac aacgacctct gcccatttaa cccgccagtt
  4254181 gcttgaaacg actggcggtt gcgcttttct gcctgaacat tggcaaaaag aatacccaca
  4254241 gcttgtcatt catcctgaca ttccaccgat cgtgcggcca ctgtatgccg tttggctaca
  4254301 aaacagtgac cagcaagcat tgatcagaca actcttaaaa acccccatga ataacgcgac
  4254361 ccagagcgtt acacgggagt aagtggcgat gactgagggc gtgatctgcg gttgagataa
  4254421 aaagcgctca tcgctttctg aatcacgata aagctaaaga gcaaaatacc aatcacaatt
  4254481 ttggtccacc acgagctgag tgtaccgtcg aaagtaatat aactctgtat caggccctga
  4254541 attaacacac cgaacaacgt accgaatacc gtaccgatac cgcccgccag taatgtgcca
  4254601 ccaatgacaa ccgcagcaat agcatctaac tcaacaccac tggccgccaa cgcataaccc
  4254661 gcagacgtgt agagagagaa aacaatgcct gataatgcgg ccaatgtact ggatagcata
  4254721 taaattttaa tggtcgttct cctgaccggg acacccatca accccgcaga aacactatta
  4254781 ccgccaatcg cataaacgtt atgaccaaaa cgagtgtgat gagccaaaag gatgccaaaa
  4254841 gctacaacca tcagcataat aaatgctaac aaggtaaatc gcccaccccc aggaacacgc
  4254901 caggcataat tagccaacgt ttcatatatc gggtggttaa tcggcagcga ctcttcagaa
  4254961 acgataaaac tcataccacg gataaaaaac atccctgcaa gagtaatgat aaacgctgga
  4255021 agtttcaggg aatcaataat ccaccccatc aacgcaccaa acattgcgcc cataactaag
  4255081 acgatagcaa aggcatagac tggatgaata ccataggtac caattaactt agccagcagc
  4255141 acaccagtaa aggcaataac cgagccgaca gataaatcga tcccccccga taaaataacg
  4255201 aaagtcatgc cgacagcaac aatgccaaga aaagcattat cagtcagtaa atcacaccat
  4255261 actcgagagg aggagaaact gggaaattga ctcagacaga aagcatatcc cagaataaaa
  4255321 acggcgatag taatcagcaa gggaacatta cgctttaaca ttattttcgc ctctggaaga
  4255381 gatggcttaa tgagatcatc ggggattgca caactaatac ggccagcaca acaatggctt
  4255441 taagcaccaa attaaactcc ggctgataac cagaaagtaa aatcccagta ttcataccct
  4255501 gaataattaa agcgccaata acggaaagta gtagattaaa acgtccgccc atcaacgatg
  4255561 caccaccgat aactaccgcc aatatcgcgt ccaactccag ccataagccc gcattgttcg
  4255621 catcagcacc acgaatatca gcggtcacaa taatacccgc caccgcagcg cacacaccgc
  4255681 aaatcacata aacggcaatc agcactaaac gggtactcac acctgcattc cgagcagatc
  4255741 gtaagttgat accgactgac tcaatgaaca acccaagcgc cgttttacgg gttagcaacc
  4255801 acaccagaat taacatgcta catgcaataa ccactgacat gggtaaatac atcagcgtac
  4255861 tgctaccaag cgttgccaaa ccgccactat caaaagtaac aatctggcct tcagtaataa
  4255921 gctgagcgat tccgcgcccg gcgaccatca acattagcgt ggcaactatt ggctggattt
  4255981 gtaataccgc cactaagaaa ccattccaca aaccacatag cgccccgaca gcgagtgaca
  4256041 gcgctagcac cgtcatgaac gggtatcccg cactggtcaa cgtcgcggca gtcgctccag
  4256101 cgatagccat gaccgcaccg accgataaat caatgccacc cgtcgcaatg actaatgtca
  4256161 ttcccagcgc caataaagca acgggggcgc cgcggtttaa aatatcaata atactgccaa
  4256221 acagccggcc atcctgaata tggatagaga agaaatgcgg tgcgaccaga ctatcaatca
  4256281 ataaaataac tgccagtgca ccaaattgtg tcgcgccttt cggcaaaacc cattttactt
  4256341 tgcgcggtcg ttgtgtcatt gacaggctcc tgtttcccat gaaaccactc cttattgcac
  4256401 cgcgatcgcc tgcataatgg caggaacgga aatttcatcg tggtcgagtt gagcaacatg
  4256461 ccgacgatca cgaagaacga tgatccgatc agcgtaaccc gccaattctt ctaattcgga
  4256521 agagataatt aacagcgcca acccttcatc acacaacttt tcgatcaacc gaataatttc
  4256581 ggcgtgagca cctacatcga taccacgagt cggttcatct aaaattaaaa atcggggttt
  4256641 cgtggcaagc cagcgggcaa gtaatacttt ttgttggttt ccaccggaga gatattgaat
  4256701 ttgctgttca gggcttgggg tacgaatacc cagttgctgg ataaaatcgt ctgcaatttg
  4256761 tgtctgctca cgcatagaaa ggggcctcag ccacccacgc tgcgcttgta aggctaaaat
  4256821 gatgttttcc cttacggttg ccgcaccaac aataccctct gttttgcgat cttctgggca
  4256881 gtagccaaaa ccaaattttg atgccttacg tggtgttcta attttaaccg gtttgccttg
  4256941 tattttggct tcccccgtat caggtgtcgt tatgccaaaa attagctgtg ctgtttcagt
  4257001 ccgtcctgaa cctaataacc cggccaaccc gacaatttca ccgggagata cagacaaatc
  4257061 aaaattctct accacacccc gtcggccata gtttttaaac tcaaccaatg gattcttatt
  4257121 cgtaatactg tgttcaccac gtttcagtaa ttgttcatca aaactatgcc ccagcatcat
  4257181 ttgcactagc tcaatccggg gaagttctgc cacagttttg gtaccgacga gcttgccatt
  4257241 tcgcaaaact gtaatgcgat cactgattcg ataaacctga tcgagaaaat gggtcacaaa
  4257301 aaccataccg ataccctggt cccgtagctg gcacaagata tccagtaaca tactgacttc
  4257361 tttagcatct aaacttgctg taggctcatc cagaatcagc accttcgcgg aaaggtcaac
  4257421 ggcgcgggcg attgctacaa tctgttgtat tgcaatagag aaattagcca aaggctgctg
  4257481 aacatctaac gttaaaccat aacccgtcag caattttgct gcttgctggt tcattttatt
  4257541 gtgatcaatt agcccccaac gtagcggctc acggccaata aataaattcg cagcaacaga
  4257601 tatgttcggc agtaagttga cctcttgata gacagtacca atccccatga gttgggcatc
  4257661 tgcggtatca atggggcaca cagccttgcc gtccaacagc acctcaccag cggatcgttt
  4257721 ataaaccccg gttaatgctt ttattaatgt cgattttcct gcgccattct ctcctaataa
  4257781 cgcaacaacc tcaccgcgtt gcagagaaaa atctacggag tccaatgcct taacaccagg
  4257841 aaactcaaca gataagccac ggacttctaa caatatttcc atcagatgta cccacgttca
  4257901 aaaacaactc agatattgac ccaatacagg tgataaaagc aggcgggggc aagccccgcc
  4257961 atctgaatca ataaccaaga cttttcttca actcatattc ctgtttagcc gtgtctggct
  4258021 ggagcaggcg ggactctgtc tgaatgaatt taggtggctg ggtaccgtct ttcttgagca
  4258081 caattaatgc atctaaagca gggccggcca tattaggcgt taattcaacg gtcgcgtttg
  4258141 cttcgccact actcattgct ttgaagatat caggaacacc atcaatggaa acgattttaa
  4258201 tatctgaacc cggttttaaa cctgcttctt taattgcctg aatagctcca atcgccatat
  4258261 cgtcattgtg cgcatagacc gcgcaaatat ttttaccgtt ttgctccgct ttaatgaagc
  4258321 tttccatgac ttctttgcct ttactgcgcg tgaaatcccc tgactgagag cggattatct
  4258381 tcacgccagg tgccgaagct atcccgtcag caaagccttt cttacggtta attgccacac
  4258441 ttgagccaac cgtgccttgt aactcaacaa cattacaggg tttgcctgct acatcttgca
  4258501 atagccactc acccgcaact ttcccctcat atacactgtc agaggcaaca gccgccgtat
  4258561 acaaagaagg atcattcacc tcaatcatac ggtcgagcag gaatacaggt atcttggctt
  4258621 ctttcgcttc ctgtaagact ggcgtccaac cggtagccac tacaggtgcg ataaagatcg
  4258681 catcaacacc ttgagcaata aaagatctca cagcttttat ttggttctct tgtttttgtt
  4258741 gagcatccgc gatcttgagt gttatcccac gcttttccgc ttcttgtttc gcaaccttgg
  4258801 tttccgcaga gcgccaaccg gattctgaac caatttgaga aaaaccgaca actaacggag
  4258861 ctgcctgaac tgcactacac attgccgctg ttacagctgc tgctaacagt aaacgcctgt
  4258921 acatatttct ctcctcactt catttgtcat cgtcaagccg ctgactcgtt gccattcctg
  4258981 agaatagcta agatgatcat tcagactggt tttcatcctg aatttcggcc aatttgcgaa
  4259041 ttaatgttgt gctaaaagca catgctattt tttaaggtga gcttcctgga tggctaaaat
  4259101 gttaactagt tttagtacaa ttggtgaaag taataatgag cggcgtcaca ccacagaata
  4259161 acaatcattt cgtacataga ttcagccaaa tagacatatg tcgggaacgt taccatttac
  4259221 agatatataa gaaatcaaca aaaaaagatg attaatgaga gaagttataa acgttggaag
  4259281 gcatcatttt tatcagtaaa taaaatgaaa atgtgaatat catcgccccg atataacacc
  4259341 aacaacctac ccgctcccga actggaatac caacatactg caacccggtt agtaaaggcg
  4259401 gttgtaccga tgaaaagtca taattcttgc caaagagaca gaatacctgg gtcctaaaac
  4259461 cgccttaact gagcgaacca atagcaagaa tgtccagaaa actgaacgta tcagaagcca
  4259521 tgtatgatat gtgacataag aaatacaatg gagtggccta ttacgtgaac agagggcttt
  4259581 cttgcatcga aatagcctat gccacaatac ccgaagcccc cccccgaatc aagctctagg
  4259641 aagccctata tagggcttat agcgcaagtt tacgacgcgt ctgctgactt gcgcacatac
  4259701 caatatctgg gcatgtatat tggactgaat ctgtgtgcta ctgaggtgat atttgagata
  4259761 accaaaatat tataaaaatc attaaattat aatgaggaaa gagaaagcga aggaaaagga
  4259821 aaaggcatta agccaatgag gaaagggtat taatttttta cagacttaaa ataaaaaacc
  4259881 cctcgctttc gcgaagggtt ttttatctgg caggggcgga gagactcgaa ctcccaacac
  4259941 ccggttttgg agaccggtgc tctaccaatt gaactacgcc cctaattagg gtggcggaac
  4260001 ggacggggct cgaacccgcg accccctgcg tgacaggcag gtattctaac caactgaact
  4260061 accgctccac cgattctttt acgtgtatct tcccgatact ttaccctata agggccagcg
  4260121 ctctgcgctg tgcaaaaccg cttttggcga ttttgacagt taccagatgt cactctgata
  4260181 actcgtgttt gatgcctggc agtgtcctac tctcgcatgg ggagacccca cactaccatc
  4260241 ggcgctacgg cgtttcactt ctgagttcgg catgggatca ggtgggacca ccgcgctatg
  4260301 gccgccaggc aaattctgtt tcaattaacc cgcaaacaag caacacttgt cagccagtca
  4260361 acacaatctc ggaacgatgc tgaaaatctc tctcaattca aaacaccttc ggtgttgtaa
  4260421 ggttaagcct cacggatcat tagtactggt tagctcaata catcgctgca cttacacacc
  4260481 cagcctatca acgtcatagt ctttaacgtt ccttcagggg actttaagtc ccagggaaga
  4260541 ctcatctcga ggcaagtttc ccgcttagat gctttcagcg gttatctctt ccgaatttag
  4260601 ctaccgggca atgccattgg catgacaacc cgaacaccag tgattcgtcc actccggtcc
  4260661 tctcgtacta ggagcagccc ctctcaatct tccaacgccc acggcagata gggaccgaac
  4260721 tgtctcacga cgttctaaac ccagctcgcg taccacttta aatggcgaac agccataccc
  4260781 ttgggaccta cttcagcccc aggatgtgat gagccgacat cgaggtgcca aacaccgccg
  4260841 tcgatatgaa ctcttgggcg gtatcagcct gttatccccg gagtaccttt tatccgttga
  4260901 gcgatggccc ttccattcag aaccaccgga tcactaagac ctactttcgt acctgctcga
  4260961 gccgtcactc tcgcagtcaa gctagcttat gcctttgcac taacctcacg atgtccgacc
  4261021 gtgattagct aaccttcgtg ctcctccgtt actctttggg aggagaccgc cccagtcaaa
  4261081 ctacccacca gacactgtcc tcaccccaga tcatggggcc gagttagaac atcaaacatt
  4261141 aaagggtggt atttcaaggt tggctccatg cagactggcg tccacacttc aaggcctccc
  4261201 acctatccta cacatcaagg ctcaatgttc agtgtcaagc tatagtaaag gttcacgggg
  4261261 tctttccgtc ttgccgcggg tacactgcat cttcacagcg agttcaattt cactgagtct
  4261321 cgggtggaga cagcctggcc atcattacgc cattcgtgca ggtcggaact tacccgacaa
  4261381 ggaatttcgc taccttagga ccgttatagt tacggccgcc gtttactggg gcttcgatca
  4261441 agagcttcgc cttgcggctg accccatcaa ttaaccttcc agcaccgggc aggcgtcaca
  4261501 ccgtatacgt ccactttcgt gtttgcacag tgctgtgttt ttattaaaca gttgcagcca
  4261561 gctggtatct gcgactggct tcagctccag gagctagtcc tttcacctaa cgccagcgtg
  4261621 ccttctcccg aagttacggc accattttgc ctagttcctt cacccgagtt ctctcaagcg
  4261681 cctgagtatt ctctacctga ccacctgtgt cggtttgggg tacgatttaa tgttacctga
  4261741 tgcttagagg cttttcctgg aagcatggca tcaactgctt ctgcaccgtg gtgcatcgtc
  4261801 atcacgcctc agggttgata agcaaccgga tttacctggt cactccccta cacgcttaaa
  4261861 ccgggacaac cgtcgcccgg ccagcctagc cttctccgtc ccccttcgca gtaacaccaa
  4261921 gtacaggaat attaacctgt ttcccatcga ctacgctttt cagcctcgcc ttaggggtcg
  4261981 actcaccctg ccccgattaa cgttggacag gaacccttgg tcttccggcg tgcgggtttt
  4262041 tcacccgcat tatcgttact tatgtcagca ttcgcacttc tgatacctcc agcaaccctc
  4262101 acaggtcacc ttcaacggct tacagaacgc tcccctaccc aacaacacct aagtgtcgct
  4262161 gccgcagctt cggtgcatgg tttagccccg ttacatcttc cgcgcaggcc gactcgacca
  4262221 gtgagctatt acgctttctt taaatgatgg ctgcttctaa gccaacatcc tggctgtctg
  4262281 tgccttccca catcgtttcc cacttaacca tgactttggg accttagctg gcggtctggg
  4262341 ttgtttccct cttcacgacg gacgttagca cccgccgtgt gtctcccgtg ataacattct
  4262401 tcggtattcg gagtttgcat cggtttggta agccgggatg gccccctagc cgaaacagtg
  4262461 ctctaccccc gaagatgagt tcacgaggcg ctacctaaat agctttcggg gagaaccagc
  4262521 tatctcccgg tttgattggc ctttcacccc cagccacaag tcatccgcta atttttcaac
  4262581 attagtcggt tcggtcctcc agttagtgtt acccaacctt caacctgccc atggctagat
  4262641 caccgggttt cgggtctata ccttgcaact agacgcccag ttaagactcg gtttccctac
  4262701 ggctccccta ttcggttaac cttgctacaa aatataagtc gctgacccat tatacaaaag
  4262761 gtacgcagtc acaccacgaa ggtgctccca ctgcttgtac gtacacggtt tcaggttcta
  4262821 tttcactccc ctcgccgggg ttcttttcgc ctttccctca cggtactggt ccactatcgg
  4262881 tcagtcagga gtatttagcc ttggaggatg gtccccccca tattcagaca ggatgtcacg
  4262941 tgtcccgccc tactcatcga gttcacagcc tgtgcatttt ggtgtacggg actatcaccc
  4263001 tgtaccgtgc gactttccag acgcttccac taacacacaa actgattcag actctgggct
  4263061 cctccccgtt cgctcgccgc tactggggga atctcggttg atttcttttc ctcggggtac
  4263121 ttagatgttt cagttccccc ggttcgcctc gttagactat gtattcatct aacgatagtg
  4263181 caacgtattg cactgggttt ccccattcgg gtatcgtcgg ttataacgct tcatatcagc
  4263241 ttaccgacgc ttttcgcaga ttagcacgcc cttcatcgcc tctgactgcc taggcatcca
  4263301 ccgtgtacgc ttagtcgctt aacctcacaa cccgaaggtg tcttgtcatt gctgacagta
  4263361 catcttgtgt tgcgattatt tgagagactc tattacaggt tactctttac cccaatacat
  4263421 ctacgcgggg taaatttcag ctgtaatgtt tcaattttca gcttgttcca gattgttaaa
  4263481 gagcaatatc gtaaacacga cttggtaaag tcatctttac gttatttttc agttcataaa
  4263541 gaaccggtga taatgtcttt cactcattat cggattggcg tccccaaggg gattcgaacc
  4263601 cctgttacag ccgtgaaagg gcagtgtcct aggcctctag acgatgggga cacgaaaata
  4263661 ccgatcaaac cgaaattcaa ccgtttcgta tcagcatgag tcgaaactca taacatcaac
  4263721 aggtgctctt gctcgtttac attcatcaga caatctgtgt gggcactgcg caatgcgtat
  4263781 cgttaggtaa ggaggtgatc caaccgcagg ttcccctacg gttaccttgt tacgacttca
  4263841 ccccagtcat gaatcacaaa gtggtaagcg ccctcccgaa ggttaagcta cctacttctt
  4263901 tgcaacccac tcccatggtg tgacgggcgg tgtgtacaag gcccgggaac gtattcaccg
  4263961 tagcattctg atctacgatt actagcgatt ccgacttcat ggagtcgagt tgcagactcc
  4264021 aatccggact acgacagact ttatgtggtc cgctggctct cgcgagttcg cttcactttg
  4264081 tatctgccat tgtagcacgt gtgtagccct actcgtaagg gccatgatga cttgacgtca
  4264141 tccccacctt cctccggttt gtcaccggca gtctcccttg agttcccacc attacgtgct
  4264201 ggcaacaaag gataagggtt gcgctcgttg cgggacttaa cccaacattt cacaacacga
  4264261 gctgacgaca gccatgcggc acctgtctca cagttcccga aggcacttta gcatctctgc
  4264321 caaattctgt ggatgtcaag agtaggtaag gttcttcgcg ttgcatcgaa ttaaaccaca
  4264381 tgctccaccg cttgtgcggg cccccgtcaa ttcatttgag ttttaacctt gcggccgtac
  4264441 tccccaggcg gtcgacttaa cgcgttagct ccggaagcca cgcctcaagg gcacaacctc
  4264501 caagtcgaca tcgtttacag cgtggactac cagggtatct aatcctgttt gctccccacg
  4264561 ctttcgcacc tgagcgtcag tctttgtcca gggggccgcc ttcgccaccg gtattcctcc
  4264621 agatctctac gcatttcacc gctacacctg gaattctacc cccctctaca agactctagc
  4264681 ttgccagttt caaatgcagt tcccacgtta agcgcgggga tttcacatct gacttaacaa
  4264741 accgcctgcg tgcgctttac gcccagtaat tccgattaac gcttgcaccc tccgtattac
  4264801 cgcggctgct ggcacggagt tagccggtgc ttcttctgcg agtaacgtca atgattgagc
  4264861 gtattaaact caacccttcc tcctcgctga aagtgcttta caacccgaag gccttcttca
  4264921 cacacgcggc atggctgcat caggcttgcg cccattgtgc aatattcccc actgctgcct
  4264981 cccgtaggag tctggaccgt gtctcagttc cagtgtggct ggtcatcctc tcagaccagc
  4265041 tagggatcgt cgcctaggtg agccattacc ccacctacta gctaatccca tctgggttca
  4265101 tccgatggcg tgaggcccta aggtccccca ctttgctctt gcgaggtcat gcggtattag
  4265161 ctaccgtttc cagtagttat ccccctccat caggcagatc cccagacatt actcacccgt
  4265221 ccgccgctcg ccggcaaagt agtaaactac ttcccgctgc cgctcgactt gcatgtgtta
  4265281 ggcctgccgc cagcgttcaa tctgagccat gatcaaactc ttcaatttaa gatttgtttg
  4265341 atttgctgac ttttacttgc gtaaaagcag cggtgctcaa agattacttt ctgcaaatag
  4265401 gcatcttgac cgaagtcaaa atgtttactg ctttggtcac tcttcaagac ttgatattat
  4265461 ttctgcctgc cgaaacaggc gtcgatatcg tcttgcgagt gcccacacag attgtctgat
  4265521 aaattgttaa agagcgttcg ttacccgttt gccttgcggc gaatcttacg gtaacgcggg
  4265581 aggcagataa tacgctttcc cgctgaagag tcaaggtttt cttttatttc tttcgaagtt
  4265641 caagtctgct tttctcttcc tgacccggcg aagtgtgttt cgttgttccc ggtcagtgga
  4265701 ggcgcattat agggagttcc tgacagcctg caacccctaa tttcaaaaaa cttttcaacc
  4265761 gctgattctt tagacgaatt gcgcttaaat tggtagtttt tgcagcttcg ggaaaccata
  4265821 actctgtaaa acgggtaata aagcgtcagt atcctcgtct aaagccatgc agtaagcgat
  4265881 gttttcatct tgagaagaaa taacattctc ttgagaagag ataagccaag ccgttcggcg
  4265941 agcaatggca gcgcctgaat cgaccatccg ggtaccttcc ggtagcactt gcgctaactc
  4266001 ttctgttaat agagggaaat gggtgcaacc caatactata gtatccggtg gctcacgcat
  4266061 gcttaaccat gggtggagaa tcttctttaa tacctcgagc ggtacaactc caccatgcaa
  4266121 cttggtttct gctacctcca ccagctcaga tgaacccagc aactctattt tgcaatcagt
  4266181 ggcaaaacgc gcaattaaat ctaaggtata agaagcatgg acggttgcac gagtggcaag
  4266241 taaacccaca acgccattac gcgttaacct tactgccggt ttaatcgctg ggaccacgcc
  4266301 gacaacaggg aaggcgaagc gttcacgtaa cgcaggcaga gagacagtgc tagccgtgtt
  4266361 acacgcgatg acaacaattg ccaaagggtg gcgctgctgt accgcggtca caatttccag
  4266421 cacacgctcg acaataaatt cgccggactt ttccccataa gggaaagcga cgttatcaaa
  4266481 agcatatata tagtggagat ccggcaacag ttgccgaatc tcttgataga cagacagccc
  4266541 gccaacaccc gaatcaaaaa tcagtgctgt cgggcgagga ggagagtcag ccttagaagt
  4266601 tatagcttcc cgtgaagtag tattcgcgtc ctggggtttg gtagccataa accatctcat
  4266661 aatctttatc aaacaggttg gcaattctac cacgaaccgt gagatgagat gtgaccggat
  4266721 acgaaacagc gagatcccaa aggctcacac caccgagttc aaccgtttct tctggataag
  4266781 tgctgtagtc tttgtcataa cgctgaccaa gatattggta ggtaacagac caatccaaat
  4266841 cagctacctg ccaatccaac tgatatttta cttgttgctt ggctcggcgc accagaattt
  4266901 cgtgggtatc tgcattacgt gggtccagat attccagcgt cacttgatgt gataacggcc
  4266961 cagtatcaaa cgaacctgtc cattcaacac ctttaatcgt ggctttattg atattgaaat
  4267021 aaccgttggt cagattgctg taatcgataa gctgatcaat atcgttacga taagcagata
  4267081 gacgccaagt cagcggcccc gttaatcctt cgacgccacc ttcccattgc ttactttctt
  4267141 ccggtttcag attggcatta ccaccgtaag cgctataaag ctgcatcaga ttaggtgcct
  4267201 tataggctgt gccgtaagaa ccaatcaagc ggtagccatc aataaattcc caaccggcgc
  4267261 tggtctgcca agttgagtgc cacccaaact gcgagttatc gtcactgcgt acagccccct
  4267321 ctaatgtaac gtcgctgatt tgctgttggc ctgtcaaata gatgcccgtg ttgtgctgcg
  4267381 taaaatcggc cgtagtattc tggttactgc ttttacgttc ggttctttgc tcttgccaat
  4267441 ccgcacccgc actgatcatg ccattcgtta actggaaggt gttaccccat tgcaagttat
  4267501 attgctcagc ttcatctaac gaggccgtaa tatcatgctg gccgaaaagt gggctgtaat
  4267561 tataatcttt agttcggtta taactggcaa taaattggga agcataaatg ccattcttgt
  4267621 agcgtagtcc cgtgtcatag gtacggctgg agagtttacg ggtatcgatt aacgccaatg
  4267681 gattgctata gttggtatac ccgtcataat cactgcggtt atcgaaacca tatactcggg
  4267741 caaaaccatt aaactgctcg ttaaactgat gttctaagcc cgcccacagc attttcccca
  4267801 tgaaaccatc ccggtcaggc tgacgtggtc cacctgctcc cggcatacca gcaaccacat
  4267861 catacccttt gctataagtg taatttcccg ccaatgtcac cgtcgtgtct tcacccagtt
  4267921 tctgttgagt ggaaccatca taggtttgat aaccgtttga acccaaccca gcagaaagtg
  4267981 tggttcctgg tttatcccgt ccagtcagga tattaatcac ccctccaatg gcatctgaac
  4268041 catagacggc agaacgtgga ccacgaatgt attcgatgcg ctgtaccaat gaaataggga
  4268101 tttgactgag atctgatgcg ccggtaatcc ccgcttgatt gaggcggacg ccatcgatca
  4268161 gaaccaagac atggctagaa ttagtgcccc ggataaataa agaactgcgc tggcccatac
  4268221 cgccatcctg agcaatatca acacccggta agcggcgtaa gacatcattt atatttgtag
  4268281 attgccagcg atcaatatcg gcacgagtga ctacatcgac aggcgctaat acactacttt
  4268341 tcggttgtgg aaaacggttg gctgttacaa ccatttcatc attgttgtcc gtggtgttat
  4268401 taccctgcgc ccagccagaa aatgccgtca cagaaagggc tgtgagcagc gtatattttt
  4268461 taattgtcat tgtattttta attatcatta agagagcatc caaactcaat tggcggatgc
  4268521 cgcagtgcca tggccggtag tacgcgacgg ccacgaatat tgcgacgtaa taccggcagg
  4268581 tcttcgggct taggatctct ggtatcaggc catggttatg acagtaaaaa tactgtgata
  4268641 aataaatggc gcgaaataga gcaggcgatg acttcccatc cttgcggaca gtgtctgtta
  4268701 gaaacctatc gccgtgactt ccccttaccg ctgcgcgtca gctccggatt tacaccggat
  4268761 tcccttttaa ctcttaggtg tttaaataac agcatgaggc cggaccacaa tgctacgatc
  4268821 aagtaaaata gatgtctaga cttccattga cccacgccgg aataaacacg acaaaactgg
  4268881 acatcagggc aactttccct acaatccgca aggatcatcc cccttttata ctgacccaac
  4268941 gagaaaaaca tgactcccaa catcctgccg attgaaagct acgaccacca actggcagaa
  4269001 aagtctgccc gtcttaaggc gatgatgttg ccatttcagg cacccgagcc agaaatattt
  4269061 cgttctccgg cagaccatta ccgtatgaga gccgaatttc gcgtttggca tgatgaagat
  4269121 gacttgtacc acatcatgtt tgaccaacag accaagcaac gtatccgggt tgaacaattc
  4269181 ccggtagcca gtcggttaat caatcgctta atggatgctc tgatgaccgc catcagagcg
  4269241 gagccgctat tgcgacgcaa actgttccaa atagattatt tatctaccct cagcggtaag
  4269301 ctgatcgcct cgttgctgta tcaccgccaa ttagatgaag agtggcagca aaaagcgctg
  4269361 gaactgcgag atcagttacg tgcacaaggt tttgacctac aactcattgg tcgagcagct
  4269421 aaaactaaaa tcatgctgga tcacgattat atcgatgagg tcttgccagt cgccggacgc
  4269481 gagatgatct atcggcaggt tgaaaatagt tttacccaac ctaatgcggc ggtgaatatt
  4269541 cacatgttgg aatgggcgct ggatgttacc caaggtgcca ctggcgattt actggagttg
  4269601 tattgtggta acggtaattt ctcattggca ctggcgcgaa attttgaacg ggtgctggca
  4269661 acagaaattg ccaaaccttc cgtcgcagcg gctcaatata atattgcagc aaataatatc
  4269721 gataacgtgc agattatccg gatgtcagcg gaagagttta ctcaggcgat gcagggcgtt
  4269781 cgtgagttta accgcctgaa gggtattgat ttgggcagtt ataattgcga gaccatcttt
  4269841 gtcgatccgc cacgcagtgg gctggatcac gagacggtta agctagtaca ggcttacccg
  4269901 cgtattcttt atatctcctg taatccagag acgctgtgcg ccaatttgga acaattacag
  4269961 cacacacata aaattagccg actagcactg ttcgatcaat tcccttatac ccaccatatg
  4270021 gaatgtgggg tactgctgga aaaacgtcac tgacgaataa ttcataccgc agataaaaga
  4270081 aagggcaacg acatgttgcc cttagttggc aagacggtat ctaggtgcag taaccccttc
  4270141 gagcaccgcg ctataaaaca gcttgatagg gctgaagacc caagggctat tgctgtggtt
  4270201 gatccgagtt attgatatca atatccgcat ctgtatgtgt ttgtaccgat ttacgtgttc
  4270261 ttaatttaaa taagatccag aacaccaaca ccacactgag caccgcagga acgaagttag
  4270321 acccaattgc agggtattcc acccgcacaa tcgcgctgta caacaagatc ccaagcagga
  4270381 aacatgctga agccagcacc ggtatccctt gcggcatagc aaaattgaga taacgctgat
  4270441 gtaggcaata caccgccagt atgagcgtca gtagtggaaa aactgaaaaa ggcaccagcg
  4270501 cactgaataa cgcggcacat accccattta tcgccaagcc agtaattaat gccagtagta
  4270561 gggtgccggt ttcacggcga gaagattgtt ccatattttc tttaccttat tctacacggg
  4270621 acgcagcaag cttttcttgt tcacggcgat accaatagta agcacctttg gagatcatcc
  4270681 gtaactgtaa gaccaagcgt tcttctaact gtcgccgctg ttcaatatcc acgtccagta
  4270741 cttctgcacc tgcactgaag acaattgtga ccatggcctc agcttgagcc tcagtgaagc
  4270801 tacgtggcat gtgattttct aactcgaggt aatctgccag ttcagcaata aagtgctgaa
  4270861 tttcacgcgc aaccgcagca cgaaaagcgg cggaagtccc ggaacgttcc ctgagcagca
  4270921 aacgaaacgc attagggttg ttgccgataa actccataaa ggtggacacc gatgtacgga
  4270981 taacgctgcc gcctttggca atccgttgcc gtgcctgacg cattaattga cgtaacatca
  4271041 ggccgctttc gtcaaccatg gttagcccaa gctcgtcgac atcccggaaa tgccggtaaa
  4271101 aagaagtcgg tgcgatacct gcttcacggg agacttcccg taagctcagg ctggcaaagc
  4271161 tccgctcagc actcagttga ctgaacgccg cttcgataag ggaacgacga gtccgctctt
  4271221 tttgttgtgc tctgacgccc ataatcgtac ccaagggata tccaatttct caatctaaga
  4271281 catatagtca gcaatatacc aaactttgcg gtaacaaccg ttatacaaac gtatcttctc
  4271341 aataccgaat tgcgacttta caacacacat tatggtgatt cccctatcgt tgattgggtt
  4271401 ctgcctaaga tgatgttaat gtatcgttgt aattttgtat aaaaacaggt ctctcctaca
  4271461 tgcaacagca cttccatttt gatgccattg tgattggctc gggccctggc ggtgaaggtg
  4271521 ccgcgatggg gctggtcaag caaggggcac gcgttgccgt gattgaacgg tataataatg
  4271581 tgggtggcgg atgtacccat tggggtacca ttccttctaa agccttgcgc cacgccgtta
  4271641 gccgtattat cgagttcaac caaaaccccc tctacagcga caatgccaga accataaaat
  4271701 cctctttcgc tgatatttta aaccatgcag atcgtgttat taatcagcaa acccgtatgc
  4271761 ggcaaggctt ttatgatcgc aaccattgcc acatgttctc aggtgatgcc agcttcattg
  4271821 atgccaatac ggttaatgtg cgttacgccg acggtaccag tgataccttg caggccgata
  4271881 acattgtcat tgcaactggc tcgcgccctt atcgcccagt caatgttgat tttaaccatg
  4271941 aacgcattta tgacagcgat accattttgc agctcagcca tgagccacag cacgtcatta
  4272001 tttatggtgc aggggtgatt ggttgcgaat atgcgtctat cttccgtggg ttgagtgtca
  4272061 aagtcgattt gatcaatacc cgtgaccgcc tactggcttt ccttgatcag gaaatgtcag
  4272121 atgcgctctc ttatcacttc tggaataacg gcgtggttat ccgccataac gaagaatttg
  4272181 agcagattga agggacaacg gacggcgtga ttgtccattt gaaatcaggc aaaaaggtca
  4272241 aagcagactg cttgttatat gctaatggac gaacaggtaa taccagcggt ttaggcttgg
  4272301 aaaatattgg cctggaagcc gatagccgtg gtttgctgaa agtgaacagc atgtaccaaa
  4272361 ccgcgctgtc tcatgtctat gctgtcggtg atgtgattgg ttacccaagt ctggcatctg
  4272421 cggcttatga tcaggggcgt attgctgcac aagccatgat caaaggtgaa gccaacgttc
  4272481 acctgattga agatatcccg acgggcattt acaccattcc tgaaatcagt tctgtcggga
  4272541 aaaccgaaca agagctgacg gcgatgaaag tgccctacga agtgggccgg gcgcaattta
  4272601 aacatctggc gcgggcgcaa attgttggga tggataccgg tagtttgaaa atcctgttcc
  4272661 atcgggaaac gaagcaaatt ttgggtattc attgctttgg tgaacgtgct gctgaaatta
  4272721 tccacatcgg gcaagctatc atggaacaga aaggagaagg caatacgctc gagtatttcg
  4272781 ttaatactac cttcaactac ccaaccatgg cagaagccta ccgtgtggcc gcactcaatg
  4272841 gcttaaatcg cctgttctaa tgatggggcc atgcgctctt gcatgtgatc acgtattgcc
  4272901 tcggcaagtt gttcatagcg gccacgcaat ggagaaccgg ggcgatacac caacgcaatg
  4272961 gtgcgtttag ggacaggttt gtagcactcc agataacata caccatcgcg ctgtctttca
  4273021 ttcggcacag ccagtgctgg caacagcgta ataccactac ccgctgcgac catgttgcgc
  4273081 agggtttcca agctagtcgc ccggaagtga gtatcttcat ccgctccagc ctggaagcaa
  4273141 aagcccatcg cctgatcacg taaacaatga ccatcttcca gcatcagtaa cttctctccc
  4273201 gccaattcat gcatctccac tctttcgcgg ttcgcccacg gatgatcggc ataaatggct
  4273261 agattcatcg gctcgtcaaa taacggaatt tcgataaaag cttcggtctc tttgaccagg
  4273321 gctaaaatgg cacaatccaa tttaccacta tccaactggg ctaagagatt ttgggtctgg
  4273381 gcttcatgca gatacatttc caatttgggg aatgttttat gcagcatagg aataatttgt
  4273441 ggtaacagat aaggcccaac ggtaggaata agcccaatat gcaacggccc agacatactt
  4273501 tcaccctgta aactggccat ctctttcagt actttcactt cccgtaatac cgttttcgcc
  4273561 tgctccacca acagtaaacc agcctgtgta aacaacacct tacgactagt tcgctccaac
  4273621 aacatgatcc ccaactcatc ttccagttta cgaatctgac cgcttaatgt gggttggctg
  4273681 acatgacagg agtcggcggc acgccggaag tgcctaaatt cagccaacgc cactaagtac
  4273741 tctagatcac gaatattcat ctatgcccac cttatgatag ctactgacga tagataagat
  4273801 agcaaccagt gattagaact atcaagagat aaaattaata atatgaccca acaaagagac
  4273861 acccagaaaa atctaacttt tctatttttt aattaaggaa ttacagatgt ttactagcca
  4273921 agaaggtaaa aaagtcccgc aggtaacttt ccatacccgt cagggcgacc agtggattga
  4273981 cgtaacaacc gacgatttat tcagtaataa aaccgtgatt gtattttcac taccgggtgc
  4274041 ctttacccca acctgttctt ccagtcatct gccacgttat aacgaattag cgggtgtatt
  4274101 taaacaacac ggtgttgata gcattctgtg tgtgtcggtc aatgatacct tcgtaatgaa
  4274161 cgcttggaaa tcagatcaac acgctgaaaa tattacattt gttccagatg gtaacggtga
  4274221 gtttaccaaa gggatgaata tgttggttga gaaagcagat ctgggcttcg gtccacgttc
  4274281 atggcgttac tccatgctgg tacgtaatgg cgtggtagaa aaaatgtttg tcgagccaaa
  4274341 caaaccgggc gacccgtttg aagtatctga tgccgacacc atgttgaaat atctggcacc
  4274401 tgattttaaa gtgcaggaat ccgtggctgt ctttaccaaa ccgggctgcc cattctgtgc
  4274461 caaagcgaaa caaatgctgc aagatcatgg ccttcaatat gaagaaattg tattgggtaa
  4274521 agatgcaacg accgtcagct tgcgtgctgt aagcggccgc tccacggtgc cacagatctt
  4274581 tatcggaggc cgtcacattg gtggcagcga cgatctggaa aagtacctac cagcctaatt
  4274641 atattgatta acaagcatat taataaaaat taaagcaata ggaagtaact tggtaggctc
  4274701 cggcctacct tttttttctg ttaggagtag acatgaaaac cttaaacgtt gatgtcgctg
  4274761 ttattggcgg cggaacggcc ggactgggcg cttatcgcgc ggccaaactg ttgaccccca
  4274821 acgtagtgat gattgaaggt ggtgaatatg gtaccacctg cgcacgcgtc ggctgcatgc
  4274881 catccaaact attgattgcg gcggctgaag ccgtccacca gatagaaaaa gcgcccggat
  4274941 ttggtattca cccacaaggt aagcccctga ttaatggccg tgaagtcatg gaccgcgtta
  4275001 agcgtgaacg tgaccgtttt gtgggcttcg tattggaagg cgtagagacc attcctgcgg
  4275061 ccgataaaat tcaaggttat gcccgtttta ttgatgataa caccctgcaa gttgatgatc
  4275121 acacgcagct tacttcacaa aaaatcattg cgcagcggat cgtgattgcg acaggttccc
  4275181 gcccaagctg gcccgcctct tggaatgagc taggtgaccg gttgattatt aatgatgacg
  4275241 tctttaattg ggacgatctg ccagaatctg tggcagtttt tggcccaggc gttattggct
  4275301 tagaacttgg tcaggcactg caccggttag gtgtccaggt aaaaatgttt ggtgtcggtg
  4275361 gtgccgttgg cccgctgacc gacagtatcg tgcgtgacta cgcagcaaaa acgttgggtg
  4275421 atgagttcta tcttgatccc gatgtaaaag ttgagctgat gcaacgtgag ggagataaag
  4275481 tctttatccg ttatctggat aaaagcggta ggccacagga gattatggtg gactacgtct
  4275541 tagccgccac gggccgccgc cctaatgtag ataaattggg gctggagaat acgtcactca
  4275601 ttctggatga acgcggagtg ccgcaggcag accgcctgac catgcaaacc aacgtgccgc
  4275661 atatttttat tgcaggtgat gccagcaatc agttgccatt actgcatgaa gccagcgatc
  4275721 aggcacgtat tgccggtgta aatgcgggag gattccctga ggttgtaccc ggtttacgcc
  4275781 gtagcccaat ttcagtcgtg ttctctgacc cacaaattgc catggtgggg gcaaccttcc
  4275841 gtgagctagc acaaaaattc agcgcttgtg gttgctttga gattggcgaa gtctcctttg
  4275901 agaatcaagg tcgctcgcgg gtgatgctaa aaaacaaagg cattttacgc atttatggcg
  4275961 aacagggcac tggccgattc ttaggggcag agatgatggg gccaagtgcg gagcacatcg
  4276021 cccacttact ggcatgggcg catcagcaac aaatgaccat cgaccagatg ctcgatatgc
  4276081 cgttttatca tccggtcatt gaagaaggcc tgcgtaccgc attgcgtgat ttgcaatcta
  4276141 agttaaagct gggcgctgat gaagcggagc gctgcctacg ctgccctggc gaataaggcc
  4276201 tcaggcggtt caaaccgggc acggcgcccg gtttttaatc ccccgttctc ccctctctta
  4276261 ttttgcgtac tttgcgctct actcatatgt tacccactgc gattgcccgt attatttcct
  4276321 ttttagatta aaatcaacgg gcagagataa tgttatctgc ccctgcgata acaactcagc
  4276381 aggcggtttc ggtaatggct gagcgcgctt gataatcgct aacgcctcgc gatctaaagc
  4276441 ggatgtacca ctactgtgac tcagttgcac tgatgacaca taaccatttt tatcgactac
  4276501 aaatcgaatc atggcagtcc cttgctgttg ctgttttctg gcactggatg ggtaacgctt
  4276561 aaaccccatt aaatgcccct gtaaacgact tttccaactc acttgagctt gctgacggtg
  4276621 ggatgagtca ctgtttaccg ctgcggcaac ttgttggctc gtccctgaaa gcattgcact
  4276681 ggctgcagcg gctggtgagg attgtttact gtcactttct tgtgtttctt tattaaccgg
  4276741 tttacgcgat gtcgctctat tttcagctgg ccgtttgacc tttattggct cttttctcgt
  4276801 aatctcccgt tgcccctctg gttgttcagg cagcgtaggt aaatcgacaa tgtcatccgg
  4276861 ctggttgacc cgttgctcaa ccgcaggctc gataatattc tgcgttatgc ccaccactga
  4276921 gttttgtggc aagttttgca taaattccgg ttcggctgaa agctccatca ttattgcggc
  4276981 ggggtagctg gtgggtattg ctggtataga tgcggtactc agccaccaaa gtgcataaat
  4277041 atggatacca cacgctaata aggccccgac tagccaaaat ataagtttgt cactgctctg
  4277101 ctgtaatcta ttcatgataa gaaatcatta tattccttta tttttaatgt tttatttcca
  4277161 atgacttaac cgagatattt tattcctcgg ctaacgcgag gtgcaggcga tcagtgaatg
  4277221 gcttaaataa atagctgagt aatgaccttt ctccggtacg tataaaaaca tcaacggcca
  4277281 tacctggacg gattgccagt tccgtcgggt caagatcaat cgcaacggtt aaagggtaat
  4277341 aaggcggtga agtaggtggg ggttgtatac gatcggctcc gatgcgccat acagagcctt
  4277401 gtagccgggg ggtattactt tgattaaacg cagaaaaatt gagatctaca ggtagcccga
  4277461 ccgcaacctt atcaattagc tccaccggca actgagcctc aacgaataac ggctgcccac
  4277521 tggggacaat ttccattaat gcctgccctg agcttactac gccccccaca gtgtgttgag
  4277581 ccaatgcgat aactgaacca ctgactggtg caaaaatacg ggtatgactc aattcatatt
  4277641 ctgcaatatt taaacgttgg accagttctt gggtgttttg ctgtgccttg gctaattgct
  4277701 cgctattctc actttgatat tgttcgcgcc gttgtaaaac atgttgttct gtttcatcga
  4277761 taagcttatg tgcttccgca atatcgctgg tactttgttc tactcgtgcc tggagtgagg
  4277821 ttgactggct ttccatttct aacaatttat ttttggcaat atgaccatcc tttgccaata
  4277881 actgcacact gtctaattgt tgctggaata aattggattg acgttgatga ttgctccgca
  4277941 tagcttgcaa cccatcgagc cgagcctgat ggcgagtgag ctgtgtcgat aaccgggcga
  4278001 tttcactcaa gtgcgcctgg cggcggtgat gtaaaagctg ttgctgcaaa ataatattac
  4278061 gttcaaccgc tggttgtgtt gcgtgctcaa gcagcgcctg cgggaaagtg atcacatcca
  4278121 gatcgttttg ctcagcagtt aaacgtgctt cctgagcaag ggcgcttaga tactgatgct
  4278181 gtaaattatc ccgctgattg cgtatcgccg tgtcatccag cgtgaccaat aattgcccag
  4278241 acactatttc gtcgccttca gtgacatgca gttgctgaat acgcccccct tgcagcggct
  4278301 ggatcacttt gcggttttct gccaccacaa gcagcccggt cacggcaacg cctttatcta
  4278361 acggcgctaa ccccgcccaa agtaaaaagc cgatgaagcc gataacgacc agccccccac
  4278421 ctatattgag atagcgccca ctgtttattt ggagtggtgg ttggcgattg gcattcgcaa
  4278481 ccgaataaca gactgattca ggcaacatcg gttatatctc catccctggt ttttatggtc
  4278541 acagtttttg tgatgaggtt ttttgtgata agggttttgg tgatcatggc ttcggtgatg
  4278601 atgtagtacg agccggcccg atgccatatg acacaccgtt gctccaaccg cttcggctat
  4278661 tcagtatttt cgcttcaggt tgcacagcag gcttatcctt accctgaatg ttctgtaaga
  4278721 ccgcctgagt acgatcaaat agatccattt gcccattctt taaaaacagc aaatagtcac
  4278781 tgccagataa cagctctggt ttatgggtga tcatcacgat ggtgcaacct tgttgtttta
  4278841 gctggataat actggctaat aaggcttgct ccccttcttt atccaaactg gcattgggtt
  4278901 catccaatac gataagccga ggtattccgt acattgcccg agctaaggcg atacgttgac
  4278961 gttgaccacc ggataacccc tcgccgtcgt cacctaacgg ggtgtcatac ccttgcggca
  4279021 aatgcagaat taaatcgtgt acatctgcca actgtgcagc tgcgaccact tttgcggtat
  4279081 caatagcgcc aaaacgtgca atattttcag caacagtgcc gcggaatagc tgaatatttt
  4279141 gtggcaggta accgataaat tcccctaact gcgttttatc ccaacgagaa aggtctgcgc
  4279201 tatctaaacg cactgttccg ctgaatgtgg gctggctggc gaccaagagt tttgccagcg
  4279261 tagatttacc actgcctgat ggccccaaaa tacctagcac atcaccgggt tgcagttcaa
  4279321 agttgatgga gtgtaatact ggaatgtgcg tgcccggctt gcaggccata agttgcgtaa
  4279381 cgttcagttt cccctgtgga gcaggcaaaa ccatgccggt gggtgatgat gggtgctgcg
  4279441 ccagtaattg ggagagacgt tgataagcca gccgggcgtg gctccattgt ttccagactg
  4279501 caataagttg atcgataggc cccagcaccc gcccgattaa aattgacccg gcaatcatca
  4279561 cgccagccgt gatttcatta taaatcacca gtaacgctcc cagacctaac atcatcgatt
  4279621 gcaatgcctg gcggcttgat ttagcgaccg ccgtcacccg gctactttta tcgctggcaa
  4279681 gattttgttg gtagagaaaa ttcgcgtgct gcattaacca acgttcacgt aatgctttga
  4279741 gcatccccat cgcttcaatg acatccgcat tacgtaaatt agcattggct tgttgtgtcg
  4279801 cgtgtgaggt gataattgag gcatcgtgta atggtttttt acagatccac tgattgagcc
  4279861 aagcgagaac aaccaatata cctgcgcctg cggcggccag catccccagc cacggatgaa
  4279921 gcaaaaaaat taccagcaaa taaagcggga accaaggtgc atcaaaaaag gcaaataacg
  4279981 cattaccggt ggcaaactgg cgtaacactg tcaggtcatt tagcgcttgc gcggctggcg
  4280041 tgttatgtcc cttaagattg gcggcaaagg ccgcgttaaa gaccggctga ttgagttgca
  4280101 tatcaatctg agtccccaag cgaatcacta ctgcactgcg aacccattct aataaaccaa
  4280161 taaaaacaaa tacgcccagc accagaacag tgagcatcaa taatgtcatg gtattcgctg
  4280221 aggcgaggac gcgatcatac acttgcagca tataaatggc cggtgccaac atcagcaagt
  4280281 ttattacggc agtaaatagc ccgatgcccc agaggatttt tttattaccc gccagaaccg
  4280341 acagaattgt tggcggtacc gatgaagctc cgggcgtttt gcaagattcc atggcgtcca
  4280401 tttccacacg agagggctat tgccgttaaa ggtagcgtta ttgactttga tttcttagga
  4280461 caactacaat ctgcaccacc gctacagcaa accggccagt aagccctagc ggtggtatca
  4280521 atgactcagc cagaaagtta ttttctggct gtttttctta agcggctagc agcatatcgt
  4280581 ggcaatccac cacaccaacg gtatccacca ttggcgcatc agacatataa ccactgtcag
  4280641 gatattggct ggcaatagac aggtctttaa aggcagtatc gacattaatg cctttggctt
  4280701 tcatcacttc cagcattgga tctgggttac ctttcatcaa accacgtacg gatttatgca
  4280761 tatcgccttg gtggttttct gtcattgatt taccagaatc aaattcaccg ctaagatcca
  4280821 gttcgttaaa ggttatatca attttttcaa gatgtttacc tgcactaggg ccacccgcat
  4280881 tagtagctaa atccttacca aactgcaggg tgtctatttg cccatggaaa gtatgctgag
  4280941 gcataaagga gtatttcaaa tcaccctcag caatcattcc ctctggatta ctatgcgagc
  4281001 taccaatcgc atattgagta ccgctaaata aggttgagga accagagaaa ctcccacgat
  4281061 cttttgtttc agctggagct tgatcaatat caccaaagtt attagcccat tcccgaagat
  4281121 aagaggagat gctgtaatcg gcataattac tgttatattg aatagttgta ctcatgataa
  4281181 tgtcctttta attattaatt gttacggtga acatggatta ttattaatcc atgcggttcc
  4281241 ataagtgaaa tatattattc tcgtatactt caagttgcat atgtgttagc tgtgttctct
  4281301 cacccgcatc attgactgcc gtcaatgatg cgggatttat tcacttgctg cctttctgca
  4281361 actcgaatta tttaagagta tattcaccta aagactttag aatttatatt caaatccacc
  4281421 ctgaatagtc ctaccgcgac taggggcgaa tgaaagtgta tcgccataat taactaaata
  4281481 tgcacggtta gttatatttt ctattgaact acgcaatatt aaattattcg ttaccttata
  4281541 actggcataa agatcatata cgatatactt cggccaatcg gcaacataag ccgtcagtgg
  4281601 attaccattt tcatcttgcg ctgaacgatc ctgataccct ttgttataac ggataacagt
  4281661 accaaaatct agccttctat caaatattct actccccaaa gttaaactac cgcgatcacc
  4281721 cggtaaataa gccgatgagc caaataacac attggcattc atacaggtta cataattatt
  4281781 ggccacctca ttttcaacgg cataaatttg ctctaccttt ccaacgtact tatattttac
  4281841 tgactgtaag ccgcctaacc aagcatatgg tgaacaaaca ttatttacac caatcattct
  4281901 ggtgtaatta atattggtat aaaatgtgcc agcatcataa cttaattgat attctaagcc
  4281961 acggaaacgg gttttgagta aattattgac ataagctaca tcagtaaaag aatccccccc
  4282021 aaacttgggt ttggccttac ctaattcaag gttaatatag ttggcaatac gggtatcaaa
  4282081 ataagcgacc ttcgcggcaa agtgatcgtc ttcgataaat aaattggact gctgaatatt
  4282141 aaaccccgcc tcccacgttc tggcacgttc ggcggccacg aaaggattag gtaagaccca
  4282201 actgtaacca tgggcggtgc cggttgctaa cacttctgtc attgccggtg gccgccagga
  4282261 tttaccgtag ctgccaaaaa actccagcca ttcgaggcca ggcttgaccc ccatcgccaa
  4282321 cgttggcgag agttgctgtt cacagcggtc aacatcccac ctcattgttg cgggtctcct
  4282381 agatgaacac cgcgatccag gcttttcaga ctgctcatgt atccttcggt cacaggggtt
  4282441 ctcaaaagta tagggctgca ggaaagagcg ggtatggagc caggtattgc ctttcaaacg
  4282501 gaattgatca taacgcagcc ctccttccaa ccgcagccaa tcatcatatt cgtagttaag
  4282561 ttgagcaaag gtactggtga tagcgcgctt gccggggggg gtcgtccttt caataagttt
  4282621 gcgtgttgag tacccctcag atttatcgct aaaccattcc aaaccatatt tcaaccgtat
  4282681 ttgatgcgca tccgatgggg taaaggtatt ggtgttttgc aattgtaagc cacgggtttt
  4282741 caggcgtgtt tgagtccaga aatattcctt gaaaagggaa ttagcattat cagtttcatc
  4282801 attggtatca acgtaataga tctttgccgt tgcatccagc caactaatat gctcaggatt
  4282861 caggcggtaa tctaacgcaa tattacggtt ttccacgtta gtaaaacttg tgttcctcca
  4282921 gccaatcttt gttatctctt tccctgatgg cgacaatgcc agaacttctg acagcatact
  4282981 ggcattgggg ctggcgattt gtgtttgtaa atagctgaac tccaaacgct ggccggcctc
  4283041 aaaattccaa ccgactttag cgagctgcga acgcatttta tagcctgtaa acaatgtctt
  4283101 ggtattcttt aagtcatcgc cgacgtttct ggtagggcta tagagacgca acccggccaa
  4283161 aacgccttta ttccccggcc aataatcctt caggttacgt tcactaacag caagtaatat
  4283221 atcgccattt gggttgccca gcgccaacgc accgctgcca ataaagcggg tgccgttatc
  4283281 cccggtcatt gcccggatat gcccgcccag ctctttctct ggggccaaaa aatcactggc
  4283341 attgatggta ttaaaggtgg cgataccgcc aatggctccc gccccaccaa taccgttgaa
  4283401 aatgccccgt tcaatcacca cattgcttaa aatttctggg tcaatataca tcgacccatt
  4283461 gcgctgacca tgaccgcttt tcataaagtt ctgacgcata ccgtcaatat tcatatttac
  4283521 acggccataa tcttgtatgc cgcgaatatt tattgaaagc ccagggtctt gttggctaac
  4283581 gctggaatag acaccgggag tttgttctaa aatatctgca gcgtggcgag cgggccggtt
  4283641 atcaagttgt tcccgcgtaa tttcactgac cgagcggggt tcgtcatata tccaatcgct
  4283701 atcatgggca ttccctttac cttcgacgtt taatttatcc aacgccatat cgttattatt
  4283761 agtgggggtt tcggctgtat ttgccgctag ctgccctgaa tatccttgcg ttaccaatgc
  4283821 gaataatata caagttgtaa ttttattcac tgaaattatt gtttttttat ctctaattat
  4283881 attatccatt tatgaaactt catccttaac aatataaaaa taatatgaac atcaattatc
  4283941 aacaaagtaa tgcattcatc atggtcggta gatatcacta atgtcgataa gtaaaagaag
  4284001 ccggtaaata ataaatagtc atttttgtct ggggtgtgtt acggatttag ttaatcaata
  4284061 acttaattta aattcattcc acgataattt tgtttcttta ttagacgatg cgttaacgct
  4284121 ttttcattac gagtaagaag gtcatttact tttcattaaa tatatttaaa tttttaattt
  4284181 ttgcaggaac ctcatcacaa tgccgctatt gataatgatt atcataatca ctggggaata
  4284241 taaactcaac agtctattaa gtttaaaaga tcataagatt gaaaatattg aaattttaag
  4284301 aaaaataaag gcgaaaaagg cgtgatgaga aaaatagaga taatgaagat aaggttatta
  4284361 agggcagtcg tttttaaggg cagtagctgt taaggataat agctctgtta agggtagtaa
  4284421 ctgttaatgc aaagcgggcc gctgcaatta gcggcccgcc ccgttctcaa gattaaaacc
  4284481 cagcaaatta aaacagccgc gctttagcct cggcaatggc cgatgcaacc tgctgcggcg
  4284541 aaacgccgcc tttggccact cgcttatcta agcaagactg caatgccaga atcgggtaca
  4284601 catcatcacc aattacggaa ctgaattgct gtaaatcact cagcgctaag gcctccagag
  4284661 ctttgccctg gcggattgcc tctaccaccg cttcacccac aatatggtgc gcttcacgga
  4284721 acggtacgcc tttagcgacc aaataatcag ccagttcagt cgcgttagca tagccctgtt
  4284781 cagccgcttc tttacaacgc gggcgtttta cctgaatccc atccagtacc aatgccgcca
  4284841 tgtgcaggca gtcaagccag gtatccagtg catcaaacag cccttctttg tcttcctgca
  4284901 tatctttgtt ataagccaaa ggcaggcctt tgagcgtcat cgtcatccca gttaatgcac
  4284961 cttgcacccg gccacattta ccacggatga gctccagcgc atctggattt ttcttctgtg
  4285021 gcattaggga ggaacccgat gtcacgcgat ccgataaatc gacaaaagct gcttcaccgc
  4285081 tgttgaagaa aattaaatct tcagcaaagc gagacaaatg taccatacca atgctggcgt
  4285141 cagataatag ctccagcaca tggtcacggt cagaaacgct gtccaggctg ttacgagtag
  4285201 cagaagcaaa gcccaaccag cccgccagtt gttcacgatc gatagcatac gccgtgcccg
  4285261 ccaacgcacc gcaacctaat gggctaacat ccagacgttt cagggtatct tgtaaacggc
  4285321 tttcatcacg tgacagcatt tctacatagg ccaaacacca atgtgcaaac gtcacgggtt
  4285381 gagcacgctg taagtgagta taaccaggca tgaccgcatc ctgattcgct tcagcggtca
  4285441 tgaccaacgc ctgttgcagt tgttgtaccg ccgtctgtaa ttcggttatc tggaacttac
  4285501 accacaattt cagatcggtc gctacctgat cattacggct gcgcccagtg tgtaattttt
  4285561 tgcctaaatc acccacttta tcgatcagtt tggtttcgac ccaactgtgg atatcttcag
  4285621 cgtcactggc caaaatagcg tgtgggttgg cctgcacctc ttccagtaaa actgacagcg
  4285681 cctgttcaag ttgttgctgt tcatcagcgt tcaatacgcc aacagtaacc agcgctttcg
  4285741 accaggcaac agaaccgata atatcctgct ctgccagccg gtaatcaaac cgcagtgaat
  4285801 cattgaattg cttaaaacgc tgatctgctg cctgactaaa ccgtccgccc catagtgcca
  4285861 taatcttgct tccctaaatt cttaatagaa aacccttcgt cctcgaagct acagggttgt
  4285921 tagctgcgcc cactcacccg aatcacttac ttacggatga gtttgctggc tgcctacctg
  4285981 taacgccaat gactttgggt ataactttat cgtcatcgtc aataatatta gaccgaaata
  4286041 cgcgtaccaa tcggtacacc gttgaacagt gcggggagtt gctcagaatg acgccaacta
  4286101 gcgatatcaa ccgggcgacc taatgaacgc gcggcatcca gtgccgcatt cactttgacg
  4286161 accataccat cggtgatgat gccctgagcg attaattgct ctgctttttg cgccgtcatt
  4286221 tcagcaatcc gctgcccttt accatcgaga atgccactga catcggacaa taagattaaa
  4286281 tcagcaccga gcgttgctgc taatgcggtt gccgcttgat cggcatttac attcatcaat
  4286341 tgcccttcaa cagtaatacc aattgagctg atgattggca tataacctgc cgccaacaaa
  4286401 gtttgtacca gtgccgcaga acccggttgc gctttaccca cgtggcccaa ttcagcatcc
  4286461 agcagagtaa ccgtcacagt attaccatca gccaggcaca agccaacagc attgatctga
  4286521 tgtttcaccg cccaagccaa gagcgtttta ttcgcggtac ccgccagtgc gccagtaatg
  4286581 atatcaatct gatcagcggg ggtgacgcgc aggccgttct tcttcactac tggcaaggcg
  4286641 agtcttttca tcaattcgtc caccagacag ccaccaccgt gcataatcac aagcgggcgc
  4286701 tcatgtttct cacgataggt caccaatgca gtaaacaggc gttccagtgc ttcttcgctg
  4286761 tccagcaata cgccacctaa tttaatgacc aacgggttca tcatgctttt gcctcaatat
  4286821 aatcggataa aatataatca gataaaatat gcgtatctgc cggttctgtt gctcacaatt
  4286881 tatggctcac aatctgttta ctgcaatcta tttcttgcaa tccattaatt acaatcaatc
  4286941 acttacaatc tattgcttgc aaccgaacgc tacaacaggg actgcgtttc cgggaagcca
  4287001 aaacggatat tcatacattg tacggcctga gccgcagcac ctttcagcag gttatcttcg
  4287061 gtggcaacaa taattaaatg ctcgccttgt accgagaaac caatatcaca gaaaggtagg
  4287121 ccgaccacgg ctttcagcgc cgggacacct tgttgataca accgcaccag tggcttattc
  4287181 tgataagcat ggtgataggc atcggcgatg ttttgcgccg tgaccccagc tttcaggcgg
  4287241 caggtaatcg tcgccaagat ccctcgggca aaattcccca gatgcggtgt aaaaatgacg
  4287301 ggggtgccaa gatgggtaac aatttctggc tggtgacggt gggtaaatag gccatatggc
  4287361 tgcaagctaa cttcacagaa gctgttgccc atgctggctt tacgccctgc accactgacg
  4287421 gcattaatga ctggccactg tgcatcgttc agtaattgcc catcaaccaa cggtttaagc
  4287481 gccagttgtg atgcggttgg ataacaacca ggaacagcaa tcaattgagc ttgcttaatg
  4287541 tcttctgatt gccattctgc caggccataa accgccttat cgagccaatc gggatgttgg
  4287601 tgttcaaaac cgtaatattg gctgtaaaac gccgcatcac gcacacggaa tgcaccggaa
  4287661 agatcaaata ccacacagcc agcggctaaa aattgtggtg ccaaatcatg gctgacctca
  4287721 tgagcggtag cgaggaaaac cacatcgata cctttagccg cctgagccac atctaccaag
  4287781 ggctgtagcg ggaggtcaag aatgcctttt aactgtggat gcagatcgga aagtaatttt
  4287841 cctgcatctg cactttgcgc tgaaaccgct aaaccggtta tgttcatatg tgggtgacga
  4287901 ttaaggtaag ccgtaagctc cgcgccggca tagccactgg caccaacaat caacgtattt
  4287961 aacatgggtt cagttcacct tctgagtatt tttatttatg tcaataaaag cctatgcata
  4288021 taaaaacata aatagtcaaa actggtattc gggttctcag caaggtttac tgttccccca
  4288081 catgattgag cgttgacatt ttcgtgaatt taagggtcag tttaggttcc ctttcgctca
  4288141 agcttactgt atttttattc ataattactg cataaatatt gatactatcc taaccaaagg
  4288201 ctgtcaacag tgaagatgaa attacctcca tttattgagc tgtaccgggc gttaattgca
  4288261 acgccttcga tcagcgccgc tgatagtgcc ctcgaccaaa gtaatgaggc attaatcaat
  4288321 ttgttagccg gatggtttgc agacctgggt tttcgcgtcg agatccagcc ggtgcctgat
  4288381 actcgccaca aatttaacct gttagccagc attggcgaaa atgaaaacgg ggaaggtcat
  4288441 ggcgggttat tgctggcggg tcataccgat actgtccctt acgatgaagg gcgctggacc
  4288501 cgcgatccct tcaccttgac cgagcatgac cataaactct atggcttggg taccgcagat
  4288561 atgaaaggct tttttgcttt tattctggat gcggtgcgcg atattgatgc cagcaagttg
  4288621 accaaaccgc tctatatttt ggcaactgcc gatgaagaga ccaccatggc aggtgcgcgt
  4288681 tattttgctg cgaataccca gctacgccct gatttcgcga ttatcggcga gccaacctca
  4288741 ctgcaacctg tccgtgcgca caaaggccat atctccaacg ccattcgtat taccggccag
  4288801 tctgggcact ccagtgatcc ggcccggggg gtgaatgcca ttgatttgat gcatgaatct
  4288861 attacgcaat tgatggcgct gcgtaccaca ctgcaagagc gttatcacaa tccagcgttt
  4288921 actattcctt atcccaccat gaattttggt catattaatg gcggtgatgc ggcaaaccgt
  4288981 atctgtgcgt gttgtgaatt acatatggat atccgtccgt taccgggcct gacattaagt
  4289041 gatttaaatg agttaatgac cgaagcgctg gaaccggtga gtcaacgctg gccggggcgt
  4289101 ctcagtattg atgagttgca ccctccgatc cctggctatg agtgcccaac agaccatcat
  4289161 atggtcggcg tgatcgagaa actgctcggt gagcgcactg cggtggtgaa ctattgcacc
  4289221 gaagcccctt ttattcagca agtctgcccg acattagtgc tggggccagg ttcgattaat
  4289281 caggcacatc agccagatga atttattgat atggccttta tcgaaccaac acgtgagctg
  4289341 attggtcagc tagttgacca cttttgccag cagaaataac tataatgggg tagacgatca
  4289401 atattgccga taagccagac tgataatctc acctcagtaa ttaaatttca gaaatatccc
  4289461 taaaattgat gtttttttac tgaaaatagt gtcaattggg gtatggaatt gaacgtggcg
  4289521 agtggaattg tccatctctg ccttttagtt gaaactaatc tacaaaaaga aatcgtatat
  4289581 ccaacgtagt tggcgttgta ggtcggcagc aagtgaatga atcccgatgt gtttatttaa
  4289641 gtaagatcaa cgattttaag taaggtcaac gacaggtaag tgattcgggt gagtgaacat
  4289701 agctagcaat cctgcggctt caaacacgaa ggataaatgg gtcagaggtc atatgaacga
  4289761 acaatattcc gcaatgcgaa gtaacgtcag tatgctcggc acactactcg gagacaccat
  4289821 caaggaagcg ttgggagagc atattcttga tagagtagaa accatccgga aattatccaa
  4289881 atcttcgcgt gcgggtaatg aagcgagccg tcaggaatta ctgaccacac tgcaaaatct
  4289941 ttccaacgat gagctactgc cggtcgcccg tgcctttagc caattcctta atctgacgaa
  4290001 tacggcagag caataccaca gtatttcacc acatggtgaa gccgcgagta atccggaagc
  4290061 cctcgcccaa ttatttaccc gcttaaaaga taaaaagctg agcgatcaag atatgcgcag
  4290121 cgcggttgac gatttgtcga ttgagttggt cttgactgcc cacccaaccg aaattacccg
  4290181 ccgcaccttg atccataaac tggttgaagt gaatacctgc ctgagccagt tggatcacaa
  4290241 tgatttagcc gattacgaac gcaacaagat catgcgtcgt ttacggcagt tagttgcaca
  4290301 atcgtggcat accgacgaaa ttcgcaaact gcgtccctcg cccgttgatg aagccaaatg
  4290361 gggctttgcg gtggtggaaa acagcctgtg ggaaggcgtc cctgcattcc tgcgtgagtt
  4290421 taacgagcag ttagagaact cccttgatta ccgtctaccc gtggaagcgg tacctattcg
  4290481 ctttacttca tggatgggcg gtgaccgcga tggtaacccg aatgtaacgg ctgaaatcac
  4290541 tcgccatgtg ctgctactca gccgttggaa agccaccgat ttattcctgc gtgatattca
  4290601 ggtgctggtg tctgaacttt ctatgtcgga atgtaccccg gagctgcgtg aattagccgg
  4290661 tggtgaagag gtgcttgaac cttatcgcca actgatgaag aacgttcgta cccaattgac
  4290721 caatacccag gcttatctgg aagcgcgtct gaaaggcgag cgcgtattgc caccacacga
  4290781 tttactggtc agtaatgatc aactgtggga accgctctac gcctgctatc aatcgctgaa
  4290841 agcctgtggc atggaaatca tcgccaacgg tcagttgttg gataccctac gccgtgtgcg
  4290901 ttgttttggt gtgccattgg tgcgcattga tgtgcgtcag gaaagtaccc gtcataccga
  4290961 tgctatcgcg gagctgaccc gttatctggg ccttggtgat tatgagagtt ggtctgaatc
  4291021 agacaagcaa gcctttttgg tccgcgaact gaactctaag cgcccactgg ttcctctaaa
  4291081 atgggaacct agcgccgaga cacaagaagt gctggaaacc tgtcgggtga ttgctgaagc
  4291141 accgcaaggt tctatcgctg cttacgttat ctctatggcg aaagtgccgt cagacgtgct
  4291201 ggccgtgcat ttgttactga aagaagcggg ttgcccattt actctacctg tcgccccgct
  4291261 attcgagacc ctcgatgact tgaacaacgc tgacgatgtc atgacccagt tgctgggtat
  4291321 cgattggtat cgtggcctga tccaaggcaa gcagatggtg atgattggct attctgactc
  4291381 ggcaaaagac gccggtgtta tggcggcctc ttgggcacaa taccgggcgc aggatgcact
  4291441 gattaaaacc tgtgagaaag ccgggattac gctgacattg ttccatggcc gtgggggttc
  4291501 tattggtcgt ggtggtgcgc cagcccatgc ggcattgctc tctcagcctc cgggcagtct
  4291561 gaaaggcggc ttacgggtta ccgaacaagg cgagatgatt cgctttaagt ttgggttacc
  4291621 ggaagtcacc atcagcagcc tggcgctgta cgcaggtgca attctggaag ccaatctgtt
  4291681 accgccacca gagccgaaga aagagtggat tgaagtgatg gatctgctgt cagacgcctc
  4291741 ttgcgacatg taccgcagct acgttcgtga aaatccagag ttcgtccgtt acttccgtgc
  4291801 tgcgacaccg gaattggaac ttggcaagct gcctctgggt tcccgcccag ccaaacgccg
  4291861 cccggacggt ggagtggaaa gtctgcgggc gatcccatgg attttcgcct ggacacaaaa
  4291921 ccgtctgatg ctccctgcct ggttgggtgc cggtgcgggt ttgcagagag cgatcgatgc
  4291981 aggtaagcaa gatgtactcg ccaccatgtg ccgtgactgg ccgttcttct cgacccgcat
  4292041 tggtatgctg gagatggtct tcgccaaagc cgatttgtgg ctggcagaat attatgatca
  4292101 gcgtttagtg gataaatcgc tatggccgtt aggtcagcag ttacgtgacc aactggcagc
  4292161 cgatattaaa gtggtgttgg ctatcgccaa cgatgaccat ttgatggctg acttgccatg
  4292221 gattgccgaa tccatcgcgt tgcgtaacgt gtacaccgat ccattaaacg tactgcaagc
  4292281 cgagctgttg caccgttcac gccagcaaga acaccctgat gcctgtgttg aacaagcgtt
  4292341 gatggtgacc attgccggtg tggctgcggg gatgcggaat accggttagg atttaggggg
  4292401 aagagattcc cccggttatc ttttggtatt tttggggtga gggtgatttg agccggtaag
  4292461 cgggttcggt tgttatggct ttacgtctca agagcagacc ggatcaggtt tcggttgata
  4292521 ttcgttcagt gatcacctaa ttacagtcgc ctcaaccgag caggagggct agccggccct
  4292581 cctgcacctg cggcttgcgc gaaatattgc cctgcgggta aaccgcctgc gtctttcggg
  4292641 ctgacgagcc agcgcgatgg gcatccctgc ccaagcgcgc ttttcgctgg cgtccatgcc
  4292701 cgctcactcg cccctctctc cttgtcggca atattcctga ttgcgctcaa cgtcaaaaaa
  4292761 acaattcaaa accctcttct ttagattttg aattggtctt tgaccttaaa agcacatttg
  4292821 agcagcgagt gaagccagac catcatcctt aggcttttaa tacgtttttg attttgaatg
  4292881 ggttgttgac gtccaaagca catttgagca gccgagtgaa gaatgaaggt aggacgcgag
  4292941 gcatggatgc cgagcgaggg ccgcttgagc aggaagcgaa tcggcccggt ccgtcagcga
  4293001 aatgatgaat cgagggaacc cacgcagtgg gcaagcgata gtgcgaaagc gcggggttcc
  4293061 aagggggcca cgctttgcac tgaaccccag atcttggatc tttttatcca tgatctggag
  4293121 gttcggttca atgaaacacc ctttttcaac ccgcctagcg gcggttcaac attacctttc
  4293181 aggaaaggcc actctgcggg aaaccgcacg tcaattcagt gttggcaaat cccctcttac
  4293241 gcgttggatc cgagcttttc gccgtcaagg tgaggctgga ctggagcacc atctttccag
  4293301 aacttatact ccagaattca ggctttgcgt tgtccgctat atgatggcaa acagatgtag
  4293361 cgctgccgat gcttctgctc attttaacat tcccaacgag acgattatcc aaaactggat
  4293421 gaaacgttat cgagagggag gaaaagaagc gcttaaccca tcgaaaacgg gtcctactat
  4293481 gccaaaagat aaatatgagc acgattcaaa accgttcagc gagatgacgc atgcggagct
  4293541 agagaaagaa cttgagtatc tgcgcgcgga aacgcttatc taaaaagcgg aaagccctga
  4293601 gagaagaaag gcactcaggg agcagcagaa aaaaccagaa tagttcaagc actgacagca
  4293661 gaacatcgac tttcttgcct actgtgtgcc gcaaaattgg cacgcagtac atactattat
  4293721 catgcatcga aaccggacgg tgtaattgat gactatgcag atgcggtaaa agcgattggc
  4293781 gccctaagca gacgacacgc acagcgctac ggttatcgcc ggatgacggt cgcactgaga
  4293841 aaagaagggt tcacactgaa tcacaaaacg gtgcgaaaac tgatgaatca gcacgggtta
  4293901 ctcagcctca ttcggcggaa aaaatatcgc tcctataggg ccgatggtgg ccgggcatcc
  4293961 gataatctat tggctcgtaa ttttacatcc gaaatcagtg gattgaagtg gtgtacagat
  4294021 gtcacagagt tccgagttgg agcacagaag ctgtatttgt cggtgataca agacctgttt
  4294081 aataatgaga ttatttcttg gcatatgtca gaaagagcag cattaatcct gacgtgcaag
  4294141 acgctggaaa aagcgctgaa agtgaaaggg agaaaagaag gcctgatgtt gcacagcgat
  4294201 cagggctggc attaccgaac gccgatgtgg cgctcaatgc ttgtcgagcg gggataaggc
  4294261 aaagtatgtc acgcaaaggc aattgtttag ataatgcagt gatggaaaat ttcttcagtc
  4294321 acctgaaagc cgagatgtat caccgtaaga agtacgattc agccacagtt ttaaagcgtg
  4294381 acattgtaga atatatccat tattacaata cagagcgcat tagcctgaaa acaggcggaa
  4294441 tgagtccggc agaataccgg actcaggtag aaaagcagta aagcagatgt ccaagttttg
  4294501 gggttcagtg cataagcgtg gcccccttgg aaccccgcgc tttcgcacta tcgcttgccc
  4294561 actgcgtggg gtccctcgat tcatcatttc gctgacggac cgggccgatt cgcttcctgc
  4294621 tcaagcggcc ctcgctcggc atccatgcct cgcgtcctac cttcattctt cactcggctg
  4294681 ctcaaatgtg cttttgacat caacagccca ttcaaaatca aaaagttatt aaaagtctaa
  4294741 tcaggtctgt ctcagataac ggggagtaga cagtctggca tcactcggtg gctcaaatgt
  4294801 gctttgaacg tcaacagcca caaatcacta aactaagggt aattattgcc ataacacgct
  4294861 attgacggca aaataaccgc tctgacatgt tccgactgta ggccctgccc aagcagttcc
  4294921 cttttacata cttattatta attagcttaa tttatgcaaa cttcattttc acccgcgaca
  4294981 cgcttaggtc gacgggcgct tttattccct ctctgcttag tattgttcga atttgcagcg
  4295041 tatatcgcca acgatatgat ccagccaggt atgctggcag tggtcgccga gtttaatgcc
  4295101 agtgttgagt gggttccaac ctctatgacc gcttatctgg cgggggggat gttcctacaa
  4295161 tggcttctag ggccgttgtc tgaccgccgt gggcgtcgtc cagtgatgtt ggctggggtc
  4295221 gctttctttg tcgtgacttg ccttgccatt ttactggtta atagcattga acagttcatc
  4295281 gcaatgcgct tcttgcaagg cattggcttg tgctttatcg gtgccgtcgg ttacgccact
  4295341 attcaggaat cttttgaaga agcggtctgt attaaaatca ccgcgttaat ggccaatgtg
  4295401 gcattgattg ctccgttgct tggcccattg gccggtgctg ccctgatcca tgtggctcct
  4295461 tggcaaacca tgttcgtctt gtttgcggtg ctgggggcaa tttcatttgc cggcctgtgg
  4295521 cgtgcgatgc cagaaactgc ctcgctgaaa ggggagaaac tgtcagttgc caacatgtgg
  4295581 cgtgattata agcaagtact tgctaaccgc cgcttcctct gtggttcttt agcattgggc
  4295641 tttgccagcc tgcctttgct ggcatggatt gcccagtcac cggtaatttt gatcagcgga
  4295701 gagcaactct ctacttttga atatggcatt ttgcaggtac caattttcgg cgcactgatt
  4295761 ataggtaacc tgacactggc acgattgagc ggtaaaacca gcattcctca actcatccgt
  4295821 tacggcgctg gcccaatgat tgttggcctg atgatcgccg ccggttcaac actctattca
  4295881 tcccatgcct atctgtggat gaccgccggg ttgagcctgt atgcttttgg tatcggtctg
  4295941 gcgaacgccg gtctggtgcg gttgacacta ttcgccagtg atatcagtaa aggaaccgtc
  4296001 tctgcggcca tggggatgat cagcatgatg atcttcacct taggtattga gttggccaaa
  4296061 gtggcttacc tgtggggcga cagtagaggg tttaatctgt ttaacctgat gagcggttta
  4296121 ctgtggctag gcttggtgat ggtgttcatc cgccgccaac ccgaggcggt tgctaccgag
  4296181 taagtttatt ccctgctgga ggagcgtcag gtagcttctc cagcaggata gttttaccca
  4296241 cgctatattt ctcaagacgg tattaaaaac acaccgatac gtatttcccc cagataaagg
  4296301 ggtttgaggt ccaatggggc gaaaacctac gctaagcgtc tatatattcg ttaaaatttc
  4296361 cggtcagaaa taacgctggg cggttatcga acagactgtt acggtcgcgg gcttgccctg
  4296421 caaggtgaca aaatggctga tttaccagta ctggctggtt ggcccgcctc cctactctgc
  4296481 cattacccat ttgtcttggc tctacccgca aaaagctaaa tgtatcaaga aacatctgaa
  4296541 aatactccat tttaataggg caataatcgt aattttatat aatgtataga ggaataggtt
  4296601 ctatctatag atataatacc ttgttagatt gccccataaa aaaaggagtg agcaaatgga
  4296661 tattggtttg agcttgcagg aaagaaataa taaatatttt tatgcaatgg caaaaataga
  4296721 ggctgataaa ttaatcaatc tctcaagaag agtttcgttt aataatataa aagatgtttt
  4296781 cttgagagtg aaatttgaga atgatatcaa ataatttaca caaaaaaacc ttacctttat
  4296841 acggaacgcc agaacagaca acgattgcaa ggaagggata gacaacttga aaatggaatg
  4296901 ctatcacctt tccaagcaag acagtatgct ttcattaaaa caggcgaagg tatacatatc
  4296961 cgctaaaatt gaagagcatg ataaagttat cggctatgtt attgatggaa tagctgtaat
  4297021 tgttggcggt ttacagatgg tcgccggaag tggaattctc cttggctcaa tagcttcagg
  4297081 aaatattgtc ggtatcatcg ttggtgctca tttgatatta aatggtgcaa gtagtctatc
  4297141 agaaggggtt cagcggttaa gaggcaataa aaatactacc ggttttatgc aggatgctta
  4297201 tatgggaacg gctgaattct ttggatttga aagaaaaacc ggtatgttgg cctattatgc
  4297261 ggcagattta actacgtcat tctatggtgt cattaaattg tcattaaaac ccgatgcgtg
  4297321 gagattgtat aaatatattc catccgatta ctaccgaaaa ataaacagca tgagtaagct
  4297381 agcacttacc atacaaggtg ttaaggctac aaataaaata agagttatcg gtagcaccta
  4297441 tctggatgat aattcagagt atgaaagaaa atagacagca aggaggatca ttcctcctta
  4297501 ttggaaagat atctatatga cttccatgct aagttcagtg gcgttatata ataagtcata
  4297561 tacaagccaa aaatcagggc gacaagataa ctgaatattt catccgatgt ataatcattg
  4297621 aacatcataa aaataagagg ggtaaataaa atagcacaaa tcaaacatcc cgcgaaaaaa
  4297681 cgcttcttta aatctatgag taaactggaa taggtctctt tttgctggtc atcacgcgaa
  4297741 attattttcc tcatatgcgt aatattcttg gcagtaaagc cgttatttag caattttttt
  4297801 tccatttcta attctgtcac tgcgttatct ccttattact gcattgtaat attctatcgt
  4297861 gataatagac tgacgtctaa tcaatattta tcctgataca ccctgttcta ctttttcttt
  4297921 attacccgga gcgccaaaat gtcaatatat tcgttttatc acactttcgg ctttacccga
  4297981 agacaaccca cattctgttt atacttgggc tccgtttggg aaacggaaaa tatggtacgt
  4298041 taaggtgatt ttttgtactg gggttgtacg ccggaaccgc atgacccctg gttgattatc
  4298101 aggctacctt gagcctagca cagcaatggg gtggtggaga agttgcttct gctgacggta
  4298161 tgcgttttgt tacgccagta aaaacgatta acgccggacc caatcgaaaa tactttggct
  4298221 ccaaccgggg aattacctgg tacaacttta tttccgatca gttttctggt tttcacggca
  4298281 ttgttgtacc gggcaccttg agggactcaa tttttattct ggagggttta ctcgaacagc
  4298341 aaacggggtt gaatccacag gaaattatga ctgatacagc aggtgccagc gatttgatat
  4298401 tcggtctatt ctggctgttg ggatacccgt tttctccccg tctggcggac gccggagatg
  4298461 ccgttttctg gcgagtggat aaaaatgcga taatcaatcc ttcaaatatt tatacttttg
  4298521 ctgccaaagt agggttcaat ttatacaaaa acgctaatct ggcaacaata tagctctcct
  4298581 caagaacctg tcgcagaaaa caggccgcta tctcgcaata tatggccatt accccggcgg
  4298641 cgggtgaaac cactgcggtc aaagaattca agaatttgga tcgccagttt gcgaccaata
  4298701 ccgagtcgat cacggaaatc tgcggcactg acactcccct ggcggctatc taactcacgt
  4298761 accaaatcag caagctgctc aatgcgttgg ctcagataat aacgatccgt cacaaccgca
  4298821 gtgatataac ccagttgcgc cgctttgcgt aataggctgc gcatttcacc ctctgcagct
  4298881 tgcaactcgg ccgctaagtc acgcacccac caagggtcat caacaaagta aggtgccgct
  4298941 tgttgccacc ctatctgctc ttgctcagta aacgctaaac catgttctgg cagatgtaac
  4299001 cacccacggg tgttgtgtaa cgctccctcc gccagcaagt tatcaatcag acggaatacc
  4299061 accccttcgt ccagcgtcgg taaagccata cgtcgcaaac gcgcccgccc taaccccaac
  4299121 tgatcgccat gctgttggtg atagagggcg agtacatgca agagggtctg ttgcgcttgc
  4299181 tgtgcgtgag gatgtgatag cgcaatgtcc ccggcgacga cagtatcggt cgccgccagt
  4299241 aatgccgcca tctcattgtc agtaagctgg cgcgcccaac taaatgtgcg caccgagacc
  4299301 ggcccttgcg ccaaatgtaa atccaacacc tctcggtcac tcgtcgcctg ggccagtgcg
  4299361 gttaaccaag ccagatacgc cggttgccgt ttaccacgtg atggcaccgc cagatgaatc
  4299421 acccgtgcgc cacccaaggt tttcttcgcc ccgatatcac gcaagatcac ccggtcgttt
  4299481 tctaccagcc acagagggct gtccagcagc aactcggcca gaatctgaga ggaatgaccg
  4299541 cctgatgtgg attgattatt tatgatttgt tgatggtcaa ttaacggttg ttggtcgtca
  4299601 attaactgct ggtgacctag cagtgaaaaa cggcccgtaa tatggcgagc cccatgatac
  4299661 agatgtaagg gctgccagtg ttgtaacggc gtatcggcat caacggttac cagcacccga
  4299721 tccaccggtg gcaacggtgg ctgcgccaat aaccaatcac cgcggttgat ttgctgctta
  4299781 ctgatatcac cgctgatatt cagggcaatg cgctggccgg cttgcgcctg ctgtgccggt
  4299841 tggttctggg catgaatacc tcgcacccgc acggggcaat caccgccagt caaccacagg
  4299901 gtatcgccta ccgccacctg gcccgccaac gcggtccccg tcaccactaa gccagcccct
  4299961 tttacgctga atacccggtc aatggccaga cgaaaacgcc gctgtaatcg gcccttcggg
  4300021 tcacgttgct gatgacattg cgccagatgc tcacgtaact caccgatacc acgctcagtg
  4300081 acggccgccg tgacaaacag actgatctgc tccgctgacc agccttgtgc caccaactcc
  4300141 tgcaaaattt gctgatggac ctgtgcaatg cgctcatcat caacccgatc cgctttggtc
  4300201 aatgccaccg ttagcgctgg ccgaccactc agccgcaaaa tcgccagatg ttcacgggtc
  4300261 tgcgccatca cgccatcatc acaggccacc accaacagag cgtgatcaat accgcccccc
  4300321 ccccgccaac atgttcgcca aaaacttctc atgaccgggg acgtcaataa aacccatgat
  4300381 acggccatca ggaagtggcc agtaggcata gcccagatcg atggtcatcc cccgctgctt
  4300441 ctcttccggc aaccgatccg cattaacccc ggtaatggcc tgtaaaagtg tggttttgcc
  4300501 atgatcgaca tggcctgcgg tgacaataat catgatgcca attcccttag caacgccgcc
  4300561 tcatcctcca gacagcgtaa atccagccac aaacgcccat cagccacacg accaatgacc
  4300621 ggcttcgtca gtgtgcgcca acgcgccgtt aaggcttcca atgtactacc gcgcccatct
  4300681 ttaggcgtaa acgtcagcgc ccaactgggc aagcgatcaa ccggcagcga accactgcca
  4300741 atttgtgacc aacatgattc aatatccaaa gtgaaatctg tgccataaca ggcaatcagt
  4300801 ggggccagca ggcgttgtgc acacgcggca atctctgagg cggggcgggt cagtagccgc
  4300861 agagatggca gttgttcaac caaccgatct ggctgctgat agaggcgcaa ggtggcgtcc
  4300921 aaagctgcca gtgtcatttt atcggcccgc aatgctcgct tcagcggatg ttgctgtaac
  4300981 cgctcaatcc actgtttttt accgagaatg atccccgctt gcggcccacc taacagttta
  4301041 tcaccggaga aggtcactaa atctacgcct gccgcaatca actgttgtgg catgggctcg
  4301101 gcgggtaaac cgtaacgggt catatccacc agcgaaccac tgcctaaatc ggtcgcggtc
  4301161 gggatggaac actcttgccc caatgccgcc agttgctgtt cggatactgc ggccgtgaaa
  4301221 ccctcgatac tgtaattgct ggtatgaact ttcatcagca gacccgtatt ttcattgatg
  4301281 gcctgccgat aatctttcag atgtgttcgg ttcgtggtac ccacttcgac cagctcacac
  4301341 cctgcctgac gcatgacatc aggaatacga aacgcaccgc caatctcgac cagttcacca
  4301401 cgggagacca cgacttgctt gcccgccgcc atgaccgtta acaacaagaa gaccgccgcc
  4301461 gcattgttat tgacgataca ggcatcttcc gcaccggtca gggcacagag taaatcggcg
  4301521 acagcccgat cacggtgccc acggcccgcg ccctctaagg agtattccaa ggtgaccgca
  4301581 cttcgcatgg catcggtcac cgccgcgata gcagattctg ccagcggtgc acggcccaaa
  4301641 ttggtgtgca gcaccgtgcc agtaagatta aacacaggtt ttaacgcggg ttgccgttga
  4301701 ttcaatcgtt gacgtaaagc ggcaggccag tccgcacacc aatcagccag agtatgaaat
  4301761 tgaccgatat attcacgagc ttctgcctgt aattgacgta gggtatcggc caaaagaacg
  4301821 gggccatact ccgccaataa aggggccatt tcaggctcat tcagtaagcg atcaatggcc
  4301881 ggtaactggc gatataatgg gtgtggttct gcgctcatag tcactcaaac aaattaatta
  4301941 aacgatatac ccgccatacg tcgagttgcc tgtgcgttga ttgccctcac ccccatcact
  4302001 gattggtcat tgaccttaca tcaataagct tttgggggct tacgccagtg cggctttctg
  4302061 caactcgact tattttgggt aaattgtagc aaggttacgt attactcacc tgggaacaaa
  4302121 aatggattaa tactgctgcg ggcgaaccct tcaccttcca tcttggcatc aaggatcaat
  4302181 gaggccaaat catcagcgac cgcttccacc tgcgggtctt tttcctgata aagaattttt
  4302241 aggtaagtac cacaatcacc gcaactttct gcttttactg cggccaactc gctgtccaac
  4302301 gaccaatagt taagatcacg ggtttgctca cagttactgc atttaattcg cacgacatgc
  4302361 cattcgcttt cacacaaatt acagtgcaaa taacgcaagc cattatgggt gccgatatgt
  4302421 accacactgg aaaccggaat gctgccacac accgggcaga actgacggtg ttcaccgtat
  4302481 tcagcccgtg ctttgccagg gatttggctg gccatctgcg cccagtagag cgataaagcg
  4302541 gcccagataa acggggcttt ctcactaccg acttgagaaa aatctcggtt tagcaaggca
  4302601 tcagcgtaca actctagctc atgaaccgat gctttatcga gattatccag caccgccaaa
  4302661 atgtggtcgg gagcatcgtg acgcaattcg gcaatcagcg cggatagcag cttgcgccaa
  4302721 tgttcggtac gcggaaaaac actcccgtcc aaggggggct tgccactggc cgctgattgc
  4302781 accaactcgg cttgcatatc caagaccaac ggatggtcat gcagtgcttt ttgctgggct
  4302841 tcagtaattt tggccgcaaa atccagataa tcggccagcg gattgtccag cgccaactgc
  4302901 tgcaaacgtt cagtgcgtcg ggtatacaaa ctttttaaat ttgcgaaaag taacggcggg
  4302961 atattccccg ccgttgtacc tttttcgcgt tgtttaccta attggtcttt agggacaata
  4303021 cgaatactca tcagggtttc tctttctgtt tctcttgcgg ctggccttta gcgttggcgc
  4303081 gagcatcatc tttactgcgg acttcacgat accaacgcgg atggtgcttt ttagcccatg
  4303141 ctgcaggtac ccagccctcc accatcgcgg taatcgtccc cttcacccac agggccgcat
  4303201 acacatgcac cataatcacg ataatcaacc caaccgccgc cagcgaatgc accagtagtg
  4303261 ccagacggat cagcgggata gggaaggatg acgcaaagta aggccgccaa atcaccacgc
  4303321 cactgactaa cagtagcacc agactgataa tagcagccca gaatacgcat ttttggccga
  4303381 aattatagcg ccctgtgtca cccacttcct cattcatggc gattttatgg atattcttgg
  4303441 cccactccaa gtcgtcttta ttgatcaggt tatgtttcca gtagcggaaa aacatgatca
  4303501 aaaaggccgc gaacatcacc accccggcaa aggggtgaag aatgcgcgcc atctgtggtg
  4303561 taccaaaaat attcatcagc cagttaaatg aagggaagaa gaaccctaat ccactgatag
  4303621 ccgccaatat aaagcagaag gcaactatcc agtggttaat gcgctccggc gcgctgtagc
  4303681 gctggatcgg tttttctttt ttcatttccg cgtttcccct tcgtctgagc gctcagaggt
  4303741 tgtctgctct ggtgcctttg ctaccgtctc ggaaggggta ggatccgttg tctcatcgtc
  4303801 ttcttcctct tcctccaccc ggttcgggcc tacgccaacg taatggaaga tactggcagc
  4303861 gaaggtcgcc gcgaaaccta ccgcagccaa cggtttccag atgcctttcc agaaagtcac
  4303921 cgtcggactg atggtcggat tctccggcag gccatgataa agctggggtt tatccgcatg
  4303981 atgcagtaca tacatcacat gggtaccgcc gacgcccgca gggtcatata accctgcgtt
  4304041 atcaaaccca cgggttttta gctcagcaac ccggccagcc gccacttctt tcatcgactc
  4304101 tttggtacca aagtgaatcg ctccagtcgg gcaggttttc acacaagcag gttcctgacc
  4304161 aacaccgaca cgatcgacgc acaaggtgca tttatacacc cgattgtcat ctttattcat
  4304221 gcgcgggaca tcgaacggac aacctgcgat gcagtagcca caaccaatac aatgttctga
  4304281 ttggaaatca acgataccgt tggcgtactg aatgatcgcc ccttccgatg gacatgcctt
  4304341 caggcagccc ggatcggcgc aatgcataca gccatccttg cggatcagcc actccagctt
  4304401 gccgctctct tcatcttcaa cttcagagaa acgcatcact gtccacgact tagcggtcaa
  4304461 atcggcaggg ttgtcataca ccccgacgtt atgaccgact tcatcgcgga tatcgttcca
  4304521 ctccgaacac gccacctgac aggctttaca gccgatacag gtggtgacat cgataagttt
  4304581 agccaccggt tcctgatgat cacggacctg aggtggcggc gtaagggaat tagtaccgga
  4304641 gcgccggata atgtcttgag tttgcagtga catagattct ctccgttaca ccttttccac
  4304701 attgaccaga aacgccttga actctggcgt ttgcgtattg gcatcaccga catacggtgt
  4304761 cagggtattc gccaggaagc ctttttttgc caccccttca tatccccaat ggatcggaat
  4304821 accaatggtg tcaacttctt gcccatgaac attcagagta cgaatacgtt tagtcaccac
  4304881 cgccttggct ttgataaagc cacggttaga gctgactttc accgtatcgc cttgcttaat
  4304941 ccctttcttc gccgccagtt tttcgccaat ttccacaaac tgttccggtt gagcgatggc
  4305001 attgagcaac gcatgtttgg tccagtagtg gaaatgttcg gttaaacgat aagtggtgcc
  4305061 aacataaggg aattgctcgt gcgaccccat cgcggccaga tcatctttaa atacacgagc
  4305121 ggctgggtta gagatcacat tcggatgcag cgggttggtc cccaacggcg tttcaaatgg
  4305181 ctcataatgc tcagggaacg gcccttcagc catcttatcg attgcaaaca aacggcccat
  4305241 cccttcaggc tgcatgataa acggcccaac atcactgccc ggtgccgcag cactgtagtc
  4305301 agcaacatca ataccggccc acttagcacc atcccactcc agcaactggc gtttcggatc
  4305361 ccacggttta ccctgcgggt cagcagacgc acggttgtac agaatgcggc ggttaagcgg
  4305421 ccatgcccag gcccagccca aggtattgcc gagacccgat ggatccgcat tatcacgccg
  4305481 cgccatttgg ttaccggccg gtgtccagct acccgcaaag atccagcaac cactggaagt
  4305541 ggtaccgtca tcacgcagtt gagcgaaggt actgagctgt tcgccttttt tgaccaacac
  4305601 tttgccgtcg gcatcagtga gatccgccag cgctcgccca ttactttcca ttgccacttc
  4305661 ttccggctct ggattttctg gtgtcaggta gtcccaggtc atattgagca cctgctcagg
  4305721 caccgcgcca ccttcccgct ggtacatctc acgcatacgc ataaagatgc ccgccagaat
  4305781 tgcaccatcg ttcagtgctt ctcccggtga atcagcgcct ttccagtgcc attgcagcca
  4305841 gcggctggag ttaacgatcg agccgttctc ttcagcaaaa caactggatg gcaagcggaa
  4305901 cacctcagtt tgaattttcg atggatcgac atcgttaaat tcaccgtggt tttgccagaa
  4305961 attcgcggtt tcagtattga gtggatcaat cgtcaccaag aatttcagct tcgacagcgc
  4306021 cgctgtcact ttgtttttat ccgggaacga ggcaatcggg ttaaagcctt ggcacagata
  4306081 gccattgacc ttgccctgcg acatcatttc gaaatactgc aagacgtcgt agcctttatc
  4306141 ccacttcggc agccagtcat agccccagcc attttccttt tgggcgttat caccgtagaa
  4306201 acttttcatc aaactgacaa agaatttcgg gtaattgctc cagtagttaa cctggcctgg
  4306261 taacagggtt ttcggcgtgt tggccttcag gtaggtatca atatccggct gtttttctga
  4306321 cggcaagttc aagtaacccg gcaggctttg cgacaacagg ccaaggtcag tcagcccttg
  4306381 gatattggag tgaccgcgta gggcgttaat accgccacct gccatcccca tgttgcccaa
  4306441 cagcaactgg atcatcgcca tagtacggat attctgcgca cccacagagt gctgcgtcca
  4306501 acccaaggca tacaggaacg tcgccgtttt attggataca ctggtttcgg cgagatattc
  4306561 acaaacctgc aggaaatcgt cttttggcgt accgcaaata ttggagacca cttccggtgt
  4306621 atagcggcta acgtgctctt tcagcaggtt ccacacacaa cgcgggtgtt gcagcgtgac
  4306681 atcccgttta gcaaaaccgt cttcatccaa ctgatagttc cagctggttt tatcgtattt
  4306741 acggttttcg gcgtcatagc cactgaacag gccatcatcg aaagcatagt cttcccgcac
  4306801 cagcaagctg gcgttggtat aggcttcgac atattcacgg ttaattttat tgttggagat
  4306861 caggtacaac aagacaccgg acagaaacgc aatatccgta ccggagcgga ttggcgtata
  4306921 gaaatcagcc accgatgccg tacgagtaaa gcgcggatct atcaccagaa gcttggcatt
  4306981 gttgtggatt ttggcttcca tcgcccagcg gaaccccacc ggatgcgctt ctgccgcatt
  4307041 accgcccatg acgataatta aatccgcgtt cttaatgtca acccagtggt tggtcatcgc
  4307101 accgcgacca aatgttggag caagacttgc taccgttggt ccgtgtcaga cacgtgcttg
  4307161 gttgtctacg gcaagcatgc cgagagcgcg actaaatttt tgggtcaaat aacccgtttc
  4307221 attgcttgat gccgaagcac acagcatacc ggtgcttaac caacggttga cggtaacacc
  4307281 ggcgtcgttg gtcttaatga agttagcgtc ccggtcttct ttcattaatt tggcaatacg
  4307341 ggtaaacgca tcatcccaag tgattctctg ccacttgtct gagcctggcg cccggtattc
  4307401 tgggtatttc aagcggcttt cgctatggat aaagtcgact aaccctgccc ctttcggaca
  4307461 cagtgcgcca cggttcaccg gatgatccgg gtccccttca atgtgaaaaa tactttcttt
  4307521 agcatttttc gcgccgtcgc caaggctata catcaaaagc ccacaaccga cagagcaata
  4307581 tgtgcaggtg ttacgtgtct cgcgagcgcg cagcaattta taattgcgcg tttccgccag
  4307641 cgccactgac ggcgcgaagc cgagtgccgc gaccgttgtt cctgccatac cgccagcgca
  4307701 gatcttaaag aactgccttc tgctgacctg catgggtatc tccttcattg tcacattatt
  4307761 tccagttcac gcttccctca ataaaatggg aggcgctaaa atcgctcatg cgatatcacg
  4307821 ctttttctgt gtggaatgaa tttctatgtt agataataca tagccgcacc attcttaatg
  4307881 tgaatgttac cacattgtga ttatgggtta taactttcag gaccgcatag tgagccagat
  4307941 caaaccttcg agattatcct ctagcgccga aatccgcggt gcccggcagc ttgacgtgct
  4308001 acagcggcat aaattggcag aaccacagca ggattggctg gcggaagaag tacccgttgc
  4308061 attggtatac aacggcatct cccatgtggt gatgatggca acccctaaag atttggctgc
  4308121 cttcgcgctg ggcttttcgt tatcagaagg catcattagc agcccacagg aaatctattc
  4308181 tattgagatg acccccggct gcaacggcat agaggtcaat attgagctat ccagccgccg
  4308241 ttttgctggc ctgaaagagc gccgccgcgc catggcaggg cgtaccgggt gcggagtttg
  4308301 tggcattgaa caactggacg atatcttccg cccaatcact ccgctaccgt tcacccaggc
  4308361 atttaacttg gagcatttgg ataccgccct tgcccagcta aaacaggtac aaccggtcgg
  4308421 tcaactcacc ggctgtaccc atgctgccgc gtggattaat cctgaaggtg agttattagg
  4308481 cggttgcgaa gatgtaggtc gccatgttgc actggataag ctactgggga tacgagcaaa
  4308541 acagccgtgg caacaaggtg cggtgctggt ttccagccgt gccagttatg aaatggtgca
  4308601 aaaaacggcc atgtgtggtg cagagatttt atttgccgtc tccgccgcca ccacgcttgc
  4308661 cgttgaagtt gccgagcgct gcaatttgac gttagtcggt ttcagtaaac cggggcgggc
  4308721 gacggtgtat actcatccgc agagaataaa ataaaagaga tcgattgatc gacaatccac
  4308781 accaaaaaat atcattgatg acaccaaaga tataacgata gtggcgagat tgatgtcaaa
  4308841 ttctcagtga ccgacgacca cactcagact tgagctcgtt gtcaattttg ctgattcgtt
  4308901 gtcaattttg ctgattcgtt gtcaatttcg ctgataatgg agacctcatt tttttaccgt
  4308961 gaagatacgg ccactgacaa gtgggttatt ttaagcgtaa aacgtcaaaa agaagcgggt
  4309021 tacgccgcat cataaattaa ttttataaaa atattattga cccattttat tcttcagtgc
  4309081 cacccaaaga ccacactata aatataggtt tgataatcat tttcaatatc atttaattaa
  4309141 ctataatgat ccccatgctt acgcggtgct tacttttttg caccgtccta cactatggag
  4309201 acgatgatta tgagttattc actgccatca ctgccttatg cttatgatgc cttagaacca
  4309261 cacttcgata agcagacgat ggaaatccat cacaccaaac accatcagac ctatgttaac
  4309321 aatgcaaata cggtgttgga gagcttcccg gagctggcgg acctgagcgt tgaagatctg
  4309381 atcaaagatc tggataaagt ccctgctgaa aagcgcacct ttatgcgtaa caacgcaggc
  4309441 ggccacgcta accacagtct gttctggaaa ggcctgaaac tgggcaccac cctagccggt
  4309501 gacctgaaag ccgctatcga gcgcgatttc ggcagcgtag acagcttcaa agaaaaattt
  4309561 gaacaagctg ctgcgacccg tttcggttct ggctgggctt ggctggtact gaaagacgac
  4309621 ggcaaactgg cggttgtttc aaccgctaac caagacagcc cgctgatggg cgaagccgtt
  4309681 tctggcgtat caggtttccc gattgtgggc ctggacgtat gggaacacgc ttactacctg
  4309741 aaattccaaa accgccgccc agactacatc aaagccttct ggaacgtggt taactgggat
  4309801 gaagctgcag cgcgtttcgc tcaagccaag taattcgctt atccataaaa cgggccttaa
  4309861 accgcccgtt gcatagccaa agaacgtggc gttgcaggta agcttcaagt acgaaagata
  4309921 catgccagca aggccctctt gctggcattt ttattgttaa agtttcatca actcctgccg
  4309981 atagagcata caagaaggtt actggcatcc atgatcacaa tgcatggatg tagaaaaaaa
  4310041 gatgtttggg aaaagcactc ttgccaaggc tgccccgcgt acataccagt cctttaactt
  4310101 ctctaataat tagaccttac caaactcacc tacgctgatt aattcatatc agaaacaccg
  4310161 tataacggag aagaacatgg cggtatttag caaaattatt ggcagctttg ataacgtaaa
  4310221 agtcggaaaa aaattgggtt taagtttttt cctaatgttg ctattggtcg gggtcattgc
  4310281 gggcaccacc gcttatcact tctccgtgat cgaagaacat gcatataaag tggagttgag
  4310341 ctacaaaatc aacgacgaag cgaatcaggc aaaatataac cgcgcacttt atgaacgtac
  4310401 ctatgacctg aaatacatca cagaaaacac acagcacatc aataatataa aaaatttact
  4310461 gacccaaagt gcaaatctcc gctggtcagt tgataaccgc aaaaatattg ccaacattaa
  4310521 tcatgtcgtt gaggagtacc agcaacaaca gacgaacttt gtgaatgcgg tgaccaataa
  4310581 agataaagtg cgtcaaagct ggagcatctc tgaaagccta aataatatca atgcactaca
  4310641 gcaaagcctg cttaatgaag gggccgatac caatacgcag atattgctag cagaaatgag
  4310701 ccaaaaatta atgacggtgc gttacaacgc gcgcggttta ttactggatc gcaataaaga
  4310761 tgccgaaact gcactgataa cctcaattaa cattgccaac agtgccgcga atgctttcat
  4310821 gcctgtgtta tctgccgagc agcagaaact attagcaccg gttgccgcta acctagccct
  4310881 ctataaagac aacgttctgg cctatttacc ggcttatcag caagaactgg aggtcggtaa
  4310941 agtgatggag gccagtgcga atgcattgaa tacgttggcc acccaactgt ttacccaaga
  4311001 gttgcaaggt acgcacaacg agattaacaa tgcccagtac caactcgcta ttgcggctct
  4311061 tgtggcctta cttttggggc tattgatcgc ctggcgcatg acccgtcaaa ttaccgtgcc
  4311121 tctacgtgcc acactggata tggcagaacg tattgccact ggcgatttaa ccgcggcaac
  4311181 cacatcatcc cgtaccgacg aactgggcat gttgatgaat gccgtcgccc gaatgaatga
  4311241 aaatctgcgt gccatgattg atgaaatccg cattggtgtc agccaggtat cccatgcctc
  4311301 tggtgagatt gccgctggca atactgattt atcgtcccgt accgagcaac aagccgccgc
  4311361 cgtagaagaa accgccgcca gcatggaaca attaaacgcc acagtaaaac agaacacgga
  4311421 taacgctcat cacgccaatc aattggccac cgaggcctcg cagaccgcac aacagggcgg
  4311481 caagctggtc aatgatgtag tgcgcaccat gaatgatatc tctggcagtt ccaaacgtat
  4311541 ttctgaaatc acctccgtga ttaacagcat cgctttccag accaatattt tggcgctgaa
  4311601 tgccgccgtt gaagcggccc gggcgggtga acaaggccgt ggctttgcgg tagtcgccag
  4311661 tgaggtcaga aatctggcac aacgtagtgc gcaggccgct aaagaaattg aagggctgat
  4311721 tggcgagtct gtttctcagg ttaatgccgg aacatcgctg gtgaaaaatg ccggtaacac
  4311781 catggaggag attgtccgct ccgtgagcca cgtgcgcgat atcatggcgg aaatcgcctc
  4311841 agcatctgat gaacaaagcc gtggtatcac ccaagttagc ttggctatct cagaaatgga
  4311901 cagtaccacg cagcaaaatg cggccttggt ggaagaatcc gccgccgccg ctgactcact
  4311961 ggctgagcag gccatcttgc tggctcaggc tgtggcggtg tttcggctat ctgaagatga
  4312021 aggcgcgaca gatgaaggcc gtgttgtgac gccaaaagcc tctaacgggc gtcatacgcc
  4312081 agaagaccat cggatcaacc agcagaagag ctgggaaacg ttctaatccc tcaatattgg
  4312141 caggaatagc cacaacggtt atttctgcca tcctcagaaa taattggcga taaataggtt
  4312201 tctcgttttc agggaatttc ttcgacccaa acattgagtt caacatccaa taaaaaagat
  4312261 ggtatgaacg ccgatcttca tgtagtaggt aatagctttg gtgtaatcaa acaccatggc
  4312321 ggttaaaaag ataaccccca ttgctcaacg gacggtcgat agtatgaaaa aaataatatt
  4312381 ctttatcatg ccatttttta ttttactggg gtattctcat gccgctgaaa aatatccggc
  4312441 agatatcacg gcctatttaa acgtagcaga tgactgccaa tatttctctg gtgagtggga
  4312501 ctcaacgctg cctaaagaac gacagattga aatagaaaaa aaagtgaatg tcacgtgtag
  4312561 caaagcacgt agtttgcaag aaaaattaag cgttaaatac aaaaaaagac aggatctttt
  4312621 agacgttatt aatgattatg atttctagcg gatactgacg gtttctgtat caaaaacatc
  4312681 cagtacacgc acagcctgtg ctgccagata cataccctct tggctaccca aagcgagata
  4312741 gagtatggct ggttggcact ttcgccagat cggagatggc ggcagccttg tatcctttcc
  4312801 gagcaaaaac ctgaaacatt acttctactc ctgcttactc cggtaacaaa cggggatgcc
  4312861 ctgaattttt cttttcttta ttgtgaaaac cttgattaat taacaggtta tgaatgaact
  4312921 gtataattat tttttatcga acacgcaaaa aataatattg catgaccaaa tagcctacgc
  4312981 tatatatttt tagcgaacac tgcgcgatgc cacggccaca ctttatagtg ttcactttta
  4313041 tcttacaggt tcaaatttat cgccgcaggg atgataggca ccgcgctgac tcatgatgaa
  4313101 aatactgact gacggtctgg gaccaaagga gtaaacaccc ggcctaagag gttaagtaag
  4313161 attatccgag agttatttta tgacaaatcg aatgaaagct ttaatgttag tgacacatct
  4313221 tgccgtattc ggtgcgggaa caggattggg gatttatatc ttgccaatat taaccgcaga
  4313281 aactaacgcg acagcacctg agatacaagc agtaaagcaa tctgcaaaat ataccggtga
  4313341 gtttagtcgc aaccagaaag gaagtgatgc cgtacactgg gcagaaggaa aactgtatgt
  4313401 atcagaacac gaaattgcct ttgaaggaga aattgcacca ggacctgatt acaaaatcta
  4313461 tctgacgaaa acacaggcgg atgataaaga atcatttctt aaaattaagg atgatgcaaa
  4313521 attaattggt gacttgaaaa attttggtaa cttcaaaaag acgttacccg caggcgtcaa
  4313581 tccggacgat tacacaaccg tacaaatatg gtgcgaaaca ttttctcagt ttattggctc
  4313641 tgccagctac aagtagtgaa catcaggtag cttttgagtt tcatgagttc gctgctttta
  4313701 cggtcgtatt gtattaacga aggcaaaacc gttattacac ttaaggaata gggagagaga
  4313761 ggcgcaaaag gaacaacaca ccgggtggcg gccatgccac ccagaggtta ccgcaaagcg
  4313821 gcgatcaaaa cgctttttta gcgtagcctg tcacttcttt caggcccatt tcacggccta
  4313881 atgccgtcat tgggtgcacc accacaatac cgcgcaccgc tttcttcaat gtgcccatat
  4313941 ccgcttgctc tttcttggta atagcacggc tgaaaggcag ttgagccagt ttttgagctt
  4314001 ctgcactcag gttttttacc cgtacttctt tcaggcgctg aatttcagcg gccagtttct
  4314061 ctttttcttt catatgctgg gtaattagct ccacattacc ctgttggatc accgtagggt
  4314121 ctttgtggtt cagcgcatcc agcatatcgc ttaaacgttt gatttctgca tgttctttca
  4314181 taatattggt ccgtacatgc ctctgatggg cacgatattt cactaaagtt agagatataa
  4314241 taacactgat tgtgtatcaa gacagagatg cattccacta agccactggc tcttgccgcg
  4314301 gttgccacgc cgttccggca gaatttcaca ggtggccagc ccaacccgca tcaatgcctc
  4314361 agtatagcgg cgattaaagg gatagcagta tgacggcagg tagaagagtg gctaaacgta
  4314421 atttcttgat taaccttgac ttaatggcga gagcttagag acctgtttga cgctgatgcg
  4314481 agagagcagt tcagtgatcg acaacaccat ggtggagcgg accatttgct gataacgctg
  4314541 gcgttgcata gcaatcagcg aagcatcggc ttcatcaggg cgtaaaaaag tgggtactgg
  4314601 cggcaattca tcgacacaat gcaattcacc aaatggcccg aggatttcgt catcggtaaa
  4314661 gcgatactca gtgccatcgt ggtttagctc ttcacgtagc gccattaata gctcagcatc
  4314721 ttcatattca tgccgggtga tcaccccaag ggcataaacc agcttcaacc gcacagagag
  4314781 ttcactcaat ggcccgtcac cgaccaataa cggctccacg gcatacttca ccgcatagtc
  4314841 atctttacga aaaatctgca ccacgagtat attcagtgct tcagccaata aatcgactgc
  4314901 cgccatcaag aagctgcgca cggtcttccc agcgttcaaa tgttcaagaa cccgattctc
  4314961 aaatgcttgt tttttttcaa tcattgctag tcactgggaa gttggtgaag tcctgtccgc
  4315021 ctgattatga cgccacggca aaataaacac cgcataaatt taacacggta ttcctcctct
  4315081 gccgcagcgg acaaatcatc cgttggcaaa tactttagtg tcttaaatca ttggcccgct
  4315141 atcgtttccg ttatcaggcc aatgggacat agctggctta gtcactaaaa tcagtgcgcc
  4315201 agcttctgct gcatggcgtt atacacactc accgcctgtt cgacaacctc actatcagca
  4315261 ggcaagcctg aaatttgcgc taacgcagct ttcggcccta attgtgccaa taacgtcacc
  4315321 aactcttggg cctgtggatc ttgctcactg cgatagctca tggcggcggc aatacccgtt
  4315381 accagagaat cgtgcggcaa ttgatactcc agcgtgccta gcagcggttt gatcaaacga
  4315441 tcaccggcgc tcagcttacg cagtggttga cggccaaccc gctcgacatc atcgtgcaaa
  4315501 taagggtttt caaaacgaga gagaattttg ttgatataag ccgcatgttt ctgtgggtcg
  4315561 aaagcataac gcttaatcag taccgcaccg ctctcttcca tcgcaccttt tactgtttga
  4315621 cgtaccgccg ggtcgagaat cgcatcgcgg atcgtttgat ggcctgccag ttggcccaga
  4315681 tacgcggtaa tagcatgccc ggtgttcaac gtgaagagct tacgctcgac aaaagccatg
  4315741 agattatcgg tcaattccat acccacgatt tcgggtggct ggcctttaaa ttgggtaccg
  4315801 tcgactatcc attcgctaaa ggtttctacc gtgacagcca ggatatcagt actgcccgct
  4315861 tctgatggtg ggacaatacg atcgactgcc gaatccacaa aacccacatg ctgctctacc
  4315921 catatttgtt cgtcttctga taaggcagca aacacatgtt gttttaattg gctagtgcca
  4315981 cgcaccatat tttcgcaggc aataatattc agtgggcggg tattcccttg ctgatgtcga
  4316041 gtgatcagac cctgtgccac tgtcgccgca attctggcca aaatttgtgg gccaacagcg
  4316101 gtggtgacaa tatcggcctc agcaatcagc gcaaccactt ccgggctacc gctgtttacc
  4316161 gcactgacat tctttacctc ttcaacccga gcctgttcac cgaccacatt gacctgataa
  4316221 cgtttacgtt tattcagttc atccaacaac ggttgattca catcggcgaa ggtcagttgc
  4316281 gcaccggcat ccgcgagcag tttgccgatg aagccacggc caatattccc tgcgccaaaa
  4316341 tgtaatgctt tcatattcgt taccttgctg taaaagggcc attttcttcc aacagcccta
  4316401 gcagttatga cttgtttata cgctaaataa ttcgcgttgc aggtaggcaa agcagccaat
  4316461 gttcatgcag cgtgaagtat gacgggtata tcaagcagac gttttaccgc ccagtaagtc
  4316521 caatacttcc tgcacgctgg tcgtcttact taaacgcgca atcaccgagt cgtcatccag
  4316581 tgcgttagtc aggctggtaa tgacttgaat atgctcgttg ttacgagcag caataccaat
  4316641 caccagacgg gcgacatcat cttcttcatc gccaaagcgc acaccttccg ggtattgaca
  4316701 gaacaccacc ccggtcttca gcacacgatc ttttgcttca atcgtgccat gtggcaccgc
  4316761 gatagactca cccagatacg ttgagctcag tttttcacga tccagcatcg cctcgacata
  4316821 ttcaggttcg acatagccac ctttgaccaa ctgttcaccg gcgaagcgga tagcctgctc
  4316881 tttggctgtc gcatgctgat tgaggaagat attctccgcc cccaacttga acaaattatc
  4316941 ttcaaatgct tcgaagctat cgtccagttt ttcgatcact ttctgtactt tagtattatc
  4317001 aaccaattga ctggcttgca gcagctccgc cgtcaggctg ttgtacagtt ggctgtcgag
  4317061 gaaattagtc agcgagatat gctgtgcctg cggtgcatgg cgcatcgccc gctcagtcaa
  4317121 atcacggtgc gtgatcacca gatccacatc ttccggtaag ttgttgattg cacagttggt
  4317181 caccgcaata tgtttcagcc cggcatcttg tactttttta cgcagaacac cggcccccat
  4317241 cgcactggac cccataccgg catcacaggc aacgataatt ttacgcactg tgcttaaatc
  4317301 gccagcagcg gcagcggcat tggccgcctg aacaccttta gactgcgctt tcatatcttg
  4317361 catacggcga gttgcgcctt caaggccctc ttcatcgtct ttagccttag agcttttcag
  4317421 caagatggca gagaccacga aggacacggc aaaggcggtg gcaaccgcag caatgttggc
  4317481 aaagtaagcc cctttaggcg tcatggccaa tattgccaga atagaacccg gtgaagcggc
  4317541 agagaccagc ccgccgttca gcagggtcag ggtgaacaca cctgtcatac cgcccagaat
  4317601 caccgccaac agtaagcgag ggttcatcag cacataaggg aaataaattt cgtggatacc
  4317661 accgaagaaa tggatgatag cggcaccgcc agctgactgc ttagcattac ctttgccgaa
  4317721 gaacatatac gccatcaaca cacccaaccc cggtcctggg tttgcttcga tcaagaagaa
  4317781 gatagactta ccggtttcag cggcttgctg gacacccagt ggtgagaaga taccgtggtt
  4317841 gatagcgtta ttcaggaaga gaatttttgc cggttcaacg aagatcgatg cgagtggcaa
  4317901 cagattattc tgcaccatga catccacacc gtaagccagc cctttagaca ggacttcaac
  4317961 caacggacca atcgccataa aggccaggag agccagcaac ataccaatga tgccggatga
  4318021 gaagttgtta accaacatct caaagccgct tttgatttta ccttcaaccc agcggtcaaa
  4318081 atgtttaatt gcccagccac ccagcgggcc gacaatcatc gcaccgagga acattggcat
  4318141 atccgcacca acgatcaccc ccatggtggt gatggcaccg actacgccac cgcgatctcc
  4318201 gcctaccaaa cggccaccgg taaaaccgat caacagtggc aacagatagg taatcatcgg
  4318261 gccaaccagt ttggctaagg tttcattggg cagccagccg gttggaataa acagtgcggt
  4318321 gataatgccc caagcgataa atgcgccgat attgggcatg accatattgc ttaggaatcg
  4318381 gccaaagttt tggaccctga cctttgcgtc tggtgaaaac ataaaacacc cctattggta
  4318441 cgcgctaaca ataagagcgc gatataatta ttttaattgg aggcagtttt gcaaaacccg
  4318501 ccagtgttac cttatgcaaa cacgctgtat gcaaaacaaa ctctagcatg ctcttttagc
  4318561 cacgcgtagc tcacgaaaat ttcgtgacga aagtcacaca aaacaaccca tcacaccggt
  4318621 gtatttgttg attaagatca catctttagg ctgtaataaa gtcacaacgc agaattattg
  4318681 agctaaaaaa ccaatcaagt gtgacttatg tcacgattga tgatcggttg tttgttttta
  4318741 aaatgtgaca tttgtcacaa gttatttttg ctcgtaggag gagaagccga cattcatccg
  4318801 aaagatcgcg ctatcgtggt ttaggctaga gaggaatatg taagaaaata acagggacca
  4318861 aaaggcccct gaggttattg acaaagtgcc cgcgacggag agaacaggca gatcataaag
  4318921 acgccgtaaa tacatccatg taggctcgag ccgcgccatc cttggcgcgg acgctttact
  4318981 cctctgccta tcctcaccgt tcaagattga gtcatcgggg tttgtcagca gtctgccttc
  4319041 gcaatacgca aattctattt aacaacatct attactgcat taccttcatc acgcgctttt
  4319101 gcgcggccat catctccggg tacttggcga ccaagttgct catcatcgtg ttgtactgag
  4319161 cggcttgctg cggagtctgg aattgaatgc caccgttatt aaaggtcact tgcgtaccct
  4319221 gctgttgcag gaaatcccca acctgaacca gatcttgcac aaatgaagag accaccggca
  4319281 ctgctggaat caacacatta gcaggctgag tcacaatgtt atcaaaggct ctgttgaaca
  4319341 ccactttcaa gtcatctggc agcttcaatg cggcttgggc gctgtcagct tgagctttgg
  4319401 cagtgcggat ttgttgcact aacaggttca gcgcacccgc agactgctgt aacgcatcac
  4319461 gcttactgag gtaatcctgt gccacgcgga tttgattgat ttgctcaata gccgggacca
  4319521 aactggcatc aactgactta ctcaattgct gtgaaaaagt gactaaaatc gcgtagtcgc
  4319581 tgacataagg gccaaacttc tgcttttggt cttcactcag tgttggcagt ttcatcccac
  4319641 tgcgcatcac ggtgttttgc agataatcaa taaaagcctt acgttgttct agctctttat
  4319701 ctccgcaggc ggtcaccaag aacatgacca agaacgccaa taaaggtgcc agccagcgtg
  4319761 ggttccggac ggtgttcaat gcaaaaatca tgtgcaatca ctccttaata aactatttac
  4319821 tctcacaaaa tcccgttctt agcatccaat ccgtgcggta cacaatctat tggataaaat
  4319881 cgctattgga taaaatctta atgagtatat acccaaagca cgggaggttg cagggagagc
  4319941 ccgcaaacga accccgattc gttaacgtaa gccaagggcg cgtcgctaac cccacaaaaa
  4320001 cataacgtaa ggggagcgta tagctcccct tgaggttatt gacaaagtgc ccgcgacgaa
  4320061 gagaacaggc agatcgtaaa gacgccgtaa atacatccat gtaggctcga accgcgccat
  4320121 ccttggcgcg gacgctttac tcctctgcct atcctcaccg ttcaagatcg cgtcatcggg
  4320181 gtttgtcagc agtctgaagg ggagcgtata gttcccctta ttgcccagca cgatgttatc
  4320241 gagcgagtta ttgcaacagc gaaatatcag caacctgcaa gaacagttcg cggagtttgc
  4320301 tcagcaatgt cagacggtta acccgcacag catcgtcttc agccatcacc atcacgctct
  4320361 cgaagaactc atcgacagtt tcccgcaacg cagctaattc aaccagcgcc tctttatact
  4320421 gaccagccgc gaaaaccggc tccagttgat cgcgtaatac caccaaatgt gtcgccagtt
  4320481 ttagctctgc cggttctttt aagatcgaag catgaacatg gtcattcagg gtatccgtgg
  4320541 attttgccag aatgtttgat acacgtttgt tggcagcagc caatgcggca gcagcatcca
  4320601 gtgtgcggaa ataggtcacc gctttcactc gcgcatcaaa atcagccggt ttggtcggac
  4320661 gacgagccaa gaccgcctga atggtatcga cgctatgacc ttcatcctga taccaggcac
  4320721 ggaaacggcc cagcatgaat tcaatcacgt catcgaccac tttcgcattg gtcagcttac
  4320781 tgccgtacag gcgcaccgcc tcttccgtca gtgtttgcag atccagtgac aaattctttt
  4320841 cgacgataat gcgcagtaca cccaacgccg cacggcgcag agcaaacgga tctttatcgc
  4320901 ctttcggatg ttgaccgata ccgaagatac ccgccagtgt gtccatctta tcggcaatgg
  4320961 ccagcgcaca agcgaccggg ttagacggca aatcatcacc ggcaaagcgt ggctgatatt
  4321021 gttcattcaa tgcaacggca acgtcttcag cctcaccatc gtggcgggcg tagtgcatcc
  4321081 ccatcacgcc ttgggtatcg gtgaattcga ataccatgtt ggtcatcagg tcacacttgg
  4321141 acaacagacc cgcacgggtg gcgtgattaa catcagcgcc aatttgtgcg gcaacccaac
  4321201 ccgccaacgc ctgaatacga tctgttttat cacgcagggt acccagttgc tgttggaaca
  4321261 gcacggtttc cagacgcggt aaattatctt ccaaccgttt tttgcggtcg gtcttaaaga
  4321321 agaactcagc atcagccaaa cgagggcgaa ccaccttctc attgccagaa atgatttgtt
  4321381 gagggtcttt agactcaatg ttggcgacaa aaatgaagtg tggcatcaag tggccggcag
  4321441 tatcgtaaac cgggaaatac ttctgatcac ccttcatggt gtacaccagc gcttccgcag
  4321501 ggacagccag gaatttctct tcaaacttgg cggtgagcac caccggccac tccaccaatg
  4321561 acgccacttc ctctagcagg ctttcactca gatcagcaac accgccaatc tgttgcgctg
  4321621 cctgttctgc atcacgctta atgattgatt tacgcaattc ataatcagca atgaccttgc
  4321681 cacgctccag cagaatctgt ggatattggt cagcactgtc gatcgtgaat tccgcttcac
  4321741 ccataaagcg atggccacgg atcacccgat ctgaattgat acccagcacg gtgccaggaa
  4321801 taacttcagt ccccaagagc agggtcacgg tatgcaccgg acggacgaat tgagtttctt
  4321861 tatcacccca acgcatcagc tttggaattg gcaacttact cagcgcagta ttaaccatgc
  4321921 ctgccagcaa taactgggcg ggttgccctt tgacatgggc acggtacagc agccactcgc
  4321981 ctttatccgt caccagacgc tccgcctgat cgactgtaat accacaacca cgcgcccaac
  4322041 cttcagcggc tttgctaggt ttaccttcag catcaaacgc ttgcgcaatg gccgggccgc
  4322101 gcttttcgac ttcacgatca gcctgagccg cacttaaatt ggccactttt actgccagac
  4322161 ggcgcggcgc ggcgtaccaa ctcacctcac cgtgagacaa attagcgtta tccagttcag
  4322221 ccgtaaaatt agcggcaaaa gattcggcca gagaacgaag agccttcggc ggcagctctt
  4322281 ccgtgccgat ttccaccagg aaagtctgtt gagtcatgac agcctcttag ttctgattct
  4322341 ttttgcacat agggaagccc aatgcctcgc gggaggcata atatgcctcg gcgacagctt
  4322401 tggtcagcgt acggatgcgc agaatatagc gttggcgctc ggtaaccgag atggctttac
  4322461 gggcgtccag caggttaaac gtatgacccg ctttcagaat acgttcgtaa gcaggcagcg
  4322521 gcagtggggt ttccagcgcc agtagggact gcgcttcttt ctcgtactgc tcaaagcagg
  4322581 agaacaggaa atcgacatcg gcgtattcga aattataggt ggattgctcc acttcattct
  4322641 gatgataaat atcgccgtaa gtggtggtcc ccagcgggcc gtcgcaccat atcaggtcat
  4322701 aaacgctgtc tacgccctga atgtacatcg ccaaacgctc cagaccataa gtgatctcgc
  4322761 cggtgacggg tttgcattcc aaccccccca cttgctggaa gtaagtaaac tgcgtgactt
  4322821 ccataccgtt tagccacact tcccaaccca gaccccaagc acccagtgtt gggttctccc
  4322881 agttatcttc aacgaaacga atatcgtgga tggtcgggtc cagacctaac tctttcagcg
  4322941 agcctaaata cagctcctga atgttgtctg gcgaaggctt aatgatcacc tggaactgat
  4323001 aatagtgttg taggcgattt ggattctcac cgtagcgacc atcggtcggg cggcgtgagg
  4323061 gttgtacata agcagcagcg attggctctg ggccaattgc gcgcaggcag gtcattgggt
  4323121 gggaggtacc cgcgccgact tccatgtcca gtggttgaac aatggtgcag ccttggcgcg
  4323181 cccaatagtc ctgtaacgtc aggatcaggc cctgaaaggt cttggtatca aacttttgca
  4323241 tgttggattc gcacgcgata caagtggatt aaaatggaat gggtcagtat acccgttgac
  4323301 cgtaagatat acagccagaa tccggtaaga tgctgcaatc aggtttaatt tatgggtcga
  4323361 tgaggggaaa aatgggttta aatttcacca ttcctaaccg tgtcagccct gtctcaaggc
  4323421 caccacagaa tagacatgag cgggttgctt atctctgcct gaacagcgat catcctccgc
  4323481 tatcacaagc gacaccgatg ctataacaag cgacaaacgc tataacaaac gacaagcacc
  4323541 ataacaaaca acaaaaaggt agataaatat gagcttgcaa cgctgtggtt gggttacctc
  4323601 agatccgctt tatctggctt accacgacac cgaatggggg gtgccactca aagatagccg
  4323661 ggcattgttt gaaatgattt gtctggaagg gcaacaagcg gggctgtcat ggataaccgt
  4323721 gctcaaaaaa cgggagcatt accgcaaaag cttccatcat tttgatccgg ttaaggtggc
  4323781 gaaaatgggg cctgaagagg tagaaatacg ggtacaagac agcggaatta tccgccatcg
  4323841 cggtaaaatc caagccatca ttaccaacgc acaggcttat ttagcgatgg aagccaacgg
  4323901 cgaagacttc tcacgcttta tctggagttt tgttgatgat gagccaaaaa ttaaccattg
  4323961 gtggtgtctg gcagaagccc cggcaacaac cgccgtctct gatgccatgt ctaaggcctt
  4324021 gaaaaaacgc ggatttaaat tcattggatc gacgatttgt tatgctttta tgcaggccag
  4324081 cggcttggtg aacgatcaca tggcaaattg tttttgccac ccagataatg cagtgaaatg
  4324141 attcgagtct accaacccga cgatctcaat gccctgatgc aactgtggct aaccagtact
  4324201 attgacgcgc acccttttgt tgccgagcaa tactggtatg agagcgcacc attaatcaga
  4324261 gagacttatc ttccggcagc acgtacctgg gtatatcagc aaccaggagc ggccgctgag
  4324321 gaaaatacga ttatcgggtt tatcagtatc ctggaagaac aacttgtcgg agcgttattt
  4324381 gttgcccaag cctttcacgg ccacggtgtc gccaaggcct tgatggacca cgttcagcaa
  4324441 cgctacccag cgctgagtct ggaggtgtat cagcaaaacc gccgcgccta ccgcttctat
  4324501 cgtaaacaag gttttacggt catcgggcgg gcttatcacg cagaaactca gggcacaatc
  4324561 ctcacgatgc attggcaaca tcccgcacat taacccgtct tttatggttt ttttattcat
  4324621 atcgcaacgc actgttcata ccgcaaaaaa ataagaggca tgatggcaag agttacgtgc
  4324681 tgaccgtaat aaccgcgctt ttgtacgtaa tagccatttt ttcattgcca tagcgtgctc
  4324741 ttatgcgaaa tttgtcgaga aaaccagcgc ttccgtcaat cgggcagcac tataagagtt
  4324801 ttctcaatgg tattcgctga ccttttactg gataacgatg gcacatcaat attagccaat
  4324861 gtagttaacg tgggttaatc aattttttat ccgctattta gcgacgttgt catctcttcg
  4324921 ccgaaataga gtgtcattta aggtcatatc atgaaaaaac gtattctggc tcctgtggcc
  4324981 atcgtctccg tcgcactgat cctctcagcc tgtaccacga atccttatac cggtgagtcg
  4325041 caagccggta aatcaggtta tggtgccggt atcggtgccg cgctgggggc aggaattggt
  4325101 ctgttgtcat cgtctaaaca tgatcgtggt aaaggtgcat taattggtgc agcggcgggc
  4325161 gcggcactag ggggtggggc tgggtactac atggatgtgc aggaagccaa attacgtgaa
  4325221 aaaatgagcg gtaccggtgt aagcgtcacc cgtcagggcg agaacattgt cttgaatatg
  4325281 ccgaataacg ttacctttga taccaatagc agtaacctga aacctgccgg agccaatacc
  4325341 ctgactggcg tcgccatggt attgaaagag tatgataaaa ctgcggtcaa tgtgaccggt
  4325401 tataccgaca gtacgggtgc ccgcgcccat aatatcgtgc tctcgcaaca gcgggcggat
  4325461 aatgtggcga gcgcactgat cgtgcagggc gtcgctgcca accgtatccg cacttatggc
  4325521 gctggccccg ataacccagt cgcgtctaac agtactgccg ccggtaaagc gcaaaaccgc
  4325581 cgggttgaaa tcaccttaag cccactgtaa acaacggcaa tatgcattaa tgcgataaat
  4325641 atcaatagta aacaccgtga taaaacatgc ggataatgtc ctttggctta tccgcactgc
  4325701 tccccatttt cccctggcga caagctcccg gtcatcataa ttattcgggg tgaatgcggt
  4325761 aagtacaccg acgagcacca gataaaatat gttcaacccg ctcaaccggc acgcccaatg
  4325821 cttgctggaa taccgccagt tcggtacggc aaaaacgctg gcaactggct gccgccgccc
  4325881 agatagggca atgattctcg atcaacaaaa tagtgccatc ggcctcgacc tgcgattgtg
  4325941 ccatatatcc ttcaccggtg cggatagcca ccaaccgctc gacgcgttca gccacattac
  4326001 tgaccccgac catcgcctga caatattgat cgcgagtttc ctgttcacgg ctatcgatca
  4326061 gtaattccag tgcgttatcg cccaattgtg tacgaattaa gcgcaaaagt tgcacagcta
  4326121 actccccatg ggcatcagga aaatgtgtat taccgctctc ggttaattgc cataactgaa
  4326181 ttggccgccc cacaccgcgg gtttgtgctt cggccaccac tagccctttt ttggccagtt
  4326241 taacaaactg ctgacgcgcc gcttcaccgg tggtgcccaa aatgttcccc gcctcacctg
  4326301 cttgtagcgg gccgtgagtt ttgagcaaca gcagtagccg ttcaccgact gattgtggct
  4326361 ggcgggcccc atgatcaata ttcatctctt ccccggtatt actgaaacat tttttatttt
  4326421 tggctcatgc actgtttatc taatatgtat tgtttatcta acatgtattc tttatctaaa
  4326481 aagtcgctgg ctcatttatt ccaagacctt acttgtttaa ctctgccatc gcaacaaaat
  4326541 caacgtaata gcgacacgcc tcgcaggagg tgaaaaagcc tgatacctcc gcccgtaaac
  4326601 tgcgaagcca tcggtaaatc gatgggtatt ttcatcaatc atcacatttt agtgatgatt
  4326661 agcgcttgat cccaaggtca tgatcactgt tatgctggct tgagttctta tctaataatt
  4326721 tgggttctta ctgttgtatt ctaaataatt cgatatgccc taaatttcga tatgacctaa
  4326781 ataatgcgag ttacagcaag gtggcaacta agcgccaccc aagaactgac attaagtcac
  4326841 tgactgggat gacaacgcac aggtaatttg aaatatgacg ggtataactg gctggagtgt
  4326901 gtgatgaaac cttctattgt gttgtacaaa agtattccca ccgatctgca tcagcgttta
  4326961 gcacaacatt ttaccgtaaa cagttttgat ggcttaacac cggataatca gccggagcta
  4327021 ttagctgccc tacaacaagc ggaaggatta attggttctg gcggtaaaat cgatcaagac
  4327081 tttttacaat tagcgccaaa tttacgggct gcctccacca tttctgtcgg ttatgacaat
  4327141 ttcgatgttg aagccctgag tcaacggggc attgcactga tgcacacgcc caccgtgcta
  4327201 acagagaccg tggccgatac catgatggcg ctcatgttgt ctacggcgcg tcgggtggtt
  4327261 gaactggcgg agcgggtgaa agccggtgaa tggcaagaga gcattggtga tgactggttc
  4327321 ggtgttgacg ttcaccataa aaccattggt attctgggca tgggccgtat tggcatggcg
  4327381 ttagcccaac gggcacattt tggtttcagt atgcccgtgc tgtacaccag ccgccgcccc
  4327441 cacgaagcag cagaacagcg ttttggtgcc cgccactgct cactggatac tctgctagct
  4327501 gaggccgatt tcctgtgtat taccttgccg atgacagaac agacttatca tatgattggc
  4327561 cgtgaacaac tggcaaaaat gaaatccagt gccattttga ttaatgcggg ccgtggaccc
  4327621 gtggtggatg aacaggcgct gattgcagcc ttacaagatg gcacgatcca cgccgcgggg
  4327681 ctggatgtct ttgagcaaga gccgctgcct gtggattcgc cactcctgac gctacgtaat
  4327741 gtggttgctg taccacacat tggttctgcc acccatgaaa cccgctacaa catggcggct
  4327801 tgtgcagttg ataacctcat caatgccctc accggcacgg taaaagagaa ctgtgtaaac
  4327861 ccacaggtgc taataactca ctaaattaac atccgcccgt caattctatt ggcctgccct
  4327921 gtttagcggg tcaatagatg tttggcaggc caataacgtt ttgccgaatc gtgataatgg
  4327981 ccctttttct tttcggggtt gccgcctcaa atccttatct tccgccctta tcctccgccc
  4328041 ccctcctccc tacaaaaacc gctcagggat gaggctattt cttcgccaag cggcacactg
  4328101 aatctgcctc aaactttata cgtttctcga acccaatatt aggaagacgc gccatgaaac
  4328161 gtctcacact ccccttgcta ctggttcttt caccagcagc gatggcgaac tggtccctac
  4328221 agcatttccc ggcttttact gaacaggaca gcggtatttt tctcagtagc agctcactga
  4328281 ccaaaggcga ataccctcta aaattttatc aggataaaca gtgctggcag ccaaccgggc
  4328341 cggtaaagct gaaccaaatg ctctcgttgc agccttgcca ggagaatatc gcgataccgt
  4328401 ggcggttgtt ccgtgatggc cagtatcaag cgcgaatcga tacccgtagc ggcaccccga
  4328461 cgctgacctt aagtgtcacc gcacccgtag cggaggcagt ccaggtcgtc acccacgttt
  4328521 gccaacgctg ggatggcaat cctgtgaccg tggatgtcag taaaaccttt gccgaaggtg
  4328581 aaattgtacg ggatttctat tccggccaaa cggcaaccgt ttctctcggc aaaattacgt
  4328641 tacgacccgc cccagagagt ggtggtttac tgctgttgga atcggcccaa acacagcaag
  4328701 ccgccccttt tagctggcaa aacgctacgg tctattttgc cctgacggac agatttaata
  4328761 acggcaaccc agcgaacgac catagctatg gccgtcatgg cgatgggatg caggagatag
  4328821 gaacgtttca cggtggcgat ttggcggggc ttaccgagaa gctggattat ctgcaacagc
  4328881 ttggggtcaa cgcactgtgg atcagttctc cactggaaca aattcacggc tgggtcggcg
  4328941 gggggaccaa aggcgacttc ccacattatg cctatcatgg ctactacggg ctggactgga
  4329001 cccgtctgga tgccaatatg ggcaccgaac aggatttacg cacactggtt gaacaggcac
  4329061 ataaacgcgg cattcgcatc ctatttgatg tggtgatgaa tcatgtgggt tatgcaacgc
  4329121 tggcggatat gcagaacgac caattcgggg cgctctacct gcaaggcgat cagcaggaaa
  4329181 aaaccttggg taagcgttgg agcgactgga cccctggcag cgggcagacc tggcacagct
  4329241 ttaatgatta catcaacttc agtgataaga ccgcttggga taattggtgg ggtaaaaagt
  4329301 ggatccgcac cgatattggt gattacgaca cccccggtta tgacgatctg acgatgtcgc
  4329361 tggccttcct acccgatatc aaaacagaat cgacgcagcc cagcggtttg ccagtgtttt
  4329421 accgtaacaa accggacacc gcagcccaag aaatcgccgg tgcgacaccc cgtgattata
  4329481 tgacgcattg gttaagccaa tgggtacgcg attacggcat tgacggtttt cgggttgata
  4329541 ctgccaagca tgtagagaaa cccgcctggc aacaattaaa gcagcagagc atcgcggcac
  4329601 tggccgaatg gaaagccgca catccagaac aggcgctgga taatctgcca ttttggatga
  4329661 ccggagaggc ttggggccac ggtgtcatga aaagtgatta ctaccaaaat ggctttgatg
  4329721 ccatgattaa ttttgatttt caggatcagg caaatcaggc gctggcctgc ttctcatcta
  4329781 tcgagagtac ctacaaccaa atggcggaga aactgcaaaa cttcaatgtg ttgagctacc
  4329841 tctcgtctca cgatacccgg ttattcttta aagacgatgc acaacagtca ctggcaaaac
  4329901 agcagcgagc aggctcttta ctgttgttgg ctccgggggc agtacaaatc ttctacggtg
  4329961 atgaaagcgg gcggaagttt ggcccaaccg gttccgatcc gttgcagggt acccgttcgg
  4330021 atatgaactg gagtgagcta tcgggcgaaa aaggcgcact gttggcccat tggcaaaaag
  4330081 tcagtcaatt ccgcgcccgt catcccgcga taggcgctgg tgtacaacaa tcgcaacaaa
  4330141 ccgccaatta ctatgccttt agccgccaac atcagggcga taaggttctg gtcgtttggg
  4330201 tcggtgataa gaactgatat ctggagctaa ccgtgcgggc gcgtgcggtt agcataatga
  4330261 ggcagtcaaa ttccacagct acccccctgc gacgtcaagg acgaagggga tacccgatcg
  4330321 ctaaataacg ttcggtcacc agtcacatgc aattccgggc ataaaaatac aaactcaacg
  4330381 tctgtttctg ccgtcaattg atatgtagca ttaggataaa tacaaaatac ggaaccttta
  4330441 ccacatttat ctacacgctt atctttaaac aagaaatgtc ttatttatat catttttaat
  4330501 gatcatttac ttaatcaact atatacttga aaacttaatt tatttctttt tataaacaat
  4330561 gataatatga caacaactaa agactatttt ctatattatc caatttaaat gtaaaaggcg
  4330621 tttatcttct aatgaaaaat agaatcgcat tcctaatagg gtcttttatt attgcactac
  4330681 ttattggttt tgatttatat taccacatga tatatttttt atatggtagt aaagccatac
  4330741 tggcttatga tgtttttact ttgatgacat caaatgcagt taatgcatta cttctttcaa
  4330801 tcagcgtcac aatttcctat ttacccttac ttttcattaa agagggtgcc attcaaaata
  4330861 aaatggtctt ttccttctta tcgttatctt tttactttat tcttttatta acgttaaccc
  4330921 ttagtcactt tatggtcaga acatctcctt atgctaacca taatgtaatt catggatatg
  4330981 acttaattat tgcctgtaac atcatactta gctcaattat aaatctcttc cttataagga
  4331041 aagtgataaa tatattttct aaagctgata attagggcat acaaacttta ttttgactcg
  4331101 tacgggaaag aaagcaaact tgaatatgta ttattcctaa tatttcagtt atgttggtac
  4331161 tcattatatt tttttgttct ctcaaaagaa tcattttcta tcttgttaac actgctattt
  4331221 atagtgcctt tgatttctag cggcattagg tgtctaaact atcttggaag aagtaaatcc
  4331281 attgctctcc tttggctttt tatgccttat ttcatgataa taatcccctt actccttaga
  4331341 aaaaaggtta attctctcct cttgccattt catggttttt tactttttta gccagattag
  4331401 tttattatcc cgttctgaat atgaatggcg atattttcac gcagtcagaa gaaattcttc
  4331461 cgcattgcgt ccgcttttat ctgcgagtat ggtacttgtt cacttacaga taacaataca
  4331521 ttttcattta tgaagttttc acttttcggc gacaaattta cccgttatgc gggtattacc
  4331581 agattgatgg atgacctcaa cgatggcctg agaacaccgg gttctatcat gcttggtggc
  4331641 ggaaatccgg cacatatccc tgagatggat acctacttcc aacaactgtg tcaggagatg
  4331701 ctaacagaag gcaagttaac cgaggcattg tgtaattacg acgggccgca aggtaaagac
  4331761 ttactgctaa aagcactggc aaaaatgctg cgcgatgagc tgggttggca gatagagcca
  4331821 cagaatattg cactgacaaa tggcagtcag agtgcatttt tctacttatt taatttgttc
  4331881 gctggccgtt atgccgatgg tagccgccgt cgggtgctgt tcccactggc gccagagtat
  4331941 ctgggctatg cggatgcagg tctggatgaa gatttatttg tctccgccaa accgaatatt
  4332001 gagctgttac ccgaggggca gtttaaatat cacgtggatt ttgaacacct caatattact
  4332061 gatgatattg gcttgatatg cgtatcaagg cccacaaacc ccaccggtaa tgtcattact
  4332121 gacgaagagt taatccgtct tgatgctatc gcgcagcaac gtaatattcc gttattgatt
  4332181 gataatgctt atggcgtccc cttccctggt attattttta ccgacgccac accgctgtgg
  4332241 aacccgaaca tcatcttgtg catgagcctg tcaaaactgg gcctaccagg ttcacgatgc
  4332301 gggattgtca ttgccgatga aaaagtgatt tcggccatca ccaatatgaa cggtattatc
  4332361 agcctgtcac cgggcgggat ggggcccgcg atcgccgccg aaatgattga gcgtggtgat
  4332421 ttattgcgct tatccaacga ggtgatccgg ccgttttact ttgaacgtgt acagcagacc
  4332481 atcgccatct tgcgcaaata cctgcccgct gaacgctgcc tgatccacaa acccgaaggc
  4332541 gctattttcc tctggctgtg gtttaaagat ttgccaatca gcaccgaact gctctatcag
  4332601 cgcctgaaaa aacgtggtgt tctgatggta ccgggccatt acttcttccc cggtctgggc
  4332661 tatgactggc cacatactca ccaatgtatg cgaatgaatt atgtgccggc tccggaaatg
  4332721 attgaaaaag gtgtcgcgat cttggcggaa gagattgaac gagcgtttca ggaagcgaaa
  4332781 caacttactg attaataaat atactgttaa ctcgccaaca gagtgaatcg ccgttacccc
  4332841 cttcaccaat acaaacaggg cagccaatta cgctgccctg aagtttaata gcccgcgaat
  4332901 taacgctcta caacgtccag aacaataccg ccaatatctg tggtgacatg attcgtagaa
  4332961 acatcgccag cgggtacact gtcgcataag acaacgccgc cgcaccgctg gtcgggtgca
  4333021 ggccattggc aaaggccagc gcaggtggat ccgtcatcga acccgctaac atgccacata
  4333081 gcgtcaggta gttcattttg accagcatac gtgccaaaat gcctaccgtt agcaacggta
  4333141 tcccggtgat catcgcacca taaccaatcc atgccagccc atcaccattg accagcgtat
  4333201 tgataaaatc accgccggat ttcaatccga ccactgacaa aaacagcact atccccaatt
  4333261 cacgcaaggc caggttagca ctcggtggca taaaccaata cagcttacca atgctaccaa
  4333321 tccgtccgag gatcaacgcc accactagcg gaccacccgc tagccctaaa cgtaatgccg
  4333381 ccggaaaccc tggaacaaac agcggtatcg accccagtaa aaccccgaga ccgacaccga
  4333441 taaataccgg taacatctgc acctgttgca atttttgctg cgcgttcccc acaatcgcgg
  4333501 acaccgcttc gatagcttca ggacggccca ctaaattcag gatatcgccg aattgcaagc
  4333561 tggcactgtt gctggcgacc agctcgatac ccgcgcgatt aagacgagta atcaccacgt
  4333621 catacttctg ttttagatta agatcgcgga tttttttacc cagtaccgcc tcgttggtca
  4333681 ctaccactcg agccgtttgc aacgccgttc ctgccgtgga taatgtcaca tcgacctctt
  4333741 cacccacaac cagccgcact ttctccagcg catcccgttg cccgaccaaa tgcagataat
  4333801 ccccaatttc aatcaccgtg gctggcatgg gcaccatcag taaatcgcca cgcttcaatc
  4333861 gtgaacagac cacctcatcg ctgttcagca atggcacatc ctgtaccgat aaaccatgta
  4333921 gattggggtt acgcaccgca acgttcatgg tttgcagcaa ctcgcggttt tgcccgtagc
  4333981 tgctgtcgaa cgctttcgct tcacgatcga tattgatttt aaagaataaa cgaatcagcc
  4334041 acatcaccag taaaatgcca caaataccaa atggatacgc catggcgtaa cccatcccca
  4334101 tttgactgac cagttgtggc ggcgaaccta aatcggtaag aatttgctga gccgcaccaa
  4334161 gtgccggtgt attggttacc gcaccagaaa acacccccag aataatcggc agcggcacag
  4334221 caaacagctt atgaataatc gctgttacta acccgcccac aaccaccatc aagatggcga
  4334281 agcagttaag ccgcaacccc gatacccgta gtgaagagaa gaaccccggc ccaacttgaa
  4334341 taccgatggt atacacaaac agaatcaggc cgaactcttg aataaaatgc agcatatctc
  4334401 cgttaagaac gatctgataa gtttgtgcaa aatggcccac aataatgccg ccaaatagca
  4334461 ccccaccgat acctaacccc acaccataga ttttccaatt accgatccat aaccccaata
  4334521 cggcgaccag cgccaacata ctgacggtaa gggcgatagc actcataaat cacttccttg
  4334581 cctaagttta aaaataggtt ggccgcttcc attcccacag ggattctcta ttctcaccag
  4334641 catcatgatt gcctcagatg cacggcatgg ccttaaattc ttacaattag tagggattct
  4334701 gtcagaaggg gggaaggttg aatgtgggat acgccacaaa atgcaccgga gagcggggaa
  4334761 tctctccggt gaaaagacaa acaagggaaa agcataatgc taaaaacaca caacagagag
  4334821 tcatgcaata agaggtaact gccggtaccc cgggcagagg gcaccggtca tcataacaac
  4334881 acgttaaaaa ctaacgttta aaccaactta tcaaaaccac aaggtcactt aacacccatt
  4334941 actgctgatc aggtgcctcc gggctttcta atacctggcg ctcctgaggt gtggcactgc
  4335001 cgatggcaat acgctgtggt tgcagtgctt ctggcacctg acgcagtaaa tcaatatgca
  4335061 gcaggccatt ttcaaactgg gcattatcaa cgttcagatg ctcagccaag gtaaaggtca
  4335121 acgagaactc tttacgaacc agcccttgat gcaggtattc gacctgtttc tccactggtg
  4335181 ttggcttacc acgtactgtc aggcgtgggc cttcgacttc aatatctaat tcgctctgtt
  4335241 taaacccggc tagcgccagt gagatgcgat agtggttatc gtcagttttt tcaatgttat
  4335301 aaggagggaa gccttgtggc tcctgaccgc cctgcattgt actggccaat ttatcaaagc
  4335361 caatccactg acgaagtaaa ggtgacaaat cataattacg catatacgtt aactccttct
  4335421 ttgaagcgag ataataggta gccacggatt aacgttgtat aaacagtccg tgaccggtca
  4335481 gcccccgatt acggcaggct aaacactgtt attaaatata cccgtcgtcc ttcaagatac
  4335541 agggatgtta gcggctcttg ctcaccccat cacttagtta tctaaacttc aggcggttta
  4335601 ctcggttacc gcctaccgac ctctcgaagt cacttgggta tatgtaactc attcacacga
  4335661 tcaaaaatcc atataagggc tgattactta atttcaatac ggcgtggttt caaactttcg
  4335721 ggtaccaacc gctcaagatc gatatacaac aagccattca ctaaattggc acctttaatt
  4335781 ttaatgtgtt cagccaactg gaatttccgt tcaaagtttc gctcagcgat accttgatat
  4335841 aaatatgtgc gttgcgcagg ctcattggca tgagaacctc gaacaatcaa caaattgtcc
  4335901 tgagtagtaa tctccagctc ctgctctgcg aagcctgcca ccgcaatggc aatgcggtag
  4335961 ttattttcgt caactaattc gacgttataa ggaggataac cgccattact ttggttctga
  4336021 ccagattcta ataaattaaa caaccggtcg aaaccgatag cggaacgata caatggagca
  4336081 agatcggaat tacgcataca aactgcctcc taaatagatt agcaagggtg ttatcaaacg
  4336141 ttataattaa gccttccact ctggacaggc ccgtggtctg aataccctat cggcgtattc
  4336201 tctctgacct gataataaaa tgggtgcggt cttctttttt tcaagcatga gatcaaaaaa
  4336261 tttttcgcaa aaaatcgtat tggaaaatac aggcggtaaa tattcgatga aatggccgct
  4336321 atcacttaca cttaaacaaa aataagtcca taagattgaa tttttgacta taggaagtgt
  4336381 ctgtaagaga gtgtaaaaat gaaagacaaa acctgacact gacgtcgtgg gttaatcact
  4336441 tggtgatgag agccgaataa cataatgaga aatatcgtta tcccttttgc tactggctgt
  4336501 tcgctgctgc tgaccagcgg ttgttccagt attttgactc acaccagcag tagccaaggc
  4336561 tattactctg gcaccgaagc caatatcgcc atgctcaaag atgacgatac cggctgggca
  4336621 ctacgcccct tactggcagt agacctgcct ttctccgccg tgatggatac cctatttctg
  4336681 ccctacgatt atctgcgttc agacagtgaa gataaagcgg ccagttcacc acgtgaacgt
  4336741 gtccggcaat ccgagatgca aaaccagcaa actaatcaga caggtgatac gccaaaacaa
  4336801 tagatccgcc caatcctatc cagccaatag attttatcga tgctaatcag catgcacagt
  4336861 aaaaatttgt gcccatccat cgatctcacg cataaacgcg atctttttac cgtttggtga
  4336921 aaacaccaca gcgtcagcca gcggggccac cacgctgcgg gctgtcagcc gccgtaaatg
  4336981 tccggttagg ctatcgcaca acatcacgct gttatcgcag ataaaggcca aatgctctcc
  4337041 ctgtgggctc cagctaaatg cagactgaat cccccattga ctcgctgtca gttggcgcag
  4337101 ttctccgcca ttaggggaga tcaaccataa ctgcaccaca ccgttatcat cgttcatcag
  4337161 gcaagcaatg gcactgccat ccggcgatga acgcagccag tggcgcgggc atatcaggac
  4337221 tcacggtcac caccccgaca tgagcaccct gtcgagcacg ataaatcacc tcaatttcac
  4337281 cggtaatgca atttacctgc tcaatcgtta agccgttaaa agtccccccg ctagggcgca
  4337341 catcataagc caaccactgg ctatccgggg tccagacatt gatattggtg agctgatggc
  4337401 ctctgggatc aaaggtaagc tgctgttccg gtaagaaacg gtttttttgc gcattcatat
  4337461 tttcaactct tttatgcttt taattctttt atgataagtt gcaaatgaca ttttttgctg
  4337521 aatatgtatg ccattatgac acacagaacg ccccgtcatg ttttgacgta tatcccccaa
  4337581 ataattcgag ttgcaggaag cagctagcgc gcagacaact tgctgtacca cggatatatt
  4337641 gaaaataaaa tttaaaggaa tcgagatgaa tacgttgttt gatgccatca gagaggccca
  4337701 ccagatatta cgcccacaag tgagagtcac gccgttggag catagcccac tgctatctca
  4337761 acacagcggt tgtgagatct atcttaaatg tgagcacctg cagcacaccg gttcttttaa
  4337821 atttcgtggg gccagtaaca agttacgttt actcaatgag gcacaacgcc agcaaggtgt
  4337881 gatcaccgcc tccaccggta accatgggca aggtgtggcg ctggccgcaa aactggcggg
  4337941 gattaaatcc actatttacg ccccagaaca ggcggcagcc atcaagctgg atgtgatccg
  4338001 tgcactgggg gggcaaattg aattagtctc cggagatgcc ttaaatgctg aactggccgc
  4338061 cggtatcgcc gctgagcaac aaggtaaagt gtatatctca ccgtataacg acccgcaggt
  4338121 cattgccggg caaggcacct gtggcatgga gatggtcgaa cagcagcccg atcttgatgc
  4338181 ggtgtttgtt gccgttggtg gtggtggcct gatttcaggt attgcgaccg tattgaaaac
  4338241 attatcggat aaaacgcagg tgattggttg ctggccagcc aatgccacca gcctgtatac
  4338301 ctgtctggag aaaggacaga ttcaggaggt ggcagagcaa gaaacgctgt ctgacggaac
  4338361 cgccggtggt atcgaaccgg gagcgatcac ctttgcactg tgccaacagt taatcgatca
  4338421 gaaggtgctg gtgagtgagc aagaaatcaa agaggccatg ggtttgattg cccgtactga
  4338481 ccgctggatg attgaaggtg ccgccggtgt ggcactggct gcggcactga aattggctcc
  4338541 gcaatggcaa ggtaagaaag tggcggtggt gttgtgcggt aaaaatatcg tgctggagaa
  4338601 atatctggga gctgtcagcg gatgctaatt ctgaataaac aaaaaattct cgacaagttc
  4338661 gatgcggatc gcatcacatt attgctcaaa gagggcttta ttgcttttag tcagcaacgg
  4338721 gtccagatgc cgccagtaca gcatttactg tttgatcagg ccaatggtga ttgctgtatt
  4338781 aaaagtggtt atttacaggg cgatgaccag tttgtcgtga aggtctccgg tggattttat
  4338841 gataaccctg ctcaaggatt agccagtaat caaggggtga tgatggcatt ttcggcaaaa
  4338901 accggtgaac cacaagcgat cttactggat gaaggctggc taacggcgct gcgcacagca
  4338961 ctggccgggc gaattgtcgc cgagctttgc gcgccacagc acatcagcgc ccttggtatc
  4339021 gtggggacag gaatacaggc gcggctgcat ctgatgtacc tgaaaaatgt gatgacttgc
  4339081 cgccagctat gggtctgggg ccgcagtgaa acggcattag aggagtatcg ccaatatgcg
  4339141 caagcagagg gctttgcagt caacaccacg ttgaatgccg cagagctggc ccatcacagc
  4339201 caatttattg tcaccaccac gccaagccgg gagcctattt tacaggctga agatatccag
  4339261 ccggggacac atattacggc ggttggggca gatagcgcgg gtaagcacga gctctccgcc
  4339321 gagttagtcg cgagagccga taaaattctg gtggattcaa tcgcgcaatg caccgatttt
  4339381 ggcgaagttt cgttagcgtt taagcaaggg ctgttggctc atcacaactt aactgagatc
  4339441 ggtttagctt tagcgcaagg catccctttt agagagaatg accaacagat taccttggcg
  4339501 gatttaaccg ggttggggat tcaggatgtg cagatagtga aggggattct gggagataaa
  4339561 aagggggtgt tgtgaatccc ggagatatca gtcggtgatc gggtttcggt tgatggtggt
  4339621 ttggtggttt ggtggtttgg tggtttgagt cggtgatcgg gttcggttgt tatggcttca
  4339681 cagctcacct ggcctccgat gaaccaaccg ccaatggggc cataagtgca ctgaacccca
  4339741 gatcttggat ctttttatcc atgatctgga ggttcggttc aatgaaacac cctttttcaa
  4339801 cccgcctagc ggcggttcaa cattaccttt caggaaaggc cactctgcgg gaaaccgcac
  4339861 gtcaattcag tgttggcaaa tcccctctta cgcgttggat ccgagctttt cgccgtcaag
  4339921 gtgaggctgg actggagcac catctttcca gaacttatac tccagaattc aggctttgcg
  4339981 ttgtccgcta tatgatggca aacagatgta gcgctgccga tgcttctgct cattttaaca
  4340041 ttcccaacga gacgattatc caaaactgga tgaaacgtta tcgagaggga ggaaaagaag
  4340101 cgcttaaccc atcgaaaacg ggtcctacta tgccaaaaga taaatatgag cacgattcaa
  4340161 aaccgttcag cgagatgacg catgcggagc tagagaaaga acttgagtat ctgcgcgcgg
  4340221 aaaacgctta tctaaaaaag cggaaagccc tgagagaaga aaaggcactc agggagcagc
  4340281 agaaaaaacc agaatagttc aagcactgac agcagaacat cgactttctt gcctactgtg
  4340341 tgccgcaaaa ttggcacgca gtacatacta ttatcatgca tcgaaaccgg acggtgtaat
  4340401 tgatgactat gcagatgcgg taaaagcgat tggcgcccta agcagacgac acgcacagcg
  4340461 ctacggttat cgccggatga cggtcgcact gagaaaagaa gggttcacac tgaatcacaa
  4340521 aacggtgcga aaactgatga atcagcacgg gttactcagc ctcattcggc ggaaaaaata
  4340581 tcgctcctat agggccgatg gtggccgggc atccgataat ctattggctc gtaattttac
  4340641 atccgaaatc agtggattga agtggtgtac agatgtcaca gagttccgag ttggagcaca
  4340701 gaagctgtat ttgtcggtga tacaagacct gtttaataat gagattattt cttggcatat
  4340761 gtcagaaaga gcagcattaa tcctgacgtg caagacgctg gaaaaagcgc tgaaagtgaa
  4340821 agggagaaaa gaaggcctga tgttgcacag cgatcagggc tggcattacc gaacgccgat
  4340881 gtggcgctca atgcttgtcg aggcggggat aaggcaaagt atgtcacgca aaggcaattg
  4340941 tttagataat gcagtgatgg aaaatttctt cagtcacctg aaagccgaga tgtatcaccg
  4341001 taagaagtac gattcagcca cagttttaaa gcgtgacatt gtagaatata tccattatta
  4341061 caatacagag cgcattagcc tgaaaacagg cggaatgagt ccggcagaat accggactca
  4341121 ggtagaaaag cagtaaagca gatgtccaag ttttggggtt cagtgcaaag cgtggccccc
  4341181 ttggaacccc gcgctttcgc actatcgctt gcccacttcg tggggtccct cgattcatca
  4341241 tttcgctgac ggaccgggcc gattcgcttc ctgctcaagc ggccctcgct cggcatccat
  4341301 gcctcgcgtc ctaccttcat tcttcactcg gctgctcaaa tgtgcttttg acatcaacaa
  4341361 cccattcaaa atcaaaaatg gattaaaagc ctaaagatga tggtctggct agccctcctg
  4341421 ctcggtcgag acgactgtga ttaggtgatc actgaacgaa tatcaaccga acccgatcac
  4341481 cgactcaaat cacccaatca aaaatataaa taaaaaatac aaataatcag ccaatatact
  4341541 tctcaatcgc agtcgccaca ccatcctcgc agttggtccc cgtcacatac tgcgctatct
  4341601 ccttcagctc agggatcgca ttccccatgg caacccccac tccggcgtag ttaaccattg
  4341661 cgatgtcatt cccctgatca cccaacgcca tgacattttt ctgcgcaatg cctaaatgct
  4341721 cagccagcat tttcacgcca gtacctttat ccgcccgctt actcaggatt tccagataaa
  4341781 atggcgcact cttcataata gtaaaacgct caaatacttc ggcaggcatc atagccaatg
  4341841 cacgatccaa ccgctctggc tcatcaatca tcatcacttt agggaaacgt aatgttggat
  4341901 ccatctcctc tactgcccgg tacttcagag ggatccccgt caacatcact tcatgaagcg
  4341961 tatatttact gatgtccttg ttggcggtat ataatgtatt gaaatcaaag gcctggaaac
  4342021 taacccccaa ctcacgggat aacgcttcaa aatagagata atcctcaaaa ctgagagtct
  4342081 cttgtaaaat acactcgcca gtcgccgcct tttgtactaa tgcaccgttg ttactgatgc
  4342141 aataatcgcc actgttctcc atattcagtt cacgtaaata acgttgaacc ccaatataag
  4342201 gccgaccagt ggccagcacc acacagacgc ctttagccct ggcagcagca atcgcctgct
  4342261 ttacccgtgg cgtaatttca tgctgtggat tcagcaacgt gccatccata tcaatagcga
  4342321 tcagttcaat agccataggg ccctcatcta tatttaacga atatctcatg ctaacgcgat
  4342381 tcagcacaca aatgccagta agtctaagca cagacaaata gcatcagaat gagaaatcta
  4342441 aaagcgatac tcatcaggta acaataacaa ttttcaggca aaaaaaagcc cagtggcagt
  4342501 tttcccaccc tggacttttt tatctggcca ataggctatc tggctaacac attagatatc
  4342561 aatattggct gcgcgcagtg cattctcttc gataaaggca cgacgaggtt caacagcatc
  4342621 acccatcaga gtagtgaaga gttgatcggc ggcgatggca tctttcacca tgactcgcag
  4342681 catacgacgg ctctctggat ccatcgtggt ttcccacaac tgatcggggt tcatttcacc
  4342741 caagcctttg taacgctgga ttgccaaacc acggcgagac tctttcacta accagtccag
  4342801 cgcctcttcg aagcttgaaa ccggcacacg acgctcgcca cgttcaacga aagcaccgtc
  4342861 ttcgattaag ccacgcagtt tgtcacccaa tagacagatt ttacggtact cgccaccatg
  4342921 gatgaaatcg aagtccagat cataatcggt atcaaccccg tgggtacgaa tacgcaaaat
  4342981 aggctcgaac agttgacgct cacggttctc acgcaccact gaactgtagc tgctgccatg
  4343041 gtgttctttt tcgttcagca agaccaccag cgaatcaatc cattgcgtca caacctcttt
  4343101 attgcccaaa tcctcttctt gcaaggtagg ctgataaatc aggttattca gcaaagcacg
  4343161 cggataacgg cgttccatgc gggcgatagt cttctggaca ctgtaatgct cagcaaccag
  4343221 tttctccaaa ggctcaccag ccagtgctgg tgcgtgagca ttggtatgca atgccgcgcc
  4343281 atccagagcc agtgtcattt ggtactgctc catcgcatca tcatctttga tgtactgctc
  4343341 ttgcttacct ttcttcactt tatacagcgg aggctgagcg ataaacacat gaccacgctc
  4343401 aataatttcc ggcatctgac ggtagaagaa ggtcaacaac aacgtacgga tgtgcgagcc
  4343461 atccacgtcg gcatcggtca tgataatgat attgtgataa cgcaatttat ccgggttata
  4343521 ttcatcccgg ccaataccac aacctaacgc ggtgatcagt gtcgccactt cctgtgaaga
  4343581 gagcattttg tcaaaacgcg ctttctcaac gttcaggatt ttacctttca gcggcaaaat
  4343641 ggcctgattt ttacggttac ggccttgttt agccgagccg cccgcagagt ccccttccac
  4343701 taagtagagt tcggacaatg ccgggtcacg ttcctgacag tctgccagtt tgccgggtaa
  4343761 acccgccaga tcgagcgcac ctttacggcg tgtcatttca cgggctttac gcgcagcttc
  4343821 acgggcgcgg gccgcatcaa tgattttacc cacaacgatt ttggcgtcag ttgggttttc
  4343881 caacaaatac tcaaccaact tctcgttcat cagcgtttcg accgccgttt tcacctcaga
  4343941 agaaaccaat ttatctttgg tctgtgagga gaatttagga tcgggcactt tcactgagac
  4344001 aacagcaatc aagccttcac gggcgtcatc accggtggcg ctgatcttcg cttttttgct
  4344061 gtagccttct ttatccatat agctgttcag ggtacgggtc atcgccgtac ggaaaccaac
  4344121 taaatgggta ccaccatcac gctgtggaat gttattggtg aagcagtaaa tattttcctg
  4344181 gaaaccatcg ttccactgta gcgccacttc caccccgata tcgtctttca tggtggagaa
  4344241 gtagaacact ttcgggtgga tcgggttctt gtttttgttc agatattcaa caaacgcctt
  4344301 gataccacct tcgtaatgga agtggtcttc tttatcgtta cgtttgtctt tcagtttgat
  4344361 tgaaacaccc gagttcagga aagagagttc gcgcaggcgt ttagccagga tctcatactg
  4344421 gaattcggtg ttattggtaa aggtctggaa acttggccag aaacgcacag tagtcccggt
  4344481 ttgctcagtt tcacccacca ctttcagcgg tgcctgtggc acgcccattt tgtaggtttg
  4344541 ctcgtgaact ttaccttcac ggcgaataac cagttccaac ttttcagaca gggcgttaac
  4344601 aacggatacc cctacgccat gcaaaccgcc ggaaacttta taggagttat cgtcaaattt
  4344661 accgccagca tgcaacacgg tcatgatgac ctctgctgca gatacccctt cctcatcgtg
  4344721 cataccggtt gggataccac ggccatcatc ctgtacagaa acggagttat ccgcgtggat
  4344781 ggttaccaga atttctttac aatgacccgc gagggcttcg tcaatagcgt tgtccacaac
  4344841 ctcgaatacc atgtggtgca gaccggtacc atcatcagta tctccgatat acatgcccgg
  4344901 acgcttacgc acggcatcca gcccttttaa taccttgata cttgaggagt cataagtatt
  4344961 cgacatcaac gtttctcgct catttttaat cctgtggttg aacctctatt ttgccatgtt
  4345021 ccacacggaa catcttgccc ttttcaccta ccatatcggc aacttgctca gcgctcacgg
  4345081 cgctgacaaa aacttgtgcc tgggtagctt tcaaacgctc ggccagcaat cgacggcggc
  4345141 cggtgtccaa ttcggaagca aaatcgtcaa gcagatacag gcaacgccgc ccgctctgtc
  4345201 gggtgagaaa ctcaccctgc gctaaccgca gtgcgcacat cagcaactta agctgaccac
  4345261 gcgatagcaa atcttctacc ggcgtaccat cggcccgaat gcggaaatcc gctttatgtg
  4345321 gcccaacggc ggtatacgtt agcgctctgt cacgctcaaa ctggcgcgcc aacaactcgc
  4345381 catagtcact ctctttatcc cagccgcgct ggaaagagaa actcagggcg aactctggca
  4345441 ggaacagagc gcatgtggct gaaatatccg ccgcaatcgc gtcactgtat gccgctcgcc
  4345501 attcgctgat acgctcagcc agagggatga tttcctgatc ccaagcccgg atttgcgtat
  4345561 agcgactaac ctggcgcagc gcggcgttgc gctgcttgag taaccttttt aggttgctcc
  4345621 aggccgtaaa aaaaccgggt tcattatgaa agcaacccca gtctaaaaaa gcgcgccgga
  4345681 attttggccc gccatttaat aacgtaaaac cttcaggagt gattaactgc attggcaaca
  4345741 tttgcgccaa ttcagccact ttatgcccat cggtgccatc aatgcgcact ttggtatcac
  4345801 cctgtcggct tttgctcaga cccactgacg cctcacgttc attggcgtca acccggccat
  4345861 gcaacacaaa ctcagcacat tcgtgacgta tcactctgcc tgcttgcaaa ctacgaaaag
  4345921 ccctaccatg accaagggta taaaccgcct cgagtacact ggttttgcca ctgccattgg
  4345981 ggccgactaa aaaattaaag cccgccgcca gcgccaagtc tgccgattcg atattgcgaa
  4346041 aatctttaat gagtaaacgc gttagagcca tgaaactaat tcttatgatc gaaggcaatg
  4346101 tcgccttatt tctgatcaag ggcgttatcg tcgcaggcca tttgcgtgcg gccagcgcgc
  4346161 agccaccgga gcgtacttca tgtacgagag gatggcgagc actgcccaat cgcaaagggg
  4346221 caagcaagat agcccgataa atactacaaa cgcattggca tgacgacata ggctgcagct
  4346281 tggctggcgc tgtcttcaat ctgcacactg gatacagagt cagtcaataa caggcgcaca
  4346341 tcttcgcact tcagtgcatt tagcacatca agcacatagc tgacgttgaa accgatctcc
  4346401 atttctgtcc cctcgtagct aacatcgagg atctcttctg cttcttcctg ttcaggatta
  4346461 ttagcagtga ttttgagttg attgtggctg acatagagcc gaacaccacg gaacttctca
  4346521 tttgacagaa ttgccgcacg cgaaaatgcc tgtttcagta aatcgcaacc ggcttccagc
  4346581 attttatcag gattcttcgg caatacgcgg cgataatccg ggaaacggcc atcaaccagc
  4346641 ttagatgtga aaataaaatc gcccacatga gcacgaatat tattactgcc aatttgcagc
  4346701 cgcaaggggg tatcaccacc atccagcaac cgaaccagct ccatcacacc tttacgcggc
  4346761 acgatcaccg aatgtgaggg taacgtctgg ccaataggca ttgagcatac agccaagcga
  4346821 tgcccatcgg tcgccacagt acgtaactct tcgccttcgg tctcaaacag catgccgttc
  4346881 aaataataac ggacatcctg atgggccatc gaaaactgag tggactcaat cagacgcttt
  4346941 aacgtagcct gcggtaaagt gaattcaacc tcactctgcc agtcatccag attagggaag
  4347001 tcaatcgcag gcaaggtaga cagcgagaaa cggctgcgac cagagcgcac tagcaggcga
  4347061 tcaccatcca acgctaccgt aatttccgcc ccttcgggta aaccacgcca gatatcaaaa
  4347121 aacttccgtg cgggtactgt ggtagcaccc ggctcatggg actgagacaa ggcaacacaa
  4347181 gccaccatct ccatctccaa gtcggtaccg gtcagccgca aagagccttc cgtgacttgc
  4347241 agcaacaagt tacccaaaat aggcaacgta gggcgtccac ccagcgggct actgacctgt
  4347301 tgcagtggtt ttagcagatg ctcacgttca atgataaatt tcatagcgct aggaggataa
  4347361 tgttctgatt aagttagaga aatcttcttt gatgtcgtga ctttcctcac gcaattgctc
  4347421 aatcttccgg caagcgtgca acaccgtggt atggtcgcgg ccaccaaacg catcgccgat
  4347481 ttcaggcagg ctgtggttgg ttagctcttt tgccaatgcc atagccattt ggcgagggcg
  4347541 ggcaaccgaa cgggaacgcc gtttggagag caggtcagcg accttaattt tataatattc
  4347601 agcaacagtc ttttgaatat tatcgatagt gaccagcttt tcttgcaacg ccaacaaatc
  4347661 acgcagggct tcgcgaacaa aatcaatcgt gatagcgcgg ccagtaaaat tggcattggc
  4347721 gatcacacgg ttcaatgccc cttccaattc acgcacattg gaacgcagac gcttggcaat
  4347781 aaagaacgcg acctctcctg gtaagcgaat atcattttca tccgctttct tcattaggat
  4347841 cgctacacgc gtttccagct ctggtggctc aatggcgacc gtcagccccc aaccaaaacg
  4347901 cgacttcaga cgatcttcca ccccgttaat ctcttttgga tagcgatctg aggtcaaaat
  4347961 gatctgctga ttaccctcta gcaacgcatt aaaggtgtgg aaaaactctt cttgagaacg
  4348021 ctctttattg gcaaaaaatt gaatatcatc gattaataaa gcatcaaccg aacgataata
  4348081 gcgtttaaac tcttcgatag cattattttg caaggctttg accatatctt gcacaaaacg
  4348141 ctcggaatgc atatagacca ctttagcatt ggctttacgg gccataatgc cattccccac
  4348201 cgcgtgtagc agatgggttt tacccaagcc tgttccgcca taaagaaata acgggttata
  4348261 ggcaccacct gggttatcgg ctacctgacg ggcggcagcg cgggccaact ggttagattt
  4348321 accttcaaca aagttatcaa atgtgtgttt tggattcaca ttcgaacgat aagaaagttc
  4348381 aggctgagca ggtgagttgt cccagctcgg gcgcataggt gcactgcggg taaccggagc
  4348441 aacaggcgca ctcacgctgg ctgtaactgg attattgtgt gctcttgccg caggtttact
  4348501 ccctacctca aaacgcagta aagggacctc ggtgccacaa aaatcattaa gtaagccatt
  4348561 gatattgttt aagtacttat cacggaccca gtccagtaca aaacggttag gtgcgtaaag
  4348621 cgccagagta ttgtcactca gttccgcctg tagggggcgt atccacatac taaattctgt
  4348681 ggcaggtaac tcatcctgca atcgggcaag acactgctgc caaagcgaaa gtgacacggc
  4348741 ggactccact cgaacaagat caataaaaga aagaaatcag gatattttgt aactcatcgt
  4348801 tttgacacac gccatatggc ctgtagcaag ccaaggtgac atgcgaactg ttttttacag
  4348861 ttgtttttta ctgctgattt tttacgactc acattccccc acgatcccag agtagaggaa
  4348921 gcgatcggaa tggcggatca taacgcaaaa ggagcaatag atcctctcct tcctcacaga
  4348981 ttagatcctt tttatccaca ggctgttact tttgcgatga gtgtaaccca gcacatcggt
  4349041 tttcgtgacc tcatcgttaa ggatccataa atatttcgga atatactggt gtccccttcc
  4349101 cctttctcag gcaatggatc ccttttaatc ggcaaaggat ctcaccgcga tccttgcgct
  4349161 ttggcgggga gtccgtataa tcctcagccc tacgtgtgat gcctgtgttc ttaatagcaa
  4349221 tagctaaagg gaatccagca gtaaacacgg gcaggcaggc tcttggtaaa ctccccgttt
  4349281 agaaaacttc taagcggcag atgcgatgtc aattgactcg ggactgtaca attattacaa
  4349341 tcccgcttct ttatatgttg cgattgaggc gtcggtagtc ttcactccga gcagccaaac
  4349401 gcgtttactg aatcagtaat tattttaagt ttaggtagaa atcgctatga aacgcacttt
  4349461 ccaaccgtcc gtattgaagc gcaaccgtag ccacggtttc cgtgctcgta tggccacaaa
  4349521 aaatggtcgt caagttctgg ctcgccgtcg tgcgaaaagc cgttctcgtc tgactgtttc
  4349581 taagtaataa aagctaacca tctcagtggt taagctcgca tttcctaggg agttacgttt
  4349641 gttaactccc agtcatttca ctttcgtctt ccagcaacca caacgggctg gcacgccgca
  4349701 aattaccatc ctcggccgcc tgaacgagct ggggcatccc cgcatcggtc ttactgtcgc
  4349761 caaaaaacat gtcaaacgtg ctcatgaacg taatcggata aagcgcttaa ctcgcgaaag
  4349821 cttccgttta catcagcatg cgttaccgtc tatggatttt gtcgttttgg taaaaaaagg
  4349881 tgtggctgac ctcgataacc gtgcgttgac ggaagctttg gaaaaattat ggcgtcgcca
  4349941 ctgtcgccag gctcccgcat cctgatcggg ctgattaggg gctatcagct cgtaatcagt
  4350001 ccgttgctgg ggccgcgttg ccgtttccat ccgacgtgct ctcattacgg aattgaggca
  4350061 ttgcgcaggt ttggcatgat aaaaggcagt tggttaacac tgaaacgcgt attaaaatgc
  4350121 caccctttga actcaggtgg tgatgacccc gtgccgccga aactcgacga taacagagaa
  4350181 cactaacgat ggattcgcaa cgcaatcttc tactcatcgc tctgctgttc gtgtctttca
  4350241 tgatctggca agcttggcaa gtggataaca atccacaacc aaccgctcag accacgcaac
  4350301 agactacgaa taccgctacc ggtgataaag caagccaggc tgtgccaggc agcggtcagg
  4350361 gtcaactgat cactgtaaaa actgatgtgc tgtctctgac tattaatacc cgtggcggtg
  4350421 acattgagca ggctaacctg ctggcttacc cagatacttt gggttcaagt aatacgttcg
  4350481 aattactgga aaccactcca agtttcgttt atcaggcaca aagtggtctg acaggcaaaa
  4350541 atggcccgga taacccagcg aatggcgacc gtcctttgtt tgaagtgcca caaaccagct
  4350601 ttgttctggc agatggtcag gatgaactgc gcattccatt gaccttcaca agtaaagatg
  4350661 gctctgtttt cattaagact ttcgtgctga aacgtaacga ttacgccatt ggcgtggatt
  4350721 atcacgttaa caacgcctcc gctgccccac tggagctgac gctgtttggt caattgaaac
  4350781 aaagcatcaa cttgcctaaa aagcgtgata ccggtagcaa taactttgcg ctacagactt
  4350841 atcgtggtgc ggcttactct tctgatgaaa ctaaatataa gaaatatagc tttagtgaca
  4350901 tcgaagacaa aaatctggac atcaccacca aaggtggttg ggtcgctatg ttgcagcagt
  4350961 atttcgccac agcatggatc ccagcggcta acgaaaccaa caccttctac tctgctgagt
  4351021 taggtaacgg cctggccgca attggtttca aaggtgcacc tgttgttatc caacccggtg
  4351081 aacagaaaca actgagtgcc acactgtggg tgggcccaga gattcagaat aaaatggcgg
  4351141 aaattgcgcc acatctggac ctgactgttg attatggttg gttgtggttc atttctcagc
  4351201 cactgttcaa actgctgaag tttatccaca gctttgtggg gaactggggc ttctccatca
  4351261 tcgttattac ctttatcgtg cgcggtatca tgtacccgct aacaaaagcg caatacacct
  4351321 cgatggcgaa aatgcgtttg ctgcagccta aactggccgc catgcgtgag cgtatcggtg
  4351381 acgataagca gcgtatgagt caggagatga tggcgctgta caaagcggag aaggttaacc
  4351441 cgctgggtgg ctgcttaccg ctgatcattc agatgccaat cttcttggcg ttgtactaca
  4351501 tgttgatgag ttctgttgag ttgcgccatg cgccattcat tctgtggatt catgacctgt
  4351561 cagcacaaga cccgtactac attctgccaa ttctgatggg tatcaccatg tacttcattc
  4351621 agaagatgtc accaaccacc gtgactgatc caatgcagca gaagatcatg acctttatgc
  4351681 cggttatctt cacggtattc ttcctctggt tcccggcagg tctggtgctg tactatatcg
  4351741 tcagcaacct ggtgaccatc ctgcaacaac agctgattta tcgtggtctg gaaaaacgtg
  4351801 gcttacacag ccgcgagaag aaaaaataac ccacagcgat aatcatgagt atttagggcg
  4351861 gtcaatatga ccgccttatt ctttttacag aagcctgatt tttcaccttc agatttgtgt
  4351921 aaaaataata cagacttgtt acaaaaataa tcgataaaga gagaaatcac catgagcacc
  4351981 actgatacta tcgtggccca agcaacgccc cctggtcgtg gcggtgtcgg cattctacgt
  4352041 gtttcaggtc gtgctgcctc agaggttgca cacgccgttc tgggtaaatt acctaagcca
  4352101 cgttatgccg attatctgcc gtttaaagac gtggatggca gcacgctgga tcaaggtatc
  4352161 gctctctatt tccccggtcc aaattctttc actggcgaag atgtattaga gctgcaaggc
  4352221 catggtgggc cggtgatact ggatttactg ttaaaacgca ttctggccct gccagggctg
  4352281 cgtattgccc gcccagggga gttttccgag cgtgccttcc tcaacgacaa gctggactta
  4352341 gcacaggctg aagccattgc cgacctgatc gacgccagtt cagagcaagc agcacgttcg
  4352401 gcagtaaact cattgcaagg cgcattttca gcgcgtatcc atcaattggt ggaagcactt
  4352461 actcacctga gaatctacgt tgaagctgcc attgactttc cagatgagga aattgacttc
  4352521 ctttctgatg gcaaaatcga aggccaactg aatggtgtca tggccgatct ggaacaggta
  4352581 cgtactgagg ctagacaagg cagcttacta cgtgaaggga tgaaagtggt gattgctggc
  4352641 cggccaaacg cagggaaatc cagtttactc aatgcgttag ctggccgtga agcggcgatt
  4352701 gtaacggata tcgcgggcac cacccgtgat gttttacggg aacacattca tattgatggg
  4352761 atgcctttac atatcattga taccgcaggg ttgcgggaag ccaatgacga agttgagcgc
  4352821 attggcattg aacgcgcgtg gaacgagata gaacaggctg atcgtgtatt gtttatggtg
  4352881 gatggcacca ccaccgatgc caccgaacct gcggctatct ggccagagtt tatggcacgc
  4352941 ttaccggcaa cactgcccat cactgtggta cgcaataaag cggatataac aggtgaaacg
  4353001 ctggggctga ccaaagtgaa tggtcactca cttattcgcc tgtcggcacg cactggagaa
  4353061 ggtattgacc tgctgcgtga ccatttaaaa caaagtatgg gctttaccag caacactgaa
  4353121 ggcggtttcc tggctcgacg tcgccattta caggcactgg agactgccgc caggcatttg
  4353181 atacaaggcc atgagcagtt agtgagcgct tacgctggtg aattactggc agaagaactg
  4353241 cgtttagcac aacaatcatt gagtgaaatt accggtgaat ttagttctga tgacttactg
  4353301 gggcggattt tttccagttt ctgtatcgga aaatgagtgt aataccataa agctagcacc
  4353361 agttatcgct aattttgata accttactct atgggtttgg cagtggctcg aacacttaac
  4353421 gttgtatacc ctaaataatt caagttgtag gaaagcggct aacgcacatg caacttgaag
  4353481 tatgacgggg ataattactc gtttcacaaa ttgaggttcc catgattata aaaccacgtg
  4353541 tacgcggctt tatctgtgtg acagctcatc cgacgggctg tgaagccaac gtcaagaagc
  4353601 agatcgacta cgtcacaaca gaaggcccaa tcgctaatgg tcctaaaaga gtattagtga
  4353661 ttggtgcgtc aactggatac gggttagcag cccggatcac agcagcattt ggttgtggcg
  4353721 ccgatacgct gggcgttttc tttgaacgcc ccggtgaaga aggcaaaccc ggaacctccg
  4353781 gttggtacaa tagcgcggct ttccacaaat ttgcggcaca gaaaggcttg tacgcaaaaa
  4353841 gcatcaacgg cgatgcgttc tctgatgaga tcaaacaact gactatcgat gctatcaagc
  4353901 aagatctggg tcaagttgat caggttatct atagccttgc ttcaccacga cgcacccatc
  4353961 cgaaaacggg cgaagtgttt aactcggcac tgaaacctat cggtaatgct gttaatttgc
  4354021 gtggtctgga caccgataaa gaagttatca aggaatcggt cttgcaaccg gcaacacaaa
  4354081 gcgagatcga cagtacagtg gccgtcatgg gtggcgaaga ctggcagatg tggattgacg
  4354141 ctctgttgga cgctggcgta ctggccgaag gggcacaaac gacagcattc acctatctag
  4354201 gcgaaaaaat tactcacgat atttactgga acggttccat tggcgcagcc aaaaaagatc
  4354261 tggaccagaa ggtgctggct atccgcgaga gcctggcggc tcacggcggt ggcgatgctc
  4354321 gcgtatccgt attaaaagca gtcgtgaccc aagccagctc tgccattcca atgatgcctc
  4354381 tgtatttatc attgctattt aaagtgatga aagagaaagg cactcacgaa ggctgcatcg
  4354441 agcaggtcta ttccctgtat aaagacagcc tgtgcggcga ttcaccgcat atggaccaag
  4354501 aaggtcgtct gcgggctgat tacaaagaat tggatcctga agtccaaaat caggttcagc
  4354561 agttgtggga tcaggttacc aacgacaaca tttatcagct aactgatttc gttggttata
  4354621 aatcagagtt cctaaatctg ttcggtttcg gtattgacgg tgtggattat gatgcagacg
  4354681 ttaaccctga tgtaaaaatc cctaacttga ttcagggtta agctccggtt tattgctcaa
  4354741 taacctgctg cgtcactatc acgcagcagg ttgatcatct tcttactggg gttatcaaaa
  4354801 atatcaattg caaaccgcag ggggttttac gaaattattt ggtgacatcc atgatattct
  4354861 gtcgcaagca acgtagttat cctgttttag tttgtaggta acataaaaag aaatgggtaa
  4354921 actaaggatt actgatatca cggatattat taacaaacat ctgcaaataa gtgaatcata
  4354981 tttgaaccgc caaccagaaa caaggtaaat aaggccactt aataaagcat aaatcagtag
  4355041 tggaattgat aagaaagcga taaaaacaga agcagaaaat gttatttcct ttaccataac
  4355101 catatattaa ttaatgtatt tatagcttag gtattctatt ggaattatta ttaacaacaa
  4355161 tattattgat gctaatatat taaagtattt attgttcatt atttcccccc agcccattaa
  4355221 gaatatattg aaggtttgct tcaggggttc tagggtgtat ctccattgct ttttttaata
  4355281 atgctataat ttttacactt atcccatact ttttatctaa aaaatctaaa ccgatagtaa
  4355341 tagcaacccc tagaacaaaa accgcaaacg caacagcgat aacactaccc cccaagaaac
  4355401 cgacagcagt taaaactgat ccaagtaaaa aggatgtggc tgaagcaacg gctatcttgg
  4355461 ccatatccat cgttatattt cctacaaagt cgactaaggt atgttaattt ttaaaaatac
  4355521 attcagaaat tctatatccg atagaaaaaa ataatacaaa actttgctcc acgaataatc
  4355581 cctgaagcta tgcctcttag gccaataccc atttctaata tttgagggtt agtggttagg
  4355641 tatcgtgtac ccgtaattat ttttctaagt cctgcatagc ctgaaatctt aacgaactta
  4355701 gttccgttat caccaataaa tattgtggct tttattccta ttttcttaaa ctccataata
  4355761 acgttatata accctctgac atcatgtata tttcctgcgt aagttgacgt tggatctgta
  4355821 actttaaata taggtgcgaa ggggtcattt atatcaattc ctcttgaaaa cgcttccata
  4355881 gatgtaattt gttcaccaac tcctctagca aatgattctg gtgtacttac acccatcttt
  4355941 ttttgggttc tatttgttat gtcgtcaatt atatcgtttg cttctgctgt tgttagtaca
  4356001 acatgatatt gtttctcatt acgtaatatt ttttccaagc ctatggaatc aaaaaattca
  4356061 tgctgaggtt tcaattggtt tatttttgtg ttgccattca ggaaattccc cattgcacct
  4356121 gtccaacttg gatcgtaaat ttctcttgcc ataaaatatc ccgatttatt ttttataaaa
  4356181 ctatgtgggt tattctatat catatatagg gtccgcttgg aattcggaaa aaattcggca
  4356241 cgattataaa taactgagac cttaagctcg ggtaaactga gttatcgatt tttgtggcag
  4356301 gaaaatcgat gattctattt cactgttggc attttaatgg gtgctattat cctttggatt
  4356361 gtgcgttgat actgaaagca tagcatcagc tattatgaac ttcaggagat actggctgaa
  4356421 tgcgatgtca acatcgacca caccacgatt tatcgttagg ttcaacgcta tcccccttta
  4356481 aataaaagat agctcgttgg tactggcgtc attcaacagg tatacgctca tagcgtatta
  4356541 atgaaatcta tcttcaacaa tgcctactta tctggttgat ggcggtgaag caattattat
  4356601 cctaaacgaa tgcttttatt aatcgagttc ccccaatcct aatacaccga gagggggagt
  4356661 tttttactta atattcaaac gagttaatcg ccattatcag tgatcaacaa acgcaatttt
  4356721 cagcataaac agtagcgcca ctaccactac gcaagggctg atttcacgcc agcggccagt
  4356781 acctaatttc atcaaacaat aagagataaa gcccagtgcg atcccttcag tgatagagaa
  4356841 actgaacggc atcatgacag ccgtgacaaa ggctggaacg gcttcagtca aatcatccca
  4356901 cttcacccgt gccaggctag atgtcatcaa cacgccaaca taaatcagcg cgcccgcggc
  4356961 cgcatacgca ggaaccatac ccgccaacgg agaaataaat atcaccagca ggaagagtat
  4357021 cccgacaaca acagcggtta acccggtacg gccgccaaca gataccccgg aagaactttc
  4357081 gatatacgcg gtcactgatg aagtaccaat aaaagcaccg gcaacggagc tgatactgtc
  4357141 cacatacagc gcttgtttca tgcgcggaaa cttgccttta tgatccgcta aaccggcttt
  4357201 atccgtgaca ccaatcaatg tgccggatga atcaaacagg ttaaccagca tgaaggagaa
  4357261 aataataccc gccataccaa tattcaacgc gccagctaaa tcaacctgcc caaccacaga
  4357321 agtcacactt ggtggcatgg agaaaacgcc cgaataatgc acatcaccca gcgcccagcc
  4357381 aatcagtgtg gtaaccacaa tagaaaccag cactgccgcg tgaatattac gagaagccaa
  4357441 gactgcgata ataaagaaac ccagtgcacc caacagtaca ctgtgagagg tcagattacc
  4357501 caccgccacc agtgtatctg ggtttgcgac cacgataccg gcattcttca accccatcat
  4357561 ggcaataaac aggccaatac cacttgtgat ccccacacgc aggctcagtg ggatgttcgc
  4357621 tatcatccag taacgaatgc ggaaaatggt tagcaaaagg aaaccgattg ccccccagaa
  4357681 aatagcgccc ataccgacct gccaagaaat acccatcgcc cccaccacca caaaagcgaa
  4357741 gaaagcgttg agccccatcg ccggtgccag tgccacaggt aagttagcca ataagcccat
  4357801 aaaaatgctg ccaaatgcgg cgatcaggca ggttgtcacg aacaccgcct gcacatccat
  4357861 acccgcaacc ccgagaatct gcgggtttac gaatacgata tagaccatgg tcaagaaagt
  4357921 cgtgataccc gcaatcagct cagtacgagc tgtggtgcca tgctgtttca gtttaaatac
  4357981 acgttcgagc aggccctgct cggtatcaag gtttgattta ctcattcgaa gagttccgct
  4358041 gaagggagtg atagtcgggg catatcctat aacaaaaatc atttgtttag agcgtgatca
  4358101 cactcttttt tacctctttt ttattatggc ttttataaac gtctcttttc gcgccaaacg
  4358161 cgccagcccg atgaccggat taacctctgt ggttaagaca attcagcacc gttcatcact
  4358221 cggcaatttc aagttaagaa gaagatatca gactgctgac aaaccccgat gacgcgatct
  4358281 tgaacggtga ggataggcag aggagtaaag cgtccgcgcc aaggatggcg cggctcgagc
  4358341 ctacatggat gtatttacgg cgtctttacg atctgcctgt tctctccgtc gcgggcactt
  4358401 tgtcaataac ctcaagatat taattttatt actaacaggc taataaacat cgctttattt
  4358461 attaggatgg ttagagtggg attaactgat gtctatcttt tttaaaggat tagttgcgtg
  4358521 aatcagattc aatgcgtcat gttcgattgc gatggcacct tggtcgacag cgaagtcctg
  4358581 tgttgccagg cttacgtcct aatgtttgct cactacaata ttcacctgtc gttagaagag
  4358641 gtgattaaac gctttaaagg cgtaaaactg tatgaaattg ttgggatagt ctgtaaagaa
  4358701 tatggattag accaaccgat aaaggtactg gaaaagcttt accgtgaaga agtagcacgt
  4358761 ttattcgatg ccgaattaca gcctatagcc ggtgtgaaag cgctgttaga gcaaatcgtg
  4358821 ttacccgtct gtgtggtatc caacgggcca gtcagcaaaa tgcagcactc gcttggccta
  4358881 accggattac tgccattctt tgaggaccgg ctttatagca gctatgatat tcagcgttgg
  4358941 aagcctgatc cggctctgat ttaccatgcc gctgaacata tgcaggttgc cgctgagcac
  4359001 tgtattttga ttgaagattc tgccgcaggt gcccaggccg ggattgccgc cggtattccg
  4359061 gtgttttatt actgtgccga tccgcacaac caaccgatta accacccgct agtgactact
  4359121 ttcacggata ttcagcaact gcctcatttg tggaaggaaa gaggctggca tatcacccgc
  4359181 gattaattta cctgtaatga attagcctgc ctataatcaa ttaactcgat tgcagtgtta
  4359241 gcttgttaca ccaccagcgc catgaacgtg ccatggagct ttggttttta atggcatgct
  4359301 gtgggctaaa gcggcgatta aggccgttag ccagtagatc cagcgccaga cataaaacaa
  4359361 aatagaccaa tgccacaaac agaaagactt ccatcgggta aaccatactg cggttattaa
  4359421 cctgtgtagc caaaaaggtc agctcattca ctccgacgat ataagccagc gatgtatctt
  4359481 taatcaatga tatccattga ttaataaagg acggcaccat catgcgcagc gcttgtggca
  4359541 atacaataaa ccacagggtc tgccagcgat taaaacctaa cgacagcccc gcttgccact
  4359601 gcccggcacc aatagccatt atcccggcct ttaccgcatg agccagataa gcagaagcaa
  4359661 tcagcgccag tgcacacacc acagtggtga tttcaggtat atccacacca aaaacgatcg
  4359721 gtagcaggaa atacgtccaa aaaatcaaca taatcaccgg aatcgcacgg aagaagccca
  4359781 aaacagcggc caatattccc gcccagacac cacgggacat cgccaatgcc acgcccaaca
  4359841 cagtgcctaa tacggctgag gctaccccag ccatgatact gatcaccacg gtcaatgccg
  4359901 cccctcccag agggccatca gggaaagtcc cccacagcag ataacgccag ttatcaacga
  4359961 taatggtaaa atccatctca gtgccctcgg acgacggttc gctgttgacg ccacataccc
  4360021 caagcctcaa ttagcgcgat gatgaaaata tacaataggg ttgcaacccc gaatgcctga
  4360081 aacgtccgta atgtttcagt ttcaacctgc cgggaagcat aggagagttc agctacacca
  4360141 atagccattg ccaatgaaga gtttttaata atattcatat attggcccag caacggaggc
  4360201 atggctattt tcaaagcctg cggcaaaacc acataccgca tcgattgcca ccccgtcagc
  4360261 cccagcgcat gtgcagcata tttctgcccc ttggctacgc cgctgatgcc cgcacgcagc
  4360321 tcttcagcaa taaatgcggt ggaatagagt gtcaacccga caaaaccggc taaaaactca
  4360381 aaagagggcc aggccagagt taatccggca agcgtaattt catggggagt attgagccaa
  4360441 gggatccaag aagctggcag gaattggctg gcagcaaagt accaaaagaa taattggatc
  4360501 agcagaggag tatttcggaa taaggcactg tagccaatag caaagccttt caaggccttt
  4360561 aactcactgt ctctggccgc ggccagcaaa aatcccaata acgtggcagc caccaccgta
  4360621 caggcggaaa tccacaacgt cagtaaaaaa ccatcccaca gccaaccaag atattgcggg
  4360681 gctaatagcc aatcagtcag atgatgtaga ttcataggct tttatatcta tatccatctg
  4360741 atgctctaat cgcatgagtt tttaagtaca caataaaatc catcttattt ttacttcata
  4360801 acttaacata ccgacgtatt accgtactga tagccaaagt cattggcatt gcaggtaggc
  4360861 aatcaacccc tgcaacgcca aaaatgaagg ggataagtta cgctttaggc tgttggtcta
  4360921 acggggcaaa tttaaactca ccacgcggtt gtgctgaatt ggtttccggc ccaaaccagc
  4360981 gatcataaat tttcacggcg tcaccctctt tctccagctt aattagtgtc tcgttaacca
  4361041 ctgctgttaa gcgatcttcg cctttaggaa taccaacgcc ctgatactct ttggtgatac
  4361101 taaaaggtga aatctcaaaa tctgcttttt gcgcttcagg gatattaccc agcaggccca
  4361161 ctaattttgc atcatcctgc gtgatagctt gaacgttacc attacgtagg gcggtgaatg
  4361221 ccagcggtgt atcatcgtaa gagatcactt tcgcggttgg ataatgctca cgtaaagtaa
  4361281 tttcctgtac cgtgcctttg tctgcaccaa tacgtaactt accaatatct tccggtgttt
  4361341 ttaatacgcc tttgcgagca ataaattttt gacccgtcgc aaaatagggc aggctgaagt
  4361401 tcacctcttt ggcgcgttca tcagtaatag tgaaattggc agcaatcaaa tccacttttt
  4361461 tagaagccag taatgggatg cggttcgccg ggttggtcgc ccgtaactcc actttcaccc
  4361521 ctaaatcctt agcaatagca ttagccacat caacatcgta tcccaccagc tttttagtct
  4361581 gcgggtcgat ataaccaaat ggggggttgc tatcgaaaac agcaatcctt accacacccg
  4361641 cttgcttgat atcatccaac ttatcagcgt aagcagtgcc ggaaagtgta gctagacccg
  4361701 cgagtagcgt taaggctatt gcactttttt ttatggaaag atcctgtttc atgggaaaac
  4361761 tcctaaagag atgagatatt gcgttatgta tacgctacca actccgtgtt aggtcaggaa
  4361821 ataatataaa acgatatgtt tataaccaat taatctcaat gagttaatct ggctgcattg
  4361881 ggaaagtgag acaaggccgt agagcgacaa taaagcagta acttaggcgg ttcactcttg
  4361941 tttaaggaac atatatttct gaattttcat atcaagaaac gttactgctg tgctggccgg
  4362001 cagcgacgtc ctctgcttta gctttatcct gacttatggc gataactggc ttggctttac
  4362061 tcttgacttg gctaaccggt tcttccgtaa tctccgactg accaacaaaa ataccgccct
  4362121 ttttgattga gaaattactg cccttcacga taccttttaa gcgaccatgt tccagaattt
  4362181 ccagatcatc agaaatacaa accccttcaa ccctgccatc aaccgtaata tggggggcag
  4362241 ttaaatttcc ctcaatctgc ccactacgca ttaatctgat tgaaccttca ttgacgatga
  4362301 tatcccccat caccacacca taaatctgaa tatcaccatc cagattaata ttgcctttca
  4362361 actgtgtacc tgcggcaata atagtattgt ttttagcatt ttcctgtgaa gcattagata
  4362421 atggcatact cgtttggcta gggatattta cgctagaaga accgtcatta ttactattta
  4362481 ctttcttttt gaacataaca ttactcactg taaagatgag gaataatgca gggacgataa
  4362541 aaagatagaa aaacaaatcg tagatagcat aggccactaa agccgcaacc cacaggcccc
  4362601 acaagagact aagcaccatg ttcttgcgta tgtaaaagct cattactttc tatcccgccc
  4362661 tgcttgaaaa aacattaatc attattttca ataaataaca cagtctctaa aaaatattcc
  4362721 ggaattatat tttcctatat gaggaaagtg catttcccat taataaaaat aaataactaa
  4362781 aataaaaaat aaccatcgca ttatgtgcga tatttgtcaa ataggagtat aaacagagag
  4362841 taaatatata ataattaata gcgggggaat tatggttatt aataacaagg agtggataaa
  4362901 aaaaccggtc aaacgagtag gctgaccggg gttaaatatt atttttcagg cttaccagag
  4362961 agtaacttct ctaagtcatc accaccaagg tggcggaagt catgcccttt aacaaagtag
  4363021 aagataaact cgcaaatatt ctgacagcgg tcaccaatac gttcaatgga acgagcacaa
  4363081 aacaatgcag ttaacacact tgggatagtt cgcggatctt ccatcatata tgtcatcaat
  4363141 tgacgtacaa tgccttcata ttcttgatcg acctttctgt cttcacgata aatccggata
  4363201 gcttcatcca gatccatccg agcgaatgca tccaagacat catgtagcat ttgcaccgta
  4363261 tgacgcccca aagactctag gctgaccaat agcggttgat gttgatgaga gaatttttcc
  4363321 aatgctgtgc ggcagatttt atctgccaca tcaccaatac gctctaattc ggaaatggtc
  4363381 ttaatgatag ccatgactaa ccgtagatca ctggctgttg gctgacgttt ggcaatgatg
  4363441 cgcacacagg cttcatcaat ggccacttcc atcatattga ccttttcatc cccatcaatt
  4363501 acccgctttg ccagctcgcc atcttgatta tgcatggcgg tgatcgcatc agataattgt
  4363561 tgttccacca acccccccat agttaaaact tgggtgcgga tatgttcaag ttctgcattg
  4363621 aactggccgg aaatatgttt atttagattc agattatcca tgatacttcc cgtacgtatg
  4363681 gcctatccca aaggcagtag gcgtaatgaa tgtagttgcc tatgtgcagt agcccagtaa
  4363741 taaggccatc aaccatagcg accagtgata taatcttctg tctgtttttg ctgtggcgtc
  4363801 gtaaacaggg tatctgtatc actgaattca ataagctcgc ccagatacat aaatgccgtg
  4363861 tgatctgaac agcgagcagc ttgctgcata ttgtgcgtta caatcacaac cgtatagtcc
  4363921 gatttcaatt cactaatcag ctcttcaata cggccggtag agatcgggtc aagcgccgag
  4363981 caaggctcat ccaacagtaa tacatcaggg cgaatggcga taccacgagc aatacacaga
  4364041 cgctgctgtt gcccgcccga taagctataa ccgctctggt gcaacttatc tttggtctca
  4364101 ttccataacg ctgctttggt caatgcccat tgcacccgct catccatatc ggcgcgagat
  4364161 aagctctcaa acagtttgac accaaaagcg atgttgtcgt aaatcgacat cgggaacgga
  4364221 gtcggctttt ggaaaaccat accgactttt gcccgtagca aagcaatatc ttgtttatcg
  4364281 gttaggatat tttggccatc taataagatg tcaccttccg cccgctgttc tggatacagc
  4364341 tggtacattt tattgaaagt acgcagtaaa gtagatttac cgcaacctga cgggccgatg
  4364401 aacgcagtga cctgattctt ggcaatatcc aacgaaatat tcttcagtgc atggaatttg
  4364461 ccatagtaga agttcaaatc gcgaacctga attttactgt tggtgacgtc agtagccata
  4364521 ctcatcaaga cttctctctt ttagccaata ccgccgaagc ggcattttgg aatttattgg
  4364581 cgaataggta ttttttctta gctaattagt gctttttctt agcaaaaata acccgggcca
  4364641 gaatattcag taacaggaca cacaaggtga tcaataacac ccctgcccaa gccagattct
  4364701 gccattcagc aaacgggctc atagcaaact taaatatagt gaccggtaag ttagcaatag
  4364761 gccgtgtcag atcggtactc cagaactggt tggagagcga ggtaaacagc aaaggtgccg
  4364821 tttcaccagc aatacgtgca atcgccagca aaataccggt caaaatacca gaaacagagg
  4364881 ctttcaacgt gatagccgag atcatccgcc attttggggt ccccaacgca taagccgctt
  4364941 cccgtaggct atcaggtact aatttcagca tgttctctgt ggtgcggata acaatcggca
  4365001 cttgtaacag cgccagtgca atcaccccgg cccaaccaga gaagtgctcc atcttggcga
  4365061 ccacaatggt gtaaacaaac aggccaacaa cgatagacgg tgccgataat aagatgtcat
  4365121 taataaagcg ggtaacttct gccaaccacg atttacggcc atattccgcc agataaatcc
  4365181 cagccatgat cccaagcggg gtaccgataa ctgttgccca cagaattaat aacccactac
  4365241 cagcgatagc attcgctaag cccccgcccg cagtatttgg tggtggtgtc atctcggtaa
  4365301 acaatgccag agacatccca tcgatacctt tggtgacggt ggagaataaa atccatatca
  4365361 accagaacaa accaaatagc atcgttgcca ttgaaagcac caaggcaatc cggttctttt
  4365421 ggcgacgcca agcctgcttt ttacggcggc tctccatcag cgtcgcatca tttcgcatat
  4365481 ctatggtcac catgttaacg cccctcgttc ttagccagac gcataatcat taacttagat
  4365541 agagccagca cgataaaggt aataacgaac aaaataagtc ccaactccat taacgcggcg
  4365601 gtatgtaagc cagattctgc ttctgcaaat tcattcgcta acgcagaggt aatactgtta
  4365661 ccaggcataa acagtgagaa actatcgagc tggtaggtgt taccgataat aaatgtcacc
  4365721 gccatggttt cacccaatgc acggccaaga cctaacatca caccgccgat aaccccattc
  4365781 ttggtgtaag gcagcacaat gcgccagata acttcccaag tggtacagcc aatgccataa
  4365841 gctgactctt tcatcatcac gggcgtttgt tcaaagacat cgcgcataac tgccgcaatg
  4365901 taaggaataa tcatgatggc taaaataata cccgcagcca aaataccgat accgaatgca
  4365961 gggccggaga acaaagtccc aacaattgga ataccggaca tcacgttgcc aacaggctct
  4366021 tgaaaatagc gggcaaataa tggagcaaag acaaacaggc cccacatacc gtaaacaata
  4366081 cttgggatcg ccgctaacaa ctcaatcgcg acgcccaaag gccgttttaa ccaatttggc
  4366141 gccagttccg ttaagaacaa agcaatacca aaactgacag gcacggcaat aatcagggca
  4366201 ataaccgagg tgactattgt gccgtaaatc ggtactaatg ccccgaactg ctcagccggt
  4366261 ggatcccact ctttggtcca gagaaaagca aaaccaaact tttctatact cggccaggaa
  4366321 gcaacaatca atgaaatgat aatgccgccc aacagaaata gcgtaatcag ttttactagc
  4366381 gcactgaaaa tgatgtcacc gtatttactc ggtgctttga tcgtcggctt gtacgcagcc
  4366441 atagactctc ttctcatcag ggtgttttcc ccttcgtact tgacgccgca ggtgtattag
  4366501 ctctgttcac acacccgaat cacttactgg ccttgaccct aaaacttact ggtcttggcc
  4366561 ttaaataagt cagctcatcg ggatgcgttt acttgctgcc tacctgcagc tccaattact
  4366621 ttgggtatta tattgaatca atattttata aatcacttgt tgccagtaaa tcagaagatt
  4366681 ggcttgccgc tgctatcttt aatctgagtt ttccaagctg cacgtacttg ttcaacaact
  4366741 tccgcgggta atgttgcata atccagttcg ttagcttgtt tagcgccgtg tgtgtaaccc
  4366801 cagtcaaaga atttcaatac ttctgtgcca ttagcagcat tcttctgttc tttatgcact
  4366861 aagatgaagg tcgttgaggt aattggccaa acatcatcac ctttttgatt ggttaagtct
  4366921 tgagcaaatg atttgctcca gtccacacct tttgctgcag agctaaagct gtgctcagtt
  4366981 gggctaacgg gcttcccatc tgctgaaatc agtttagtgt aagccaaatt attttgtttc
  4367041 gcgtaagcat attctacata gccaattgag ccaggcaggc gctgaacaaa agcagcgata
  4367101 ccgtcgttac ctttaccacc taaaccggtt ggccagttca cggtagagcc agccccgact
  4367161 ttctctttcc attctgcgtt cactttagcc aagtagctgg tgaaaacaaa tgaggtaccc
  4367221 gagccgtcag cacgacgtac aacagcaata ttttgatccg gtaatttaac gcctgggttc
  4367281 aacttaacaa tcgcaggatc attccacttt ttcacagtgc ccagatagat atcacccagc
  4367341 gttttaccgt ctaatgtcag ctcaccggat ttaatgccag gaatattcac ggctaacacc
  4367401 acaccgccaa tcacggtcgg gaattggaac aaaccttcag tagccagttt ttcatctgtt
  4367461 aatggcgcat cagaagcacc aaaatcaaca gtattggcaa taatttgctt cacgccaccg
  4367521 gaagaaccga taccttgata gttaattttg ttacctgttt ctttctgata agaatctgcc
  4367581 cacttggcat acaccggtgc ggggaatgtc gcacctgcac ctgtcaggct tgcagcagcg
  4367641 aacgcggata cagcagtcat agataaagtc gctgccacaa tgctggctac ggtggtacgc
  4367701 atcagtttca taatccctcc taatgggata ttagaattaa ctctttaccc aacgaacttg
  4367761 gtgttgctag tgggtagcga atgaatccca ggaaacttac tcaggtaagt ggttcggggg
  4367821 gaacatcgct aacaaccctg cgacttcaag tacgaagtgt ataaattgtt ttcatcagat
  4367881 caagtatggt gcaggaggga aaataggact gtttaatgac agaaaaatgt acggattatt
  4367941 acagttatat gacaagccat ttgctatcaa atgaacttat ttattatcaa cgcattacgt
  4368001 tattatacag tggtttttta ttcttttatt tgtaaaaaat tcagcgtatc agttctcttt
  4368061 ctccctaaaa aaacgattag tatttaagct aaactaataa ctgattattt aaaaataaag
  4368121 acaaaaaagc cgacaaattt gccggctttc gttaatacgc tattctttcg ttaataccct
  4368181 atcttagagc aacttattca accgttactg attttgccaa gttacgtggc tgatccacat
  4368241 cagtgccttt aatcagcgcg acatgataag acagtagctg tagcggtacg gtatagaaga
  4368301 taggcgcaat aatttcttcg acatgtggca gctgaattat tttcatacct tcgctatcag
  4368361 tgaacccggc atcttgatca gcaaacacgt atagcaaacc accacgagca cgcacttctt
  4368421 caatattgga tttgagtttt tccaataatt cattgttcgg tgccaccaca atgaccggca
  4368481 tatccgcatc aatcaatgcc aatgggccat gcttcaattc acccgcagcg taagcctctg
  4368541 cgtgaatata agagatctcc ttcagcttca gcgccccttc cattgcgatc gggtattgat
  4368601 caccacggcc aaggaacagt gcatgatgct tatcagagaa accttcagcc aacgcttcaa
  4368661 tggttttatc cagagataac atctgctcaa tacgtgcagg caatgcctgt aacgcatgga
  4368721 caatatcgtg ctccaggctg gcatcagcac ctttcagctt acctatacgc cccaccagca
  4368781 tcagcaaaac agtcaattga gtggtaaagg cttttgttga agcaacacca atctcagtac
  4368841 ctgctttggt catcagcgct aaatctgatt cgcgaactaa agaagatcct gcaacgttac
  4368901 aaatggccag tgaacctaaa taccccaact ctttagataa acgcagagct gccagagtat
  4368961 cagccgtttc gccagattgt gacaaagtga tcaacaggct atttggacgc acagctgatt
  4369021 tgcgataacg aaattcagag gcaatttcga catcacatgg cacacccgct aaagactcaa
  4369081 accaataacg agaaaccatc cctgagttgt aagacgtacc gcaggcaatg atttgaatat
  4369141 gttgaacctc tgccaacagg gcatcagctt ttgggccaag ttctgacaga tcaatcatcc
  4369201 cgtggcttaa acggccttcc agcgtattct taatcgccat tggctgttca taaatttctt
  4369261 tctgcatgta atggcggtaa atacctttat cacccgcatc gtattgcacc tgagattcga
  4369321 tttcagggcg ctcaatagca ttaccctgct tatcaaagat agagatgctc cggcgagtaa
  4369381 cttcaaccac atcaccttct tccaagaaga taaaccggcg agtaactggc agtaaagcaa
  4369441 gctggtcaga agcaataaag ttttcaccca caccgcaccc gatcaccagc gggctacctg
  4369501 aacgagcggc aatcagacga cttgggtcac ggctatccat cacaacagta ccgtatgcac
  4369561 cgcgtaattg cggaatcaca cgtttcacaa cttccagcaa agacccccct tgctgctgct
  4369621 cccaatgtac taagtgagca ataacttcgg tgtcagtttc agagctaaaa cgatagccac
  4369681 ggctaattaa taattcacgt aacggttcat gattctcaat aatgccgtta tgcacgacgg
  4369741 agatatagtc agaaacatga gggtgtgcat tagcctctga cggctcccca tgggtagccc
  4369801 agcgggtatg agctatgccc gtgccaccgt gtaaatcctg cttttcagca gcatcagaca
  4369861 aagcatgaac cttacccacc ctacgtaaac gagtcaggtg accttcacta tcaactaccg
  4369921 ctaaaccagc ggagtcatag ccacggtatt caaggcgacg taagccttcg atcagaatct
  4369981 cagcgatatc acgttgcgct actgcgccaa caattccaca catctgtttt attcctatgt
  4370041 aaggtccctt attaggacct tttcgatgtc agtgacctga ttgatccgga ttttccgggc
  4370101 tccccgagcc tgtagagttg gggattatta tgttttgtac tgtattttca gtaaaccaaa
  4370161 aatacagggc aaaacatccc ttcaaagaag cataattcac cttgaagggt gcttttaata
  4370221 acgttacttt ttctttaccg ggcgcttcca tccctgaata tgaacctgct taacccggct
  4370281 gatgactaat tcattttcgg caacatcacg ggtgacagtc gtacccgcgc caatggttgc
  4370341 accgtttgca acggtgaccg gggcaactaa ttgagtatcc gatccgacaa aaacatcatc
  4370401 gccaataata gttttaaatt tattagcccc gtcatagtta cacgttatag ttcccgcgcc
  4370461 aatattgacg ccagccccaa tctcagcgtc acctagataa gagagatgac cggctttaga
  4370521 gcctttaccc aaacgggctt ttttgatttc aacaaaatta ccaacatgtg caccttcagc
  4370581 caattcagcg ccaggacgca gacgagcaaa tggcccaaca gtacagttgg catccaggcg
  4370641 ggcatcttct aaaacggtat atgggcttat ttctgagtca tcaccaatca cacagttttt
  4370701 gagtacacac cccgtaccaa ttcgcacccg gtcacctaaa atcacatgac cttcaataat
  4370761 gacattggta tcgatagtaa tatcgcgacc atgagttaat tctccgcgca aatcaaaacg
  4370821 ggagggatcc aatagcatca cgcccgctaa caataatttt tccgcttgtt ctgtctgaaa
  4370881 tacgcgctca agagcagaca attgcaggcg attattcacc ccttccactt cactcaagcg
  4370941 ggtaggatgg acagtggcaa ttttcttacc atcggcatgc gctaacgcaa taatgtcagt
  4371001 gatataaaac tcaccttgag cattattatt atccaacaat gatagccagc gttttaaatc
  4371061 gcgcccattt gcgaccagaa tccccgtatt gatctcgttg atttcccgtt gtgcatcgct
  4371121 ggcatcttta tgttcaacga tcccgacgac atcgccattc tcacgaacga tacggccata
  4371181 accgcttggg ttatccagtt ttactgtcaa caagccaatc ccgccctcgg gcttagcggc
  4371241 cagcagacgt tgtagcgtat caacagagat cagcggcaca tcgccataca acatcaaaat
  4371301 atcttcatca tcagcaaaat gtggggcagc ttgctgcatc gcatggccag tacccagttg
  4371361 ctcagcctgt aatacccaat tcaaggatgg atcggccaag gtcttcttca gtaactcacc
  4371421 cccgtgccca taaaccagat gaacatgttg tgcacctagc ttcatggcag catcaataac
  4371481 atgctgaacc attggcttac ctgccaatgg gtgcaatacc ttaggaaggt cggaatacat
  4371541 acgtgtcccc ttacccgcgg caaggatgac gacactcatt gagctgttag acataagcaa
  4371601 cctgataact ccaatttaat agacggaagt aaacctgttt accgaaataa ttactacata
  4371661 tttctcaacg aaaaacgtac acaacccgcg tggctaaagg gctgtagtga cttgtcatat
  4371721 aaacaaaaaa tgcgtaaaaa agtgtcggtg atcggcgacg ttttttgccg tttttttgtc
  4371781 aaaatgtatt ctgttaatta ggttaataac tacttatttt acgacagaaa acaaggatta
  4371841 tccgaaagaa attcgataat ccttgcttat gatttattga agattttaaa ggattacaca
  4371901 tcatatatac ccaagttatt tcaagatgca ggcgggtaac aaccgagtaa atacccagga
  4371961 gcgtagacaa ctaagtgact ggggtgagca acccctgcat tttgaagggc tacgggtaga
  4372021 tgagggataa aacagtcaag gctgggtggt ataagtatta aaaaatgcca gtcagttttc
  4372081 accgactggc attctatcgt tacttaataa cattatattt catatggttt aaacgccgag
  4372141 gtttaaaacc ttgtgattat ctatctgata ccgcttaagc agtcacagat agataaacaa
  4372201 tacaaaatat aacgttacat cgctttcttg gttagctcaa ttacgcgtag tttcgcaatc
  4372261 gccttcgcca attcagcgga tgcctgagca tagtcgacat cgccgtggga gttattaata
  4372321 tgggcttctg ctttacgctt agattccagc gctcttgctt cgtccagatc cagcccacga
  4372381 atagctgtgt cagccaatac gatcacaacg ctcggttgca cctcaaggat gccgccagaa
  4372441 agataaataa actcttcctc accgaactgt ttaacgatac gtatcatgcc aggcttgatg
  4372501 gcagtgagca gtggggcgtg cccagggaaa atacccagtt caccttcact acccgtcacc
  4372561 tgaatctttt gtaccacgcc tgagaacatt ttcttctcgg cgctcacaac atccagatgg
  4372621 taagtcattg cagccatgtc accctccagt caacagcgtt acagtttctt ggctttttcc
  4372681 actgcttctt caatggtacc aaccatgtag aacgcctgtt ccggcaagtg gtcatagtcg
  4372741 ccattcatga tgcctttgaa accacgaatg gtatctttca gcgacacaaa cttgcccggt
  4372801 gaaccggtga agacttcagc cacaaagaac ggttgagaca ggaagcgctg aatcttacgc
  4372861 gcacgggata ccaccagttt gtcatcttct gacaactcgt ccatacccaa gatcgcgatg
  4372921 atatctttca gctcttggta acgttgcaga atagactgca cgccacgcgc tacatcgtag
  4372981 tgctcctgac caacaaccaa cggatcaagc tgacggctgg tagagtcaag tgggtcaacc
  4373041 gctggataaa tacccagaga ggcgatttga cgactcagaa cgacggttgc atccaagtga
  4373101 gcaaaggtgg ttgctggtga tgggtcagtc aagtcatccg caggtacata aacggcctga
  4373161 acagaggtga ttgaacccgt cttagtggaa gtaatacgtt cctgcaacac acccatctct
  4373221 tcagccagtg ttggctgata acctaccgct gatggcatac gacccagcaa tgcggatact
  4373281 tccgtaccag ctagggtata acgatagata ttatcgataa acagcagtac gtcacgacct
  4373341 tcatcacgga atttctccgc catggtcagg ccggtcagtg caacgcgtag acggttacct
  4373401 ggtggctcat tcatctggcc gtaaaccaag gatactttgt ccaaaacgtt ggagtcagtc
  4373461 atttcatggt agaagtcatt accctcacgg gtacgctcac ctacaccggc aaatacagaa
  4373521 tacccagagt gctcgatcgc gatgttacgg atcagctcca tcatgtttac tgttttacct
  4373581 acacccgcac caccgaacag accgacttta ccgcccttag caaacggaca aatcaggtcc
  4373641 ataaccttga taccggtttc taacagatct tgtgagctag caagctcttc ataagaaggc
  4373701 gcttcgcgat ggattgccca acgctcttct tcaccgatag gacctttcat gtcgattggt
  4373761 tcacccaata cgttcatgat acggccaagg gtcgctttac caaccggtac ttcgatcggg
  4373821 tgttctaggt tggttacttt caacccacgg ctcagaccat cggaagagcc cattgcgata
  4373881 caacgaacaa caccaccgcc caactgttgc tgaacttcca gcactaactt ttcagttgta
  4373941 ccttctacct caagggcgtt gtacactttt ggtacagcgt cttgggggaa ttcgacgtcc
  4374001 actacggcgc cgattacctg gataatcttt ccagtagcca tcttgaatcc tctacgtaat
  4374061 acgtttaccc gccatacttc aaattgctgg ggcgttggct accttatctc accccgacga
  4374121 cttactttat aagcgtcaga ggatttactc agttaccgcc ttcccgcaat ctgaactatt
  4374181 tagggtaata acctggttaa accgcggagg ctcccccgac gatctcggtg agttcctgag
  4374241 tgatgctggc ctgacgagcc ttgttataaa ctaactgcag ctctttgatc aggctaccgc
  4374301 cgttatcggt ggcggctttc atcgctacca ttcgcgcggc ctgctcgctg gccaggtttt
  4374361 caacgacgcc ctgataaact tgtgattcca catagcgccg caagagtgta tccagcaggg
  4374421 ctttaggatc aggttcatac aagtaatccc aggacttctt cttcagctcg ccatcttccg
  4374481 caggcggaag aggtaacaac tgcatgatcc gtggttcctg agacattgtg ttgataaact
  4374541 tgttattgac tatatacagc ttatccagac gaccttcatc ataggcttgc agcatgactt
  4374601 tcaccggccc gatcagttct gacaacgagg ggttatcccc catgccagtc acttgagcga
  4374661 caatcttgcc gcctacggaa ccaaagaaag aggctgcttt tgatccgatc agcgctaaat
  4374721 cacattcaac gcctttttca gaccaacctt tcatctcagc caacagtctt ttgaacaagt
  4374781 taatgttcaa accaccgcac aagccacggt ctgtcgaaac caccagatac ccaacgcgct
  4374841 taacgtcacg ttcttccagg tacggatgtt tatattccag attacctaac gcgaggtgac
  4374901 caatcacact acgcattgtt tctgcataag gacggctggc cgccatgcgt tcctgcgact
  4374961 tacgcatttt ggaggcggcg accatctcca tggctttggt gatcttttgc gtgttttgca
  4375021 cgctggcgat cttggaacgt atctcttttg cgccggccat ttctgcttct cctcattacc
  4375081 agacggcctg ctttcctaac gaaaagcagg accgcatagc gttaccagga ctgggttgcc
  4375141 ttaaatgtat cgaggatgcc tttcagcttg gcctcgatct catcgttata cgcgccagtt
  4375201 tggttgattt gttgcagaag ctcagcatgc tcacggtcag caaatgccaa cagtgcagct
  4375261 tcaaagctac ccaccttcgc caactcgaca tcacccagat aaccacgttc agctgcgaac
  4375321 agaaccagag actgctgtgc aaccgacatc ggcgcatatt gtttctgttt cagaagctcg
  4375381 gtcactttct gaccatggct cagctgttta cgtgttgcat catccaaatc ggatgcgaac
  4375441 tgggagaacg ctgcaagctc acgatactgt gccagagcgg tacgaatacc accggacagt
  4375501 tttttcatga tcttggtctg cgctgcacca cccacacggg atacggagat acctgggtta
  4375561 acggcaggac gaataccggc gttaaacagg ctggattcca ggaagatctg accatctgta
  4375621 atcgatatta cgttggtcgg aacaaacgca gaaacgtcac ctgcctgagt ttcaatgata
  4375681 ggtaatgcgg ttaaagaacc tgttttacct ttcacttcac ccttggtaaa ggcctcaaca
  4375741 tactcagcgt ttacacgcgc agcacgctcc aacaaacggg agtggaggta gaatacgtcg
  4375801 ccaggatagg cttcacgacc tggtggacga cgaagcagca aggagatttg acgatatgca
  4375861 acagcctgtt tagacaggtc atcataaata atcagcgcat cttcaccgcg atcacggaaa
  4375921 tattcaccca tggcacaacc ggagtaaggt gccagatact gcaatgctgc agattctgat
  4375981 gcagtagcaa caaccacaat ggtgttagct aatgcgtcat gttcttccag cttgcgcact
  4376041 acgtttgcaa cagtagaggc tttctggccg atagcaacat acacacattt aatgccggaa
  4376101 tcgcgttggt tgatgatcgc atcaatcgcc agtgcagttt tacctgtctg acggtcaccg
  4376161 atgatcaatt cacgctgacc acgaccaatt gggatcatgg catcgacgga tttatagccc
  4376221 gtctgaacag gctcatcaac ggattgacgt tcgataacac caggtgcgat agcttcaaca
  4376281 gctgagaagc cgtcgttttc tatagaacct ttaccatcaa taggttcacc cagagtattg
  4376341 acgacacgcc ccaacaggcc acgaccgaca ggaacttcca ggatacggcc agtacattta
  4376401 accttcatgc cttcggcaag atcggcgtac ggacccataa ctacagcacc tacggagtcg
  4376461 cgctccaagt tcagtgcgat tgcgtaacgg ttgcctggca gtgcgatcat ctcaccctgc
  4376521 ataacatcgg ccagaccgtg tacacgaatg atcccgtcac taacggaaac aatagtacct
  4376581 tcattgtgag cttcgctcac tacattgaac tgagcaatgc gctgcttgat cagttcgctg
  4376641 atttcggtgg aattcagttg catatgctcc agtcccctta agactgcaag acgtctgcca
  4376701 ggcgttcaag acgaccgcga acgctgccat ctatcaccat atcgcctgca cgtattacta
  4376761 cgccggccat tacagactta tcaattttgc aattcagctt aactttgcgt gacagacgtt
  4376821 tttccatcgc agcagcaatt ttcgctagct gttcgtcgtt aagtgctctc gcagaggaca
  4376881 cttcaacgtc gacggtagac tccaatgagg cacgcagttg aataaactgc tgtaacacct
  4376941 caggaagaac cagtaaacgg ccattctccg ccataactcg aatgaagttc tgtgcgggct
  4377001 catcgagctg atcaccacag actgcaataa acgtcgtcga cattgtctct ggcgctacag
  4377061 caccggaaag taattcagcg atctgttcat tgcgagtcac ttgggcagta aacgccagca
  4377121 tattctgcca acgctcaact gcctggtgct caacagcaaa gtcaaaagct gctttggcgt
  4377181 aggggcgagc tacagttaca aattcagaca tcagcccctc cctccttaca gttcagcgac
  4377241 cagtttatca acgatgtcgc tgttagcagc ttcatccacg gaacgttcga tgatcttctc
  4377301 ggcgccagct atagccaaca tcgcgacttg cttacgcaac tcttcacgag cgcgcttacg
  4377361 ttcggcgtcg atctctgcct gcgcttgcgc cacgattttg ttacgttcct gttcagcttc
  4377421 tgctttagct tcatcaagga tctgagcttt gcgtttactt gcttgctcaa tgatcacctg
  4377481 tgcctctgct ttggctttct tcagttggtc ggtcgcattg gcttgcgcta agtccaaatc
  4377541 ttttttggca cgctctgcag aagagagacc gtcagcaatt tcttgttgac gcttctcgat
  4377601 agcagccata attggcggcc atacatactt catacaaaat atgacaaaca ggacaaacgc
  4377661 gatggcctgg ccgaggattg ttgcgttaag attcacagca caatgcctct ttaaaagtta
  4377721 atagtttggt gtagtttcac cgtagagaaa actctactta cgcgacagca aacatcacgt
  4377781 acagacccag accaacagcg atcataggga tggcgtcaac caggcccatg acgataaaga
  4377841 actgtgtacg cagcagagga atcaggtcag gctgacgtgc agcgccttcc aaaaatttac
  4377901 cacccaggat gccgatacca atcgcagcac cgattgccgc taaacccatc atcacagcgg
  4377961 cagccatgta cagcagatcc atattcaggt tttccatgac agtctccagt ttatttcagt
  4378021 taaaacgcag tagtgttata agaaaatcag tgctcttcgg atgccatcga gagatagaca
  4378081 atcgtcagaa ccatgaagat aaaggcttgt aacgtaatga tcaggatgtg gaatatagcc
  4378141 caaggaacac tgagcatcca ctgtgaccac cacggcaaca gacccgcaat caggatgaag
  4378201 atcaactcac ccgcatacat gttgccgaac agtcgcagac ccaatgaaag cggtttggac
  4378261 agcaggctga caccttccag aattaagttt actggaatga atatcgggtg attgaacggc
  4378321 tgcatagtta attcttttgt gaagccgcct acacctttca ttttaatgct atagaaaata
  4378381 atcaggatga aaacacccaa tgccatagac aacgtaatgc tcacgtcagc tgtaggtacc
  4378441 acacgcagtg ctggtaaccc aaagacatgt tcaccgatgt aaggcagtaa atcgattggc
  4378501 agtaaatcca tcatgttcat caataaaacc caaacaaaga ctgttagggc taatggtgcg
  4378561 atgactttac ttttgccgtg atacatatcc cgcacactgt tatcgacaaa accgataatt
  4378621 aactctacag cagtctgcaa tttaccgggt acgccactgg tggcgcttgc agcaactttg
  4378681 cggaacacaa gcagaaaagc taaccccagc acgacagaga agaacaaaga gtcaatgttc
  4378741 aacgtccaga acgttgcagg gccagttgag tggggattga ccaactcaaa ggtacgcagg
  4378801 tccaactgaa ggtgattcag gtggtgacct atgtagtccc ttggagtaga gatttctcct
  4378861 gatgcagaca tgatgcctct tacccttgtt gtagttaaat acgataactg ttaagtacgg
  4378921 tgaccgttaa tcacggccgg tgctaaaatc tgcacaatca gcaccgataa ataggttaaa
  4378981 ccaagtggga caaatgcggc tttaaacagc cctaacgcca caatcagtaa agctatcgta
  4379041 aggataactt ttaacccttc gccaatggcg aacgaccacg caacacgacc cggagctgct
  4379101 gtttttgcct gatggcggca agcaaacagc ataaacatgg cactaggtaa ccaggctgcc
  4379161 aacccccctg ccagagcaga aacactccat tccaggcttt taatgccaaa aactgcgctg
  4379221 agaacaacaa aagtcattaa ctgcaaaaac agtaactttc gtgcaatttt cccactgtaa
  4379281 agggatacag gcatgacgtt tgttctctcc gaaccacacc agggtatgct gagtgaggta
  4379341 tgaaactgcc tttctcccat tgagtcaagc agcgaaaaac gagcaaatta tacgggccac
  4379401 tcaaacgaat tcaatcgata agtagcgaaa aggtgaacaa ttatttaaat tttattcttt
  4379461 tggcttattt tcacaagaaa agcctcggaa taaagctctc attttattgt cttactattc
  4379521 caataatagt cataaaaacg tgaaatacat cacataaata aaaacaaaac gatttataac
  4379581 ctataaagcc ttgctttgtc tttaacgaaa agagccttta aaatatttta taaatcataa
  4379641 tgttaaaatt aaactctttc taaaacaact tatctactta gtgaaaactt accattgaca
  4379701 tttcagataa taatttcata acaataaaga tacataaaaa gagtggtagc caaccaaaag
  4379761 taattaccaa agtgattatt taactactta caatgttttt atgctcactt tcaccccttt
  4379821 ttttgtaaaa aaaaggtgaa aaataatttt cctaaacaac agtgagcaaa taaagatctc
  4379881 cccatgctgg aaacaatgaa ctcaataagt ttactaacga ctactaataa tttgttgcct
  4379941 ttttttgata aaaagcaaag ttagtttgac ttaagaataa tcaaatgccg ctctccatcc
  4380001 aattcgggaa catccagttt tatcaccgac tcaagaacaa tatcttcggg cagaaccgct
  4380061 aactcatcat caggccgaac ccctttaagc gcataaaaac gcccttcagg cttagctggc
  4380121 aagtggtgac accacgagag catatcttgt aaggatgcaa atgcacggct tatcacacca
  4380181 tcaaatggcg gttctgaggt aaatgcctca actctgctct gaaccggctc aatgttattt
  4380241 aaccccagtt cgtgttgcac ctgacgtaga aagcgaaccc gcttacccag gctatccaac
  4380301 aaagtaaaat gtgcatcagg gcgcacaata gccaaaggga taccaggaag acctggcccg
  4380361 gttccgacat caataaatcg gctgccttgc agatggggat taaccacaat gctatcaagg
  4380421 atatgacgca ctaacatttg ctgtggatca cgaacagatg tcaggttata agctttattc
  4380481 cacttgtcta gcagctctac atagccaatc aactgatgtt tttgctgatc gggtaacgta
  4380541 ataccagcaa cggtaagcag agagtctaat ttttttaaca caaagggtat cctctgacca
  4380601 gaaaacgccc agtcagcata taaatgggtc aataggcaaa atgataatcc agcatggtaa
  4380661 tggattgaat atgtttactg tatttgcctg accgtaaaat acagggtgca ggcaaacgtt
  4380721 taatcgtcac gcactgcggc gcaacaatcc ttgttttttc agccaaacca gtaagataga
  4380781 tattgccgcg ggggtaatac ctgaaattcg ggatgcctga ccaattgaac tgggtttatg
  4380841 gtcattcaat ttggcaatga cttcattcga caaacctgag acttgctgat aatcgagatc
  4380901 aacgggcaat aaggtatttt cgttgcgtag ttgtttttcg atctcttcct gctgacgagt
  4380961 aatataccct tcatatttga cttgaatttc aacttgatca gccgattgtg gatcagtcaa
  4381021 cgctgggcca aatgatgtca aagaggtcaa caaacgatag tctatttcag gccgacgcag
  4381081 tagctcttct ccgttggctt ctttggacaa aggtgctttc agcagcgcat ttatctctga
  4381141 aacattctca gaatgcgggt gcacccagat atcacgcagc cgttggcgct ctttttcaat
  4381201 ttgttcaact ttttggctga aatgtgccca ccggatatca tccactaatc ccaatttgcg
  4381261 gcctgtttca gtcaggcgta gatcagcgtt atcttcacgc agcatcaaac ggtattcagc
  4381321 tctggaggta aacatacggt acggttcttt agtgccgaga gtgcttaaat cgtccaccag
  4381381 cacgccaagg taagcttcat cacgccgagg tgaccatccg tcctcctcgt tggcaaaacg
  4381441 gcccgcatta agccctgcaa gcagcccttg agccgcagct tcctcgtagc ccgttgtgcc
  4381501 attgatttgt cccgcaaaga acaagccttg aatatattta ctttccagag tcggttttaa
  4381561 atcgcgagga tcaaagaaat catattcgat agcatagccg ggacgaataa tacgtgcatt
  4381621 ttccaaccct ttcattgagc ggacaatttg catctgtaca tcgaaaggca aactggtaga
  4381681 aatgccgttc ggatagatct cgttactggt tagcccctct ggttcgagga agatctgatg
  4381741 tgaattacga tcagcaaaac gcatgacttt atcttcgatc gatgggcagt aacgtgggcc
  4381801 gatcccttcg atgatccctg catacattgg gctgcgatcc aggttattgc ggatcacttc
  4381861 atgtgttttt tcattggtgt aggtgatatg acaagccatt tgttcaggat gttgttcagc
  4381921 atttcccaag aaagagaata ctggaattgg cgtatcaccc aactgaggtg ttaattggct
  4381981 aaagtcgata gttcgcgcat cgatacgtgg tggagtgccc gttttaaggc gatttactcg
  4382041 caaaggcagt tcacgtaagc gttgtgataa tgagatcgaa gggggatcac cggcacggcc
  4382101 accactgtaa ttttctagcc caatatgtat tttgccatca aggaaggtac caacagttag
  4382161 caccaccgct ttggcacgga atttcagacc catttgtgtg actgcgccaa cgacacgatc
  4382221 attttcaaca atgagatctt caacaggttg ctggaagatc atcaagttag gttgattctc
  4382281 caatgccgtt cgtaccgcta aacgatacag aacacggtca gcctgagcgc gggttgctct
  4382341 taccgcaggc cctttgctgg cgtttagtat cctaaactgg atccccgcga ggtctgttgc
  4382401 tttcgccatc aggccaccca gagcatcaat ttctttgacc aagtgcccct tgccgatacc
  4382461 gccgattgct gggttacaag acatttgccc cagagtatcg atattgtgcg tcagcaataa
  4382521 ggtctgacgt cccatgcgtg ccgcggccat ggcggcttcg gtgcctgcat ggccaccacc
  4382581 gatgatgatg acgtcaaatt gatctggata aaacatggta ctgcacctcg ccgttatgcg
  4382641 aatttctgtg tttgccctgg ggtgggggat tctactcaag tttagacgat cgaccaagtg
  4382701 gcataggatc gcctttaatt aaaagaagat ctttttattt aaagatctct ttattagatc
  4382761 tcttattagg atcatgatcc tctgtggata agtgattatt cacatggaag atcatataat
  4382821 taaggaggat cgtttgttgt gagtgaccgg tgatcctatt gcgtataagc tgggatctaa
  4382881 atggcatgtt atgcacagtc actcggcaga atcaaggttg ttatgtggat atctactggt
  4382941 tttaccctgc ttttaagcat agttatacac attcgttcgc gcgatctttg agctaattag
  4383001 agtaaattaa tccaatcttt gacccaaatc tctgctggat cctctggtat ttcatgttgg
  4383061 atgacgtcaa tttctaatat ttcacccaac cgttgagcac cttgtgcgat caattgttga
  4383121 tccagtttta tgattgcacc gcagaaagtg tcatattctg agctgcctaa accaaccgcc
  4383181 ccaaagcgta cttgggataa atcaggcttt tgttgttcga tctgttctaa taatggctgc
  4383241 aagttatcag gtagatcccc ggcaccatga gtggatgtca cgattaacca caggccattc
  4383301 agcgtaagtt cgtccaactc tgggccatga agtatttctg tagaaaaccc agcttcttct
  4383361 aatttatccg ctaaatgttc agcaacatat tcagcactac caagcgtact gccacttatc
  4383421 aacgttatgt cagccattca agaacccaac tgaagtaaag agctggcatt gtactctgtg
  4383481 aatcagctgg gatctagctg tggataatgt gggtatagtt attttagggt taaggaacga
  4383541 tcgtacgcat gatagggttt tgcagtgata ttagtgtctc ggttgactgg atctcatcaa
  4383601 tagtctggat tttgttgata agtacctgct gcaatgcatc aatggattta cacatcactt
  4383661 taataaatat gctgtagtgg ccagtggtgt aataggcctc aaccacttct tctaagcttt
  4383721 ccaatttttt caaggcggaa gggtaatctt tggcactttt caagattatg ccaataaagc
  4383781 agcaaacgtc gtaacccagt tgttttgggt taacgtgtac acaagctgcg gtaatgatcc
  4383841 ctgcttgccg catcttttct actcttacat gaatagttcc ggggctaaca gcgaggtttt
  4383901 tggctaattc agcatagggt gtgcgtgcat tttccattaa tgctttcagg atgctgcgat
  4383961 cgagattatc gatctgataa atttcactca tatttccccc gtttttttat cgatatctca
  4384021 attatagtgc catataaatt cattattaaa accataatgg ctatatttgt tattggatat
  4384081 tgaatttaac cctcattctg ttgcttaatc gatgacaagc cagtaggcat aactaaacat
  4384141 aacgaattga gaaaacagca atgaaaaaac aatttatcca aaaacaacaa caaatcagct
  4384201 tcgtaaaatc attcttttcc cgccaattag agcaacaact tggcttgatc gaagtccagg
  4384261 ctcctatttt gagccgtgtg ggtgatggaa cccaagataa cctttctggt tctgagaaag
  4384321 cggtacaggt aaaagttaag tcattgccgg attcaacttt tgaagttgta cattcattag
  4384381 cgaagtggaa acgtaaaacc ttagggcgtt ttgattttgg tgctgaccaa ggggtgtata
  4384441 cccatatgaa agcattgcgc ccagatgaag atcgcctgag tgctattcat tctgtatatg
  4384501 tagatcagtg ggattgggaa cgggttatgg gggacggtga acgtaacctg gcttacctga
  4384561 aatcgactgt taacaagatt tatgcagcga ttaaagaaac tgaagcggcg atcagtgctg
  4384621 agtttggtgt gaagcctttc ctgccggatc atattcagtt tatccacagt gaaagcctgc
  4384681 gggccagatt ccctgattta gatgctaaag gccgtgaacg tgcaattgcc aaagagttag
  4384741 gtgctgtctt ccttataggg attggtggca aattggcaga tggtcaatcc catgatgttc
  4384801 gtgcgccaga ttatgatgat tggacctctc cgagtgcgga aggtttctct ggattaaacg
  4384861 gcgacattat tgtctggaac ccaatattgg aagatgcctt tgagatatct tctatgggaa
  4384921 ttcgtgttga tgccgaagct cttaagcgtc agttagccct gactggcgat gaagaccgct
  4384981 tggaactgga atggcatcaa tcactgttgc gcggtgaaat gccacaaact atcgggggag
  4385041 gtattggtca gtcccgctta gtgatgttat tgctgcagaa acaacatatt ggtcaggtgc
  4385101 aatgtggtgt ttggggccct gaaatcagcg agaaagttga tggcctgctg taaaatctag
  4385161 tcattatccc cctatgctaa ctcgcgataa cggtatcagt catcgcgggt ttttaacttt
  4385221 atcagtctgt aggcggcatc actatggggg attatcgttt ccagcggcgt atcaaacggc
  4385281 tttttaaact tgtatcaaaa cgccagatat gatcaaaaat acgcatgatc cctggtttgc
  4385341 cataagcgga catggcaaca gcatggaaac ggtgctggtg ggcctgctgc tggattttta
  4385401 tctttctgac taactcttct ggcaaacgct gggcgataaa gtctgaaatg atcaccgcgt
  4385461 ctgcgtcata ccattctctg tcttccattt tatttaacgt gttggctaag catgccgcca
  4385521 gatccgtacc accacgaaaa tgttggttga ggaaacgtat ggcttgctca ataccattgt
  4385581 cagctgatag ctcgtagtta attatttcag tagcaaataa catgatgtaa cagcggcgat
  4385641 tatcggctaa cgcgatacgg agtaaggcca gacaaaatgc tttggcgcat tgctcgttga
  4385701 agcctcccat cgagcctgag gtatcgacgc agacaataaa tggcccacgg ggttgctcat
  4385761 cattttgttt aaggctgacg ggtctctgtt gcgttttttc ctgccagttg tctccttgta
  4385821 atcggtatgt gagcaaacgc cgttccagta agcggcgata aaactcaaac tccaactcac
  4385881 tcatccctaa catcaccaat tcagtaggca ataatcgcag gatgtcatta ctctgatgaa
  4385941 taccactgac ctcctcaggc accgaatctg gctggcgtac cataacggtg taaggctcat
  4386001 agcgggcgtc aggtgccggt tgtgctttgg ctgagcggct gcggccgagc tgttcggcta
  4386061 aacgtattaa ttcaggttgc tgttgcagaa agtcgccata ttgcagcaat aattgataat
  4386121 cgccacgttg caaatgcccc tgactcatat cccaaagacg cccagcggca ttgtcattgg
  4386181 tggtgagaat gggttccagt gcaccactga gcgctaatct tcgctgtagc tcagctaaga
  4386241 gctgttcccg ttcttgttct aacaactgat gatgaattgt gatggtttgt aggatcagac
  4386301 tgacacgcca acgttgtaaa aagagcgttt gcaggctatc tccgcctggc gggttttttg
  4386361 ccaggtctgc ggtttgcact aatgttttag cctgcgttgc aaacggggaa tgtaaatctt
  4386421 gtaactgagc cacgatatcg ggcagatgcg cataaaactg tgggctatcc tccaacagac
  4386481 tctgttgata taaggaaaat tcattcgcca gccctggcgg aacgctagct tcacggatcc
  4386541 gttgttgcaa attttgtttc cagccgggaa tatctttcat taatgcccgt ttaatccgcg
  4386601 ggaatttttc aaaaaaaatc gccaactgag gtgctgccag taaacctacc accatctctt
  4386661 cgataagttc accttcactt atcgacagca gcatatccag tgttgccaga ctgagcatcg
  4386721 gtcagtgtcc actgtgtttt tgttgttgaa atttacgttg ttgaaattga atttgttgaa
  4386781 attgaatttg ttgaaattga agttgctcca ccacctgtag caggctggcc tctatttttg
  4386841 ccagccaaga tgatggggta aataaacaag gctgatgttg gctaaataag cgccgttgtt
  4386901 ctgccagcgt actttccagt ttggtgagtg ccagcagcag ttctggtggc acgctagtgg
  4386961 ttgtggcacc cggaagggac aaggttgatg gctggcggct cacatccagt atgattatat
  4387021 gtaactgatc atcaatttcc gcatcgatag attgcgcata gccaacacca tttaatttgg
  4387081 ctcgtaaagc gccaccttta ttcagccatt gagcaagggc ctctttatca acctgcagat
  4387141 gattgacctg aatatcatgt aagttaagcg gtttttgcag taatagcgtc aaggtactgt
  4387201 ctgtcagatt atccggcaga gcatattgcg ctttacggct gaacatgccg ctttgcttaa
  4387261 ccacagtgag tgcctggtgg tcactttgct gctgttggtg ttgcaaccat ttgctattaa
  4387321 tatcttgtag cttcattaat aagctttgct gttgataccc ttgttccgtc aacaattgtt
  4387381 ccagttgctg ttgcagtaat ttgaacgagt taaggtcatg ccataggcaa tctttcagta
  4387441 aaatcagatc aataggggtt atttcatcac ggccactgaa gaatgcactg gcttgtagta
  4387501 gacgtaatgc cttcttccag cggcggtcag agacataagg agcgtgttcc agagcgctga
  4387561 gtcgttgacg tagctgaaaa ataagctcaa agcagtgatc tggtaatgtg attttgtcaa
  4387621 tcaagggctg ccactggtgg aattcttcat cagtgatact gaggttttct gctaccgggt
  4387681 tgtgattttc attttgtctg ctgatcagca gtgagcggaa attctgtttt tcttgtaccc
  4387741 ggtctagcca caggcggatc agcatccggt cataaagtgc ttccaggctg ctgtctgcgt
  4387801 ctggcaactc attggacgcg gttaccagca agcgcatcgg gatactgtct tccctatcac
  4387861 catttcgaaa gcgccgttca ttaatggcgg tcagtagagt attaaggata gccgggcccg
  4387921 ccttccagat ttcatcgagg aagacaattt cagcttctgg tagataaccc ccggtcattc
  4387981 gttggtaacg cccttcttct tttaatgcct gtatggacag cgggccaaaa acctcttccg
  4388041 gtgtagaaaa gcgggtcatc aggtattcaa atgcccgagc atggcggaaa gcaaatttca
  4388101 agcggcgggc aatcaggctt ttggcaattc ccggaggacc aagcagaaat acactttcac
  4388161 cgctgagtgc tgccagtaag cacaaacgga tggcttcctg tctttcatac agcccacttt
  4388221 caagggcatg acttaagcga gatattcttt ctgccaattg cgatgattgc gccataattg
  4388281 ttctacatgt tcctctgatg agttaatttt tacctgataa aacggaataa atcctctttt
  4388341 tcttaatagg atagcttgtt gattagtgaa attttcatat catcaattat ttgtttttga
  4388401 ttaaatatcg ttctttttct gctctaattt aagagtaggc aatccattta aataatgcat
  4388461 actgaacgcc tttcgtgggc gtgaaaggac acaggatctt ctgtcatggg gcctaaacgc
  4388521 atacatcagc ttatggatgt tctagcaaat gagcacagag cataaacaat atttatccgc
  4388581 ggtgactttg gctgcaatcg gggtcgttta cggtgatatt ggcaccagcc cactctatac
  4388641 cttgagagag tgtttttctg gtcattatgg ttttgatgtc cgacccgatg tggtgtttgg
  4388701 ttttttatcg ctgattttct ggatgctaat tctagtcgtc tcggttaaat atctgaccta
  4388761 tgtgatgcgg gctgataacg cgggtgaagg agggatttta acgttgatgt ctttggcagg
  4388821 gcgtaatacc tcttccagag cgacgtctat cttggtggtc cttgggctaa ttggtggcag
  4388881 cttcttttat ggtgaagtgg tcattacccc ggcaatctcg gtgatgtcag ctattgaagg
  4388941 gttggaaatc gccgcacccg cccttgatcc ctacattgtt ccctgctcca ttgccgtatt
  4389001 aacgctactt tttgtgattc aaaagcatgg cactggcagt gttggtaaac ttttcgcccc
  4389061 ggtgatgctg gtgtggttcc tgacgttagc cttacttggt ctgcgcagta ttattgctaa
  4389121 cccagaagtt ttggccgcgc tgaatcccaa atgggcaata agcttttttg ttgaatataa
  4389181 gtctgtttcg ttttttgccc ttggtgcggt agttctggcg attactggcg ttgaggcgtt
  4389241 gtatgcggat atggggcatt ttggtaagtt tcctatccgg ctcgcttggt ttactgtggt
  4389301 cttaccgtcg ttggtgctga attattttgg tcagggggcg ttattactga aaaaccctga
  4389361 agccatcaaa aaccccttct ttctgctagc ccccgactgg gcactgattc cattacttat
  4389421 tctggcgacg ctagccactg ttattgcctc acaggcggtg atttctggcg tattttcact
  4389481 tactcgacag gctgttcgtt tagggtattt accacccatg cgaattattc atacttcaga
  4389541 gatggaatct ggccagatat atatcccagt gatcaattgg accctctatt tagcggtggt
  4389601 gttagtgatt atcggttttg aacgctccag taatttggcg gcggcttatg gaatagcggt
  4389661 taccgggact atggttatca ccagtattct gttttgtacc gtggcatgga aaaactggca
  4389721 ttggaatcgc tttctcgtcg tatttttact gatggtcttg ttgattatcg atatcccgat
  4389781 gttttctgcc aatgtgctta aattattctc agggggttgg ttgccactgt ctttaggttt
  4389841 ggtgatgttt attattatga ccacctggaa aagtgagcgt ttcagtttac tgcgccgtat
  4389901 gcatgaacac agtaattcac tggaagcgat gattgcttca ctagagaagt caccgccagt
  4389961 acgggtaccc ggtacggcgg tgtatatgtc gcgagcaatg aatgtcattc catttgcatt
  4390021 attacataac cttaaacata acaaagtgtt acatgagcgt gttgtgttgc taacgatgcg
  4390081 gactgacgat gtgccttatg tacataatgt ggagcgggtt accatcgagc aactttctcc
  4390141 aaccttctgg cgggtggttg ccagatacgg ttggcgtgaa acacctaatg tggcggaaat
  4390201 tttccaccgt tgtggtttgg aaggtttgtc ttgccagatg atggaaacgt cgttctttat
  4390261 gtcacatgaa tcgctaatcc tgactaagcg gccatggcac ttatttttac gtggtaagtt
  4390321 atttattgca cttagccgta atgcattacg cgcaccagat caatttgaga tcccacccaa
  4390381 tagggttatt gaacttggga cacaagtgga aatttaattg agaggccgtt aatcataacg
  4390441 gcctcttcta tcatcattca cactattatc atcatccaca ctatcaccgc taaaatcctt
  4390501 cttcttatat cgctagcaaa gtgtttcggt ggcgatcaca atttcactaa atgaggtttg
  4390561 tcttctactg ccgtttttct aaactccttg ttagcgaaac gtttcgctct tggagtagat
  4390621 catgaaaaaa ggtgtattac tgaacgctga tatttccgcg gttatctccc gtctgggcca
  4390681 taccgatcag attgtgatcg gtgacgcagg gctaccgata ccggcaacca ccacacgaat
  4390741 cgatttggcg ttaacacgag gcgtgccagg gtttctgcag gttgtcgatg tagtcacgca
  4390801 agaaatgcag gttgagaatg cttaccttgc agaagaaatc gttaaaaata atccgcaact
  4390861 tcatgaagca ttactcgtgc tgctcacaca gcttgagcaa cggcaggaaa accaaattgc
  4390921 tttgcgttat atcagccatg aggcgtttaa agagcaaact aaacaaagcc gggcggtgat
  4390981 acgcagcgga gagtgttctc cctttgctaa tatcattctc ggctccggcg taaccttcta
  4391041 aggcctttat gcaaccttta ctaaaatttc aaggacaaag gaataaataa gatggaaaca
  4391101 ggtaagctgg tggtgttggg cagtatcaat gccgaccata ttctgaatat tgagcagttt
  4391161 ccacgtccgg gtgaaacggt gatcgggcag cagtataacg ttgctttcgg aggtaaaggg
  4391221 gctaatcaag cggttgctgc tggccgtagc ggtgcggata tcgcatttat tgcctgtgtg
  4391281 ggtgacgatg atattggtga acgggtgcgt cagcaactca ctgccgataa gattgatact
  4391341 cagcctatcg aggctattaa gggggcaact accggtgtgg cattgatctt cgtgaatagc
  4391401 gatggcgaaa atgtgattgg tattaatgcg ggggctaact cagcggtgac accagagtat
  4391461 cttcgccgct accaacaaca agtgatcgat gctgatgcac tcttaatgca actggagtcg
  4391521 ccgctcgaca ctgttattgc ggccgctaaa ctggcgaagc agcatcaaac tcaggttatc
  4391581 ctcaatccgg cacccgcccg taaattaccc gatgaattat taactctggt cgatatgatt
  4391641 acgcctaatg aaacggaagc cgagcgtttg accggcattc atattgagca ggatgatgat
  4391701 gccgcgaaag cagcgcaaat tttgcatgat aaaggcattg ctaccgtgat catcacctta
  4391761 ggtagccgtg gcgtatggct cagtgaacaa ggtaaaggta aattagtggc ggggttcaag
  4391821 gtaaatgccg tagataccat tgctgccggt gatacgttta acggtgcatt attgacagcg
  4391881 ttattagaag gccagtctat ggatgtcgca gtgcgttttg ctcatgccgc ggcggctatt
  4391941 gcggtcactc ggcctggagc acagccgtcc attccatggc gtgccgaaat tgatagcttc
  4392001 ttacaagaac gagtgtaaaa cgtggccaca atgaaagatg tcgcccgtct ggcaggggta
  4392061 tcgtcaagca atggcacgtg caggtttgcc aattattgcc gggtatgaag ttgtcagtga
  4392121 ttttgaattt ggtggtggcc tggttgccct gaagcaacga ctaaataatc cagaagctga
  4392181 gccacaagtt ctgcccctga ctcccgagct aatagaacgc ggttcggtct cccttcgtta
  4392241 aacattattt ttcacctgtg gggctacttt tttcacatta cggccctgaa ttaaattgtc
  4392301 tccatccctg ggtttgagta acaagaacac cagagatgat agcaatgtca ctattcccat
  4392361 ggtgataaag gtgtagtgga agtgatccac attaccgcct aacgacaacc catcataaaa
  4392421 acgcaacaca gtcgcactga tagcaatccc aaagcttatc gataattgtt gggttaccgc
  4392481 cagaacactg ttaccggagc tggcattgtt atccgtcaaa tcagccagtg taattgtatt
  4392541 catcgcagta aattgggtcg acatcgctat acctaatata aatagcggca atatcatcat
  4392601 ccatgccgac atccccggtg attgcaatgc aaaggaggca atcagtaccc cgataattaa
  4392661 ggttataccg actaacactt tacgatagcc cagtgagcgc agcacctgtg tgacggctga
  4392721 ttttgccatg atggatccaa tcgcggtggg agccatcata caaccggcga taagtgcgga
  4392781 ataaccgaat ccaacttgta acatcaacgg cattaaaaaa ggtacacagc ccgtccctaa
  4392841 gcgggaggcc acgttaccgg caatccccac ggagaatgtc cgggtcttaa ataatggcaa
  4392901 accaatgagt ggattaggat ggcctttggc atgaaatata tagaaaatca gcattaatag
  4392961 gccgcctagc agagttgcgg cgggtaaata atctgcgatt tctggccgcc ccataatctc
  4393021 caggctggtg gatatcatga ctaaactgat accaaatagt aggaaaccaa caaaatcaaa
  4393081 agtgcgctta ggcatcgtga aattaggcat atatttgcgg gcataaaaaa tacccaacaa
  4393141 gccaatagga atattaagga taaaaatcca atgccaagtg gtataagtca ccaacaaccc
  4393201 gcccaataat ggccccatga ctggcccgac taaccctgga atagtgacaa aatttaaaac
  4393261 cggcaataac tcactgcgtg gataagcccg gatgagcgcc agcctggcta ccggcatcat
  4393321 catcgcccca ccgatccctt gaataacccg agaagccact aagaaagcca gtgagcctga
  4393381 aagtgcacag agcagtgatc cgaaggtaaa taaagaaacc gccaggataa aaattcgtcg
  4393441 ggtaccaaaa cgatcggcca gccaaccact aactggaatc aacatcgcga cggtcagggt
  4393501 atagctaata atggctgatt gcattgtcag cggagaacgg ttaaggcttt cggcgattga
  4393561 agggagagcc gtattcagta tggtggcatc caaagcctgc ataaagaaag ccatagccgc
  4393621 tatccaagga aggcctgcca tactgcgcgc agattttatc attatccgtc ctggtgattt
  4393681 atatgggggg cgataatttt ctcttcttta tatagatagc atgtggctga tcgtgctgtc
  4393741 gtcagtctac cgtttttaat agcacctgac aggcgaataa agcaccttga ttatcacctg
  4393801 ccagaatcgt atctacaatg ttctgatgat gttgtagctt aatcacttca tcaccagtaa
  4393861 tagcacgaaa gtagctgtaa taaaccgaac tgaataagtt agcaaaagag attaaaaatg
  4393921 gattgccgct ggcttcataa attaatttat gaaactgggt atccacctga atccattgct
  4393981 cacgattaaa gttgctatgc agtgcacgca tttctgcaac tagtgatgct aacagctctc
  4394041 gctgtttctc attggcgtgt gtggcagcca gataacaggc ttgtggttcc aacgatgttc
  4394101 ttagtataag gaagtgttgc atgacctgat caaaattctc cttggtcatc caccacgtta
  4394161 ataattcctg atcaaggtag ttccaattcg tctgtggcat aacacgagtg ccaatacgcg
  4394221 ggcgcggtaa tagcatcccc ttcgctgcca gcatttttac tgcttcacgt actgcggtgc
  4394281 gacttacacc aaattgttca cccaactcta tttcgccggg cagtatactg cccgcttcat
  4394341 attctcctgc gagaatacgc tgaccaatct tttcagccag taagtaggaa agatttcgct
  4394401 gggcggcttg ctgttgggta tttagttgca tggtgatttg tcctatcagt cttcttatat
  4394461 ttctatttta ctctactgtt tcacttcggt attggatgtt tagcttaata attgtttaag
  4394521 gattgtcctt tttctctgtt tttgctgaaa aaaaacacgg ttgaaaagtt ttttgaaatt
  4394581 aggggttgca ggctgtcagg aactccctat aatgcgcctc cactgaccgg gaacaacgaa
  4394641 acacacttcg ccgggtcagg aagagaaaag cagacttgaa cttcgaaaga aataaaagaa
  4394701 aaccttgact cttcagcggg aaagcgtatt atctgcctcc cgcgttaccg taagattcgc
  4394761 cgcaaggcaa acgggtaacg aacgctcttt aacaatttat cagacaatct gtgtgggcac
  4394821 tcgcaagacg atatcgacgc ctgtttcggc aggcagaaat aatatcaagt cttgaagagt
  4394881 gaccaaagca gtaaacattt tgacttcggt caagatgcct atttgcagaa agtaatcttt
  4394941 gagcaccgct gcttttacgc aagtaaaagt cagcaaatca aacaaatctt aaattgaaga
  4395001 gtttgatcat ggctcagatt gaacgctggc ggcaggccta acacatgcga gtcgagcggc
  4395061 agcgggaagt agtttactac tttgccggcg agcggcggac gggtgagtaa tgtctgggga
  4395121 tctgcctgat ggagggggat aactactgga aacggtagct aataccgcat gacctcgcaa
  4395181 gagcaaagtg ggggacctta gggcctcacg ccatcggatg aacccagatg ggattagcta
  4395241 gtaggtgggg taatggctca cctaggcgac gatccctagc tggtctgaga ggatgaccag
  4395301 ccacactgga actgagacac ggtccagact cctacgggag gcagcagtgg ggaatattgc
  4395361 acaatgggcg caagcctgat gcagccatgc cgcgtgtgtg aagaaggcct tcgggttgta
  4395421 aagcactttc agcgaggagg aaggggttga gtttaatacg ctcaatcatt gacgttactc
  4395481 gcagaagaag caccggctaa ctccgtgcca gcagccgcgg taatacggag ggtgcaagcg
  4395541 ttaatcggaa ttactgggcg taaagcgcac gcaggcggtt tgttaagtca gatgtgaaat
  4395601 ccccgcgctt aacgtgggaa ctgcatttga aactggcaag ctagagtctt gtagaggggg
  4395661 gtagaattcc aggtgtagcg gtgaaatgcg tagagatctg gaggaatacc ggtggcgaag
  4395721 gcggccccct ggacaaagac tgacgctcag gtgcgaaagc gtggggagca aacaggatta
  4395781 gataccctgg tagtccacgc tgtaaacgat gtcgacttgg aggttgtgcc cttgaggcgt
  4395841 ggcttccgga gctaacgcgt taagtcgacc gcctggggag tacggccgca aggttaaaac
  4395901 tcaaatgaat tgacgggggc ccgcacaagc ggtggagcat gtggtttaat tcgatgcaac
  4395961 gcgaagaacc ttacctactc ttgacatcca cagaatttgg cagagatgct aaagtgcctt
  4396021 cgggaactgt gagacaggtg ctgcatggct gtcgtcagct cgtgttgtga aatgttgggt
  4396081 taagtcccgc aacgagcgca acccttatcc tttgttgcca gcacgtaatg gtgggaactc
  4396141 aagggagact gccggtgaca aaccggagga aggtggggat gacgtcaagt catcatggcc
  4396201 cttacgagta gggctacaca cgtgctacaa tggcagatac aaagtgaagc gaactcgcga
  4396261 gagccagcgg accacataaa gtctgtcgta gtccggattg gagtctgcaa ctcgactcca
  4396321 tgaagtcgga atcgctagta atcgtagatc agaatgctac ggtgaatacg ttcccgggcc
  4396381 ttgtacacac cgcccgtcac accatgggag tgggttgcaa aagaagtagg tagcttaacc
  4396441 ttcgggaggg cgcttaccac tttgtgattc atgactgggg tgaagtcgta acaaggtaac
  4396501 cgtaggggaa cctgcggttg gatcacctcc ttacctaacg atacgcattg cgcagtgccc
  4396561 acacagattg tctgatgaat gtaaacgagc aagagcacct gttgatgtta tgagtttcga
  4396621 ctcatgctga tacgaaacgg ttgaatttcg gtttgatcgg tattttcgtg tccccatcgt
  4396681 ctagaggcct aggacactgc cctttcacgg ctgtaacagg ggttcgaatc cccttgggga
  4396741 cgccaatccg ataatgagtg aaagacatta tcaccggttc tttatgaact gaaaaataac
  4396801 gtaaagatga ctttaccaag tcgtgtttac gatattgctc tttaacaatc tggaacaagc
  4396861 tgaaaattga aacattacag ctgaaattta ccccgccgta gatgtattgg gtaaagagta
  4396921 acctgtaata gagtctctca aataatcgca acacaagatg tactgtcagc aatgacaaga
  4396981 caccttcggg ttgtgaggtt aagcgactaa gcgtacacgg tggatgccta ggcagtcaga
  4397041 ggcgatgaag ggcgtgctaa tctgcgaaaa gcgtcggtaa gctgatatga agcgttataa
  4397101 ccgacgatac ccgaatgggg aaacccagtg caatacgttg cactatcgtt agatgaatac
  4397161 atagtctaac gaggcgaacc gggggaactg aaacatctaa gtaccccgag gaaaagaaat
  4397221 caaccgagat tcccccagta gcggcgagcg aacggggagg agcccagagt ctgaatcagt
  4397281 ttgtgtgtta gtggaagcgt ctggaaaagt cgcacggtac agggtgatag tcccgtacac
  4397341 caaaatgcac aggctgtgaa ctcgatgagt agggcgggac acgtgacatc ctgtctgaat
  4397401 atggggggac catcctccaa ggctaaatac tcctgactga ccgatagtga accagtaccg
  4397461 tgagggaaag gcgaaaagaa ccccggcgag gggagtgaaa tagaacctga aaccgtgtac
  4397521 gtacaagcag tgggagcacc ttcgtggtgt gactgcgtac cttttgtata atgggtcagc
  4397581 gacttatatt ttgtagcaag gttaaccgaa taggggagcc gtagggaaac cgagtcttaa
  4397641 ctgggcgtct agttgcaagg tatagacccg aaacccggtg atctagccat gggcaggttg
  4397701 aaggttgggt aacactaact ggaggaccga accgactaat gttgaaaaat tagcggatga
  4397761 cttgtggctg ggggtgaaag gccaatcaaa ccgggagata gctggttctc cccgaaagct
  4397821 atttaggtag cgcctcgtga actcatcttc gggggtagag cactgtttcg gctagggggc
  4397881 catccggctt accaaaccga tgcaaactcc gaataccgaa gaatgttatc acgggagaca
  4397941 cacggcgggt gctaacgtcc gtcgtgaaga gggaaacaac ccagaccgcc agctaaggtc
  4398001 ccaaagtcat ggttaagtgg gaaacgatgt gggaaggcac agacagccag gatgttggct
  4398061 tagaagcagc catcatttaa agaaagcgta atagctcact ggtcgagtcg gcctgcgcgg
  4398121 aagatgtaac ggggctaaac catgcaccga agctgcggca gcgacactta ggcgttgttg
  4398181 ggtaggggag cgttctgtaa gccgttgaag gtgacctgtg agggttgctg gaggtatcag
  4398241 aagtgcgaat gctgacataa gtaacgataa tgcgggtgaa aaacccgcac gccggaagac
  4398301 caagggttcc tgtccaacgt taatcggggc agggtgagtc gacccctaag gcgaggctga
  4398361 aaagcgtagt cgatgggaaa caggttaata ttcctgtact tggtgttact gcgaaggggg
  4398421 acggagaagg ctaggctggc cgggcgacgg ttgtcccggt ttaagcgtgt agggggagtg
  4398481 accaggtaaa tccggttgct tatcaaccct gaggcgtgat gacgatgcac cacggtgcag
  4398541 aagcagttga tgccatgctt ccaggaaaag cctctaagca tcaggtaaca ttaaatcgta
  4398601 ccccaaaccg acacaggtgg tcaggtagag aatactcagg cgcttgagag aactcgggtg
  4398661 aaggaactag gcaaaatggt gccgtaactt cgggagaagg cacgctggcg ttaggtgaaa
  4398721 ggactagctc ctggagctga agccagtcgc agataccagc tggctgcaac tgtttaataa
  4398781 aaacacagca ctgtgcaaac acgaaagtgg acgtatacgg tgtgacgcct gcccggtgct
  4398841 ggaaggttaa ttgatggggt cagccgcaag gcgaagctct tgatcgaagc cccagtaaac
  4398901 ggcggccgta actataacgg tcctaaggta gcgaaattcc ttgtcgggta agttccgacc
  4398961 tgcacgaatg gcgtaatgat ggccaggctg tctccacccg agactcagtg aaattgaact
  4399021 cgctgtgaag atgcagtgta cccgcggcaa gacggaaaga ccccgtgaac ctttactata
  4399081 gcttgacact gaacattgag ccttgatgtg taggataggt gggaggcctt gaagtgtgga
  4399141 cgccagtctg catggagcca accttgaaat accacccttt aatgttcgat gttctaactc
  4399201 ggccccatga tctggggtga ggacagtgtc tggtgggtag tttgactggg gcggtctcct
  4399261 cccaaagagt aacggaggag cacgaaggtt agctaatcac ggtcggacat cgtgaggtta
  4399321 gtgcaaaggc ataagctagc ttgactgcga gagtgacggc tcgagcaggt acgaaagtag
  4399381 gtcttagtga tccggtggtt ctgaatggaa gggccatcgc tcaacggata aaaggtactc
  4399441 cggggataac aggctgatac cgcccaagag ttcatatcga cggcggtgtt tggcacctcg
  4399501 atgtcggctc atcacatcct ggggctgaag taggtcccaa gggtatggct gttcgccatt
  4399561 taaagtggta cgcgagctgg gtttagaacg tcgtgagaca gttcggtccc tatctgccgt
  4399621 gggcgttgga agattgagag gggctgctcc tagtacgaga ggaccggagt ggacgaatca
  4399681 ctggtgttcg ggttgtcatg ccaatggcat tgcccggtag ctaaattcgg aagagataac
  4399741 cgctgaaagc atctaagcgg gaaacttgcc tcgagatgag tcttccctgg gacttaaagt
  4399801 cccctgaagg aacgttaaag actatgacgt tgataggctg ggtgtgtaag tgcagcgatg
  4399861 tattgagcta accagtacta atgatccgtg aggcttaacc ttacaacacc gaaggtgttt
  4399921 tgaattgaga gagattttca gcatcgttcc gagattgtgt tgactggctg acaagtgttg
  4399981 cttgtttgcg ggttaattga aacagaattt gcctggcggc catagcgcgg tggtcccacc
  4400041 tgatcccatg ccgaactcag aagtgaaacg ccgtagcgcc gatggtagtg tggggtctcc
  4400101 ccatgcgaga gtaggacact gccaggcatc aaataaagcc aagaccccat gcccaaagcg
  4400161 tggggttttt gctgtgcgcg aaacacagaa attacgcgtt gtaatgatga ttaaaatggt
  4400221 gaggataagg taggttagca acgtgtccac accaatgatg gcgtagctcg agcctatatg
  4400281 gagcaggaaa aacggtattt ttactggctg cctattctct tcgccgcgga catttggtca
  4400341 tcaacctcag aaacttcact ttttgtgata gatattctct tctccctact gttttgttcg
  4400401 tcgtgggccc taagtgaaga gactgtgggt ataatcgatt accgggagaa gcggtatggc
  4400461 ggcgtatggc tatggtccag cacgattaat tcataccact acgattaaat taatactata
  4400521 tcggtaaata ttattaatta tggatagtgc cttttgtaga gactgtaaac aatattgtgt
  4400581 aattgcctgt ttttgatatc ttcactccaa caacggagac aggcaaatta tggacgaaaa
  4400641 gaaacttaaa gcacttgcgg ctgaactggc taaaggtctt aaaaccgaag ccgaccttaa
  4400701 tgcattttct cgtatgctga caaagcttac cgtcgaaaca gcgttaaatg cagagcttac
  4400761 cgaacacctc gggcacgaga aaaacacccc taaatcaggc tcgaataccc gcaacggcta
  4400821 ttcgtccaaa acactgctat gcgacgacgg cgaaattgag ctgaatacgc cacgcgaccg
  4400881 cgaaaacacc tttgaaccgc agctgataaa gaaaaatcag acgcgtatca cacagatgga
  4400941 cagccagatt ttgtccctgt acgccaaagg catgaccacc cgcgaaatcg tcgccacctt
  4401001 caaagagatg tatgacgccg atgtgtctcc cacgctgata tctaaagtca ccgatgccgt
  4401061 aaaagagcag gttgctgaat ggcaaaaccg ccaactggat gctctgtatc ccattgttta
  4401121 tatggactgc attgtcgtaa aagtccgcca gaacggtagc gtgataaaca aagcagtgtt
  4401181 cctagcgctg ggcatcaaca ctgaaggtca gaaagagctg ctgggcatgt ggctggcaga
  4401241 aaatgaaggt gcgaagttct ggctaagtgt gctgacagag ctgaaaaatc gcggtcttca
  4401301 ggacattctg attgcctgcg tggatggcct gaaggggttc ccggatgcga taaacagtgt
  4401361 ttatccgcag actcacatcc agctgtgcat catccatatg gtacgcaaca gcctgaaata
  4401421 tgtgtcatgg aaggactata aagccgtcac cagcggtttg aaaatggtgt atcaggctcc
  4401481 gacagaagag gcggcgctga tggcgctgga taagtttgcg gaggcctggg acgacaaata
  4401541 cccgcaaatt agcaaaagtt ggcgtacgca ctgggaaaat ctcaatacat tcttcggcta
  4401601 tccgcccgat atccgcaagg ctatctacac cacgaatgcc atcgaatcgg tgaacagcgt
  4401661 gatccgtgca gccattaaaa agcgcaaagt gttcccgaca gacgactcag tgcggaaggt
  4401721 tgtttatttg gcgatcaagg atgcatcaaa aaaatggagt atgccgatcc agaactggcg
  4401781 gttagcgatg agccgtttta ttatcgagtt cggtgaccgc ctgagcgatc acctttaata
  4401841 cggtggcagt tacacagaat tatggacagg ctcattttgt atgactaccc ccgcattacc
  4401901 ttacttcaaa actaatattt tctaaccagg tgcagataaa ctccgtaatc tgttcgggct
  4401961 gattaatatc caattgtttt accgtcgtct ctattggctt atcacttgcc agagcaataa
  4402021 cgtgtttatc gatcaaacca gagaaaggtt taccgatgga ttctctatag agtgcaattt
  4402081 tattgattgg ctcatgctta aagccttcaa ctaatattaa gtctatcgta gaggcatcta
  4402141 atcggctggc aagataatga agatttaacg gctgttgttc tggggtttct gtcattagtg
  4402201 cccaacggca atcactggcg accagtgttt gtagcgctcc agccttacgt aattcgtagc
  4402261 tatctttgcc tggggtatcg atttccatat tatggtgagt atgtttgatt aagccgactc
  4402321 gaacttgtcg ctgttgcagt agaggaataa gactttttaa taaagtcgtt tttcctgtac
  4402381 cactataagc cgctattcct aatagcggcg gtgacttgta gttcatcatt ggcctcttct
  4402441 cttttgttcc cataaatcac aatctgctgg ggtatttagg ttgctgaata aatcagcctt
  4402501 cccgctaaat tttacacgtt gagcattaat agagtctaaa aataacataa gcttacggtc
  4402561 accccttatc agatagtcag ctaattgtgt ttttaggctg atatgcatca atgcgaaagt
  4402621 gggatgtgct ctttcatcat cgttagcata agccgcaagt gcctgttttt taccttgcca
  4402681 aagctgagaa actaaatcgg aaggcagtgc gggaacgtcg cagggagcaa aaacgaccca
  4402741 ctcggtagac gcatagctta atccggcatg catccccgcc agtgggccta caaagccagt
  4402801 aatgatatcg tcaatgactg ggattccact ttccttatat aacccttggt tgcgattagc
  4402861 attaatcact aaatcactca cttggggttt gaatctgtct ataacatact gaaatagcgg
  4402921 ttttccatta agaggaataa gtcccttatc attaccgccc attctggacg aacggtcccc
  4402981 tgcgagaata acacctgtaa tattgggttg catttctatc gctccgctgc atcctattga
  4403041 cacagggatt gtatctgtaa ataacatagg ggttcaggat ttacttttat tgacaatagg
  4403101 ctctctttcc ctacgtgagt atccctgcta ctttgtcagc atctttttga agaggataaa
  4403161 tttgctatga aatgccatcg tgttaatgaa ttgattgagc ttttacatcc agcttggcag
  4403221 caggagcctg atttaaactt ggtacaattt ttacaaaaat tggcggcaga agcgggtttt
  4403281 aagggggatt tttcggattt aacggacgat gttcttatct atcatctgaa aatgcggggc
  4403341 gctgcatcaa ccgaggtgat ccctggcctg aaaaaagatt atgaagaaga ttttaaaaca
  4403401 gcactgttgc gtgctcgtgg cattattaaa gattagtcat actcctgtct gcggagatag
  4403461 gggctttaat gatattattt attattctca gcgcgctgct gtcacttata tagactaaat
  4403521 gttgttatga acaactctgc ttttaatttt cagaccttgt ctcctgacct gattatggat
  4403581 gcccttgagg gggcaggatt acgggtagat tcggggttaa ccgcgctgaa tagttacgaa
  4403641 aaccgtgtct accagtttat ggatgaagag agtaaacggt atgtggtgaa gttttatcgc
  4403701 cccgagcgtt ggagtagtga acaaattaca gaggagcacc agttttctct ggatttggcg
  4403761 gagtcagaaa ttccggtgat tgccccattg cgactcaatg gcaagacttt gcatactcac
  4403821 tgtggatttt tcttcgctgt ttttcctagc gttggtgggc gtcagtatga aattgataat
  4403881 cttgaccaat tggagtgggt tgggcgtttt cttggcagaa tccatcaggc cgctcgtaat
  4403941 agccttttcg ttgcccgccc aacaatgggt atagaagagt atttgacaga gccgcgtcag
  4404001 ctactcgcca attgtgattt agtaccagta aaacaacggg ataaatttct ggcagcggca
  4404061 gatttgctca ttacaacgat taagcagtat tggcatacag aatggcagcc tttacggcta
  4404121 catggtgatt gccatccagg aaatattttg tggcgtgatg gtccgatgtt cgttgattta
  4404181 gatgatgcga ggaatggccc ggctatccaa gatttatgga tgctattaca cggtgatcgc
  4404241 cgtgaccaat ctatgcagtt ggatatattg ctggaagctt atagtgagtt tgctgatttt
  4404301 gatcagcgtg aattagcact aattgaaccc ttgcgcgcga tgcggatggt ttactacctt
  4404361 gcatgggtcg ccagacgttg gcaagaccct gcatttccga aaagttttcc gtggatggct
  4404421 gaatctgatt tttggctcca gcagacagca tcattcactg agcaggttaa gctgttgcag
  4404481 gaaccccctt tgcagctgat gccaatgtac taaagctaag ataatggaga ttgttatagt
  4404541 atgaaaaatg tatggttagc actcgttggt atcgtgatgg cgttcagtgt gacggctgca
  4404601 caattcaccg atgggaagca gtatctaacg ttagataagc cagtaacggg tgaacctcag
  4404661 gttctagagt ttttctcttt ctattgccca cattgttacc agtttgaaga ggtttatcag
  4404721 gtacctaaag cagtaaaaaa agcgctacct gaagggacaa aaatgacccg ttaccacgtt
  4404781 gaatttcttg gtcctctcgg caagcaactg acgcaagcgt gggctgtcgc tatggcattg
  4404841 ggggttgaag aaaaaattac cccactgatg tttgaaggtg tgcagaagac acaaactgta
  4404901 cagactcctg gcgatattcg taatgtcttt atcaaggcgg gtatcagtgg tgaagactac
  4404961 gacgctgcat tgaatagttt tgtggttaaa tcattagttg ctcagcaaca aaaagcggct
  4405021 gaagatttac aactacgtgg tgttcctgcg atgtttgtta atggaaaata tatgattaag
  4405081 aatgatggta tggataccag ctcaatggat aattatgtta aacagtatgc ggatgttgtt
  4405141 acattcctgc tgactcaaaa ataatttagt acataaagag ggggcttttg ttgccccttt
  4405201 tttttattta tttttatgct gtttagcttg ggtttatcta ttttagggag caatagatat
  4405261 caatattcgt gggactaaaa atagatattg tcggttatga gtaataaaaa agacagtcgc
  4405321 tattgagtac tcataaggca agttaattgg ccttgttgtt gtaatggaat aagtaatatc
  4405381 cacaattgat ataaataaat cattacagag aaaaaagata cgaataaacc taacattatg
  4405441 atttatatgg ttttaaatat aaccatcggc atgattccat aacagaaata attcacacat
  4405501 acttttattc acaagattat ccacaggtta gatctttagg atctctgtgc ggtaatgttc
  4405561 actttcgcac aatattggac gctaaaattc gtctcttgct gtcagctatg gcattcttag
  4405621 cgtcagactt tgctgaatac agatgaagaa actctatggc tcagattgca gaaaacccat
  4405681 tgatccttgt tgacggttcc tcttacctct accgtgctta ccatgctttc ccaccactga
  4405741 ctaatggtag cggggagcca accggtgcga tgtatggcgt tctgaacatg ctacgcagtc
  4405801 tgctgctgca atatcgacca agtcatgttg cagtagtttt tgatgcaaaa ggtaaaacgt
  4405861 tccgtgatga actttttgct gaatataaat cccaccgacc gccaatgccg gatgatttac
  4405921 gggtgcaaat tgaacctctt catcagatgg ttaaagcgat gggattgcct ttattggtcg
  4405981 tttctggcgt cgaagctgat gatgttattg gcaccctagc tcgggaagcc gaaaaagcag
  4406041 gccattcggt attaatcagt actggtgata aagacatggc gcaattagtt acgccgaata
  4406101 tcactttgat caataccatg aataacacta ttttagggcc gcaggatgtt tgcgataaat
  4406161 atggtgtccc tcccgaactg atcattgatt ttctcgctct gatgggtgac tcctccgata
  4406221 atattccggg agtacctggt gttggcgaaa aaacagcaca ggctttattg caaggtttgg
  4406281 gtgggttgga tacgttattc agtaatctgg ataaaatatc aaccttgacg ttccgtggtg
  4406341 cgaaaacaat gtcggccaag ctagagcaaa ataaagacgt tgcttatctc tcctataaat
  4406401 tggctactat caagacagac gttgagttag atgtaacctg tgatgagcta accgtttctc
  4406461 ctcccgatga taaacagtta catcagttat tcagtcgtta tgaatttaag cgttggctgg
  4406521 ctgatgtcga agccggcaaa tggttggaca gtaaaaaaga tcggccaaca gggcaaacaa
  4406581 gcagtcaatc ttttgttgcc gcagatacgg cccctactgc tgaagtcacc gcagtgcttt
  4406641 cacaagagaa ttaccagact attttagatg agaaagcatt ggctgattgg attgagcgcc
  4406701 ttaaagccgc tgaagttttt gcttttgata ctgaaactga tggccttgat acccttagct
  4406761 gtaacttaat tgggatgtct tttgctgtcg ctccaggtga agcggcttat ctgcctctgg
  4406821 ctcatgatta cctggatgcc ccgccccaac ttgaccgtga ctgggttctg gcgaccctga
  4406881 aaccacttct ggaagacgat aaggcgctta aagttgggca gaacctcaag ttcgataaaa
  4406941 gtatgctggc tcgttatggt atcgatctaa aaggtatcgc tttcgatacc atgctggagt
  4407001 cttatgtttt ggatagtgtt gcgggccgtc atgatatgga cagcttggcg gagcgctacc
  4407061 tcaatcataa aacgattacg tttgaagaga ttgccggtaa aggtaaaaat cagctaacgt
  4407121 ttaatcagat tgcgttggag caagctggcc cgtatgccgc agaggatgcc gatgttaccc
  4407181 ttcaattaca tttggtctta tggccaaaat tacagcaaag tgaaggcctc aagcgggtat
  4407241 tccaagaaat tgagatgccg ttattgccga tcttgtctcg tattgagcgg actggcgtat
  4407301 tgattgacca aaatatatta gcggcacact caaaagagct caccatccgt ttggatgagc
  4407361 tggaaaagca ggcccatgaa ttggctgaag agccattcaa cctggcatca cctaaacagc
  4407421 tacaggctat tctttatgaa aagcaaaaat tgcctatctt gaagaaaaca cctggaggcg
  4407481 cggcgtcaac gaatgaggaa gtgctggctg agttggctct ggattatcct ttgccgaagg
  4407541 tgattctgga atatcgtggt ctggcgaaac taaaaagcac ttacaccgac aaattgccgc
  4407601 taatgattaa ccccgtctcc ggtcgggtac acacttccta tcatcaggca gtgacagcaa
  4407661 ccgggcgctt gtcttcccgc gatcctaacc tacaaaatat ccctgtacgt aatgaagagg
  4407721 ggcgacgtat tcgccaggcc tttattgcac cgaagggcta ctgcattatg gcggccgact
  4407781 attcgcaaat tgaactgcgt attatggcgc atttgtcgca ggataacggg ctgttagctg
  4407841 catttgctgc tgggcaggat attcaccggg caaccgccgc ggaagtattt ggttcgccat
  4407901 tggaaaaagt gacgacggag cagcgtcgta gcgcaaaagc gattaatttt ggtttgattt
  4407961 atggcatgag tgcttttggc ttggcacgcc agttggggat ccctcgtgga gaggctcaac
  4408021 gttatatgga tctctatttt gagcgttatc cgggggtgtt ggagtatatg gagcgtactc
  4408081 gtaaacaggc tgctgagcag ggctatgtca cgacactgga tggtcgccgc ctctatctgc
  4408141 cggatattca ctcacggaat gcaaaccgtc gaaaagcggc tgaacgtgag gcgattaatg
  4408201 cccctatgca aggtacggct gcggatatta tcaagcgggc gatgattgcg gtggatggtt
  4408261 ggttacagca agagccagaa ccgttggtgc gtgtcatcat gcaagtacac gatgaattgg
  4408321 tctttgaagt gcatgaaagt gttttgcaaa gtgctgagca gaaaatccgt gagttgatgg
  4408381 agcaaagtat gcaactggct gtgccattga aggtggatgt cggtgttggc gctaactggg
  4408441 atcaagctca ttagtgatgt gggtaagtgg cgataaacaa agcgtttttt gtaattaagc
  4408501 tacatttatg ggctaattta cctgaaatag ctctgctgaa tcgtgacaat ttgtgtaact
  4408561 aaacaacaaa aatttctttt gccctgcgaa aaaatgatgt agagttatag acgtagggta
  4408621 cagaggtaag atgttctatc tttcagacct tttacttcac gtaatcggat ttggctgtat
  4408681 attagccgcc ccagtcattt attgactggg gcgtttttta tggggatttt gctgacatta
  4408741 ttggcgtaac tgctgggctg gtaggtgctc atcaggcggg taactgtgca ggaaatggta
  4408801 agtcttataa tgcagggcga cattaatcat cgcccttgtc tgggctgctt tttacaataa
  4408861 attactcgcc ttcgccgtca aactcttcag ccataacttc tggtgggatc tcactaaacc
  4408921 aggtgtccag tttttcccgt aacttatcga caccaatctt tttcagtgat gagaatgcct
  4408981 cgacctgaat atcacccata aatgggatga tagcttctcg caccagattt aattgtgctt
  4409041 tacgcgcacc ggatgccagc ttatccgctt tggtcaacag caaaagaacc ggtgtaccga
  4409101 ccgcgaccgc ccaggtaatc atctgctgat ccaaatcttt caatggatga cgaatatcca
  4409161 tcagcacaac taatcctttc agacaattac gtttctgcaa atattcaccc agcgcacgtt
  4409221 gccacttgag tttcatctcc tcaggcactt cggcatagcc ataacctggt aagtccacta
  4409281 gacggacacc atcaaccact tcaaacaggt taattagctg agttcgcccc ggtgttttac
  4409341 tggttctggc taaacctttt tggttagtta atgtattgag tgcactggat ttacccgcgt
  4409401 ttgagcggcc cgcgaatgcg acttcaatac cttcatcccg tggtaggtga cgaatatccg
  4409461 gagcactgat gacgaagtga gtcatatgat agttatagtt tctgatggtc aaaatttgtc
  4409521 gtctccgtta gagattactt atatagggcg attataactg catcaggcag aaaaaagggg
  4409581 gtttatcttt tggccccgtt tttaattgtt tctttaagtg aaattatagt tttgtgagtc
  4409641 gtcggtcatt gtgggcggcg ataatgtctt atcatttagc tactgttaag aaatacttga
  4409701 taaaaaatgg gctattatgc acagctctct gattggtttt aattgagttt gttgaacaaa
  4409761 agcaatcagc tagtcaattt gttattggta cggatacacc atgcaaggag cacagttact
  4409821 caggatgagt ggcttatgtt taaggaacgt aatggatata caaggaatgt aatggatgta
  4409881 cgggagccaa ggatgctata aacggagcta atgtaaaggg atgttcagga cactggccgg
  4409941 agcgccgggc gaatcgcctt cagggtttga ggggtggcaa ggatcgcgta ttgcaggagg
  4410001 gagaaaccgg gacgttatct aagtgcaggg agtgcgctgt aaggatatcc ttccgcagaa
  4410061 ggtgcgaaaa aaggcgacag gttaacctgc cgcctttttt ctttctcttc tttctgctag
  4410121 attccggccc aatcctatac ccaatagatt ttaagatgca ggaaggcggc aaacgagagc
  4410181 ggccaacaca tctgcaactt ggacggtggc gggtatatac taaatccgat cccatactca
  4410241 tttaagagca caggttatga agcagccaaa taaagcacca cgcgcgaata ttgcggcccc
  4410301 gaagggtaca gcaacaccaa aacgtagaag aaagacccgt gatgagctgg atgctgaagc
  4410361 acgtgaccgt aaacgtcaga agaaacacag tggcaatcgc tcaggtgcga gaaccaatgt
  4410421 tgagggcagc aataagaaag ggcatagcca gactcaagag aaagatccgc gtgtcggtag
  4410481 taaagtgcct gtaccgctgg tcattgagag ccaggtcaaa gccaagtcaa tgcctaagcc
  4410541 tgtagagaaa aatgtggtta agccacgcct gacgccggaa gaagagctag ccaagctgga
  4410601 gaatgacgaa cgtctggatg cgctgcttga tcgtctggat aatgacgaag tattgaacaa
  4410661 agaagaccag gcctatgtcg atctgacatt agaccgtatt gatgccctga tggagcaatt
  4410721 aggcatcgaa ctgggtgatg acgaagatga tgttgagcga gaagagaagc aggaagatat
  4410781 cttgcagcta ctgaaacgtg gtaatccaaa agatacattt taagtcatga actgggtggt
  4410841 cccactaata gccctactac tcacgtgtta tctattgtgg ttattaggta aactatggcg
  4410901 gctgtcgcaa cgcaaatcac ggttgcgcag tgctactgcg gtcagacaac aaaaacatct
  4410961 gccctctaac cgacccggta ggcgaaaata tcggaaggag tgaacatgtc tgagcacgct
  4411021 atagtttggg atctatccct gattcaaaaa tataattatt cagggccgcg ttatacctcg
  4411081 tatccaacgg ctcttgagtt tagtgaagat tacaatgagt ctgctttcca gcaggcggtg
  4411141 aaacgttatc cgcaacggcc attgtcgctg tatgtgcata ttccgttttg ccacaaactt
  4411201 tgctacttct gtggctgcaa taaactggtg acgcgtcagc aacataaagc tgatgaatat
  4411261 ctggtggtgt tggaaaaaga gatccgccag cgggccgcct tgtttaccgg gcgtcaggtc
  4411321 agccagatgc actggggggg gggtacgcca acctatctga ataaaacgca aatcagccat
  4411381 ttaatgacgg tgctgcgtga acactttgat tttctgcccg atgcggagca gtcaatcgaa
  4411441 gttgaccccc gtgaaattga attagatgtg cttgatcacc tgcgtgctga agggtttaat
  4411501 cgcctgagca tgggggtgca ggatttcaat aaagaggtgc agcggctggt taaccgcgag
  4411561 caagatgaag attttatctt cgctttaatt gcccgagcta aagcgcttgg atttaactca
  4411621 accaatattg atttgattta tggcttgccc aagcagacac cagaaagttt tgctttcacc
  4411681 ttaaaacggg ttgctgagct gaacccagat cgcttaagcg tgtttaatta cgcccatctg
  4411741 ccaagcctgt ttgccgccca acgtaaaatc aaagacgctg atctgccaac ggcggagcaa
  4411801 cggttggata ttttgcagca caccatccgt ttcttaacgg agtctggcta tcaattcatt
  4411861 gggatggatc attttgcgcg tccggatgat gaactggcaa ttgctcagca ggaaggaaca
  4411921 ttacaccgca actttcaagg gtataccacg cagggtgaga gcgatctcct tgggttgggg
  4411981 gtttctgcta tcagcatgtt aggtgacagc tacgctcaga atgaaaaaga tctggaaaca
  4412041 tattacgcct gtgtagagca acggggtaat gcgttgtggc gcggcctgac tatgaccgaa
  4412101 gacgattgtt tacgccgaga tgtgattaaa acgctgattt gtcatttcca actcagttac
  4412161 cagccgattg agcagcgtta tggtattcgg tttgccgatt attttgccga agattttgag
  4412221 ctgcttgcac cttttgaaca ggatgggctg gtggagcgaa atgaaacagg gcttcgcgtg
  4412281 accccccgtg ggcgcttact cattcgtaat atttgtatgt gtttcgatat ctatttacgt
  4412341 aaacaggcgc gcaagcagca attctcacgt gtaatctgac gatatcaccc tcagtgcggt
  4412401 tatcgctctt gagggtgacc atctggcggg aactactcca tccccaactc tttcaacttc
  4412461 cgcgttaatg tattacggcc ccagcccagc aggcgtgctg cttcctgctt atggccttgg
  4412521 gtatggcgta atgcggtggt taacagcgtg cgctccattt ctggttgtgc ttcagacagt
  4412581 aaatcctgat gaccagaacg caacgcacga tccgcccatt gcgctaacag cgttgaccaa
  4412641 ctgtcggggg ctcgttggcc ggatgcatcg ggcatatgag tttcaaataa ttcagacggc
  4412701 agatcctgaa cgaggacttc ctgcccagcg gccatgacgg tcagccaacg acaggtattc
  4412761 tccagttggc gcacgttccc aggccaaggt aagcgggtta gcgccgcttc ggtctctgga
  4412821 tgcagatttt tgctttccac gcccaactct ttagccgcta cgtgtaaaaa gtagcgagcc
  4412881 aaacgcggaa tatcctcact gcgttcacgt agtggaggta aatgtactcg gatcacattc
  4412941 agacgatgga atagatcctc acggaatttt ccttcttgaa cacgcaactc cagattctgg
  4413001 tgagttgccg caatgatccg cacatcgact ttaacgggtg catagccccc gacccgatag
  4413061 aactggccat cagccaatac ccgtaacagg cgggtttgca catccagtgg catatcacca
  4413121 atttcatcta aaaaaagtgt gccggtgtca gcttgttcaa agcgcccctg ccgtacctga
  4413181 ttggccccgg taaatgcccc tttttcgtga ccgaacagtt ccgactcaat taaatctttc
  4413241 gggatagccg ccatgttcag tgcgataaag agggctttag cccgtgggct gtggcgatgt
  4413301 aatgcgtgtg cgaccagctc tttaccggta ccggattcac cattaatcag tacgctaatt
  4413361 gaggagcgtg acaagcggcc aatgatacga aaaacatcct gcatcgccgg tgcttcgccg
  4413421 ataatatcgg ctgtcggccc actgactggt tggctacggg cgggttgttg ttgctcctga
  4413481 taatggctaa tagcccgttc aaccagagcc acggcctcgt cgatatcaaa cggtttgggc
  4413541 aaatagtcaa aggccccttg ctgatacgca ctgacggcgg catctaaatc tgaatgggcc
  4413601 gtcattatga tgaccgggag catcggatgg cgttgcttaa tttgtttgag taatgccaag
  4413661 ccatccattc ctggcatacg gatatctgat aacaacacat ctggagttcg cgtagccagt
  4413721 gcatccaata cctgattgcc gctatcgaat gcgacacagt ttagacccgc tccagtcagt
  4413781 gcgcgctcaa gcacccagcg gatggaacta tcgtcatcga cgatccagac tatccctcgt
  4413841 tgcatagaaa cctcactggc gaataggcag gtaaaccgaa aactcggtgt gtcctggcca
  4413901 actgttaaat tcaattttac ccgaatgctg atcgataaga ttacgggcga tagataaacc
  4413961 aagacccgta ccgccctcgc ggccactgac catcggatag aatacggtat cttgtaattg
  4414021 cgttggtaca ccgggaccgt catcttcaat atcaatccga gcggctaaac ggtagcgcat
  4414081 gccatgtagc gtcacttgga aagcggttcg ggtgcgaagt gtaattgtgc cgccagtctc
  4414141 cccgagagcc tgtaatgcgt tacgggtgat attcagcagc acttgttcta tttggtctgg
  4414201 atcatgggca agctcaggga ggcttggatc atagtcgcgg attaacgtga cgttatctgg
  4414261 tttttccaat gagactaatt ggcaaacccg ctcagcaacc tgatgaatac tctgtgtaat
  4414321 atgttggcca ggccgctgtg ggcctaacaa gcgatcaact aaattacgta ggcgatccgc
  4414381 ctgttcaata atcacttggg tatattccag caacgctgga tcgggtaacg ctttagctaa
  4414441 taattgcgca gcgccccgta ggcctccgag tgggttttta atctcgtgag ccaatccgcg
  4414501 cactaaatca cgtgcggcaa cttgttgagc gtgttgcaat tgctcttggc ttaaccggcg
  4414561 ctgattatcc atcggggcta attctagcag aataaaccct tccgctaggg actgtgcggt
  4414621 cagcgataaa atatgtgccc ggccatcaac aactaatgtc acttcgttat cagtaaaccc
  4414681 ttgcccggct tgcaaactct ctcgcatcaa cacgatattc agtgaaaaat agcctaataa
  4414741 atcaggcaga ggtgtaccaa aaagtttacg ggagctttgc gccagaagtt gctgggctgc
  4414801 ggggttggca taatgaatag ccaaatcatc atctaacagc agaatgctat taatgagagt
  4414861 attgaggatc tgcccagcat cgggcagcgt gcctgttgcc ataatgcaga ctcctgcaca
  4414921 gtttcggtgc atttataccc ttcatctgta gggtatgttt ctattcggtc catcctattg
  4414981 gttccgttgc aatagaatca aggggatgat gacgaaaacg aaaagtggag aaaaaagccc
  4415041 atcctaagat gggccaaaag tttccacggc aacaaccttt catctttcaa gttgtcggtg
  4415101 tgttggctgc tttcgctcgc caccttccta caccttgaaa tctattaggt aaacttaaac
  4415161 gctgtaatac agttcgaact caacaggatg cggagtcata cgcacgcgat ccatttcttc
  4415221 tctacgtagc tcgatatacg catcgatagc atcatcggtg aacacgccac cacgagtcag
  4415281 gaactcgcga tcttcgttca atgcggccat ggcttcgtcc agtgaaccgg caacttttgg
  4415341 aatctcagct tcttcttccg gcggcaagtc atacaggttt ttgtccatcg catcacctgg
  4415401 gtgaattttg ttgatgatgc catcaaggcc agccatcaac agcgcggcga agcacaggta
  4415461 cgggttagcc gcaggatcgg ggaaacgcgc ttcaatacgg cgagctttcg ggctggcaac
  4415521 aacaggaata cggatagaag ctgaacggtt acgggctgaa tatgccagca tgaccggtgc
  4415581 ttcataacct gggaccagac gcttgtagga gttggtggtc gggttagcca aggcattaat
  4415641 ggctttcgca tgtttgatga taccgccgat gtagaacagg gcgatttcag acaggccgcc
  4415701 gtatttgtcg ccagcgaaca ggttattacc gttcttggac aaagacatat ggcagtgcat
  4415761 acctgagccg ttatcgccga acatcggttt tggcataaag gtcgctgttt taccaaatgc
  4415821 gtgcgccacg ttgtgtacga cgtatttgta aatctggatc tcatctgctt tcttggtcat
  4415881 ggtattgaag cgggtagcca cttcgttttg acccgcggta gccacttcgt ggtggtgtgc
  4415941 ttctaccacc aagcccatct cttccatcgt cagacacatg gcagaacgga ggtcttgtgc
  4416001 agagtcgacc ggaggaacag ggaagtaacc gccttttact gcaggacggt ggcctttgtt
  4416061 gccgccttcg tatttggtgc tggagttcca tgcgccttcg acgtcatcga tggatacgtg
  4416121 tgacccattg atgctgctac caaaacggat atcgtcaaac aggaagaatt ctggttctgg
  4416181 cccgaacaac acggtatcag cgatacctga agatttcagg aagtcttcag cacgtttgga
  4416241 gatagaacgt ggatcgcggt catagccctg catggtgcct ggctcaagaa tgtcacaacg
  4416301 gataatcagt gttgaatctg cgaagaacgg gtccataacg gcagtgctgg cgtctggcat
  4416361 cagtaccatg tcggattcgt taatgccttt ccagccacca atcgaggagc catcaaacat
  4416421 tttgccttct tcgaagaagt cagcgttgac ttgatgagca gggatcgtga tgtgctgctc
  4416481 tttccctttg gtatcagtga aacgtaaatc aacaaatttc acttcgtgct cattcagcat
  4416541 cgtcaaaaca tgttcagcgg acatacttat atctcccgga tttgtcatag tcgtcgtcgt
  4416601 ggaacgatta ccgtgtgtta ctgcatttat ggtgttcagg cattttgccg gtaaaaagct
  4416661 ctttcaaaaa aggccacttc aaaaacgttt tacctggaac gatgccgcca taaaaatcat
  4416721 caggccataa atcgtgtcgc gctaaatact catctcagga tccatgccaa agattcaagc
  4416781 gagcgatcca tgctaaagcg attcgtgata aagctattca tgataaaata cgttgcgaaa
  4416841 tctatgccaa ctttccaaac cccccattta tgccatatca tgggggtctg ctgataatca
  4416901 gtatgcacca ggatagttat attgcactat tttggtgcct catttgcgcc gttgggcact
  4416961 attttggtgc agggatgggc cgaaaggcta tttttgcacc gtgaaaggga tcacaaacac
  4417021 accgccgtca ggttgtttat aagagaattt tgtgatcttg tttagtccct cgcttaatac
  4417081 gtgtacaata gcgcgctatt tctaaatgcc tgaggcaaaa aagctgtgat cgagaatctg
  4417141 cgtaacatcg ccattattgc gcacgttgac catgggaaaa ctaccctggt tgataagttg
  4417201 ctacaacaat ctggtacttt cggtgaacgt actgaagcaa ctgaacgtgt aatggactcc
  4417261 aacgatttgg agaaagagcg tgggataacc atcctcgcaa aaaatactgc cattaattgg
  4417321 aaagactacc gcatcaacat cgttgatacc ccagggcacg ccgatttcgg cggtgaggtt
  4417381 gagcgtgtaa tgtctatggt tgactctgtg ctgttggtcg tcgacgcaat ggatggccca
  4417441 atgccgcaga cccgtttcgt gaccaaaaaa gcctttgctc atggtctgaa acctatcgtg
  4417501 gttatcaaca aagttgaccg tcctggcgcg cgccctgact gggttgtgga tcaggtgttt
  4417561 gacctgttcg ttaacctgga tgcgaccgac gaacaactgg acttccctat catctatgca
  4417621 tctgcattga tgggtatcgc gggtgaagac cacaatgata tggcagagga tatgaccccg
  4417681 ctgtatcagg cgattattga ccatgttcct gctcctgatg tagacagttc tggtccgttg
  4417741 cagatgcaaa tctcccaact ggattacaac aactacgtgg gtgtcatcgg tatcggccgg
  4417801 atcaaacgtg gtattgttaa gcctaatcag caagttactg ttatcgatag cgaaggtaag
  4417861 acccgcaacg gtaaagtggg caaagtactg ggccatatgg gtctggaacg aatcgaaact
  4417921 actcaggcag aagctggcga catcgttgct atcaccggcc tgggcgagtt gaacatctct
  4417981 gacactatct gtgatgtgaa tgcggttgaa gcattgccac cactgtctgt tgatgaacca
  4418041 acggtaacca tgtatttctg cgttaacacc tctccgttct gtggtaaaga aggtaagtat
  4418101 gtgacttcac gtcagattct tgaccgtctg aacaaagagt tgatccataa cgtagctcta
  4418161 cgtgttgaag aaacggaaga tgctgatgca ttccgtgtat caggccgtgg tgaacttcac
  4418221 ctgtcagttc tgatcgaaaa catgcgtcgt gaaggtttcg agctggctgt ttctcgtcct
  4418281 aaagttatca accgtattat cgacggtcgc aatcaagaac cttttgaaag cgtaacgctg
  4418341 gatatcgaag agcagcacca gggcgcagta atgcaagcca tgggtgagcg taaaggtgac
  4418401 gtgaaggaca tgatcccaga cggcaaaggt cgtattcgtc tggattatat gatcccaagc
  4418461 cgtggcctga ttggcttccg tactgaattc atgaccatga cttctggtac cggcctgctg
  4418521 tactccacat tcagtcatta tgatgatgtg cgtccaggtg atatcggcca acgccaaaac
  4418581 ggtgtgctga tctctaatgg tcagggtaaa gcggttgcgt tcgccttgta caaactgcaa
  4418641 gaccgcggca agctgttcat cggtcacggt acagaagtgt atgaaggcca gatcatcggt
  4418701 attcactcac gttctaatga cctgacggta aactgcctga caggtaagca gctgactaac
  4418761 atgcgtgcat ccggtactga cgaagcaacc actttggttc ctttcctcaa gaaaacgttg
  4418821 gaacaggcac tggaattcat cgatgacgat gaattggtag aagttacccc gcaatcaatc
  4418881 cgtatccgta agcgtcacct gacggaaaac gatcgtaagc gtgctggacg tggtccaaga
  4418941 gaaggttaat tcttctttgc attgttgata cttagggcgc tcaaggcgcc ctgagttctt
  4419001 actcctccta tcctctgcgt ccttgaagtt gtaacggtat taatttcact gacccactga
  4419061 cgtatataaa ctcatcggcg ttttgttcac ttgctgcagc tgcaatttta ggtgacggcg
  4419121 acaaatgcct ttgaaaagac ttcctgtttt tttgccatta ctgtaaaaaa tattattttt
  4419181 cctgcctgaa ccctcctttt tctccctctc cctattcagt cttatctttt cccgctacag
  4419241 tgaaactcac catctaattg ggagagcgtt atgctgtata tctttgatct agggaatgtg
  4419301 attgttgata tcgacttcaa acgtgtttta ggtgtttgga gcaaattaag cagtgttccg
  4419361 ttggctacat tgaacgagcg ttttacgatg ggagaggtat ttcagcaaca tgagcgtggt
  4419421 gaaatcagcg acgaggattt tgcccaccag ctcagtgatg aaatggggat atccttgagt
  4419481 ttcgagcagt tcgctgaggg ttggcaggcg atattcgtcg ctttgcggcc agaagttatt
  4419541 gatataatga ataaattgcg tcgtgaaggg aatcgtgttg ttgtgttatc gaataccaac
  4419601 cgcttacatt gttattactg gccagagcac tatcctgaag tcgctgctgc tgctgatcac
  4419661 atgtatttgt cacaggattt gggaatgcgt aaaccggagg ccagaattta tcagcatgta
  4419721 ctgaatgctg aaaatgtacc ggcagagcag gccgtgttct ttgacgatgt cgaagcgaat
  4419781 gtactcgccg ccaaggctgt tggtataaat gctattcacg tcaccgatag acaaattatt
  4419841 cctacttatt tttccttata atttcgtgct ctaatcatta atgggttagc cttagtcgtg
  4419901 ctaaccctta tcacgctggc ccaccccgag ctttatcgtg ttgacagaga gacgaatatg
  4419961 gcaagtttcc ggcgttttcg cttactttcc cccttaaaac cctgtgtcac ttttgggcgg
  4420021 atgctgtaca cccgaattga taaagatggt ctgacgatgc tggccgggca tttggcctat
  4420081 gtttcgttgc tctctttggt ccccttgatt acggtgattt ttgcgttatt cgctgctttc
  4420141 ccgatgtttg ctgagatcag cataaagtta aaagccttta tatttgctaa ctttatgcct
  4420201 gccacgggtg acatcatcca aaattatctt gagcagtttg tcgccaactc caatcgtatg
  4420261 accgtggtag gcacctgtgg tctgatcgtc accgcgttat tactgattta ctccgtcgat
  4420321 agtgtgctca atattatttg gcgcagtaaa attcagcgct cactggtctt ttcatttgca
  4420381 gtttattgga tggtattgac gctggggccg atcctggtgg gggccagcat ggttatcagt
  4420441 tcgtatttac tgtcactaca ctggctggca cacgccaggg tagatagcat gatcgatgag
  4420501 atattacggg tatttccgtt attgatctcc tgggtttctt tttggctatt gtatagcgtg
  4420561 gtgcccacgg tacgggtgcc tgctcgagat gcgcttatcg gcgcactggt agctgcatta
  4420621 ctctttgagt tgggtaagaa agggttcgcg atgtatatca cgctgtttcc ctcttatcag
  4420681 ttgatttatg gggtattagc ggtcattccc attttattcc tctgggtgta ctggagttgg
  4420741 tgcattgtgt tattaggtgc ggaaatcacc gtgacattgg gtgaataccg cgccgagcgc
  4420801 catcacgcga agagcgtcac cacccagagt ccggagatgt aaggcattat gattgcgttg
  4420861 attcaacggg cgcttagcgc cagtgtcgtg gtcgaaggga atatcgtggg tgaaattggc
  4420921 cctggcctac tggtattact cggcgttgag caaggagata ctgagcaaaa agcacagcgt
  4420981 ttatgtgagc gggtactggg gtatcggatt tttagcgatg agaatgacaa aatgaatctc
  4421041 aacgtccagc aagctggggg cagtgtgctg gtggtttcgc aatttacctt ggttgctgat
  4421101 actcaaaagg gcatgagacc cagtttttct cgtggtgcga tcccgcaaga agctgaccgg
  4421161 ctttatcagt attttgttgc tcagtgccgt gagcgtggtg taaaaacgga aacagggctt
  4421221 tttgcagcag atatgaaagt tagcttggta aacgatggtc cggtaacttt ctggttgcaa
  4421281 gtctagagat gaatgtcaac gacggatgaa aagtgatcca cttatatctc caccaacggc
  4421341 ccaatattga tccaccgttt tactcaggat tagcttctgc tataaccccg gcctttcgtt
  4421401 tctgtctgag tcgatagctt tctcctttga tttgaacgac atgtgagtgg tgtaagatac
  4421461 ggtccagcat cgctgaggtc agtgctgcat caccggcgaa cgtttgatcc cactgcccga
  4421521 acggcagatt ggatgtcagg atcattgcgc tcttttcgta acgtttagcg atgacctgga
  4421581 agaacagctt tgcttcttcc tgactgaacg gcagatagcc tatttcatca atgatgagca
  4421641 ggcggggggc cattactcca cgctgaagcg tcgttttata acggccctga cgttgtgccg
  4421701 tagataactg aagtaacaga tctgctgctg ttgtgaagcg aactttgata cctgcacgga
  4421761 ctgcttcata gcccatcgct attgccagat gggttttccc cacacctgat ggccccagta
  4421821 atacgatatt ttcattacgt tctatgaagc tgagtgagcg taacgactgg agttgcttct
  4421881 gcggtgctcc ggtggcgaat gtgaagtcat actcttcgaa cgttttcacc gccgggaagg
  4421941 ctgccattcg ggtatacatc gcctgtttac gttgatgacg tgccagtttt tcttcatgaa
  4422001 gcagatgctc caggaagtcc atataactcc attcctggtc tactgcctgt tgtgacagcg
  4422061 caggcgctgc gcttataagg ctttccagtt gcaactgccc ggcgagcgcc atcagtcgtt
  4422121 gatgttgcag ttccatcatc acgccactcc tctgcagaat gagtcgtaga tggagagtgg
  4422181 atgatgcagg gggtgtttgt cgaagttcac cagattttca tcaagatgca cgtcatactc
  4422241 tttttctccg gaggcagtgc cagcatggac tgctgctctt cgagccagcg atcgcaggga
  4422301 cgggcctgga ttgtttcatg ctttcgttgg ttagcgacat cgtgcagcca gcgcagaccg
  4422361 tggcggttgg ctgtttcaac atcgacagtg atccccatcg ggcgcaggcg agtcattagt
  4422421 gggatgtaaa aactgttacg ggtgtactgc accatccgtt ccaccttacc tttagtctgt
  4422481 gccctgaagg ggcgacacag tcggggagag aagcccatct ccttgccgaa ctgccacagc
  4422541 gaaggatgga accggtgctg accggtctga tatgcgtcac gttgcagaac cacagttttc
  4422601 atattgtcat acaacacttc gcgcggcaca ccaccaaaga agcggaacgc attacgatgg
  4422661 caggtctcca gcgtgtcata acgcatattg tcagtgaatt cgatgtacag cattcggctg
  4422721 tatccgagaa cagcaacgaa cacgtgaagc ggtgagcgac cattacgcat agtgccccag
  4422781 tcaacctgca tctgtcgtcc gggttcagtt tcgaaccgaa cggcaggctc ctgctcctga
  4422841 ggaaccgaga gagaacgaat gaatgccctg agaatggtca ttccgccacg atatccctgg
  4422901 tctctgatct cgcgagcgat taccgttgcc gggattttgt aaggatgagc atcggcgatg
  4422961 cgttgacgaa tataatcccg gtattcatcc aggagtgaag caacagcagg tcgcggcgta
  4423021 tattttggcg gctcagattt tgcctgcaaa taacgtttaa cggtattgcg ggagatcccc
  4423081 agttctctgg caatcgcccg gctactcatt ccctgcttgt gcaggatttt aatttccata
  4423141 actgtctcaa aagtgaccat aaactctcct gaatcaggag agcagattac cccctggatc
  4423201 tgatttcagg cgttgggtgt ggatcactat tgcaccgttc gttacaatga acaccgctca
  4423261 atacaggggg ggtctcctcc tgctcgatat cgcatgttgt gagtgacacg tctgaatgac
  4423321 agaggtgagc cagttcgtcg gaattcgctt gtttccccgt tggctacaat gctaataact
  4423381 ttgggtatca catggttttt attgataatt ttaaagagag aacgctccta tgtatcactt
  4423441 gcgtgtgccc ataacagaac aagaactcaa agattattat caattccgtt gggaaatgtt
  4423501 acgcaagcca ctgcatcaac caattggctc agaaaaagat gcctatgatg caatggccta
  4423561 tcatcaaatg gttgtggatg agcagggtaa agcggtcgcc attgggcgct tatatatcaa
  4423621 tgccgataat gaagcggcaa tccgtttctt ggcggtggct ccgtcagtac gcaacaaagg
  4423681 gttagggacg ctagtcgcaa tgacattaga gtcagtggcg cgtcaggagg gggtcaaacg
  4423741 agtggtgtgt agcgcgcgtg aggatgccgt agattttttt gccaaactgg gttttgtttg
  4423801 tcagggagag ataacggcac cgcaaacgac acctgtacgc catttcttaa tgatcaaacc
  4423861 cgtggcgacg atggatgata ttttgcatcg gcccgattgg tgtggtcagt tgcagcaagc
  4423921 ttggtacgac catatccctc tgagcgaaaa aatgggggta cgtatcagcc agtataccgg
  4423981 ccagcgtttt gttaccacca tgcccgaagc ggggaatcaa aaccctcacc atacgttatt
  4424041 cgccggtagc cttttctcat tggcaacgtt gaccggatgg gggttgattt ggctattgct
  4424101 gcgagaacgc catttaggtg gcacgattat tctcgccgat gcacatattc gctacagtgc
  4424161 tcccgtgacg gggcggccaa gagcggttgc tgagttgagt tctctgagtg gggatctgga
  4424221 tcggctggcg cgtggtcgcc gggccagagt gcagctaaac gttaatttgt tcggcgatga
  4424281 aaatcagggg gctgtttttg aaggaactta tatggtgctg cctgtcgctg caggcgatga
  4424341 catggctaat taatcctctg gtacccttaa aatcactgac atgagccagt gatttgctgc
  4424401 cgggcgatga cgaacccgag tattattagc cagcccgcta ttgcaaggca ggacgttgga
  4424461 tagcagaatt tacctaatta accgccctta ttgctctgct gtgccctgca cgaccccatg
  4424521 taataccgtt tgattgattt gttgcccgtt gctgtctatt gcctgtagag agccgttaag
  4424581 ggtgggtttc aatggtgcgt cggctgtcag attgcccttt atctgcaatt tcaagttacc
  4424641 cagaccttgc aacggtaatg ctggccatcc ccagttgtgt aaaaaattaa ggtcaacaga
  4424701 acggcctgtc agagcgagtg ataaggctct gtctggggtt tgatcaatac tggcagtggc
  4424761 ttctagcaac ccctctttag taaacgcact taaatcactg aacgtgatct gctgttcatt
  4424821 ggcattcagc gccagtgaag ggcgtcggat atcgttttta ttaaatgttg cattaccggc
  4424881 attcaacacc agtgacccgg accatacgcc ccattggtga tttttggcca gtaataggtt
  4424941 gctgcctgct gcatctaatg aggtgatttg gaagggaaaa tccgggctga tatcaatgag
  4425001 taagttacgg ttagcactca atttaccgac atacacctca gacagccagt ctggcaatgt
  4425061 ttgttgccac agctgtttcc aatcgttcgg cagagtgtaa accagtgcca caacagtcaa
  4425121 ctcacccagt tgtaaccgat gcgtagcacg ggaccaactc cccagcgttc tcaacagacc
  4425181 atcttgccaa cgggtagtga attggttaat cgccacgccc tcaggtgaca aggtaaacgt
  4425241 cgcgattggg tcaatcagat gaatattacc tttaataata tcactggcat tgaacaccag
  4425301 ttcgccatca tcactttgcc aatccccttg tttaaaggtg atgtttttta gcgtcagatc
  4425361 aacatcattc acagcccagc cttttccttc aactcgcgca tcaatcaaat caaaccgttt
  4425421 gagggtgata gggggtaact gtaaaacatt attccagaca tcttctaagc tggccgttgt
  4425481 ttgcaagcgg atattactca gacgtaggcg atcaaccagc caactgccat cagcagactg
  4425541 acgggcattg ccggtcaatt ccccttgggc gatattggcc ccgaaattgg tcagggtcag
  4425601 gatatctttc tgtattgagc cttgcagata aatctgttgg gctgatatgt cattaatcgt
  4425661 caggaagcca gcactgaaat ggaattgggt attttcccca aagctgttgc ctggtattgg
  4425721 ttgccaaggc actagccccc cgttgacatg ctgacctgca attttccact ggctggtcgc
  4425781 gttttttgat tcaaccgtgg tattcagcgt catgtcggtt aactgtaagg tatcagcctg
  4425841 caacgggagt gacggtgtgc tgttattgag ggttaagcta ccattttgta attgcagact
  4425901 gagaaaatgc ttaggatcag tcagttgacg ccaactcagg ccaaaaatga cctgctgagc
  4425961 ggttaggaac gggggctgat cggcacgtgc tagtgtgaca tcactaaaac tgatttgccc
  4426021 cggttgggac catcgatgat cgatccccct tagagagagg tgataaccac tgttattgct
  4426081 gacccaacga ctaagccagc ccgcggccca actggtctga agcactgcgt agcacagcac
  4426141 gatagacagc gcaaacagca gcaataacgt tagcagcgtt ttcccgagaa atttcatctg
  4426201 gccaatccac gtctgtcagt atgaggaaca ctgtttatgc cgcaattttt ccattagctc
  4426261 aatagataat cagctatcgg accataaaaa aaatggccgg catcattaat gaccgaccat
  4426321 ttcagtgatg tgttagtgta aagactattt ttcttgtggg aagagtaagt taagtacgat
  4426381 ggcagtaata ccgccagcgg caatcccaga agagaacagc gttttgatcc agtcaggcgc
  4426441 aaattgcaaa atcaatggct gctgtgcgac acccatacca accgctaatg ataaggccat
  4426501 tatcataatc gcccggcgat tcagggtctc gcgtgacaca atacgcacac cagacgctgc
  4426561 gatagtcccg aacatcacga gagttgctcc acccagtacc ggctcaggaa tatgctgcac
  4426621 aaacccagcg acagcaggga acaggcccaa aatgatgagc attattgcca caacaaaacc
  4426681 gacataacgg ctggcaacgc cagtcaattg gatcacgcca ttattctgac cgaagcagga
  4426741 gttggggaag gtattgaata tagcggacag catcgagttc aaaccattgg ccagtacacc
  4426801 gccttttagg cgtttcatat ataacgggcc gcgaaccggt tgctctgata catcagatgt
  4426861 tgcggtaata tcgcctatgg tttccagtga ggtcaccata aagatcagca tcagaggaat
  4426921 cagtaagttc cagtcgaagg acagcccata gtacaacggc gttggaatag taatcagcgc
  4426981 ggtatctaca actgggcggc tctcaggcaa catccccaat gcccaggcga gcagataacc
  4427041 cacggccata gcgatcacca aagaggcaac acgtaaatac gggttacgct ggcggttaag
  4427101 cagaatgatc acccccaata cggcaccggc taataataag tttttcggtg caccaaaggt
  4427161 gttatcgctc atcgcaccat aaccaccacc aatagatgtc agcccaactt gaatcaatga
  4427221 caggccgata atcatcacca caataccgga taccagcggg gtgataatac ggcgtgccag
  4427281 atgcagcaca tgtgagagta agatctcggt gcaggacgca accattaacg taccgaacag
  4427341 cgccgccatc atcgttggga tatctgcccc accgtttttt agcgccagcc cccccataat
  4427401 caacggagaa acaaagttaa aactggtgcc ttgaatggat aacaggcctg aacccacggg
  4427461 gccccaagtt ttaatctgca gtaaagacgc taggcccgaa gcaaataacg acatactaat
  4427521 aatgcgttga gtatcttctg cgggtaaccc caaagcctga caaatcaata aaccgggggt
  4427581 gattaccgca acaaacatcg ccaagagatg ctggcaagcg gcaaacagtg tttgtgggag
  4427641 tggcggtcgg tcttctaggt ggtagatcaa ttcgctgggg tgagccggtg atggcggtgc
  4427701 agtatcaagt tcggcagatt gcgtagacat ggcgtggtat ttccagatcg gcaaaggggg
  4427761 cattttaatg atccggctca caaaagcaat cgtttgcgct gggtttttat attatttcta
  4427821 tttttttgct aactcacatt ttttataact aaacttgtat tcttcaccat ttttttttct
  4427881 aatcctctct tctattactt tggcgttttt taaggaactg tctaacgtca tatttttatt
  4427941 agatatttta ttgcatggag taccaagatg tttcatctcg atacctatgg cacgctagtt
  4428001 gcggcctgtc tggttttact gttaggccga aaacttgtac aaaccgtccc tttcctaaag
  4428061 aaatacacta tccctgaacc cgtagccggt ggtttgctgg tggcttttat gatgcttctg
  4428121 gtacagaaga cgctgggctg ggaagtcagt tttgatatgt ctctgaaaga ccctctgatg
  4428181 ctagccttct ttgccacgat aggtttgaac gccaacttgg ccagtttacg ggctggaggt
  4428241 aaggctctga gcatatttgt ctttatcgtt gttggcttac tgctggtgca aaacacgatt
  4428301 gggattgtgc tggctaaatt gatggggctg gatcccttaa tgggtctctt ggctgggtcc
  4428361 atcacattat cgggtgggca cggcactggt gctgcgtgga gtaaattatt ctctgagcgt
  4428421 tacggatttg aaaacgcaac agaagttgcc atggcttgtg caacctttgg tttggtattg
  4428481 ggtgggttga ttggtggccc ggtcgctcgt tatctggtga agcactcttc cacgccagag
  4428541 ggtaccccag atgatagcgc cgtcccctct gcttttgaga agccctctgc tggccgtatg
  4428601 atcacatcac tggtgttgat agaaaccatc gccatgatct ctatttgcct gatggccggt
  4428661 aatctgattg caggttggtt gcaagggacg atgttcgagt taccgatctt tgtttgcgta
  4428721 ctatttgtcg gagtaatcct tagcaatacg ctgtcagcca gcggcttcta tagagtcttt
  4428781 gaccgtgcgg tatccgtgtt ggggaatgtc agtttatcat tgttcctggc catggcgctg
  4428841 atgagcctga agctgtggga gctggcttca ttagcattac cgatgttggt gattttgtcg
  4428901 gtacaggcgt tggccatggc actgtacgcg atatttgtca cctaccgtat catgggcaaa
  4428961 aactatgatg cagcggtatt agcggcagga cactgtggct tcggtttggg ggctacgcca
  4429021 accgcgattg ccaatatgca agccatcacc gaccggtttg gcccatctca tttggcgttc
  4429081 ttggtggttc cgatggttgg cgcgttcttt attgatatcg tcaatgcgat tgtgatcaag
  4429141 ctttatctgt tgttgccaat atttccagcc gtaacggggt gatagctccg tcatgctgcg
  4429201 ggtagcatat acgttagtta tcctcgctca caccagttac tttcttatgt gagtggctgg
  4429261 gaattaagaa gcctcatgaa tgaggctgag gttattgaca aagtgcctgc aacggagaga
  4429321 acaggcagat cgtaaagacg ccgtaaatac atccatgtag gctcgagccg cgccatcctt
  4429381 ggcgcggacg ctttactctt ctgcctatcc tcaccgttca agagtgagtc atcggggttt
  4429441 gtcagcagtc tgagcctcat gaatgaggct gaggttgatg agcacgaatt ttgaggatat
  4429501 tagggctgac agagcgggtt ttttatcggc cctgccattt gcacccttta cgcattggta
  4429561 taccgtaccc gctccggcaa ccagcgttct atcaatgcct tggcatgttc agggtactgt
  4429621 tgatgcagat gacgggcgac ccgctgaact tctgggatca tcgcttgatc acgaagtagg
  4429681 tcggcaacct taaactctgc gctacctgtt tgccgtgtgc ccaatagctc accggggcca
  4429741 cggatttcta gatctcgctg tgcaatcaca aaaccatcat tgctatcacg taatacctgc
  4429801 aaccgcattt gagcggtttt acttaatggc gttttataga gtaatacgca gtgggaagcg
  4429861 acagcaccgc gcccgacacg cccacgtaac tgatgtaact gcgccagccc caaccgttca
  4429921 ggattatcga taatcatcaa gctggcattg ggcacatcaa ctcccacttc aatcaccgtt
  4429981 gttgcgacca ataactgtag ctcaccttgt ttaaaggcca gcataatcgc ctgtttttcg
  4430041 gggcctttca tccgcccatg aaccaagcca actttaattt ccggtaaggc aattttcagc
  4430101 tcttcgcacg ttacctctgc agcctgagcc tccagcaact ctgattcttc aatcaaggta
  4430161 catacccaat atgcttgcct accctcttcc aggcacgcgt ttttaacccg ctgaataaca
  4430221 tcactacggc gagtatccgg gattgccacc gttgtcacgg gggttctgcc tggcggtaat
  4430281 tcatcaatca cggaggtatc gagatctgca taggcagtca tggctaatgt tcttgggatc
  4430341 ggggttgccg tcatgattaa ttgatgtgga tggaagcctt gctcctcacc tttttcccat
  4430401 aacgtgaggc gctggtgaac accgaaacga tgctgctcat caataattac cagtgctaac
  4430461 cccgagaatt gcacctgttc ttgaaacatg gcatgagtac cgatcaccat ggagacctga
  4430521 ccgctggcaa cggcctcttg ttgtgctaac cgcgctttcc ccttttgctt gccagccaac
  4430581 cagccgacac taaacccaag aggctccagc cattgacgga aagtagtggc gtgctgttct
  4430641 gccagcagtt cggtcggtgc catcagggca acctgcttac cgtgagcgat ggcccgtagc
  4430701 gcggccagtg cggctaccag tgttttaccg gaacctacat ccccctgaat cagtcgcatc
  4430761 atcgggaaac tttgggtcat atcccgttca atttcggcga cgacccgttg ctgggcttga
  4430821 gtaggcgtaa aaggtagggc ggccagaaaa cgttgtttaa gctgctcttc ggccattaat
  4430881 ggcaatgctc ggtagctttg tgcacccgcc ctgactgcca acatactgag gttatgagcc
  4430941 agcaactctt ccatgatcag acgccgttga gcggggtgct tcccttgttc taaatcagct
  4431001 aattgaatat ctgccggagg gcgatgcaga gtatgaatcg cttcaggcag gctgatgaga
  4431061 gaacggctca attcaattgg cagtaactca gcaataacac aggtgtccag cattgccagt
  4431121 gcctgatcga taagtttgcg cagagttgcc tgacgaatgc cctcggtcgt gggatagact
  4431181 ggtgtcagcg attcctgtaa ttcaacgcca atattctcgc catgaacccg atattcaggg
  4431241 tgaatgattt ctggcccgtt attgcctcgt ttggcttcgc cataagcaat gacatgtttg
  4431301 cctactgaca gactgttttt cattgctgca ttgaagttaa aaaagcgcag ggtgagaacg
  4431361 ccgctaccat cgctgatttg acaggtcatc atacggcggc gaccaaagct aatatcagag
  4431421 cgtagaactt caccttcaac cgtgaccgaa agaccgggca gcagatcacc aatacgatat
  4431481 agacgagtac gatcctcata acgtagcgga aggtgcagca gcaggtcctg aatggtttcc
  4431541 aaacctatct tggcgagttt tccagcctga cttgcgccaa ctccggaaag tgtactgagg
  4431601 ggtacggcgt ccagtaggcg gcctttcatt taagactccg tggcttgcat ggccgaccac
  4431661 cattgcgcat cggcaatgat ttggccttgt tcatcaatat gaggttgggg gagcccttta
  4431721 cgtttggcaa cgtgtgccaa taccgggtaa cccccttcaa acaatagccg ttgctgctca
  4431781 ctctctgcca gaacgctgtg tgtccgttta tacatcccgg cattctgccg ttgccgctgt
  4431841 gcttcatata aaattagcgc ggaagcgacg gaaacattca gcgactgtac catgccgatc
  4431901 attggaatga tgatgtcttg atcggccagt gccagcgctt ctggtgaaat accggttttt
  4431961 tcctgaccca ttaaaataca ggtagggcgg gtataatcga tttcacgaaa atcaacagcc
  4432021 ttatcagaca gatgtgtcgc cagaatttgc atatcttgtg attttagata agcaatggca
  4432081 tcagcaatat ggggatgcgt tttgacttgc acccagctat tactgcctgc ggcggcggac
  4432141 agccgagtat acatttgcgt tgttggccag atggcatgaa cttgatggat gcccacggca
  4432201 tcggcagttc gaataatggc ggagacatta tgaggtttgt ggacttgctc cagacagacc
  4432261 gttaaatcgg gttgcctggt ggcaagcatg tcacaaatcc gcgcatagcg ttgaggattc
  4432321 ataggcgtta attgcgatta cggctaactt taaccacatc tggcatgata cggattttac
  4432381 gcataatgtt agccagatgg acccggttcc gagtggtcag gcgaataaag gcgctgtata
  4432441 cccggccatc tttttcttct gtattcaaac tctgaatatt ggattcggcg gcgttaatcg
  4432501 cggcggtcag attggcaagc gcaccttgtt ggttaaacat atcgacttta atttcggcaa
  4432561 taaactcttg ttcagtctct tggtcccatt ctacagccat aaatttctca ggctctttct
  4432621 ggtaaccacg gatattccga caagattcgt gatgaataac caacccttta cctgggctga
  4432681 tatgggcgat aatagggtca ccagggattg gacggcagca cttggcaaac gtgataagta
  4432741 cgccatcggc acctttgatc ggtaacttgc gggtaccaga agcagaggtg cccagtgttg
  4432801 atggatcgcc caataggttt ttagccacca ctacgctcat ggcattacct aaaccaattt
  4432861 ctgccagcaa gtcatctacc gtagccagtt tcattctatc caactcgtgt ttgatatttt
  4432921 cttcagaaat atcagagagt ttacgcccat ttcctaatgc atgattcagt aaccggcgac
  4432981 caaggctgac cgattcatca cgtttaagat ttttcagtaa ttgacgtatt ttggctcgcg
  4433041 cttttgaact gacgacaaaa ttcagccagg cagcatttgg tctggctcct ggagcggtaa
  4433101 taatctcaac cgtctggcca ctactcagtg gctgagagag cgggtacggc tgacgatcaa
  4433161 cgcgggcacc tacgcaggca tggccgatat cggtatgcac aacataggca aaatcgaccg
  4433221 gtgtggcacc agccggtaat tccacaatgc gcccttccgg ggtgaaaacg tagatctcat
  4433281 cagggaataa atcagatttc acgctttcaa taaattcaaa tgagctaccc gcgctttgtt
  4433341 gtaactccag caagctttgc atccaccgct gagcacggat ttgagccgtg gtaccggact
  4433401 caccttgttc tttataagcc cagtgtgcag caacccccat ttcggccatc tggtccatat
  4433461 cttcagtacg gatttgtact tctaccggta cgccatgggg accgattaat gacgtatgta
  4433521 atgattggta gccgttagct ttagggatag cgatatagtc ttttacgcgc ccagggcggg
  4433581 gtttatacag gctatgagcc tgccccaaca cgcggtagca agtatcgact tctttgacga
  4433641 taacccgaaa agcatagata tccatgatgg aatggaagcg ctgttctttc aggtgcatct
  4433701 tgcagtagat ggaatacaga tgcttctcac ggccactgac ccggcaagga atgccagcct
  4433761 cggtcaagcg cccttcaatc tccgcgagga tcttctgaat catctctttg cggttaccgc
  4433821 gcgcggcttt taccacttct ttaatgacgc ggtaacgatt gggatagagt gcttcaaaac
  4433881 ccagctcttc cagctcggtt tttaaatgat gaatacccag ccggtgggct agtgggctgt
  4433941 atatctcaag ggtttcgcga gcaatgcgcc gacgtttatc cgggcgcaaa gagcccagtg
  4434001 tgcgcatatt gtgtgtacgg tcagccagtt tgatcaaaat gacgcggatg tcttgcacca
  4434061 ttgccatgat cattttgcgg aagttttccg cctgggcttc tttcttgtca cggaagttca
  4434121 gtttatcgag tttagataca ccctcgacta actcggctac gcttttccca aacagctgtt
  4434181 ccatatcttg atatgtagca ggtgtatctt caatgacgtc atgtaatagc gccgccatta
  4434241 aggtttcgta gtcgagccgc atctccgcga gaatacaggc cacagcaacc gggtgagtga
  4434301 tataaggctc accgctggag cgtgtctgcc cctcgtgagc atcacgtgcg acaagatatg
  4434361 cctgtttgag gcgcttaatc tgctcctctg gcaggtaacg ttgaatcagc agattcaggc
  4434421 tttcaaacag gtacaaaggc agactcgcag tctaattaac gacgaccttc agcaatggcg
  4434481 gtaaccgctt ggatctctgc ggcttgctgc tcttgctgct cttggcgctc acgaacatcg
  4434541 agaatctgat tggtgatcag gccttcttcg atctcacgta acgcgattac agtaacttta
  4434601 tcgttctctt ctggaaccag tgcgtcttta ccgccggact ggatttgacg tgcccgacga
  4434661 gcagcgacca acaccaggtc aaaacggtta ccaattttct ctacagcgtc ttgaacagtt
  4434721 acgcgtgcca taattctgct actccacagg tgacgaaatg actgggcatg atactgaaac
  4434781 tctgttcagt ccgccaataa tttgctgatt aaagcgtcat gccgctgttt ctggcggcct
  4434841 aaacgcagtc gttctgcgcg aataatggtt ttcagatcag acaaagccag attgaaatca
  4434901 tcatttacga ttaaataatc atactctgcg taatgggcca tctctgcgac agcttgctcc
  4434961 atacgcttag cgataacttc ttcgctatcc tgcccacgac cgcgtaaacg gcgatccaat
  4435021 tctgttttgg atggcggcaa gatgaaaata ctgcgagcgg ttggcatttt tgcgcgaatc
  4435081 tgttgcgctc cttgccagtc aatatctaaa aagacatcaa ccccggttgc aagaacctgc
  4435141 tcaatagcca gacgtgaggt accgtagtaa ttttcaaata ctttggcatg ctcaagaaaa
  4435201 gcatcatcat caatcatctg gcaaaactct ttttcagaaa caaagaagta atgctcgccg
  4435261 tgattctccc ctggacgttt agcacgcgtg gtatgggaaa ttgaaacctg cgtgtcgtac
  4435321 agcggttgtg tttttaacaa agcctgaatc aggcttgatt tccctgcccc gctgggcgcg
  4435381 gaaactatgt atagcgtacc ttgaaccatg atgacgtttc agttgattag gttgatatac
  4435441 ccttcttacc ttgaggttgc agcagtgtta gcagctcttt ctcgaatgac tggctctagc
  4435501 caactcaccg gaactcgctc gttgcctacc cgcaactcca attactttgg gtgtatatag
  4435561 aaagcagaag tgtgaatctc cgcacagtat acacgggtgt cacgcgtcat gcagcgttac
  4435621 aacacatttc acctgaatgt tttgcttata aacagcctga ttttcttatt ttgcgaggaa
  4435681 tattgtgtca tttcggtttg ttgcagcaat cacgaaagta tttttcagca ctgtacgcat
  4435741 tttactcttt taggcttcga cgggtagctt atttcgcgtt ttacttccga tcacaacgga
  4435801 aggaggctta tgaacatact gaatctaaag ataataatgt tcctattaat atctaacacc
  4435861 atagtggtgg gcggtgcttg ggctacatca acatgccctg attggcctgc aaccagaata
  4435921 gcggttgaga ttaacgcgtt ggagcaacag ttgaataagt ggtcggccgc ttaccatcag
  4435981 caaggccata gcccggtcac ggatgacatt tatgatcaat tacaggacaa attacgtgtg
  4436041 tggcaatcct gtagggggtt acctgataag acggaaagcc agccgatccc cggcaaaggg
  4436101 caatttcttc acccagttgc ccataccggg ttaaaaaaac tcaaagatga aaccgccctc
  4436161 acaaggtgga tggcggggcg gaaaaatctc tgggtacaac ccaaggtcga cggtgtggca
  4436221 gtgacactgg tttatcacgg ggggaaattg gtgcaacttc ttagtcgagg aaatggagta
  4436281 aaaggtcaaa actggacaga aaaagcgcca tttatttctg ctattcctca atatattgca
  4436341 aatgcgcctg cactattaac gttgcaaggg gagttgtttc tactgatgga tggccaccag
  4436401 caagcaaaat cgggtggggt gaatgccaga tcaacggtgg caggtgcact gatgcgcaaa
  4436461 tctccgtctc cgctattagc tcaagttggg gtctttattt gggcatggcc tgatggccca
  4436521 acaaccatga aagagaaggt ggcactatta caggtaatgg gttttccttt tacagctaaa
  4436581 tacagcgagc ccgtcatgtc gcatcttgat gttgtgcaat ggcgtcagtt ctggtttcaa
  4436641 gcaccactgc cgtttgtcac cgatggtgtt gtggtcaggc aagaggagga gccagctggt
  4436701 cgttattggc aggcaacacc ggggcagtgg tctatggcgt ggaagtatcc gcctttgcaa
  4436761 cacattgccg aagtaaaaga tattcatttt acccttggac gaacgggtaa aggcacggtg
  4436821 gtattagagg ttttaccgat aaaaattgat gataaatgga ttcgtcgagt gaatattggt
  4436881 tcggtcaccc gttggaaaca atgggacatc gctcctggtg atcacattac attggcactt
  4436941 gccgggcatg gtatccctcg gctagataac gttgtctggc gagtacacca acggaatact
  4437001 attacggcac ccaattggga taaattccat cagctcagtt gctttcaacg cttaccacat
  4437061 ggctgtgaac ctcagttttt atcccgcttg atatggctta gtggcccagg ggggctagat
  4437121 attggcggca tcggtggcgg cttttggcaa gagcttattc accatgagtt aattaatgat
  4437181 ttggtcggat ggttattact aacaccagag caaattgcaa gtatccctgg aattggaaat
  4437241 gcgcgggctg aaaaaattta tcaacagttt caacgggcaa agcagcaacc cttttctcgt
  4437301 tggttgctgg cattggggtt cccgcaggtt gtttccgttg acgcgcagtg gcaggttgta
  4437361 ttgcgccgga gtctatctga atgggccacc atggccggga ttgggcaaat gagagcaaaa
  4437421 caaattaagc attttttgga tcaccccgac gtacaagcac tggctgattt cttatctact
  4437481 cagaaagttg ttgggttcga gctcacagag taaatcctcc tagggctata acttaatggt
  4437541 ctgagtgctc atatttgaat acaggcaggc caagccggaa tcgtaaggcg agtaatctag
  4437601 cgctaagccg gtgatgagcg taatgataat gacccaatta tgggacagcg gcgtgtattg
  4437661 cagagcaatg taaatccagg ctgccgcaaa tgagatgcct gcataaattt ctttctgaaa
  4437721 cactaaggga atgcagttgc agagcatatc gcgtagtacg ccaccaaaga caccagtaat
  4437781 cacggcggca atagcggcaa taatagtact gtggcccata tcgagagcaa tttgtgcgcc
  4437841 aataattgag aaaacaatca gcccaatggc atcaagcact aaaaatagat ggcgtaactg
  4437901 tttcatcaat ggagccatcc aggtggtgac gatcgctgcg atggcgacga tcacaatgta
  4437961 ttcaggatgc ttaacccaac caagtggata gtggcctaaa agcatatctc taaccgagcc
  4438021 accgccaatt gcggtcgctg aggcaataat aataacgcca aacatatcca tttggcggcg
  4438081 acccgcagcc agagccccgg tcatggcttc agcggtgata ccaataatat aaagaacact
  4438141 gagtagcata atgaatcaaa tgttggagac aatgaaaggc cgcagagtaa tcacaaagcc
  4438201 atatcaacgc gactgagatt ttctaagtga tactatcagt gttagttaat ctaatttaaa
  4438261 atcaggccat tcatttgatt tatttaaata aaaaaaccac attcttattg tcttacataa
  4438321 gtaaatctat ggggcgctca tcacattgcc ttaatttaag gtgagggcga cagctacgtc
  4438381 ataactccgt gatacacgaa ctgaagttct ttggctgtgt ctctggcttt tgataaaaat
  4438441 aattcggcat atgaatcaat catcattgcg taggcttttc ctgcgaacca gcaagcccgc
  4438501 agattagcga gcttgctggt tttttgtgtt ctggtgatag cttatgaaag attactcgat
  4438561 gttctggatc tgttcgcgca tctgctcaat caacaccttt aactcgatag cggagttagt
  4438621 gacctcggca ttgatggatt ttgatgccag cgtattcgac tcgcggttga attcttgcat
  4438681 cataaaatca aggcggcggc caacggcttc tttcttcttc agaatgttgt atgtttcttt
  4438741 gacgtgcgct tccaaacgat ctagctcttc ggccacatcg atacgctgtg ccattagcac
  4438801 taactcctgc tccaaacgag tattttccaa ctgaacttgc gcttcttcca gtttgttcag
  4438861 taagcgctca cgttgccact gcaagatatt tggcatatgt gcgcggactt taaccacttc
  4438921 agcgctgacc ccctctaaac gctgctcgat aagcgttttc agtgctgccc cttcagtttc
  4438981 tcgggaaaca ataaaatcgt ctagggcggt atctagcgcc tgcattaact cggtgctaat
  4439041 cgcatccaaa tcttgttcct cagcagacat tacccctggc cagcgcagga tatctactgg
  4439101 gttaatttcg ccttcatcac tttgcatctt gacccaatta ccggcttcaa ctaactgctt
  4439161 cgccagtttt tcattgagga tcaaagagct ttgtgcgttg gcatccaact caaaacgtaa
  4439221 atgacattca atctttcccc gtgtcagacg gctgcgaata cgttcgcgga tcaccggttc
  4439281 cagactccgg aattgttctg gtaagcgaat gtacgtttct aaatagcgtt ggttaacgga
  4439341 acgcagctcc caggctgcgt tgccccattc acccttaata tcacgtcgag cgtaggcggt
  4439401 catgctgcgg atcatcgttg cgtacccgtt ttaaagaaaa gatgggggga ttatagcttc
  4439461 gcaggtgcgg gcaggatagg cattacatca ctaaggccgt ataatgcgcg accaatatag
  4439521 atttcaagcc ggagaaagcc catgcgtcca gcagaccgag cagctcaaca agttcgccca
  4439581 ctgactttga cccgtaatta cacgaaacac gctgaaggtt cagtgttggt tgaattcggc
  4439641 gataccaaag tattgtgtac cgccacagtt gaagaaggtg ttccacgctt tctgaaaggc
  4439701 cagggccaag ggtggataac ggcagaatat ggcatgttgc ctcgttcgac ccatagccgt
  4439761 aatgcgcgcg aagccgcaaa aggtaaacaa ggtgggcgta ctcttgaaat ccaacgtctg
  4439821 atcgcccgtt ctttacgtgc agcggtcgat ttgaaaaagt tgggtgaatt taccatcacc
  4439881 ttagactgcg atgtattgca agcggatggt ggcacccgta ccgcctcaat cagtggtgct
  4439941 tgtgtagcat tggctgacgc gctgaacaaa ctggttgcta gtggtaaatt gaaagctaac
  4440001 ccgatgaagg gcctggttgc tgctgtgtct gtcgggatcg ttaaaggcga ggctctttgc
  4440061 gatctggaat acgtagaaga ttctgcggca gaaacagata tgaatgtggt gatgatggaa
  4440121 gatggccgga tgattgaggt gcaaggcacc gctgaaggtg agccgttcag tcacgaagaa
  4440181 ttattggcgt tgctggatct ggcccgcgga gggatagaaa ccatcttcca ggcgcagaag
  4440241 gcggcattgg aatcataaat ttattaggcg acggatagtc gccttttttt acccgctaac
  4440301 ttggaatgcc aagtgttcgc gcatttacct cagttataaa tcacgttagc catcgggtaa
  4440361 tgaaccaaat taacacataa cgttattaac caaagcagtc acaatctgga gaggagacgt
  4440421 accaatgaaa gcctatcagc gcgagtttat cgagtttgcg cttaacaagc aggtgttgaa
  4440481 atttggtgaa tttaccctga agtctgggcg cattagccct tatttcttca atgccgggtt
  4440541 gtttaacacc gggctggatc tggcgaaact gggccgcttt tatgctgctg cattaatgga
  4440601 ttgtggcgtc gagttcgatc tcctgtttgg gcccgcctac aaaggtatcc ctattgcgac
  4440661 aacaaccgcc gtggcattgg cggagcatca tgagcgcgac gtgccttact gttttaaccg
  4440721 taaagaagcg aaaactcacg gtgaaggtgg caatcttgtc ggtagcccat tacaagggcg
  4440781 ggtgatgcta gtggatgatg tgataaccgc cggtaccgct attcgtgaat caatggagat
  4440841 tatcaatgcg cagggcgcga ccctcgcagg tgtgatgatt tcactggatc gccaggagcg
  4440901 tgggcgtggt gagatttcgg cgattcagga agttgaacgt gattatcact gtaaggtcat
  4440961 tgctatcgtg acgctgaatg atgtgattcg ctatctggaa gataagccag agatggctga
  4441021 gcatttggtg gcagtgcggc agtatcgcga gcaatatggg gttacccttt agctgtaacg
  4441081 ctaataacat ggggtaatcc cgaatcaagc tacgccaaga gggccgtttg ccctttttgc
  4441141 gtagcttgat tcgctgttct ctctatgtct tacggagaag aggaaagaga aagttgatcc
  4441201 tgggttttat tgcaactggg cgacaatcaa tggccagcgg gaatcaaact cttgtgttgg
  4441261 gcagtaacgg aattcagaac gaacgaagcg tgaaagcatc ccttcgcaaa atgccaacaa
  4441321 ctgggtggcc agtaacgctt catcatggat aaagccttgt ccatcacgca gctttttctc
  4441381 acgaaggact tggcgtaact gcatttcaat tcgttcaaat agctggttaa tccgcccttg
  4441441 taagcgatcc tgctcaaaca tgagcgcatg cccggtcatg attcgggtca gcccagggtt
  4441501 gcgttctgca aaccctaata ccaacagcag gattaagcgg aggcgattaa acgtctcttt
  4441561 ttcatcttgt agaatcaaat taatgcggga catcagacta tcttcaataa actcgatcag
  4441621 gctatcaaac atccgcgttt tactggggaa atgccgataa agcgctgctt cagaaacccc
  4441681 cacattagcg gcgagtttcg cggtagtaat gcgttggctg ccgtcgctgg attccagcat
  4441741 ctgcgctaaa gcctgcaata tttcctcgcg cctgttcctt ttcgtatttt ctttttctgc
  4441801 catgtccgag tagacccttg ctaaaaatga cttaataaca aaaacccaaa caccggccgc
  4441861 tctgggaaca atgcccaggc ggcttatgtg atagcttttt tacggtattg gggtctaggg
  4441921 ttggttattg gcgtccagaa tggccaaaac caccggtacc acgttcactg tcggtaaagt
  4441981 cttcaaccag attgaactct gcttgtacca caggaacaaa taccatctga gcgatacgct
  4442041 caccgggttc gatggtgaaa ggctgctggc cacggttcca tacggatacc atcaactgcc
  4442101 cctgatagtc ggagtctata aggcccacta aattacctaa tacgatcccg tgtttatgcc
  4442161 ccagacctga acgcggcaaa ataaccgcgg cgagggcact gtcaccaatg tgaatggcta
  4442221 aaccggttgg taacaaggtt gtttgtccag gctgtagttc tactgcgtga tctaaacaag
  4442281 cacgtaaatc cagcccggca gaaccttcgg tggcatacgt gggtaatgga aattcgttgc
  4442341 caacacgtgg gtccagaatt ttaatgtcga tttttttcat cataacggct gacaatctcg
  4442401 tctattaaac gttgactgag aagatattta tcactgagtg gtaaacgttt ctctccagtc
  4442461 gaccaaaaaa ggtgcaaggc attggtatca ctgttaaaac catgctctgc gagtgataca
  4442521 tcattagcgc aaatcagatc taaatttttt cgtgccaact tttgtcgcgc gtattcttcc
  4442581 acattctggg tttcagccgc aaatccaaca acaaatggac gatttttagc cattgaagcc
  4442641 acaccagcaa caatatcggg atttttcacc aacttaagtg tgatttcgtc accttgtttt
  4442701 tttattttct cgtcagaaac gtgttccgcg cggtaatccg ctactgcggc acaagaaata
  4442761 aaaatgttct gctgctgtgc tattttttga acagcctgct gcatctcaag agctgtaatc
  4442821 acatcaatac gttttacacc ttcaggtgtc gataaattca cggggccagc gattagcgtg
  4442881 acgttagatc ctcttgcagc caatgcttgg gcaatcgcga agcccatctt gcccgaactt
  4442941 tgattgctga taaagcgtac aggatcaagt ggttcgcgtg ttggcccggc ggtaatcatg
  4443001 acactcaaat gttgcagatc ttgctttgca gagaaatgat tgtacgctaa agccacgatt
  4443061 tcttgtgggt ctaacattct accagggccg atatcgccac aagcctggct accgctatct
  4443121 ggcccccaca gcaagacacc ccatttagac aaggtttgta aattctcctg tgtggctggc
  4443181 gcacggtaca tttgctgatt catggccggt actgcggcaa taggcgcagc ggttgccaga
  4443241 caaacggtgg tcagtaggtc attggccatt ccggctgcca ttctggccag taaatccgcc
  4443301 gtagcggggg caataatgac taagtcagcc catttgccca gttcaatatg ccccatagcg
  4443361 gcttctgccg caggatcgag caaatcatca gaaacgggat agcccgagac tgcctgtagc
  4443421 gtgagtggtg ctatgaacgc tttagcggcg tgggtcatca ctacacgcac atctgcacct
  4443481 ttgtcgcgca aacggcgtac gagctcagga gatttatatg cggcaatgcc tccgcttatc
  4443541 ccgagcacaa tatgcttgcc ggaaagtccc gtcatcatga ttgtccgaat gaaagctgta
  4443601 agaggcgata ttttagcata accattgaac agattagcta tcagggcact ctctgaagcg
  4443661 accaatcgta aaatttgcga gacgtcacgc atgctatcaa gcgtgaggtc gtggtgcgtt
  4443721 aagccctatg tcatgctatt cacgtagttc aggaataaca ggagctaagg aatggatgag
  4443781 tggtatgggc aggtggcccc aagagagaaa ttactgaagt atggtgctgc ggtactgact
  4443841 gatgctgaac tactcgctat ttttttgcgt acgggtattc ctgggatgca tgtgatgaag
  4443901 atggctgagt atttaattga gacatttggc tcactgcatg ggttgatatc tgcagattat
  4443961 caaacgttat gtgcccataa agggattggt gcatccaaat atagtcagat tcaggctatc
  4444021 ggtgagctgg cctgtcgttg tttttcatct catctgatgc gggaaagtgt tctgcttaac
  4444081 cccggtatca cacaaaaatt tctgcaaaat atactgtctc accgtgaacg agagattttt
  4444141 ttagtcgtat ttttggataa ccagcatcgt gttattcgcc atgaagagat gtttactggt
  4444201 accatcagca gcgtagaggt ccatccgaga gaaattgtgc gtgaagcgct gaaggttaat
  4444261 gccgccgcgc tgattttggc gcataatcat ccctctggta aggctgaacc gagccaagct
  4444321 gaccgtttga taacgacgca ggtgataaaa gcctgttcat tattagatat tcgggtgctc
  4444381 gatcatttag tagttggccg gggtgaatgt gtctcatttg ctgaacgagg atggctttag
  4444441 agcaatattt attgatcctt tcgggatctt tagctgttcg ggacttgagc acttacgctt
  4444501 cagagcgtat actacgccac ctttgagaat cttgggtttg gcgtgaagag cctatctcag
  4444561 caggtttttg cctggtgaca ggggtttctg acctgatgac agtgagtctt ctcagtgaat
  4444621 ttgctgagat gggctctaaa gcctgacgag gcggccatac cctatacgaa gctcgagctg
  4444681 atttgatttt tggagaatag acatgtcccg agtctgccaa gttactggca agcgcccgat
  4444741 gagcggtaac aaccgttctc acgcaatgaa cgcgaccaaa cgccgttttc tgccgaacct
  4444801 gcactctcac cgtttttggg ttgagggcga gaagcgcttt gtaactctgc gtgtatctgc
  4444861 taaaggtatg cgtgttattg ataaaaaggg tattgaaacg gtcttggccg aaattcgtgc
  4444921 ccgcggtgag aagtattaag gaactgaatc atggctaaag gtgttcgcga gaagattaag
  4444981 ctggtttctt ctgctggtac tggtcacttc tataccacta cgaagaacaa gcgtactaag
  4445041 ccggaaaaat tggaattgaa gaaatttgat ccagttgtcc gtcaacacgt actctataaa
  4445101 gaagctaaaa ttaagtaatt ttagcggact aagaaaaacc cggccttggc cgggtttttt
  4445161 attatataaa gtacagtgag atacgttgaa aggaggttaa gtgcctgaat taccagaagt
  4445221 tgaaaccagc cgacgcggga tcgaacctta tcttgtcggc cagacaatcc tttatgctgt
  4445281 ggtcagaaat gcccgtttac gctggccggt atccgatgaa attctaacac ttagcgatca
  4445341 acccgtactg agtgtccaac gccgggcgaa gtatttactg ctagagctgc ctaaaggctg
  4445401 gatcatcata catttaggta tgtcaggtag cctgcgcgta ttatctgaag agactgcagc
  4445461 tgaaaagcac gatcatgtcg atttggtggt cagtaacgga aaaatattgc gttataccga
  4445521 cccacgacgt tttggtgcct ggttgtgggc gaaagacctt gagaccagta atgtattagc
  4445581 ccatttaggg ccagaaccac taagtgatga atttactgcg caatatctgt tcgataaatc
  4445641 acgtaataaa cgcacattga ttaaaccgtg gttgatggat aacaaagtgg tcgtcggagt
  4445701 gggtaacatt tatgcgagcg aatcactgtt tgctgctggg attttgccag atcgtgccgc
  4445761 aggctcattg actgacgctg aatccgtatt gctggtagca acgataaaag ccgtgttatt
  4445821 gcattcgatt gagcagggcg gcaccacatt acgtgatttt ctgcagtcgg atggtaaacc
  4445881 agggtatttc gcgcaagagt tgcaggtcta tgggcgtgcg ggtgaaccat gtcggcagtg
  4445941 tgggcatccc attgaaatag cgaaacacgg gcagcgcagc acgttctttt gccgccactg
  4446001 ccagcattga gaggtttagg ccaatttggc caataatgct ttggtaaccg gtttgggcag
  4446061 gaatggcgtg atatccccac cgtggcgcgc cacttctttc actaatgagg aagagataaa
  4446121 cgaccatttc tctgatggta tcagaaatac gctttccaat ttgggcatta agtggcggtt
  4446181 catattggcc agttgccact catattcaaa atctgatact gaacgcaaac cccgaaccaa
  4446241 aatattcgca ttgtgctttt tggcaaactc agccatcagt tcactgaatc ccagaacctc
  4446301 aacattcttt agcggcgcag tcaccttttt agcgagtgcg acacgctcat ccaacgtaaa
  4446361 cattggcttt ttgctggaac tgtccgcaat agccaagatc acatgactga acatcgcgga
  4446421 tgcgcgcgtc actaaatcca aatgcccatt agtaatggga tcaaatgtcc ccggatagat
  4446481 ggctttggtg atcatgattt ctcgcttttc tgatactggt ggctcaatgc ccacagagca
  4446541 gcatatttat taaaagtata ttgcgcgttg actaccgcca gtaatagccc ttgcttacca
  4446601 tcaaggaagc cagcacgtaa taaccacgtt ttactgaatg ccccaagagt atggctgaga
  4446661 atggcaaaat aactgcaact tttgccttgc tgatgacgtt ggatggccca tgcttcggca
  4446721 taactaagct gtttacgttg aaaggcaaaa aagtcgcggc aagtcagatg caataaatca
  4446781 ccagccagtg ggataacttt tgctgagccg ctatcgagtg attcatggac taaattatcg
  4446841 ttgtagcgat attggtgatg aggatataac cgagtcaccc tatctggata ccagccgctg
  4446901 tggcgcataa aacgccctaa aaagaggttc cggcgtgaac agctataaac agcaccctct
  4446961 tctggtgcta gcagaacaga ttcaatcgcg attttaagct ctggggtcac ccgctcatca
  4447021 gcatctaaca tcaaaatata gtcgccgctg gcatattgtt gagcgagttg ccgctgttta
  4447081 ccgtaaccgg gccaattgat gttgctgtaa acttttgccc cgaattgctg agctaatgcc
  4447141 cgtgtttcat cttcactgcc tgagtctaat acgattattt catcagccca ggccacggat
  4447201 gccaaacagt ccgtcagcag agaggcttca ttcttggtta tcatcaccac cgacagacgt
  4447261 tttttggtac ccatttagtg gctccgttgt ggcagataag gctccaacaa atgtaataac
  4447321 cgctgtaatg cgccctgatt ttcatgtaag acatcaaccg cgtggcggcc atagtagagg
  4447381 cggaaatctt catcagtcag taacaccgtg atttctttta ccagcgatag agtatcagtc
  4447441 acggtaatta acccttcagc ctgctccagc ttggcgcaaa tatctttaaa gttaaaggta
  4447501 tgtgggccca tcaacacggg aatagcatga gccgctgctt ccagtgggtt atgaccgcca
  4447561 cgttcaacca aactaccgcc aacaaaggcc aggtcggcaa taccgtacag cagcatcagc
  4447621 tcacccatcg tgtcgccgat aacgacttgg gtgctactcg agggcacttc acctttacta
  4447681 cgtaatgtat aactcaagcc tatcttttgt gttaattcaa cggcctttcc gaagcgttca
  4447741 ggatggcgag gtaccaggat cagtagcaat gttgggaact gttgtaatag ctgccgatgg
  4447801 gcttccaaca agatagtttc ttcaccgtca tgtgtgctag tcgcaatcca aacggggcgg
  4447861 tgcggtgccc attggcggcg taatgtcacc gctctggctg ccaactccgg tgtgacagaa
  4447921 atatcaaact tcagactacc cgtcacggtg agctgggaac gtttaagccc cagttcgatg
  4447981 aagcggtcac catcctcttg gttctgtgcc gcaatcaacg tgatccgttg cagtatagtg
  4448041 cggataaaac taccgatctt cttgtaacct gccgcagagc gggcagaaag acgtgcattg
  4448101 gcaataacca gtgggatctt acggcgatgc agagtgttga tcaggttagg ccaaagttca
  4448161 gtttccatga tgataaccag tttgggattg acctggtcaa ggaaacggtt cacagagccg
  4448221 gggagatcat aaggtaaata aacgtggtga acatctttac caaaagcaga ctggacgcgc
  4448281 tctgagccgg taggcgtcat cgtggtcacc gtgataggca gcgacgggta acggtggcgt
  4448341 aatgctctga ccaatgggat tgcagccagt gtttccccga ctgaaacgga atgcagcatg
  4448401 ataccgccag caacgacttt accggcacaa aaaccatagc gttcccccca acgcttgcga
  4448461 taagcggggg ctttacggct acgtaatagt aaacgcagcc aaatcagagg ttgaataagg
  4448521 tagagtaata cctggtataa acgcagcagc attctatcaa tttcatttat atggattatt
  4448581 aagaataata ccatatctgg gcaaaaaagg ctctttccgg ctaggagggc ggagcaccac
  4448641 attgagccgt ggttattcat aggaagaata taatatcttg ctctgagtga taaaagagag
  4448701 gctatttatt gattttttat tacaaaatga gaatcatttt cattgtctat tgcactagat
  4448761 aaaaactggc ctggtatggg attaaaagag ttaattatgc tgtgttaaat ggataagtaa
  4448821 attttctctg aaatcttatc gttagagctg ttgggtgcta tttatttgaa taatatttct
  4448881 caatttcatc gaccctgata attaccagaa tcgatgaaag ttttatatcg gatgtttatg
  4448941 aactcactct ttcagagaca ataaagcagc gctatgaaat gagtgtttct aatcgtgcca
  4449001 taatagtggg cgcagagagg ctatccatct ttttttgctc ggaaatcacg gcaatttggt
  4449061 ttttcccgta gccgccgatt aaaccggggt cagtggggcc aaacagcgta atgtttgggc
  4449121 gatccagggc ggcggtcaga tggctgaggc cagtatcgac agagactacg gcttttgcac
  4449181 ccgccagaac ctcggcgacc tgctgaagac tgagcttagg cagaacctct acgtgtggga
  4449241 aatgttccgc taatcgtaaa gcgcgctgat gctcatgttc tgcgccccac ggtagtttga
  4449301 tttttaaacc tgtgggttgc actaactcaa tcaattgtac ccaatggctc tcgggccagt
  4449361 gcttgttgtc acgggtcgtc gcatgtagga aaaccaagta ctgacctgca tcggccggta
  4449421 actgatttaa aaagcgttgt gcgatggcat agtcgccata actttccggt ttatcatagc
  4449481 cgaggctttt agcaaacagt tgacgtatac gttctacggc atgttgtttg gtatcaattt
  4449541 catggcggca gttataaaac caactggcaa acggctcacg ggcactttta caatccggcc
  4449601 cgtgcttcgt gcctttcgca atccgggtta tcagcgcggc gcttttaatc aacccttggg
  4449661 catcaatgac ccgatcataa ctgcgttgtt gtaccacacg cttaaaatca cagcgttcct
  4449721 gccgggtatc actaccaaac cagtttttac gccaacggcg gatggccacc gggatcactt
  4449781 tatccaccgc cggatgccaa ctggggattt ggctgaaccc ttcttctacc acccaatcga
  4449841 agcgaatacc gggtatggca ttcatggcat ccgtcagcgc gggtaaggta tgtaaaacat
  4449901 cgcccattga cgaggtttta acgattaata cgtgcattaa tcgccccctt tgactgagca
  4449961 ttcttgcgta gccaattgct tctcaagcgc ggccatcacg tgttcgggtt ggatatcaat
  4450021 caaactttga tgatagccct gtgcagaatc gcccttgcgg actttgtgat agccggtaat
  4450081 cagacggatc accgtggctt tctctgacag tggtggcgtg aagtctgggc tgctcgggcc
  4450141 atacaatgcc actaatggct tgttgagtgc cgccgcgaca tgcattaaac cagagtcgtt
  4450201 actcacgacg gcactacagg cggcgatgag aacgaccgct tgttccagtg aggtctgccc
  4450261 tgccagattg aggcaatatt cacgatctgt atcgctgaga gcctgacgga tatcttcacc
  4450321 agcttcattg tctttcgcag aaccgaataa gatgacctga tagccatcat caatcaattt
  4450381 ctgcgccagc gtggcgtagt ggtaatgcgg ccaacgtttc gctggcccaa attctgcgcc
  4450441 agggcagaat ccaataatgg gccggttatc ggtcagattg aatgaggccg ttgtctctgc
  4450501 aatttcttca tcgcgtactt gcaattgcgg ccacaacaac ggttgtggta aatctgccgc
  4450561 tgaacggatg cgttctttat cataggccag cgcaacgtag cgctggacca tcattggaaa
  4450621 ggcttgctta tccagaatac ggaggtcatt gagcaggaaa taacgcattt cgccacgcca
  4450681 gccaatacgt cgtttgatcc ctgaaaagta aggtatcagc gcggatttaa atgagttggg
  4450741 caacacgtaa gcacgatcat actcggtttc acgtaaggcc aatcccaaac ggcgacgctc
  4450801 ctcaaaagca aatgccccat ggcctaacgg cattggaatt gcgtgacgga cttccggcat
  4450861 tctggccaga agcggacggc accatgcggg tgccatcaca tcaatgtctg ctgccggata
  4450921 ttcggccttc agggtacggt aaagactttg cgacatcatc atatcgccaa cccatgaagg
  4450981 gccgatgacc agtattttca taccgtttat caattccttg cagcaagtga tttagactga
  4451041 gcgattgagc caggccagat attctttaac gccttcagcg accgttttaa acggtttacc
  4451101 ataaccggca gcccgtaatt tagtgagatc ggcttgtgta tatgcctgat agcggccttt
  4451161 cagtttttca gggaactcga tgtattcgac tggcccactt tggtgataat ccaccactgc
  4451221 atcagcgaca gcctggaaag actctgcccg gccagtaccg cagttgaaaa taccggatac
  4451281 gccgttttgc cagaaccaca gattaacgtc agcaacatca cccacataaa tgaaatcacg
  4451341 tttaaagttt tcgctacccg cgaataactt aggcctttca cctgcattaa tttggttatt
  4451401 cagatggaaa gcgacgctgg ccatgctgcc cttatggcct tcacgtggac cataaacgtt
  4451461 gaaataacgg aatccacaaa tttgcgaatc ggcttgtggc agaatttcac gcacatactg
  4451521 atcaaacaag aatttggaat agccataaac gttaagtggc tgttcgtact gacgatcttc
  4451581 aataaagttg tcagtgcgcc caccgtaagt ggcggcagaa gaggcgtata agaaaggaat
  4451641 actacgatcc agacagaagt gaaggatatc tttagaatac tgatagttgt tatccatcat
  4451701 gtacttgcca tcccactcgg tggtggaaga acacgcgcct tcgtggaaaa tagcatcgat
  4451761 atcgcccatg tcatcacccg caacaatact ggcgacaaaa tcttctttat ccatgtaatc
  4451821 agcgatatcc agatcaacca gattgacgaa tttagtgccg tctttgaggt tatcaaccac
  4451881 cagaatatct ttgtagccaa tattattcag agccttaact atattgctgc caatgaaacc
  4451941 tgcgccgcct gtaacgataa tcatcgtatt cacccttgct aattttcttg gttgggtacc
  4452001 acaccccacc ccctatttgg cactatcata acatttcata ggatagcgca cagcgggaag
  4452061 gggggtaatc tcttggtttc tcggtcgctt taggatagtt cgccgtgata tatgctacat
  4452121 tttcgacaat ataagataag gtttctcgtc agtttgccca ccaagcagta aaatattgtg
  4452181 tgcaattgcc aatcctggag ataaccgaaa tgtccctacc ttgtaacaag cacccctttt
  4452241 atcagcaatt agaacaacaa ctcgacacga ctcgtaccga agggttgtat aaaaacgaac
  4452301 gcgttattac ttccgcacag caagcgaata tcgctgttgc tgatggcagc cgggtgatta
  4452361 acttttgcgc caataactat ctagggctgg caaatcatcc aaaacttatt gcagccgcta
  4452421 aagccggcat ggattcccat gggtttggca tggcttcagt ccgctttatc tgtggtaccc
  4452481 aagacataca taaagagctc gaacataagc tcgccagttt cctcgggatg gaagacgcta
  4452541 tcctgtactc ctcttgcttt gatgctaacg gcggcctatt tgaaaccctg ttagggcctg
  4452601 aagatgccat tatttccgat gcgttgaatc atgcctcaat cattgatggc gtacggttat
  4452661 gtaaagccaa gcgttatcgt tatgccaaca atgatatgac agagctggaa gcgcagctaa
  4452721 aacaagcgaa agcggagggg gctcgccata tcatgattgc caccgatggc gtgttctcca
  4452781 tggatggtgt gattgctaac ttaaaaaggg tgtgtgacct tgctgatgaa tatcaggcgc
  4452841 tggttatggt cgatgattca catgcggtgg gggtgattgg tgcgaatggg cgggggactc
  4452901 atgaatactg cgaagtgatg gatcgcgttg atatcatcac tggtaccttg ggcaaagcac
  4452961 tcggcggtgc atctggcggt tatactgccg ggcgcaaaga gttggtcgag tggctgcgcc
  4453021 agcgttcacg gccttatcta ttttcaaact cactggctcc agcgattgtc gccgcgtcta
  4453081 ttgaagtctt gtcactgctg gaagagggag gggcattgcg tgatcgtcta tgggcgaatg
  4453141 cgcgtttatt ccgtgagaaa atgagcgcgg ctggtttcac tttggcgggt gctgatcatg
  4453201 ccattattcc tgtcatgttg ggtgaggcta aactggcgca ggattttgcc aatgccttgc
  4453261 tgaaagaagg catttatgtc actggcttct tcttccctgt cgtgccgaag ggccaggccc
  4453321 gtattcgtac ccagatgtct gcaggccata ccactgagca agttgaacgt gccatcgagg
  4453381 catttgtgcg tattggtaag caacttaacg ttattgcgta agggattttc atgaaagcac
  4453441 tttctaaact gaaagcagaa gaaggcattt ggatgaccga tgtgccacag ccagagctgg
  4453501 gtcacaacga tatcatgatc aaaattcgca aaacggctat ctgtggtact gacgtacata
  4453561 tttataattg ggatgaatgg tcacaaaaaa ccatccccgt acccatggtc gttggccatg
  4453621 aatatgtcgg tgaagtggtg gccattgggc aggaagttaa agggtttaat attggtgacc
  4453681 gggtgtctgg tgaaggccat attacctgtg gtcactgccg taactgccgt ggtggtcgta
  4453741 cccacctttg tcgtaatacg gtgggtgttg gcgtgaatcg ccctggttcg tttgccgaat
  4453801 atttggtgat ccctgctttt aacgcgttca agatcccaga caatatttct gatgagcttg
  4453861 cggctatttt tgaccccttc ggcaatgcag ttcataccgc gttatctttt gatttagtcg
  4453921 gcgaggatgt gttggtctcc ggggctggcc caattggtat tatggccgcc gcagtctgta
  4453981 agcatgtggg tgctcgtcat gttgtcatcg ctgatgtgaa tgaatatcgc ctggatctgg
  4454041 cccgtaaaat gggcgtgacc cgtgccgtta acgtcagcaa agagaaccta aatgacgtta
  4454101 tgacggaatt gggcatgacc gaagggtttg atgtgggctt ggagatgtca ggtgctcccc
  4454161 cggctttccg ttcattactt aattcaatga atcatggtgg tcgtatagcg atgctgggaa
  4454221 taccgccgtc tgatatgtcg atcgactgga atcaggttat ctttaagggg ctgtttataa
  4454281 aggggattta tggccgtgag atgttcgaaa cctggtacaa aatggccgcg ttgattcaat
  4454341 ctggtttgga cttaactccg atcattaccc accgtttccc tattgatgaa ttccagcaag
  4454401 ggtttgacgc catgcgttcg ggtaaatcag gcaaagtggt attaagctgg gattagttta
  4454461 tccccttcgg gcttggtgtt gcaaaactac ccgctgcgat accaagccct tgtcaggatt
  4454521 tacgtttttt gcggtggccg ccttaccgca atttgatatt aatatcagcg attaaaataa
  4454581 agcgagttcc cgattattgt gccgccttct tgggtggcaa tttctctgta ttttcaatcg
  4454641 ctttctgttc atcaataggt gttgccggcg gcgctggcgt aaaatattgt tgccaatgtt
  4454701 gctgaataaa tatgaccgcc gggttttgca tcaagctctc acccaataag ataaacagct
  4454761 tatcagcgta gattttctca ggcacatagc tggctttcgc tttacattgc ttgatagcgg
  4454821 gcagacgttg gcctttcacc ggttcacgtg gttttgtttt gtccggagag agactttgta
  4454881 ccggttcatt tagcagcgca ctgggtctga ctaagacgat gtcggcaggc aactgaggca
  4454941 acatttgttg caatacttta atggtcgcag ggtgagggtg cccgatagca atcgctgagc
  4455001 cattgcggcg tgccagtgct actgcccggt taaattgttg acggatagct gcttcatttt
  4455061 gtgagtcatc taaaaagatt ttccgcttga tcactttgac accagtgcct gcatcacttt
  4455121 ctgcatacct ggcaaactgg cggtcatcgc actgcccata tggttattca tgcctttcgc
  4455181 ataagggacg ttattcgcgg cctggcggat gatgcgctgg atttcctcgc tgctcattga
  4455241 aggctgcaag gtatcacgct ccagtggctg tttactctgt ggggccatcg gcaagtgaat
  4455301 caggatttca cgcccctgat tatgggcttt ggttgccatc tctctggcgt aaggagcatt
  4455361 aggcagaatg gccactgaaa tgggcagggg catctgtaaa atcttatttt cgttttgggg
  4455421 gcgataacca aaatcgtcaa taacaataga gagtttgccg gcctgtgctg tgctggcgat
  4455481 gaatagcgtg cttacgatga taaattggcg tgtgttgaag tagcgcaata cgagttccct
  4455541 aacgttgttc cctatcttcc taaccagggc tgtgggttaa cggcttgtcc ctgacggcgg
  4455601 atttcgaaat agagcgatgg ctcgccctgc ccaccgctgg tacccacaag tgcgataggc
  4455661 tggcccgctt taacctgagc gccaacattg accaaggcac tttggttgta gccatacaaa
  4455721 ctcatatccc ctttcccatg ctcgataacg accaccaagc cataaccttg taaccagtca
  4455781 gccagtaaaa cacggccatc ggcgatggct ttgacttcgc tgccttcagg tgcggtgata
  4455841 accatccctt tccagcgtag ttcaccttgt aggggttcac cgaaacggtg ggacacgtta
  4455901 ccacgaacgg gccatagggc ttgaccgcca ggacggccca agccgccggt gcgcgccatc
  4455961 aatgagcgct cactttcact tggtttataa ctgctaccgg tcttcttcgc ttgctgctct
  4456021 ttgactttta cctgttcacg cacacgggcc gcttctttgg cctcccgttc agcccgagct
  4456081 ttggcttccc gttctgcttt ggcgatttgg tcacgtaaac ggctttcgtt caactttaac
  4456141 tccgccaaac tctgctgatc tttctccagc gaggcttcca gcgatgtcag ggttttttgg
  4456201 cgggcaatac gcgcttgttc cagcttctgt tgttgcgctt tctgttcatc cagcaatgcc
  4456261 ttgtgttgat tctgtttttg ctccagcatt tttttctctg cagacagcgt ggtacgtgtc
  4456321 tgcttcaact cttcaatggc tttttgccga gcttcattca ggtaactgaa ataagccaaa
  4456381 atacgctcac tgcgctggct ctcttcgcca cttaaaataa gttgtaagct actgtgtttg
  4456441 ccttgtttaa acgccgctgc aagttgttta gacagaatac tttgctgttg cgactgctga
  4456501 ttttgcagtt tttcaatcga ggtcgtgagg ctggcaatat ctttactcag ttcagccagg
  4456561 gtcgcttggg tctcgcgcag gctgcggctg gtctgagaaa ttgtattttc ttgctgtttt
  4456621 agttgatcca gcaatgaact gcgttgtttt ttttgttgct gaacactttt ttctttttca
  4456681 gcgatatcct gttggagggt tttgagttgg tttttattct ctgatgcttt ggccgcgaca
  4456741 gggggttcga cagcctgacc agaaaatggc aataacagta cgccagcaca aaaaacgctg
  4456801 gcatagagtg ttgaccacgg tagacgactc aacttatctg acagcagaga gggagactct
  4456861 ctaccgtcag agacggcatc tttcgtagtt attgatttcg ccaataactc tctatccttc
  4456921 ataacgaagg attattccac gatgaacagc ggcttaccag tcatctcttg tgggatttcc
  4456981 atttccatca gtgacaacat ggttggtgcg atatcagaaa gcttgccacc ttcaacagct
  4457041 ttaacggctt tgttacctac gtaaatcagg ggcactggca ggctggtatg ggcggtgtgt
  4457101 gcctggccag ttgccgggtc acgcatttgc tcagcgttgc cgtggtcagc ggtgatcaac
  4457161 aattgaccat cggctgcttt cactgctgca accacttgtt cgatgcagtt atccagtgtt
  4457221 tcaaccgctt tcactgccgc atcgtaatca ccggtatgac cgaccatgtc gccgttcgga
  4457281 tagttacaaa tgatcacatc atatttgccg ctaccgatgg cgctgaccag tttttccgtc
  4457341 agttctgctg aactcatctc gggttgcagg tcataggtgg ctactttagg cgagttgatc
  4457401 agaatgcggt cttcaccttt aaatggctct tcaacgccgc cgttatagaa gaaggtgacg
  4457461 tgagcatatt tttcagtttc ggaaatgcgt aactgggttt tatcatgctt catcaaccat
  4457521 tcaccgaaag tgtttgtcag tgaggcgggt ggataagcac aggcgacttt aatatccgcg
  4457581 gcatattcgg ttagcatgat gaaatcgccg aagttaacca ctttatctcg cttgaaaccg
  4457641 tcaaactcgg cattaacaaa ggtgcgggta atttggcggg cgcggtcagc acggaaattc
  4457701 ataaagatta atgtatcacc ctcgttcatg gccgcatcgg cttcgccagt tgcttgaatc
  4457761 acggttggtt taacaaactc atcattttca ccacgggcat aggccgcttg caggcccgca
  4457821 actgcgttat ctgcagtaaa ttcgcctttc gcttgagtca gtaaatcgta tgccagttgc
  4457881 acgcgatccc aacgattatc acggtccatg gcatagtaac ggccaataat cgacgcgata
  4457941 cggccattac ccagttcagc aaacttggct gtgaatcgtt tcagtgatga ctcggcactg
  4458001 cgtggtgggg tatcacgtcc atcgaggaag gcatgcagat aaatagcggt tgcaccgcgt
  4458061 ttagccgcca gctcaaccat cgccataata tggtcttcat ggctgtgtac accaccggca
  4458121 gataacaacc ccatgatatg aacggcctta cccgttttaa ccgcgttatc aacggcagcc
  4458181 gtcagggttg gattcgtgaa gaagtcaccc tctttgatct ctttgtcgag gcgggtcaga
  4458241 tcctgataaa caatgcgccc agcacccaga ttgacgtgac cgacttcaga gttacccatt
  4458301 tgcccatcag gcaggcctac atccagaccc gacgcggcga tcaatgtgtg aggctgttgc
  4458361 tgccataaca cgtccattac cggggttttg gcattcaaaa tagcattatc ctgctgttct
  4458421 tcacggtgac cgtaaccatc aagaatcgtc aggaccagtg gttttttcgt gctcgacatt
  4458481 gcataacctc tttcttataa gtccaagtgt taaatagcag cgaacatcac cctgtaaagg
  4458541 agggagaatg atatgcgcgg ctatgtacac tcggtatccc ctttgtactt gatgtgacaa
  4458601 cattgtactt gacgtgacaa cattgcaggg acatcaatga ctttagggat atgtaccgag
  4458661 gcggtaattt actacagaac gggttaaaaa tagcccaggg agatcaacat tggagtgggg
  4458721 ttttgcgcaa ttgacatcat ttaatcaata aaacttcccg agattgttcg cagtttctac
  4458781 aatagcgctt gcttattggc tgtatttgcc gcaacgcgca ggtatactct gtgaccttga
  4458841 atattatccc ctaactaacg ggagttttta cccccatgtt gcaagaaatt atgcaattca
  4458901 ttagccagca tccaattttg agtctggctt gggtgttgtt gttcggtgct gtagttttca
  4458961 ccagcttcaa aaattctctt tctaaagtta aagaggtcac ccgtggtgaa gcgacgcgtc
  4459021 taattaataa agaagatgcg gttgtggttg atatccgcac acgtgaagat tatcgcaagg
  4459081 gccatatcgc taactcaatt aacctgatcc cgagtgacat taaaaatggt aatttgggtg
  4459141 agttggaaaa gcataaaaca cagcctatta ttgtggtctg tgcaatgggc acaacgtccc
  4459201 gtgcctcggc agatatgctg agcaaagcgg gttttgagcg ggtattcacc ctgaaagagg
  4459261 gtatttccgg ctggagtggt gagaacttac cactggcgcg cggtaaataa gcataaaagc
  4459321 ttgtgcggct attatatcga tattccgtat atcggtattt agttgtataa gtgtttgtta
  4459381 taaaaactcg ctatatcaat agattgtaaa tttaactgag gtgtatccat ggcgaagatt
  4459441 gagatgtata ccaaagcaac atgcccgttc tgtcaccgtg ctaaagcact gctgaacgcc
  4459501 aagggtgctg ctttccatga aatcgcaata gataatgatc cggccaaacg cgaagagatg
  4459561 attgctcgta gtgggcggac gacggtgcct cagatattta ttgatgggca gcatatcggt
  4459621 ggctgtgatg atttacacgc cctggatgcg cgcggtgggc tagacccact gctttaactc
  4459681 gtcagtgggc cccgatatta atgggaaaag cccacgacgg aagagctgtt taataaggac
  4459741 gtctaactaa gggtatctat acacatgtca gaacaaaaca acaccgagat ggctttccag
  4459801 atccaacgta tctacaccaa agatatctcc ttcgaagccc ctaatgctcc gcaggttttt
  4459861 cagcaggatt ggcagccaga agttaaactt gatctagata cggcttctag ccaactggcg
  4459921 gaagatgtgt atgaagtggt actgcgtgtg actgtaacgg cctctttggg tgaagaaacc
  4459981 gcgttcctgt gtgaagttca acaaggtggc atcttctccg ttgcgggtat cgaaggcact
  4460041 caactggcgc attgtttagg cgcatattgt ccgaatattc tgttcccgta tgcgcgcgaa
  4460101 tgtatcacca gcctggtctc tcgcggtact ttcccacagc tgaatttggc acctgttaac
  4460161 tttgatgctc tgttcatgaa ttatctgcaa cagcaggctg aaggtgaagt tgaaggtgtt
  4460221 gaacaacgtc aggatgcctg atgaacacca accctgcttc aatggctgtt atcggtgccg
  4460281 gatcttacgg caccgcatta gctatcacac tggcgcgtaa tggccatcaa gtcgtgttat
  4460341 ggggccatga ccctaaacat attcaacagc tgcaacaaga ccgctgtaac cgcgctttcc
  4460401 tacctgatgc tgctttcccc gatacgttgc gattggaaac cgacttagca tgtgcgttgg
  4460461 ctgccagccg cgatgtgttg gtcgtcgtgc ccagccatgt ctttggtgct gttttacatc
  4460521 agttgaagcc tcatctacgt aaagatgcac gtatcgtctg ggcaaccaaa gggctagaag
  4460581 ctgaaaccgg ccgtctgcta caggatgtgg cccgcgaagt cttgggcgag gctatcccgc
  4460641 ttgccgtgat ttctggtcca acgtttgcca aagaattggc cgcgggtttg cctacggcga
  4460701 ttgcgttggc atcgaccgat gtgcaattta gcgaagatct gcaacagtta ttgcactgtg
  4460761 gaaaaagctt tcgagtttac agtaatcctg attttatcgg ggtacagctt ggtggcgcag
  4460821 tgaaaaacgt gattgccatc ggtgcaggta tgtccgatgg catcggtttt ggtgcgaatg
  4460881 cccgtaccgc tctaataacc cgcgggttag cggagatgac gcgcttaggg acggcattag
  4460941 gtgccgatcc ttccaccttt atgggcatgg cagggttagg cgatttggtg ctaacctgca
  4461001 cagataacca atcccgtaac cgccgatttg gcattatgct gggtcagggg ttgggggtga
  4461061 aggaggcgca ggacaacatt ggtcaagtgg tagaaggtta ccgtaatacc aaggaagttc
  4461121 tggcattagc acagcgtcat ggcgtcgaaa tgccaataac tgaacaaatt tatcaagtgt
  4461181 tgtattgtca taagaatgct cgtgaggcgg ctctgacgtt gttggggcgg accaaaaaag
  4461241 atgaaaaaat cggcatttga tagattagaa gagtaggtca gctagctgaa ataaaataat
  4461301 cgctacgtgc ccaacgtcat tggagttgca gcaaggcagc aaacgagcct atcccgatga
  4461361 actgatccac gtcagtgatt cgggggggcg agagccgcta atgttaatta taaccaaatc
  4461421 aatagtaacc ataattaatc gtaacagtgc tacagcttga aggaataagg gcatagccgc
  4461481 ttcggtcgtt ccccggagtg atttgtttat gggcaggggt acatgatgtc gtcagaagag
  4461541 ttagaacagg tctggagcaa cataaaatca gaagcaaggg cactggctga atgtgaaccg
  4461601 atgctggcta gcttttttca tgcaacactc ttgaagcatg agaatttggg cagtgcgctg
  4461661 agttatattc tcgcgaataa gttggctaat cctatcatgc cagcgattgc tatccgtgaa
  4461721 gtggttgaag aagcttatcg ttcagatgcg catatgatcg tttccgctgc ccgcgatatt
  4461781 ctggccgtcc ggttacgcga tccagccgtt gataaatact ccacaccgtt actgtatctc
  4461841 aaaggttttc atgctttgca ggcttatcgt attggccatt ggttgtgggc gcaggatcgt
  4461901 aaagcgctgg cgatttatct gcaaaatcaa gtctctgtcg catttggtgt ggatatccac
  4461961 cctgcggcaa ccattggttg tggcatcatg ctggaccacg ctaccggtat cgttattggt
  4462021 gaaacggctg tggttgagaa tgacgtgtct attctgcaat ctgtcacgct tggggggacg
  4462081 ggcaaaacca gtggcgaccg ccatccaaaa atccgtgaag gtgtcatgat tggcgcaggc
  4462141 gcgaaaattc tcggcaatat cgaggtgggc cgtggtgcga agattggtgc cggttcagtt
  4462201 gtactacaat cggtacccgc tcacacgacg gctgccggtg tacctgcccg tatcgttggt
  4462261 aaaccagaga gtgataaacc ctcgttggat atggatcagc atttcaatgg cagcattcag
  4462321 ggctttgaat atggcgatgg tatttaaccg tatacccttc ctgttttgct tgttgcaacg
  4462381 ccagcgccaa ctgttttgga tatgccccta atatggggca gattagccac tctgattgtg
  4462441 gctgacacgt tctctctgcg taagaaaaat cactctttca gtaatgcacc tggatagccc
  4462501 agttgacgcc aggcctcata caccacgact gaaacggcat tcgatagatt catgctccgg
  4462561 ctatcggctt gcatggggat tctgattttc tgctgagcgg gtaacgcatc cagaatatag
  4462621 gccggtaagc cacgggtttc tgggccaaat aacaggtaat cattcgcctg atagctcacc
  4462681 gcactgtgag ccggcgtccc cttggtcgtc agcgcaaata agcgagccgg ttgtgtgcta
  4462741 tcgagttttt cactgtccag gaaggcttga taatcatggt gatgtttgat gtcggcaaac
  4462801 tcatggtaat caaggcccgc acggcgtaaa cgtttatcgt cccaagtaaa acccaaaggt
  4462861 ttaatcagat gaagctggca gccggtattc gcacataacc ggataatatt gccggtattt
  4462921 ggcggaattt cgggttcaaa taaaacaatg ttaagcatat gtcccccaat aatgaggggc
  4462981 gcaggatacc agaaaccctt gttcagtgca gcggttgcca gtagcggcgg tgtaaaacaa
  4463041 aaatttaaaa gcaaggagcg gagtgtgtga ccagtggcat cttttatatg ctggttggca
  4463101 cagttaagag taatggggta tttatcatga catcagtggg gtattcatga ataacgtaaa
  4463161 agaccctcgc tgggccgcga ttatcaatcg ggataaaacc gccgatggtc agtttgtgta
  4463221 tgcggtaaaa acgacgggca tatattgccg cccctcttgc ccatctcgtc gagccaaagc
  4463281 agaaaacatt gaattcttta tcgataatac ggcagcagag caagccggtt atcggccttg
  4463341 taagcgttgc cagccaactc aattatcgcg ggcgcagcaa caggtagaaa aaatcagtca
  4463401 ggcatgtcgg ttgattgaac tggcagaaac tccccctaag ctgaatgaat tggcagctca
  4463461 actggggctt agcacttttt attttcatcg gttgtttaaa gccatcaccg ggctgacgcc
  4463521 caaaggatat gctaacgcga cccgcagtga gcgtattcgt gcacaactgt ctcatggcgg
  4463581 ttcggtcact gacgctatct ttgaggccgg ttataactcg agtagtcgat tttatgcgca
  4463641 atcacagcag ttgctgggaa tgacaccaac ccgttaccgc aaagggggct gtgatgccag
  4463701 gttgcatttt gccgttgggg agagttctct gggcgcgatt ttagtggcaa aaagtgagtt
  4463761 gggcgtctgt gctattttgc tgggtgatga cccagtgcgg ttagtacaac agctacagga
  4463821 taaatttcca caggccaatt tagtcggcgg tgatgctgag tttgagcaat gggtggcgca
  4463881 ggttgtgggg tgcgttgagg cacccaaact tgggttgaac ctaccgttgg atatccgtgg
  4463941 cactgcattc cagcagcggg tatggcaggc tttgcgggag ataccgatag gtgaaaccgc
  4464001 cagttatgca gatatcgcga gccgaatcgg ttcacccaca gcggtacgtg ctgtcgcagg
  4464061 cgcttgtgct gctaacatat tggcagttgc tatcccctgt catcgagtca ttcgtcagga
  4464121 tggggcatta tcgggttacc gttggggcgt ggagcgcaag aggcttttgc tggaaagaga
  4464181 gggtgtggaa aaagaggcgg aagaccactg attctcaata tctgcccgaa ccacattgat
  4464241 ctggcagata gacggcagat taagatttaa gcggatgcag cggtagccag acaatcaggc
  4464301 gtaagccacc taatgggcta tcttcggctt ttacccaccc tcgatgctga ctcaccgcgg
  4464361 tttcaacaat tgccaggccc aatcctgttc ctcccgacgc ccgatctcgg gcttcatctg
  4464421 tacgataaaa tggccggaat atttgttcac ggtcctctgg gctgacgcct ggaccatcat
  4464481 catcaacaat gatagtgacg ccttgattat ctatgctgaa tgccaccgca atatgatgat
  4464541 gggagtaacg cagtgcgtta cgcacgatat tctccagcgc actgtcaagg gccgcaggat
  4464601 tacaaaataa gggccatggc cccggaggtg ccgtgactac cagcgtttta cccatttgtt
  4464661 cagcctcgaa ctgtgcattc tccagcacat cggaccaaag ctcatcagct ttaatgggtt
  4464721 cgcggtgtaa ttcattttta tgctggctac gcgataacac cagcaagtca ttaatcatgc
  4464781 tatctaagcg ctgtgcttcc atttcgatac gctctaattc tttcccttca ccatgacggc
  4464841 ggcgcatcag cgcggtggcc agttgcagcc gggtaagtgg tgtgcgtaac tcatgggaaa
  4464901 tatctgaaat cagccgttgt tgagcgacga ccattctgtc taacgaactg atcatctggt
  4464961 tgaaactggc acctgtggct aaaaattcct gtggaccgga ttccagttca ggatgttgtt
  4465021 tcaggttacc tcgggccaca tcatcagccg catttttcag cttgcgggca ggtttcgcca
  4465081 ggctccatgc caaccaaagt agcagcggtg cactgatcaa catggtcgca atcaagagca
  4465141 gcagcgggcg gtcaaacatc agattaataa aatcagattg cggactattg gcggggcgta
  4465201 ttagataaag ctgatagtta tcttcgccgt ccctgatgga aaagggaccg accatttcta
  4465261 cccggccata ctttttcttt ttcggctgat cggcgttatc cgattggccg ataaagttac
  4465321 gcaccatttg cacttcttga cgctgtacgc caatgatacg gccctcagac gtcaccaaaa
  4465381 tcaaatgttg cccaggcgga gcccatttct caatggcgcg gtgtagccta cgccaccaca
  4465441 tgaggtcatt ggcaggatca ttggccagtt cagcttcaat atgttgttcc agcatcgttc
  4465501 cctgacgctg ttcactgtcg agtaaaacag tgagttgacg cgaatcaagc tttggcacca
  4465561 tcagcactag catgagcact aacgctaaag taaaccagaa aatagcaaaa attcgcgtcg
  4465621 ttaaactgtt tatcatgttt ctgataccat caagtagccg cggccacgca acgttttaaa
  4465681 ccacggtagc ccgtctttgc ggtctggtaa cttacggcgt aagttcgaga tgtgcatatc
  4465741 aatcgcgcgg tcaaaggggg tcaatcgttt ccccagaacc tcttggctaa gatgctcccg
  4465801 cgacaccact tggccaaggt gctgagccag cagatagagc agggtgaact cagtgccggt
  4465861 taattccagt ggttggcctt caaaactggc ttcctgacga cccggattca attgcaggca
  4465921 atcaacttcc agtgtaggcg cgccttgctc ggcattttgt tgctgttcac tccaattgga
  4465981 gcggcgtaaa atcgcgcgga tacgagcaac cagctcgcga tcattaaacg gttttgccag
  4466041 ataatcatcg gcccctaatt ccaggccaag cacccgatcc aactcactac cacgggcagt
  4466101 cagcataatc accggggtct gatggtgttg gcgtaattct ttcaaggttt cgataccgtt
  4466161 tttacgcggc atcataatat caagcaataa caagtcgata gagctatcta gctggcttaa
  4466221 cgcttgttcg ccatcatagg cgaccacaac attgaaaccc tccatttcca acaattcttt
  4466281 caacagcgac gtcagttcac ggtcatcatc aactaatagg attttatgca tggttatttc
  4466341 tcctctctga cgcaaaatac gttatcaact gccggtattc catgacttta ctcagcttta
  4466401 catgccctga ccccagtttt acatccactg acgcttgttt gcaggcaggc cgatagaatg
  4466461 cctcccattg aatcacatag catattgaac tttaggagtt aacgatgcgt aaagttacaa
  4466521 cattagttat ggcgtcaatg ttcgttcttg gttcttcagc cgcctttgct gccgacaaca
  4466581 ctaaagtcac tgagggttac cacggtgacg gtaagatgat gatgaacaag aaaggcgacc
  4466641 gcggtcacca taacatgttt gatggcatca acctcactga acagcagcgt cagcaaatgc
  4466701 gtgacttgat gcgccagtct caccaaagtc agccgcgcct tgatcttgaa gatcgcgagg
  4466761 caatgcacaa attgattact gccgataaat tcgacgaagc tgctgtaaga gcgcaggctg
  4466821 agaaaatgtc tcagaaccag attgagcgcc atgtcgaaat ggccaaagtt cgtaaccaaa
  4466881 tgtataactt gctcacacca gagcaaaagg aagcattgaa caaaaagcat caggaacgta
  4466941 ttgagaaatt gcagcaaaaa ccagcagcac aaccttcttc tgcccagaag taagtagtag
  4467001 tactagtaac accctgtttt ccttgccata gacaccatcc ctgtctttcg ccctccatga
  4467061 tggagggctt tttttgctta ttgagaaacg atagctttaa aaatagtcat ttacaaattt
  4467121 cacaaaaggc ggtgttatct ccaaatgcgc ttaagtgtgg acactttgtg gacgcgtttc
  4467181 ggcagctaat ccacccttta atggggtaag tataacggtg ttttgaaggt aatcaggtgc
  4467241 cagatgcgcg taggccattg ttggctgaat gttagcgtgt ctgagtattt gctggagtgc
  4467301 aatgatgttc ctgctattca tcataaaatg gctggcacaa gtgtgacgta acacatgggg
  4467361 tacctaacca tgtggtaggt ctggttttac gtttcgctgc gtttcaccga attttccgta
  4467421 atccatgttg aaaagtttcc cactggcatt tgccttcact tcttgcttca acgctgcaga
  4467481 tatcgccgtt atatgagtgc atcaacgtac tgaccgatgc cgtaacaata aataatcaag
  4467541 agactgatat tcagcaattg gtggcatgca agcactaccg tgtggcgtta atgcgtaccc
  4467601 atgctgcccc taagtcgcct caataaccga ctgtttttac gggaaaaagg ttgtcctaaa
  4467661 gtgggaccga gtgattgctc aggaggatgc tcatgattat catcgcccga tgaaaacaac
  4467721 ccctaccccc cacgacgctc tctttaagaa ttttatgacc cagcccgcca cggcgtgtga
  4467781 cctgctggag tttcacttgc cgcctgaatt gcggcaactt tgtgacctga gcacgctgcg
  4467841 gctggaatcc ggcagtttca ttgaaaacaa cctgcgtgcc tgttactcgg acgtgctcta
  4467901 ttcgctaaaa acgacggtgg gagacggtta tgtttacgct ctcattgagc atcaaagctc
  4467961 ccctgataaa catatggctt ttcgcctgat gcgctacgct attgcagcca tgcagagcca
  4468021 tctggaggcg gggtacgata agttgccgct ggtgatcccc atcctcttct atcatggaat
  4468081 ggtcacgccg tacccgtacc cgatgagctg gctgcacgcc tttaaccagc cagaactcgc
  4468141 tggacagttg tattgcggaa acttcccgtt ggttgatgtg acggtgatcc ccgatcatga
  4468201 aatcatgacc catcggcgca ttgccctgct ggaactgttg caaaaacata ttcgccagcg
  4468261 tgatttatct gaattattgg atcaactggt catactgata gcgagcggtt acactacgga
  4468321 agatcagcta aaatctgcga taaattacat catacaggtt ggcgaaacgg ccgaaccgga
  4468381 agtgttcatc cgtagcctgg cccaccgctt accggagcat gaggagtcac tgatgacgat
  4468441 tgcacaaaaa ctggaacaaa aaggtgaagc cagaggtatt gtaaaaggcc gtgtagaagg
  4468501 ccgagtcgaa ggggcgcaag agacggctct gaaaattgct cgtactatgc tggctaatgg
  4468561 tcttgaccgc gccacagtaa tgaaaatgac cggtctgagc gaagaagaat tgactcagat
  4468621 tcaccattga tctgcacagg caatatcatg aacctgtcca cccgataatt cgaaatgaac
  4468681 cgaaagccca taactgtcta ccgcgagatg agtttttgtc gagttacccc gcgatgcttc
  4468741 tttattgact catcactttc tgataccgct cccgttccat gctgatgagt acgaataata
  4468801 ttgtcatcaa taaaaatcaa ttataaatca gcatgttaat gcaagtattt aaaaggtttc
  4468861 tgtaaagtac cctttttaga ccatagtgaa aacggcggaa tacggtattc cacagaccag
  4468921 aaattctctg ggagatcagc ccgttcgcat cctatcaagt atcccttcca gggtcatccg
  4468981 atgttcactt ttgttataca cacgaccact tttcagcatc aggctgtgta gcctgtacca
  4469041 ctgttcatct gttaacatta ttctcggcat ggtggtttgt tttttttgat ttgtggtgaa
  4469101 tccaattata ccggctcacc atgccgctca attaataatc tcaaaagatc aacagaccct
  4469161 aatagctctt aaatataatt tgggatgagt tatggatcca caatatgcgc gttgggttaa
  4469221 agccgctgcg ctcagtgcta ccgcattagc atcaatctta ctgatcatta aaatttttgc
  4469281 ctggtggcat acaggttcgg tgagtttgtt ggcggcgtta gttgactctt tggtggatct
  4469341 ggcagcctct ctgacaaact tatttgtcgt gcgttactct ctgcaacctg ctgatgaaga
  4469401 acatactttt ggtcatggta aggcggagtc cttggcggct ctggcccaaa gtatgtttat
  4469461 ttccggctcc gctttatttc ttttcctgac cggttttcgg catttggcct caccggagcc
  4469521 attgcaagat cctagtatag gcatcggggt aacgttagtc gcattgttca gtacactgat
  4469581 attagtcaca tttcagcgtt gggtagtacg aaaaacacac agtcaggcga ttcgtgccga
  4469641 tatgttgcac tatcaatctg acgtcttgat gaatggtgct attcttattg cgttggcatt
  4469701 gagttggtat ggttttcgcc gggcggatgc attgttcgcg ttgggtatcg gtgtttatat
  4469761 tctttatagc gcgttacgta tgggctatga agcggtgcag tccttgctag accgtgcgct
  4469821 gcctgatgat gagcggcagc agattatcga tattgtgacg tcatggccgg gggtgatcgg
  4469881 ggcacatgac ttacgtaccc gccggtcagg gcaaacacgt tttattcagc tccatctgga
  4469941 gatggaggat atgatgccgt taatggaggc gcatgtgtta gctgaacaag ttgaacatgc
  4470001 cttactgtac cgtttcccag gggcagatgt gcttattcat caagacccat gttctgttgt
  4470061 ccctaaagag cgtcatgcgc actgggaatt ataattgctt caccaatagc cgatatattg
  4470121 tgatgacgtt tatggtaagg cagtgaaaaa taccgcaaaa tggctgactt gaatcaattc
  4470181 agcttggcgt ttttgctata atatccgata ttaatcccat aaagctgatt ttctgtacgg
  4470241 tctcttccgt gcaaagataa tcggcagata aagaattcta caaaatcgca tttacaagtt
  4470301 cagaggtagt catggttaag aaaattggtg tcctaacaag tggtggtgat gcacccggta
  4470361 tgaatgctgc tattcgcggg gttgttcgtg ccgctttgtc agcagggtta gacgttttcg
  4470421 gtattgaaga tggctatctt ggcttatatg aaaatcgtat gaagaagctg gatcgctata
  4470481 gcgtgtcaga tatgattaac cgtggcggta ctttcctcgg atctgctcgt ttcccagaat
  4470541 tccgcgatcc ggaagtgcgt aaagttgccc tcaagaatat gcatgagcgt ggcattgatg
  4470601 gcttggttgt tatcggtggt gatggttctt atgctggtgc ggacctgctg acaaaagaag
  4470661 ggggaattca ctgtgttggt ttaccgggca ctatcgataa cgatgtggcg ggtactgact
  4470721 acaccatcgg ttttttcacc gcactggaaa cggtagtgga agccattgac cgcttacgcg
  4470781 atacctcttc ttcccaccaa cgtatctcta tcgtggaagt gatgggccgc tattgcggtg
  4470841 atttaacgtt ggcagccgcg attgccggtg gttgtgagtt tattgcgatc cctgaagttg
  4470901 aatttaaacg tgatgatctg gttgctgaaa tcaaagcggg catcgcgaaa ggtaaaaagc
  4470961 acgcgattgt tgctattact gaaaagctgg atgatatcga ttcattggct aagtacattg
  4471021 aaaaagagac gggccgtgaa actcgtggca ccgtgttagg ccatatccaa cgtggtggtg
  4471081 ctccggtggc ttatgaccgt attcttgctt cccgtatggg ggcttatgct gtcgatttgc
  4471141 tgttacagga ccacgattac aaaaaaggtg gtttctgcgt cggtgtacag aatgagaaga
  4471201 tggtgcatga gttaatttct gtgtgtatcg cgccagagaa taagaaaagt aaatttaaag
  4471261 aagattggta cgatacagcg aagaaactgt tctaaaacgg caactcgctc attcatcaag
  4471321 ccctcgaaat tgaactgatc ccaaaaagtt gggcagttta cattacgagg gctttttact
  4471381 ttcggtcacc cctatatttc gtattgatat aatcaaaaat tttttattct ttaataggat
  4471441 ggaaagtttc tggcacgctc tgtatcaagc caaccaatta ggttgattac aataattttt
  4471501 ttgaggagtg ggtcaatgcg taaatggggt gtaggtctgt cattactcgt gctggcatca
  4471561 ggtgccatgg caaaagatat tcaattattg aatgtgtctt atgatccgac gcgagaattt
  4471621 tatcaggaat ataaccaggc tttcagtaag tattggcaac agcaaaccgg ggataaggta
  4471681 acagtacgtc aatcccatgg tggttctggc aagcaggcga cctcggtgat taatggtatt
  4471741 gaagctgatg tggtgacact agcactggct tatgatgtcg atgctattgc tgagcgaggt
  4471801 agaattgata aaaactggat taagcgcctg ccagataact cggcacctta tacttcaacg
  4471861 attgtttttc tggtgcgtaa aggtaatccg aaacagatcc atgactggtc tgatttagta
  4471921 aaaccaggca cgtctgttat cacccccaat cctaaaacct ccggtggggc gcgttggaac
  4471981 tatctggcag cttgggggta tgcgttagag cataataata acgatcaggc caaggcgcag
  4472041 gagttcgtga atgctctgta taagaatgta gaagtattgg actccggcgc tcgcggtgcg
  4472101 actaatactt ttgttgaacg tggaattggt gatgtgttga ttgcctggga aaacgaagcg
  4472161 ctgttggctg tgaatgaagt gggtaatggt caatttgata ttgtgacgcc cagtgtgtct
  4472221 attctggcag aaccaacggt atcggtggtt gataaagtgg tcgataaacg cggaacccgt
  4472281 gacgttgccg atgcttattt gaagtacctg tattcaccag aaggccagac tattgcggct
  4472341 aaaaattact atcgcccacg tgacccagta gttgcggcta aatttgccaa agaattcccg
  4472401 caactgaaac tgtttactat cgatgaagtt tttggtggtt ggactcaagc acagaaaaca
  4472461 cattttgcca ccggcggggt gtttgatgag atcagtaaac gctaaattaa cgttctgatc
  4472521 gttgccgcta attctgcgcc tatacctgcg aacatcatcc ccaaagggtt gcctgaggac
  4472581 ggatggtaaa gcaggtagtt acagcaaata ccgggactac caaccgcttt atcgccaaca
  4472641 ccacatcgtt gtatgttgtg gtgttgaacg tttatcgcta ccgcgctgct tgcaacagcg
  4472701 ctcatagcaa aacgagtaaa tagcaaaact gaggtcgaaa gctcaatttt acgttcagat
  4472761 cggctccatg ccattcttga ttttagcctc tgtagccgca ggcgatgcaa ggaagtccag
  4472821 taatacctta atggcttttt gctgattggt tttaaggggg acccctgctg aaaaatgagt
  4472881 cattatctga atatccgtgg gcaaaggccc aagtatgata atgcctttta aatgaagcag
  4472941 ttcactgagt tgctggaatc caagttcaac ttcacccttg gctaccagag aaccgacagg
  4473001 gactcctggt gggactttta caatgcgatc tttgatttgt tcggcaatgc cccagtgctc
  4473061 gaaaacctca gtcaggtaca cgccgctagg gcctgttgag taagcgatcg tattggccgc
  4473121 taaaacagcc tgttttaccg tttcctcgct gctaacatcc attatctgtg ccccttcttt
  4473181 caccgcgata gccacgcctg acttaaccag gtcaatgcga ctattaggta aaatcttacc
  4473241 tgaatcaatc agtttatcga ttgcattggc agacaggatc accacgtcaa aagcttcgcc
  4473301 agcttctacg cgtttagtgg catccactcc tcccactgac tcgagctcga cctggtattt
  4473361 tgattgttgc gcaaattgcg cgataacctc ggtcaagaac tgtcgagtgg ccatcgacga
  4473421 aatgatccgt agggtcactg gctcgtcgga tggaacctct gttggtgctg ccgttgccag
  4473481 gctgaccata ctcatacaca ggcccgatac aatcacgtta gaatatttca ttaatatatc
  4473541 tccgctatta tattgcgcca aaagacaggc caccgaaaac aggatgacct tgtcttcagt
  4473601 ggctaagcga cgtttaaatt agctgaataa atagattggt cagcaatatt acttaacaaa
  4473661 acccaggaat tgccaccaaa cataaccaac agtcattgtc acaataaaac ataccgtcgc
  4473721 gatgaccgct ccagaagccc accactgttt tacgttgtta taaccggcac caaagatgat
  4473781 gggggctgaa ccaccgccat aatgtgtcaa cgcaccaccg taggagttcg tcgcggccaa
  4473841 gacgagtgca agggccatgg ggtcggcacc cgcaactttc cctacggtaa gaaaaacagg
  4473901 aagcatagca atggcatacg aacttgcaga tgcaaagaaa taacgaatga taatactgag
  4473961 gaagccgata atggttaacg ctatgaatgg attgtgccca aagtcgacat tgttctgtat
  4474021 caaattcgcc agccaatcaa acactttttc tttactcagt gcacttgcca gcccaatgat
  4474081 gcccccaaac caaagcaacg tattccaagc ccctttgttt tgaagaacat catcccactt
  4474141 gataacaccc agtaaaatac acagtgccat tgccattatt gcaaccgctg ttgcatcgat
  4474201 tttgagtgtg atgccaaata attgcccaag tagagaaggc agtgcccaac ccagaagagc
  4474261 tgaaataaat ataccgacta aaagcttttc attgcgcgtt attggcccta gttcagccaa
  4474321 accttcatcc gcaatttttt tgttatctac tttttttagt tctggtttat caagataata
  4474381 accaacggcg ggaacaatca gcagtaacag caaaccggga acaaccatgg ccagagccca
  4474441 aacgccccag tcaagatgaa tgcccagaat tttggcagcg aaatcagcag ccagtagatt
  4474501 tggtgccatc gcagtgataa acataaaact gctgaccttc atgacaaagt aaatattgga
  4474561 catcaaataa gagcccgctt tctttgccgt atcaccgggt tctgatccca acgcttttac
  4474621 taccgacagg atgataggaa atacaattcc cccacttcgc gccgtatttg agggggtcac
  4474681 aggagaaata acaaattcta aaaatgcggt gacatatcca agcctaagcg tggtactgcc
  4474741 gcagaagcga atcatgtgaa atgcaatgcg tcgccctaac ccggttttaa caaaagagat
  4474801 actaatgcca aatgccgcaa acactaacca aaccgttgat gttgcatatc cgaccaggat
  4474861 ttggctggtg ttattaagga agaaacccgc aaaaccgact acgcctaaca aaacaacggc
  4474921 ttcagaaaac ggttttaaaa taaggccaca aatagcagcc agatagaacc cggacagacg
  4474981 ccatgataat tctgtcaatc cttcaggtgg tggaataaac cagatgacaa gcggtatcat
  4475041 tactaagata cacaacttcc atatcttatt tttcatgctg tagtttccct tttctaaggt
  4475101 gttgtaatac tgaaacttac tggcaagagg aatatttatt cttatgactt taacgcgttg
  4475161 agactattga cgtaacgcag cccttttttc gccagagggg cacgcatttg atagatatcc
  4475221 agcccgagct cgccattagc cagacgctga cgtttgctcg tttcaagatc tacccgtgtc
  4475281 tgtgccgcat cagcaatcgc ggtggcttgt tctcttggca caatgactac gccatcatcg
  4475341 tctgccacca caatatcgcc ggggttgacc aactgacccg cgcagatcac cggcacattg
  4475401 accgagccaa gcgaggcttt caccgtacct tgtgcccaaa ccgcacgcga ccacacaggg
  4475461 aaattcattt cgcgcagcgt ctggctatct cggatcccga tatctccaac caatgccacc
  4475521 acgccgcgcg ccagcagtga ggtcgcgagc aggtcaccaa aaaagccatc atggcattcg
  4475581 gaggtcggcg caacgagcaa cacatcgcca ggctgacact gctctacggc aacatggaac
  4475641 atccagttat ctccgggtgt aaccaatacc gtcaccgcat tgccagcaat acagcgccct
  4475701 tgctgaatag gtttaattcg ctcatccaat agtccctgcc gcagttgagc ttcatgcact
  4475761 gttgccacgc catattcagc gaaacgttgt aacagggcta gttcagctcg ttcaatgttt
  4475821 gtgaccacga cccctttcat attaaccagg ctcatgacag atcctccgtg acgcgaggga
  4475881 agaggctttg ataaccttcg ccatgaataa tggtcttggt actggcaatg ccgatgttgc
  4475941 gttttgcttg taccccacgt tgtaacgcca ctcgcgtgta gtattcccac aaatgttcct
  4476001 gaccggccat gcattgaata gccgcatatt ttttctccca tactgatgtg atatccagta
  4476061 atacgtcagg cttccagcca cactgttcag gctgatgcgg ctcgaagcag tacacgggtg
  4476121 gcgcaccaat gatggcttct cccggtcgat acccttctgc ctgagcgata atgcgagctt
  4476181 cttgagccag gttagccgct aggggatggt catagttgta gggatcggcc agcgaatggg
  4476241 tgagaacaaa atggggctgt atgcggcgga atacgtctgc cagacggaac aggctttctt
  4476301 tatctgcgcg taacggatag tcacccatat cgaaaaactc aatactggca ccaagaacat
  4476361 ttgccgccgc ttgcgcttcg gtgtggcggc ttgcttttac tctttcttcc gtcatgtcgc
  4476421 ctttacgcca caatttggcg gattcaccac gttcgccgta agagaggcag acaatatgaa
  4476481 cttgataccc ttgttcgaca tgtaaagcga tagccccacc tgcgcgccag acaaaatctg
  4476541 ccgaatgggc gctgacgact aaggcggttt tttgtggaat cattgccata tctttttcct
  4476601 ttttttgctg ctttaactgt ctaggattct ggcatggctt aattaatggg aaatagtgag
  4476661 ttttattgcc caagcgacaa gttttattta agctgaaaaa attaaataaa ataacgcggc
  4476721 gaaatatgca aaagaagaat gatcgtaact cgataaaaat tatgcaaata agagcatttt
  4476781 gcatgacggc tgaacagggg gcagcttcct tagcggcgct caatttattt cgcactcagt
  4476841 cagcgattac tcgttctatt cgtgatcttg aacacacttt agccatctcg ttatttgaac
  4476901 gccacgccaa gggcatgctg ttaaccgatt tgggcaacgt tattctccca cgagctcgtt
  4476961 ctgccatgga ggagttgact cggatcccgg cactgttgcg tcggttacaa caacgcgacg
  4477021 atgagggtat tgaagacctt gaacccacat ggttattcaa tgaacggcgg ctacagattt
  4477081 tcctctcgct ctatcgccag cagcacgcgt tgcatgtcgc tcaggcactg gatatcaccc
  4477141 agtcggcggt aagcgccgcg ttgaaggttt tggagaaggg ggcgggtatg tatctgttcc
  4477201 atcgaacacc aaaagggatg ttgccgaccc ctgccggtca tgaaattgcg ccctgtatca
  4477261 gccgggcatt gaatgcgctc caccatattc cggaagagat caccgcacat agaggggatt
  4477321 tgaccggctc ggtacgtgtt ggcgctctgc cattaagccg tgcacgcctg ctaccacagg
  4477381 caatgatcaa gctgatttct cgccaccctg gcataaaaat agtcactaat gagagtggat
  4477441 ttaccgccct gatagctgaa ctgcgcgccg gtgatataga tttcattatc ggtgcactgc
  4477501 gcaatgagaa aatgctttta gatatccata gcgaaatatt atttgaagaa gagctgattt
  4477561 tattggcgcg acccaaccat cccctgtctg atcgcagggt aaaaaaccaa gaactaaaag
  4477621 atattcaatg ggttttaccc cgaaatcacg ccccatcacg ccacctgctg gaagtcgcat
  4477681 tctgcaaaat gggactcgca tcgccccagc cagtagtcga aagcggtgat cccgccgtgg
  4477741 tacgtgcgct attgcttggt tctgatatgg tggcggcagt ttcctcccat caacttgatt
  4477801 ttgaagtttc agaagggatc ctcataccgc tgcaggtcaa ccttacaggt acgcgacgcg
  4477861 agataggcct gatgactcgc cagaaagcct tgaattcacc cgctaccgat gccctgatca
  4477921 attgtgttcg cgaagttatt caatcgagta acgataaata ggcagtttta gataaatgag
  4477981 ttaaccatct aatttatttt ttgattgata agaatacttt tgtcagaaaa acaaaaaact
  4478041 ccattttaga ctggcacaga taaaagaggg aaggtcaagt ggggggggag tcaagtggat
  4478101 gaatctactc gaattatttt ggatatataa aaaccggcgc ttttatttac gccggttttt
  4478161 gtgttgtacc cagaattagc ttaaagcgtg gattaggctt ttttagcttt agcggctgct
  4478221 ttcacgataa ctgcgaaagc gtctgctttc agtgatgcac cgccaaccag tgcgccatca
  4478281 atatctggct gagtgaacaa ttctgctgcg tttttatcgt taacagaacc gccgtactga
  4478341 atgatcactt gtgctgcaac tgctgcgtct tgcttggcga tatggtcacg gataaatttg
  4478401 tgaacagcct gagcctgcgc tggagttgct gatttaccgg taccgatagc ccagattggc
  4478461 tcataagcga taaccgcacc ttcgaacgct ttcacgccta gggtattcag cacggcgtcc
  4478521 agttgtttgg cgcatactgc ttcagtttgg cccgcttcgt tttctgcttc ggactcaccg
  4478581 atacacaata ctgggatcaa gccgatctct ttcagtacgc caaatttctt cgcgatcaat
  4478641 tcatcacttt cttggtgata agtacggcgc tcagagtggc cgataataat gtattgcgca
  4478701 ccgatatctt tcagcatttc agcagatgtt tcaccggtaa atgcgccgga gaggttcaca
  4478761 tcaacgtttt gagcacccag agcaatacgg ctaccagcaa gctcatgttt tgcctgattt
  4478821 agatagatcg ccggtggggc aatggcaacg ccacaaccat caacggtgct caattcttta
  4478881 cgcaggccag cgataagctc gttaaccata tgagtactac cgttcagctt ccagttaccc
  4478941 ataactaatg gatgtcgcat gtttcttcct ccaactaggg aacgcgaggg tcaataataa
  4479001 tgactgcctg acaggcagtt tacctgtcca acagtataga gatgattagt cgtcatggct
  4479061 ttgcttttcg tcattaattg cagtgagatt atgcttcaga tagcgacagc ttaatcggtt
  4479121 caactgcgaa ggtaagccct ttttctccgt tatctgccac cacatagcgg attgcgccaa
  4479181 tagtatgggc atagaaaggc gagcctttgc cttctgtcag cagcttttgc acgttggcga
  4479241 gactttgcgc tactgacaat gtcggctcaa actgacgcat cagggctgcc atgtagttga
  4479301 ttgcaagcag tttagcggtt ttctcttcat tacctttaat tggtaagtag gtaatttgta
  4479361 aggtttttat cttacctgtg cctttctcca gtgcggttga ggcataaaga ttttcattaa
  4479421 ttttactggc agcccgtgtc agtggcggtg aatcttcttt taccgtgatg gcatgaaatt
  4479481 cgttgattgg cagcgttgga ttggcgcgat tataactttc gcggaattta accaaggtca
  4479541 aatcaaacgt tggagcgttg aaaagcaggt agggcgcaat tggcggagcc ccttcctttg
  4479601 gcgggctact gtcattggta ggatcggcat gagcgtggtt gatcgttgtt atcaacataa
  4479661 atgttattaa taacaatgct gccagcaaca atattatccg cattgagacg atttcttttc
  4479721 tcatgactta ggccgccgtt agaagtgtat agagaggatt aaagcggtaa tcagtagtca
  4479781 ttgtcaaaat tcaccgcaaa gattattggt tagttgcgac cttgaggtac actttgccga
  4479841 aattatgttg ggtaaatgga tctgttcatc aatgacaata cagcagtggt gtttctcatt
  4479901 taaaggccgc atcgggcggc gagaattttg gatctggatg gggctgtggc tactggcaat
  4479961 gctggttatt tttacgttgg cggggaagga gtggctcccg attcagtcag cctcgtttgc
  4480021 gcttgttttc ttactgtggc caacggccgc cgtcgtcgtc aagcggctac atgatcgtaa
  4480081 taaagcaggc tggtgggcat tgttggcggt gctagcctgg atgctgatgg ctggaaattg
  4480141 gcagatgctg acgcctattt ggcaatgggg ggttgggcga tttatcccta cgcttatttt
  4480201 tgtcatgatg tttatcgact gcggtgcttt tcttgggacg gaaggtgata accgctttgg
  4480261 cccagaagcg gtgccagtga aatttttcgc tgataaggcg aagtgacgtt tttaggttaa
  4480321 tggccaaatt gaagttaata acccaatatt cgcagcagag agcaggcagt gcgtaattgt
  4480381 aaaacaagcg ccctatcggc ttgaaccgca ctgctgcggt gtgggtgctt tacgcttctg
  4480441 tctattctca cggctcacta tcgagtcatc aatcttgtgt cattgggggc cagccgcttg
  4480501 ggcgagcagt aacgtttttt ctttaaaaaa cagtttgtta atgatattta tcatccgctg
  4480561 caaatactgt catccactac aaatactgtc attcactaca aatactaccg cccaccacga
  4480621 atactcccca tcgcccatac tgtctgtcac caatactgct cgctggtcat atgccccggt
  4480681 ttacggcgca gatgtttacg catttcgcgc tgttctttca gtaattgctg ggtatcacgc
  4480741 accatttgtg ggttaccaca cagcatgaca tggctgtctt tcgcatcaat ttttaggcca
  4480801 actgccgctt ccaaagcacc attttcgatc agcgccggta cccgcccagt taaagaaccg
  4480861 ggtgattctt cgcggctcac gacggtttgg atacgcagct tgccgttata gcgttgctca
  4480921 agctgttgca tcagcggtag gtagctgagg tcatgggcaa agcgtgcggc gtgtaccagt
  4480981 accaaatgct tgaaacgctc caaatcttgc ccttcctgta aaatcgacaa ataagggcca
  4481041 atggcggtac cggttgccag catccacaag gtatcgcagt cgggaatttc ttccagtacg
  4481101 aaaaaacctg cggcttgctt ggtgatcatc acttcccccc ccacggatag ttgatccagg
  4481161 cgtggactga gttttccttc cggtaccgtg accagataaa actccagatt atggtcgctc
  4481221 ggggcattca cgtaagagta ggcacgctgt acacgctcac cattaatatc caacgccagt
  4481281 ttggcgaact gcccggcggt aaacggatcc acgggtgcat taacctggag actaaacagc
  4481341 gcgtcagtcc agtgctcgat gtgagtaatt ttgccactaa cccattcagc cataattata
  4481401 attcccgtta tttacatgct tgtttctatt tacatacttg cttttattta cagacttgtt
  4481461 tgaagttatc tccgaatcat ctaactgatg taaactttac ggcgctttta cgagcgccgt
  4481521 gcagaataaa aatgattgct agccggttta cagtaagaac tcgtgcaatg ccgggtcttt
  4481581 gcgatccagg aaatgggtcg agcggatgcg gcggatagtg cgtgatttac cccggatcag
  4481641 cagtgtttca gtggtcgcca tattcccttt acgatagata ccttctagca ggtcaccttt
  4481701 agtaatgcca gtggcagaga agataacatt atcattacgg gccatatcac cgagctgcag
  4481761 cacgttgcct gcttcaatac ccattgattt acaacgtaat aactcttgtt cgccgatgcg
  4481821 gcggttatct tcactgtcgc ccttcacttg atggcgcggt aacaagcggc cttgcatatc
  4481881 gccatctagc gcacggatca ctgcagcaga aatcacccct tcaggtgcgc caccaatgca
  4481941 gtacatcacg tccacttcgc tttctggcat acaagtcaaa attgacgcag caacgtcacc
  4482001 gtctggaatg gcgaacactt ttacacccag ttgctgcatt gcggcgatga tgccgtcatg
  4482061 acgcggttta gccaaggtga tcacggtcaa atcagccagc ggtttattga gtgcggtggc
  4482121 gatattgcac aggttctgtt ccaacggcag attcaggtcg atagccccct tggctgccgg
  4482181 gccaaccacc agtttttcca tatacatatc aggggcatgt aagaatgtgc cttggtctcc
  4482241 gaccgccagt actgccagtg cattggcttg gcccatggcc gtcatccggg tcccttcaat
  4482301 tgggtcaacc gcgatatcta ccgcatcacc ttgacccgta ccgacatgct cgccaataaa
  4482361 cagcattggg gcttcgtcga tctcgccttc accaataaca atccgcccat caatattgac
  4482421 ttgattgagc atgatgcgca ttgcctgcac cgcagcaccg tcggcagcat ttttatcgcc
  4482481 ccgacccagc cacttataac ctgccaatgc ggcggcttca gtcactcggg aaaactcgat
  4482541 ggctaattca cgtttcatgg ttagacctgt tgattgcgga atagaaaaac tgaatatagg
  4482601 caagaattct atcacctttc taacttgaag ccgcaaaggt gttagctgta ctctttttac
  4482661 ccgcataact gccggtcatg tttctcacaa cgaaaaacgc gccatcgggg ggatagcgcg
  4482721 ttgtgtttgg tttaaaatag gcttagttta aaaccggttc tgtttaaaac ggactggcta
  4482781 aaactggcgg gctattactc gtcgtgctct tcccaatccc gggcgcgggc cactgctttt
  4482841 ttccagccct tgtaacggat atcacgctct gtggtttcaa tccctggacg gaattcgcgt
  4482901 tcaatgcttg ctttactctt cacctcatcg aggtcatccc agaagcccgt cgccagacct
  4482961 gccaggaatg cagcacccaa tgctgtactt tcacgaatag cagggcgctc aacacgggta
  4483021 cccagaatat cggcctggaa ctgcatcagg aagttattag ctactgcacc gccatcaaca
  4483081 cgcagtgatt tcagccgtgc gccggagtca gcttgcatgg catccaagac atcgcgggtc
  4483141 tgataagcta tggattcgag cgttgcacgg ataatgtggt tgctgttaac accacgggtc
  4483201 aggccgaaaa tcgcaccacg ggcatacggg tcccagtaag gagcgcccag accggtgaag
  4483261 gccggtacca catacacacc attactgttt ttcactttgg tcgcgaaata ctcagaatcg
  4483321 gtggcatcgc ctatcaactt caattcatca cgtagccatt gaatggaggc accaccaata
  4483381 aatacagccc cttccagtgc ataattcact tcaccgcgtg ggccacaggc aatggtggtc
  4483441 aacaggccat gagtagattg aaccgcttct tcaccggtgt tcatcagcag gaagcaaccc
  4483501 gtaccgtagg tattttttgc catgcccggc tgtacacaaa gctgaccaaa cagagcggct
  4483561 tgctggtcac cggcaatccc ggcgattgga atacgagtgc cacctttgcc accgatattg
  4483621 gttttgccgt agatttcgga ggatgggcga acttccggta gcatggcgcg tggaatattc
  4483681 agcgctttca gcatacggtc gtcccactcc ttggtacgga tgttaaacat catggtccgt
  4483741 gatgcgttgg tatagtcggt gacgtgcaca cggccttgcg tcatattcca caccagccag
  4483801 gtgtctacgg taccaaacag taactcaccg cgttcagcgc gctcgcgagc gccctcgacg
  4483861 ttatcgagga tccatttcac ttttgtgcca gagaagtagg gatctaccac caaaccggtg
  4483921 ttgtggcgga tatactcttc cagcccttct tttttcagtt tttcgcaaat atccgcagta
  4483981 cggcggcatt gccagacaat ggcgttatac accggcttac cggtcacttt atcccaaaca
  4484041 atcgtggttt cgcgctgatt ggtaataccg atacccgcga tttcatcaga gttgataccg
  4484101 gctttggcca ggacttcaat cagtgtagag ctttgggtcg cccagatctc cattgggtca
  4484161 tgctcaaccc agccagcctt tggataaatc tgagtgaatt cacgctgaga aacactcacg
  4484221 atatttgcat tgtgatccag tactaccgcc ctggagctgg ttgtcccctg atcaagtgcg
  4484281 acaatgtatt ttttttgagt agtattttca gttgtcataa taagcctact tttaagttgc
  4484341 catttatccc cttcgtactt gaagccgcag ggggatagtt actctgatta ctcggcctct
  4484401 gtaggcgcgt tcaaaacggt ttataaccca tttgttgtgc gtttgctgcc tacatgcgac
  4484461 tccaatgact tgtgtatatt tcagtatcta ttatttatgc tttacgttct gtggttatcg
  4484521 ttgtggattc ttcatcctca agggtacaca catcacaggg caggtggcgg ccaattaagg
  4484581 cccgataacc aaatgcaccc aacaaagcac cgacgatagg cccgaagatc ggtaccagga
  4484641 aataaggaat atcgcgccca ccagtgaagg caatatcacc ccagcctgcc agataagaga
  4484701 atgcttttgg accaaggtca cgtgctgggt tgagtgcgaa cccggtcagt ggccccattg
  4484761 aagcaccaat aactgcgatc agaataccga tcagtagggg ggccagcggg ccgcgtggaa
  4484821 tgccgttacc atcatcagtc agtgccagaa tcagacacat cagaatggcg gtaatgactg
  4484881 tttcaaccaa gaaagcttga acgacagaaa tatgtggatt tgggtaagta gagaagatac
  4484941 ctgccagttg gaggctctcg gtgctgccac gcaccatctg gtgagtttgt tcaaaatcga
  4485001 cgaacaggct gtaatacagg ccgtatacta acgccgcggc acaaaatgcg ccggcaacct
  4485061 gtgccacgat gtaagggaga actttacggc gttcgaaaca ggcgaataac cacaatgcga
  4485121 tggtgacggc cggattaaga tgcgcgcctg aaatggctgc cgtcaaataa atggccatag
  4485181 caacacccag gccccaaatg atactgattt cccactgccc aaaactggcc cctgccaact
  4485241 tcaaagcagc aacacaacct gcaccaaaaa atatcaatag cccagtaccg agaaactccg
  4485301 caatacattg gccttttaag gtagaactag cggtttggct cataataatg tcctacagac
  4485361 agagatttat agggtatttc ttgtttttgc ccttcgagca gtgaagggga taatgtaaat
  4485421 ttatcgttaa cgagcgaaaa cgagaagtag cgaaatcaaa atatgtgtta ttcgtcatga
  4485481 aatgagcgtt ttcgcgtaat tttagggcgt taagggactt taaaagtgtg atcggaccag
  4485541 tgattttttg tgaaaatgtt aaaggggtgt atcgcatcaa aggggcggtc atagatattt
  4485601 ttcagtcttt gctgatagtc acatgcagga aattgctaca gagtgtggtt tgcactggta
  4485661 tggagctaga cagggcggga ttggctacat acaatcggtt tcatagagca ccggtttcat
  4485721 agagcaccgg tttcgtcggg caccattttt atgacgtatt gtttttacga agttatcgct
  4485781 ttcatcaagc agtatcacct ttataaaggt gcgtattaga acaccgcgct tatcaccgtc
  4485841 gttcgatgag tatatagcgc agtaagtatt cgcagcagtt tcatacgcca gtggttacga
  4485901 tgagtttttg gcaagtaatg atgactgcgc ccaagagatg tacgccttgc taccataaga
  4485961 ggaccaaaga atgtcatttg aagtatttga gaaattggaa gttaaagttc agcaggcgat
  4486021 tgataccatc acgttattgc agatggaaat tgaagagctg aaagagaaaa ataacacact
  4486081 gacccaggaa gttcaggatg ctgctggtag ccgtgaggca ttagtgcgcg aaaatgagca
  4486141 actgaaacaa gaacaacatg tctggcagga tcgtttgcga gcactgttgg gtaagatgga
  4486201 agaagtctga gttccgattg acttccgttg ccactagaaa tcgctaacgc gtttttgatc
  4486261 aaggttggtt gctgagcata gcgaggctag ccttaagtca gcggaaataa ataaatatcc
  4486321 tccggcatag ccggaggttt ttcatatgcg cctataaggc tctgttacca gccgcgccct
  4486381 aacaggcgca tcgcgatctg acatttgcat ctatggatta cttacggccc gtaaacgggc
  4486441 taccgggata cgggatcgag agttgctcac ccattttatc ctcttccaat tggtgcttta
  4486501 tgtattcttg tatcctggcc gtgtttttcc ctaccgtatc aacgtaatac cctcgacacc
  4486561 aaaactccct gttacggtat ttgaacttca aatcgccaaa ctgctcataa agcatcagac
  4486621 tgctctttcc cttcaggtac cccataaatc ccgagacact catcttgggc gggatctcca
  4486681 gaagcatatg gatgtgatcc acacagtatt ctgcttccag gatattcacg tttttccatt
  4486741 cgcacagttt tcttaaaata ctgccaatcg ctctgcgttt ttccctgtag aacacctgcc
  4486801 ttcggtactt cggcgcaaaa actatatgat atttacagtt ccatcgggtg tgcgctaagc
  4486861 tcttttcatc cctcattggg accccctttt gatttcttgt tgaacatttg cagttgccag
  4486921 accgcaaact gttttaacaa atcaaaaggg gtttttataa ctgacccaaa gctgaaagct
  4486981 ttactgaacc cccagcctag ctgggggttt tctgggcaca agtaaagggc gatatcagta
  4487041 tcgccctttt ctgtgggtgc gccgatgctc gcggagcggg gggcaatatc acaaatgtta
  4487101 ttgcaggatc aggcgcctta tttacaaggc caatgccaat attttcctat tcgtgcccca
  4487161 ctcagtcgcg caacgctgaa aattccgtta tggctaaatc atccctcatc cctcatccct
  4487221 catccctcat ccctttgcct gtcattatgt aaataaatca ttacgatacg ttttgttttt
  4487281 ccagattaat aatacgctgg gcactggcta tcgttgaagg acgatgggcg ataaaaatac
  4487341 gggtgatctt cagtgaggct atcgcattat tgatatgtgc ttcgtttgct aagtccagat
  4487401 gacttgttgc ctcgtccaga aacagtaaac taggttgacg atacaacgct ctggcaatca
  4487461 ataaacgttg cttctgcccg cccgataaac tgcctccaag ctcactaatc aacgtttcat
  4487521 aacccatcgg catatgcata atttctttat gtatattgca atgattagca caggaaagaa
  4487581 tacgctgctc atctttgttg acatcaaaac tggcaatgtt gtcagcgatg gaacctgcga
  4487641 acagcttgtc atcctggagc acgcaggcaa tgcaatcacg ataattattc aggccgaccg
  4487701 tcgttatatc cagcccatca atcagaatat gcccctgtga aggtgtcagc agcccggcta
  4487761 tcactttcat caacgtggtt tttcctatac ccgatgggcc agtaatcgcc acactctcac
  4487821 ccgcttcaac gtgaatgttc aaatcagaaa aaataggttt tgacagattg tcatattgaa
  4487881 aagcaatgtt tcgagcttca aagaccgcag gttgattggg tgaaagcagt tgtctggggg
  4487941 tctgttcttt ttcggtttcg gtgaaaacaa tgtcggcaat acgctcactg tgcaaggcaa
  4488001 gcatacggag ttgcaacacc atattgatca agttggttgc ccgatcagaa aattgtcccc
  4488061 gataagcatt aaaggcaaca aacataccta atgtcatttg cccatcaatc accatcgacg
  4488121 cgcctagcca taagatgaca acttgatcga tggtgccgat cagtgtgttt acgccgccaa
  4488181 aaaacatatc taacttagtc agtcggatat tggcattggt cgtgtctatg tttagattga
  4488241 gccaaaattg tgagcgtgtt gctgccagcc ccagggcctt aagcgtactg atgccataaa
  4488301 gtgtttccat aaaatgagag ctggctttgg cattttttac aatttgctct tcggaagcct
  4488361 gacggtattg attataagtg gcaaggcgca ggatcatgta catggcggta aaaccaagta
  4488421 ccacccaaac cagccagcca ccatacaaaa acatcatgat aaacacgcca atagacatta
  4488481 gaccgtcaat gatgccgttg accacattgt tggttaatgt tgaacgtatg atatcgaggg
  4488541 agccaaaccg tgactgaata tcgcccagtt tacgtttttc aaaataagcc aaaggtaatt
  4488601 tgagtagatg atcaaataaa cccgccttcc attgcacatc aactaaagac cccataacca
  4488661 gcgatgtcca cgatcgcaac atacttaaaa acgtgcggaa cagaataaag aaaagcaggc
  4488721 cgatacaaat caatgctaat aggtcatggt cctcggcaat gatcacatgg tccatgacca
  4488781 actgagttcc taccggtagc agtaggttaa tggcctcgac cattaacgat aagcaaaata
  4488841 tttttgtcag aaagccaggt aagccgctga tattacgcat cagtgataat aggcttaaac
  4488901 gggtacggct tttttggcgg gtaaattcac tgttaggcca taattccagt gcgacaccgg
  4488961 taaaatgctg tgacatctca cttaggctga cagtacgccg gccaaatgcc gggtcgtgaa
  4489021 taataaaccg ggtgcccttc actgcaacaa ggacgacaaa atggctcata tcccaatgca
  4489081 atatacaggg tgtttttaat tggcgtaact catctaaatc cagtgataaa gcacgggttt
  4489141 taaacttaag ttgtgctgag atattaatta acagcgctaa tgttgcgcca tgagaagaaa
  4489201 taccaaaacg ttggcgtaaa ttaaataaat ctatatccat cccatggtag cggcatgtca
  4489261 ttaccagaca ggcaagtccg cattctgctg cttcggtttg aagcacctgt gggactttac
  4489321 gacgaaagct aaaattcaga cggtttttta tctcgttaaa atgcgtatca ttcatttaca
  4489381 ggccccgtta cacttttctt gatgtcataa aatggagata gcatccattg ataaagaggc
  4489441 cttttttcaa ggaataacgt gacattagct ttaaggccat tggatagcat taaaggttta
  4489501 gactgataac gaaaatgaat atcgtctagt gccacgatga ctttatagta aggctcaatg
  4489561 agtccaccgt tcgggagccg cggtgcaata ttgtatgagg ctatttcttg ttgtgaaacg
  4489621 gggacattag agatagagat tatacgccca ggaaattgac caaacttttc aaaggggaaa
  4489681 gcgtcatagc gtatattgac tttgtctcca gtatttatat aagggacgct attgtttggt
  4489741 acccaaagca caagacaata atagggatta tcagaaggcg tcaattggac caaactgtca
  4489801 tttacgttga ccatctgtcc ttgggtcaca ctcatatttt caatcttgcc atcgcttggc
  4489861 gaattaatga gtaacatgcc actcgcatca acttcagcca attgacgctt taaatcacct
  4489921 ttttgaaata aatactgaga gatatcatta tcaaaatctg atgctcgcgt agagatttca
  4489981 ctttcaagtt ttgctatctg taagctttct tgtatcagtt gagtattcag gctttgaaag
  4490041 gcattctgtt gttgataaaa gagggaacgc tgattggtta attgatcttt agtaattaga
  4490101 ccctgacgtt ggtaagtacc ataactggcc attgtacgcc gcatatcatc cattcctttg
  4490161 cctgcgttat cgaccagctc ttgggatttc ttatgtgcct tttggtattg tgcgagctgc
  4490221 tgacgtaaat taagtagcgt aagttcttta tttttctgtg tattattgat gatgctatca
  4490281 atttgagaaa gttggttatt tattgcttct aaagagttaa ggctaacatt acctgaaaag
  4490341 gtcgttcgac tgacatcaat ttgatataag tgctgacctt tacggacaat atcacccact
  4490401 tccacccatt ttttggtaat gaatccttgt tggggagaaa aaatgtttat ggggtgaggc
  4490461 tgagaaataa cctcaccatt aacgtttatt ctacgggtgt atgttccata aatgataaga
  4490521 gtaattaata acaccaaaaa gatagcacat aaagcagcta tgaacgttgt ggaataaccc
  4490581 gaagttaaca gcgccttccc caaccatttt gttctaatat actctaccgc gtcccggcgg
  4490641 aatatctgat tgctgctcat tcctcgctcc gttataccca tcatttcaaa tcaacatatc
  4490701 acaaaaaata gaaggtttaa ttgaatcatt ttcacgtaac tctatttcgg tatatttaat
  4490761 tatttacgaa ttgcagtttg attttttatt attttgctat tacatttttg ttgagcgctt
  4490821 ttatgctcac catgaagaac taacttaatt ttatctatat aggagtcttt ctgtgaaaga
  4490881 acttacacaa acggaagtga tggaagtttc gggcgcgggt attgtttctg atgcaggtaa
  4490941 agtgctgggt tctggctttg gtgctctgat tgacgcgggt gcatctatct ttggtattaa
  4491001 gccaaatgct agcgcaacaa tcggtaaaat cggcgaaagc atcggttctg cttttgatgc
  4491061 gggtatttcc ggagttaaac aattctttgg tttatcagca ccacagcagt aataagtaaa
  4491121 tatgccagcg tgaaagcgct ggcatattaa ttgaaaggga tctggacagt acgcattatt
  4491181 aagtagtcat gtttgtaggg tgtttaaaaa cagattattc ctattttaag cgatgggata
  4491241 agtagcgtaa tgaaatttta aatgcagaat tatcctattt aaatagatga aaattgctta
  4491301 tcgaacaata cgctttataa atttatggat atatgctgtt ttctacagtg agttttttgg
  4491361 gttcgaactg tcacattatc tttccactgc cgatatgatt ttttttggtg attatgagtt
  4491421 tattttatat cactaatgac tttagtttaa aaaatcagtg tcctaattaa acacatcaaa
  4491481 tttctccctt cttttatttt tcagtgctgg tatctatatc aataaaatac taaggatagg
  4491541 tgttctcatg ccatgaaaaa tttcagataa acatcttttt tatggattag cgaacaactc
  4491601 gcaaggcgcg ccaaatgggt aatagcacgg tggtggcggg tataaacgta ttatcgtgga
  4491661 tttattattt tcacggcccg atacccacag tgattatcta tttactgact taattcattc
  4491721 acatcttgat gaggtttttt gatgcaaaga ggctgctgtt ttctccgtag tacaactacc
  4491781 gctggagtgg ctttgatcgt tgccatgacg ctatcggtat cggcatgggc aatttcagaa
  4491841 caggcaaagt cagaacaggc cacgaccgta ccaaataatg atatcgtctg tcatgtggct
  4491901 cacctcaacg cccgttttga cgataaagag gggctattcg aaggtgcatc acaaagcggt
  4491961 actttgctga tattacgtaa tattagcgct cgagcctgcc aggttaatgc aatgccagtg
  4492021 atcagtttcg aaggcgcagt tggccagcag ttggccgtct ttcgcaaagt accgcgtggg
  4492081 atgcggcagg agccggtact ctcacccgtc actgttgcgg cgggagctga agtcgcggtg
  4492141 caattgcgtt gggtggccag tgacgcgttc gatgggaata actgtgtaac acctgagaaa
  4492201 gtggtggtga ccctgctagg ggggacattg cgtttacctt tcggccgaca gatgtgtgcg
  4492261 gcatctggtg atactgaatt cttcagtcag gcaccagtag gcccagcgac caatgaggtg
  4492321 caatgagtat cgggaggggg caatattacg ccaggatcgc aatcacagtg gataggagaa
  4492381 gaaggggaac cttctcctat ctgtgcacta atccccgtca gacagatatt atttagggta
  4492441 tgttattcaa tatccagggg atcttccgat aagataatac cggtgttatc ggcataaaga
  4492501 tggtcacctg agaagaacgt tacaccgcca aaattaacac ggatatcgct ctcacccaca
  4492561 ccctcatcag cagccccgac gggtattgcg gccattgcct gaatgccaat gtccaactcg
  4492621 gccaagtcat cgacctgacg cacggcaccg taaacaacaa tgccttccca ctcgtttttc
  4492681 aaggctaatt cggctagctc agcattgatt aatgcacggc gcactgaacc accgccatca
  4492741 acgaccaaga cacggccaag accattctct tcaagcaggt caaacaacaa gccgttatct
  4492801 tcgaaacatt ttacggtagt aatcttgcca ccaaatgaag tgcgcccacc aaaattggag
  4492861 aacagtggtt ctaccacgtt tacctcttca tgatagatgt cacagagatc ggaagtatca
  4492921 tatttcatag gattaacgtc tggttgcggc tgggagattg agtatatcct tttctggccg
  4492981 ctgttggcaa aatcatcaat tgttaaattt attcaagtta ccttgagccg ctaatggccc
  4493041 ggagaccttt ctatgataaa caagccgtat taactgaata ccaggcccac agcaaacagg
  4493101 atattggtca gtaaagcggc tttcaccatc tgctcgagca tagggcgcat acctgctgcg
  4493161 gtagggtccc gtaaaacaaa cagcgcatgt tttcccagta atgggatcgc taataaaaag
  4493221 atccaaccgt gccaactgtg cagatggaga atgctgaaga gtgccaggca gaagatggcg
  4493281 gcaccaatta acagcgcatg ataatagcgt gctacgacag gccctagacg gactgccagc
  4493341 gtatttttgc catttgcttt atcattttcg atatcgcgta agttattaat atttaatacc
  4493401 gccgtggcca gtaaaccaca ggccgtggcc ggcagcatga cgatgctatc aaagtggcca
  4493461 gcttgaagat aataggtccc tgcgacgctt aaccaaccga agaataccaa taccgaaata
  4493521 tcacccaatc ccatataacc atagggtttt ctccccacgg tgtaagtaat ggcggcaaca
  4493581 atcgccatca ggccaagcag taaaaatcca agaatatcgc tgggcttttc acaggcgacg
  4493641 gcaatgaggg cgatacctga aatgattgtt aagatcacgg tgataattag cgccactttc
  4493701 atttgctggt ggctaattat ccctttttgc ataccgcgta atggcccgat acgttcttcg
  4493761 gtatcgctgc ctttcaccgc atcgccatag tcgttagcca gattggatag aatttgcagt
  4493821 agaccggcag ttaatagggc taatagtgcc acggcgggtt taaaactatc gagccagaca
  4493881 gccagagctg aaccggtaac gatagaggcg aacgccaatg gtagggtgcg tggtcgtagg
  4493941 ctttccagcc aagcctgggt ttggctggtg ttgattgata ggctcatttt tcgcttcatt
  4494001 caataggagt ctggtccgcc ttaatctcgg cgtgtaagaa aacgggatca tgccaaatgg
  4494061 aaataatgtt aataaaatta tcatgtcaaa aaattatgac gttatcaaaa tcataatgcg
  4494121 ataagaatca taatacgata aaaacaagag tgggaggcga tgcctcccac tcgggatact
  4494181 ccatactgga tgattttatt cagcctaggc tgataaagcg aattatagga taaaacggct
  4494241 caagtcttca tccgcaacca gctcatctaa gtgcttacca acgtattccg cgtcaatagt
  4494301 gatagattga ccactgcttt cgctggcgtc ataggaaata tcttccatca gacgctctaa
  4494361 cactgtgtgt aaacggcggg caccaatatt ttcggtacgt tcgttcacct gccatgccgc
  4494421 ttcagcaatt ttacggatac cctcgcgagt aaactcgatg gtaacgcctt cggtcgccat
  4494481 cagcgcttta tactgttcgg ttaatgaagc acttggctcg gtcaagatgc gttcaaagtc
  4494541 atctgttgtc agcgcttgta actctacgcg gattggcaaa cggccttgca actccgggat
  4494601 caagtctgat ggactggaaa cctggaatgc gccagatgca ataaacagaa tatggtcagt
  4494661 cttcaccata ccgtgcttgg ttgagacggt acaaccttca accagtggca gtaagtcacg
  4494721 ctgtacccct tcacgggaga catctgggcc ggaagtctgg ccgcgtttac agattttatc
  4494781 gatctcatca ataaacacga taccgtgttg ttcaaccgca tcaatcgctt gctgtttcag
  4494841 ctcttctgga ttaaccagtt ttgctgcttc ttcttcaatc agtagcttaa gtgcttcttt
  4494901 gattttgatt ttgcgcggtt tctgtttctg gccagcaata ttctggaaca tggattgtag
  4494961 ctgattggtc atctcttcca tgccaggagg tgccataatt tcaactccca tcggggccgc
  4495021 agccagatct atctcaatct ctttatcatc cagttggcct tcacgcagct tcttacggaa
  4495081 agtctgacgg gtggcagaag gctcctgtga ttcatccggt acgccccagt tgtttttggc
  4495141 gggtgggatg agcacatcca aaatgcgttc ttcggccaac tcttccgccc gatagcgcat
  4495201 tttctcgata gactgatggc gaaccatttt tacggctgca tcggttagat cgcgaatgat
  4495261 agaatccact tctttaccaa cataacccac ttcggtgaat tttgtggctt caactttgat
  4495321 gaacggggca ttggccaatt tagccagacg gcgggcaatt tcagttttac ccacaccggt
  4495381 tggcccgatc atcagaatat ttttaggtgt cacttcgtgg cgcagctctt cgttaagctg
  4495441 catacgacgc cagcggttac gcagggcgat agccaccgca cgcttggctt tgtcttggcc
  4495501 gatgatatgg ctatcaagtt cgctaactat ttcgcgtggg gtcatttcag acatattatt
  4495561 ctatccttac gctctgtacg ttaattatgt actgtacatt aattatgcag tgcgttaatt
  4495621 acgtttagta tgttaattct tcaatggttt ggaagcggtt ggtgtagata caaatatccc
  4495681 ccgcaatact cagtgatttc tcaacgatat cccgcgcacc taattcagta ttttctaaca
  4495741 acgcacgtgc tgccgattgg gcataaggcc caccggagcc aatggcaatc agatcatctt
  4495801 caggttgaac cacgtcaccg ttaccagtaa tgatcagcga agcggtctca tcggcaaccg
  4495861 ccagtaacgc ttcaagcttg cgcagcatac ggtcggtgcg ccagtctttg gctagttcaa
  4495921 cagccgcttt cgtcaggtgg ccttgatgca tttccagctt gcgttcaaat aactcgaaca
  4495981 gagtaaaggc atcagcagtc ccccccgcaa agccagcaat aaccttgttg ttataaagac
  4496041 ggcggacttt tttggcatta cctttcatca cggtattgcc caaagtgact tggccatcgc
  4496101 caccaataac gacatgacca tcacggcgta cacttacaat tgttgtcacg agcggaccct
  4496161 cgttgcagac tgaatgagtc cccgtactgc ctgttaaaaa acagtacgga gtatattgaa
  4496221 attataaatg ggggaggatt aagacttttc aacccccaac agagagggga atgcatcctg
  4496281 attgacctgc accttgtaaa cgctgcaagg ctttatctgc ggcagcctta ctattgtagg
  4496341 ggccaagcac cacgcgattc cagccaccgc ccgaggtaat acggctttcg atacccgcaa
  4496401 atgccaattg agcgcggata gattctgcct gatcaacggc tttgaatgag ccacattgca
  4496461 ccatccagcg ttgtgttttt tctttctctt tttccacttt aggcggcgta acggcctgag
  4496521 tcactggcgc ggcgggcggt gtacgcacgg gggccggtgc ttgaggttgt acaggaatag
  4496581 tggtttgacg cggcggagtt accggttgcg gctgtacact ggtggccggt ggtttgatgg
  4496641 ttaccgctga acgtggtacc tgctgcatac cttggttata gggaacctca gaaagttgcg
  4496701 tcggttgttg acgcatatct gcctgcatct gctccagtaa ctgacgttgt tcattggtca
  4496761 actctgtttt ggcgtttact tcaccccctg cagagggttc tgttggcatg ggtacgccaa
  4496821 tctgacgatt ttccaattct ttaatataac gccagcgttc ttccggtttt ggcggtagcc
  4496881 cattcccggt acgtgggtca tgatttggca atagcggaag ctcacccggt ttattgtggg
  4496941 tgataaaata gaggccgcca acaaacacca ctaatagcgc gacagccagt gccatcacgg
  4497001 ttttagatac tattggagca ctgcgttttt tccggctggt gcttttgcgc cgcgctcctg
  4497061 agcgccctcg gcttacataa tctctttgtg ccacaatcgt ttcgctgcgt cgtaatgatg
  4497121 gaataagtcc gtcatgttac tgaacccttg aatatttgcc tagtgtttag gcgcagcagt
  4497181 actttccctg atgattaatt cggtatctaa caagcgggag ccactttgta ctgaatgccc
  4497241 ttgcagttgc tccagtaaga gtaacatggc ttgctggcca atctggtaac ggggttgtgc
  4497301 gacggtagtt aatggggggt cacaaaactg tgacagcttc aagtcatcaa agccaaccag
  4497361 cgagacatcc tgcgggatac gtaaccctaa ttgcttcgcc tgccagatag cccctactgc
  4497421 catgacatca ttgtgagaaa atattgcagt gggggggtgg ggcagctcca taagagccgc
  4497481 aaagctttgg gcccccgctt cgtagctgaa atccccgcgt ataatatagt cattatcgac
  4497541 agtaatacca ttacgacgca gtgcctgaat ataaccttgt aaccgataat ggctcagcgg
  4497601 caggctttct ggcccggcga tacaggcgat gcgtttatgg cccaactcat gcaaatagtt
  4497661 aacggcttca taagcggcgg tcaggttatc gatatgtacg gtcggcagct ccaactcagg
  4497721 agcaaactca ttcgccatga ccatcggggg taaatttcgc tgctcttctt tactggcatc
  4497781 aaaaggcagg ttagagccta atagcagcat gccatcgatc tgtttggtga taatcagatt
  4497841 aacaaatgtg cgctcttgct gggtttgttg tgcgcaatca ccaattaata tcagatagcc
  4497901 ttgctgggcg gctgcgtgtt caatgccctg aatgacatcg gcaaaaaatg ggtcactgat
  4497961 atcgggtacg atcaccagaa tcgtacgtga ttcattacgc ttaatattac gggataaagc
  4498021 atgaggagaa taaccaacag ccaaaacggc ttgttccact ttttgtcggg tcacggttga
  4498081 aaccttttca gggttcatca acgcgcgaga cacggttgct gttgatacac ctgccatttc
  4498141 agcaacatct ttcatcgtgg tcattgtgaa ttctttctta ttttccaacg cccttctcct
  4498201 tactctagct ccgagccagt aagcgcgctc atagactttt atggccgtgt tgtttcggtt
  4498261 aaatactgac ttgccgtcat tctatacaga tagtgggggt aatttgttac ctaatttgca
  4498321 taaaaaatgt gacgtaagta ggttttttcg aactggctcg cagaaaggag ggtaaacgat
  4498381 tgcttcgtgg tgacgatcag acaataaaag atcgggcgaa cccctttttc ttgacgctgc
  4498441 aaggggttcg ccatatcccc tcacctgaat cactttcgtg tcagttcatc gggatttatt
  4498501 cgctgttcac ctaccgtgtt aatgattttg ggtatagata tcaactatcg ataggatcga
  4498561 catctattgt ccatttcact ttgcgtgcct gaggtaaggt actgattaat ggctgagagg
  4498621 ttttaatcag ccgttgcagc agttgccgtg agggatgttg tagcaataac tgccagcgaa
  4498681 agcgcccacc ccgtttggct tgtaacgccg gaactggccc cataatccat aacgcctcat
  4498741 ctttgagggg gctggcctcc agcaaattac gtaattgttg caggaagagg gctgattgtt
  4498801 ggttatcgtg atcttcactg cgcacgataa tatggctggt atagggcggt aaaaacacgc
  4498861 ttttacgctc ttctagcgct tgtttggcaa acgcatcgta gccctgctgt aacagaattt
  4498921 gcagcagggg atgctcgggg tggtgagttt gtaaaatcac ttccccttgc ttgcctgccc
  4498981 gcccggcccg gcctgagacc tgcgtataaa gctgggcaaa gcgctcggct gagcggaaat
  4499041 ccgctgaaaa cagcgcgcca tcaacatcca gtagcgccac caaggtgacg tcagggaagt
  4499101 ggtgcccttt ggccaacatt tgtgtaccaa tcaaaatgcg tgcaccacct tggtgaacat
  4499161 ccgccagata ttgctccagc gatcctttac ggctggtcgt atcgcggtca atgcgggtta
  4499221 ttggtgtctc aggaaataac ggtgccagtt cattttccaa ctgttccgtc cccacgccaa
  4499281 cggagaccag atgagtcgat ccgcatttag ggcattgctg aggcacaggc cgttggctgt
  4499341 cacagtggtg gcaacgtaac tgacggtggt tttgatgcag cgtgtaatag tggtcgcagc
  4499401 gctgacattc ggcaatccag ccacattcgt gacacaacag ggcaggtgca tagccacggc
  4499461 ggttgaggaa taaaatcacc tgattacccg cttgcaggtg cgttttcatc tgtttcagca
  4499521 ggggttgaga gaggccgact ttcaatggca ggccttttag atccagcaaa tgttgtgccg
  4499581 caggtttggc actccctgcg cgtttggtca gggttagctg gcggtattta cccatttgga
  4499641 cgttatgcag agtctcaagc gcgggagttg ccgtccccat gacgatagga ataccctctt
  4499701 cgcgggcgcg aaataccgct aaatccctgg catgataacg ccaaccttcc tgctgtttat
  4499761 aagagctgtc atgctcttca tcaataatga tgacgccaag gcgtgaaaac ggcgtaaaca
  4499821 aggctgagcg ggtcccaatc acaatcgccg cctcaccact acgtgcccgc aaccagacgg
  4499881 ataagcgctc actgtcgttc aagcctgaat ggagaacctc aaccggtgcg ttaaaccgtt
  4499941 cacgaaaacg ggcgatggtt tgtggggtca ggccaatttc aggcaccaga attagggcct
  4500001 gacggccctg cgctagaatg ttttccagca cgctcaggta aacttcggtt ttacctgaac
  4500061 ccgtaacacc tgccagcaac caagcggcaa attggttatc ttcgctacga atagccccga
  4500121 cggcggtggc ctgttcagta ttaagccgta ggcgttcccc cagtaccgaa aaactgtgac
  4500181 gccagtcggt ggttgtggct tcctgcgccc gtagatcaat caacccttta ctgcgtaatg
  4500241 cctgtaatgc actttcagtt aatgccattt cattaacctg atggcgataa accggtttct
  4500301 gcaataatgc agcaagcgct tgctgctgct tgggcgcgcg ttttaagctt tctggtggtg
  4500361 tagcgcggcc ttgctcggtg acaaaccatt gccataaggg cgctgattgg gcgggtctcc
  4500421 cctgacgtaa caagatcggc agtgcatgaa acagcacttc acctatcgga taatggtaat
  4500481 actcggttgc ccagcagaga atgcgccaca ggctaggggg gaataagctg tgattatcta
  4500541 aaatggcatc aatggttttg agttgttcaa gcggaaaggt gctggtatca ctgagaccca
  4500601 cgacgatacc aatcgctttg cgtttaccga atggcacact gacacgggcc cctacgacag
  4500661 ggcaggccat ggcactgtct aagcggtaat cgaaggtacg ggccagcggt acgggtaatg
  4500721 ccacttgaac aactgacata tgatgtcatc ctgaataaag agattggcct gaataaaaaa
  4500781 agattgaaca gtttacaccg catacttcac aatgtgcgga ttcgattgcg cggtttcgtc
  4500841 aaattctgta tgattcgccg cctttgatat aatttgatat caaatcctgt taaccatcgt
  4500901 tgcttatttt atcaacgatg gttatttatc aatcgtgtgg tgtctggcgg aacagggctg
  4500961 gatagcgaca cggcctaata tagaggtttc catgaaacaa ggtatccacc ctaaatacga
  4501021 acaagttact gcttcttgct cttgcggtaa cgttatcaag atcaactcta ctgttggtca
  4501081 tgatctgaac ctggacgtgt gcggcgaatg ccacccgttc tacactggca agcagcgtga
  4501141 tgttgcttct ggtggccgtg ttgaccgctt taacaaacgt ttcagcgtgc cgggtgcgaa
  4501201 gaagtaatta tcgcccgtca gataaaaagg cgccttgggc gccttttttg ttgccactct
  4501261 aaccaccttt tacggaagtc gtgatcgttt tatggcgatg atgattattt tatggggatg
  4501321 attgttttat ggcgatgatt gttcgtcgca tcaggtcgtc tataaccccc attcagcacc
  4501381 caacttagcc tactcgttat cacgtcgcca attttccctc tgcctgaatc catgagatga
  4501441 ttaggcataa ataataaata aatttaataa gttaataatg acgtggacca tttggtgagt
  4501501 ttgacacgag agataatagg ttagcgacgt ctaattgtta ttattaaatt ttatgacaca
  4501561 tacttcgatg attattttgt gcgtaaagaa aaaatggcta agcacaattg ttatgctgaa
  4501621 ccattttttg tagtgaaagc gttaattata gtgaaaacgt taactgcagt aaaaatatta
  4501681 actgcagtga aaaggttaac tgcagtgaaa aggttaattg tagcgaaaag gttaatcttc
  4501741 agctttcaat tgatctctta cttttttgaa caatgaagca gattcagtat ctgaagacat
  4501801 tgcactgtcg cgggtattct tttgtacggc aatagcacca aacagggtca taaagaacgt
  4501861 caccccataa aagccttttt cactcagtgc taaagtggca ttccataggc cgatacacag
  4501921 caacagaacg gcgacgataa aagcaaccca acataaaccg taataaattg aagtgattgc
  4501981 caggccttct agcttgtcac ggacggtttt ttgcaaagaa acggcggaga acaggccgag
  4502041 tatcaatacc gcgaaataat aacctcgctc gtttaattgc atatctgcat tccacagacc
  4502101 aatcaggaag ataacaaaac cacctaatag cgctgaccaa gaggctgcgg taaaagcggc
  4502161 ggaaggtttc gcataatttg ggttcatatt taagtccatt cattaaatta gacatcaaat
  4502221 tttttaatgg aaagtgagtg atctctaacc atttaaaaac tggttatatc ccaataatcc
  4502281 gtagcagtaa aataataatt gataatatgc ttttttatcg agatatacat ggagggatgg
  4502341 tatgtgagaa tattcttata caatatgtcg atatagctaa gactattctt gagttatgag
  4502401 taaatataaa gaagggaaat acagataact accacagata atacattttt atcaaaacca
  4502461 aggcgcttag cgtgcttttg tgtattctgc cacctggatt cacggtgatt catgaaccca
  4502521 ggtggtagct ggaaatcaat attcccaggt gtcagggtca acacccaatt cacgcattaa
  4502581 aattttcgcg gcttccggga tctcatcact gcgttcttta cgcaggtctt cgtcattcgg
  4502641 tagcggctgg ccagtaaatg catgcaaaaa ggcctcacac aacaattcac tgttggtagc
  4502701 atggcgcagg ttattcacct gacggcgggt ccgctcatcg gtgaggattt ttaacacttt
  4502761 caacggaatg gataccgtga tttttttgac ctgcttgctt ttcttgccgt gttcagcgta
  4502821 agggctgaca tactcgccgt tccactcagc catgggatac cttaaatttg tcggaaaaac
  4502881 acaatgttct gaaaaccggc taattatgcc cgattttcac tgttctcact aaataaatgt
  4502941 cgattttact ggatcaacat caccgaaata cccttagtgc ttacgttgtt gctgctctta
  4503001 ctcgctcgaa tcactgactt gagccagttc actcgttgct atgctacaac gctaatgacg
  4503061 ttggatataa aaacctactt taaatacaaa gcctctataa ttttagcggt tattattcca
  4503121 ttgctcaatc tatacgcaaa gaagtttaga tgtccagatg tattgacgtc cgtaatttgt
  4503181 gcgtctactc tggcgtaaca ttttctcgat cccggctggt ggaaatcaat atgacgcgta
  4503241 aacaggcaac aatagcagtc cgtagcgggt tgaatgatga cgagcaatac ggctgcgttg
  4503301 tccccccgat tcacctttcc agtacctaca attttattga ttttaatcag ccgcgcacgc
  4503361 atgactattc acgtcgtggt aatccaacgc gtgatgttgt ccaacgggcg ctggcggaat
  4503421 tggaaggggg ggccggtgcc gtcatgacca gcagcgggat gtcggcgctt catttggttt
  4503481 gcactacatt cttacagccg ggcgatctgt tggtcgctcc gcatgactgt tacggtggca
  4503541 gttaccgttt atttgacagc ttgagcaagc gtggtgcgta tcgggtgtta tttgttgatc
  4503601 agggcgatga agcggcacta aactgcgcat tggcggagaa accgaagttg gtcttgattg
  4503661 aaacaccgag taatccattg ctacgggttg ttgatattgc cgccatctgc caagccgccc
  4503721 gtgctgcggg cgcactgacg gtttgtgata acaccttcct cagccccgcc ttacagcagc
  4503781 ctctctctct tggggccgat ttagtggtgc actcctgtac caaatatctc aatggtcact
  4503841 ctgatgtggt ggctggtgct gttattgcga aagatccaga actggttgtc gagctggcat
  4503901 ggtgggcaaa taatattggt gtaaccggtg ctgcgtttga cagctatcta ctccttcgtg
  4503961 gtttacgcac gttatcacca cgcatggctc aacagcagcg taacgcggat gacattgtgc
  4504021 gttatttaca gcaacagcct ttagtgaaaa agctgtatca tccttccctg ccacaacatc
  4504081 ccggccacga aatagcctgc cgtcagcaat caggttttgg tgcaatgctc agttttgagc
  4504141 tggatggtga tgagcaggtc atgcgccgtt tcctttctgc ccttgagcta tttaccttgg
  4504201 cagagtcttt ggggggggta gaaagcctga tctcccatgc agcgaccatg acccacgcgg
  4504261 gtatggcggc agaggcgcgt attgccgcag gcattactga tagtttgttg cgtatttccg
  4504321 tgggtattga agacagtgaa gatttgattg ctgatttgga ccacgcgttc caattggcag
  4504381 taacgaggta agcatgaatg caacagcggt agcagcggcg gcaacgggcc gtcaactgca
  4504441 taaatttggt ggcagtagcc ttgcggatgt gaagtgttat ctacgggtgg ctaatattat
  4504501 ggccaactac agtcaccccg gcgatctcat ggtggtgtct gctgccggga gcacgacaaa
  4504561 ccagttgatc agttggttga aactcagtca aaacgaccgt ctttctgctc atcaggtaca
  4504621 gcaaagtctg cgtcgttatc aacacgatct gatcaatggc ttattgcctc cagaaatggc
  4504681 agagccatta atcagtgagt ttattcatga tttagagcgc ctggcgggct tgctggataa
  4504741 taaaattgat gatgtgattt atgctgaagt ggttggtcat ggtgaaattt ggtcagcccg
  4504801 cttgatgtct gcgctactga ataagttgga tatggatgcc gtctggcttg acgcccgccg
  4504861 tttcctacgt gcagagcgtg cagcgcaacc acaaattgat gaaagccgct cttatccgtt
  4504921 actgcaacaa ttaatggccc aacaccctca ccagcgtttg gtggtgactg gttttatctc
  4504981 gcgcaatgag gcgggtgaaa cggtcttgct tggccgtaat ggcagtgact attcggcgac
  4505041 gcaggtcggg gcattggccg gggccgagcg tgtcaccatc tggagtgatg ttgccggggt
  4505101 gtacagtgcc gatccacgta aagtgaagga cgcttgcctg ctaccattat tgcggttgga
  4505161 tgaagccagt gaactggccc gcctggcagc accggtgtta catacccgca cattacaacc
  4505221 ggtttctggt agtgacatcg atttgcaatt acgttgcagt tatcagccgg agcaggggtc
  4505281 aacccgtatt gaacgtgtgc tggcttcggg attgggtgcc aagatagtga ccagccacga
  4505341 tgatgtttgc ctgattgaat tgcagattgc cagtcaccat gatttctcgt tggcgcagaa
  4505401 agagatcgat ctactgctca aacgtgcgca aatcaaacca ctggcgaccg gtattcaccc
  4505461 agatcgtaac ctgctgcaac tttgctatac ctcagaagtg gttaacagcg ccttacgggt
  4505521 gttggaagat gccgctctgc cggggaaact ctctctgcgc gaagggctgg cattggtcgc
  4505581 actggtgggg gcgggggtga gcaagaaccc acttcacagt caccgtttct accaacaact
  4505641 gaaagatcag ccagttgagt ttgtctggca ggccgaagac ggtatcagta tggtggccgt
  4505701 cctgcgtctt gggccgactg agcacctgat tcaagggttg caccagtcgt tgttccgggc
  4505761 ggaaaaacgt attggtctga tgctgtttgg caaaggcaac attggtgctc gctggttgga
  4505821 gctgtttgcc cgtgagcaga aaagtctttc ggcccgcagt ggttttgaat ttgtgctagc
  4505881 cggggtggtc gatagccgcc gtagtctgct gagttacgat ggtttggatg ccagccggac
  4505941 gctggcattt tacaacgatg aagccaaaga acaggatgaa gaatccctgt tcttgtggat
  4506001 gcgtgcccac ccgtttgacg acctggtggt gttggatgtg accgccagcc cgtcacttgc
  4506061 agaacaatat ctggattttg ccagttatgg tttccacgtt atcagcgcga acaaattagc
  4506121 gggggcttca agcagcaata attaccgcca aatccgcgat gcgtttgcga aaactggccg
  4506181 ccactggttg tataacgcca cggtaggcgc ggggttaccg gttaaccata cggtgcgcga
  4506241 tctgcgtgac agtggcgaca gtattttagc gatcagcggt attttctctg gcacgctgtc
  4506301 ttggttattc ctgcaatttg atggctcagt accttttacc gagctggtag accaagcctg
  4506361 gcagcaaggt ttgaccgagc ctgatccaag ggttgatctc tctggtcagg atgtaatgcg
  4506421 taagttggtg attttagccc gtgaagcggg ttacgacatc gaaccgaatc aggtgcgggt
  4506481 ggagtcgttg gtgcctgctg gcgcagagag tgggtcggtt gatcaattct ttgaaaacgg
  4506541 cgaggcatta aatcagcaaa tgattcagcg tttagaagcc gcgaaggaga tgggcttggt
  4506601 attacgctac gtggcacgct ttgatgctaa tggtaaagcg cgggtgggcg ttgaagcggt
  4506661 acgtaccgat catccgttgg cttctttgct accgtgcgat aatgtttttg ctattgagag
  4506721 ccgctggtat cgcgataatc cgttggtgat tcgcggccca ggcgctggcc gtgatgtgac
  4506781 cgctggggcg attcaatctg atttaaaccg cctatcacaa ctgttgtaat ccgctgttat
  4506841 tcgcctcttc tgttctgcgc aggagaggcg catcccccgt tactcgccaa tatgaatttt
  4506901 tcacgcattg cgtgtgaata ttaatcatca ccctaaactt atttaaacat tgacacttta
  4506961 gccaacttcc gtcattttct atttagacgt ctaaacgtat agacgctcat aaataatgac
  4507021 aaataacatc agccgtcata atggcaatgg agtaacaggg tatgagtttt tttcacgcaa
  4507081 accagcgaga agcgctgaac cagagtctgt ctgagctaca aggtcagatt aatgtttctt
  4507141 ttgagttctt cccgccgcgc accagcgaga tggaggatac cctgtggagc tcgattgatc
  4507201 gtcttagcac gttgaaacct aaatttgttt ccgtgaccta tggggcgaac tcgggtgagc
  4507261 gtgaccgtac tcacagcatc atcaaaggga ttaaggagcg cacaggcctg gaagctgcgc
  4507321 cgcatctgac ctgtattgat gcttctccga ctcagttgcg tgatatcgcg attgactact
  4507381 ggaatagcgg tatccgacat atcgttgcct tacggggtga tttgccgcca aacagcggaa
  4507441 aacccgaaat gtatgcctgc gatttggtgg gtttgctaaa agatgtgggt gattttgata
  4507501 tctccgtggc ggcgtaccca gaaattcatc cagaagcgaa aagcgcccaa gctgacttga
  4507561 tcaatctgaa acgtaagatt gatgcaggtg ctaaccgggc catcacccaa tttttctttg
  4507621 acgttgagag ttacctgcgt tttcgtgacc gctgtgttgc caccgggatt gacgttgaga
  4507681 tcgtaccggg cattttgccg gtttctaatt ttaagcagtt acagcgtttt gccaccatga
  4507741 ccaatgtgcg ggtcccaaat tggatgacat ctatttttga cggtctggat aatgacccag
  4507801 agacgcgcaa aatggtgggg gcatcggtcg cgatggacat ggtgaagatc ctcagccgcg
  4507861 aaggggtgaa ggatttccat ttttatacgt tgaaccgggc tgagttgagt tatgcgattt
  4507921 gtcataccct tggggtgagg ccttagtttt ttaaaggggg ggaacggttt taatctcctg
  4507981 gtggtttggt ggtttggtgg tttggttctg gtgatcgggt tcggttgtta tggctttacg
  4508041 gctcacctgg cctccgatga accaaccgcc aatggggcca taagtgcact gaaccccaaa
  4508101 acttggacat ctgctttact gcttttctac ctgagtccgg tattctgccg gactcattcc
  4508161 gcctgttttc aggctaatgc gctctgtatt gtaataatgg atatattcta caatgtcacg
  4508221 ctttaaaact gtggctgaat cgtacttctt acggtgatac atctcggctt tcaggtgact
  4508281 gaagaaattt tccatcactg cattatctaa acaattgcct ttgcgtgaca tactttgcct
  4508341 tatccccgcc tcgacaagca ttgagcgcca catcggcgtt cggtaatgcc agccctgatc
  4508401 gctgtgcaac atcaggcctt cttttctccc tttcactttc agcgcttttt ccagcgtctt
  4508461 gcacgtcagg attaatgctg ctctttctga catatgccaa gaaataatct cattattaaa
  4508521 caggtcttgt atcaccgaca aatacagctt ctgtgctcca actcggaact ctgtgacatc
  4508581 tgtacaccac ttcaatccac tgatttcgga tgtaaaatta cgagccaata gattatcgga
  4508641 tgcccggcca ccatcggccc tataggagcg atatttttcc gccgaatgag gctgagtaac
  4508701 ccgtgctgat tcatcagttt tcgcaccgtt ttgtgattca gtgtgaaccc ttcttttctc
  4508761 agtgcgaccg tcatccggcg ataaccgtag cgctgtgcgt gtcgtctgct tagggcgcca
  4508821 atcgctttta ccgcatctgc atagtcatca attacaccgt ccggtttcga tgcatgataa
  4508881 tagtatgtac tgcgtgccaa ttttgcggca cacagtaggc aagaaagtcg atgttctgct
  4508941 gtcagtgctt gaactattct ggttttttct gctgctccct gagtgccttt tcttctctca
  4509001 gggctttccg cttttttaga taagcgtttt ccgcgcgcag atactcaagt tctttctcta
  4509061 gctccgcatg cgtcatctcg ctgaacggtt ttgaatcgtg ctcatattta tcttttggca
  4509121 tagtaggacc cgttttcgat gggttaagcg cttcttttcc tccctctcga taacgtttca
  4509181 tccagttttg gataatcgtc tcgttgggaa tgttaaaatg agcagaagca tcggcagcgc
  4509241 tacatctgtt tgccatcata tagcggacaa cgcaaagcct gaattctgga gtataagttc
  4509301 tggaaagatg gtgctccagt ccagcctcac cttgacggcg aaaagctcgg atccaacgcg
  4509361 taagagggga tttgccaaca ctgaattgac gtgcggtttc ccgcagagtg gcctttcctg
  4509421 aaaggtaatg ttgaaccgcc gctaggcggg ttgaaaaagg gtgtttcatt gaaccgaacc
  4509481 tccagatcat ggataaaaag atccaagatc tggggttcag tgcacttatg gccccattgg
  4509541 cggttggttc atcggaggcc aggtgagctg tgaagccata acaaccgaac ccgatcaccg
  4509601 caccaaaaac tcccccccaa acccccatga ctctgtgtat ctccccaaac ttacgttatt
  4509661 attcgccaag caagcgttta taaaaataat catttgtaaa aataatagcg tacctactta
  4509721 tattcaggca atttggtcag ctaaatttca gccgataacg gcgcagcagg cgataccgca
  4509781 acaaacatta ttgcaacaaa caatacagat aacagataac agagagcagg catgaccaat
  4509841 aagattgact ggattgataa ccttcgggcg gtggcgtgta ttatggtggt gatgattcat
  4509901 tccaccactt attacgtgac ccgtggtgca caggtaggag aactcaactg ggatatcgcc
  4509961 aatgtgctga actcagcttc ccgcgcgtgt gtccccttat tttttatgat ctccggctat
  4510021 ctattctttg gcgaaaaaag tgctcagaaa aaacacttta tgcgtattgg actgtgtctg
  4510081 ctgttttata gcgtgatcgc actgatctat atttcaacat tgaccccaat cgacggctgg
  4510141 gcctcgttga gaaatatcct gcaaaaaccg gtgttttatc atctctggtt cttctacgcc
  4510201 attatcgtgg tctatctggt ctcgcccctt attaaggtta aacccgtttc gggccgctat
  4510261 ctggcaatat tgatcctgtt attggctgtc gtcgccaacc cgcaaaccag caagttctcc
  4510321 cttgatgatt tccgtttgtt gcctgctaac ctctatattt acggcgatac tttctattat
  4510381 ttgctgtatg ccctgttggg tcgagcgatg ggtatgctgg aaactcaggg gcggatgatc
  4510441 agttggggag cggcattgct gtttgtcgtg agtgtaatat gcattgccat ctcaacggaa
  4510501 aaacagacac gaattaatgg cagttttgct gatacgtttt acatgtattg tagcccgctg
  4510561 gtgttcattg cggcggtgtc gctgtgggtt tggtttaaaa attgtctgaa tcagcacatt
  4510621 gcctggctaa gtgggctcgc caggcattca ctggcaattt atggttttca tgcgctgatt
  4510681 atccacttta tccgcacgca tcattatgat ttcacggctt acccagtgct ggatattctg
  4510741 tatgtttttg cactgaccct gggcctaagt acattattat cgatgggatt gcagcgtatt
  4510801 gatcggcgac ggtgggtcag ttaaccacgg tgacccccca ctgtgggcac tttatgatta
  4510861 atgagaccat tcatgattaa tgactccagt gcatgattaa cagattcagc cctatggaaa
  4510921 gagctaatag tggaaagagc caatatacga cactgacttt aatgctaaag ttatttttta
  4510981 tcttggttta taaaaaagct accgagaggg tttattctca gtggcttgga ttgtgttaaa
  4511041 tttattcatt aaaatataca tattaacatg ataaataaga tttttcctat cactttaaag
  4511101 aattaattaa cctgtattgt gggcgttttc attttatttt actgataatt ctgattttta
  4511161 atttaattta aattaaaaat atataatttt attataaata tatttaaaga ttttatttga
  4511221 ttgttttttc tggttgtcat tcgtagcttg ctgttaagtc tgattattta tattgaaaat
  4511281 ctattttttt ataaatagta atacaattga tggttaagtc tattttataa gatgaaagcg
  4511341 tgacattgag tgaaatcgac acgcctgaat tctgcccatc aaggtaattt agcatataaa
  4511401 tacttttcta tttcagttgg ttataataaa taatccaata aaattttcgt gtttttaatg
  4511461 aaatttttat ctcaagagtg tattgatgat ttgatattga tgttaaattt tatttgggtt
  4511521 attttatttt agagagtaag atctcacggt catataatga tttaatttcc cttttttatt
  4511581 acattagact cctttaacaa tttttaattt aaccatggtt gtactcatta ttaataattc
  4511641 tattatgtga ttggtatttc agagatatat cctttaaatg caatatctac ataaaggttt
  4511701 ttaatatgtc taacgttaag aaaagcactt ttattattgc tttagcaact ttatctgtta
  4511761 tttatcaggc tttagctgct gatgcaggga atgggcgtat taagttcact ggaacggtta
  4511821 ttaatgcacc gtgctcaatt gcattagatt ctactgatat taatgtagac ctagggcagg
  4511881 tcgcgaatag ggttctggag acgggtaaca aatactctca gagcgtacgg tataacatta
  4511941 atctgcaaga ttgtagcctg acggctcaag ggagtggggg ggccacttat cctgcactgt
  4512001 ctaaagtcaa tgtcaccttc agcggtattg ctgatgcggc ggctccagcc ctgctggcta
  4512061 acaccggtag cgcgaaaggc gtgggtgttc gccttattgg cactgatgac gcgctactca
  4512121 aagtgggtga tacgagtcct gatattaatc tgacatctgg tccgaatcag attgtatttt
  4512181 ctgctcgtat tgaagccacc agtgcgccag taactaccgg tactgttgtc tctcaggcaa
  4512241 cctatgctct gaattataaa taacaaatgt ttaaagtaat taaaggggag gtaactcccc
  4512301 tctaattaat attatcgcca taagacaatg gtttatatat gccatataat tctaaaagaa
  4512361 aaaaaaccat cttcctaatg gtgaaagtat taacaataat tttagtatgg ttatttttgc
  4512421 ctgaatcgac tgcagtagta aaattcaata ccaatattat cgatgctaaa gaccgtagta
  4512481 atatcgatct ctctcgtttt gaggttgatg attacacccc tccggggaat tatctacttg
  4512541 atattcttat tgatgatagg ctgttacctg aacgttattt agtgacttat ctcgctgttg
  4512601 atgaagggaa atcaacgaag ctctgtttga cgcctgactt agttaatcta tttggtttat
  4512661 ctacggaagt acgtgagtcg atgacattat ggaataacga caagtgtgtt gctattgatg
  4512721 aaaaaaaaga gataaaaatt cagtacgata aagagaagca atccttaatt atttctattc
  4512781 cccaagcttg gctggcttat aacgatccca attgggtgcc gccttcacaa tggggaaacg
  4512841 gtgttgctgg tactttattg gattacaatt tgtttggtta tcattattca ccgaatatgg
  4512901 gcggcagtac cacaaatttc agcagctacg gcactaccgg ggctaatatg ggaccatggc
  4512961 gtattcgtgc agattaccaa tatatcaata cagaaacggc gggcgagcac taccgtaatt
  4513021 ttgattggtc gcaagtgtat gcttttcgag ccatcccctc gataggggct aaatttgtcg
  4513081 gtggccagac ttatctcaac tccagtattt ttgattcatt ccgttttctg ggcacttcac
  4513141 tttccagtga tgagcgcatg ttgccaccga cgttacgcgg ctatgcacca caggtaatgg
  4513201 gcattgctca caccaacgcc cgcgtggtat tgagccagaa tgggcgggtg ctttatcaga
  4513261 ctaacgttgc accaggcccc tttgttattc aagacattag cgaagccgta caagggaata
  4513321 ttgatgtccg cgtggaagag gaagatggcc gggtcaccgt gtttcaagtc aacgccgcga
  4513381 gcgtgccatt tttaacccgt aaaggtgccg tgcgctataa agctgcgttg ggtcgcccga
  4513441 tgctgggtaa ttcagccagt aatccgacat tctttagtgg cgaattctcg tggggcgcat
  4513501 ttaaccatgt ttcattatac ggtgggctga tgacgacttc gcaggattac acctcggctg
  4513561 cgttgggcat cgggcaaaat ttatatgact tcggcgcact gtctattgat atcacccatt
  4513621 cccgtgcgca gttaccaaat gaagaacagc agaacgggga aagctatcgc gttaattatt
  4513681 ccaaacgttt tgagcagact gacagccaga ttagctttgc cggataccgt ttctcgaaga
  4513741 agaattttat gagtatgagc cagtatttgg attggctaaa cggcaatact gctctgcaat
  4513801 atgacaagca ggcttatacc gtggcagcta accagtatct ggcctggccg gatatcacga
  4513861 tgtatttatc ggtgacacgt agaacctatt ggaatgcggc ctccagtaac aactacagtc
  4513921 tatccatgag caagattttt gatatcggta cttttaaggg tatttcggcg acgatatccg
  4513981 ctaataaggt gaataatcag tatgccaatg agaatcaaat gttcttctca ctcagcgtac
  4514041 cgatcggcat aggccagcag gccagctatg atgcacagcg aggccgcaat accggctaca
  4514101 cgcaaaatat ctcctttcaa caaccagaat ccgaaaaata tttggcgtat cagcgcgggt
  4514161 ggcggtaacc cagaactgta aaaaggtaat ggtgtgttcc gtggtggtta tcaacatagc
  4514221 tcgccttatg gtgaatttgg tcttgatggt agccataaaa ataatgagta caactcaatc
  4514281 aataccaact ggtatggctc aattacggca accgcttatg gggttgctgc ccaccagaat
  4514341 aaagcgggca atgaaccaag aataatggtt gataccgggg atgtcgcagg ggtgtcgctg
  4514401 aataataact cggcagtgac gaaccgtttt ggtgtggcgg tggtcagtgg cgcaaccagc
  4514461 taccaacagt ctgatattcg ggtggatgtg cagaatctgc cggatgatat tgaggtctac
  4514521 aacaccgtta tccaaaaaac gctgaccgaa ggggcaattg gttaccgtga gataagggcg
  4514581 gtaaaaggtc ggcaaatgat ggcgattatt cgcctgaaag atggcagttc cccccccttg
  4514641 ggggcatccg ttatcacgga caaaacgggc gctgaagttg gaattgtggg agacgatggc
  4514701 ctgacgtatt tggcgggatt acaagacact gagaggctga ctgttcaatg ggggaaaaaa
  4514761 cagtgcacgc tcatattgcc aaaagataaa ggaatgaact caggaaaggt actactgccc
  4514821 tgccagtaag tgtttttggg gaaaaatatt cattaaaacg gttgttgatc gaaactgagt
  4514881 tattcacagc caaatgcggc cttttacagt ggaatagcga aatgaaagac ataaatagca
  4514941 tgatatggag acaacaacgt ttgtgggcaa agacagcgct attcgggata gccttgtggc
  4515001 tcactgcgct aaccagccag gcggcaatta acctggatcg gacacgtatt atctttaata
  4515061 gtactgataa atcagccagt gttattttgc aaaaccagag cccgtcatca ccttatttgg
  4515121 cgcaatcttg gttggaaaat accaaaggcc aaaaaataga gagtccattg gtggctttac
  4515181 cccctatgca gcggattgat gccgggcaaa aaagccaggt tcggatcatg aaactaccgg
  4515241 atgccgataa attacccact gatcgcgaga cattattcta tttcaatgtg cgggaaatcc
  4515301 caccgcaaag cgaaatgaat aatgtcgtac aaattgcgat tcaaaatcgg ataaagctgt
  4515361 tttatcggcc catggctatc aaagcgaatt atagcgatat ctggcaagag aaattacaga
  4515421 tcagtaaact agtggggggg cttaaaatta ataaccctac accttattac attacgttgg
  4515481 cttatttgag tcagaatgaa caaggtaact ttcctggttt tgacagcgtc atgattgcgc
  4515541 cttttggtac tgagtttgtt aaaacgccgg gttatagcgg tagccgttat aacgttggtt
  4515601 atatggatga ttttgggggc attgtgatac gcacttttaa ctgtttatca gcagaatgcc
  4515661 aaattcagcc agctgaaaag agaaggtgat acacgtaccc ggttcagcat atgaataagg
  4515721 aataacaatg atgcagacta ttttaaataa aataggtcga atcggtggct gtattgccct
  4515781 gtcattcgtg gcaatgctgt tgtcgcaagc tgcctatgcg cttgattgtg tagagaaagg
  4515841 tactaatgtt gtgaataaac ccggcattcc gataggccaa ttagcaatac cgtctaacat
  4515901 tgcccctggc acaaaaatct gggaatcgag agatattacg gtaacggcat actgcgacaa
  4515961 tgttttaggc tcggtatatg atcaggtctg gttctatttt aatccgcttg ggcaatcatt
  4516021 agggccaggg ttacagttag gtgtcaacta cttagggcaa gatctacaag ccaacgctgc
  4516081 tcgtttaaac accaatacca gcccaatcac tagcgggcag aacgtgacgg taacagtgac
  4516141 tttccgtctg tatattaaag tgactaatga tcttccctcc agtggaaatt atatcggcac
  4516201 ggatagcttt acggtattcc aattggatgg ctctggtggt attaacgtta ctgcgggtgc
  4516261 caaaaatttg aaatatacct tgtctggttt aagcattgta cgttttattc cctgtggtgc
  4516321 ggatttagtg atttctccgg cgtcacaagt tgtgaatttt ggttcattta atcaagcccg
  4516381 gttactgtct agtaataata atctcagtcg gcctttttct attactgcga taaaacaagg
  4516441 ttgcttggct aatttttcca ttcaggcaca gtttttaacc gctaacccat tagtgggtga
  4516501 caatgcgatt gatctgcaaa acggcattaa actgaccatt tatgatgata aaaatcaggc
  4516561 aattgtatac aaccgttatg ctgattttgc acaattgaat aatattactc aggtgacaag
  4516621 aaattatact gcccgcctaa atgccattga aggacaaccg ataaagctgg gccagtttga
  4516681 cgctacggca atcattaaga ttaattatta ttagtgtgtg agccgtggcc ctataaaaat
  4516741 gtgctgagta ataatgaatt acccagcacg gtgtttattc gcactcttga cgactactca
  4516801 cacaatggca gcaattgttg ataaagtttt ttaaaggtta cccggcgatc ggtgtaatag
  4516861 tgatgctttt gtggatccgg taaatgcgtt tgttccaacg ccagtgcagg caataaatca
  4516921 gccagtgata catctgggtt catggcgatt tgagccaacc gggcagcgcc cagcgcgggg
  4516981 ccaacatcac cgccggtgcg atattccagc gtttggccac tgatatcagc cagcatttgt
  4517041 cgccagtagg cactgcgagc gccgccgcca attaatgtga ctgatttcgg ttgtagccca
  4517101 ctggcatgga gagcatccat tccatctgca agtgcgaacc cgacaccttc caatactgcg
  4517161 cgggctaaat ctggccgcct atgttcatgg gtgaagcccc aaaacgcccc tttagcctta
  4517221 gggttgttat gaggggtgcg ttcgccggaa agatagggta ggaaccacac tggcgttgca
  4517281 gccattgggg ttttttctac ctcagcaatc aacgcgggaa cgctctcggc cccagtgagt
  4517341 tggcaggccc aatccaaaca cgaggcggca ctgagcatga ctgacatcaa atgccaagta
  4517401 ttaggcagtg cgtggcaaaa actgtgaacc gcactggctg gattactgag aaaaccctcg
  4517461 ctgactgcaa aatagacgcc ggatgttccc agtgacaaca tcgcctgtcc ggcctgatac
  4517521 agcccaaccc ccaccgcccc ggctgcatta tcgccaccgc cggcgacaat cggtatcctg
  4517581 ttgatacccc aacgtttggc aatatccgca ctgacatggc cggttatttg gttaccttca
  4517641 aacaaggttg gcatgtgctg acggcctaaa ccacaagcag ccaacatctc atcactccag
  4517701 tcacgttgtg cgatattcaa ccacatcgta ccggcagcat cagacatatc agtggcaaaa
  4517761 tcaccgctca tcaggaaacg cagataatct tttggtaata ataccttatc gatacattga
  4517821 aacatgtctg gctcatgttc tgccagccac tgcaatttgg gggcggtaaa gcccggcatc
  4517881 atcaagttac cggttatctg gcgtgatgcc ggtaccgctt gctccaatgt ttggcactgg
  4517941 gaaaaactgc ggccgtcatt ccataaaatg gcggggcgca gcacctgatg ttgtttatct
  4518001 agcaaggttg ccccgtgcat ttgcccggtc agcccgagcg ctttcacttg ctgcatatcg
  4518061 tgttctgcgg ccagtgcttg catgacctga tcggttgctt gccaccaatc agcggggttt
  4518121 tgttcagacc ataaaggatg tgggcgagaa accaccagtg ctgcgttttg gctggcaatt
  4518181 actcgcccgt tttcggccag taaaatagct ttaacgccgg aggtgcccag gtcgatacca
  4518241 acatacatat gctttcctca aattttaatc ggctattcta ctcgccattt tggccgcctc
  4518301 taaggacgac ccggtagggt gtataagctc agtaagcggt caacccagta aacgatcaac
  4518361 tcagtaaacg atcaaccaaa taaatagcgg ttaaccttat tctccaacaa ctcttgatga
  4518421 ccgctttggt gctgcgggtt cagattatgt tgactggcat agcgggagag ctcttccagc
  4518481 gacattttac cttgcaggat ctgttggccc agctcgctat tccaaccggc ataacgtttg
  4518541 gcaacgatct gatctaattg cccatcttca atcattttgg cggcaaattt tagcgccagt
  4518601 gccatggtgt ccattgcgcc aatatgaccg tagaacagat catatttatc ggtactttgg
  4518661 cggcgcactt tggcatcaaa attcaggccc ccggtggtaa aaccgcctgc tttgaggatc
  4518721 tcgaacatca ccagtgtatt ttcttctaca ctgtttggga attgatcggt atcccagccc
  4518781 agttgcggat cgccccggtt agcatccact gagccaaaaa tacctaaggc gatggcactg
  4518841 gcaatttcgt gatggaaaga gtgccccgcc agcgtggcat ggttggcttc aatattgact
  4518901 ttaatctctt tttctaagcc gaactgctta aggaagccgt aaactgtcgc gacgtcataa
  4518961 tcgtattgat gtttagtggg ctcctgcggt tttggctcaa taaggagtgt cccctggaaa
  4519021 cccgttttgt gtttatgttc gacgaccatt tgcataaagc ggccaatttg ttcacgctct
  4519081 tgtcgcaaat cggtattcaa cagtgtttcg tagccttcac gtccgcccca taacacatag
  4519141 ttttcaccgc cgagttggcg ggtggcattc atggccgtaa agacctgggt ggctgcccag
  4519201 ctaaatactt ctggatcagg attggtcgcg gcaccagcac cataacgagg atgggtaaag
  4519261 cagttagccg tgccccataa taatttcaca ccactggctg cttgtttttc agccagtaca
  4519321 tcggtcatta cggcgaagtt attcagatat tcctgtagtg acgcgccttc tggcgagaca
  4519381 tccacatcat ggaagcagta atacggtaca ttcagtttat ggaagaattc aaatgcaacc
  4519441 tcggctttgc gtttagccag agccagtgca tccccaggtt gttgccatgg gcgatcaaaa
  4519501 gcattggcac cgaacatatc ggccccaccc cagcagaagg tatgccagta acaggcggca
  4519561 aaccgcagat ggtcagccat tcgcttacca aggatcattt catccgggtt gtaatgatga
  4519621 aacgccagag gattcgtgct ctggctacct tcgtagcgca cttgttctaa ttcattaaaa
  4519681 taagattgca tgcaatactc cttggaagca ggccctgctt ttgctgggct ggtgaacgtt
  4519741 tatacccgtg agacttcaag ttgcttatac gttagcggcc ttcgttcagt gaccgccggc
  4519801 ctgccactcg aattgtttag gctatatctt cggagttatt ggctattctc tcaattacgt
  4519861 tatttcacac ttaaattcag agaattatta attgtggtgt agatctcata aataacgact
  4519921 taattataaa tatcccttta tattcatcag atagatgaaa aattcggcat aaacctgcag
  4519981 ttatgaggaa agaaaacatg atcgttatca taaaattaac attaaaccaa aaaacataat
  4520041 tggcggatga aaatctgtaa ttgccgatgt gctaataagc gtcaacaatc ctattgcagt
  4520101 tgatgtttac cgtttctctt accctgcttg cacaataaga aaggtaccaa aagatgaaat
  4520161 ttaagaacat tttactctcc gcatgcgctg cactggtaat gtttagtcag cctggattta
  4520221 gcaaagaaat taaaatcggt atggcgattg atgacttacg tcttgagcgc tggcaaaaag
  4520281 accgcgatat ttttgttaac aaggctgaat ccctcggtgc taaagttttt gttcaatcgg
  4520341 ccaatggcaa tgaagaaaca caaatggcgc agattgaaaa tatgattaac cgtggtgtcg
  4520401 atgtcctggt tattattccc tacaacgggc aagtattaag taatgtgatc gctgaagcaa
  4520461 aacgggaagg cataaaagtg ttggcttatg atcgcatgat aaataacgct gacattgatt
  4520521 tctatatctc ctttgacaat gaaaaagtag gtgaattaca agctaaaaat ttggttgaac
  4520581 gggtacctca gggcaattat ttcctgatgg gcggttcacc agtggataat aatgctaaat
  4520641 tattccgtca ggggcagatg actgttctta atccattgat aaaggacggt aaaatcaaga
  4520701 ttgtaggtga ccaatgggtt gatgcctggc taccagaaaa tgcgttaaaa atcatggaaa
  4520761 atgccttaac ggcaaacaat aacaatattg atgctgtggt ggcctctaat gatgcaaccg
  4520821 ccggtggtgc cattcaggct ttagccgcac aagggctagc cggtaaagtg gctatttctg
  4520881 gtcaagacgc agatttggcc gctatcaagc gtattgttgc cggtacgcaa accatgacgg
  4520941 tatacaagcc catcagtaaa ttggccaatg atgcggctga gatcgccgtg acattgggta
  4521001 atggtgagca accgaaagca aacagcacgt taaataacgg tatgaaagat gttcctgctt
  4521061 atttgttaac acctattcag gtcgataaaa ataatattga tagcaccatc atcgctgacg
  4521121 ggttccacaa aaaagcagat atttactaat taacatatcg ctgattggtt ttattatttt
  4521181 aataaatggc cagtgtttgt aaggcattaa ttttgaatta atagactctc aatcacctgg
  4521241 ccgttatttt atctataccc gcgtttattg gtgttgcaga tgggcagtaa acgagtggcg
  4521301 agagccgcaa acaccgcaat aacatcaata aataagggta taacaaggag gggaacatgc
  4521361 cctacctact agaaatgaaa gatattacca agcagttcgg cgtcgtcaaa gccgtagata
  4521421 atatcagcct aacgctggaa gcggggcagg tattatcgtt gtgcggtgaa aatgggtctg
  4521481 gaaaatccac gctaatgaaa gtgctatgtg gtatttatcc cgtaggttcc tatcaggggg
  4521541 aaataatatt ttccggcgaa accttacagg caaaaaatat ccgcgaaaca gaacaaaaag
  4521601 gcattgcgat tattcatcaa gaattggcac tggtgaaaca aatgtcagtg ctggagaaca
  4521661 tgttcctcgg ctccgaatgg ggccgtttcg gtatcatgga ttacgacgcc atgtatttac
  4521721 gctgccaacg gatgctggcg caggtcaaac tggtggttga cccccataca ccggtcagtg
  4521781 aattgggcct tgggcagcaa caattggtcg aaattgcaaa agcattaaat aaacaagtgc
  4521841 ggctgctggt actggatgaa ccaacggcat cactgacaga aagtgaaact gccattttac
  4521901 tggatattat tcgtgacctg cgtaaccacg gtattgcctg catctatatt tctcacaaat
  4521961 tgaatgaagt aaaagagata tcagatcata tctgtgtgat ccgcgatggt cgtcatatcg
  4522021 gcacccgccc ggcatcgacc atgagcgagg atgacattat cgccatgatg gtagggcgtg
  4522081 agctaaaaga actctatccc cacgaagccc atcacattgg cgaggagatt ctacgggttg
  4522141 aaaacctctg tgcctggcat ccggtgaatc ggcatattcg ccgggtcgat gatgtttctt
  4522201 tctcattgaa acgcggtgaa attctcggga tcgccggttt ggtcggttca gggcggacgg
  4522261 aaacggttca gtgcctgttt ggggtatatc cgggccgctg gcagggcgat atctttatta
  4522321 aagggcaagc cgcgactatt cggacgtgcc agcaagcgat gaaattgggt atcgcgatgg
  4522381 tgccggaaga tcgcaaaaaa gacggcatcg tacccgtgat gggagttggc gctaatatca
  4522441 cattggcggc actggatgat tttactggcg ctttcagttt gctggatgat gcgaaagaac
  4522501 aatcgataat tgtacagtct ttggcccggt tgaaagtgaa aacgtcttct tcagagctgg
  4522561 ccattgcccg cctgagtggg ggcaatcagc aaaaagctat tttggctaag tgcctgctat
  4522621 taaacccaca aatattgatc ctcgatgaac cgacacgtgg tatcgacatc ggtgcaaaat
  4522681 acgaaatcta caaacttatc aatcaactgg tccaacaggg gatcgcggtc attgtgattt
  4522741 cctctgaact gccagaggtc ttgggattaa gtgatcgggt gctggtcatg catcaggggc
  4522801 gcatcaaagc cgatcttatc aaccataacc tgactcaaga aaaggtcatg gaagccgcac
  4522861 tcaggagtga aacccatgtc acaagctaat caatctgaat ttaactcacc agaaaatggg
  4522921 gataaaaagc cattttttcg gcttaaatcc ttaaatttac aagtttttgt catgctggcc
  4522981 gcgatcgcca ttattatgtt gttcttcacc ttcacgacag aaggggccta tctcagcgcc
  4523041 agaaatatct ctaacttgct gcgccagacg gcgatcaccg gcatcttggc ggtcggtatg
  4523101 gtgtttgtca ttatctccgc cgaaattgac ttgtctgttg gctcaatgat ggggttattg
  4523161 ggtggcatag cggccatttt tgatgtctgg ctcggctggc cgttgccgct gaccattgtc
  4523221 gttacgctgg cgctggggct ggtattaggg gcatggaacg gttggtgggt cgcgtatcgc
  4523281 aaagtgcctt cgtttattgt tacgctcgcg ggcatgttgg cttttcgtgg cattttaatt
  4523341 ggtatcacca atggcacgac ggtttcgccg accagtaatg cgatgtcgca gattggccag
  4523401 agctatctgc caagtggcat tggttttggc atcggtgcta ttggcctgat gttgtttgtg
  4523461 gcctggcaat ggcgtcggcg taatcaccgc atccgcttgg ggttaccggt tgccgccccg
  4523521 caaggggatg tgactcgcca aactattacc gcagttatcg ttctgggtgc catatattta
  4523581 ttgaatgatt atcgtggtgt acctacgccg gtactaatcc ttactgcatt aatgctggcg
  4523641 ggggtattta tggctactcg caccgctttt ggtcgccgga tctacgctat tggcggcaat
  4523701 attgatgcgg cgcgcctgtc tggaattaat gtagagcgca ctaaactggc agtattcgcg
  4523761 attaacggac tgatggtggc gatggctggt ttgatcctca gttcacgttt aggcgcaggt
  4523821 tcgccttctg cgggcaatat cgctgaactg gatgcgattg cggcgtgtgt cattggcggt
  4523881 accagcctgg ccggaggcgt tggcagtgtg gcgggggccg taatgggcgc atttattatg
  4523941 gcttctctcg ataatgggat gagcatgcta gatgtgccga cgttctggca gtacattgtc
  4524001 aaaggcgcaa ttttgctgct ggccgtgtgg atggattccg ccaccaaacg gcgggtgtga
  4524061 ctttatccca taggaaaatc agtgccatac cgcgctgatt tttctgcctg ttcagccttg
  4524121 atatcccatg catttcagga gctaccccca tgtttgaaaa acgctaccgg atcaccttgt
  4524181 tgtttaacgc taacaaagtg tatgaccggc aggtggtaga aggcgtgggc gagtatttac
  4524241 aagcctcgca atgtaattgg gatattttta ttgaagagga ttttcgctgc cgaatcgaca
  4524301 atattaagga ttggctgggc gatggtgtga ttgcggattt tgatgatcgg cagatagagc
  4524361 agctactggc aaatgtgaac gtaccgattg tcggcgtcgg cggctcttat catcagtcgg
  4524421 aagattatcc atcggtagat tatatcgcga ctgacaataa ggcattggtc aacgcggcat
  4524481 ttatgcattt gaaagagaag ggattaaacc gttttgcttt ctatgggttg cccgccagtt
  4524541 gcggtatgcg ctgggcacag gagcgggaat atgcgtttcg ccaattagtg tctgccgaac
  4524601 aatatcaagg cgtggtttat caagggatgg caacggctcc ggataattgg caatacgcac
  4524661 aaaaccggct ggccgattgg gtacaaacct taccgcatca gacggggatt atcgcggtga
  4524721 ccgatgcacg ggcacgtcat ttattgcaag tgtgtgagca tctggatatt gccgtaccag
  4524781 agaaactgag tgtgatcggt attgataatg aagagttaac ccgttattta tcgcgggtgg
  4524841 cgctctcttc ggtggttcag ggaacccgac aaatggggta tcgggcggcc aagctactcc
  4524901 atcaacgtct caagctacgg caaaaacagc aaacagaccc gcccttacag cgtattttgg
  4524961 tcccaccagt gaaagtcatg gcccgccgct ctacggactt ccgctcgtta cgtgacccgg
  4525021 cggttattca ggcgatgcat tatattcgcc accacgcttg caaggggatc aaagttgaac
  4525081 aggtattgga tgcggtaggg atgtcgcgct caaatctgga aaagcgtttt aaagatgagg
  4525141 ttggccaaac cattcatggc gtgattcatg aagaaaaact cgatagggcg cgtaatttac
  4525201 tggcggcgac atcactccct attaatgaga tatcacagat gtgcggttat ccatcgctac
  4525261 aatactttta ttcagtgttc aaaaaaggtt attccatcac accgaaggag caccgtgata
  4525321 aatacggcga agtgagttat tgaccctttc tgagcggacg ataatatccc ctgacattac
  4525381 tttattaggg gatttattta gcctgctaat ctaatggata gcgccataca ataaacgcgc
  4525441 tataatcact ggcttagata acgcttatct atggaagatc atcgtccccg gtggggcggc
  4525501 tggacttcaa atccagatgg ggccgccagc ggtccctggc aggttcgact cctgtgatct
  4525561 tccgccacat attttccata caccgccaag atagtctaaa aaatcattat atatcatcat
  4525621 tataatttca cttactgtct gtggtgttcc gagttgatct cctcaaatct gcaacaaatg
  4525681 tgtatagcaa tgtgtatagg attttatggt gatttttgag ctatacacat gccactatca
  4525741 gatagacaga ttcgccgtgc taaaccacaa gaaaaagcct ataccctgag tgacgggcaa
  4525801 gggctatcac tcttaattga acctaacggc agtaaagggt ggcgctttcg ctatcgtttt
  4525861 gccggtaaag cccgattaat gtcattaggg acttatgatc ttgtttctct tgctgaagct
  4525921 cgctctaagc gagatgtggc acgtaaacag gttgcagatg gaacagatcc cgcagaggtg
  4525981 aaaaaggctg agaagttggc gcagcggctt tcatcggaaa actcttttga ggccattagc
  4526041 cgtgagtggc ataaagccaa agccgatcgc tggtcattgg gctataggga agaaatcatg
  4526101 agtacctttg aggcggatat attcccgtat attggtaaac ggccaattgc agaaatcact
  4526161 ccgctggagt tacttgatgt gcttcaacgt atcgaaaagc gtggagcgtt agaaaaaacg
  4526221 cgcaaagtac gccagcgctg tggtgaagta tttcgttatg ccattattac cggccgtgct
  4526281 gaatataatc ccgcccctga ccttgccagc gcattaagta caccaaagaa acagcactac
  4526341 ccgttcctgt ctgccgaaga gatgccatat tttattcgtg atctagaggg ttacaccggc
  4526401 agcatcataa ccaagaacgc ggcaaagata cttatgctaa cgggtgtgcg aactaaggaa
  4526461 atgcgttttg ctacttggca ggaaatcgat cttgagggcg gcttgtggga gattccagca
  4526521 gaacgaatga agatgcgccg cccccatatc gtgccgctgt ctacacaagt tatagcgcta
  4526581 tttaaacagc tcttacctat caccgggcat tacccttata ttttcattgg actgaatgac
  4526641 cgtaaaaagc ccataagtaa agaaacagtc aatcaggtca ttgaattact gggttataaa
  4526701 ggccgtgcga cgggtcacgg atttagacat accatgtcaa cgatattgca tgagcagggc
  4526761 tatgatagtg catggattga gctacaattg gctcacgttg ataagaacag tattcgtggt
  4526821 acttacaatc atgcgcagta tcttgaaaag cgaagagaga tgttgcagtg gtatgctgat
  4526881 ctcattttta attttttcag gaaaaattat gagcgcatct aagcaagatg tacaagattt
  4526941 tgagtttata atttcagagg ctatcagaat taaggatagt ttgagaaatg aagactttaa
  4527001 atcttttatg gcgcaagaat ataatgaggc gtttgattcg attggaatga tgattgaaac
  4527061 tccaaatgtg ggtgatcaaa taacattgaa agatccacgt aggcaaatta acttatctta
  4527121 tttatcaaga aataaaatca cagagatagc tagaagaaaa ataaagtctt acaaacttga
  4527181 gatgctaata acagtctcgg aatttcatca agaattaaga gattctatat ataatcatgt
  4527241 gtttattaat gctggcaatt ttgatgcaaa tggttgcaca aagataatta cgaaagcaat
  4527301 taaatcatcc gaacgaaagc ggaaaagtga ggattattat ttcccgctat tagctcatgg
  4527361 attgggggat gagaggatat ctattggtat agctgaaatt ataccaagaa aggacgtcat
  4527421 aagctttgct agaccacaca taaatcacga gcatatatgt agagttgagg agttttgcga
  4527481 atcaaataaa tatccttata atcactttct aaaatttaca attagtaagc gctcaaaaga
  4527541 aagtcggaga agagtatcgg gacaagtcgc taattttatt gttggcattc tttatttatt
  4527601 tagtgagcat tggcgtatat catctgaatt tatatcttta tcaataaatc cctatcctaa
  4527661 ttacgatggt tttttcttca caaaactaga aaaagaaaat attggtttta atttttctag
  4527721 taaaggcact attttatgga gtgaaaaatt ttggattaaa tttaaagagg agtttaatcc
  4527781 tgatttgtcg attgtatttg gtgaaattat cagtatggct gtagagccta ggaataagcc
  4527841 tgttatagta gataggctta ttgatgcaat atatatattc agtagcgcat tgcaagataa
  4527901 agataaaagt tcaaagataa ttaaattaac aactgcactt gaaagattgg ttagcctttc
  4527961 aaataaagaa agtaatgacg tatcaattaa tttcagaaaa cgagttgcta tcttagttag
  4528021 tatttatcac gatgattttg ataaatggaa tgaagtagca aaagaaatgt atgatattag
  4528081 atcatcaatt attcacgggt catggtcatt atataaagac attgagccat tatatgttga
  4528141 taaatatagt gagctaacaa gtaaggctat attaactgca tgtataggtt tttataaacg
  4528201 tggccttgaa agtgatagta acgatacttt gttaaaagaa tattatgagt ttctagagca
  4528261 ggcagttatg cgacctaaag ttgattaaaa ccattgcgcg cgcaatactc ccccgcctac
  4528321 gcgctctgac tttatcatgc acttttcatg catgacatag agagcctaca agcccttgtg
  4528381 gtgcggtgtt tcaggtgttt tgatgccggg gcgttgcatg caaaatcatg cactatatgc
  4528441 atgcagtgct cattttggca ggctagccag agaaaagccc ttaaacggca agggcgaagt
  4528501 ggtgagagcc ggagaaaagt ccccgccttg agaggttaca ggcggagtgg gattattaat
  4528561 gaattcgtgc gttagaaccg tagcgattta atacttttcg ctctggtaga ataacattag
  4528621 gtattatttc aggctcttta accggagggc gagtaattat tttatccaca ctctcaatcg
  4528681 atttaaaggt acaagaacat tctatatttt ggcactgata atacgcctct ttggtctgct
  4528741 ctgataaata gcgactggcg cgggtatgag acgcatgttt acacacagga caacgcatca
  4528801 taattattgc tccccggctg ggtttagttt tttgcgtttt tcttttattt cattgaataa
  4528861 ccgcgcacgt tttatcgggc tattgttcag gccaaagtcc acataacccg gttgtggtcg
  4528921 ggctttattg aataaatcgg atttagataa aagatccccc tgtcagccac ttcctcaggc
  4528981 aatccttaca ctttctagca tacttgcacg cgtcattttg tttaaggcac ggatcatcgc
  4529041 tatagtctcc ccgatcaggg catcgtagtc acgcagtgta agatgcctac caaacagttg
  4529101 tttgacccga tacatcgccg tttcagccac cgaacgtcgg ttataagccg tgttccattt
  4529161 ccagtaagcg ttgctccccg tcagccgttg cctcgccaca gcctgatttc tgtcggtata
  4529221 ctcgatgacc attgttagcg ccagtgatat aagacggtaa ttcaccatta actggcgcgc
  4529281 gttcgcggcg ggatcagtga cttgattttc ttgcgccgca gctcgtcgtg gcactgtttt
  4529341 gtgtcataag ccccattggc tgaagcgacc ctgattttcc gatgtgtctg gcggataagc
  4529401 cccgggaatg cctccgcatc ggtcacgttg ttcagagaca ggtcagcaca aataacctcg
  4529461 taagtatcgg cgtctaccgc aaggtgccgt tttcgccaga cgcggcgttt ttcctgacta
  4529521 tgctttttca ccttccactc atcctcagcg aagactttta agccggtgga atcgataacc
  4529581 aggtgggcaa tctcgcctct cgtagggttt ttaaacggaa tgctgatgaa tttagcccgc
  4529641 cgactaacgc aggaataatc caggcaacgg agtgggagct tcattagcgt aaagacggag
  4529701 tcaataaatc cctgagcggc gcgcagaacg aggcaagaga cgcgtttgag catcagtacg
  4529761 gtggaaatag ccaactcaga ataacgttgg gggcgaccac gctaagacgt ttttggctcc
  4529821 tcataccagg cctgaatggc cgattcatca agccggaaac gtcccaccag tcatcataac
  4529881 agccagccca taaactgcat cacacatctc tcttccccaa tttctgtaac tttactcttt
  4529941 agcactcaca aaatcatctg tgccgcccgg catttataaa tcgctgctaa tttctctctg
  4530001 gttttcttct gcgggcgaga gtctacggct tcccactggg atacagccga ttgcgtggta
  4530061 ccaagcagtt ctgcgatttc atattgtgaa aatccacggt aaatgcgcca tgctgccagt
  4530121 aaactgacac catcatttat catgatttga acaacttcat ttgggatagt ctgatcgtca
  4530181 tcgtgatcag caacataggg aatatcctca tactttgcat tagagataag ctgctggtat
  4530241 tcggcaatgg gtaaaaccac aaactgaggc tttcctgctt catcatgaat gtattgtagt
  4530301 tttgccatct tatttacctt agtttagaaa aataacacca cgcttttgag gaaaaatagg
  4530361 tttagtcagc ctaataggtt gccgtggttc tacgtttaac gtcctggatt gtacatatta
  4530421 caggcgttcc ctctacaatc tgaaagataa ccctgtaatt ccctacacgc atccgatatt
  4530481 ggttatcacc catttgtaac tttttgatat ccaaatcaac agcagggaaa tttgtcagtt
  4530541 tattaacttt ttcactgata ggtttacgat atttggcatc tattgaaagt aactgcttaa
  4530601 ctgcttaact gcttaactgc ttaactgctt aactgcttaa ctgcttaact gcttaactgc
  4530661 ttaactgctt aactgctttc ctcgaccagt caaccttgac catcgtttcc tcacttttgt
  4530721 aagtgatcac atccgctgtt atggtgagag agtagagtta tatgtaagca aggtcaacat
  4530781 gaatacctta ttattaacta atttttatct tatcaaaaac tgattattga gttcggataa
  4530841 taattgatat cgatgggtta catacgcatt acacccataa atgcggcccc tctcgcatct
  4530901 acaaaaatgt ttgtcctggt taattgaaca gtaggggatg gccggatata gtgctcccgc
  4530961 agcggcaaaa tccgttgccg tgattagcgt cccggaattc aatagagtgc acgaccgcac
  4531021 aggcgggttc tctgttgacc ggttacgcta acctcgttca gctcaccacc ctcttgaggt
  4531081 tagcgtctct tggtgatgat tttaaagtca tcaactgaga ggtaagattt gctattggcc
  4531141 agaaagggaa aagtggtgga gtccgcgtta tttattacta tcaggaaccg caaggtagga
  4531201 tatggctttt tactgtctac ccaaaaaatc aaaaagatac gctgacgagt agcgagaaac
  4531261 agcaattcaa agatgtgata atacaaatca aagggagtat ggcatgagtg attttttcaa
  4531321 tgatttaatg acatccgcga agcaggctgt agctattagt catgatgaat taaaagcggg
  4531381 cagagttaca gaagtcccta tccccgatgt gaaagaaatt agaaagaaaa cagggtataa
  4531441 gcaaaaagat ttcgccaaac cttgtgggtg tgagtccttc attggttgaa gcatgggagc
  4531501 aacatagaag aattccatca ggtagttcac ttaagctatt gatcatgatc gaccccctcc
  4531561 ctaattaacg aactttcagg agtttagtgc ctgaataaag gcgaataagc gccgagggag
  4531621 atagagaaaa cttaccttag atacctaccg gcgagcttaa aatgcaacct gtaagccttt
  4531681 cttacaagtt cgccaaaggg actcggcaag taaatcgaaa cacgatgcat tacagcttat
  4531741 tggtaatact tgctgtgggt tatcgggttc gttcggttcg tgagactcag ttcctccagt
  4531801 gggctacaca aactttgcag gaatatctga ttaaaggttt tgtgatggat gatgagcggc
  4531861 tgaagaaccc gcctgttggc cagtctgtaa tgcctgatta ctttggcgag atgttggaac
  4531921 gtatccgcga tatccgtgct agtgagcgac gggtttatct gcgggttcga gagatctttg
  4531981 ctttagctgc cgactatgag ccttcattgc aagagacgac ccgttttttc cacgttattc
  4532041 agaacaaatt acactttgcc tgtaccgggc aaacagccgc agagcttatc caccaacgag
  4532101 ctgatgccaa cttaccgaat atggggctga ccagttttaa aggtaatgca gtccgtaaaa
  4532161 gtgatgtaat cattgcgaag aactatttaa gtcaaagtga agttgatgac aggcaaacac
  4532221 cttagcgata ataaaccgcg atatgctggc cttgtacttt ttctatgctt atttttatat
  4532281 caaaaatttc ttcgaggatc gaaggctgca taatttctgc tggtgctccg cgataaatga
  4532341 cctcaccatt tttcatggca ataatatggt cggaataagc agaggcaaaa ttaatatcgt
  4532401 ggataaccag aatgatggtt ttatgtagct catctgcggc ccgccgcaat tgtttcatca
  4532461 tcgcgacaca atgtttcatg tctaaattat tcaatggctc atctagcagg atatagctcg
  4532521 tatcctgaca aagtaccatg gcaacataag cgcgctgccg ttgcccaccg gagagctcat
  4532581 caagataacg atctttcagg ggcatcaggt tgagaaactc catcgcagca tcaatatgct
  4532641 ggcgatcatt tttgttgagc cggcctcgtg agtagggata acggccaaaa cctaccaaat
  4532701 cagagacggt caggcggctg gtaaaatggt tctcttgccg taaaacggaa aggattgtcg
  4532761 ccagcttatc cccagaggtt tttgccacat ccagcccatt gaacaacaca tttccagaat
  4532821 cggcagcaag gaggcggctc ataatcgata ataacgtaga ctttcctgca ccgtttggcc
  4532881 caatgattga ggtaatacca ccagaaggaa tgcgctcatt gatttcattg agtaccgttg
  4532941 tctgttggta ttttttatta acatcattta tttcaatcac acgggagcct tttttattaa
  4533001 aagataaata aacagtgcgc cgccaacaaa ctcaataacg acggacagtg ttcccgccat
  4533061 attcagcaca cgttcaagga ttaattgccc accgaccagt gtaatcaccc ccagtaggaa
  4533121 aacccctggt agtaaatatt gatgtcggta tgagcccaca atcggataag ccaggttcgc
  4533181 aataagtaac cctaagaagg tcagcggccc caccaaggcg gttgatatgg cgaccagtag
  4533241 tgagaccaac aggaggataa cggttatttt tttctgatac gcgacaccaa ggttaatcgc
  4533301 ggtatttctg ccaagagcaa taacatcaag gcaatgacgc tgacgccaaa taacaacgcc
  4533361 caccattacg atgatcccag cagagacggc aataatttct ggtgcggcgc gggtaaacgt
  4533421 agcgaagatc cggccctgaa ggatggcaaa ttcaccggga gaaagaagac gctgcatgag
  4533481 gttagaaata ctgcgaaaca gtgtgccaca aactaacccg accaaaagga ctttgtgcag
  4533541 attgacacct acaccagaca gtaaccaacg gtaaaggaaa acggagaaca gcaacagtaa
  4533601 tgcggattca cagagaaatt taccggtgat acctaatgcg cggaacccat tggcgtcaat
  4533661 aaaaaatatc aacatcgtct ggatcagaat aaatagcgcc tcaagcccca tgactgatgg
  4533721 cgttaaaata cgattattgg ttaccgtttg aaataagacc gtagccacac cggatgcgaa
  4533781 agcgaccaac agcatagtgg ctaaaataag gcctcgatga acgagaatat actgaatatt
  4533841 gccactcaga ttgattgtca tgaaaataat catcgcaccg agagcgatga tgctcagtag
  4533901 caataaccgc tttgctggca aagttaacgc tttatttatg ccttggaata gcgtgttttt
  4533961 tgcagagtac tcctcagccc gcatgacgtt ttgtcctaac aattaataac aggaaaacga
  4534021 gtgcgccaat aacgcccaga ataacactgg cagggatttc aaaagggtaa ctgattaatc
  4534081 ggccaataat gtcgcataat acaaccaagc cgccaccaca aaggccaacc caaggtatgg
  4534141 ttcggcgcag attatcgccc atcgccatac taacaatatt agggataatc aaaccaagaa
  4534201 aaggcagcac accaatcacg actaccacga cgccactgat gatggcaatg atggacatcc
  4534261 caatcaacat aactctttga taattcaagc cgacattgac cgagaaatcc cggcccatac
  4534321 ccgcaaccgt gaagcggtca gcgataaaac acgctaccag cgtcaggacg cccacaatcc
  4534381 acagcaattc atagcggccc tgtaatacac cagaaaaatc accggactcc caactgccta
  4534441 acgactgtaa taggtcgaat tccatcgcca ggaatgtggt tacggcacta aaaactgccc
  4534501 ctaacataat gccggtcagt ggcaccatca gcgcagattt cattctcatg cgtgccaata
  4534561 acatcatgaa caggacggtg ccacccatcg cgaataacgt ggccactagc atcttgatca
  4534621 tcaccgaggc tgatggactg aaaaccatca ccaacaataa gccaagactg gccgattgtg
  4534681 tggtaccagc aatcgagggc tcaacgaagc gattctgtgt cagcatctgc ataatcagcc
  4534741 cggaaacgct catggcactg ccagccagaa ccaatgccag cgttcgcggc acacgactga
  4534801 tgaagaagat gtcgcgcata tcgggatccg accagagatt agcgaacgta acatgcccgg
  4534861 ccccgatgaa taggctgcat atcatcaggc ccagtaggat caccaggcct gcgacaaagc
  4534921 ttaaattttt catggatgaa agttactgct ctgatactgg cttatccagt attgcgctca
  4534981 ccttattcat cagttgtgta taactttgca cacccccggc aatatagagt gaggcagaat
  4535041 cgagataaac aatgcgatcg ttttgccatg ctttagtttt atggatcagc gggttatcga
  4535101 ggacctgttg tgcggattgc ccttcagtcc ggccaatcgc attgtcgcgg tcaaggacga
  4535161 acagccagtc aggattagca ttaagaatga attctgatgt caccacattt ccgtggcggc
  4535221 ctgattcagc aaaggtggcc gcaggtgtga atcccagttc gtcaaaaata aaaccaaaac
  4535281 gggaaccggg ggtgtaagcc gacatttttc caccgctgat catcaatacc attgccgagc
  4535341 cagcgttagc cgatttctgc tttatcgcgt ttacctgtga tgagaaatta ccaagcagtg
  4535401 ttttggcttc ttcttctttg ccaaatattg aggccagttg ctcagtacgc tgggtaaggc
  4535461 tctgggtaaa gtgctgagta tcaacatcaa gcgcgatagt tggagcgata gcactgagtt
  4535521 tgttataagc atcttgagca cgcccacccg cgatgatcag gtcaggttta gcctgactga
  4535581 gtgcttcata atcgggttca aacagtgtcc cggtattcat atactcaggg ccgctgtact
  4535641 tagataaaaa ggctggtaga tgtgtgctgg tctgtggaac accggctacc ttgatgtgta
  4535701 gggcgtcagc gttatccagc actgatgggt tcagtatgac gactttttgt gggtttagcg
  4535761 gaaccagcgt tgttccctgt gcatgttcaa tactgattgt tgctgcattg tcaggggttt
  4535821 ctgacgattg atcacagcct gttatcgcaa aggttgccgc cagtaatgac gaaaataaag
  4535881 ctaaacgtaa tcgcattttc tctcctgaga agtggaatgc agaaatcagc atcagtaatg
  4535941 ctaatgattt ttattaccaa tcccaagatg atacctatca atgcttgtga tgaacagata
  4536001 acgtaatttg cccttttact gaattggcag cgccagagca ggattaaaca catttcgtgg
  4536061 ggttaataca cggaaagttt tgatttaacc tattgtattt tattaaaaat aaaaacaaac
  4536121 cacctgtgtt aatgatgttg cttcaacatt atggataaat tatgaatttt cctatcttct
  4536181 tgatgtagag actcatcatg atcatcaagc tattacgctt tcaggtaaaa atagcgagat
  4536241 atcggtgcct gatatgtgag tttatgcgtt catactttgc gcaataaact gcgcaactgt
  4536301 atttatgcca cgttgcctta tctacccact ttactatgca gatatccgca ttgctgtgtc
  4536361 tatgaccgta tcgctgtgtc taacatcaag gacgaatgag atatcagttt ttgattactt
  4536421 atggcagtag atagaatcca tcagattcca ttttcctgat agaggtataa tcttgccaga
  4536481 gctgttcttt gcttttatgg accaaataaa ctgttcctgg ttggctgaat acattttttg
  4536541 ttactttaat attgtccccc tcattgacgt aataaactga ctttttatat gagggcaggc
  4536601 gttgtaattc acgttcaaaa tgtttggctg agaacactcc agcggcctga ttgatcaagc
  4536661 acacgttgaa agaatgagca tttagccgat aactctcttt tttgagtgtt tgcctgaatc
  4536721 tgtcaggatc agcaagcgat tgggcgaagg ctaccagttg gccaaagccg gttgttacgg
  4536781 cggcgacgtc agggtgtaaa atcccatcag ttctggcggc aatctcaacc agaaccgggc
  4536841 caccggaggt catcatcacc tccgcatggc tagggccatt tttgatcccc agaaccaaag
  4536901 cggcttgttt ggtgtaatcc accagaggct gatactccgg gcttgtacaa tcgagaagtt
  4536961 cgtcaatatc gtaaatgacg ctgcctgatg ggagccttct tttatggtag cgaacgatct
  4537021 cagtgaccaa cggttcacca tctaacgaaa cgaaattgac aacgtattcg gtgccatcaa
  4537081 gaaactcctg caataataca ctttcattga ccagactgag tttattcgcg gtaccgagaa
  4537141 tagccaaaaa agcgtgatac gcactctgct tatcttggca aataaagaca ccatctgagc
  4537201 ctgcgctctc aagtggtttt aagacgacag gccatgttgc gtgaacgtcc agccatgcgc
  4537261 tggcatcctc ccagtcagcg gtatcaatct gtctggcagc agataatcct gcgttagcca
  4537321 atgtattgat catctcatat ttattacgac gggcagacga ggtgacaaag gcatttctat
  4537381 agcataaacc tagttcatga ttaagccgat cagccagcag gacaccactc tctgcccctg
  4537441 caataaccgc gtcggcacca agttggcgtg caaattcgat agtgtcatca atgtgcttat
  4537501 tgatgcgttg ctgacgatag attgtttcat cgaagcctgc atagtaataa ctatccaaat
  4537561 cacagcgcga tgcgatatga ataagttcac accccatttt atagagcgtc atagccacaa
  4537621 atttaccgga agaaaatccg tctacaacaa tgattttttt catgttatgc cccttttgtt
  4537681 tttgggttcc caataatttt gtttatgccg agaataaata acagaatggc aataatgcta
  4537741 acggcggcaa tgctgtcgaa ggaaatttca actctggtat caaaatattg taggagaaga
  4537801 gtgaaaacgg ggagcagtag caataccagc gacacgtgca gaggttgtaa gcgttttata
  4537861 gtgttttgaa tcaggtaaat tggaagcaag tgaccaataa ctaccagaag taccattggt
  4537921 gcggcaaggt tcatattaat gctcaatggg atatcagcat aaaaacaata aatcaccgca
  4537981 atcagtagca tcagcatatt tctaaaccct aatatctcat aggtttccca ctgccgctgg
  4538041 tataactcac gagagataaa ggtatagata accgtgccta acgcactgag gatgacgcat
  4538101 ataattccga tgagacgttc atctaccgtt gtggtcgtaa cgccgctttt tcccatcagc
  4538161 gagttacata acatcaggat gacaccaacc ataattagcc aagaaataat gaactccaac
  4538221 ccgctatttt tgccactcct attatctata catcgggaga taatcgtggt gattgctggc
  4538281 ccacaggcaa ccgatgctat cccgacaata gcgggttcaa gatagcgcag tgagacaata
  4538341 agcccacccc aattcagtaa cacggcaacg ttagccaaga gcagtaatgg tagattggct
  4538401 ttggctttat aaaaaacagc aatgccctgt tttaatatac tgaatagaag aaagactatt
  4538461 gtagatgata taaagcagta gagaataata acagctggac ttattgattg agtgatataa
  4538521 ccaacataga catcgaaggc cgcactgatc agacaaaaaa taacgccgta acttattcca
  4538581 ctataagcat gcatagtact tccttatctc actgattaat tttatataat gtgttttttt
  4538641 aaccagtaat tgttggagag atgtgatttt tgaatttcac tcaatgatat ctaccccatg
  4538701 aggtttaaca ctaattttca ttagtgtttt aacgttaatg cctgtttgtg taaatatgtt
  4538761 ttttttacca ttgttttgga ttttttctac agcacaaata acatctttaa ctattcctcc
  4538821 agaattctgt attgctttaa tgagagcgat aaccgtaccc cctgtactca acgtatcatc
  4538881 tataatagcg acacgatcac cagcagatat gccattgagg tacactacac cttcaaaata
  4538941 ttcagatgaa atatttacaa cattattatt taactcacta agactgtatg gataccaacg
  4539001 agccatcgcc aatggtttgc ctgataacaa ggaaacagca gtagcgaggg gagcaccttt
  4539061 atcttcttct gttacgattt tatcgatatc catatctata atttgtatga ctttatgtgc
  4539121 gacttctagc aagactgctg gtctgagggc aggcaactgg tctgtaaatt cattgacggt
  4539181 ggttaatgct tttcctgagt tcactacctg agcattttta tacacattct ttaataaaat
  4539241 cattgggttt ccttatatcc agggtaaact ccatcccagc aacttttata tttccatgca
  4539301 ctatcaaaga atagagtgac aatcactttc ccgttaactt cttgcattat atcttccgta
  4539361 atcaacaagt tagctccaca tgttggccca attcctaagc gctccttttc gatgaagctt
  4539421 ttcatccttt cccaagccgc tttgccatta acaaccctta cctcatcgat caaatctaaa
  4539481 agggtattca ctgaaataac accagcacct agccccataa gattatgatg tttatgatga
  4539541 aagttaagac catgtcgctg tgaatagatc ggggccgatt gatcaacttc aatacccacc
  4539601 gtatggattc gtgggtaggc tttcttcaaa atttccgcaa tacccgaaaa tgtacctccc
  4539661 gttccgattg aacaaataaa gtaatcaggt tttttattta tctctttcat ttttctgaca
  4539721 atttcttcac cacaactatg ccacgcatct ttatttaagg tggtgtcaga ttgattgaga
  4539781 aagaatatgt ttttttggtg atttgagtat tcagttgctg cttttacagc accctttaag
  4539841 aagttttctt tgggggtttc gataatttct ccaccaaatg aatagatctg ttctttgcgt
  4539901 tcttcagtca tgccttcagg cataaatatt ttaattttat agcctttttt ttgaccaatc
  4539961 caagccagtg ctgcacctcc attccctgtt gagcagtcta tcaatgtcat tccgggaatt
  4540021 attttatttt cttcttccaa gatattgagg atatgcagaa atgttcggtc tttatggcta
  4540081 cctgtaggat tgttgaattc gcacttagaa aaaagagaat tattatttat tgataagttt
  4540141 tttagctcaa taagctcggt gttaccaata tccttaagtt ccatgacaca ctcctttttt
  4540201 atggaggtgc acaataaaac ataaatttcc cggagggtaa atatcaatgt gtaatttaat
  4540261 tttttgaatt attttaaata ctatttatag gtgcatatat tattttgtag ttaataattt
  4540321 caatatatat ttcttggttg atttcgcttc ctcgatataa aatcacttgc agagataccg
  4540381 tcatttaaat gaattaaaat atatttaccc atgatttcat cttattagct tccctcacga
  4540441 tacttggtca gtgcgtaaat aatgttgtag cagtgcataa atagagtgtc agtaccaaag
  4540501 ctactgccaa tgcggtaata cgcgccatat aaactaatga agttaaaaac caatgaaata
  4540561 tacggcgaag tccgtcctaa cctgctgcga gccagcgcgc aattttgagt tttaatgtaa
  4540621 aatttatgtg aattatatgt gatttggtgc gcaaatatag accaaattta tgctggtttt
  4540681 atggggaaaa ccctgttgaa aattctttac tcttcccttt ttacggaata aaaaacgata
  4540741 taattaattg attataagca ctatttttgt gttttcgttt ctttcagtaa atcattattt
  4540801 ggcttttttc tctgatcttg attgtacttg tctatacaag tatatgttaa taagcactca
  4540861 aggtgagtaa tgtcgtttga cacctgaaaa attggttgaa ggaaattgcc gtgacgactc
  4540921 aaaacagatt ccgagataat gagattcgag ccccgcaggg tacgcaactg acagcgaaaa
  4540981 gctggctgac tgaagccgcg ctacgcatgc tgatgaataa cctcgatcct gacgtggctg
  4541041 agaatccaaa agaattagtg gtctacggcg gtattggtcg cgcagcccgt aactgggaat
  4541101 gctatgacaa gattgttgaa agcctgatca atttaaacga tgacgaaact ttgttaattc
  4541161 aatcgggtaa gcctgtcggg atattcaaaa cccacagtaa tgcgcccagg gtattgattg
  4541221 ccaactcgaa tttggtacct cattgggcta attgggaaca ttttaatgaa ttggacgcca
  4541281 aagggctggc tatgtatggc cagatgacgg cgggcagttg gatctatatt ggtagccaag
  4541341 gcattgtaca gggtacttat gaaacctttg ttgaagcggg tcgccagcat tttggcggta
  4541401 gcctgaaagg gcgttgggtc ttgactgctg ggctaggagg aatgggcggc gcgcaacctt
  4541461 tggccgcaac gttagctggt gcatgttctc tgaacatcga atgccaacaa agccgcatcg
  4541521 attttcgtct caaaacccgt tatgtggatg agcaagcaac cgatctggat gatgctttag
  4541581 cgcgcatcga gaaatatacc gctacaggtg tcgcggtttc tattgcactg tgcggcaatg
  4541641 cggctgaaat cttacctgag ctggtgcgcc gtggtgttcg gcctgatatg gtcaccgacc
  4541701 aaaccagtgc tcatgatcca ttgaacggtt atctgccgaa gggttggaat tgggaagagt
  4541761 accgccaacg cgctcaacat gagccagcgc tggtgatcaa tgccgcgaaa atctccatgg
  4541821 cagagcatgt tgaagcgatg ttagccttcc acaacatggg tatcccaacc tttgattacg
  4541881 gcaataatat ccgtcaaatg gcccacgata tgggggttat tcgtgccttt gatttccccg
  4541941 gttttgttcc ggcgtatatt cgtcctcttt tttgtcgtgg tattggccca ttccgttggg
  4542001 tcgcgttgtc gggtaaccca gacgatattt ataaaaccga tgctaaggtc aaagcactga
  4542061 tccctgatga tgcacatttg catcattggc tagatatggc gcgtgagcgt attcgttttc
  4542121 aggggctgcc agcacgtatt tgctgggttg gtctaggcca gcgtgccaaa ttaggtttgg
  4542181 catttaacga aatggtgcgc agcggcgagc tctctgcgcc cgttgtgatt ggccgcgatc
  4542241 atctggattc tggatcggtt gccagcccta atcgtgaaac ggaagcgatg caggatggct
  4542301 ccgatgcggt gtctgactgg ccgctgctca atgcattact gaatacggct agcggtgcga
  4542361 cgtgggtatc tctgcatcat ggtggtggcg tagggatggg cttctcgcaa cattcaggca
  4542421 tggtggtggt ttgtgatggc agtgatgaag ccgctgaacg tattgccaga gtactacata
  4542481 acgatccggc tacgggtgtg atgcgccatg cagatgcggg ttatgacatt gcggttaact
  4542541 gcgcgcaaga gcaaggactt aacctaccaa tggttgccgc aactcagggg aaaaaatcat
  4542601 gaagacaata acactacgtc ctggtcagat gacgctggct gacttacggc atatttatca
  4542661 acatcccgta catatcacat tggatgaaag tgcctatgta cccattcagc aaagtgtgga
  4542721 ttgtgtgcaa gccatattgg cagaacagcg cacggcatat ggcattaaca ctgggtttgg
  4542781 cttgctggcc tctacccgta tcgccaccga agacttggaa aacttacagc gctcaatcgt
  4542841 actctctcac gcggcaggag tcggagaagc gaatgatgat gcgattgtgc gtctgattat
  4542901 ggtgctgaaa atcaatagcc tggcgagagg tttctcaggt attcggctgg aggtgattca
  4542961 ggcgctgatt accttggtca atgctggggt ttatccgcat atcccgttaa aaggatcagt
  4543021 gggcgcttct ggcgatttag ctccgctggc acatatgagc ttgctgctat taggtgaagg
  4543081 aaaagcccgc tatcagggtg aatggttgcc cgcacacacg gcactggcgc aagcgggttt
  4543141 gcagcccctc acactggcgg cgaaagaggg tttggcacta cttaacggca cccaggtctc
  4543201 tgccgcttat gcattgcgtg gtttatttga ggccgaagat ctctatgcgg ccgcttcggt
  4543261 gtttggctgc ctgacagtgg atgcagcatt aggatcccgt agcccatttg acgcccgtat
  4543321 tcacgccgtt cggggccaac gtgggcagat tgatgctgcc agcacttatc gtcatctgct
  4543381 tggtgaacgc agtgaaatct cagaatcaca caagaattgt gacaaagtgc aggatccata
  4543441 ttctttacgc tgtcagccac aggtgatggg cgcatgttta ggccaaatac gtcaggcggc
  4543501 agaggtgctg gctattgaat ccaatgccgt ttcagataac ccgttggtgt ttgctgaaca
  4543561 gggtgatgtc ttgtctggtg ggaatttcca tgctgaaccg gtcgctatgg cagcagataa
  4543621 tctggcgttg gcgttggcag aagtcggttc attatcagag tgccgtatct cgttgatgat
  4543681 ggacaagcat atgtctcagt tacctccatt tctggtagag aacggtggcg taaattctgg
  4543741 ttttatgatt gctcaggtta cggctgcggc gttaaccagt gaaaataaag ggctggcatt
  4543801 ccccgccagt gtcgatagca tcccaacatc tgctaatcag gaagatcatg tctctatggc
  4543861 ccctcgggcg ggtaaacgct tgtgggaaat ggctgaaaat gtacggaata tactggctat
  4543921 cgagtggctg gctgcgtgtc aggggcttga tttgcgcaaa gggctaagaa cttccgccat
  4543981 actggagccc gcccgccaac tattacgcca gcacgtcact tactacgata aagatcgttt
  4544041 ctttgccccc gatattgaag ttgctagcca gcttattgca caacgtcata tgaatgagtt
  4544101 gatgccagca aaattactgc caagtcttta ataacaatag ttttccaaga cagtcatttc
  4544161 ccaaggcagc agtttccaaa tacagcagtt tcccaagaca ataggtttcc aagacagtcg
  4544221 tttccaaaga aattggcgtt gcagacaagt aataaacgag cgtattccac tgaattgact
  4544281 taggtcagta atttggagga gaaaatgacg ctaactacgc tgcaacgtca aatgccaagg
  4544341 ggataaacga tccgccgctt ctctccgctg tgggcacgtt gccatttgcc ccaatcgatt
  4544401 agctgtaaaa caatcgatta gctgtaaaaa cagttcactg taaaaaaacc agttcgctgt
  4544461 aaaaacccag ttcaatggag gctctgatta ccggatcctc ctctctgaat ccctgcctga
  4544521 aaaggcacaa actttgcgag aatgtaccat gaagaatgat tcatccacgc tcaagcgcgg
  4544581 ccttagtgca cggcatatcc ggtttatggc attaggttct gccattggta ctggcctatt
  4544641 ttatggttcg gctgaggcaa tccgtctggc ggggcctgca gtgttattag cttatttgtg
  4544701 taacgaacgg tgcaatagtg atccacaccc aacgcctgaa atcagatcca gggggtaatc
  4544761 tgctctcctg attcaggaga gtttatggtc acttttgaga cagttatgga aattaaaatc
  4544821 ctgcacaagc agggaatgag tagccgggcg attgccagag aactggggat ctcccgcaat
  4544881 accgttaaac gttatttgca ggcaaaatct gagccgccaa aatatacgcc gcgacctgct
  4544941 gttgcttcac tcctggatga ataccgggat tatattcgtc aacgcatcgc cgatgctcat
  4545001 ccttacaaaa tcccggcaac ggtaatcgct cgcgagatca gagaccaggg atatcgtggc
  4545061 ggaatgacca ttctcagggc attcattcgt tctctctcgg ttcctcagga gcaggagcct
  4545121 gccgttcggt tcgaaactga acccggacga cagatgcagg ttgactgggg cactatgcgt
  4545181 aatggtcgct caccgcttca cgtgttcgtt gctgttctcg gatacagccg aatgctgtac
  4545241 atcgaattca ctgacaatat gcgttatgac acgctggaga cctgccatcg taatgcgttc
  4545301 cgcttctttg gtggtgtgcc gcgcgaagtg ttgtatgaca atatgaaaac tgtggttctg
  4545361 caacgtgacg catatcagac cggtcagcac cggttccatc cttcgctgtg gcagttcggc
  4545421 aaggagatgg gcttctctcc ccgactgtgt cgccccttca gggcacagac taaaggtaag
  4545481 gtggaacgga tggtgcagta cacccgtaac agtttttaca tcccactaat gactcgcctg
  4545541 cgcccgatgg ggatcactgt cgatgttgaa acagccaacc gccacggtct gcgctggctg
  4545601 cacgatgtcg ctaaccaacg aaagcatgaa acaatccagg cccgtccctg cgatcgctgg
  4545661 ctcgaagagc agcagtccat gctggcactg cctccggaga aaaaagagta tgacgtgcat
  4545721 cttgatgaaa atctggtgaa cttcgacaaa caccccctgc atcatccact ctccatctac
  4545781 gactcattct gcagaggagt ggcgtgatga tggaactgca acatcaacga ctgatggcgc
  4545841 tcgccgggca gttgcaactg gaaagcctta taagcgcagc gcctgcgctg tcacaacagg
  4545901 cagtagacca ggaatggagt tatatggact tcctggagca tctgcttcat gaagaaaaac
  4545961 tggcacgtca tcaacgtaaa caggcgatgt atacccgaat ggcagccttc ccggcggtga
  4546021 aaacgttcga agagtatgac ttcacattcg ccaccggagc accgcagaag caactccagt
  4546081 cgttacgctc actcagcttc atagaacgta atgaaaatat cgtattactg gggccatcag
  4546141 gtgtggggaa aacccatctg gcaatagcga tgggctatga agcagtccgt gcaggtatca
  4546201 aagttcgctt cacaacagca gcagatctgt tacttcagtt atctacggca caacgtcagg
  4546261 gccgttataa aacgacgctt cagcgtggag taatggcccc ccgcctgctc atcattgatg
  4546321 aaataggcta tctgccgttc agtcaggaag aagcaaagct gttcttccag gtcatcgcta
  4546381 aacgttacga aaagagcgca atgatcctga catccaatct gccgttcggg cagtgggatc
  4546441 aaacgttcgc cggtgatgca gcactgacct cagcgatgct ggaccgtatc ttacaccact
  4546501 cacatgtcgt tcaaatcaaa ggagaaagct atcgactcag acagaaacga aaggccgggg
  4546561 ttatagcaga agctaatcct gagtaaaacg gtggatcaat attgggccgt tggtggagat
  4546621 ataagtggat cacttttcat ccgtcgttga cagtgatgag ttagatgcct gtttagcatt
  4546681 gggtttatct ataggtatca cgggttgggt ttgcgatgag cgtcgtggcc ttgatcttag
  4546741 agctttgctc ccgcgtattc ctgttcagca gctattgttg gaaactgatg ctccctattt
  4546801 attgccaagg gatttgaatc ctaaacctgc atcacgtcgc aatgaaccct gttttctgcc
  4546861 ccatatcgtc cagcaggttg cagcctggcg acaagaagac cctaattggc taggacagaa
  4546921 aactgatgaa aacgcccgcc gggttttccg gctggtttga gttaggagaa caatatgagc
  4546981 tatgcatttc cgggcacctt tcctggtcgc cgtatgcgcc gtgtacgctg tcatgatttc
  4547041 agccgccgtt tggttgccga gaatcacttg acggtcaatg acttgattta cccggtgttt
  4547101 gtcatggaag ggactcacca gcaacaagcc gtttcttcaa tgccgggggt ctctcgtatg
  4547161 acaattgatc tgctgctgaa agaagcagaa gcaattgcta agctcggtgt gccggttata
  4547221 tcgctattcc cggtcattga agcagggaaa aaatcattat atgcagaaga ggcatataac
  4547281 ccggatggtt tagttcagcg tactgtgcgt gcgttgaaag atgcagttcc tgagctaggt
  4547341 attctgactg acgtggcact cgatccctat acgacccatg gtcaagatgg tgtgattgat
  4547401 tctgatggtt acgtgatcaa tgatgtcacc aaagagattc tagtgcgtca ggcactatcg
  4547461 catgctgaag ctggcgctga gattattgca ccaagcgata tgatggatgg ccgtataggt
  4547521 gcaattcgtg atcaattaga gcgccaaggg ttagtgaaca cccagataat ggcttattcg
  4547581 gctaagtatg cgtcttgcta ctatggccca ttccgcgatg caattggctc gagcagtaat
  4547641 ctaaaagggg gggataaaaa aacttatcag atggatcccg ccaacagtga tgaagcactg
  4547701 caagaaatag ctcaagattt acaagaaggc gctgatatgg tgatggtaaa accaggaatg
  4547761 ccatatctgg atgttgtacg cagggtgaaa gatacttttg gtgttccaac ctttgcctat
  4547821 caggtgtctg gtgaatatgc catgcatatg gcagcgattc agaatggctg gctccaagag
  4547881 aaaccgacgg tgatggagtc gttgttatgc tttaagcgtg caggtgcgga tggcgtatta
  4547941 acttatttcg caaagcaagt tgcgcaatgg ctacatgatg accagatgca gcgctaaagg
  4548001 atcataacta agagtcacag cattcagata ggcactaact gcgcctatct gaatgaattc
  4548061 tataatgatg aggtaatact catccagatt attgtaagtc agcgtgttat tgcttttcga
  4548121 actgacgatt gtccaggcta tgcttaattt ggctattgag catattcagt aacaacatcg
  4548181 agcgggcttc accatctggt tcggtataaa tagcctgtaa tccggcaaaa acgccatcaa
  4548241 taatttttac gatatcacca ggtttcggta cttcaggggc aattatctta tccacagcat
  4548301 gggcttgcat atcagcaatg acggttgctg ggatcaccgc gggctgtgta ccaaaacgaa
  4548361 caaaatggct gcccccccgg gtggcgctga cggttgtggt atggatattt tccgggtcaa
  4548421 actcagcgaa taaataattg gggaatagag cctctattac ctcaatacgt ttccctcgaa
  4548481 ctatcttttc gatagccact attggtgtcc aacagtttac agtttgccgt tccaaatgct
  4548541 ctttggcacg taaaatctga ccgcgtttac aatacaataa ataccaagat ttcatagttt
  4548601 cacatacctt tgggtactat ttagcagcat aacaaaagca gtgagcgaga tatagtgagg
  4548661 aaaaatggat cacttccaat atacagatta ttttgagcgg tacggattgt acctatgctg
  4548721 atgagaatta gcgataaata ataacatgac gttattttaa ggtgagtttg tattcatttt
  4548781 taacaaaaag acagcaacca ctataaagac agcttataat ggcgcatccc atagccgccg
  4548841 aaatgatcag catgaaatac cgtgacttac gtgacttcct ctcattactg gaacagaggg
  4548901 gggaacttaa acgcattagc cagcccattg atccttattt ggaaatgaca gaaattgccg
  4548961 atcgcacgtt acgtgctggt gggcctgcgt tactttttga gaaccctaaa ggttacagca
  4549021 tgcccgtgtt gtgtaatctg tttggcaccg ctaagcgagt cgccatgggg atggggcaag
  4549081 aagatgtcag cgccctgcga gatgttggta aattattggc cttcctgaaa gaacccgatc
  4549141 ccccaaaagg tttccgtgac ttatttgata agctgccaaa atttaagcag gtattgaata
  4549201 tgccaacgaa acgcttgaac tcggccccgt gtcaggagca agtttggcaa ggtgaggatg
  4549261 ttgatttaag tcgcatccct gtgatgcact gctggccaga agatgccgca ccactagtct
  4549321 cttgggggtt gactattaca cgtggtcccc acaaagaacg gcagaatcta ggcatctatc
  4549381 gccagcaggt attgggtaaa aacaaattaa ttatgcgttg gctatcgcat cgtggtggtg
  4549441 cgctggatta tcaggagtgg tgtgaggcac accctggtga acgttttccg gtcgctgtcg
  4549501 ccttgggagc agaccctgct acgatcttag ccgcagtgac cccggtacca gacacgctgt
  4549561 ctgaatatgc ctttgccggc ttgttacgcg gccataaaac ggaagtggtg aagtgtcttt
  4549621 ccaatgacct tgaagttcct gcaagtgcag aaattgtatt ggaaggatat atcgaacaag
  4549681 gtgatatggc tccggaaggt ccttatggtg atcatacggg ctattacaat gaaatagata
  4549741 atttccccgt gtttaccgtc acgcatatta cacagcgcca agacgcaatt tatcattcaa
  4549801 cctatacggg ccgaccaccg gatgaacctg cggtaatggg ggtggcactg aacgaagtct
  4549861 ttgtacctat tttgcaaaag caattcccgg aaattgttga tttctacttg ccaccagaag
  4549921 ggtgctcata ccggttggcg gtggtaacca tcaagaaaca atatgcaggc catgccaaac
  4549981 gcgtgatgat gggaatatgg tcgtttttac gccagtttat gtataccaag tttgttattg
  4550041 tttgtgatga cgatattaat gctcgtgatt ggaatgatgt aatttgggcg atcaccaccc
  4550101 ggatggaccc atcccgcgat acggtgttaa ttgaaaatac accgatagat tatttggatt
  4550161 tcgcctcacc ggtttccggt ttgggatcga aaatggggct ggatgccacc aacaaatggc
  4550221 cagcagagac tccgcgtgaa tgggggcgtc caattaagat ggacgaagac gtccgtgccc
  4550281 gtattgatgc tctgtgggat gagctggcca ttttcagtga caaagacgcg aaacgctaac
  4550341 tagcgtcggc tttgtacttg gttttgcatt tgatgacccg acagagggaa ggcatgacaa
  4550401 ctttaagctg taaagtaacc tccgtagagg ccattaccga tacggtgtac cgggtgcaat
  4550461 tggtacctga atcttctttt tctttccgcg ccgggcagta tttgatggta gtgatggatg
  4550521 agcgtgataa gcgcccattc tcgatggctt ccacaccgtt tcagcaggac tttatcgagt
  4550581 tacatatcgg tgcttcggag ctgaatttgt acgcaatggc agtgatggat cgcatcctaa
  4550641 aagagaaaaa actggatgtt gatattcctc atggagatgc ctggttccgt gaagggagca
  4550701 agcgtccgtt ggttctgatt gctggcggta ctggcttctc ttatgcgcga tccatcttgt
  4550761 tagccgcgtt agcggaacaa cctgatcgcg aagtctctat ctattggggc gggcgcgaag
  4550821 cggtacacct gtatgattta ggtgagttgg aagcactatc gattaagtat ccgcaactga
  4550881 aagtcattcc cgtagtagaa caaccggaag agggttggcg tgggcgcaca gggactgtac
  4550941 tgagtgctgt actacaagat tacggttctt tagctgagca ggatatttac atcgcggggc
  4551001 gttttgaaat ggctaaaatc gcccgtgagc gtttttgtgt ggagcgtggc gcacaggaag
  4551061 aacatatctt tggtgatgct tttgccttta tctaaaagcg ataaaaagcc cgcctctgac
  4551121 cggcggggaa atagcaacta aacacgatat acctcagtta tcagggccta cgttcaggcc
  4551181 cctaatttct tgatgtcggg tggttgtcta tgtttgatgg ttatgtgtat ttgatggtta
  4551241 tatgtatttg gctactataa gcgctcaaat acggtagcaa taccttgccc taggccgata
  4551301 cacatggttg ctagcccaaa ttgtacgtca cggcgctcca tcaggtttaa caatgtggta
  4551361 gagatccgtg cgcctgaaca gcctaacggg tgacctaatg caatggctcc accgttcagg
  4551421 tttactttat cgtccatgct ttctaacaaa cctaaacctt tcagacaagc cagtgactga
  4551481 gcagcaaacg cctcgtttaa ctcaaataaa ccaatatctg ccaattcaag gccagcacgt
  4551541 tttaatgcca attgactagc aggtaccggg ccatagccca tgattgaggg gtcacaacct
  4551601 acgaccgcca tcgaacggat acgtgctcgt ggggttaaac ctaatgactt cgctctggat
  4551661 tcgctcataa tcagcatcgc agaagcccca tcggacaagg ctgatgatgt ccctgcagta
  4551721 actgtgccat ttaccggatc aaatgcaggg cgcaaggctg ctagaccgga tagatttgtt
  4551781 tcaggacgaa tgacttcatc gaaatcaaag cgttttaata caccttctgc atcatgccca
  4551841 ttggttgcaa cgatttcttt tgcgaaatgc cctgcctgag tcgcagcata agcacgttga
  4551901 tgagaacgga atgcaaactc atcttgtgac tggcggctga tattgtgaat tttagccaac
  4551961 atctcagcgg tcaagcccat cattccagcc gctttggcaa cagtgcgacc cattcctgga
  4552021 tggaaatcca cgccgtggtt cattggcacg tggcccatat gttccactcc accaatcaaa
  4552081 ctgatcttcg catcacccac cataatggct cgtgcgccat catgcagagc ttgcattgat
  4552141 gagccacaca ggcgattaac ggtaacagcg ggtacgctgt gaggaatttc ggctaataaa
  4552201 gacgcgttac gggcaatatt gaaaccctgc tccaacgttt gttgcacaca accccaataa
  4552261 atatcgtcga tttcagcagc attcaaccca ggattacggc tgataacggc acgcattaaa
  4552321 tgggcagaga ggtcttcagc ccgtacatga cgaaaagccc cccctttgga gcggcccatc
  4552381 ggtgtacgca cggcatcaat aatgactaca ttttccatat tttaagacct catgctggtt
  4552441 gattggtaga aacatcaagc agcgctgctg ccacaggata ataactttcg ttatgttcag
  4552501 ctttagctcg tagccccgca ggaacgtgat ataacgcacc aaggtgggca tagcgttgag
  4552561 ccatttcgac ataatttgcg ctaccgagcg tatcaaggta acggaagact cctccgtgga
  4552621 atggagggaa gccaaggcca taaaccagcg ccatgtcacc ctcggctgcg ctggcaataa
  4552681 taccttcttc caggcagcgg acgacttcat tgatcattgg gatcatggtg cgggcaataa
  4552741 tgtcttcatc gctgaattct tggagaggtt ggctgatttc tgccagtaat ttatccactt
  4552801 gttcgtcatt ttctttacgt ggcttaccct ttgcatcttg cgtatagcgg taaaacccct
  4552861 gaccattctt ttgcccaaat cgttggttat caaacatcac atcaaccgca tcacggtaat
  4552921 ccttgttcat tcgctcaggg aaaccggcag ccatcaccgc ttgtgcatga tgggcagtat
  4552981 caataccgac gacatctaat agataagcgg gccccatcgg ccagccaaac tgtttttcca
  4553041 tcactttatc aatttggtgg aaatccccac cgtctctgac taacatgcca aagcctgcga
  4553101 gatacgggaa taagacgcgg ttaacgaaga aaccagggca atcattgaca acaattgggg
  4553161 ttttccccat ttgtgtagcg taagcgacta ctgccgcaag ggttttatct gaggtttttg
  4553221 ccccacgaat aatttcaacc agtggcatcc ggtgtactgg attgaagaag tgcataccgc
  4553281 agaaattttc agggcgtttg agtgatttag ccaactgatc aataggaatc gtcgaggtat
  4553341 tggaagctaa aacggtatct tcaccgatta atgcttctac ttccgcaagt acagcggctt
  4553401 taaccttcgg gttctccacc acagcttcga cgatcacttg ggctcgttca atacctgcat
  4553461 aatccaaggt tggtcgaata gtcgctagaa tacttgccat tttaaggcca tccactttgc
  4553521 cgcgttccag ctgtttattc agtaatttag cggcctcatt cattccaaga tccagcgagt
  4553581 tttcattaat atctttcata atgactggca cacttttcag cgctgactga taggcaattc
  4553641 cacctcccat gatccctgcg cccagaaccg cagccagttt tggtgcagcg acgcctttgg
  4553701 acagtttttt ggcttgcgct tttacatact ggtcgttaag aaaaatcccc accaaagcgc
  4553761 gagcttcatt ggaacccgct aaagggacaa aactgttggt ttccaagttc agcgcttcgg
  4553821 tacgaccaaa ttttgcggcg gcttcaatag tttttactgc agtcaatggt gcgggatagt
  4553881 gtttcccggc gacttgcatg actctgcctt tagcaatggt aaaacacata gccgcttcgg
  4553941 taggattaag ttttaggggt tccagttttg ggcggcgtgc tgcctgccaa tcgagcttac
  4554001 cgtcaatagc ttgtttcagc atagttaagg ctgaaccgac cagtttctca gggtcgacaa
  4554061 ctgcatcaac cagcccaatc tttagtgcat cgttggcagt aacatcttta cctgtggcaa
  4554121 taatctcaag tgcactatca gcgcctagca ggcgtggtaa acggaccgaa ccaccgaagc
  4554181 ccggcatgat gcccaacttg gtttctggga ggccgatacg tgcttctggg gaggcgatac
  4554241 ggaaatccgt cgccaaaata cattcacatc ctccacctag tgcgtatcca ttaattgctg
  4554301 aaatggttgg cacgggtaaa tcttccagtc gattgaaaat ggtgttggcg aacaccagcc
  4554361 actggtgcag tttttctggt ggggcattaa acagggatag aaactcagta atatcggcac
  4554421 caacaatcaa ggctgtcttc gctgaacgta atagcaaccc tttgagttca ctttgttttt
  4554481 ctaacacatt caaggcttca cccaaattgg ctacggtttt agtatccagt ttattaactg
  4554541 aacccggagc atcaaatacc aactcggcaa taccgttttc caaccagtga agctgtaatg
  4554601 tttcgctttg gtagagcata tctatctcct gaataagcgc atgtgatctg gtatgaccag
  4554661 atattcagga agtgtggtta ttttgttaat gaaatgcaaa tgagagattg tttttttgca
  4554721 gtgaagatca caatcaataa ggtagactaa ttgatcttta tcatatttat tcgagatgtt
  4554781 tcgagagact aaataatcgt tctattacgc gggcagagtt tggctgcaac acccattatt
  4554841 ttgggtatag tggctatcaa tttgtagaat aaacgtcatc gaaacatggt ttcggtgact
  4554901 atgataagat aaaaaaatta agttctaata gcgaagggta ctgtgatgga aacgctggct
  4554961 tctttatata acgaacattt atccactcta caacagcgca cccgcgatgt gctggagcgt
  4555021 catcaattag atgcgttgct gattcactct ggtgaattac agcggctttt tcttgatgac
  4555081 cgtgactatc cctttaaggt taatccacag tttaaagctt gggtccctgt gactgaggtc
  4555141 cccaattgct ggttatgggt tgatggagtc aatacaccaa aattatggtt ctactcaccg
  4555201 gtagattact ggcacagtgt cgaaccgcta cctgatagct tctggacgaa gaatattgat
  4555261 gttcagccat tgctgaatgc tgatgatatt gcgcaacaat tacctgttca gcgtgaacgt
  4555321 gttgcttata ttggttatgc ccagcagcgt gcacaagctt taggcttcag tgctgagaac
  4555381 attaacccgc agccggtctt ggattatctt cattattatc gctcttataa aacggattac
  4555441 gaactggcgt gcatgcgtga agcacaaaaa actgcagtcg tagggcatcg tgcggcctat
  4555501 gaagcattcc agtcgggtat gagtgagttt gatattaatc tggcttacct gatggctacc
  4555561 ggacatcgtg atactgatgt tccttacgat aatattgtcg cgctgaatga acactccgca
  4555621 gtacttcatt atacgatttt acagcatcaa cctccggcag agatacgtag tttcctgatt
  4555681 gatgccggag ctgaatataa tggctatgct gccgatctga ctcgtactta cacagcagac
  4555741 cgtgacagtg attttgcggc tttaattagc gaccttaata ctgagcaatt ggcgctgatc
  4555801 gatacgatta aaagtggtga acgctatact gattatcacg ttcagatgca tcaacgcatt
  4555861 gctaagcttt tgcgtacaca taatttagtc acggggatca gcgaagaggc gatggtcgaa
  4555921 cagggaatta cctgcccatt cctgccacat ggtttgggtc atccacttgg tttgcaagtg
  4555981 catgatactg ctggttttat gcaggacgat aaaggtacga acctgaacgc gccatctaag
  4556041 tatccttatc tacgttgcac acgtgttctg caaccgcgca tggtgctgac tattgagccg
  4556101 ggcctgtact ttatcgattc tttgttggct ccttggcgca ttggtgagtt cagcaaacat
  4556161 tttaattggg atcgtattga tgcactgaag ccttatggtg gtattcgtat agaagacaat
  4556221 attgttattc atgataaacg ggtcgaaaat atgacgcgtg atctgaaact ggcctgatgc
  4556281 agccttatct gatacccgct atgccggtta ctatcagcga agagatcaag aaaagccgtt
  4556341 tcattacctt attggctcat acctgtgggg ttaatgaggc taaagatttt attcagcagg
  4556401 ttaagcaaca acatccaacg gcccggcatc attgctgggc ttttgttgcc ggtcccccga
  4556461 cggattctca gcagttaggt ttttccgatg atggagaacc ctctggcacc gccggtaaac
  4556521 ccatcttggc acaactgatg gggagtgata ttggagaaat tacggctgtt gttgtgcgtt
  4556581 attatggggg cattaaactt ggcacaggtg ggttagtaaa agcttatggt agtggtgtgc
  4556641 agcaggcact aaaacaggta gcggtaaaat ataaagtccc acaggtggaa tatactttac
  4556701 agtgtgacta tgcgcagctt gctatggtag aaatgctatt acagcaggtt gaaggccaga
  4556761 ttttacgagg tgaatacacg gaacttgtaa cacttcatct cactctgcca gcaactcaag
  4556821 ccagccaagt cggggataaa ttgcgtgatc tcagtcgtgg tacattgcaa ttaacaccta
  4556881 tttcgtaata atccccatcc aagtgaattg ctaaggaacg tgccggaatg cattttcgtg
  4556941 ccataacccg tattgttggt ctgctggtca tcttattctc cggaacaatg tttattcccg
  4557001 ggctggtggc tttgatctat cgtgatggtg ctggccgtgc cttcagtgaa actttttttg
  4557061 ttgctgtgtc tatcgggctt ttgctttggt taccgaatag aaagcagaag catgagttaa
  4557121 aacctcgcga gggttttctc atcgtcgtat tattttggac ggtgttgggt agtgtcgggg
  4557181 cattaccttt tttattctca gagcggccta atctttcatt aactgatgca ttctttgaat
  4557241 cattctcagg gttaactacc acaggggcaa ctaccttagt ggggttggat tcacttccca
  4557301 aagcaattct attctatcga caaatgctgc aatggcttgg tgggatgggg atcatcgtac
  4557361 tcgctgtggc tattttgcca attttgggcg tcggggggat gcagctctat cgtgcagaaa
  4557421 tgcctggtcc gctgaaagat aataaaatgc ggccccgcat tgctgaaacg gctaaaacgc
  4557481 tctggctcat ctatgtacta ctgactatcg cttgtgcgct tgccctttgg ggagcaggga
  4557541 tgtcggtatt tgatgctatt tctcatagtt tttcgacaat agctatcggt ggtttttcaa
  4557601 cccatgatgc cagcattggg tactttaaca gcccaacgat caacacaatt attggcatat
  4557661 tcttgctgat ttctggctgt aattttggtt tacactttgc ggtactcagt ggcagaagct
  4557721 tgaaagtcta ttggcgtgat cccgaattcc gtatgtttat ctttgtacaa ttgacgctag
  4557781 ttatcgtttg taccttagtg ctctggcaac atagtgtata taagtccgga atagaaacct
  4557841 taaatcaggc gttcttccaa gtggtttcaa tggctactac ggcgggcttc acgaccgaca
  4557901 gcattgcgaa atggccgctc ttcttgcccc tactcttatt atgttctgct tttattggtg
  4557961 gttgtgcggg gtctaccggg ggcggcctaa aagttattcg tatcctatta ctctacttac
  4558021 aaggttcacg cgagttaaaa cggttggtcc accctaatgc ggtttacacc attaaactgg
  4558081 ggcggcgtgc attacccgag cggattcttg aagcggtttg gggctttttc tctgcttatg
  4558141 cgctggtctt cattatcagt atgttagcga tcgtcgcgac tggggttgat gaattttctg
  4558201 ccttcgctgc tgtcactgcg acgttgaata acctcgggcc cggtttgggg gtagtggctg
  4558261 ataactttac atctatgaat cccgcagcca aatggatatt ggtgattacg atgttatttg
  4558321 gccggctgga agtcttcact ttgctagtcc ttttcacccc aacattttgg cgcgagtagt
  4558381 tctgcataag gaacattact atgaaaatac taatacttta ctccagccga gacggccaaa
  4558441 cgaaaactat agcttcttat atagctaagc aattaacaga ggcagccact tgtgaaatac
  4558501 aagacctatc tcaagtaggc caaatcgatc tgagccagta tcagcaagtt atcattgggg
  4558561 cttctgtacg gtatggacat ttcagccccg tgttgaataa gttcgttaat aaacacgttg
  4558621 cgcaattgag tcagatgcca agtgcattct ttgctgtgaa cttaacggca cgcaagccag
  4558681 aaaaacgttc gccacaaacc aatacatatg tacgtaagtt tttattgaac actccctggc
  4558741 agccaacgtt gtgctcggta ttcgctggtg ctctgcgtta tccacgctac agttggatag
  4558801 atcggataat gattcaactt attatgcgta tgactggggg agaaaccgat accagtaaag
  4558861 aagttgagta tacggattgg caagaggtaa gccgttttac tcaggatttc ttggcactgc
  4558921 agtataaaaa gtagctatca cgctggttat cacagcaaat tgctgaaaaa aacacggttg
  4558981 aaaagttttt tgaaattagg ggttgcaggc tgtcaggaac tccctataat gcgcctccac
  4559041 tgaccgggaa caacgaaaca cacttcgccg ggtcaggaag agaaaagcag acttgaactt
  4559101 cgaaagaaat aaaagaaaac cttgactctt cagcgggaaa gcgtattatc tgcctcccgc
  4559161 gttaccgtaa gattcgccgc aaggcaaacg ggtaacgaac gctctttaac aatttatcag
  4559221 acaatctgtg tgggcactcg caagacgata tcgacgcctg tttcggcagg cagaaataat
  4559281 atcaagtctt gaagagtgac caaagcagta aacattttga cttcggtcaa gatgcctatt
  4559341 tgcagaaagt aatctttgag caccgctgct tttacgcaag taaaagtcag caaatcaaac
  4559401 aaatcttaaa ttgaagagtt tgatcatggc tcagattgaa cgctggcggc aggcctaaca
  4559461 catgcaagtc gagcggcagc gggaagtagt ttactacttt gccggcgagc ggcggacggg
  4559521 tgagtaatgt ctggggatct gcctgatgga gggggataac tactggaaac ggtagctaat
  4559581 accgcatgac ctcgcaagag caaagtgggg gaccttaggg cctcacgcca tcggatgaac
  4559641 ccagatggga ttagctagta ggtggggtaa tggctcacct aggcgacgat ccctagctgg
  4559701 tctgagagga tgaccagcca cactggaact gagacacggt ccagactcct acgggaggca
  4559761 gcagtgggga atattgcaca atgggcgcaa gcctgatgca gccatgccgc gtgtgtgaag
  4559821 aaggccttcg ggttgtaaag cactttcagc gaggaggaag gggttgagtt taatacgctc
  4559881 aatcattgac gttactcgca gaagaagcac cggctaactc cgtgccagca gccgcggtaa
  4559941 tacggagggt gcaagcgtta atcggaatta ctgggcgtaa agcgcacgca ggcggtttgt
  4560001 taagtcagat gtgaaatccc cgcgcttaac gtgggaactg catttgaaac tggcaagcta
  4560061 gagtcttgta gaggggggta gaattccagg tgtagcggtg aaatgcgtag agatctggag
  4560121 gaataccggt ggcgaaggcg gccccctgga caaagactga cgctcaggtg cgaaagcgtg
  4560181 gggagcaaac aggattagat accctggtag tccacgctgt aaacgatgtc gacttggagg
  4560241 ttgtgccctt gaggcgtggc ttccggagct aacgcgttaa gtcgaccgcc tggggagtac
  4560301 ggccgcaagg ttaaaactca aatgaattga cgggggcccg cacaagcggt ggagcatgtg
  4560361 gtttaattcg atgcaacgcg aagaacctta cctactcttg acatccacag aatttggcag
  4560421 agatgctaaa gtgccttcgg gaactgtgag acaggtgctg catggctgtc gtcagctcgt
  4560481 gttgtgaaat gttgggttaa gtcccgcaac gagcgcaacc cttatccttt gttgccagca
  4560541 cgtaatggtg ggaactcaag ggagactgcc ggtgacaaac cggaggaagg tggggatgac
  4560601 gtcaagtcat catggccctt acgagtaggg ctacacacgt gctacaatgg cagatacaaa
  4560661 gtgaagcgaa ctcgcgagag ccagcggacc acataaagtc tgtcgtagtc cggattggag
  4560721 tctgcaactc gactccatga agtcggaatc gctagtaatc gtagatcaga atgctacggt
  4560781 gaatacgttc ccgggccttg tacacaccgc ccgtcacacc atgggagtgg gttgcaaaag
  4560841 aagtaggtag cttaaccttc gggagggcgc ttaccacttt gtgattcatg actggggtga
  4560901 agtcgtaaca aggtaaccgt aggggaacct gcggttggat cacctcctta cctaacgata
  4560961 cgcattgcgc agtgcccaca cagattgtct gatgaatgta aacgagcaag agcacctgtt
  4561021 gatgttatga gtttcgactc atgctgatac gaaacggttg aatttcggtt tgatcggtat
  4561081 tttcgtgtcc ccatcgtcta gaggcctagg acactgccct ttcacggctg taacaggggt
  4561141 tcgaatcccc ttggggacgc caatccgata atgagtgaaa gacattatca ccggttcttt
  4561201 atgaactgaa aaataacgta aagatgactt taccaagtcg tgtttacgat attgctcttt
  4561261 aacaatctgg aacaagctga aaattgaaac attacagctg aaatttaccc cgccgtagat
  4561321 gtattggggt aaagagtaac ctgtaataga gtctctcaaa taatcgcaac acaagatgta
  4561381 ctgtcagcaa tgacaagaca ccttcgggtt gtgaggttaa gcgactaagc gtacacggtg
  4561441 gatgcctagg cagtcagagg cgatgaaggg cgtgctaatc tgcgaaaagc gtcggtaagc
  4561501 tgatatgaag cgttataacc gacgataccc gaatggggaa acccagtgca atacgttgca
  4561561 ctatcgttag atgaatacat agtctaacga ggcgaaccgg gggaactgaa acatctaagt
  4561621 accccgagga aaagaaatca accgagattc ccccagtagc ggcgagcgaa cggggaggag
  4561681 cccagagtct gaatcagttt gtgtgttagt ggaagcgtct ggaaagtcgc acggtacagg
  4561741 gtgatagtcc cgtacaccaa aatgcacagg ctgtgaactc gatgagtagg gcgggacacg
  4561801 tgacatcctg tctgaatatg gggggaccat cctccaaggc taaatactcc tgactgaccg
  4561861 atagtgaacc agtaccgtga gggaaaggcg aaaagaaccc cggcgagggg agtgaaatag
  4561921 aacctgaaac cgtgtacgta caagcagtgg gagcaccttc gtggtgtgac tgcgtacctt
  4561981 ttgtataatg ggtcagcgac ttatattttg tagcaaggtt aaccgaatag gggagccgta
  4562041 gggaaaccga gtcttaactg ggcgtctagt tgcaaggtat agacccgaaa cccggtgatc
  4562101 tagccatggg caggttgaag gttgggtaac actaactgga ggaccgaacc gactaatgtt
  4562161 gaaaaattag cggatgactt gtggctgggg gtgaaaggcc aatcaaaccg ggagatagct
  4562221 ggttctcccc gaaagctatt taggtagcgc ctcgtgaact catcttcggg ggtagagcac
  4562281 tgtttcggct agggggccat cccggcttac caaaccgatg caaactccga ataccgaaga
  4562341 atgttatcac gggagacaca cggcgggtgc taacgtccgt cgtgaagagg gaaacaaccc
  4562401 agaccgccag ctaaggtccc aaagtcatgg ttaagtggga aacgatgtgg gaaggcacag
  4562461 acagccagga tgttggctta gaagcagcca tcatttaaag aaagcgtaat agctcactgg
  4562521 tcgagtcggc ctgcgcggaa gatgtaacgg ggctaaacca tgcaccgaag ctgcggcagc
  4562581 gacacttagg tgttgttggg taggggagcg ttctgtaagc cgttgaaggt gacctgtgag
  4562641 ggttgctgga ggtatcagaa gtgcgaatgc tgacataagt aacgataatg cgggtgaaaa
  4562701 acccgcacgc cggaagacca agggttcctg tccaacgtta atcggggcag ggtgagtcga
  4562761 cccctaaggc gaggctgaaa agcgtagtcg atgggaaaca ggttaatatt cctgtacttg
  4562821 gtgttactgc gaagggggga cggagaaggc taggctggcc gggcgacggt tgtcccggtt
  4562881 taagcgtgta gggggagtga ccaggtaaat ccggttgctt atcaaccctg aggcgtgatg
  4562941 acgatgcacc acggtgcaga agcagttgat gccatgcttc caggaaaagc ctctaagcat
  4563001 caggtaacat taaatcgtac cccaaaccga cacaggtggt caggtagaga atactcaggc
  4563061 gcttgagaga actcgggtga aggaactagg caaaatggtg ccgtaacttc gggagaaggc
  4563121 acgctggcgt taggtgaaag gactagctcc tggagctgaa gccagtcgca gataccagct
  4563181 ggctgcaact gtttaataaa aacacagcac tgtgcaaaca cgaaagtgga cgtatacggt
  4563241 gtgacgcctg cccggtgctg gaaggttaat tgatggggtc agccgcaagg cgaagctctt
  4563301 gatcgaagcc ccagtaaacg gcggccgtaa ctataacggt cctaaggtag cgaaattcct
  4563361 tgtcgggtaa gttccgacct gcacgaatgg cgtaatgatg gccaggctgt ctccacccga
  4563421 gactcagtga aattgaactc gctgtgaaga tgcagtgtac ccgcggcaag acggaaagac
  4563481 cccgtgaacc tttactatag cttgacactg aacattgagc cttgatgtgt aggataggtg
  4563541 ggaggccttg aagtgtggac gccagtctgc atggagccaa ccttgaaata ccacccttta
  4563601 atgtttgatg ttctaactcg gccccatgat ctggggtgag gacagtgtct ggtgggtagt
  4563661 ttgactgggg cggtctcctc ccaaagagta acggaggagc acgaaggtta gctaatcacg
  4563721 gtcggacatc gtgaggttag tgcaaaggca taagctagct tgactgcgag agtgacggct
  4563781 cgagcaggta cgaaagtagg tcttagtgat ccggtggttc tgaatggaag ggccatcgct
  4563841 caacggataa aaggtactcc ggggataaca ggctgatacc gcccaagagt tcatatcgac
  4563901 ggcggtgttt ggcacctcga tgtcggctca tcacatcctg gggctgaagt aggtcccaag
  4563961 ggtatggctg ttcgccattt aaagtggtac gcgagctggg tttagaacgt cgtgagacag
  4564021 ttcggtccct atctgccgtg ggcgttggaa gattgagagg ggctgctcct agtacgagag
  4564081 gaccggagtg gacgaatcac tggtgttcgg gttgtcatgc caatggcatt gcccggtagc
  4564141 taaattcgga agagataacc gctgaaagca tctaagcggg aaacttgcct cgagatgagt
  4564201 cttccctggg acttaaagtc ccctgaagga acgttaaaga ctatgacgtt gataggctgg
  4564261 gtgtgtaagt gcagcgatgt attgagctaa ccagtactaa tgatccgtga ggcttaacct
  4564321 tacaacaccg aaggtgtttt gaattgagag agattttcag catcgttccg agattgtgtt
  4564381 gactggctga caagtgttgc ttgtttgcgg gttaattgaa acagaatttg cctggcggcc
  4564441 atagcgcggt ggtcccacct gatcccatgc cgaactcaga agtgaaacgc cgtagcgccg
  4564501 atggtagtgt ggggtctccc catgcgagag taggacactg ccaggcatca aataaagcca
  4564561 agaccccatg cccaaagcgt gggttttttg ctgtgtgcga aacacagaaa ttgcgcgttg
  4564621 tagcgagtag aatttcgggt ttatgaacca tagactgaca aggtctatta gtgtgaaata
  4564681 tgacacttat agaaaaaatc tgcccgatat caaatcctcc tagaattcta gggccaattt
  4564741 cctttgtact ggtaccagta ctcacagtga cgaccagatt aaagcaggtt taccaagcgt
  4564801 tctcccactc tttaaataac attccattta ccctagcctt aggtagtatc aagacttctt
  4564861 agccctatcc gatgaaattt ttctggtgat gatatcgcta gtagctcgat cactactttt
  4564921 tcattattta cttgaaataa aaaatacaaa cagcccatta cgatcggtta gactagcgcg
  4564981 agagttattt agaatgagca tctaatgtaa tgtcgaatca gcgttcctct ctaaaacacc
  4565041 ttaatacctt tgcgctacct gcttatgcaa gcaatgtcat tagtgctggc tcagtagaaa
  4565101 cattaattgc ggcttggcat gaatcaaaag ccaagcgaca gccggtacta ttactaggtg
  4565161 aaggtagcaa tgtgttattt attaaaaatt tctctgggac agtattactc aataggatta
  4565221 tggggattac ttctaccgaa gacagtgctg cttggtattt acatgtcggt gctggggaaa
  4565281 attggcatca actggtatgt cattcactgc aaaataatat gccggggttg gaaaatttag
  4565341 cgttaattcc aggctgtgtc ggctctgcgc cgatccaaaa tataggtgcc tatggcgttg
  4565401 aattaaaaca agtatgtgaa tatgttgatt tacttgatat ggataaaggt actattcagc
  4565461 gtatctccgc tgaggagtgt cagtttggtt accgtgacag catttttaaa catcgctatg
  4565521 ggaatggatt tgctatcgta tctgtcggta ttaaattgat gaaatcatgg actccaacgc
  4565581 tgggttatgg cgacttaata catatggacc cattaacagt tactgccaca gatattttta
  4565641 actctgtctg tacaatgcgg cggagtaaac ttccagaccc aatggtcact ggcaatgccg
  4565701 ggagtttctt caaaaaccct gtagtaagcg cagcaatcgc tgaggagatc gtacattgtt
  4565761 accccaatgc tcctcattat ctgcagccag atgggtcagt aaaacttgca gcaggttggt
  4565821 tgatcgatca gtgttcactt aaggggtacc agattggtgg tgccgcagta caccagcaac
  4565881 aagctctggt gctgattaac cagtcagaag cgactggcca agatgtaata catcttgcac
  4565941 gttatatccg ccagcaggtc gcacagagat tttcaatctg gctagaacca gaggtacgct
  4566001 ttattgctga taatggtgaa gttaatgctg tggagcattt atcgtgaaag atatcagggt
  4566061 ccccttacgg ttagtcagta tattatctga tggttttttt cactccggtg agcaattggg
  4566121 tgaaacgtta ggcatgagtc gcgctgcgat taataaacac atgcaaacta ttagagattg
  4566181 gggtttagat gtttttactg tcccaggtaa gggctacagc ttacctactt ctatccaatt
  4566241 gcttgatgaa caaaaaatat taagttattt acctacgggt cacgtaacag tattacccgt
  4566301 agtcgattct actaatcaat atttattgga tcgtattact gaattgaaat caggtgatgc
  4566361 gtgtgttgcg gaatatcagc aagcaggacg aggtcggcgt gggcgtcaat gggtttctcc
  4566421 ttttggtgct aatctttatt tatcaatgta ttggcggcta gagcaaggtc ctgctgctgc
  4566481 aatgggatta agcttggttg ttgggattgt tatggcagag gttctgcaga atttaggtgc
  4566541 agagaaggtt cgtgttaagt ggcctaatga tctgtattta aatgataaaa agctggccgg
  4566601 aatattagta gagcttactg ggaaaacggg tgatgctgca caattagtca ttggtgcagg
  4566661 tattaacctg acaatgcgtg gttcagaaac aaatgctatt aaccaagatt ggataaattt
  4566721 gcaggatgct ggtgttacta tcgatcgtaa taaactcact gctgagatct tatctgaatt
  4566781 acggcttgca gtagttaagt tcgaaaatga gggcttatcg gcattccttt ctcgttggca
  4566841 gaaaatggat aattatctta ataggccagt gaaattaatt attggtaatc aagagatttt
  4566901 tggtattgct cgcggaatcg atcagcaagg cgcattatta ttagaacaag atggcaatat
  4566961 aaagccttat attggcggtg agatatccct tcgaggtgtc tgattaatta atgggagata
  4567021 actatctccc gtatagatta ttttcttaag cgtacacttt ctactgcatg attggcactt
  4567081 ttcgtcatta ttaaacttgc tctttcacga gttggtaaaa tattttgctt taaattcaat
  4567141 ccattgatct cattccataa ttgagtggcg atcttaatag cctctgtctc tggtagtttt
  4567201 gcataattat gaaagtaaga gtctggattt gagaatgcac cctgacgaaa tttaagaaat
  4567261 ctattaatat accaactctg aagtaaatcc tcaggtgcat ccacatatat agagaaatct
  4567321 acaaagtctg atacaaatac gtgatgggga tcatgtgggt agtccatccc actctgtagc
  4567381 acatttaagc cttctaatat taggatgtcg ggttgcttga ttaccttatt accgtcaggg
  4567441 acaacatcat atattaaatg agaataaacg ggtgcagtaa cataatccgc tcctgattta
  4567501 acctcagaga caaatttcac tagattatgc atatcatagg attccgggaa tccttttttc
  4567561 ttcattagcc cacgttcgtt gagcacctta ttaggatgaa ggaaaccatc ggttgtaatg
  4567621 agttctacgc tacgatgttc cggccaacgg ctaagcaaag cttgcaataa acgggcggta
  4567681 gtacttttac cgacagctac gctgccagca atgccgatga cataaggaat acgttggcca
  4567741 tcagtcccaa ggaattgctc aagaacagcc tgacgacgca aattagagct aatataaaaa
  4567801 ttaagtaggc gtgaaagtgg aaggtaaatt tgtgccactt catctaatga aaggtcttcg
  4567861 ttaatccctt tgagtttaac gatttcttct tctgtcagtg tcaatggcac tgagtcgcgt
  4567921 aatgccgccc attgggtacg atcgaactgt agataaggcg tcgctaaaga ttgttctctt
  4567981 tttgtcataa gccaaattct gcctgttaac gcaggttggg aaaggcgctg gacgccaact
  4568041 ccagataaga aacaagctgc atattatagg cagcttggtt tttggtgtag acatttttgc
  4568101 gcttagtgag tgatttcttt gacgcgtgtt gctattccaa tcaattaaga gggcttatgg
  4568161 caggttcagg tattttctat tttttacact atggttcatt agttttgtat ggccgtgtgt
  4568221 ggttgaacca cggtaaacaa gcgtttgaaa taaattgcgg ttggatgata gttaccatta
  4568281 ggagtgcagg catagtcagg gatctccccc acataacggt agccctgtgc ccgataaaaa
  4568341 gactcagcgg aagaacccga ttgagtatct agatatatta atccacggcg taattgtact
  4568401 gcggtgtttt ctgcagcaat gattaattta tgtcctatcc cagtgcgacg gctacggcta
  4568461 tgaacaagta atttttgtat ttcagcccga tttaagccat tcggtttttg gcaaagaact
  4568521 aattggatag taccgatgat gccaatttca tcacgtgcta tccataagag taatgcttct
  4568581 ctctctatgg ctgggcgtag actgtggaaa taaccctcag cttcttcctg ggaaagtgta
  4568641 tgcgtattgt aacccacgga ggcaccataa gtgaccgcat caataagtaa actggctaac
  4568701 ccacttcggt atatggggaa agttgcggca ttaagcaaaa ctatcttcat aattgtaacg
  4568761 aacggtgcaa tagtgatcca cacccaacgc ctgaaatcag atccaggggg taatctgctc
  4568821 tcctgattca ggagagttta tggtcacttt tgagacagtt atggaaatta aaatcctgca
  4568881 caagcaggga atgagtagcc gggcgattgc cagagaactg gggatctccc gcaataccgt
  4568941 taaacgttat ttgcaggcaa aatctgagcc gccaaaatat acgccgcgac ctgctgttgc
  4569001 ttcactcctg gatgaatacc gggattatat tcgtcaacgc atcgccgatg ctcatcctta
  4569061 caaaatcccg gcaacggtaa tcgctcgcga gatcagagac cagggatatc gtggcggaat
  4569121 gaccattctc agggcattca ttcgttctct ctcggttcct caggagcagg agcctgccgt
  4569181 tcggttcgaa actgaacccg gacgacagat gcaggttgac tggggcacta tgcgtaatgg
  4569241 tcgctcaccg cttcacgtgt tcgttgctgt tctcggatac agccgaatgc tgtacatcga
  4569301 attcactgac aatatgcgtt atgacacgct ggagacctgc catcgtaatg cgttccgctt
  4569361 ctttggtggt gtgccgcgcg aagtgttgta tgacaatatg aaaactgtgg ttctgcaacg
  4569421 tgacgcatat cagaccggtc agcaccggtt ccatccttcg ctgtggcagt tcggcaagga
  4569481 gatgggcttc tctccccgac tgtgtcgccc cttcagggca cagactaaag gtaaggtgga
  4569541 acggatggtg cagtacaccc gtaacagttt ttacatccca ctaatgactc gcctgcgccc
  4569601 gatggggatc actgtcgatg ttgaaacagc caaccgccac ggtctgcgct ggctgcacga
  4569661 tgtcgctaac caacgaaagc atgaaacaat ccaggcccgt ccctgcgatc gctggctcga
  4569721 agagcagcag tccatgctgg cactgcctcc ggagaaaaaa gagtatgacg tgcatcttga
  4569781 tgaaaatctg gtgaacttcg acaaacaccc cctgcatcat ccactctcca tctacgactc
  4569841 attctgcaga ggagtggcgt gatgatggaa ctgcaacatc aacgactgat ggcgctcgcc
  4569901 gggcagttgc aactggaaag ccttataagc gcagcgcctg cgctgtcaca acaggcagta
  4569961 gaccaggaat ggagttatat ggacttcctg gagcatctgc ttcatgaaga aaaactggca
  4570021 cgtcatcaac gtaaacaggc gatgtatacc cgaatggcag ccttcccggc ggtgaaaacg
  4570081 ttcgaagagt atgacttcac attcgccacc ggagcaccgc agaagcaact ccagtcgtta
  4570141 cgctcactca gcttcataga acgtaatgaa aatatcgtat tactggggcc atcaggtgtg
  4570201 gggaaaaccc atctggcaat agcgatgggc tatgaagcag tccgtgcagg tatcaaagtt
  4570261 cgcttcacaa cagcagcaga tctgttactt cagttatcta cggcacaacg tcagggccgt
  4570321 tataaaacga cgcttcagcg tggagtaatg gccccccgcc tgctcatcat tgatgaaata
  4570381 ggctatctgc cgttcagtca ggaagaagca aagctgttct tccaggtcat cgctaaacgt
  4570441 tacgaaaaga gcgcaatgat cctgacatcc aatctgccgt tcgggcagtg ggatcaaacg
  4570501 ttcgccggtg atgcagcact gacctcagcg atgctggacc gtatcttaca ccactcacat
  4570561 gtcgttcaaa tcaaaggaga aagctatcga ctcagacaga aacgaaaggc cggggttata
  4570621 gcagaagcta atcctgagta aaacggtgga tcaatattgg gccgttggtg gagatataag
  4570681 tggatcactt ttcatccgtc gttgacaagt ggattgaagt ggtgtacaga tgtcacagag
  4570741 ttccgagttg gagcacagaa gctgtatttg tcggtgatac aagacctgtt taataatgag
  4570801 attatttctt ggcatatgtc agaaagagca gcattaatcc tgacgtgcaa gacgctggaa
  4570861 aaagcgctga aagtgaaagg gagaaaagaa ggcctgatgt tgcacagcga tcagggctgg
  4570921 cattaccgaa cgccgatgtg gcgctcaatg cttgtcgagg cggggataag gcaaagtatg
  4570981 tcacgcaaag gcaattgttt agataatgca gtgatggaaa atttcttcag tcacctgaaa
  4571041 gccgagatgt atcaccgtaa gaagtacgat tcagccacag ttttaaagcg tgacattgta
  4571101 gaatatatcc attattacaa tacagagcgc attagcctga aaacaggcgg aatgagtccg
  4571161 gcagaatacc ggactcaggt agaaaagcag taaagcagat gtccaagttt tggggttcag
  4571221 tgcataagcg tggccccctt ggaaccccgc gctttcgcac tatcgcttgc ccactgcgtg
  4571281 gggtccctcg attcatcatt tcgctgacgg accgggccga ttcgcttcct gctcaagcgg
  4571341 ccctcgctcg gcatccatgc ctcgcgtcct accttcattc ttcactcggc tgctcaaatg
  4571401 tgctttggac gtcaatagcc aattcaaaat caaaaagtta ctaaaaatct aaagatgatg
  4571461 gtctggcgtc aatcggctgt tcaaatgtgc tttggacgtc aacaaggaga gagagggtac
  4571521 aaaaaattta tcggtgtcat tcttttgtta accgaatttg attgtgcgcc ttatccaccc
  4571581 agagatagaa agtggattgt gtcgtttcgc ttggtagtga ccacacttca ctatcaccaa
  4571641 aatttggctt tggcgttcat acccaagact gttgagataa ttttttaaag ggctagcatc
  4571701 gagcgtatga ttaaatatta ttgtacttga tgggttataa ccgtcccctg gttgatactc
  4571761 aaaataataa tcacgggtaa tcttcggcgt tttttcaata tcacgatcag taagcatgtg
  4571821 atattttata aaattatcct gagtgtatac gcttttttca ttaacccctg tagcaataaa
  4571881 agataaaaaa acccaataac gcctaaggtg acaaatatat agcttgaagc caaacgggtt
  4571941 tgtgccctgt gaaacacggt cactacgcga gaaaaacaat tttattcgcg tttcatttta
  4572001 actatcttgc catttttctc taagcgatac attccatcgt aaacgctaaa caatatatct
  4572061 ttatctctgt cattctcgac agagaaaacc ttgtttttat caatgcaatt tttactggtt
  4572121 ttcatatcat caaagcatcg tctgtcatat ttaccctctt ctttatagcc gtcgccaaaa
  4572181 tcccaaaata tgacagtgta aaaaccatca gatgccggtt tgggaatact gtatttatcc
  4572241 ttcagcatat ccctattttc cagccaccag tttattttac ttttatcagt taaagggaag
  4572301 ttcctcacta aaacatcact gtaatcattt ctctgatgaa cagagacaat ttccaccgga
  4572361 tgcagtaaca accagaaaac ataacccagt aaagcgctgc ccgtcagtaa tagcgcccag
  4572421 agattttttt tactttttac tttcattgcg gctcccggca atctctacgg tggcttccat
  4572481 attggtcata aatggcttga aactaaactg gttgaatcgt tggagaacaa accctatgcg
  4572541 gaataaattg aacccgttaa acgtggaatt cttaatatta tcattatcta aataactgcg
  4572601 cttaatagtg ctccactttc gtcatccctt gcgagaaaag ggattggatc agttttaccg
  4572661 ccaaatgcta tggtgttaag ctttaacaac cgaactgatc atcaacgtct tccgggtcaa
  4572721 ttatcaggcc tatcttaccg aattcaccat aattttaata gtatctttta taagccatat
  4572781 aaaacgggac ggaatatgac gatgaaaaaa taaaaggaat taataccgca ataaaaaccc
  4572841 cactgctgtc tattgttata ttaaaaatag ctaaagcccc cgtctttgca acgttgaaat
  4572901 gatacttagc acaccctaaa agcagaaagg atgagacaac atttaagata aaatgcttag
  4572961 agtgtaatag gtggctgacc aaataataaa ataggagcaa tgaaaatact gtacagatga
  4573021 tgtaagtaga aaatgaaaat atatgaacca tattaatacg acctgtactg actgccgtat
  4573081 tcatattacc tgcagatctc tcatatattg attcagataa gcttatcatc tatataccct
  4573141 ctagattcag ggtttcgttc cagatactct tctaatacat ccatgataat atccctattt
  4573201 tttactcaac ttttatataa gataaacatg atgtaaatcg atatcaatag attaattctg
  4573261 gcgatcagag cggattccga ttgaggctgg gccaagtgaa taccgaactg atgacaaccc
  4573321 tatccctctt cttttgaacc ctgcatgggc tagccgcctc aacaaaaaca tacctcaagt
  4573381 aacacatatc aataacaaaa atgttacctc catcacgcat aaatgttttt cttcggttaa
  4573441 atcttggctt atttgttggt ttttgattac aatcgtgagc gaaaacgaac attaaagcgc
  4573501 tgtttcgaac attcagagga aggtaacatg gaaaccaaag acttgatcgt gatcggtggc
  4573561 ggtattaacg gtgccggtat cgctgcggac gctgctgggc gtggcctgtc ggtactgctg
  4573621 ctggaagcgc aagacttggc ctgtgctacg tcttccgcca gttccaaact tatccatggt
  4573681 ggcttacgct atctggaaca ttatgaattc cgcttggtaa gtgaagcctt ggccgagcgt
  4573741 gaagtgttac tgaaactggc accgcatatc gcattcccta tgcgcttccg cctaccccac
  4573801 cagcctcatc tacgcccggc atggatgatc cgcaccggct tgttcttgta tgaccatttg
  4573861 ggcaaacgta ccagcctgcc tgccagtaaa gggctgcgtt ttgggccgga atctgtgtta
  4573921 aagcccgagt tggtgcgcgg tttcgaatat tctgactgtt gggtggatga tgcccgcctg
  4573981 gtggtgctga atgcgcagga agtggttaaa cacggcggtg aagtccgaac ccgtaccaaa
  4574041 gtgacccgcg catggcgtga acaaggccta tggatggttg aagcccttga tgtcaatacc
  4574101 ggcaaaacct tcacctggcg ggctaaaggc ttagtgaatg ccactggccc ttgggttaaa
  4574161 cagttcttcg acgatggcct aaagctcaaa tcaccttatg gcatccgcct aattaaaggc
  4574221 agccacattg tggtgcctcg ggttcataac caaccgcagg cgtatattct gcaaaatgaa
  4574281 gatcaccgta tcgttttcgt tatcccttgg ttagatgact attccatcat cggtactacc
  4574341 gacgtggaat accacggcga tccaaaagag gtgaaaattg acgatcagga aatgacttat
  4574401 ctgctgaaag tctataacga ccactttaaa aaacagttgg gtcgtgacga tatcgtctgg
  4574461 acctactctg gtgtgcgccc gctatgcgac gatgaatcag attcaccgca agccgttacc
  4574521 cgcgattaca cgctagatgt ggccgatgaa gcgggtcagg caccactgct gtcggtcttc
  4574581 ggcggtaagc tcaccacgta ccgtaaattg gcagaacatg cgctggaaaa actgtcagcg
  4574641 tactacccga atgtcggccc agcgtggact aaaaccggtg ccttgcccgg tggggatatc
  4574701 ggcggtagtc gtgatagcta taccgtgcaa ttacgccacc gctataactg gttgccggaa
  4574761 gggttagccc gccgctatac ccgtacctat ggtagccaca gcgagctaat tttagccaac
  4574821 gcgacccgtc ttgaaagcct aggtgagcac tttggtcacg gcttgtatga ggctgaattg
  4574881 cgctatttgg ttgagaacga gtgggtcgtt gagctggatg atgctatctg gcgtcgtacc
  4574941 aaattaggca tggccctcag cgatgaagag aaacagcggg tagcccagtg gctggctgat
  4575001 gcgcacactg aaaaacaaca ggcgctgccg ctggtttctt aatagcaaag tttaacattg
  4575061 tttaactttc gtcaattttt gcctttctgg gctgcatagc gttgttcaag cacctcaaga
  4575121 aatttaaaaa ccctcttcaa tcggataacc gcgaagaggg ttttttacgg tggcactggc
  4575181 ggttgaatat gtcattaccg cacactacag ccggataggc ttaatatgcc aaatctcatc
  4575241 ggcatactcc ttaatcgtcc ggtctgaaga gaaataaccc atattggcaa tattcagtaa
  4575301 ggttttacgc gaccattcat cccggttgcg atacagcgca tcgacttgct cttgagtgtc
  4575361 cacatagctg cgataatccg ccaatagctg gtagtgatcc cccaaattga ccagcgaatc
  4575421 aaacaggttg gtatagcgat gaggctcttc tgggctgaac gtgcctgtcg ctatctgtgt
  4575481 cagtacctga tgtaactcag gatcctcgtc gtaatatttc cgtgggttat agccactctt
  4575541 acgcaatgct tcaacctgct cagtcgtatt cccgaagata aagatattct cttcaccgac
  4575601 atgctcgcgg atctccacat tggcaccgtc taatgtacca atggttagcg ctccgtttag
  4575661 cgcaaacttc atattactgg tccccgacgc ttctgtaccc gccaacgaga tctgttcgga
  4575721 caagtcggcc gccggaatga tcaactgcgc caagctcaca ctgtagttag gaataaagac
  4575781 cactttcaat aaattattga tccgtggatc gttgttgata accttcgcta cgtcgttgat
  4575841 caggtgaata atttgcttgg cattataata agccgaggcg gctttaccgg caaaaatcac
  4575901 cacccgaggc acccagttat tgtcaggcgc gtcaataatg cggttataac gcgttatcac
  4575961 atgtagcaca ttcagcaatt gccgcttgta ctcgtgaata cgtttgattt gtacgtcaaa
  4576021 caacgctgcc ggattgacca cgatattgag tttttcagcg atgtaaaccg ccagccgttt
  4576081 tttgttttcc agcttggcct tttgtaaggc cagtaagaaa ctggggtaat caaggttctt
  4576141 ttccagttcg ctaagttggc tcaggtcagt acgccaggtc tggccaatac tgtcatccag
  4576201 cactgccgcc aagggccggt tggctaaccc caaccagcgc cgtggtgtca cgccgttggt
  4576261 tttattgcag aaacggttag ggaaaatacg agcaaaatca gcaaacaacg attgcaccat
  4576321 cagttcagaa tgtaacgcag aaacgccgtt cactttgtgg ctggcaatca ccgccagcca
  4576381 ggccattcgt atccgtcggc cgttattttc gtcaataacc gatacccttg agagcagctc
  4576441 tttatcgtca ggatattgtt cctccaccag cttgaggaaa tgatcattga tatcaaagat
  4576501 gatttgcaga tggcgtggca aaatcttacc gatcatatcg acaggccagg tctccagcgc
  4576561 ctcactcatc aacgtatggt tggtgtagga aaacacttgt tgcaccacat cccatgcgtc
  4576621 catccaggta aatttatgct cgtcgatcag tagacgcatc atttcaggaa tggaaagcac
  4576681 cgggtgtgta tcattcagat gaatagcaat tttatcggct aagttattga atgtatgatg
  4576741 catcgcccaa tggcggttca gaatatcctg cactgtcgct gagactaaaa agtactcttg
  4576801 tcgcaagcgt aattcacgcc cggaataggt ggaatcatcg gggtatagga ctcgagagac
  4576861 gttctctgaa tggtttttat cttcaactgc ggcaaagtaa tcgccttgat taaatttgcc
  4576921 cagattaatt tcattactgg cctgcgcaga ccataagcgc aatgtattgg tggcatcagt
  4576981 atcaaaacca ggaataattt gatcataggc acacgcgagg atttcttcgg tttctaacca
  4577041 gcgaatcttg ctgccttctt gctgaatacg gccaccgaac cggactttat agcgggtgtt
  4577101 gtgccgtgga aactcccatg cattgccata ttccaaccag ttatctggcg actccatctg
  4577161 ttggccgtta acaattttct ggctgaacat gccatattca taacgaatgc cgtaaccccg
  4577221 ccctggtagc gcgagggtgg ccaatgaatc gaggaaacac gctgccagac ggcctaaacc
  4577281 accattacct aaaccgggat cgttctcctc tttcaacaac tctgacaaac tgaggcccat
  4577341 ttcatccaac gcctgctcga tctcatcata aatccccatt gataacagcg cgttagataa
  4577401 tgttctgccc agtaaaaact ccatcgatag ataataaacc tgccgaacgt cctgtgataa
  4577461 ttgagcgcga ttagaacgta accaacgttc aaccatgcga tcacgtaccg caaatagagt
  4577521 tgcattcaac caatcatgtt gcgtcgcaat ggtgggatct ttgccaataa taaacattag
  4577581 cttataggca atagagtgtt tcagtgcatc cacactgaca acgggtgagg tatagctaaa
  4577641 cggtgatgtc ataacgtttt tcccaagttt aatggctaca acgagtcgac aatgacgagc
  4577701 gccaacaata acgagcgcta acaattacca gtttcaacga ttaccagctc caacgattac
  4577761 cagtttcaac gattaccagc tccaacaatt atcagtttca acaattacag acgtcgataa
  4577821 agtgacaaat aatctacggc ggcaagttgc caaccaaagt cgagcctcat cgcatggcgc
  4577881 tggacgtgac gccaatgctt cggcctgctc cacagtacaa aggcacggcg tatcgccttc
  4577941 actaaggctt gcgcctcaca ttcattgaat acaaatcccg aagcgctgcc gtcagccagg
  4578001 ttttccaacg cgcaatccac cacggtatca gccagcccac cggtatgtcg caccagcggc
  4578061 aacgtgccat atttcaaccc atacaactgt gttagcccac agggttcaaa gcggctgggc
  4578121 accagaatga catccgaccc ggcaataatt cgatgagaga atgcctcgtg ataacctatt
  4578181 tgcaccccaa cctggccaga atgctctgct gcggcggcta gaaatgcctc ttgcagcgtg
  4578241 gcatctccgc tccccaagac gaccaactgc ccccccagtg ccagtaattc gggcagtgct
  4578301 tccaatacca gatccaaccc tttctggacg gtcaatcgac tgacaacagc aaaaatgggt
  4578361 ttattttctg ccagttgcaa acccatagcc gtttgcaaat gtgttttatt gatggccttt
  4578421 gcttgcaggt tctccgcatc ataacgagta ggtagcaagg tatcgctctg cggatcccaa
  4578481 atatcactgt cgaccccgtt caggatcccc gtcaaccggc cttgacgcgc caatgcttgt
  4578541 agcaacccct ccatgccata gccaaaagca ggctgagtga tctcttttgc ataggtcggg
  4578601 ctgacggtcg tgacatggtc ggcaaagaac aacccggctt tcagataaga gatctgcccg
  4578661 taaaactcca gcccatagat ctggaaaaac tcagcgggca ggtgtaattc agataagtga
  4578721 tctgcagaaa atagcccctg ataagccaaa ttatggacgg taaacaccga tcgtgcaggc
  4578781 cgcccacgcg cagccagata agcacaggtt aatcccgcgt gccaatcatg ggcatggaca
  4578841 acctctggac gccagtaacc gtccaggcca caagccagtt cgcacgccat ccatcccagc
  4578901 aaggcaaagc gtagatagtt atcgctatag gcatataaag aagcatcgtg ataagggcta
  4578961 cccgcacgat catagagcgc tggcgcatca atcagataaa tgccaatccc ccgataatgg
  4579021 ccatagcgta atgctacccg ccccgcaaaa gtgtcaatct ccctgaccag tacggtctca
  4579081 gggatccctc tacgcaaatc cgggaaggcg ggcaagatga tccgcacatc agccccctcg
  4579141 gcaagctgag ctgcgggtaa agcaccgata acatcagcca acccgcctgt ttttagtaaa
  4579201 gggaacagct cagaacatac atgtaaaacc ctcatcatca ctcctgctct tttataccct
  4579261 tctgacctga agttgcagtg gtgttagctg ctttccttca ccctaatgac tggcctgtat
  4579321 cgacgccaat ttgaaaaaca aagttaatat tatcaatagg ttcattctga taaataagtt
  4579381 cagtctgatc aataagctca gtctgatcaa taaatccaac ctgacaaata aaaaacctaa
  4579441 tggctctatt ttgcctctaa ctttgccagc atatcccgag tcactaacac cacccccccc
  4579501 ctctgaacgg tagaaacggg cgctgtcttc atccgcgttt tcgccaatca ccattccctc
  4579561 aggaatgtga caggcacggt caataataca gcgacgcaag cgacaagatc gccccacatg
  4579621 gacatcaggt aacagcagtg aggaatcgat agtacagaac gaattcaccc gcacccgagg
  4579681 gaacaacacc gaatgcacca ccactgaacc tgaaacaata catccgccag agaccagtga
  4579741 attcatcgtc atgccatggc taccagatcg gtcttggaca aacttggcgg gtggcaatgg
  4579801 ctccatatgg gtgcggattg gccaggcgcg atcatacata tccagctctg gtgtcactga
  4579861 cgccaaatcg agattagccc gccagtaggc gtccaatgtc ccgacatcgc gccaataagg
  4579921 cggtaattca gcattggaag tgacacaaga gagatcaaac ggatgcgccc agacgacttt
  4579981 tcttgcggtg agttgcggga tgatgtcttt accgaaatca tggctggagc ctggggtatt
  4580041 attgtcctct tcgagtaact taaagaggta gtcagcattg aagatataga tccccatgct
  4580101 agccaatgcg ttgctcggat cacccggtat aggagggggg ttcgcgggct tttcatagaa
  4580161 cgcggttatc tgataatccg cagtaacctc catgatacca aactcactgc cttcactaat
  4580221 tggcaccggg atacaggcga cggtacattc agcccctttt tccacgtggt cgagcagcat
  4580281 acgagaataa tccatcttat agatatgatc cccagccaga atgacgatat attctgcgtc
  4580341 atagcggcgg ataatatcca agttctgaca gaccgcatcc gcagtgcctt tgtaccattg
  4580401 ctctgtgctc aaacgctgtt gggcgggcag tagatcaaca aattcgttca tttcttcatt
  4580461 gagaaatgac cagccacgtt gaatatgctg aaccaatgta tgggactgat attgtgttat
  4580521 cacaccaata cggcgaaccc ctgagttcag gcagttggag agcgcaaaat caatgatgcg
  4580581 gaatttgcca ccaaaatgga ctgcgggttt ggcgcgggtg gcggtcaaat ctttcaatcg
  4580641 tgagccacgg cctcccgcca gaatgagtgc cacggtttta ttgggtaatt gtctggccaa
  4580701 catcaatgag tctgtacttt caaacctcac cataaaagct ccttaatctc tctttatgag
  4580761 cacacaaatg gtatgcgcgg acccgcgcca tgtggttaat cgctccgcat ggtctgacac
  4580821 cccaaaggga ggaatcccct cccattcccc ttcaggtaag tgcatttcac actcgtgatc
  4580881 agtggcattg atgagcacca accagcgctg agataacaaa atctgtagtt gctgctggca
  4580941 gccttgctcc caagcagcat cactcagcgc ctgtccctga ctatccaacc attgcacatt
  4581001 actatcgccg ctctgccacc attggtcctg agtcagggct gggatttgct ggcgcagccg
  4581061 gataaggtca gcggtaaacg tcattaatgc acgatccgca ctgccccaat cgagccaggt
  4581121 gaggatgttg ttctgacaat aagcattgtt gttgccttgc tggctgtggc cctgttcgtc
  4581181 accggccagt aacatcggcg ttccctgcga gagtaataag gtggtcagta gcgcccgctg
  4581241 acaggcttta cgccgttgcc agatagccgc gtcagccacc aagccttcac aaccaaaatt
  4581301 attgctatgg ttgttatcac tgccatcacg attttcttcg ccattcattt ggttatgttt
  4581361 ttggttaaaa cacagcaaat ccagcaaggt gaaaccatca tgggcggtaa tttgattaat
  4581421 gctggcagag ggtaagcgcc ctcgctgttc aaacaggcgg cttgaagcag caaaatgctg
  4581481 ggcaaaggta ccgcgcggca cctcccctcg tagccagaaa ccgcgcatgg catcgcggta
  4581541 ctggtcattc cattcgctaa agccggtggg gaagttcccc aattgataac cgcccagacc
  4581601 gatatcccaa ggttctgcaa tcaatttgca ggcactgagc cgctcatcgg ccgccaaggc
  4581661 ggcaaataaa ggcgcatgtt gatcgaacgc cggtgtgcgg cccagtaccg tgcctaagtc
  4581721 aaaacgaaag ccgtccacat ggcagctatc gcgccaataa tttaggcaat caataaccca
  4581781 ctgtgtgaca tacggatgac tgaggcgcag tgcattgccg cagcccgtga tgttgtcgta
  4581841 ttcaccatcg ggggtcagcc agtagtagct ggcattgtcg ataccacgct gacacaaggt
  4581901 cgggccgaag acatccaact cagcgctgtg gttgaacacc acatccagaa tgacttcaat
  4581961 gcccgcgtta tgcagggctt taaccgcatc ccgtagttct ctcagcggtg atatgccctc
  4582021 gcggcccgag gcataatctg gatccaccgc aaagggcgct aacacgttat agccccagta
  4582081 attgctcagc cccatttttt gtagccgggg ttcatcaata tgaaattgca ctggcagcaa
  4582141 ctccagtgtg gtaatcccca atgttttgag atgttcaatc agagcagggt gtgccaaggc
  4582201 ggcataggta ccgcgcagct ctggcggaat atcaggatgt aattgggtta aaccacggac
  4582261 atgggcttca taaatcacgg tattgcccca aggaatggcg ggcggtttat ccccctgcca
  4582321 gtcatattcc tcgtgtatca caagacattt aggtaacgcc gccgcactgt cgcggacatc
  4582381 gggctggcta acgccaccgg taaagcgggg atcatcacca accttgcctt ctaacgcacg
  4582441 agttcggggg tctatcaaca acttatgtgg gttaaaacgg tggcctcgac tgggctcgaa
  4582501 aggcccgctg acccggtaac catagcgttg ccccggcttg ccgccgggaa gatagccatg
  4582561 ccagatgtca ccagtacgag caggcatggc tatctgccgc tcttgcccct gctcatcaaa
  4582621 cagacacaac gtcacctgtt cagcatgggc tgaaaatagt gtgaaattaa tgcccttccc
  4582681 atcaaagtgg gcgccagaag gtgtcggtga tccatgggtt aataccgcca tcctagttct
  4582741 cccgcagcag gtaaatcgtt gccagcggtg gcaaggtgag taacaacgaa tgctcgtggt
  4582801 tgtggctcct cacatgatgg ctatcaatgc cgccctgatt acccaggtta ctgccgcagt
  4582861 aaaatgcaga gtcagaattc aacacttcac ggtagtgacc accttgtgga atgcccacac
  4582921 ggtagtgata acgtggaacc ggggtgaaat tactgatagc aatcagttcg tgcccctcgg
  4582981 catcacggcg caggaaggcg aataccgaat tttcgtggtc atcaaccacc aaccattcaa
  4583041 aaccagcggg ttgataatcc cattcataca acggcgcata ctggcgatag caatggttaa
  4583101 ggtcacgaac cagacgctgc acaccggaat gccagccgtt ttcatcgtcc agcaggtgcc
  4583161 aatccagact ggtttcgaaa ttccactcac gcccctgcgc aaattcacag cccataaaca
  4583221 gcagtttttt accgggatgc gcccacataa atgcgtaata agcccgtagg ttggcaaatt
  4583281 tctgccaggc atcacccggc atacgatcaa gtatcgagcg cttgccgtgg accacttcat
  4583341 cgtgggagag cggtaagata aagttctcgg tataagcgta taacataccg aacgtcatca
  4583401 aattatggtg gtatttgcgg tgaacaggat cacattgcat ataattcagc gtgtcatgca
  4583461 tccaacccat gttccattta tagttgaaac ccaggccacc aatatcaggc ggtaatgtca
  4583521 caccaggaaa gtcggttgac tcctccgcca tggtcacact gccggggcgt tcaacgccaa
  4583581 tggtcttatt ggtgtaacgc aagaaagcga tagcctccaa attttcccgg ccaccataat
  4583641 agttaggcac ccactgccct tcagcacggc tataatcgcg gtaaatcatt gaggccaccg
  4583701 catcaatacg caacgcatcg atgccaaaac gttccatcca gtagaatgca ttgcccgcca
  4583761 gatagttacg gacttcgtta cggccatagt tatagatcag ggtattccaa tcctgatggt
  4583821 acccttcgcg cggatcagca tattcataca acgcagtgcc atcgaaggtc gataatccat
  4583881 gctcatcact gggaaaatgg ccgggaaccc aatcaaggat cacgttaatt cctgcctgat
  4583941 ggaatttggc gacgaacgct ttgaaatcct ctggggtgcc gtaacggcgg gtcggtgcat
  4584001 ataatcctag cggctgataa ccccagctac cgtcaaatgg atgttcgtta atcggcagca
  4584061 gctcgacatg ggtaaaaccc atatatttaa cgtattcgac cagttgatcc gccaattcgc
  4584121 ggtaactcaa ccagaaatta ttatcggtat gccgacgcca cgaaccgaga tgcacttcat
  4584181 agatagacac cggggaacat aaatcattgg ctttttgccg tgcggcgcta ctcttcacta
  4584241 catcgggtag ctggctaatc aatgaggcgg tttctggccg catctgcgct tcaaaagcgt
  4584301 aagggtcagc tttcagacgc acctggccat ggcaatcaat gatctcaaac ttatacaact
  4584361 gccccgcctc tattcctggc agaaatagct cccaaatgcc attttcacgc cgtaagcgca
  4584421 tcggatggcg gcggccatcc caaaagttaa aatcccccac cacggatacc cgctgagcat
  4584481 tcggtgccca aaccgcaaaa ctgacaccgg atacaccatc aaggctcatt aaatgcgccc
  4584541 ccaaacgttc ataagggcgt aaatgggtac cttcagccaa taaccagcta tcaatatcct
  4584601 gtaataaggg accgaaacgg taaggatctt cgatgatttg tgggttctct tgccaggtaa
  4584661 cggcaaattg gtagcggaag gatttcttac gacgagtcag ttgtgcaata aaaaaaccac
  4584721 ggggatcttc gagcgttaat tgtgctatcc gccgcccgtt ctctgtctcc actagccaga
  4584781 cttctcgggc atctggcagc aatgcacaaa tctgcaaccc ctgcgaggtt tcatgcatac
  4584841 ccaaaatgga gaaggggtcg ccataatggc cggaaataag ctgattaatc acctgacgat
  4584901 cgggaagtac tgacatactc tcttcctttg attaatagca tgactgatac cggtccatgg
  4584961 accataaagt ccaaactcgg cctttcagtc atgcaatccg tttgatgtat aacgcgtggc
  4585021 taaggtcaat acatggattt aaggcctgag cccgttttta tcgccgtaaa gcccagccac
  4585081 cacatttttt taacccatac tataagcata gtcaaagggg gctaaaaaat cggcttaggg
  4585141 ttcatgaagt tttttcccat accaacaaat cgagaaatag agcctgaacg gcggaggaaa
  4585201 aaccgaagtg atgtaacggc tgttatggga aggaaaagtc gcgctaaccg ccagatgaaa
  4585261 agcctaaaat aagtggcggg tacggtattg gattagagcg ggctttttta ttaaaaaggg
  4585321 cggtgattaa cgtctctggc gcaaaatacg gatacaatag cggcagaaat aacgctaccc
  4585381 agaatcactc cctcccaacg tcataacagt ggtcatccaa catgggcatt agccaaacag
  4585441 aactgatctt ttccctttta caacagatgt gtgtgtattt ggttattgcc tatctgctga
  4585501 gtaaaacacc gctttttatc cccttgatgc aagttactat caggttgccc cataaactgg
  4585561 tgtgctatct caccttttcc atgttttgca ttatgggcac ctactttggt cttaacattg
  4585621 atgattctat cgcgaatact cgtgctatcg gcgcagtctt gggtggaatg ctaggggggc
  4585681 catcggtcgg gtttctggta gggctaaccg gaggcctgca tcgttattca atggggggga
  4585741 tgaccgcaac cgcctgtatg ttatcaacca ttgctgaagg gttattgggc ggccttctcc
  4585801 acctttatct gacacgtaaa aaccgcctcg atttattgtt tcagccactg gtggtcgcgg
  4585861 gcattacact ggtagccgaa gtgctacaaa tgatgattat tctggccgtc gcccgcccct
  4585921 tcaatgaagc ggtcgaattg gttgaaaata ttgccttgcc gatgatgatc accaatacca
  4585981 ttggtgccgc catgtttatg cgtatcttat tagaccgccg ggccattttc gaaaaataca
  4586041 ccacggcatt ttctgccaag gcgctacaaa ttgctgcacg ggcggagggg ctactgcgcc
  4586101 atggctttga ccagcagaac agtatgcggg tggcgcgtat cttgtatgag gagttgggtg
  4586161 tgggcgcagt agccattact gatcgcgaaa aattactggc ctttatcggt agcggtgccg
  4586221 accaccatca ggtgggcagt gctattacct ccagccatac ccaccgcgcg attgaactca
  4586281 atcaggtggt gtatgccgac ggcaatgccg tgccttatac ctgctcaatt tcacccacct
  4586341 gtaagctggg ttcaacactg gttatccctt tgcgaggtga agagcaccgg gtgatcggca
  4586401 gtatcaaatt gtatgagcca aaaagtaaat tattctccag cattaaccgc accttaggag
  4586461 agggtattgc gcacttattg tcagcacaga ttttggcggg agaattcgaa caacaaaaac
  4586521 aattactggc gcaatctgaa atcaaactgc tccatgcaca ggtcaaccca catttcttgt
  4586581 ttaatgcgct caatacccta tcagtggtga tccgccgtaa tccagatcat gcccgcaatt
  4586641 tagtgctttc tttatcaacc tttttccgta aaaacctaaa acgcagccat gacgtggtca
  4586701 cgttaagtga tgagattgaa catgtgaatg cgtatcttga aatagaaaag gcacgctttg
  4586761 ctgatcgtct gaccgtcacg gtttcactac cgaatgaact gatggaggcg cacttacccg
  4586821 cgttctccct gcaacccgtg gtagaaaatg caatcaaaca tggtatctca cagatgttca
  4586881 gtaacggacg ggtcacgttg cgcggtaaat tggatgacaa cacgttggta ttggaagtcg
  4586941 aagataacgc cggtttatat cagccgcagc cggatggcga tggtctggga atgagtttgg
  4587001 ttgatcggcg gattaaagcg cgctatggca aggaatatgg catcaccgtc gtcagtaacg
  4587061 cggaagtatt tacccgtatt attattaagt taccgtttat taccgtgagc gagcagtaag
  4587121 acggtttcat ttcgagagac gatctcgtca aaggcggcat atcttttgac gattagaaaa
  4587181 ccctataaaa attaatgcca gagtataacc cacctctggc attactatta ttcctgacac
  4587241 aacactattg tttacacatc actatcgctt acacatcact atcccttaca caacatcatc
  4587301 ccccacgcca tgttatcccc ttcaaactag attgggcggg tacacatcac atgagttatg
  4587361 gccataaaat cacccatcgt cgtcagcgta cccgttgaca aaccaatagc cagagccgta
  4587421 ctggcatcat gattattact gagccagaag aactcagcag gcacccagcc cggcgcagta
  4587481 taggcactga agtcacccca ttctgaccac aagttaccaa cagcccgctt gcctgacatc
  4587541 caggtcgccg cattggtgac ctgcgtagac gttggcatcg tatagcccac attttcacaa
  4587601 tgcgttattg catcagcgcg atttaacgta gcgccattat tattgataaa ccactggttg
  4587661 actctaaaac tgtacgagag tgggctaccg ccgcctttcg gggtggcaga tatagtgatt
  4587721 gtcggtgtac ccgtcgggaa taccgcatta aatgtcacca caccatcacc gctgaccgat
  4587781 accagcgctg gggcactgct gctccagtca tagaggctat tatctccacc cgaattgacc
  4587841 ttgaaggtgg cccccacaaa accggtggtt gggaacccgg catccccgtt aaacgttgta
  4587901 ccattcacgg tcacatccag attcttcata gcaataaagg tggtgtctgt tgtctccgtc
  4587961 aaggtctcta tcgtcgccgt aaccgtgcta accccggctg ttccattagt taaggtagcc
  4588021 aagacaatac cgttagcatt gcttacccca ccatcggtgg cggtgatcgt cgccccattg
  4588081 cttgccgcaa aggcgaccac ttccccaacg attgggttcc cgctgacatc tttaagcgtc
  4588141 gcctgtaccg tattggtagc actgttatcc gcaaaggcat tattgaccgt tgtcaccagt
  4588201 gtcagtgtcg ccagcggccc ggcagtaaag accgtgtcaa cagtcaaagg cgttcctgcc
  4588261 gtacccagtt tggccgtcac aaccgtcacg ccaaccaaac tgttggtcag cgtattgacg
  4588321 gcatccccgt tattatcggt cagtaccgtt accttactca gttgcgcacc acggttggcg
  4588381 gtaaatgtca cggccatatc ggccaccgaa ttgcccgtac tatcgacaac atgcgcccgg
  4588441 acctggttac gtgtaacacc atctgccagt gcattgttat caacgaccat caaggtggac
  4588501 aattgagcgg tatttttgtt cgcgataaat gcggcaccaa acgtgtccgt atagttattc
  4588561 gataccaagg tccccgtaat agggtgaacc ccagcctgag tactcgtgac agataagagc
  4588621 acacttcctt ccggagtact gatcgagcca ttactctcag ttagggtcac ctcatttgtt
  4588681 gcactgaagg ccacttgctg cccccctact gggttctggt tggcatcaaa aacccttcct
  4588741 agcacgaaga attgcattac cccatcggca attatcggaa tagggttgaa attaaaaagt
  4588801 tgtaacgttg ccgtgctcac atccgcaata aagtacggca tcagcgtgtg caccgtcgcc
  4588861 ataggccgcg agagtcgcgc taagatcccg ctctctccag ctttaatatg ggtcagcttc
  4588921 gcgctagccc acccatcgac gccagtaata ccactggtgg tgatggtcgc gccattttgt
  4588981 gatgagaaaa caacgctgta gccagcaata gcattcccct gattgtcagt caccctagcg
  4589041 cggacttcat tggcgtccac gctattggcc acggcgccat catcgataat gacaaagtca
  4589101 ccagtggcaa tattggcggt gtttatatcg gcaataaatt gaggcgtaac cgtcaggctc
  4589161 tcagtccccc ctggcgtcac cagcgttacc gtaacgtcac ttggccctga gagagtgttt
  4589221 gtcagtacac cgatagcaaa cccatttata tcagtgatag ctgatgcatt gattgacgca
  4589281 ccattagtgg cactaaagtt aacttcgacc ccagaaaccg aattatcatt ggcatccaca
  4589341 aggtgtaata acactctatt ttctacaacc ccattcgcta ccgcattatc atgagtgatc
  4589401 aaaaagcgat ccgtgaccaa tgtggccgta tccctatcgg cgataaaggt cgtcgtggtt
  4589461 gaggccgaca caccatctgc agttacagtg accttagtca cgccagtatt aatattgcta
  4589521 accgtgacat aagcactacc caaggcatca gtctgcacat cgttctgcac taattggcca
  4589581 ccattatctg cgctgaacac cacgttacta ttcggcacca ggttatcaga gacatcatag
  4589641 accctggctt caactctgtt agtttggatg ccatcggcca ccgccccatc attcaacctg
  4589701 aatagctcaa ttcgggcacc ggcaccagca acaaaccgga catcctcggt gagacccacc
  4589761 aagtcagtag cgaccgttgc agtcaccgca ctggtaaccg gcgcgttatg ccttaaggta
  4589821 ttttctgcat acccttgaga attcgtggtg acagtgtttg cggtcaacgt cacattctcc
  4589881 gtggcactaa agttcacatt cattcccgta accacgttgc catgagcatc cttaatgtgc
  4589941 gcctgcacga tatttctatc gctattgttg gcaagcgaat catttttcac aacgatcaac
  4590001 tccgacacat gggcagtgga tctgtctgca ataaagacgg cgtctttagt ttggcttatc
  4590061 cccatcgtta cgatcgccgc agtcacctta ctgatacccg ctgtcgtatg tgtaaaggtt
  4590121 gtgctaaacg tcccactgct atccgtcatc cctgatgttg gtgtcagtag tgcgccatta
  4590181 tccgaggtat aacccacaaa catactcggc accgggttcc cattggcatc agtaacaatc
  4590241 acacgagcgg cattagtagc aaccccatca gctagcgcat tgttccgggt aatggtcagg
  4590301 tctgatgccc taatagttgc ggtggttcta tccgcaataa aggtcgtatc tttgctctgc
  4590361 acccggttac cgacccttgc agtcaccaca ctggtacccg ccaaggtatg ggttaaggtg
  4590421 gccttggtca gaccatcgcc atcactgata ccattgactg tcgtgatagc agcaccgttg
  4590481 ccagaggtga agataaccgt ctgacccgat aacacgttgc ccttcgcatc ggtgacccgt
  4590541 gcatggacct catttttatc caggttatcc gcgaccgcgt catcaacaat aaccatcaaa
  4590601 tcacttgcag caatgtgtgc cgtcgtcaca tcggcaataa aggtagtatc aatattgcgg
  4590661 ctgctgccac tggataccac ggtcgcggtc acattggtaa tacccgccag ggtattagtg
  4590721 aatgtcacca taacgccacc ttcaactgat gtcacatcga gctcatattg aatggtgcca
  4590781 ttattactca gcacgaattc aaccgtttga tccttaatag ggttaccata gctatcagtg
  4590841 actcttgcct gaaccgcgtt aaccgcctgc ccattagcaa cttgatcgtt aacgatgatg
  4590901 aacatgtcac ccgcaataat ctgcgcagtc gaagcatcag cgataaaggt ggcattaatc
  4590961 gttttactca cctgatcgat ccgcgcattg atcgggaggc tccctgccag ggtatgcgtc
  4591021 aaggtcgccg taccatcgct gcctgtcgtt accgagtttg gtgtaatgtt catgccactg
  4591081 ttagaagtga ggttgaccac cgcgccgttg atcgcgttac cgtctacatc cgtcactaac
  4591141 acctggactt cgttggtatc gatattgtta gccacggcat tatctttcgt catcgtcatt
  4591201 tcaatcgatg ccgcttttcc cgccacaaaa tgcgtctcga gggtttcagt ttgcccggtt
  4591261 gaatcgagcg ttgccgtcac cgttgtcata cctgcaagcg tattgttgaa tctcatcaag
  4591321 acaattccag aggcgctact ggcatcgccc tgagactcaa tgactgcacc gttatcgaga
  4591381 gcaaagctaa cggattgatt agctaatagg ttgtcatgag catcggtaac caacgcttgt
  4591441 gcaatgttac cggctttacc attcgcaagc tggttatcca agaacgacgt tagcttaagc
  4591501 tgggctgtcg aaacatcggc aacaaaggtt actctggcat atccttgatg agcgccactt
  4591561 attgcaatca ccgtattact gctccccgcc acagtatgcg tagcactcgc tctaacacga
  4591621 ccatcgagat tagtcgtcac tgttgatgaa cccacaatgg acgccccatt ggtgccaaat
  4591681 attaggcttt gattcgccac gccattaccg aaacggtcag tcacaaaggc ttcgacaata
  4591741 ttggtatctg cgccatttgc cagtgcatta ttgttaataa tactgacgac gatattctcc
  4591801 agctcaccgg ccacaaaggt cgtgtcgata ttggcgttaa ccgtatcaat ggtggcgacc
  4591861 acattgctgg tccccgccac ggtattggtc agggtcgctg tggcgatccc gtccgcaccg
  4591921 gtggtgccga tcactgtggt aatttgtgct gtggcgttgg cagagctaaa gactacggtt
  4591981 gcaccggtga ccgcattgcc gtcgctgtcg ctgaccaccg cctgcacgct gttagtgttc
  4592041 actccatccg ccaccgcgcc attaactggc gcagtcagcg taatggtcgc aactgcaccg
  4592101 gccacaaagg cggtgtcgat attctcagta acgctgccta tggtggcgac cacattgctg
  4592161 gtcccggcca cggtatgggt caggaacgtt gatgccacgc catttacacc ggtgttcatg
  4592221 gtcgaggaaa gaatagttgc cccgttggcc gaactaaaga ccaccgcagc accggtgatc
  4592281 gggttgccgt tagcatcctc taccaatgcg tccacctgat tggtgtctgc accatccgcc
  4592341 accgcgccat taactggcgc agtcagggtg atggtcgcaa ctgcacccgc cacaaaggca
  4592401 gtgtcgatat tggcgctgat cgtatcaatg gtggccacta cgttactggt cccggccacg
  4592461 gtatgagtca agagtgttga tgctactcca tttacaccgg tgttcatggt cggggcaata
  4592521 atatctgctc cattggctga actaaagacc acggcggcac cggtgatcgc attgccatta
  4592581 gcatcctgta ccaatgcgtc cacctgattg gtgtctgcac catccgccac cgcgccatta
  4592641 actggcgcag tcagggtgat ggtcgcaact gcacccgcca caaaggcggt gtcgatattg
  4592701 gcgttaaccg tatcaatggt ggcgaccaca ttgctggtcc cggccacggt attggtcagg
  4592761 gtcgccgtgg cgatcccgtc cgcaccggtg gtgccgatca ctgtggtaat ttgggctgtg
  4592821 gcgttggcag aactgaagac tacagccgca ccggtaaccg gattgccgtc gctgtcgctg
  4592881 accactgcct gcacgctgtt gctgtttgcc ccatccgcca ccgcgccgtt aaccggcgtc
  4592941 gtcagtgtga tggtcgcgac cgcaccggcc acaaaggcgg tgtcgatatt ggcgttaacc
  4593001 gtatcaacgg tggcgaccac attgctggtc cccgccacgg tattggtcag ggtcgccgtg
  4593061 gcgatcccgt ccgcaccggt ggtgccgatc actgtggtaa tttgtgctgt ggcgttggca
  4593121 gaactgaaga ctacggccgc accggtaacc gggttgccgt cgctgtcgct aaccaccgcc
  4593181 tgaacatggt tgctgtccgt gccatccgcc accgcgccgt taaccggcgt cgtcagcgta
  4593241 atggtcgcaa ctgcaccggc cacaaagacg gtgtcgatat tgttggtaac cgtatcaacg
  4593301 gtggcgacca cattgctggt ccccgccacg gtattggtca gcgtcgccgt ggcgatcccg
  4593361 tccgcaccgg tggtgccgat caccgtggta atttgggctg tggcgttggt ggagctgaag
  4593421 actaccgtcg caccggtaac cgggttgccc ccgctgtcgc taaccaccgc ctgcacgctg
  4593481 ttagtgttca ctccatccgc caccgcgcca ttaactggcg cagtcagggt gatggtcgca
  4593541 actgcacccg ccacaaaggc ggtatcgata ttggcgttaa ccgtatcaat ggtggcgacc
  4593601 acattactgg tccccgccac ggtattggtc agcgtcgccg tggcgatccc gtccgcaccg
  4593661 gtggtgccga tcaccgtggt aatttgggct gtggcgttgg cagaactgaa gactacagcc
  4593721 gcaccggcga ccgcattgcc ctcgctgtcg ctgaccaccg cctgcacgct gttgctgttt
  4593781 gccccatccg ccaccgcgcc gttaaccggc gtcgtcagcg taatggtcgc gaccgcaccg
  4593841 ggcacaaagg cggtgtcgat attggcgtta accgtatcaa cggtggcgac cacattgctg
  4593901 gtcccggcca cggtatgagt caggagcgtt gatgccactc catttacacc ggtgttcatg
  4593961 gtcgaggaaa gaatagttgc cccgttggcc gaactaaaga ccaccgcagc accggtgatc
  4594021 gggttgccgt tagcatcctc taccaatgcg tccacctgat tggtgtctgc accatccgcc
  4594081 accgcgccat taactggcgc agtcagggtg atggtcgcaa ctgcacccgc cacaaaggcg
  4594141 gtgtcgatat tggcgttaac cgtatcaatg gtggcgacca cattgctggt cccggccacg
  4594201 gtattggtca gggtcgccgt ggcgatcccg tccgcaccgg tggtgccgat cactgtggta
  4594261 atttgggctg tggcgttggc agaactgaag actacagccg caccggtaac cggattgccg
  4594321 tcgctgtcgc tgaccactgc ctgcacgctg ttgctgtttg ccccatccgc caccgcgccg
  4594381 ttaaccggcg tcgtcagtgt gatggtcgcg accgcaccgg ccacaaaggt cgtgtcaata
  4594441 ttggcgttaa ccgtatcaac ggtggcgacc acattgctgg tcccggccac ggtatgagtc
  4594501 aggagcgttg atgccactcc atttacaccg gtgttcatgg tcgaggaaag aatagttgcc
  4594561 ccgttggccg aactaaagac caccgcagca ccggtgatcg ggttgccgtt agcatcctct
  4594621 accaatgcgt ccacctgatt ggtgtctgca ccatccgcca ccgcgccatt aactggcgca
  4594681 gtcagggtga tggtcgcaac tgcacccgcc acaaaggcgg tgtcgatatt ggcgttaacc
  4594741 gtatcaatgg tggcgaccac attgctggtc ccggccacgg tattggtcag ggtcgccgtg
  4594801 gcgatcccgt ccacaccggt ggtgccgatc accgtagtga cttgcgctgt ggcattggtg
  4594861 gagctgaaga ctaccgtcgc accggtaacc gggttgcccc cgctgtcgct gaccaccgcc
  4594921 tgcacgctgt tagtattcac accattagcc accgcgccgt taaccggcac cgtcagggtg
  4594981 atggtatcta ctgcaccggc cacaaagtgg gtattgacgg tctgaccaac agggtcggtt
  4595041 accgtcgtgg ctttgactgt agtggtacct atagccaggt tggtgagtgt attttctgca
  4595101 tagccattac ggtctgtcac cactggattc tgtgccaaaa cagcaccatt cccagcatca
  4595161 aatgttacag aaacacccgg tactgaatta ccatttgcat caacgaccca cgcacgcacc
  4595221 acgttggtgt cagttccatc cgctttggca ttgttatcaa ttgcggccaa cgtagaaaca
  4595281 accgccgtcc tcggatcagc agagaacgtc attgtcatcg tcatacccac caatgcagga
  4595341 gacgtcacgc taacaacgga ttctcctgcc cgaaggttcg tgaatgtggc attaatcgtg
  4595401 ccatctacac cggtattcgg tgttgaagca accactatcg cgccattatc tgcctgaata
  4595461 ctcatcggca catttggcac ggcattgcct gtcccatccc gtaacacgac ttggatttca
  4595521 ttctggtcga tgccatcggc aaccgcccgg tcagccaatt tcaccaaact gatcgccgct
  4595581 gtcgacccag gtttaaatgt cgtatcaacc tgttgagatt ggcctcccaa cgttgcagtc
  4595641 actaccgaaa cccctgcggt ggtattggtc agcgtggagt cggcgatccc ctcggcattg
  4595701 gttatcactg tttgatcgat gacagttgca ccattactgg cactgaatat cacggattga
  4595761 ttagcaacag cattagtata ggcatcggta accttcgccc gaacaacgtt agtgtcactg
  4595821 ccattagcca ctgagtcatt tgttgtcact gtcagatttg cggcggtgat ctccgccgtg
  4595881 ctttcatcag ccacaaacgt cgtatccaca cttcggctac tagaacccaa cgtaacgcta
  4595941 accctactta cacccgagac ggtatgcgtc agtgtggtac tggcagtacc attagctcct
  4596001 gttcttgcct ctgtcgtact taatgttgcc tgagtattaa ccgcaaagtt gatgagctgc
  4596061 ccgataatcg gttggccgtc gccatcggtt actgtggctt gtaccgtgtt agtcgcaata
  4596121 ccgttagccg tcgcattatc aatcgttgtc gccagatggc tgatcaccat ggtctctgga
  4596181 cgagtgactt caatagatgt caccgcacga tttgaggcgt tcccttgggc atcataggca
  4596241 accgcactta ttgtatgcgt attgcttgtt ctgagaatat gttgatagaa aggtaaggta
  4596301 accgacaatg aactctgagt gagtggggag gtactgccgc ccgcattttc taacggtgtc
  4596361 gcatcccatt caatacggct aaagccatat tttgcacgta cctgtgcggt caatgtaatg
  4596421 gcaccgccac ccgaaccact gattctgtca ggcagaacca gatgtattaa ttcctgcttt
  4596481 ttataatcca gaacaatatt attattacgt tcaaccaggt cataacggct gcccgccagt
  4596541 gtccggttag ccgccaccgc tgactgatca atctgatcat tccacggttg ccccatgcga
  4596601 taattcagtt gcacattaac gctggtattg ttgttgttac ctttcccctc acggtgttct
  4596661 gcaccaatag tgaccaaagg aaccggggtg taattaaccc ccaacgtcac agcatgtggg
  4596721 tctttctggc gatcatcctt accaaataag gcgacttcat caccacggta tttttcatac
  4596781 attaatttac cgcctaattg tggataggcg ggtaaataag cctcggtacg gatatcgaag
  4596841 ccatcagccg gacgctcatc gtaactgctg aagtcacgag actgatgcca gccggtcaaa
  4596901 ccaaaatagg tgttagcgga gaatttaagg tagtcagtcg caacttcagc acccaccccc
  4596961 acacgccggt tttttccagt aagatcattg tcaaagaagg tattagcacc gtacatccag
  4597021 tcaccttggt actgacgtat tccggcacca atatttactg tgttgcggct gtctttattg
  4597081 cgaacaccaa gttgagtaaa caggagtgaa ctttcactgt ctttgagtgg taccaatagg
  4597141 tccagcgcgc tgttatctag cttaaaatcg ctatctacat tcaattgtac ccgcgcagta
  4597201 ccaaattggt tcaaccactg ctgagaagat gcgttaattt catttgtcac tgctgaacgc
  4597261 gccatattac ttgcggcatc agaggtattg tcattagaaa gtaacttacc ggctcccata
  4597321 gcatttctgg ctaacaaatc atcaacatct tttttattat tttcattagg attattgcta
  4597381 aagaaagatg actctttgcg gggaacttca atctcatccc ctgttgtcag tgatgcgaaa
  4597441 ggtttggaaa aggtacgata agcattcagt tttttcagtt catcaaccgt aatattatat
  4597501 ttttttgcta tcgattgaat agagtcaccc ggccccagcg tataaggttc agtcgcacgt
  4597561 gcagcaggag gcaaaataga cgcattaact ggcgttatga ctgaggttgg tgctgaatta
  4597621 gtcgtgtttg cggcagcaat tgcgggcgta aaagagagac ttagtgggaa tgcaaattga
  4597681 aagaaaagtg taatccatgc gacaactttt atttttctgg ggtgtccttt ttccttcaca
  4597741 tcatggggac gagaagtgtg atgagacaac ttccatttcc aagaaatgag gatagcccta
  4597801 aaataattta acatggatac ttaactcaca aatagaaatg ctattaataa aaaatcctga
  4597861 acaatttaaa tttctactta cactgctcag agacaatcca aattaaaata acctcacaat
  4597921 aacaatacaa aaggtatggt cataaaaaac aaatcgttaa caacaccaaa ggaaagaata
  4597981 taacaccttg aaatcattaa taattaactc aaccagacat atttatcgtt gttattgtcg
  4598041 tatttttggt taaacataaa gctgtaaacg gttataaggt gcatcattca ctatttaatg
  4598101 accctatagg caaaaaaaag ccacatgtta cttcaatctt cttttagcgt ttattaccaa
  4598161 aaataacttg gctagcgtta ctgtatgaag tacacacatc tacttgtcta ccaagaaaaa
  4598221 tctcatagcc caagtttaaa tagtagtatg tattttaata atgatatcag ataatctgca
  4598281 agaaaaatga cggccagcac actaatcatt aacacatgcg caagccttca taagcaccac
  4598341 ataaagtgta actgtttcaa aaagctaaag tttatattta tctcatagca taaatattat
  4598401 gcatatgcac aattatttca aacgcagaag cactagcagt aactatagtc tcaagtagga
  4598461 attcccttag actttacctg tacattgtat tataaaaaaa gcctaaaatt atttttaaca
  4598521 tcctaaaaat aatattttag gattaatgcc cgaaaatttt gatgcacaag tgagaatgac
  4598581 aatgatgtga catcttaaac agaaccttat ttccccaaca atgacgactc ttatattctt
  4598641 ccctgtagag gcacctttat gtgatctagg catctagtca cattaataaa atttaatctt
  4598701 cttcacgcaa aaaataaaaa accattttct atacggcatt caatttaaaa tgaccgcagt
  4598761 gacaatgata cctcttattg aaaatccgct catcgataat taaaccaaca ctgtgctttt
  4598821 aatcgatata aataaccact ttgtgaggga aatgcggtat ctatacgact tatctttata
  4598881 cttaatggaa taggatacaa attccttttt agtccgcagg atgtcaataa ataacatcat
  4598941 acggataaag tctcttcggt ggcgtaacag agaagtggct aggggaatgg aaaataggtg
  4599001 tcaatatctg aacaaagata ttcgcttaaa atataaaaaa ccctgaccat aagatcaggg
  4599061 tgctttgttg ttctttgtta tcggttgttt ctcgatattg ttacagcaga attcgccttg
  4599121 ataccttcaa gccctttaaa tacggggatg tcgccagtgt tgttttactt tgggtacaca
  4599181 ctaaaacgga gtgctcgcct gattggctat tttattctcg acttctacta ctggtgtaat
  4599241 ttggattatc acttttccag agaaaaaatt gcggccttgc tgacacctgt ctgcgcagaa
  4599301 atgaccaaat acgacagggc tttatcaaat ctcagacgta gcacatgtag gatcaattca
  4599361 gggttatctg cccagtgccg tctttcgtgc attcatctta aatgtccttt tattgcgaaa
  4599421 atggacatta gtatcggaaa caggaaaggc aggtggtaaa gcagtaccgc ttttctcccc
  4599481 atagagatag tctcagtgac attctgtcaa ggctataggt tcattatgaa tagcttaata
  4599541 ttacaggtgt tatttactca gagtaatgac aattttttca agaaaagatt ggacgttata
  4599601 cccccatgaa gcgggagaaa actccccctc tgcgaggtcg gtaaattcaa gttctaattc
  4599661 tttttcttcc ggatacgctg ttaacagcat attagcttca tcaatcgttt tttggattgt
  4599721 ttgttggttt tctgtattcc tgtaagaggc aagtatctca tctatacctt cgccaaataa
  4599781 atcataatct tgtccaaaaa aaacacgaac cagagttcca agatggatgg ctttcattca
  4599841 gcgtcagcct tgatgctgta aggcaagatt ctgcacatca tgcaaaaaat cttgaggtgt
  4599901 cgttccccac agttctggcg aaaaatcatc accccaacgc gtgttaagct catcatcaag
  4599961 tgtattggga tacgcggctg taaattcagc tatgtctgaa atcagcgttt caatctgcga
  4600021 aggcgagttg tcttgaagat aaaaagccat aacacccgcg attgttgtag cccctgtgat
  4600081 ttcataataa tcctgtccaa aataaatttg tatcaggtgc tctagtgccg aaaaattacc
  4600141 cattattttc attgtaccgt ctctaaaaca tggggtaagc ggtaagaata tagtatggtt
  4600201 taccgtggaa tgcttcaaac cgaatgacta tcctaaattt tgtcaatttg gttccggcca
  4600261 gttccccgcg ccttacccca catccaataa catggccaac aaagtgatta ataacaaatt
  4600321 gttacgttag acgtggtaaa cttgccgccc agactttaat ccattcagtg ttggatctta
  4600381 gcgcatcgga aatacgttct tcggcaagtt ccgtgcagag ggaactatta agaaaaaatc
  4600441 gtcaatctga tattattctt aatatagttt tgagaaaatc atatgcggct gtttcccata
  4600501 atgcgggaga gaaatcaaac ccgtatcttt cctcaaattc cttctcaaga atgtcagaat
  4600561 aaatttcaat aaaatcatac agttcttttt tagctcactc aaagtttgtt catctgctgt
  4600621 tttcttataa aattggataa tcccctcaat agtatcttcg ccatcattta tataggcgta
  4600681 atcttgatta aaatggcaac cgatgagttg gcctagaaaa taaaagtttt gcttacccat
  4600741 ggtatacggc cctactcagg aaatgctgtt aatatataat tatgaaagta aaacaactga
  4600801 ttaaaaattt attaggtaga agtatgtgcg acagcatacg ataaacaaag cccgcactct
  4600861 ggcgggctta cgggtcttcc acgacactat gcgacgctaa aaaatagtct acagcagaat
  4600921 tcgcagcata cggcgcagtg gctcagcagc cccccataac agttgatcac caacggtaaa
  4600981 ggcggacaaa tattctggcc ccatattcag cttgcgcaag cggccaactg gggtattcaa
  4601041 tgtgccggtg accgcagcag gtgtcagttc acgcatactc aattcacgat cattcggaat
  4601101 aacccgtacc cagtcattgt gcgtcgccag catttgctcg atttcggcta atggaacgtc
  4601161 ttttttcagt ttcagagtaa aggcttggct atgacaacgc agcgcaccaa cacgcacaca
  4601221 taggccatca acaggaatca gagtactggt actcagaatt ttattggtct cggcctggcc
  4601281 tttccactct tcacggctct gaccattatc caacgctttg tcgatccacg ggatgaggct
  4601341 acctgctagc ggcacaccaa aattatcggt cggtaacgtg ccactgcgag ttgttgacgt
  4601401 cactttgcgt tcaatatcca aaatggcaga tgccgggtct tgcaactctt ttgccacacc
  4601461 agcatgtagc atacccattt gggtcagtaa ttcacgcata tgacgagcgc cgccgccaga
  4601521 tgcggcctga taagtggcaa ccgatgccca ctccaccaga ttattggcaa acaaaccgcc
  4601581 caatgacatt agcatcaggc taacggtaca gttaccgcct gcaaaggttt tgatcccctt
  4601641 atccagcccc tgcttaatca catcgtggtt aaccggatcc agaataataa tggtgtcatc
  4601701 ttgcatacgc agcgaagaag cggcgtcaat ccaatagcct tgccaaccga tttcacgcag
  4601761 cttcggataa atttggttgg tatagtcgcc cccttggcag gtgatgatga tatccaatgc
  4601821 actcaatgca tcaatatcat aagcatcttg caacgtacct tggtggcccg cgaaagccgg
  4601881 tgcagcctgg ccatgttgag aggtagagaa aaagactggg cggataccgt caaagtcgcg
  4601941 ttcttcaatc atgcgttgca tgagcactga gccgaccata ccgcgccagc cgataaaacc
  4602001 aacgtttttc atgtttactg ccctgccttg gaaggtgaca ccgatttatg gatacctgtc
  4602061 ttgtataact gcgcgcggtt acccaatgta agtgggggtt gcggcaaggt tgcaaacgca
  4602121 caaatcccaa tacgctgatt cagctcagtg gtctgggtat gtgaacgtgg ctaacaccac
  4602181 tacaacgtca agtacgaggg gtatatctag cacggcagac tgactaagat agacttgata
  4602241 ccaccttaca aaatataggc aaagtggcaa gtgaatttat tcgataccag aatgattcaa
  4602301 agaaattttt ctaatatgtg actttatctg gccgaaaacg ccagtagcct ttatcccttt
  4602361 gaggtaatga tgactgagat gattgcagca actgtgttgc tatttttaat tatggatcca
  4602421 ttgggaaatt tgccgatttt tatgtcggta ctcaagcatt tggagcctaa acggcgacgg
  4602481 gtggttttga tccgtgaatt actgattgcc ttaattttga tgctgatttt tctgttcgca
  4602541 ggcgagaaga ttctgttatt cctgaatctg cgcaccgaaa ccgtctcaat atccggcggt
  4602601 atcattttgt tcttaatcgc tattaggatg attttccctt cctccgagag caacgttact
  4602661 gggctatctg ctggggaaga gccgtttttg gtgccactgg cgatccctct ggtggccggc
  4602721 ccctctattt tggccaccct gatgttgctg tctcatcaat atcctaatca gctcagccac
  4602781 ttggtgctgg cattgatgat tgcctggggt ttatcggcag ctattttact gatgtcgaat
  4602841 ctgttcctgc gtttgttggg gagtaaaggt gtcagtgcgc tggagcggtt gatggggtta
  4602901 attttggtga tgctatcgac gcagatgttt ttagatggtg tgagggcgta tttggcgatt
  4602961 tgaacgcacc attcaagagc agaccggatc aggcctcggt tgatattcct cattgcgctc
  4603021 aacgtcaaaa aaaccaattc aaaatgggtc tttgactgct gacaaagcca aatgaagggg
  4603081 aaacgtgccg ttggggtcgt agtggcgtaa gccaccggag tgcccctagg tgcggtcaac
  4603141 ccttcactca cgaggcaata gcgttgtcaa taacctcaag cctcttctga ggcttttaat
  4603201 aattagacgt caaaatcatc agggtaagcg gctttgagtc ttttttgctt gtcttgaaaa
  4603261 ttgggatcta cttggttagg taactttact tttagcccct ttctgatttg tgaagcaata
  4603321 taaaaagcat cacctagccg atcctcaaaa ataggatctg ttgcttcgaa ttcttttgtt
  4603381 gcatacatgc cgaatgttag tttccaaagc tttgttttat ctttttcttc gccggtaatg
  4603441 acgttatgca gataaatcag ctgctgaacg atggagttat acatgggttc aagcgtctca
  4603501 ccaccaatga cgttatattt aatatgatgg tggcgtttct gagccagacg cagtgcccta
  4603561 tccacgtaat ctaaagcggt gtcgttggtc attttttcgg actccatacg tctttattgg
  4603621 tactgaacca ttgtatgcca ccgccttcag cctggaatta atctaatcaa tatatacggc
  4603681 ttaattgttc tggtggtaat gctaataacg cctttcatac ctttttttaa ttcactttcc
  4603741 ggcatatcta tatctgacat aacaacatca aaaagtgaaa aattcatatg tcaccatccg
  4603801 ttaacgtaaa taatcagtta acgtaaatag tcgtcattcg agtaattact gatcctgtat
  4603861 cgtagatcca accagtacgg accacactag tattaccgtt aggccctgta attggcatgt
  4603921 cgatagttgc acgctgacca aagttgtcag aagcagcgag taccgcagga tttgacgtca
  4603981 ctccagctta tctttttcac gtggcccaag agaggaagcc tgagtatgat gaacctgtct
  4604041 ttcacgcatg ttgataatat agtgattagc atggtaacca tcattaaatt catactcacg
  4604101 gcaaacccgt gtccaggcag cataggcgct gactatacgt tcatactctt cggggcgaag
  4604161 attatctctg gataagttgt acaaatagat gccgagaagg cttaggctca tctcaactcc
  4604221 tggcgaaatg agccgtaata taatgtttgg atcagcagat atgcaggggg gcaggtgtca
  4604281 gtggtgaagg ttaaagcccc tgagtttaac ccgtatagat ataaaattac tttatcagac
  4604341 tgctggcaaa atccgatgac tcgaaccagc tccagatcac caaatcaact cactaagcca
  4604401 acgcccccac gcatcgccgg acaacctcat caatatcagt atcaatatcc acacaaatta
  4604461 catcaggctc atccgggccg ggttcttcca aggcgtcaaa ttggcttctc aataaatcgc
  4604521 ttggcataaa atggccggaa cgtgcttgca accgcgccat gatgacgtcg aaattgccct
  4604581 tcagatataa aaataccatg ccctgattgc cctcgcgcaa gcgatcgcgg taacaacgtt
  4604641 tcagcgcaga acaaacaata atgcccgttt catttttatg gctcaggctg taagccgcat
  4604701 cgcttaggcg ctctaaccat ggcatacggt ccgcgtcatt aagcggttgc ccactcccca
  4604761 ttttctgaat attggcgcgg gggtgtaaat catcaccatc aataaatttg gcatgaatct
  4604821 ggcgcgcgac agcctccccg actgtggttt taccactacc cgatacgccc atcacgataa
  4604881 tgctctgtcc cgccatatgt tgatctctat ctcagaatgg aaattctact ggtgcctata
  4604941 gttccgtatt ttaccatgtt accggtatca tgataccggt aacaaatgga gatgtgactt
  4605001 ttatcacaac agatagcgcc gttatcacaa tagataaaac agctatcacg acagataaaa
  4605061 aacactgcct tcgtactcaa tcacgcgagc caggaaaggc cggagaaata ttatgccatt
  4605121 aatcatcgtc gcagttggcg ttgccatgct gctattactg atgatccgtt acaaacttaa
  4605181 cggatttatc tcgctgatac tggtcgcgtt agcggtaggt atcatgcaag ggatgccaat
  4605241 cgataaagtt gtcggctcga tcaaagcggg tgtcggcgga acattaggta gcctggcctt
  4605301 gattatgggc ttcggggcca tgctcggtaa attgctggcc gattgtggcg gcgctcaacg
  4605361 tatcgcgacc accttgattg agaaatttgg tcaaaaacat attcaatggg cggtggtact
  4605421 gaccggcttt actgtgggtt ttgccctgtt ttatgaagtg ggttttgtgc tgttattgcc
  4605481 actggtattc agcattgcgg cctctgcccg catccccttg ctatatgtgg gtgttcccat
  4605541 ggcggcggcg ctttctgtca ctcatggttt tctgccacct cacccaggcc cgaccgccat
  4605601 tgccaccatt ttcaacgccg atatgggcaa aacgctgctg tacggcacgt tgctggcaat
  4605661 cccaaccgtg attttggcag gcccggtgta cgcccgcttt ctaaaaggaa ttgataagcc
  4605721 tgttcctgaa gggttgtata acccgaaaat ctttaccgat aaagagatgc caagctttgg
  4605781 ggtcagtgtc agtacggcgc tggtaccggt tattttgatg gcattgcggg ccgtagcaga
  4605841 gatgattttg cctaaaggcc attcgctgct cccctatgcc gagttctttg gtgatcctgt
  4605901 aattgctacg ctgattgccg tgttaattgc aattttcacc tttggtctaa accggggccg
  4605961 ctcagtggaa tcggtcatgg agaccctgtc tgattccatc aagatcatcg caatgatgct
  4606021 gttagttatt ggagggggcg gtgctttcaa gcaggtttta gtcgatagcg gcatagagca
  4606081 atatattgct ggcatgatgg gcaatagcgg ggcatcacct attctgatgg catggtccat
  4606141 cgccgcctta ctgcgtatcg ccctgggttc tgcgacggtg gcagcgatca ccgctggggg
  4606201 cattgtcgca ccgttaatcg cgaccaccgg tgccagccct gagttgatgg tcattgccgt
  4606261 tggttccggt agcgtgatct tctctcacgt gaatgaccct ggcttctggc tattcaagga
  4606321 gtatttcaac ctaaccatta tggaaaccat taaatcgtgg tcagtactgg aaaccattat
  4606381 ttcagtctgc gggttgatcg gctgtttgtt gctgtctctg gttatttagc caacggcgcg
  4606441 ataaatagtc gttatataaa tggctgttat ataaatggtt attatgtaaa tagttactat
  4606501 ataaatgatt gctatatttt ttatatactg ccaccgggga ggatggtaaa gccgacatcc
  4606561 accatttggg gtgttacccc ttctccgcgc aacctggcca ataaacgctc ggcaccgatt
  4606621 tgccccattc tttccctcgg tgtcagtacg ctggccagtt tcggtaccat cgactggccg
  4606681 atatcatggc catggaaacc ggcaatagcc atgtcatggg ggatggatag cccctgacgc
  4606741 tgacattcaa atacggcacc aatggctaaa tcatcattgg tacagaaaat actgtcgatt
  4606801 tgtggataac tgacctgcgc ttcacgtaac agttcagcgc cagcggaata tgacgatgaa
  4606861 cggctggtca tcacgctcat cggtaccaga ccggattcgc gcatcgcttg ctcatagccc
  4606921 tgctgcttga tcaccgtgcg ctcatcttgg cgagcgccaa aatacaccac atagcgatgg
  4606981 cctttagcga taatttgctg tgtcatctgc cgggcggcct caaagttatt aaaccccacg
  4607041 gccagatcaa ggcaaggcga aatacaatcc attagctcaa taacagggat acccgcgacc
  4607101 tcaatcattt tcagggtccg cgcggtatgg tggcgttcag agaggatgag gccatcaata
  4607161 ttgtaggaga gaagcgacgt cagccgctgc tcttcgcgct ctttctgata gccgtagtga
  4607221 gccagcatcg tctggtaacc gtgcgcatcc gtcacactct ctatcccccg caaaacctca
  4607281 gcaaaaacct gattagttaa cgacggcagc agcacaccaa tggcatggct ggtggcatta
  4607341 gagagaatat cgggagcgcg gttggggata tagcccaatt cgtccaacgc cagcgcgatt
  4607401 ttttcctgta aaacagcaga aacctgttct ggattccgca aataacggct gacagtcatt
  4607461 ttagtgactc ccaccatatc ggcgacatct tgtagcactg gccttttttt cttcattatc
  4607521 aatgaactga ggctggatga acgggaggca attctagcaa agaaaagggt atagcgcgat
  4607581 gtgcataccc tttttagtta acgtaaaccg ggggtaaatc aacttaatcc gagagtaaat
  4607641 caacttaaat tggtggtaaa
//